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B oumel meloluli wds} o ¥E BASE uidel Nt 54 06 ¥919 Aol weh vl taele
& slom, 242 WEse] voldstolmel o WA Yskd Aeleds Kolfez ET & A md
oo, 8 WuEEA oo} ulol ol o] ola] WHH ARG SolHow FEY F Qi Zeholn 4
ek

47 2HE D B 7] AR olSlelE, FHEL obzx, W719Ee] Bad $F Fo| Fhw %
g 5 ek

T sl FElEA, 2 9 e AGR2, CA9, GABRP, IFITM1 H MUC13 2 o]FoF oA AElE= 15 o449
FAA ZzREe] 54 0p6 FANAY WUs FES SAske] ik Hol® AualAY Hol 94 sl

= el BE Ao

IE Shhe] FEIEA, B U ) | A7) GAR ZRIE
574 CpG FlolA e wEst =58 %Xéé}—b wﬁla M%}%, Waote] Hol ek EE Hol 3N g%
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A% Ans Agee

o~
iy
=2
r %
ot

_L4
9,
)

A S shbel FElEAl, Bow@e gad dolsl odu Bl AR AREYE AR FA4 ZEu
Hel o6 #9190 Wgs £Ee SHsE WA 2 A7 dEs FEe 99 dad Ane dY 4 L
wHo WY 52 naeks wAS e, A de] Aw Ex Aol U4 A3 98 AR A
Fohe el #a Aot

o] A%, Bt} nghAsH, A7) e FrlEHoR | dAad Aoyl oalHE fhxle] AESEH A|REEE CA9,
GABRP, IFITM1 2 MUC13 = o]Folx oA HAEy= 1% o4y A2 ZZREY (pc F99 wds) &3
S A 9 2 Y] WEd SRS 99 dad AR §9 f A 2 REe wEd 453 Bt
= 9AE 23 =

u}

WA E st e, ¥ ouw B ARZVE A9 FAA4 L2
Be] Cp6 #9le] WEe £Ee P @ o W ik ARel A9 f4 %
gol wds FEu vmsts WS Egets, A Aol AW i Aol A9 d32 A% Aus

o
o
=
o
jur]
o)
ol
Qo
X
0%
X,
%

T e Fhdem, wash dolr} odu: fAel AEeA Azziy
AGRZ, GABRP, TFITMI B MUCI3 = o]0}zl wolA MEls 1% oj4te] e Zzwee] (p6 9o wg
38 2AaE WA 2 A7) Mg $Ee ARy B AR AT $44 TevEe vgs 557

HlaskE gAE X3 5 9l

Ahgb e oshube) QElmAl, B owme vae dolrh s Sabe] ABEA ARLYE GABRP A% %
228 G ¥AIS] DA $EE T A oL ] WS S A g AR 99 fd
mavEe Wds FE7 vt AR Eget, wdagke] do] Ww Ex Aol WA 3L 8 An

& Algshs el #g Ao

of A%, mot wEASA, A7) wEe
AGR2, CA9, IFITMI % MUC13 = o]Fofxl ol &
FEe A5 WA L ) Mus ¢

=
wakeE HAE 23 5 9

gk Aot AEE Bl AR AR
FAAe] EREE S Cp6 P99 WEs)
159 AY f04 ZzuEe Wus 5

SHEAT S dge] FEA, e e Aol ol el e Anmie FINL 4
Z2uE s o6 Foe Mus £2e 5

A ZzuEsel uEs 523 v
BE AFsHE Wel B8 Rolth,

_0|L
rir
AU
X
it
ke
ol I
_0|L
r&r
L
>
=)
L
SO
o
N,
av)
k
rr
)
o
do
oo d
oX
2
|\
(o2
91_‘
2

o] A%, Ht} mEFEA, AV HHS FrpHom, dAia Holrh JAHE Ao AEEH AlREHH
AGR2, CA9, GABRP % MUC13 & o]FofA oA Aulx= 15 o)Atel fHxte] Z2RE e (pq ¥9eo weEst
452 = g3 =528 iy Jdad AR dd A 22RE] vdsl 3 ]

AR shube) Eleal, B oume dae delsh o Sxbe] ABEA ARRRE MCI3 FA4 X
2RE9 Cp6 F9lo) WEE FES SHeks WA 2 Y] Whs SRS Uy dag A g Fa4
zewee dds FE3 v WA Edeh, dagtel Mol AW E ol A¥4 A2 AW An
& AlFehs ol #a Aol

o] A%, Ht} mEFEA, AV HHS FrpHoz, JdAia Aoyt JAEE Ao AEEH AlREHH
AGR2, CA9, GABRP 2 IFITM1 & o]Fo]z oA AElE: 1% o] SAxle] L2RE 9 (p6 F-9]9 wesz}
FES A5 94 D A fEs £S5 9 dAa AR a9 A TEREY wYdl ¢=E b

olol o)a] AGR2, CA9, GABRP, IFITM1 /X MUCL3 S-d=be] )

Z
= R A
3} G0l Aol Uk x4, ¥, 48, @3, 2%, g, Aw MAF wE Lo 2 AR 5& e

=437 1skel, A% DSl ¢

A, dAaY Aolrt oiEHE FAREE Al DNAE 5319 HEs ¢35
3 = SDS %% (Tai et al., Plant Mol. Biol.

AN BHoz AgHE dE/FREEE F5Y, DS



[0068]

[0069]

[0070]

[0071]

[0072]

[0073]

[0074]

[0075]

[0076]

[0077]

S=50] 10-1275269

Reporter, 8: 297-303, 1990), CTAB 2] (Cetyl Trimethyl Ammonium Bromide; Murray et al., Nuc. Res.,
4321-4325, 1980) L& AdH oz #vjsE DNA 5 J1EE o] &35t 38 & ).

A7) A% ZEREY 54 6 9ol W FEe SPst WA, moh AsAE, () F5E AR
A NS A ARl 18 RIS S s AES W AREAT At @ 1; g
(b) 298 FEG 5 9t TetolmE olgato] PeRol o

]ﬂﬂE1WA A S LEwE 54 Cp6

47 (a) GANA HIMEE Aol EAl 4718 WAL SFES vtoldvtel=d £ glov, wgHsAE &
F owpolstolEd 4 gt} o]ejd whol ol EE o] gdtel WWEst AlolEA 271E WHPAA TZuE
MYst ong FEshs e g QA 9 #A=

=
LS, A7) (a) SdACA HEst 93 Astase vl A biel Zol, §A CpG F-919 wEsE
Ao A& & e AgaizZA Agas «1 JAAFZ (GE
S, Smal, Sacll, Eagl, Hpall, Mspl, BssHIIl, BstUI, Notl &
471 (b) SAlA THL
gk nle} o] wEs) o F

mlm o}m

— AR
o, 742 W] vl sl o] o) WaHA SRR AolEAE Eomzz ZEG 5 e meoln g
9 oulEsiE A eo} wloldstol=e] ola] WA AoEAE Soldom FEQ & ot Zeeln AU 5

<

= = A=, (o) &7 (b) AN FHd A
F7hE ZE = Aok A7) (o) Al SEFE AaEe S F Gl
g -

=2
iu}
o
)
_(L
gz
_°,
j;
ﬂﬁ
3
g«:ﬁ
e
oft

A5 o] &3 Ao & FAl FAE W, odE 5] mock DNAYIA PCR AX}Eo] Yeld e
oM, Astasz XE DNAA PCR AFEo] de A9t ZZEEHY vEsty Aoz Adsty, Aagrz
22]® DNACIA PCR A3}tEo] Qe %cEESEV}Mﬂ%ﬂI}&QEJHh} Aol wal 1 WEs op
E dad § glow, ol FyAlA A Eit). A4 Azl A E =L ol M E A

3

ore abelel A% DS ©luFht.

ol9} e Wl wel, A} AR W] AGR2, CA9, GABRP, IFITM1 %/ MUCI3 #3AF T2 REQ (pG ¥H7

Augsh Aulz AR 49, wagel Aol el sluAel Atk A5 4 g Aelth,

wEka, A7) B2 odbie] & 9, AGR2, CA9, GABRP, IFITM1 ¥/HXE+= MUCI3 F-73AF Z2HE vEs qFE
QIate]

kel o] i do] YHURE Solapl BerE 4 Uv),

L

>
2
o
o
s
=}
=
:l>

ool mhet, ghabe] A ARl AFHI Al DNAC] 54 FHA TRy el wdst =5 PR

7'M 7|22 8 MSP(methylation-specific PCR) 5¢ WHo=Z ZAHFo=ZHN = AlZF o] dAad o] 99
EE Aw g glopr AL =1 A A 7 ES L 5 Qo).

=W A9 47
T 12 nRNA ¥ CpG HIEd A dHolHE F3tsle BAS Uehd EA x|,

L= 2% SK-0V-3 AlEFE 71 vhe-2o B Folste], dagk do] = XS 758kl

dlo

S 3olsl Az

v A

—

5 32 4 dAY AEF (SK-0V-3) ¥ T Ho] & 7AA9 Y22 (n=7; 10~-8C = HH)dA A4
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Wodaeh AESFSE Hlaste] o] FgxAolA FostAl Hde] wskE uekd frdAte] gk

¢

2% g oA DNA HwEeolde] wstel fria o] WstE yEhd dvfeltt,

Lo

= 62 Mol dAY FEEE(n=7; 10-8C 2 W) FUdxH oA AGRZ AR ¥&H W3S RT-P(RE A
=3 432 Yeig

= 72 Aol dAaY TERA(n=7; 1C-8C 2 W) FUdxH A CAY FHAe] &d W3IE (RT-P(RE AT
3 A3= yepdd.

= 82 Aol dAaY TERU(n=7; 1C-8C 2 WH) FUdxH A GABRP F-##te] @& WslE qRT-PCRZ A
=3 A3=2 Yepi,

T 98 HolA A FEEU(n=7; 1C-8C 2 WH)o FUzANA IFITM FHx+e] w&d W3S RT-PCRE
HE53 2= Yepig

= 102 Aol dAaYd FEEW(n=7; 1C~8C 2 WH) FTFXZA A MIC13 F#Ae] wd W3S qRT-PCRZ
#5323 Yepig

© 11 ol wdask ERRE(n=7; 10-8C 2 W) FokxAolA AGR2 FAAFe] TR CpGi-91olA DNA
W o] de] WstE DNA Wg# o] wmle]aRojgo|= A% ARE e,

= 125 Aol dard SE5ERrd(n=7; 1C~8C & HH)9 =9
mego]de] MslS DNA e o]l nlo] g Zojg o] 2 F-43

i

O

FzA A CA9 FFARFe] TR RE CpGE-9lelA] DNA

Z A

A2 et

5 138 Aol waer ZERAE(n=7; 10~8C & Ww)ol FFxA Al GABRP 1A T2 RE (pGE-¢ oA
DNA wlElge]de] ¥igls DNA wlEd o] mfo]aZojgo]la 2418 A¥E e,

(¢}

T 14E Aold wAad FERU(n=7; 10-8C = WH)o FFRZoA IFITNL FHxte] Z2RE CpGH-$ oAl
DNA wWiE#le] e WstE DNA ddd o)A mfo]aRojgol2 A% AFE et

= 165 AHolA dAiaY FERD(n=7; 10-8C = W) FUZF A MICI3 FAAFe] T2 RE CpGE-$lolA
DNA wiE#le] e wslE DNA ddd o)A mfo]aRojdol2 A% AFE et

= 162 SK-OV-3A| 3ol 5-aza-2'-deoxycytidin 23+ & AGR2 #F-dx} @alo H3ZE 313t AxE e
=

bl

172 SK-OV-3AM|:Zo| 5-aza-2'-deoxycytidin A 2|3 F CA9 FHxA L& wWHIE g3t ARE
4&44.

= 188 SK-OV-3A|3EFol 5-aza-2'-deoxycytidin A 2]3F & GABRP #-dx} &3 e W= 313 A4S ek
=

%= 195 SK-OV-3A3E=Fol| 5-aza-2'-deoxycytidin A &3 & IFITMI f-4dx} de] W3lE el Ays e
Ho

5 20 SK-OV-3A| X0l 5-aza-2'-deoxycytidin X8k & MUC13 &2 2o wislE st A7E ey

FE Al fet TAE QI LH%’—
o1—s o Axdel oa s AWt w@ a7 AAedE B 0Ee dass A w
a7 Aol slo) AARE AL ol

r
()
of
o

AAd 1. AZEF 9 dag FHo] BHlg

Abel WA MEF SK-0V-3% American type culture collection (ATCC no.HTB-77)olA —*+3&te] 10% FBS
(fetal bovine serum), 100 U/mL HYA= 2 100 pg/ml ZEFEulo]rlS 33t = McCoy's ba HIA o

_11_
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[0087]
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= Az wjHe) Aekste] 10wkl 4-6F
% o ol F4H 7ol
wo] o] AAAzo] wHeUT,

AXd 2. Total RNA &
SK-0V-3 AMxEFo} 4 = Z) easy mini kit (Qiagen)S ©]&3}] total RNAS FE33t. &9
e AZFAY] wFde wegl AAETE. 359 total RNAE spectrophotometerE o]-&3fo] Aekalgom,

[s}
RNA “JEl= 1% agarose gelolA] A 7195 3}o] degradation®]F-& 221313},

i)
R
N
N
)

AXd 3. kA AA7F (Quantitative real-time) PCR (qRT-PCR)

cDNAZHA & 913l Superscript II reverse transcriptase (Invitrogen)= AF&3FTh. 1 pngl total RNA <} 50
ng oligo dTE 70 TolA] 1083t denaturedr ¥ o]7]o] 5X RT buffer 4 pl, 0.1 mM DIT 2 ul, 2.5 mM dNTP
mixture 4 pl, Superscript II reverse transcriptase 200 units % RNase inhibitor 10 units & 3>3}sh utb
SMol E93 20 pl HHEALE 25 T oA 108, 42 TollA] 508, 95 CollA] 58 &<k vkg3sle] cDNAS FAJ e
F AL 1:4= A o] F 2 ulE FHdk] RT-PRe FHP o= A183130th. qRT-PCRS cDNA 2 ul, SYBR
Premix EX Taq (Takara Bio) 10 ul, Rox reference dye (50 x, Takara Bio) 0.4 nl, Z} f3=4e] Zgloln
200 nME ¥§3 20 pl WSS ABI 7500fast sequence detection system (Applied Biosystems)g ©]-&-35}o
95 CollAl 30% WH&eF §-, 40 cycles (95 C oA 3%, 60 C °lA] 30%) wEste FEakqlth. PR 4H=9
specificity: 95 TolA 15%, 60 TollA1%, 95 CTollA 15% &<t wkgste] 218 lrh. 185 rRNA o3&
internal control@ AM&-3}3lom, AGR2, CA9, GABRP, IFITMLI ¥ MUC13 f-#zte] wr&le 7}7b 18S rRNALE 4=
To2 ACG WP o R R, AMEH Zdtolw AES T At

F1
AE ANEHS
human AGR2 (forward) 5'-AGTTTGTCCTCCTCAATCTGGTTT-3' 8
human AGR2 (reverse) 5'—GACATACTGGCCATCAGGAGAAA-3' 9
human CA9 (forward) 5'-TGACTCTCGGCTACAGCTGAACT-3" 10
human CA9 (reverse) 5'-CCACTCCAGCAGGGAAGGA-3' 11
human GABRP (forward) 5'-CTCGATTCAGTCCCTGCAAGA-3' 12
human GABRP (reverse) 5'-GTGCGGGACCCGATCAT-3" 13
human IFITM1 (forward) 5'-CGCCAAGTGCCTGAACATCT-3' 14
human IFITM1 (reverse) 5'-TACCAGTAACAGGATGAATCCAATG-3' 15
human MUC13 (forward) 5'-AGAAACATTCCATGGCCTATCAA-3' 16
human MUC13 (reverse) 5'=TGTCCATAAACAGATGTGCCAAA-3' 17
human 18S rRNA (forward) 5'-CGGCTACCACATCCAAGGAA-3' 18
human 18S rRNA (reverse) 5'-GCTGGAATTACCGCGGCT-3' 19

2 Ao 4, 5-aza—2'-deoxycytidine (5-aza-dC) A=

SK-0V-3 A EFol mWEes AJAA Sl 5-aza-2'-deoxycytidine (Sigma-Aldrich)E 5, 10 pM FEE 3Y7F A g3k
% AGRZ, CA9, GABRP, IFITM1, MUC13 Az} orde] ®H3lE RT-PCPS o]&3to] SFA3l3it).

Ao 5. nRNA mlolg = ojg o]

GeneChip Human Gene 1.0 ST arrays AF&3}¢] mRNA wlo]a 2 old oS =3P 35}% ).

ke
AN
B

Scanning & Aojx ZF FxAFe] WA (expression value)S ¥ EA (background correction), RMA

_12_
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(RMA normalization) (Biostatistics. 2003 Apr;4(2):249-64. Exploration, normalization, and summaries of
high density oligonucleotide array probe level data), & log2 W3} (log2 transformation)S AX FHE%
o7 BAEAN AFESIATE. F Folld ApEFow wEE = 44 (Differentially expressed genes, DEGs)
3kol3}7] 9]3}e] Bayesian t-test (Limma: Linear Models for. Microarray Data. Gordon K. Smyth.) WS A}
g3, HEA o7 p value<0.05 o|WA log2(fold change)®] ZAdizko] 0.585 Bt} & RS DEGE AA
skttt

Ao 6. DNA Wgg o] wlo]3 2ojg o]

Infinium(®) Human Methylation 450K BeadChip= A}M&3}e], DNA HWddo]d wlo]m oy o]lE 435}
DNA wlgldlo]ld A 0~1 ¢hs zhe Bate= FAHE™ Bk 02 i CpG F917F ¢hds] wives | AS
oulsl, 12 A3 vEsd AL oudic),

T oA ApEH oz wEgoeldEo] gl 42k (Differentially methylated genes, DMGs)E 2<lslr] $13}
o] Bayesian t-test WS AF&3Qth. HEZOE p value<0.050]HA Azt B x}o]=0.3 ¢ CpG FY = =f
HH oz dego]dEoe] = Cpc F9 (differentially methylated CpG site)® AAsta o] For TR
Fto] EAEHE Cp6 F-919 WEdold A=rt we fA2E DGR AA sk,

L’Lm

AAd 7. DEG 2 DMG #AE2] FTFEA
= 19 W] wheh, HE ARH DEG P DG AEE EFIATH

A g‘ é“lzl:
L gag do) §E 2d 7F
SK-0V-3 Whaoh AEFE 10 vlele] 9l FE vhgne] Bl A7t Folale] wagh do| $¥ ndg T
At (= 2).
A

2. gk do) 58 29 ALY Wi 2Y

N

Mol TE RuloA A2 FF =AY, &%, 3 FHEE XS 4% 54 W Y] 22)7 SK-0V-3 da
oF MEFo|A A DNAE 3#%38}o] Illumina Human Methylation 450 BeadChip & ©]-83}lo] DNA wE€do]A n}
olARo]golE Arjste] Yt WA MEFe} BlaLste] Ho] FEZA A f-oletA DNA wWddole] WstE
YERA CpG F91E5 BA8%ltE. 4 23, o Ao AlEFof Hluste] zo] FYkE Aol DNA wWd# o] A
o] Byl AAHeor vopx Z=E AWE3}l (global hypomethylation)E Hol& Aol #EHAY (& 3).

A wde) W 24

&
o] FERAAN AL FU 2HI SK-0V-3 FAaY AEFANA RNAS FE3te] Affymetrix Human Gene 1.0
ST o] g3le] wd mlo]g 2o}z o] (expression microarray)S 4 A3Fe] % Hask ATt vuste] o] F
FxANA frofatA wde] WtE yvEhd FHAXE BASGT (B 4). B4 Ay, gAde®m Mx &
(cell adhesion), M3 7] (cell cycles), 4 A& (wound healmg) 2 &3 (coagulation) ¥} ##AI
A wdo] F7he Wb, FAF (transcription), ZHALZRE, AXANE 9 AEZAME 2" #odte= F32F
9] wdo] dA3 FAaE o AT (R 2).

lo

£ 2
228 M3 | Enrichment T2 7 Ao Pt Bil pat
Score (GOTERM_BP_FAT)

_13_
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wE ) Cluster 1 8.2 AE Bz 85 2.35E-10 1.10E-07
A E3LA Bt 85 2.52E-10 1.01E-07
Cluster 2 7.6 M 7] 51 5.34E-10 1.88E-07
AE F7] 58 1.53E-09 4.77E-07
Cluster 3 6.6 FEYE ¥ 27 9.48E-13 2.67E-09
G =9 27 2.36E-12 3.31E-09
Cluster 4 5.4 ZE-9E4 11 2.70E-07 4.22E-05
A E-AEZE B
AES F2 2A 28 9.53E-07 1.34E-04
Cluster 5 2.7 A A 25 3.62E-04 0.029
23 16 8.98E-04 0.063
ey A Cluster 1 5.6 AA} 263 2.78E-08 1.04E-04
A 2H 311 1.05E-07 1.97E-04
Cluster 2 3.2 HEFE o} %4 29 4.72E-05 0.029
M EA27]18 W 28 3.22E-04 0.11
iz 45
Cluster 3 3.1 tRNA thA} A 27 1.96E-05 0.018
tRNA om0}l 8} 12 0.0025 0.27
Cluster 4 3.1 tRNA thA} A 27 1.96E-05 0.018
ncRNA Al A 42 2.58E-05 0.019
Cluster 5 2.5 AEZ AL 24 104 3.81E-04 0.12
NEZS X3 104 4.51E-04 0.13

4. Aol et BE 2UY FARALA wssh {407 wAe TP

A Aot A|EFQ} Hluate] Mol TFExA oA DNA wEgoldoA to]E YERE AR SHA 2
oA ZpolE YEhllE FHAES AEste], ol v A#AE FFEA] (integration analysis)< &3ke] 2t
Axpe] zRE F9lo EAsHE Cp6el WE#Holde] Welrt fdxk wde] JIgS FAvty FAHSE £
=5 AT (& 5).

2L o et

TS, mRNA 2E 2 CpG WEHdHod ARE B Am, AodA ZEEYH (O 9 AvEs)
(hypomethylation)oll 2|3 Fxx #H&o] Frket FxxF 163708 AR, ZZRE (pc o Jdds)
(hypermethylation)oll 2ajA fFAdxF Tdo] AT FAx 77015 A4S AT

%3 ¥4 (integration analysis)@ %ake] 7} HAAte] ZewE ¥9o] EAs Cpee] Heolne M}
FA4 2@ JFL FAGT FAHE FAAES 40D T, o5 FAAES T o Aol9} B F14

So] W W3S Quantitative real-time PCRE
frolgk zto]l& Hole Ho] Sold a4 x4 $H {FHAE AR5t ®=3, d AxF
o A AQD 5-aza-2'-deoxycytiding A E|3sle], o]E FHAE T DNA W o] Mo

Aoz I 559 FHA (AGRZ, CA9, GABRP, IFITM1, MUC13)E, ~=2HFE
CoG Hgeold HetE o] &3 dadh o] g AR HF AAsdtt.

Iz 3
AR GenBank No. 93 |ogFC W PRt B o] B P %
(fold change)

AGR2 NM_006408 4.52 2.33E-05 -0.58 5.57E-07
CA9 NM_001216 2.96 6.64E-05 -0.57 9.06E-09
GABRP NM_014211 2.84 2.45E-05 -0.66 4.30E-10
IFITM1 NM_003641 2.36 4.37E-07 -0.36 2.56E-06
MUC13 NM_033049 2.65 0.00373788 -0.39 2.66E-06
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[0113]

[0114]

[0115]

[0116]

[0117]

[0118]

38 5

wgh, DNA wlge#old wlo]aRogo] EA A%, AGRZ A9
16844546-16844667) 2] DNA @ o]do] A3 wolx] QI Ath. CA9
F-91(ch9: 35673849-35673970)7F, GABRP f-x}e] ¢ ZZREo|
170209821 2 ch5: 170209521-170209642) 7}, IFITM1 f-A=}be] 79
313984-314105)7F, Z&laL MUCL3 AR ZH$ ZEEEC

H fAAY T2RE Cpe HEg o)A @stet f4

gt Twide] S 559 Ak (AGR2, CA9, GABRP,
AN oM RT-PCRE e

4 ZEREE ] EA8h=

ZZEE
Z:ZH —5‘],_‘:_

S=50] 10-1275269

=3

—
>
ot

g]

N
-

IFITM1, MUC13) 2% ol

=
S

1 1o

Jo 2
g ofy
e

A

EA CpG F-4(ch7:
TR RE EAsE 5A Op6
EA CpG F-$ (chb: 170209700~
EAqs s 54 Cp6 H-9 (chll:

CpG ¢ (ch3: 124653658-

A4 BS

EAshe

=
E4

124653779 2 ch3: 124653599-124653720)7}F, EolH oz AW E o] 9= AL 33t 4 Yot (= 11 W
A & 15).

Tk, dE A XS SK-0V-30] & DNA wEd ol AAQl 5-aza-2'-deoxycytiding 3€7F A glsk & 5F9 #4
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