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ool Qlof, "ZERH"T folv X FHAAETHY DNA f2EH 495 dulsty HAALE A
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AshA ® g dr] ZRWE Q] &5 (downstream)ol] 2 @hlA S mgstE FAAE A sbeskA 44
A AzH AEA A 2Ed 2~ Bd f& 5o AxF LHEHWEHE ATt

ool gloj, ddwlE e E o wnel Zawy 9 Ay ZRREY AFrbssiA ddEe dE 54 oy
A& Fdete FHA Ado] A e E9E F e T ok TXE EgkavE, vloly s EE V]E v
MAE ougteh, 2wy wg df 2~Eyx 5o Btd Zarng 9 4y Z2RE9 #ErtesiA A4
o Jd 5 dulds gt A Ade 3d 2 Ade #E stesA ddE 5 glew, 4] FAE
7VestA AAR A Add dd 2l DS MY kA g B4 fA " (replication origin)g o] XEF
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wrgoell ogk yYB73 GUS WY F-2& Mgz o g e Ewoltt,

T 5 el ogh of 71 A=A HEWE MYB73 pro::GUSE FAHFHE of 7]l HE 2EH2E A
PR A9 § GUSe] T e SRl ARxleltt.

A AN Bakel A4S 742 Aol Qoin AR Sl

AX 1, WB73 AR JE 2EF 20 g3 28 dAlS w4 By oz 39l

MYB73 Fr3AA7} i SEZ 2R 5ol o8 nhgah=x] K]
28] (northern blotting)< Xk},
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1A, thoke ~Ef 22 A g F v

AL e 2 w2 AYE 74z 4T, 37ColA 3, Sucrose 8 %, Nacl 200 mM, H,0, 10 mM, Mannitol 100

mM, TAA 10 uM, 223 ABA 10uM, GA 10 pM X% 1 X NS &0 s|Asle] xgslgam 6A17F o] e wrg
S =% &43} (Northern hybridization)® o2 ®A53tt. glal A7) 2EH2Eo] AhE Ay AL 3
o18t7] fslM, A-2(Cold), 7H&(Drought) & ABASl WHS-Eh= Corlda HAAE X FAAZA &85

=

rd BEgR e FA R wol £ 25Y ¥ Wild-type °N7174d] A mRNAE ATA W& 33 F=330.
201 g mRNAZS 1% agarose/2M MOPS/2.2M formaldehyde gelollA] 90VE 2A17F A7|9E5S 3 F Hybond-XL
membrane(GE Healthcare: RPN 303S)ell ©]% transfer AlFTh. ©]F 1200x100 plJ/ar & UV crosslinkingS aF
il hybridaztion buffer® 1lhr %<¢F 65ColA] pre-hybridaztions 3FTF. probeZE MYB73 4 XS [32P]-
dCTP (50 uCi)® random primer mixture®} dNTP mixture® 7Z©o] @] 1A]Z}F incubationd E3f labelingS 3+
t}. ZEA ¥ probeE 65T A membrane® H7A 18A)7F hybridaztion ) Z . 1xSSC/0.1% SDS solutiono & 15
2+ 29, 0.1xSSC/0.1% SDS solution® @ 1037+ 3HH 42°Co A washing 3+ 3 BASo| £o] FlAMEo] sFF 9w
S A7) & Multiplex Bio-Imaging System(Fujifilm : FLA-7000)S Ea|4 o|n|x|S A} t).
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2 A% = 26 ek vheh o), B3 fAAS) o] ¥ Axesdw Soldom el wget AL
sels)glct

AAd 2, 98 2EF20 AR U MB7K0 FAR

PE 2EH 2] Eoldor WSS = B3 AR 9B 2EHA XA}
7] 918kel, Col-0 < MYB73 UIR KO, MYB73 EXON KO 5 7W¢] EdWo] A& ©
A FdE s Bkt

I A = 3o debd bk}l o), MYB73 AR wEo] AAE MYB73 K0 EWo] AEEo] AR ~Edx 3§
ol R el mle} Aol dAs] FUMEE & AT wEA, B73 FAAE A ARl YA R

5 5k O ]
@ dRe F3 Atk AL o & A

A 3. ¥ wge o8 o)7|AY MBR T2 RE Z2Y (MVYB73 promoter cloning)

lol & 232 ¥ Wild-type oH71 &) A A2 gDNA FE381%Th. o] gDNAS F3 o & MYB73 1kb promoter &
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Z}2] 20bpe} 72 M ES e o] (F-GATTGGGTAAAAACGCTCCA, R-GCCGGATCTTTTTATCGGAT)E o]-&3le] PCR &
Ar}. olwl PR 2L
Aasigin.

O % AVGEE Fote]l SEE MBS ZREEE #Rlstal, Ax &3tk &&¥ DNA £ZH(1kb)S
topo vector(pCR 8/GW/TOPO :invitrogen)el A+¢istaL £ UA] GUS vector$l pMDC162 vectorel LR
reaction(LR Clonase® : invitrogen)3d}ATHE 4 =), ©]F E.coli cell(TOP10 cell @ invitrogen)o| &%
2 (heat shock transformation) WHPo= FAHZS F FEY (colony)7t B42 wW7tA] v ATHETE,
12A171) . o]% A" ZF2ZY (colony)E ©HA] LB g & Zelxavl= HE (plasmid vector)E F

F59rh.

denaturation 95C 5%, annealing 57C 1%, polymerization 70C 1%, % 40cycle®

U

==
~
2
o
>
=5

AX 4. 73 T2REZ FAASH 2 Az
of

| 394 #=n]" MYB73 pro::GUS vector& of12Hre|g]ole] A7]% 7 (electric shock transformation)
i E

U o 7 FAASke & oujekeldtt. d A A3t ofaRubH EolE ZH A (floral dipping transformation)&

F3l nlE oFAE (wild-type) OH7];§'EHOH FAAZGSAT. o]F FAAZE AEZHEH HNE 85t 34

A A 7R (selfing) 3] homologous lines EH3}FTE. o]F GUS A (GUS staining solution)S ©]
|3t AES A

AN 5. AEF2E 5 35d/ed Azd] gE 24 v Wy

=
2 dol og ZENHE X¥st= 2 WEe ZEEH Hd GUS FHAE A

= AL, olF 12607k A
of TE3ste] 4Uxt A5 °H7 gl Col-0° FAHZIUTE. FAHsE A Es dFstd 25747 A5 H
ZF 200 mM NaCl, 10uM ABA, 10uM ABA + 10 uM Fluridon(ABA inhibitor), 200mM Mannitolol] 1, 3, 6, 24 A]
et 2B A F 6US fAE Al oI dE GUS AT F agar 4% WA flel RS
wtEo] leicarte] dlF- @m|Z(stereoscopic microscope) (EEAW: leica EZ 4D)S AR&3dle] 8x E T
shoAtt.

O A, dE 2EdAE A3 Aol dxadt v Soldow Aol GUS o] wo] il
v e s (= 5). A vE 2EHAE Ay AEdAE dixzay AdddA zfolrt glivh
(% 6). mepa] & I ofgt =2 RHE ABAC] 93 ~EH A~ AP 4d e F=e 5940 49

ooz ¥ WPl 54 ¥R PAS JEsgont, FUA] B A4 7 A Qo] ol T
AR 7)%e @A A FAAY Woln], ojo] X wrel W7k ABHE Aol ol HE Wlsi), ©
i ¥ wme] Al WSl ARE YTPI 1) wEBe| oJste] FojArin & ol
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Figure 1. Plant MYB transcription factor classes. lllustration showing different plant MYB protein classes, depending on the number of adjacent MYB repeats (R). The

primary and secondary structures of a typical R2R3-MYB are indicated. H, helix; T, turn; W, tryptophan; X, amino acid (X).
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<110> KOREA UNIVERSITY RESEARCH AND BUSINESS FOUNDATION

<120> MYB73 gene regulating salt stress of plant and promoter thereof
<130> P11-130218-01

<160> 2

<170> KopatentIn 2.0

<210> 1
<211> 963
<212> DNA

<213> Arabidopsis thaliana

<400> 1

atgtcaaacc cgacccgtaa gaatatggag aggattaaag gtccatggag tccagaagaa 60
gatgatctgt tgcagaggct tgttcagaaa catggtccga ggaactggte tttgattage 120
aaatcaatcc ctggacgttc cggcaaatct tgtcgtctce ggtggtgtaa ccagcetatct 180
ccggaggtag agcaccgtge tttttcgcag gaagaagacg agacgattat tcgagctcac 240

gcteggtttg gtaacaagtg ggctacgate tctegtette tcaatggacg aaccgataac 300
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gctatcaaga
tgtgattttg
cgtacggcga
tcgggatctg

agatctgagg

cttcecttgga
gttatggacg
gtagaagaag
gttcaggaga
gtcggtggta
agccgtcegtg

tag

<210> 2

atcattggaa
gtggtaatgg
gtggtggteg
acgtcagcga

ttacagcgtc

ctgacgagac
gtggttatac
aagaagcgaa
tgataaggac
gtagttctgg

ttgggtttag

<211> 1001

<212> DNA

ctcgacgctg
agggtatgat
tggtgtctcg
gcaatctagt

atcgtctggt

ggttcgagtce
ggcggagetg
ggggatatct
ggaggtgagg
cggcggaggt

agagtttata

<213> Arabidopsis thaliana

<400> 2
aaaaggatat
tcactttaga
ggaagaaacg
aaaaagaaag
cttgacacgt

ctctgctctce

ccaatcgcca
acgtaaatgt
tatggacaca
ttcaccaata
atcagttttt
ctctttatta

atacgttaga

aatatcgttt

aaatatagag
tggaaaatga
ctcctgtgta
aacaattgaa
gttaatatac

cacgctcgat

acgtgtttta
tgtcaatttt
taattatgaa
tttttttgac
attttttatt
atagagaaaa

tatttttatg

ctgttaaatc

agaataaaac
aatgattggg
cgagcgtact
aaaaaaaaag
agctgtatcc

gttaacctca

tttttggttt
tttataccca
catataaaca
tgaatgagtc
gtttgaacta
cggttttatt

cagttaagga

gataagaaaa

aagcgaaaat
ggtaatttag
actggcttgt
ggtggtgceac

gaagatcctc

aacgagccgg
tttceggtta
ggtggattceg
agttacatgg
ggeggttegt

gtgaaccaaa

gtagaagtta
taaaaacgct
ctctcttcaa
caaatctcaa
caagtcccca

cacaaacgct

aaaataaata
aacgttaacg
atggttaatc
aaaattgttt
ccatagttat
tgtttectte

taatattaca

aattaccggt

gcagcgtcga
gagaagagca
atatgagtcc
acgtgtttaa

caacttatct

ttcaacttaa
gaaaggaaga
gtggtgagtt
cggatttaca
gtatgccaca

tcggaattgg

acgatttttt
ccacctgtaa
aagaaaacaa
actcaaagta
accgtttttc

tatctcccaa

tctgttccaa
aggtttgtac
atacgtttaa
aacgagtaac
ccgtttaaca
tataaaattt

ctgtaaagtt

tgaaccggtg

_12_
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ccactccttt ctcgtataaa tactctctct tcttgetcett atcctcttca accaaaaagce 900
ttttcttcce aacacacaca aaaaaaaaaa ctgtaacgac caaaaaaaaa gaggacgcgt 960
tagaagaaaa aaaaagaaca atccgataaa aagatccggce g 1001
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