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L.y S PR s PR 456 F B, HoRs e e 456 N S0 IR 1 R P L B 0TS 22 KT
U2 4K (PACY) , Hefu

(A) %ECDR1 (CDRL1) , H:HHSEQ ID NO: 196E{SEQ ID NO: 197/ JFFIZH K ;

(B) #2#ECDR2 (CDRL2) , HFHSEQ ID NO: 209 /5 F14H J ;

(C) #2%#ECDR3 (CDRL3) , HFHSEQ ID NO: 215/ FHI4H ik ;

(D) EHECDR1 (CDRHI) , HFHSEQ ID NO: 2235 FI4H 1 s

(E) E#ECDR2 (CDRH2) , F:HISEQ ID NO: 2377 FI4H i ; A1

(F) EEHECDR3 (CDRH3) , HHHSEQ ID NO: 247 H1I4H i o

2 AR ELR T IR 140 B I Uk 5=t JiR 45 & v B, H2 41 CDRH1 L CDRH2 FICDRH3 43+ 1] £
SEQ ID NO: 223.SEQ ID NO: 237HISEQ ID NO: 247 514H f%, 3 H.CDRL1.CDRL2 A
CDRL3%> AIHISEQ ID NO: 197.SEQ ID NO: 209F1SEQ ID NO: 21507 FIZH i

3 AR ELR T IR B 40 B I PU R s =t JiR 45 & v B, 22 4 CDRH1 . CDRH2 FICDRH3 43+ 1] £
SEQ ID NO: 223.SEQ ID NO: 237A#ISEQ ID NO: 247 514H B, 3 H.CDRL1.CDRL2 M
CDRL3%> AIHISEQ ID NO: 196.SEQ ID NO: 209F1SEQ ID NO: 2150 /7% FIZH i

4 RN ELR TR 73 B PR s =L P s 45 & F B, AR e ] AR X s n] AR X,
Horp R i T AR X A0 A 16 I SEQ ID NO:  152- 1597 ¢ 51 Al ik 4% ] A% [X 40,45 346 SEQ
ID NO: 172-182[1)F%1.

5. BRI ZLR1FTIR I o B Pu ik s b i o & F B, A& e n] A8 X R E 4 n] AR X,
Hrp.

(a) Frid#24E AR X A5 SEQ ID NO: 152FK) 7 51 Al i ik =5 5 7] AZ [X 40,57 SEQ 1D NO:
172/ 751 5

(b) Frid#24E AR X AL SEQ ID NO: 153F¢) /7 51 Fl fridk = 8% v 28 [X & SEQ 1D NO:
172/ 751 5

(c) Frid#24E I AR X A5 SEQ ID NO: 154K 7 51 Al ik = 5% 7] AZ [X 40,57 SEQ 1D NO:
172/ 751 5

(d) Frid#24E AR X A5 SEQ ID NO: 152FK) 7 51 Al i ik =5 5 7] AZ [X £0, 57 SEQ 1D NO:
1731 751 5

(e) Frik#24E I AR X A5 SEQ ID NO: 152FK) 7 51 Al i ik =8 5% 7] AZ [X 40,57 SEQ 1D NO:
L7417 751 5

(f) FrideE 22X A4 SEQ 1D NO: 155/ 7 51 Al Al id E 4% v A8 X 4 & SEQ 1D NO:
1731 751 5

(g) Frid#24E AR X AL SEQ ID NO: 1550 /7 51 Fl frid = 8% v 28 X & SEQ 1D NO:
1741 751 5

(h) Frid#24E 42 X A& SEQ ID NO: 1550 /7 51 Al frid = 8% v 28 X & SEQ 1D NO:
172/ 751 5

(i) Frid#24E AR X A5 SEQ ID NO: 152FK) 7 51 Al i ik =5 5 7] AZ [X 40,57 SEQ 1D NO:
175/ 751 5

(j) Frid#24E AR X ALESEQ ID NO: 1530 /7 51 Al fridk =5 8% v 28 [X A3, SEQ 1D NO:
L7475 5
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(k) FTiRdeE 22 X A4 SEQ ID NO: 156 7 51 Al Al id & 4% v 48 X 4,4 SEQ 1D NO:
17TAR 751 5

(1) FridgeEn 22X A4 SEQ ID NO: 157/ 75 A A id & 4% vl 48 X 4 & SEQ 1D NO:
17TAR 751 5

(m) FTiREE 28X A4 SEQ ID NO: 153 7 5 Al AT id # 4% v 48 X 4,4 SEQ 1D NO:
1761751 5

(n) FTiRdeE 22X A4 SEQ ID NO: 153 51 Al AT id E 4% v 48 X 4,4 SEQ 1D NO:
LTTH T 51 5

(0) FTiREEn 2R X A4 SEQ ID NO: 157/ 75 Al A id & 4% vl 48 X 44 SEQ 1D NO:
1761751 5

(p) FTiREEn 2R X A4 SEQ ID NO: 157/ 75 Al A id & 4% vl 48 X 44 SEQ 1D NO:
LT85 5

(@ FrideEn 22X A4 SEQ ID NO: 157/ 75 A A id & 4% vl 48 X 4 & SEQ 1D NO:
17817415

(r) FTideEn 22X A4 SEQ ID NO: 153 5 Al A id & 4% v 48 X 4 & SEQ 1D NO:
17817415

(s) ATk nl 2R X A4 SEQ ID NO: 153 5 Al A id & 4% v 48 X 4,4 SEQ 1D NO:
L7919 751 5

(t) FrideEn 22X A4 SEQ ID NO: 156 7 5 Al A id & 4% vl 48 X 4,4 SEQ 1D NO:
L7919 )7 51 5

(W FriRBEEE 22X A4 SEQ ID NO: 153 7 51 Al AT id # 4% v 48 X 42,4 SEQ 1D NO:
1801 J7 415

(v) FrideEn 22X A4 SEQ ID NO: 153 51 Al AT id # 4% v 48 X 4 & SEQ 1D NO:
1811 T4

(w) Frid#24E v 42 X A& SEQ ID NO: 1530 /7 51 Al fT ik 25 8% v 48 [X & SEQ 1D NO:
182 /5741 ; B

(x) FTideEn 22X A4 SEQ ID NO: 156 7 51 Al Al id & 4% v 48 X 42,4 SEQ 1D NO:
182/ /741

6. BRI SR 5 AT IR 1) 70 B I LR B L P R 4 & Fr B, Hod AT iR 82 88 nT A8 X B3 £ SEQ 1D
NO: 153097 HIFIpT IR EEE T A X A5 SEQ 1D NO: 182/)F %1,

T RRESR LR 7 S PR RS & 7 B, Kb rid fiia sy

(a) BL&SEQ ID NO: 78FFIM R FEAEL &L EHSEQ 1D NO: 10111214 )7 51 (1) H 4 ;

(b) EL{SEQ ID NO: 79/F M8 A4l & HSEQ ID NO: 101-103.107-109F1113-
13309 7 H1I i) 5

(c) ELESEQ ID NO: 80/FFIMHEE FIEL 51k I SEQ 1D NO: 101-103 /7 41 i) 4 ;

(d) EESEQ ID NO: 81T HIMHEEFIELF 1 FHSEQ 1D NO: 101-109( 7 41 1) HE 5 ;

(e) fL{SEQ ID NO: 82/F M e ffl %1k HSEQ ID NO: 107-109.122-124F1131-
1330 7 H1If) 5% 5 5

(f) B7SEQ ID NO: 83/F4H e At & ik HSEQ ID NO: 107-109F1113-121/ )%

3
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HIF B4

8. BRI ELR TR 1) o B bR s L pi R 45 & B, A B r ik L6 615 SEQ 1D
NO: TORFFIRI AL A SEQ ID NO: 131 )% 4 f 4k .

9. BRI ZLR TR 1) o B bR s L p R 45 & B, A B r ik L6 AL 5 SEQ 1D
NO: TORFFIRI AL A SEQ ID NO: 132)F 4l i E 4k

10 AR BLR 7T IR 1 43 B I PUAR B L P IR 45 & 1 B, b Frid iR B 55 8L 5 SEQ 1D
NO: TORFFIRI S AALASEQ ID NO: 1337 4 i E 4k

11 ARHEBCREE R 1-T AT — TR IR (1) 73 B B PR B B R 45 & v B, Hop Brid fi a2
BTREpUIA.

12 ARHEBCREE R 1-T AT — TR IR (1) 73 B8 ) PuAR s Ji 45 & 7 B, o pirid 73 B 1
IR PR 45 A B BUik H HFab i Bt JFab” B B F (ab”) o i BE Py BE XUPT AR AR T AR 20
R IR o

13 ARAE BRI ZE R LB IR B 7 B W AR B P R 45 & v B, o pir it B s B P 4 2 56
ENPUE N BUR B APk

14 ARAE BRI ZER I3 FT IR B 70 B W PUAR B L P R 45 & v B, Hodb el Hi 442 56 4 B
TURE AR

15 AR R BRI R 11 iR 1 73 & B Pu Ak sl iR 45 & B, Horb B il 50 o B P A 72
TgGI YA  TgC2 B Bk TG HL iR n TgGA R ifas

16 AR AR BRI ZE SR 15 BT IR B 7 B W AR B P R 45 & v B, Hodb pirid Hi 442 TobE 4k
IgGlPifh,

17 ARAE BRI ZE R 16 BT IR B 70 B W PR B P S5 45 & v B, b pir il 7044 5 L J1 B
F 5 AT EN29T AL R FRAR

18 MRAE BRI ZE R L TR IR B 7 B W AR B P S5 45 & v B, b pir il 7044 5 L J1 %
L EN297GHREAL

19 ARAE BRI ZR TR IR B 73 B W PU AR B P S5 45 & 7 B, oo pir il 47044 5 L J1 B
BAL 5 R292CHIVI02CRAE

20 .Y B 2T IR , H OB AUR B SR 1- 190 £ — T Hi ik sl Hobt JH 45 & 1 BX

21. Ik, HAS BRI ZEER 20/ 24T -

22 41 &, O BRI R 21 ) RIE B AR AL

23. 771, P AR RN EE R 1 - 199 AR — T TR B L BT S 45 6 B, BT I 5 VR B G AL
FIFER 2217 41 ML 2 il & iR Pr ik s LT R 45 6 1 B, FriR 4 R 70 W B iR oAk sl 4 i 45

ELES
24. ZyMALEW), A EBAZOR - 19 AE— TR ST R B PUR 45 & Bo g 27 ]
B2 IRIE ] o

25 KURIBESR 11904 — TR B AR S LR A6 5 4 BUPE I 4 FIF10 7 1862 0 15PACLA
KRR 23 1 P

26 LA BURIZE R 26 T4 10 Flide , Bk T e A2 S

27 AR BURIZER 06T e Fie , Bk BT A oo B S

28 AR AR R 27T 19 P , Bk (i LA e P 5 S 8 G I

4
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20  ARHEHURITER 26FT A0 F 2 , Hor T e A A S
30. AL AR 3R 26 %5 29+ (E— SRR I FHide , SLof il v G W UG 37
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APAC1#i&

[0001] 4o

[0002]  AHITEZLR20134E3 15 H $2 52 i 56 [ i H1 i 241 561/792,678 (FLE K@ 1
T HFFAA SO B SAUR 3

[0003] ZHFH|EK

[0004]  ZRHITE & C LAASCTIMS 3CrE T HB3RAZ Y , T AE REIE I 51 PRI AN 513K
O T201443 A 12 H 1 ATRASCT TH iy 4 MA-1804-PCT_SL. txt I H A/ A461,614F75.
[0005] &

[0006] A7 78 X0] i Sk I F AT 507 V2% » A 31 1 T P 7 92 ) T 8 AR A2 1) 5 22 o 2N HIT R )
45 IR WIAE 3 [ £1400 77 i Sk Tk 828 A 16 A R0 AW P Rt SR 25 - B AT AL AERY
s S 9o FRETT 7 AR 40 280 B R A il 3 PR A3 8 24 ) 1) T 42 52 1 %) A 224 R AR FARR AR
T o S AR AL IR LU R ], (H A2 56 (5 450 7 B AT 0B A Sk I AR F T 250 k697 EATTIY
(CESLRE

[0007] i i 15 R P AL B 22 JIK (PACAP) A2 28 T~ & AT TAE 6 A4 FiT - 240 P+ SR 33 c AMPT
FRIRE T8 56 AR E MR BV 20 5 ¥ 381 & A iR (PACAP38) BR2T R IE IR (PACAP2T) ) ik
(Miyata,A.,Z A\, “Isolation of a novel 38residue—hypothalamic polypeptide
which stimulates adenylate cyclase in pituitary cells.”,Biochem Biophys Res
Commun.1989;164:567-574;Miyata,A.,%Z N, “Isolation of a neuropeptide
corresponding to the N-terminal 27residues of the pituitary adenylate cyclase
activating polypeptide with 38residues (PACAP38) .” ,Biochem Biophys Res
Commun. 19903 170:643-648) - PACAPJIK J& T ML ¥ 12 7 IRV TP— (2 v 3R — 8RB T80 R
(GHRH) —JJt =y MW 2= B 5 Mk , NPACAP2THI 5 41 5 ML 6 1 i % ik (VIP) 34568 % [A] — 1
(Campbell,R.M. FfiScanes,C.G., “Evolution of the growth hormone-releasing factor
(GRF) family of peptides.Growth Regul.”1992:2:175-191) .PACAPAE A& i) EE
5EPACAP38FF H O 5 s PACAP38 5 PACAP2T ) 24 B 2 A5 U AN R o B AR A SR S A48 HY L 75 U
PACAPEX PACAP38:¥ FI -T-1CZEPACAP3S , I PACAP27:K5 I T 45 5E PACAP27 .

[0008] L3 1 SFHPACAPSZAK : LA 26 AN ) 45 & PACAP I H R A MIR45 22 X T-VIPHI SR A7)
1324k (PACT 32 AR BRfGI K “PACL”) , ANFEA L [F A4 b AR SPACAP ANV IP IR P b 32 4 (5393172
JNVPACTFIVPAC24R 35 4 F B 8] Ak “VPAC1” 8K “VPAC2”) (Vaudry,D.%§ A “Pituitary
adenylate cyclase—activating polypeptide and its receptors:20years after the
discovery.” ,Pharmacol Rev.2009; /L H61 (3) :283-357) .

[0009]  PACAPHE S LA HHALHI R J1 45 & BT 34> 32 4 (PACL.VPACT \VPAC2) , AT Gy Joll ) i
FEVEVIP, A2 55— J7 T, DAL T-PACTIR 35 B iy R 2R M1 /) 45 & VPACI MIVPAC2  Maxad i lan, 5
YIMDhE 4 2 65NN R IR I K (Lerner,E.A.ZE N\, “Isolation of maxadilan,a potent
vasodilatory peptide from the salivary glands of the sand fly Lutzomyia
longipalpis”,] Biol Chem.199146 H15H ;266 (17) :11234-6;Lerner,E.A. 2 A,
“Maxadilan,a PACl receptor agonist from sand flies”,Peptides.20074£9 H;28(9) :
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1651-1654.) , AHE T VPAC1 B VPAC2 X PACTEL A K5 T3 ik Bk , F AT o] FHAEPAC LI FE 14 5)
o

[0010] MR

00111 FE—ANT7 1, A K B AFE R T 455 APACLI 2> BS I PuAR s =Pt IR 45 6 v B,
5 (A) BREECDRL, HoA & (1) e H i RAAH BT ILC CDR1JF H12H B 4 I 2 2 1R 17 1)
(i1) HikH HRAAFFT/RIILC CDRLF FIZH B 4H B 2 241 7 512 A 22 /090 % [A] — PE &
R HIa (i11) 51k E B RAAPFTRAILC CDORLFFIAH A I & R 51 B A 2 /b
95% [F]— MR 7 515 (B) HBECDR2, Ho A& (1) £ H R 4AF FTonILC CDR2JFF14H Ak
AR 2 R P41 (1) 51k H R AAF FrosBILC CDR2JF FIAH B ) 4 i 2 L 1R 7 41 B A
Z/090% [A — MR EER T FIEL (111) HiE H B R4AF TR ILC CDR2JF F1 4H B 1 2H 1 2
R 75 BA 2095 % [F] — 2 AL IR T 41 s A1 (C) B FECDR3, HAw & (1) 16 H HH 3R 4A Pl
NIILC CDR3JF AN R 2 Z LR P 41 (1) ik H HH R AAH BT~ ILC CDR3JF #1I2H B 1)
HI R T EA 2 /90% [ — M = LR 718k (111) 51k H HER4AHF R BILC
CDR3 7 Z ZH B 1) 2H 1) 28 B R e 51 LA 48 /1295 96 [A) — 14 1) 2 1R 17 471 5

[0012]  #& 55— J7 i, AR AIEPAS PR S E B B, Hodh () Fridfiig sl i i 45
& R BELA10nME AR (514, 5nME 1nM) K1 52 BT ST 45 APACII 45 &, FTid 2 [ bt
IR UL N B 4H : 01BL 14A . 14B. 26A.26B.28A.29A . 29B . 39AF139B ; #1 (B) fifr ik $i 44 5
HyilRgs& v B itk 456 APACL.

[0013]  7E 55— /NJ7 T AR BB FE R SR 45 & APACLII 0 S I PL iRk s L ht i 45 & A B
HAE : (A) EHECDRL, HAL 2 (1) & 3 LA R ABHH Bz IHC CDRLF #1240 e i 2H 1) 2 B PR 7
Fll, (11) Hik B HZR4BH FrzsHC CDR1F Z14H sl 2H 1) 28 FE 18 1 91 LA 22 /090 %6 [A] — 1
&R 7 518% (111) 5k B B R4BH BT~ IHC CDR1 7 F1 40 s 4RI & LR 7 5 LA &
b95% [ — VR R LR T 51 s (B) EAECDR2, HoA 7 (1) 1% H HH R 4ABH B s IHC CDR2JF 1140
T AR T H) S (1) Hik H HRABH Bz~ HC CDR2 /7 51 41 A 1) 2H i) = R R 7 41 L
B2 /90% [ — MR =B 74k (111) S5k H HR4BH Bz~ HC CDR2 7 51 4 1 1 4 1)
QIR 7 A HA 2 /095% [Fl— PR 2 LR 7 51 F (C) EEECDR3, HoAL 7 (1) ik H H#R4BH
Fr7xTHC CDR3 7 F12H B 4 R R 7 7)) (1) 5% H B R 4BH BT /s IHC CDR3JF 4140 A
(R AH I R LR 7 B B 222090 % [A] — MR U R R 7 41 Bl (111) Sk H i 3R 4BH Bz (IHC
CDR3 7 Z ZH B 1) 2H 1) 28 B R e 91 LA 48 /1295 96 [A] — 14 1) 2 1R 17 471 5

[0014]  FE 55— 71, AR HAEFEGUR SR 456 F B, Hodr (A) CORLAEL S (1) ik H
CDRL1-C1FICDRL1-C24H s 41 AICDRL , (i) i% H FHCDRL2-C1.CDRL2-C2FICDRL2-C34H ik )
ZHAJCDRL2, A1 (iii) HICDRL3-C1£H A f¥JCDRL3 ; (B) CDRHAL?; (1) 1% [ HICDRH1-C1 AICDRH1-C2
YH R ZH fFICDRHT 5 (i1) 3% 4 HCDRH2-C1 . CDRH2-C2 FNCDRH2—-C34H. fi 1) 2H [¥J CDRH2 ; A1 (i11)
1 CDRH3-C1 £ i I CDRH3 , A1 (C) 4 5 M 45 & APACT I Bk sl i R 45 & A B .

[0015]  #F BRI —ANSEhti 7 S, Puik sl H i J5 45 & F BLf £ CDRL1-C1 . CDRL2-C1
CDRL3-C1.CDRH1-C1.CDRH2-C1A1CDRH3-C1,

[0016]  #F Bk 7y —ANSEti 77 b, Juik sl H i J5 45 & F Brf £ CDRL1-C1 .CDRL2-C1 +
CDRL3-C1.CDRH1-C1.CDRH2-C2ICDRH3-C1,

[0017] 7 Bk 5 — ALt 77 b, Juik sl H i JE 45 & F Brf £ CDRL1-C1 .CDRL2-C1 +

7
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CDRL3-C1.CDRH1-C1.CDRH2-C3FICDRH3-C1 .
[0018]
CDRL3-C1.CDRH1-C2,CDRH2-C1FICDRH3-C1 .
[0019]
CDRL3-C1.CDRH1-C2,CDRH2-C2FICDRH3~C1 ,
[0020]
CDRL3-C1.CDRH1-C2,CDRH2-C3FICDRH3~C1,
[0021]
CDRL3-C1.CDRH1-C1.CDRH2-C1FICDRH3-C1,
[0022]
CDRL3-C1.CDRH1-C1.CDRH2-C2FICDRH3~C1 o
[0023]
CDRL3-C1.CDRH1-C1.CDRH2-C3FICDRH3~C1 .
[0024]
CDRL3-C1.CDRH1-C2,CDRH2-C1FICDRH3-C1 .
[0025]
CDRL3-C1.CDRH1-C2,CDRH2-C2FICDRH3~C1,
[0026]
CDRL3-C1.CDRH1-C2,CDRH2-C3FICDRH3~C1 .
[0027]
CDRL3-C1.CDRH1-C1.CDRH2-C1FICDRH3-C1 .
[0028]
CDRL3-C1.CDRH1-C1.CDRH2-C2FICDRH3~C1,
[0029]
CDRL3-C1.CDRH1-C1.CDRH2-C3FICDRH3-C1 .
[0030]
CDRL3-C1.CDRH1-C2,CDRH2-C1FICDRH3-C1 .
[0031]
CDRL3-C1.CDRH1-C2,CDRH2-C2FICDRH3~C1 ,
[0032]
CDRL3-C1.CDRH1-C2,CDRH2-C3 FICDRH3~C1,
[0033]
CDRL3-C1.CDRH1-C1.CDRH2-C1FICDRH3~C1,
[0034]
CDRL3-C1.CDRH1-C1.CDRH2-C2FICDRH3~C1 .
[0035]
CDRL3-C1.CDRH1-C1.CDRH2-C3FICDRH3-C1 .
[0036]
CDRL3-C1.CDRH1-C2,CDRH2-C1FICDRH3-C1,

£ B3R 5 — A SE i s, Pk st

£ B3R 5 — A SE s s, ik st

£ B3R 5 — A SE i s, ik st

£ B3R 5 — A SE s s, ik st

£ B3R 5 — A SE s s, ik st

£ B3R 5 — A SE i s, Pk st

£ B3R 5 — A SE s s, ik st

£ B3R 5 — A SE i s, ik st

£ B3R 5 — AL s, Pk st

£ B3R 5 — A e s, Pk st

£ B3R 5 — A SE s s, Pk st

£ B3R 5 — A SE s s, ik st

£ B3R 5 — A SE s s, ik st

£ B3R 5 — A SE s s, ik st

£ B3R 5 — A SE i s, ik st

£ B3R 5 — A SE i s, ik st

£ B3R 5 — A SE i s, ik st

£ B3R 5 — A SE i s, Pk st

£ B3R 5 — A SE i s, Pk st

iR 44 B BB, 4CDRL1-C1 .CDRL2-C1+

iR 44 BBy, 4 CDRL1-C1 .CDRL2-C1

iR 44 B BB, 4CDRL1-C1 CDRL2-C1+

iR 44 B BB, 4 CDRL1-C1 .CDRL2-C2.

iR 44 B BB, 4CDRL1-C1 .CDRL2-C2.

iR 44 BBy, 4CDRL1-C1 .CDRL2-C2.

iR 44 B BB, 4CDRL1-C1 .CDRL2-C2.

iR 44 BBy, 4CDRL1-C1 .CDRL2-C2.

iR 44 BBy, 4CDRL1-C1 .CDRL2-C2.

iR 44 B BB, 4CDRL1-C1 .CDRL2-C3.

iR 44 B BB, 4CDRL1-C1 .CDRL2-C3.

iR 44 B BB, 4CDRL1-C1 .CDRL2-C3.

iR 44 B BB, 4CDRL1-C1 .CDRL2-C3.

iR 44 B BB, 4CDRL1-C1 .CDRL2-C3.

iR 44 B BB, 4CDRL1-C1 .CDRL2-C3.

iR 44 BBy, 4 CDRL1-C2.CDRL2-C1 +

iR 44 BBy A4 CDRL1-C2.CDRL2-C1 +

iR 44 B By, 4 CDRL1-C2.CDRL2-C1 +

iR 44 B BB, 4 CDRL1-C2.CDRL2-C1 +
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[0037]  #F Bk 7 — ALt g7 b, Puik sl H i JE 45 & F Brf £ CDRL1-C2 . CDRL2-C1
CDRL3-C1.CDRH1-C2,CDRH2-C2FICDRH3~C1 ,

[0038]  #F B3k ) —ANSEti g7 b, Puik sl H i JE 45 & F Bef £ CDRL1-C2 . CDRL2-C1
CDRL3-C1.CDRH1-C2.CDRH2-C3 FICDRH3-C1 ,

[0039]  #F Bk ) — ANkt 7 b, Puik sl H i JE 45 & F Brf £ CDRL1-C2 . CDRL2-C2
CDRL3-C1.CDRH1-C1.CDRH2-C1FICDRH3-C1,

[0040]  7F B3k ) —ANSEti g7 S, Puik sl i JE 45 & F Bef £ CDRL1-C2 . CDRL2-C2
CDRL3-C1.CDRH1-C1.CDRH2-C2FICDRH3~C1 .

[0041]  #F B3R 5 —ANSEiti 77 S, Juik sl i JE 45 & F Brf £ CDRL1-C2 . CDRL2-C2
CDRL3-C1.CDRH1-C1.CDRH2-C3FICDRH3-C1 ,

[0042]  #F B3R 5 —ANSEti g7 v, Juik el i JE 45 & Brf £ CDRL1-C2 . CDRL2-C2
CDRL3-C1.CDRH1-C2,CDRH2-C1FICDRH3-C1 .

[0043]  #F B3R 7y —ANSEti g7 v, Puik sl Kt JE 45 & Brf £ CDRL1-C2 . CDRL2-C2
CDRL3-C1.CDRH1-C2,CDRH2-C2FICDRH3~C1 ,

[0044]  7F B3R 5 —ANSEti g7 e, Puik el H i J5 45 & BLf £ CDRL1-C2 . CDRL2-C2
CDRL3-C1.CDRH1-C2.CDRH2-C3 FICDRH3-C1 »

[0045]  #F B3R ) —ANSEti g7 e, Puik el Kt JE 45 & Bef £ CDRL1-C2 . CDRL2-C3 .
CDRL3-C1.CDRH1-C1.CDRH2-C1FICDRH3~C1,

[0046]  7F ik 7 —ANSEti g7 v, Puik el KL JE 45 & Bef £ CDRL1-C2 . CDRL2-C3 .
CDRL3-C1.CDRH1-C1.CDRH2-C2FICDRH3-C1 .

[0047]  #F Bk 5 —ANSEi 7 v, Puik el i JE 45 & Brf £ CDRL1-C2 . CDRL2-C3 .
CDRL3-C1.CDRH1-C1.CDRH2-C3 FICDRH3-C1 ,

[0048]  7F Bk 7y — ALt g7 b, Puik sl i JE 45 & Brf £ CDRL1-C2 . CDRL2-C3 .
CDRL3-C1.CDRH1-C2,CDRH2-C1FICDRH3~C1 .

[0049]  #F B3R 7 —ANSEti g7 b, Puik sl Kt J5 45 & F Brf £ CDRL1-C2 . CDRL2-C3
CDRL3-C1.CDRH1-C2,CDRH2-C2FICDRH3~C1 ,

[0050]  #F bk ) — NSkt g7 S, Juik sl H i JE 45 & F BUf £ CDRL1-C2 . CDRL2-C3 .
CDRL3-C1.CDRH1-C2.CDRH2-C3 FICDRH3-C1 »

[0051]  7E 5 —ANJ5 M, A K B FERE J 45 & APACLIN 70 S I Pk sl Kot i 45 & B,
HAE (1) % H BA bR 6 i) 5 55 CDRAY FE 41 1) EE4%CDR CDR1.CDR2AICDR3, A1 (1 1)
% B EA Bk e B #2 5ECDRIY 7 41 1) 42 #%ECDR- CDR1,CDR2FICDR3.

[0052]  #E—ANSti T b, AR B FEUR B PR 456 B, oA & B #ECDR : CDRH1-
8.CDRH2-2F1CDRH3-3 ; A% 5%£CDR : CDRL1-3.CDRL2-2.CDRL3-2.

[0053] FEH— AT EZH , AKHARFE R PR 4 & v B, A& EEECDR:
CDRH1-11.CDRH2-5FICDRH3-9F1%£ 5£CDR : CDRL1-13CDRL2-1.CDRL3~1,

[0054] FEF— AT EH , AKHORFE R PR S & v B, A& HEECDR:
CDRH1-1.CDRH2-4 FICDRH3-6 F1%£ 5%£CDR : CDRL1-2.CDRL2-1.CDRL3~1,

[0055]  fE 7 — AT B, A RO R PR 4 & v B, A& HEECDR:
CDRH1-1.CDRH2-4 FICDRH3-6 F1%£ 5£CDR : CDRL1-1.CDRL2-1.CDRL3~1,
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[0056]  7E 57— AN 7 R, AR ERE AR E P R 45 & B, A& HEECDR:
CDRH1-3.CDRH2-5AICDRH3-5F11424%CDR : CDRL1-1.CDRL2-1.CDRL3-1.

[0057]  7E 55— ASLitis B, AR PRGBS A F B

[0058]  7E 53— ANt 7 R, AR ERE R B PTR 45 & B, A& HEECDR:
CDRH1-9.CDRH2-6 AICDRH3—1 #11424%CDR : CDRL1-4 .CDRL2-3.CDRL3-3.

[0059]  7E 55— A7 R, AR ERE AR E P R 45 & B, A& HEECDR:
CDRH1-4.CDRH2-7 AICDRH3-8 #1142 4%CDR : CDRL1-6 . CDRL2-4.CDRL3-5.

[0060]  7E 55— AN 7 R, AR ERE AR E PR 45 & B, A& HEECDR:
CDRH1-10.CDRH2-1 #1CDRH3-7 F14% %%CDR : CDRL1-5.CDRL2-3.CDRL3—4.

[0061]  FE 57— AEhE 7 R4, AR EREUARE PR 45 & B, A& HEECDR:
CDRH1-6.CDRH2-8 AICDRH3-2 #1142 4%CDR : CDRL1-7 .CDRL2-5.CDRL3-6.

[0062]  7E 57— AsEhE 7 R, AR EREUAR B PR 45 & B, A& HEECDR:
CDRH1-7.CDRH2-3 AICDRH3-4 #1142 4%CDR : CDRL1-8.CDRL2-6.CDRL3~7.

[0063]  7E 5 —AsEhE 7 R, AR EREHUARE PR 45 & B, A& HEECDR:
CDRH1-2.CDRH2-8AICDRH3-2 #1142 4%CDR : CDRL1-9.CDRL2-5.CDRL3-8.

[0064]  7E 57— AsEHE 7 R, AR EREUAREC PR 45 & B, A& HEECDR:
CDRH1-6.CDRH2-8 AICDRH3-2 Fl14%4%£CDR : CDRL1-10.CDRL2-5.CDRL3-6.

[0065]  7E 55— AN 77 R, AR ERE AR E L HTR 45 & B, A& HEECDR:
CDRH1-6.CDRH2-8 AICDRH3-2 #1142 4%CDR : CDRL1-10.CDRL2-5.CDRL3-6.

[0066]  7E 55— AN 77 R, AR ERE AR E PR 45 & B, A& HEECDR:
CDRH1-6.CDRH2-8 AICDRH3-2 F1424%£CDR : CDRL1-12.CDRL2-5.CDRL3-6.

[0067]  fE 57— AEHE 7 R, AR EREUARE PR 45 & B, A& HEECDR:
CDRH1-5.CDRH2-8 AICDRH3-2 F1424%CDR : CDRL1-11.CDRL2-5.CDRL3-8.

[0068]  7E 55— /NJ71HI, AN R B A FE 4 PR 45 & APACLII 2 B IO PRk s e pi i 45 & A B
HAuFE 1k [ B DL 2 17 2H % 4% CDR1 : CDRH1-1.CDRH1-2CDRH1-3CDRH1-4 .CDRH1-5+
CDRH1-6.CDRH1-7.CDRH1-8.CDRH1-9.CDRH1-10FICDRH1-11,

[0069]  7E 55— ANJ7 10, A R B AR PR 45 & APACLIEI 20 B APk sl e pi i 45 & A B
HAuFE L [ B LA 2H 1 28 ) #E 4% CDR2 : CDRH2-1 . CDRH2-2 . CDRH2-3 . CDRH2-4 . CDRH2-5 +
CDRH2-6CDRH2~7 FICDRH2-8 »

[0070]  7E 55— ANJ7 1, AR B FE R PR 45 & APACTII 2 B I PRk sl e pi i 45 & A B
HALFE L [ i BL R 2 5% i 2 ) B 5% CDR 3 : CDRH3-1 . CDRH3-2 CDRH3-3 . CDRH3-4 . CDRH3-5
CDRH3-6.CDRH3-7 .CDRH3-8 FICDRH3-9.

[0071]  7E 5B —ANJ71H AR AR R TR 45 & APACTEI 20 B PRk s e pi i 45 & A B
HAuFE 1k [ B DL 2 17 28 (1 #% 4% CDR1 : CDRL1-1.CDRL1-2.CDRL1-3.CDRL1-4 ,CDRL1-5+
CDRL1-6.CDRL1-7.CDRL1-8.CDRL1-9.CDRL1-10.CDRL1-11.CDRL1-12F1CDRL1-13.,

[0072]  7E 5 —ANJ7 1, AR B AR R R 45 & APACTEI 20 B PRk sl e pi i 45 & A B
HAUFE I [ UL T 45 5 1 26 1) %% %% CDR2 : CDRL2-1 . CDRL2-2.CDRL2-3 .CDRL2-4 . CDRL2-5 FM1
CDRL2-6.

[0073]  7E 5 —ANJ7 1, AR B AR R 45 & APACTEI 20 B PRk s e pi i 45 & A B

10
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HALHE R [ i DL 4 %1 41 (9 %% 5 CDR3 : CDRL3-1.CDRL3-2.CDRL3-3.CDRL3-4 .CDRL3-5.
CDRL3-6.CDRL3-7F1CDRL3-8.

[0074]  7E 55— A5, A K B BLFGAT 1 B Ry 57 PR 255 APACL I 73 B I BT IR B L B iR 45 A
Jr B AL an B BTl (1) EBECDR 1 40 b Frd (1) EBECDR2 . 4 b Bk 1) E BECDR3. b Fridk
(R BECDRT T b AT 3 () 82 BECDR2 AN A _E ik ) 52 8%CDR3

[0075]  7E 55— A5, A K B BLFEAT 18 By 57 PR 255 APACL I 73 B I BT IR B L B R 45
FB HASRE AKX, ridEeE ] X AE (1) & H HR3AT iV AAF 524 BT
HPEEERR T (1) Hit 3 HR3AF FRBIVL AAF FIH R H 1 = B8R 7 5 B A 2D
90 % [A] — M 2 LR 7 H1) ek (111) 5% H R 3AF BT fIVe AARF FI4L R 4 I R E TR
FIEA 2 /095% [A — R B R T 51

[0076]  7E B — /N7, AR A RE R 45 & APACLI 7 B il PR sl bt R 45 & A B,
HALGEEE X, frid EaE v B XA (1) %k H HER3BH TR B Ve AT FIZH LR
FRFFH. (1) Hik H HFR3BH I REI Ve AAF B R 4 2 LR P 51 B A 2 /090 % ]
— MR R T A (111) 5% H HR3BH AR EIVe AAF FIZH BRI A ) = E R 7 5 B A
£ /095% [A]— P Z LR 751 -

[0077] 7B —/NJ7T, AR A FERE R 45 & APACLI 7 B il PR sl bt R 45 & A B,
HALE % E B CL T 2 R 4H 1 R v AR (X AR P 41 : LV-01.LV-02.LV-03.LV-04.LV-05.
LV-06.LV-07.LV-08.LV-09.LV-10.LV-11.LV-12.LV-13.LV-14.LV-15.LV-16.LV-17.LV-
18.LV-19.LV-20F1LV-21,

[0078]  7E B — /N7, AR WA RE R 45 A& APACLI 7 B il PR sl bt R 45 & A B,
FLALE R H i DA 2H R 2H 1 B A ] AR X S R T A1) s HV-01 . HV-02 . HV-03 \HV-04 \HV-05
HV-06 . HV-07 \HV-08 .HV-09 . HV-10.HV-11 HV-12.HV-13 HV-14 . HV-15.HV-16 \HV-17 .HV—
18 .HV-19.HV-20 . HV-21 .HV-22 .HV-23 .HV-24 \HV-25 FIIHV-26 .

[0079]  FE—/NSEiti s EH AR B B RS HURE PR S5 6 7 B HA S LV-01FIHV-01.,
[0080]  7E 55— ANty B, Ak BB FEPUABIL bR 45 & 7 B, A S LV-02FTHV-02.
[0081]  7E 55— ANty B, Ak BB FEPUABIL bR &5 & v B, A S LV-03 FHV-02.
[0082]  7E 55— ANty B, Ak BB FEPUABIL bR 45 & 7 B, AL LV-04FTHV-03 .
[0083]  7E 55— ANty B, Ak BB FEPUABIL bR 45 & 7 B, A LV-05FTHV-03 .
[0084]  7E 55— ANty B, Ak BB FEPUABIL bR 45 & 7 B, A LV-06 FTHV-03 .
[0085]  7E 55— ANty B, Ak BB FEPUAB L bR 45 & 7 B, AL LV-04FTHV-04.
[0086]  7E S — ANty B, A BB FEPUAB L bR 45 & 7 B, AL LV-04RTHV-05.
[0087]  7E 55— NSty B, Ak B FEPUABIL bR 45 & 7 B, A LV-07 FTHV-04.
[0088]  7E 55— ANty B, Ak BB FEPUAB L bR 45 & 7 B, A LV-07 ATHV-05.
[0089]  7E S5 — ANty B, Ak BB FEPUABIL bR 45 & 7 B, A LV-07 ATHV-03 .
[0090]  7E 55— ANty B, Ak BB FEPUABIL bR 45 & 7 B, A LV-04FTHV-06 .
[0091]  7E 55— ALty B9, Ak BB FEPUABIL bR 45 & 7 B, A S LV-04FTHV-06 .
[0092]  7E 55— ANty B, Ak BB FEPUABIL bR 45 & 7 B, A S LV-05FTHV-05.
[0093]  7E 55— ALty B, Ak BB FEPUABIL bR 45 & 7 B, A S LV-08 FTHV-05.
[0094]  7E 55— ALty B, Ak BB FEPUABIL bR 45 & 7 B, A S LV-09FTHV-05.
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[0095] fEH—
[0096] FEH—
(00971 fE5H—
[0098] fEH—
[0099] FEH—
[0100] fE5H—
(01011 fE5H—
[0102] fEH—
[0103] fEH—
[0104] fEH—
[0105] FE5H—
[0106] FE5H—
[01071 fE5H—
[0108] fEH—
[0109] FE5H—
[01101 fE5H—
(01111  fEH—
(01121 f#E%H—
(01131 fE5H—
(01141  fE5H—
(01151  fE5H—
[0116] fE5H—
(01171  #E5H—
(01181 fEH—
(01191 fE5H—
[0120] fE5H—
(01211  #E5H—
[0122]

NS o AR AR LR S5 4 P B
NS o AR AR LR S 4 P B
NS o AR AR LR 45 4 P B
NS o AR AR R LR S5 4 P B
NS o AR AR R LR S5 4 P B
NS o AR W AR LR S5 4 P B
NS o AR AR R LR S5 4 B
NS o AR W AR LR S5 4 P B
NS o AR AR LR S5 4 P B
NS o AR AR LR S5 4 P B
NS o AR AR LR S5 4 B
NS o AR AR LR S5 4 P B
NS o AR AR LR S5 4 B
NS o AR AR R LR 45 4 B
NS o AR AR LR 45 4 P B
NS o AR AR LR 45 4 P B
NS o AR AR R LR S5 4 B
NS o AR AR R LR S5 4 P B
NS o AR AR R R LR S5 4 P B
NS o AR AR R LR 45 4 P B
NS o AR AR LR S5 4 P B
NS o AR AR R R LR S5 4 B
NS o AR AR LR S5 4 B
NS o AR AR LR S5 4 P B
NS o AR AR LR S5 4 P B
NS o AR AR LR S5 4 P B
NS o AR AR R LR S5 4 B

HALALV-05F1HV-07,
HALALV-05FIHV-08.,
HALALV-09FIHV-07 .,
HALALV-09FHV-08.,
HALALV-09FIHV-09.,
HALALV-05F1HV-09.,
HALALV-05F1HV-10.,
HALALV-08FIHV-10.,
HALALV-05FIHV-11,
HALALV-05FIHV-12,
HALALV-05F1HV-13,
HALALV-08FIHV-13.,
HALELV-10F1HV-14,
HALELV-11FIHV-14,
HALELV-12F1HV-15,
HALALV-12F1HV-16.,
HALELV-13FIHV-17,
HALALV-14F1HV-18.,
HALALV-14F1HV-19,
HALALV-15F1HV-20.,
HALELV-16FIHV-21,
HALELV-17FIHV-22,
HALALV-18F1HV-23,
HALELV-19F1HV-24,
HALALV-19F1HV-25.,
HALELV-20F1HV-21 ,
HALALV-21 FIHV-26

TE R —ANJ7 T, A AR R 45 & ANPACLI) 7> B BT R B B R 45 & B

HAE (1) & E B R2AF R TP AR AR T, 5 G) SR2A% Fosi ez — R
A 2DI0% A — MR A, B (111) 5R2AH R A2 — BA 2095 % [F] — VR 51
ANTTIH AR WAL RS F 5 A APACTIN 23 B (R PR s L HT R 45 & A B
HAE (1) & H B R2BF R R A AR A 75, 55 () 5R2BH FoR i Falz — R
A 2DI0% A — TR P, 8 (111) 5R2BH R P82 — BA 2095 % [F — VR 51
ANTTIH AR WAL RS F 45 A APACTIN 23 B IR AR s L HT R 45 & A B
HAE S B CL AR H B B = R R 7 51 : L.C-01.1.C-02.LC-03.LC-04.LC-05.LC-06
LC-07.LC-08.LC-09.LC-10.LC-11.LC-12.LC-13.LC-14.LC-15.LC-16.LC-17.LC-18.LC-
19.LC-20FALC-21

[0123]

[0124]

[0125]

fEH—

fEH—

TE 7 —ANJ7 T, A AR 45 & ANPACLI) 7> B BT R B B R 45 & B

HA &% B i DU 4 4 BB A R - 41 - HC-01 . HC-02 . HC—03 \HC-04 .\ HC-05 . HC-06

12
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HC-07 .HC-08.HC-09.HC-10.HC-11.HC-12.HC-13.HC-14 .HC-15.HC-16 HC-17 .HC-18 . HC-
19.HC-20.HC-21 . HC-22 . HC-23 .HC-24 .HC-25 .HC-26 .HC-27 \HC-28 .HC-29 .HC-30 . HC-31 .
HC-32.HC-33.HC-34 .HC-35.HC-36 HC-37 \HC-38 .HC-39 .HC-40 .HC—41 \HC-42 .HC—43 \HC-
44 HC-45HC-46 \HC-47 \HC-48 \HC-49 .HC-50 .HC-51 .HC-52 FIHC-53 .,

[0126]  fE— A7 B, Ak TGRS LR 456 B, AL S LC-01FIHC-01
(014) .

[0127] 78 5 — N SERti 7 Srb , Ak B AdE PR s Pt m 456 B, A B LC-01FIHC-02
(01B) .

[0128]  #F 5 — N SEhti 7 Seb , Ak W A dE PR sl Pt i 456 B, H A B LC-02F1HC-03
(024) .

[0129] 78 5 — A SEiti7 &b, Ak HAFE SR PR S & B, HA 5 LC-02F1HC-04
(02B) .

[0130]  #F 5 — N SEhti 7 Seh , Ak W A dE PR sl Pt i 455 B, H A B LC-02FIHC-05
(020) .

[0131] 78— SEhti 7 Sob , Ak W A dE Pk sl Pt i 456 B, H A 5 LC-03F1HC-03
(03A) »

[0132] 78— SEhti 7 Seb , Ak W A dE PR sl Pt R 456 B, H AL B LC-04 FIHC-06
(044) .

[0133]  #E 5 — N SEhti 7 Seh , Ak W AdE PR sl Pt w456 B, HAL B LC-04 FIHC-07
(04B) .

[0134]  7F 5 — N SEhti 7 Seh , Ak W A dE PR s Pt w455 B, HAL B LC-04 FIHC-08
(040) .

[0135] 7% Oy —NSEhti 7 Seh , Ak W A dE PR sl Pt i 456 B, H AL B LC-05FIHC-06
(05A) »

[0136]  #F Jy— N SEhti )7 Seb , Ak W A dE PR sl Pt R 456 B, H AL B LC-05FIHC-07
(05B) »

[0137]  #E J— N SEhti 7 Soh , Ak W AdE PR s Pt w455 B, H AL B LC-05F1HC-08
(050) »

[0138]  #F 5y —NSEhti )7 Seh , Ak W A dE PR sl Pt 5 456 B, H AL B LC-06 FIHC-06
(06A) »

[0139]  #E 5 — N SEhti 7 Sevh , Ak W A dE PR sl Pt w456 B, H AL B LC-06 FIHC-07
(06B) »

[0140]  7F 5 — N SEhti 7 Seb , Ak W A dE PR s Pt w456 B, H AL B LC-06 FIHC-08
(060) »

[0141] 78— SEhti 7 b, Ak W AdE PR sl Pt 5 456 B, H AL B LC-04 FIHC-09
(07A) »

[0142] 78 5 — N SERti 7 Sevb , Ak W AdE PR sl Pt 5 456 B, A B LC-04 FIHC-10
(07B) »

[0143] 78— SEhti7 &b, Ak AFE PR PR 45 & B B, A & LC-04 FIHC-11

13
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(07C) -
[0144]
(08A) -
[0145]
(08B) -
[0146]
(08C) »
[0147]
(094) -
[0148]
(09B) .
[0149]
(09C) -
[0150]
(104) .
[0151]
(10B) «
[0152]
(100) »
[0153]
(114) -
[0154]
(11B) -
[0155]
(11C) .
[0156]
(124) .
[0157]
(12B) -
[0158]
(120) .
[0159]
(134) .
[0160]
(13B) «
[0161]
(130) .
[0162]
(144) .

£ 575 — S5 S

£ 575 — A7 S

£ 575 — SR 7 S

£ 575 S5 S

£ 575 A7 S

£ 575 A7 S

£ 575 A7 S

£ 575 A7 S

£ 575 A7 S

£ 575 A7 S

£ 575 S5 S

£ 55— S5 S

£ 55— S5 S

£ 55— ST S

£ 55— ST S

£ 575 — S5 S

£ 55— 7 S

£ 75— A5 S

£ 575 — S5 S

AR ARG B PUR S 5 A

AR ARG B PUR S 5 A

AR ARG SRS 5 A

AR ARG B PUR S 5 A

AR ARG B PUR S 5 A

AR ARG B PR S 5 A

AR ARG B PR S 5 A

AR ARG B PUR S & A

AR ARG BCLPUR S 5 A

AR ARG B PUR S 5 A

AR ARG B PR S 5 A

AR ARG B PR S 5 A

AR ARG B PR S 5 A

AR ARG B PR S 5 A

AR AR DUA B PR S5 5 B

U

AR AR DU B PR S5 5 B

AR RAE DA B PR S5 5 B

oy

o

oy

o

o

o

oy

o

5

o

o

s

5

o

5

o

o

o

5

o

5

o

AR EAE DU B PR S5 5 B

AR R AESUABCLPUR S5 5 B

14

HAL 4 LC-04FIHC-12

HAL 4 LC-04F1HC-13

HALALC-04FIHC-14

, HAL41.C-07 FIHC-09

, HAL41.C-07 FIHC-10

, HAL A LC-07 FIHC-11

, HAL41.C-07FIHC-12

, HAL41.C-07FIHC-13

, A4 1.0-07FIHC-14

, HAL41.C-07 FIHC-06

, HAL41L.C-07 FIHC-07

, HAL 4 1.C-07 FIHC-08

, HAL 4 1.C-04F1HC-15

, HAL 4 1L.C-04F1HC-16

, HAL 4 1L.C-04FIHC-17

, HAL 4 1.C-05F1HC-12

, HAL 4 1.C-05F1HC-13

HAL4LC-05FIHC-14

HAL 4 LC-08FIHC-12
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[0163]
(14B) -
[0164]
(14C) .
[0165]
(154) .
[0166]
(15B) «
[0167]
(15C) -
[0168]
(164) .
[0169]
(16B) «
[0170]
(16C) -
[0171]
(174) .
[0172]
(17B) .
[0173]
(170) .
[0174]
(184) .
[0175]
(18B) .
[0176]
(180) »
[0177]
(194) .
[0178]
(19B) .
[0179]
(190) »
[0180]
(204) .
[0181]
(20B) .
[0182]

£ 575 — S5 S

£ 575 — A7 S

£ 575 S5 S

£ 575 S5 S

£ 575 S5 S

£ 575 — S5 S

£ 55— S5 S

£ 55— S5 S

£ 575 S5 S

£ 575 A7 S

£ 55— S5 S

£ 55— 7 S

£ 575 A7 S

£ 575 A7 S

£ 55— 7 S

£ 575 — S5 S

£ 55— 7 S

£ 55— AR5 S

£ 55— S5 S

£ 55— 7 S

AR EAEDUA B PUR S &

AR ARG B PUR S 5 A

AR ARG B PR SS 5 Fr

AR ARG B PR SS 5 F

AR ARG B PR SE 5 Fr

AR ARG B PR S 5 A

AR ARG B PR S & A

AR ARG B PR SS 5 F

AR ARG B PR S & A

AR ARG B PR S & A

AR ARG B PR S 5 A

AR ARG B PUR S 5 A

AR ARG B PR S 5 A

AR ARG B PUR S & A

AR ARG B PR S 5 A

AR ARG B PR S 5 A

AR ARG B PR S & A

AR ARG B PR S 5 A

AR BRAESUABSCLPUR S5 5 B

o> o> o>
moomEoBR OB o2 =2 O ®B2B =B =B =B OR®

5

o> op
I -4

o

o

AR R AE DU B PUR S5 6 B
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HAL41.C-08FIHC-13

H AL 4 LC-08FIHC-14

, HAL 4 1L.C-09F1HC-12

, HAL 4 1.C-09F1HC-13

, HAL41.C-09F1HC-14

, HAL 4 1.C-05F1HC-18

, HAL 4 1.C-05F1HC-19

, HAL 4 1.C-05F1HC-20

, HAL 4 L.C-05FTHC-21

, HAL 4 1.C-05F1HC-22

, HAL 4 1.C-05F1HC-23

, HAL 4 1.C-09F1HC-18

, HAL 4 1.C-09F1HC-19

, HAL 4 1.C-09F1HC-20

, HAL 4 L.C-09FTHC-21

, HAL 4 1L.C-09F1HC-22

, HAL 4 1.C-09F1HC-23

, HAL 4 1.C-09F1HC-24

, HAL 4 1.C-09F1HC-25

H A4 LC-09FIHC-26
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(200) -
[0183]
(214) .
[0184]
(21B) -
[0185]
(210) .
[0186]
(224) .
[0187]
(22B) .
[0188]
(220) .
[0189]
(234) .
[0190]
(23B) .
[0191]
(230) »
[0192]
(244) .
[0193]
(24B) .
[0194]
(24C) .
[0195]
(254) .
[0196]
(25B) .
[0197]
(25C) -
[0198]
(264) .
[0199]
(26B) .
[0200]
(260) -
[0201]
274) .

£ 575 — S5 S

£ 575 A7 S

£ 575 A7 S

£ 575 S5 S

£ 575 A7 S

£ 575 A7 S

£ 55— S5 S

£ 55— 7 S

£ 575 A7 S

£ 575 S5 S

£ 575 SR 7 S

£ 575 A7 S

£ 55— S5 S

£ 575 S5 S

£ 575 S5 S

£ 55— S5 S

£ 55— S5 S

£ 575 A7 S

£ 575 A7 S

AR ARG B PR S 5 A

AR ARG B PUR S 5 A

AR AR DA B PR SS 5 F

AR ARG B PR S 5 A

AR ARG B PR S 5 A

AR ARG B PR S 5 A

AR ARG B PUR S & A

AR ARG B PUR S 5 A

AR AR GUA B PR S & A

AR ARG B PR S 5 A

AR ARG B PR S 5 A

AR ARG BCLPUR S & A

AR ARG B PR SS 5 F

AR ARG B PR SS 5 F

AR AR DUA B PR S5 5 B

U

AR AR SUA B PR S5 5 B

AR AR DUA B PR S5 5 B

oy

o

oy

o

o

s

oy

o

5

o

o

o

5

o

5

o

o

o

5

o

5

o

AR AE DU B PR ZE & FBL

AR AR DU B PR S & B
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H A4 LC-05FIHC-24

H A4 L.C-05FIHC-25

HAL 4 LC-05F1HC-26

, HAL 4 1L.C-05F1HC-27

, HAL 4 1.C-05F1HC-28

, HAL 4 1.C-05F1HC-29

, HAL 4 1.C-08FIHC-27

, HAL 4 1.C-08 FIHC-28

, HAL 4 1.C-08 FIHC-29

, HAL 4 1.C-05F1HC-30

, HAL 4 L.C-05FTHC-31

, HAL 4 1.C-05F1HC-32

, HAL 4 1.C-05F1HC-33

, HAL 4 1.C-05F1HC-34

, HAL 4 1.C-05F1HC-35

, HAL 4 1.C-05F1HC-36

, HAL 4 1.C-05F1HC-37

HA 4 LC-05FIHC-38

H A4 LC-08FIHC-36
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[0202]
(27B) .
[0203]
(270) .
[0204]
(284) .
[0205]
(28B) .
[0206]
(280) .
[0207]
(294) .
[0208]
(29B) .
[0209]
(290) .
[0210]
(30A) -
[0211]
(314) .
[0212]
(324) .
[0213]
(334) .
[0214]
(344) .
[0215]
(354) -
[0216]
(364A) .
[0217]
(374) .
[0218]
(384) -
[0219]
(394) .
[0220]
(39B) .
[0221]

£ 575 — S5 S

£ 55— 7 S

£ 575 S5 S

£ 55— S5 S

£ 575 A7 S

£ 55— S5 S

£ 55— 7 S

£ 55— S5 S

£ 575 S5 S

£ 575 A7 S

£ 55— S5 S

£ 55— 7 S

£ 575 A7 S

£ 575 S5 S

£ 575 A7 S

£ 575 AR5 S

£ 575 S5 S

£ 575 A7 S

£ 55— 7 S

£ 55— 7 S

AR EAEDUA B PUR S &

AR ARG B PR S 5 A

AR ARG B PR SS 5 F

AR ARG B PUR S 5 A

AR ARG B PR S 5 A

AR ARG B PR S 5 A

AR ARG B PUR S 5 A

AR ARG B PR SS 5 F

AR ARG B PR S & A

AR ARG B PR S & A

AR ARG B PR S 5 A

AR AR DAL PUR S & A

AR ARG B PUR S & A

AR ARG B PUR S 5 A

AR ARG B PUR S & A

AR ARG B PUR S & A

AR AR DAL PUR S & A

AR ARG B PR S 5 A

AR RAE DU B PUR S5 5 B

o

oy

o

o

o

\

oy
s

\

o

o>
- < S

5

o

5

|

\

5
U

o

o

AR RAE DU B PR S 5 B
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HA 4 LC-08FIHC-37

HA 4 LC-08FIHC-38

, A4 1L.C-10FIHC-39

, A4 1L.C-10 FIHC-40

, A5 1LC-10FIHC-41

, A4 1L.C-11 FIHC-39

, A4 1011 FIHC-40

, A4 1LC-11FIHC-41

, AL 1LC-12FIHC-42

, AL 1LC-12F1HC-43

, A4 1L.C-13FIHC-44

, A4 1L.C-14F1HC-45

, A4 1L.C-14F1HC-46

, A4 1L.C-15FIHC-47

, A4 1L.C-16 FIHC-48

, H A4 1L.C-17 FIHC-49

, A4 1L.C-18 FIHC-50

, A4 1L.C-19FIHC-51

, A4 1L.C-19FIHC-52

H A4 1L.C-20FIHC-48
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(40A) .

[0222]  7E R — NSt R, AR A FEPUABE PR 46 F B, HAL & LC-21FIHC-53
(41A) »

[0223]  7E R —NJ7 T, AR AL HE BT 9 25 AT — T 2 B I TR B L Bt i 45 A BL
Hr P Z ke duik.

[0224] 757 —NO7TH, AR A HE Tl 8 5 AT — T 2 & B B id, oA o B i iAok
H PL LR AL : B g B HUAR JFab Fr BEFab’ FrBELF (ab”) 2 7 B Fv Fr B XU AR F A BE BT
(U

[0225]  7E 7 —/NJ7 T, AR B EHE B Frid 1) o S ok, R S suikaE 5 LR A
R 2 - 58 4 NPUpR  NJEAL TR RO R A Bk

[0226]  7E BRI —ANSLit g b, iR I N A AT — T 43 B 1 P2 58 40 N [
BRI

[0227]  #E 7 —/NJ7TH, AR B EHE W TR 4y B Hiik, A iR 2 1gG1 Y\ TgG27Y |
TgG3A B TgGA R 444

[0228]  7E 7\ —/NJ7TH , A K B A4S Gn b Bl (1) 2 B Pk, Sorp iR o RE R T gG Lt
(U

[0229]  7E 7 —/NJ7 T, AR B A4S an b Bl (1) 43 B Pk, Forb T R T eGP A /e L
AT BN297 F AL RAT,

[0230]  7E 7\ —/NJ7 T, AR B AL HE Gn b Bl (1) 2 B Pk, Fo b T R T eGP A 7E L
R AL A EUAN297G.

[0231]  7E 7 —/NJ7 T, A K B A4S G b Bl (1) 2 B Pk, Forp T A T eGP A /e B
B AL S BURN297G . R292CFIV302C.

[0232] 75 55— AN TH » A R BB 46 0 b BTl 19 23 B B A, oA B AR AR XS FhVPAL AR
hVPAC21E P #1HilhPACT

[0233]  7E 55— A5, AR B ARG b Frid (1 73 B i o, Forb BT i e B M L %6 K T-100
1,

[0234] 75— ANJ7 1, A K BB FE W b Fr iR 1 0 B R puak, b TR i B L R KT
1000: 1,

[0235]  7E 55— ANJ7TH AN K BB HE Gt an b ik BT AT oAk 1) 43 BS 1) 2 A% T IR

[0236]  7E 7 —ANJ7 T AR B ALFE J i = 1 45 & APACLI PR B K Pt i 456 BL i) 45
AR, A () &8 R IAF PR P F AR AP 5], 8 G 1) H5RIAF R T
Yz —HAGEDLI0%FE MR, Gi1) 5SRIAFFR TS 2 —BAH E/95%[[ —
PERIF 51

[0237] £ R —ANJ7 T, AR B AFE J i = 1 45 & APACLI PR B K Pt 5 456 BL i) 45
BAZER, A () & 8 B R1BH PR P F AR A 75, 8 (1) 5RIBH R T
Yz —HAGEDLI0O%FE MR, Gi1) SR IBHFTR TS 2 —HAH E/95%[F —
PERIF 51

[0238]  7E S —N5 T, AR BHELHE S BB 2 A% IR, ik 2 2 R H A 1k 3 R 1A BT
NI E A B AR T A, (11) 53k B R 1AF Fros i 2 54 s A% IR 7 5 2 A

18
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Z /080 % Al — IR 7 41, (111) Hik H HR1AF o 7 7 H s AR 7 51 B A
2/090% [F] — AL IR 7 41 8% (1v) ik B B3R 1AF B 897 514 ) 4 i PR 7 51 B A
2 /095% [F] —PERIAZ IR T 51 o

[0239]  FE N —AN 71, AR BN 2 ER, ik 22 HRAAEH HRIBH T
NI F VI H R P51, (1) 51k B R IBH s 17 5 A S H A IR 7 7 B A
Z /080 % Al — MR 7 41, (111) Hik H R 1BH Fron 7 I H s AR 7 51 B A
2/090% [F] — AL IR 7 41 5% (iv) ik B B3R 1B B 897 514 ) 4 i R 7 51 B A
2 /095% [F] —PERIAZ IR T 51 o

[0240] 75— 71, AR AT B 2% ER, ik 2% B R E Ak H H 5K 3A
TR B R AR X AR 7 HAH R A A% B8 172 910, (1) 538 B HH 9w SR 3AH B /s I A AR [X
(K% 7 F 4H R A I e e 91 LA 28 /080 % [a] — M A% R T 71, (111) 5k [ I gmhE &
3AH BT 7R 1) A] AR X AR IR 7 51 A P 2 I A% R 7 9 B 227090 % [A) — 1 AL R 7 41 5 B
(iv) 5k B Hgmt5 R 3AH Fros ) n] 22 X AR 17 51 4 B i A R A% 1R 7 31 B 22 /095 % [F]
— IR T A A2 i — DT T, AR AFE > B 2 TR, A 2% R A 1L H
2R 3BH BT 7 (1) AT AR X AL IR 7 A AH R A AX IR S 51, (1) 53k B i 4w BBk 3B Fs i
AAR X (P RZ B 7 B 2H R B I AR 7 51 B & /080 % R — M A IR )7 41, (111) 5k H
G i 2R 3B A AT 7~ 1 P AR X 1A% IR 7 F1 2H R 1) 2HL I AR R 7 91 LA 32 /090 %6 [R) — T I AR 7
H1, 8% (iv) Hidk H H 952 3AH Frs 1 AT A2 X A% 1R 7 21 4 B L R i IR e 1V B A 28 /b
95 % A — LRI RZ IR 7 51«

[0241]  7E 55— AJ5 1, AR AR 0 b ATl R 5 55 AR Bk 2 % H R IV R 1A 3K
(N

[0242]  7E 5 —ANJ71H, AR B ELHE F A0 b Prid Sk BAA AL 40 &

[0243]  7E B —NJ7iH, AR AR A iR R iR sk bR 45 & A BLR 7 vk,
ALHE AN IR oy WA pT AR B T R 45 G Be i e E A s s PR s U R S5 G B
[0244]  7F 5 —AJ5 L, AR HERAE W TR iR a Ly R 45 & F BUm 2y 2% -
A2 IR R 29 H 54 -

[0245]  7E 7 —/NJ7 T, A K BB HE T iR 97 B 19 S5 PACTAE G P RE 1 5 v2: , L AL
A A SRR W BT R PR SR B B R 4 A R B

[0246]  7E 5 —ANJ7TH , AN K B ELHE U b Bk i 7 vk, Forb BT i S hE A2 k0

[0247]  7E 5 —ANJ7TH , AR B EHE W B Bk it 77k, Forb BT e hE A2 Sk I o

[0248]  7E 55— ANJ7 10, AR B A FE U Rl i 7735, e A Birads O Sk I A2 B % 1 i =k 978
[0249] £ 53— ANJ5TH], AR B EFE W b BriR i 757, oAb Sk o 2 18 P f Sk

[0250]  7E 55— ANJ7TH AR B ELHE W _b B 1 7325, FoHb BTl oA A2 M S

[0251]  7E 55— ANJ7iH, AR B ERrR BAEAR 753, Hod ek 77 i FE s VR T
[0252] [ IR faiid

[0253] W1 B /RIEFEAIHT-hPACI R BECDRIF FI AN & X HT-hPACTE HECDRIL A 5 51 CDRL 1~
C1.CDRL1-C2.CDRL2-C1.CDRL2-C2.CDRL2-C3FICDRL3~C1.,

[0254] &2 B Rk FEHPT-hPACLI EHECDRIF F1 A€ LA HT-hPAC] E #ECDRIL A JF F1CDRH1-
C1.CDRH1-C2.CDRH2-C1.CDRH2-C2.CDRH2-C3 FICDRH3—C1 .,
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[0255] ik

[0256]  ACHR A FHIR 5 b AU T4 23 H 1, H BAS AR BIR il B s 1) 3
[0257]  BRAEASTH S8 5E S0, 75 W5 A8 25640 IR R AR TEWE A B AR 4
AN GO BRI & S AN, BRAE BRSO AR, 15 T S OR TE R RS B O
HEBAREOIERE

[0258]  —fcHh, 5 A SO R I 4l U AT ZH 285 % o T AE SR R S U ) 1R
R T AL TR A 5 DL R 458 45 6 il FH B R 1 DA R AR (4 5 R A A 408 A ) R
155 FHI B ARAE o B AR 3 A H 15 T 3E 2 FE AR AT 2 260 B A Gn 72 B AN A i B 5 5
FHAIE IR 1R 4 A — M RN B ELAA I 2228 STk H 08 1 T R AT AR B 7 i R o 5
W, 10, SambrookZs A\ ,Molecular Cloning:A Laboratory Manual, 5§3ft,Cold Spring
Harbor Laboratory Press,Cold Spring Harbor,N.Y. (2001) ,AusubelZ& A\ ,Current
Protocols in Molecular Biology,Greene Publishing Associates (1992) PA JcHarlowAl
Lane Antibodies:A Laboratory Manual Cold Spring Harbor Laboratory Press,Cold
Spring Harbor,N.Y. (1990) (Frid kit 51 B ANASO) o 2 HE il w1 3 BH P53t A7 g4
S FRAA AR, U0 AE A A 38 SR B AR SR R Y o 5 AR SO IR I A BT A A
B A ML DL K IR 57 Je 25 WAk 2 5 6 FH B R DL R 3 A (1) S0 56 % 7 VR AR =2 A4
R 8 URIE A P IR Ee ARAE DA S T VRN R o FRAER AR AT T A5 B Bl 22 0 i L 2
Wil £ O RS 2 DL A BB YR TT

[0259] N4 PR fF , A HANBR T A8 SCH il (1) 45 8 R 1 7 SRR 48 IXRE HL T ARk .
ASLHE AR TEAA R N 1 Flid o 5 St 77 52, I HL I SRR HA AR SR e AR K
VG

[0260]  BRAEHRAF LR A AR H I, BT SRk AR S s A ) Rl 8RR B 2% A2 1 %
LR B R N AE BT A 1 O HHARE “2” B - 46 a o A B, RE “4)” B s =
10%

[0261] & X

[0262]  RiE“ZRER 8B B RN T IRE A .. 08 2 RN TR
A] DL AL BEAZ R B0 EAZ B AZ B R B — R R M a2 e .

[0263]  “JrBSHIIXIR 73 17 BARA 5 Hrh ZE R SRRES T K IR 7 B 2 2 H IR I 2 1%
TR A a3 45 & SO TR RIS AL HIERN) 2 %1 B 11 5= [5 2H 1) DNA B
RNAmRNA . cDNABY & BRI B — 28] & O T AR R TF N A B 1, B2 B B 54
AR IT FI LR 70 7 AN EFE e B gtk “B57 55 2 MAZIR 7 51 B 70 2 BIAR IR 73 138
B, BRIEE B P HILASL , 218 10Fh el 28 218 20 Fh H & By B ot sl 3040 1) i e 31, BT
ALFERE G 5] FHRAZIR T 51 B b X 1R R [0 A RO 2 10 42 7 31, A/ sl n] B dE iR 7 91
[0264]  BRAEFAMEH 5 WA ST 0 IR BT B8 2 4% R 7 21 I A2 F- R /25 K Ui 5
KUEE 2 K% B IR I 2 T 07 IR AR AT T Th) o BT AERNARE SR 57 28 37 VR NI 7 [m) 485 K Ol I =%
77 1] s B S RNARL s ) A8 [R] 1) 77 51 R DNA%E _E (R 457 T-RNARE S 1057 R B 57 1 )5 41 [X 3%
WeFRA B A7 s B SRNAR s AT 5 7 31 I DNASE b 19467 T RNAFE 0110 37 R i (1)
37 P A X S R Ui R A

[0265]  OR1E “Watfil 72 417 48 T SL I I T H A g b 2 51 1) RIS AU T 2 % H R 751 6

20



CN 105143267 B W OB P 16/102 7

WG s i e 0 ) A o o] B T 1 R AR AR AR BAR R ST S b EAZ AR M s i AT
BLFE SR BT AR G B AL O s 2 b R A Al , AR AR R R L AT s A — A
B2 AN S R BRI B B B 1V SR 1 T AN S 2B R A “BE IR A T A
FEHT 57 A A/ B A R T A

[0266] R “#ifA” w48 H T4 8 0 B 915 5 7% 2 1 15 3 40 I 0 A £ 40 - B s A (5]
i, BRI W TR AR B B) o

[0267]  OR1E “FRIXFAR” 8L KA @EAE” ZIa1E & H T8 T4 r) ¥4t H 5 A3/
s (518 F MR G) A R E R T H 0 — AN 82 A 7 U5 g i X 1) RAX IR 7 5
R 2 AR o 08 R AR TT A5, (AN PR T 52 M) sl i A A0 oZe 2 T 3 1 b X 1) B 3% L R DA
JANFRN B FAFAERI U , 5200 ik 4 X I RNABTEE1 7 51 o

[0268] WA SCHFTH, “BRUERER” BB N H TR T R eEMEEER %
PR AT EATR B A DhRE R 5 F b o dn, “F o R T8 8 e A A I A4 v i 4
il P AR R T, DLSE AT AE 5958 1 P 91 R 20 s i 1P AR 1 2% AR T SR IR 3 B 1 1 )
Kik.

[0269]  OR1E “fE MM S48 O LR T 2 A ) BURE 08 FAZ IR 7 21 4 Ak , AT 3R H A
FER) 20 AR TE A FE SRR 5 AR, LR 5 ARAE T il 2% b BRAE I AR A e 713 5 IR 4R o)
A AR , R 2 H bR AE R AT

[0270]  RiE 3" mig@ il M A N — MR R 2 D — N %R iE
i 18 L 55 A o 20 00 2 SR o T R AR AN A% S AZ Al 41

[0271]  ARIE “FLOv” Z e 4i M X Zh >k B/ MJEDNAFT R UAL , 24 ZMJEDNA L 5 51 O\ 7 41 i s py i)
I 40 O e Gy o VF 22 B G HORAE AR U 2 A R I BAEA SR #EAT T ik . 2 I,
B , Graham% N ,1973,Virology52:456; Sambrook% A ,2001,Molecular Cloning:A
Laboratory Manual,[d F;DavisZ A ,1986,Basic Methods in Molecular Biology,
Elsevier;Chuf N\ ,1981,Genel3:197 . MR AT A TR — A8 2 4> SMEDNATR 73 51N &
&) AE 4R

[0272]  RE “HeAl” & 8 A LB AL RRAE I A2 AL , 4 A0 M A2 1 R 75 % (1) DNABRNAR Fp
R A AN 5, 28 2 A G e S U EROR SINET B AL M) N LR SRR A
WAL AR BRI, BT IR 4 M4 i b  FE R G ali% 3 5, % AL DNART 38 i 8 5 3 4 i 1
04 5 4 PR DNAEE 2., B0 RT 1 BRI ZR e A e Bk I A0 45 170 A 52 1], B3R T 4 Dy SR it S 3
52 1] o 24 %% A DNATE S 4 0 1) 2 840 2 It , A B A DA DA 4 R e M e A

[0273]  RAE “Z K 8% “Br A 7 EAS SCH m] B B T 4R R R IR VR R N R A RIS A
T H A — AN A T IR TR L A2 0 B R SRATAE 1 2 R IR (1) SR BB 0 P 1) B R 5%
G, UL T RARAFAE I Z IR 5 A W) » AR VE I ] B 46 O 491 an s 3o 78 b SRk 25 DL i
BB [ TS ) B IR I F IR TR 3R B 2 IR AN 1 B nT B R AR e 4l e A E B 2
RHR = A s B B R TR B EE A A A = A, F BB & B RN B R 2 LR 7 S 75
5, SR RIRF I — B AR IERR ) SR A SIS IR/ B 431 o R1E “2 K7 A1 “i
H 5 AR AR HUA , Bl andr-PACI L& (BFRAPACIPUR) \PACIZ &5 H HAE RS &
EE—AEE AR B IS I A/ BRI TR R T 51 ARTE “Z KA B 2 TR AR
T K E A A 2 AR G R R JE R I B 2 R/ B3N SR 25 1) 22 ik < Itk 2 B W AH B
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TaKEAREHELBMN AR AL ST 29, B A Z15 2500 2 241 .
B, Fr B KR N % /05.6.8.10.14.20.50.70.100,110.150.200.250.300.350.4005,
450 B R - A I 2 K BL A dE PR B S e Dh e i B, AUFE 45 & 45 38 7/EPACL 45 & 9t
PRI R A F R A BB RS (EANPR T-CDRIX | 55 B Bl 2 Bl 0 m AR 25 F35K | HiAABE 1) 358 49
TE B HAD 52N CDRI 7] AR 45 #e ek 45

[0274]  RiE“rESWEE” (L0, 4 BRI @i 2 K7 80 B RPUR” S 3
HHZREPVEA S R EE S5 H BRI EES, FHC 52 0Z450% 1)
ERRFP EHE G 22 EHR G BRI e R Bl s, S mEa” .
B2 IR B B PR AR R D 295 % B D ZI10% L B0 2925 % 5 E D 24150 % HI 44 8
[P it o 2 (K] ZHDNA L ¢ DNA \mRNABR & B SR Ui 1) e B RNABY HAT = 4 A v w16 2K 7y B 1 2R
H ALt , 73 B A 2 IRER U A A 2 78 L R SR PR 85 v BRL) mT 3R LR 97
S T T B RS e B O e IRE O BTS2

[0275]  RiE “ANPACL” . “APAC,” » “hPACL” A1 “hPAC,” « “ APAC13ZAK” . “ APACI 24K |
“hPAC1SZ A" Al “hPACI 32487 1] B f8 F FF 8 N SR IR 1 IR I AL B 0E IR T8 52 44 chPACL Ay
FUniProtKB/Swiss—Prot&ud JZE i iy 44 NP41586 (PACR HUMAN) HJ468 MR LB B H , I
H HHADCYAP1R1 3 K 45 . PACAP-27 FIPACAP-38 42 PACL (1) 3 2 Py Y5 I 5 751 . B3 E 5 4h 46 58 B
MR B FL A A FHARE I R SE 2 T iR, 75 ) “PACTL” f& $8 ANhPACL .

[0276]  Z KA AR (i, Hi 5 &5 A 8 H BuiR) S HbAxs T R —1 2k, —
ANBLZ AN S BR R A 3l N B IR 7 91, LRI AN/ SR TR S L IR T 41 A g AR &
I X LN R T e =

[0277]  Z BKHT “FrAEw” & 2 CL SN 62k SO AR RN ] 1 77 2, 491 e 3k 22 5 —
A ER A 2 A A B R 2 K (B, Pt SR 45 a3 BiAR) «

[0278] e HE S AUl B b 5 & AR WA R an 22 Ik VRX R L s R A S5 A FH I, RAE R AR
TEAER” TR HAE A AR T R ILEI AR .

[0279]  MfiE B & £ (Ko) <10 MI, Bk sl Hhu i g5 & F Byl A2 R 45 57 |
B, K< 1x 10 M, JUAAR LA “FE i A0 07 5 S 1 45 5 MR BT R o #E — AN Sl 7 R b, Pidk el L
PURSE A A BoB L <5x 10 TfKp&E & PACT B PACT s 78 53 — NSt 7 S8+ , ik s H it 5
ZEA R BOBLA<1x 10 "IKoZE & s 78 5 — Aty b, Puik sl = B JE 45 & B Boks DL <5x
10 K &s & 5 76 7 — AN Sl 7 b, U s BT R 45 & R Bo LA <<1x 10 °MKnZE &5 76 5
— NSt R, PURE L SR 45 A 7 BOB L <5x 107K & 78 B — AN Lt s =L Bt
R GRS & B A <1x 100K & s 78 55— ALt R, Prik s KPR 45 &
Bt LA <<5x 10 "f0Ko&E & s 75 73— A7 B Pk s bR 45 A A Bod bl <1x 107"
HIKp 45 & o

[0280]  “yfufd . Ky 5L & F Bt R 456 8 AR 8 52 AR 1 40 il e Hh A TC50LL 73—
Fh “Z J&” 52 AR5 WThVPAC T BRhVPAC27E 47 1) I 5 H B TCH 0K 2 A5 0F5 ), Hidk Kbt i 45 &
AR VRN e e = 5 e g (N Vv 2 1 1| M S e U N Vv £ L ol o S B R N
TCH0F% LR i S2 AR TC50. 401, 4 SEhPACT A& 4 7 52 A4, 3 HLhVPACT & S B SZ 4K, AR SO 4
IR B4 E HL-PACLI IR ST XThPACL I TC50 4 10nmIf: H 4T %ThVPACL ¥ IC50 4 10um, M i% 4% & )
LR BT 3% 2 4F B A5 1000 1ThPACT AT T-hVPACT I 3 B L 2 . TC50 /2 52350 % (AR 4EK
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A= DAR S D RE IR 401 B 55 1) 700 R /9 BE o T IR PR AR, TC50 42 B 4R50 %6 1R TEU 1 I 4
(PR S P 45 B 1) S5 S PR ECAR 1R o ECH0 2 15 5 50 %6 fie KR N FIT 7 1 R B B8 71 2=

[0281]  Ki %4 it B 72 38 Ve 45 G 5L g i bR STl = A, i S 56 38 e 4 T80 P ]
fr g (B, '2°T) BB T “BABh 7 RHEAT - S 06 2 7E 3 6K 1 “SE P AR LR 1 I T 3
BN &S G K28 “Wah A" sl & 2 61 a4t -PACLHUAR I BE L 40 RANAFAETRUR
P AR () 4 5 BT 3 Sl 0 s i A S 0T o 4850 %6 1) 32 44 K A] i B 4 :0Ki =1C50/ (1+
([L]/Kd) ) Revt 5, Horp (LD 25 F B0 M FL A (940, PP T-HRin I PAC- 1HLAA) HIRFE , IF
HKd A2 O R AR ) i 25 . 2 W, 0, Keen M,MacDermot J (1993) Analysis of
receptors by radioligand binding.In:Wharton J,Polak JM(%i%i) Receptor
autoradiography,principles and practice.Oxford University Press,Oxford.

[0282]  “HiJEi4i& X" SARR A S 1R E R BB SR B D B, & 5905
FHEAE F FEXF HUAR I T 0 T SR 0 A S A A0 535 A ) ) R ke 22 P AR PR 2% 350 0 PR
NGRE G X RS & X AFE -l “TAME X7 (“CDR7) Lo Jfi 4 & X ik
BFE AN RELL” [X . “CDR” R it S 45 & R5 S ME SR AN I = B 1R e 91 “HE SR X
AT P B 4ERFCORM IE WA R LM BEURGS & IX SR Z M & & .

[0283]  FERELCTTIH, $2 Mt 145G PACLEE H B APACIIY A PR B HUR 456 Fr B A
YLEH A, “EHAE AT R HE AR, RUIE G a0 A S Bk () B 2H AL R ) R0 7 AR ) iR
H o AT A B A B ) 7V AR AR AU 2 A R .

[0284]  RAE “PiAA” s F8 AFA] [F] Fh 704 1) 5 B fo B 3R A 1 BlP] 5 e B A4 3 S 0 BE BT SR I
R It 4 A PR 45 & v B IF HAATE Bl ik & P NI T4 L 58 4 NPT XUk
FPEPUAR B HUR S & B R iR R PR G SR B MR e B iRl s =
SRR ERE A KR BE (HAE— LU T, AT D 8E , v o] S AR
RIRAFAE T IR SR S b B Pk AR s L 5 R 45 & Fr BOmT ROk T 80 SRk U, 5imT DL 2
KA RE, U AN [F] 5B 73 P SRS T b i — AR IR 1) A AN [F R U o BrAR sl e 45
& Fr Bnl i i E A DNAF AR AE A8 T Hh = A, Bl i 5 SR A4 1) i 2 e Ab 2 DD oK 7 AR o Bk
JE AR 5 WARE “PUis” bR 7RSI 2K BN 2K EER Ui, e aFE =
AT AR RN AR , SR 1R 30

[0285]  Rif “ReiE” GE KRB B A 78 2 P AR IX 7 1R T 45 & e Ve B
AR B AL AR AT AR [X G5 Ry AV AELSE [X S5 M C o 0 B ) P AR IX S M) A 22 IR ) R R i
R ARG FEAIME

[0286] R i “EELGE” 45 4K HAE AL B A 0 2 1 R AR X R BRI T 45 A ke e 1 ) B
A H R A ] AR [X 5 A VAT 3 E (X 45 R Crr 1\ Cri2 R C 13 o Vi 45 M3 1 22 IR 1Y) 2 2
ity , I HLCrr &b M A FR B R i, Cu3 e 583 5 22 IR IR R 2 oK i o B8 W) A AR AAT [R] Fh Y , )
FiTgG (LHETgG1 TgG2. TgG3 I TgGA ) \ Tgh (U5 TgAl FITgA2F 2) \ TgMFITgE . 75— AN 5L
JtiJ7 2, A TG TG L5 A L ATN297G SR ¥ TG 1HC

[0287]  RiE“F5 407 B S FPA)” 805 T K7 2 Ha 18 FH B B i R (KA 3-
602 FR) IRBE o A5 5 I AT PR N BRI 5 5 5 5 P81 s IREUE A5 5 . — 5 S ik
TR A B i e m i 5 5 IR s N 8L B s D) E ], DA Frd 82 3 (a0, anA s FE R i 4t
) B AEDE LT 22 VBN B T 20 R, RiE S “B0 S sk ... .. KR 2 NN D R
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e IPUAR” 55, M PUARBE FRAE 9 B A TG FE E (1) 2 558 10 7 21 1) 25 55 F / Bl
I, Bl R R BLEE A FTR R E 2 58 8 T A PR B 5 5 R A RS 5 7 51 &
AR iV EZ el IR I N E AR N D W R S S Y TR RS I 2 S R 7 N E o
(NS

[0288]  GnASCH BT RIE PR S e Bk i 1 B (EREEREE) M “PUR & B (B
FRERBY) Bz /0 — i T K I Z I RIE R0 1 45 & PUR PR R
o e WAl SRS A BOZ R 7)) « LS BB LR a1, B e AT TR S PR 25 A i R
H A SHEHARE GRS & BOs g A E R R RS A A — AN T, e
F B IR 2 D — AMEE T A KR EEE E 8 ICDR, I HAE — L5 5 & BB & A
R AN/ Bl Ly o X S AR S 1 B RTE L EE 4 DNARE AR AR, BlRT DL i i 5
FEHUR I B 0L 84k 22 V)R 77 2R o ThRE I e BRE A BR B FE , (H AN PR T-Fab.Fab’ \F
(ab”) o Fv g BT AR TN BE PR , H B o] SR YR-TAT A FLh PRI, B EA R T A /D
B B 3% BE R S Bl A o 38 T 4B AR ST R A T B PR Y D R 4 8 404 o — N B 22 N CDR 1]
WA Hh gl & F 55 B s T DA AR BT ) B M (R s R YR T R A B R
YRIT M R A A I I - 5

[0289]  “Fab /v B” HH — 2 B AICH1 DA e — 2 L BE I ] AR X ZH B . Fab 7y T (W EE A e
F kB T IU R

[0290]  “Fc” [X &7 AN & FUAAR (19 Cul ATCw 245 A6y sk ) =24 A B A B8 Ay BB L 4>
B 2N R B DL R I Cr3 45 M 381 B /K AH ELAE AR FRTE— i

[0291]  “Fab’ B &A — Sk HEF— Z LM H 4> LA Vs MU FICul 45 M3k LA S
A Cul 15 Cu2 45 a3k 2 18] (1 IX 3 P13 40) » DA v #E P NFab” Fr B (1) PR 2% B84 2 [A)J) e (] —
BREE LA RRE (ab”) 293 T

[0292]  “F (ab’) 27 BY” & 6 T 2% B B AN 2% 2 Cul 5 Cu2 25 A 38 2 T] P 18 X D38 4 1
B, DUEEE P 4% B B 2 1A) JE BBEIA] A . F (ab”) o B M TT PR 30 e P 4% 35 B 2 1) 1) —
BRARFEAE— M Fab’ Fr BR 4L R

[0293]  “Fv[X” 0 &k H BEAEFEEER 1] A5 X, (HELZ HE X .

[0294]  “PREHAR” 2 H b S SRR B T AR X L I e M Sk IE R R 2k 2 ik BE (L
TE PR S 6 X)) BIFV Ao BLEE TR E B bR & R H I A FF5W0 88/01649F15E[H & F]54,
946, 778F1No. 5,260, 203 (BT [E 5 & R B i A FF-5 FSE EH & RS (1 A JF N ¥ 51 It
N) AT T FELRRIA .

[0295]  “ShMSS AR & R LR AT AR X a2 B 1 w] AR X 1) e g T RE P S B BR R (1
R B TE— BN , PN EIE 2 ANVl X B e Sk AN OB B, DA RS 45 R I AR
KU 235 RIS B AV X A 45 e A ] AR ) P B

[0296]  “XUN LR EE A8 7 8N B 6 & P AN PUR S5 A 07 i 78— S8 50 R, A
SEO AT B AR E T SR AR S 1 o XN LA AT DA RURE R P, 2 0L R S

[0297]  “ZHrRUEPURLS A EE” B2 R T PR 2B W A 1k —Fh TR SR AL PR
AR AR I IR AN

[0298]  “WUHFRH” | “RUE 45 7 B XN RE M PR 45 & B B BUpuAgR 2 40 i R A A
AN BB iR 4 B L s 1) 2 A P S 5 6 B T B o SRR PR LR — P 2 R PR 4 A
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HE R YU, IF BTl 2 807k A, S EAR T AR SS JR H fib -5 BFab” v B
[1iEH: . 2 0L, 1, SongsivilaifMlLachmann,1990,Clin.Exp. Immunol.79:315-321;
Kostelny% A\ ,1992, J. Tmmunol . 148: 1547-1553 « XUHr S PR T iR 45 & B 1 BRBTAAR I PR > 25
B L RURE S S PN AN R ZRAL , BTk e A7 A7 A8 T AH A BiAN R i 25 3 B L.

[0299] Rl “rp M JH 45 & B 7 5 TR MUK 2y AR A5 A AR , B BB AN H A5 S AR
[ &5 5 A BT 53 D0 AT AT A e FL 45 FEAR I 455 T 7 AR I AR ) N2 R B S 466 B B Bt
A o FEVEAL TR 25 & 30 70 ) an i A B S e ThRe PR R 46 6 i B 4 & Ske etk b, B
B PUAELS & TR 25 & FE AR I b 2 /0 252096 .30%6 .40% 5096 .60 % .70 %
80% 85% .90% .95% 97 % 99 % BB % (ANTE &SN 58 G ML 45 5 I E Hh B ) I, PifA ek
J BOR LA E A o0 g5 S B I 45 & AEPACIES S E B LT, R F1 4y 7
H VH BR PAC1 45 5 PACAP 51 lIPACAP-27 BPACAP-38 ) E

[0300] R “PilR” BE “Gu s J5” R AR Ae WAL VRS S0 i bt R A & e (B, Bl
Pk H A DiRe PR 456 7 B 456 10 H A 4N e S b T2 AR Re i 45 &kt
SR BRI 73 7 85 T 86 73« LS T B Be 8 5 AR iik s i i BO BAE B — A~ el 2
MRAL

[0301]  RiE“RAr” IR GG EE W, Hiik) 46870 T84 KRG Re ks
SRS G T PUR S & BB PR BT Y052 A 1) AR ART TR 58 7% o 2 Ao P DA i 2 1) Bl i
SR (1, 76 2 IR I AR I AN SR EE S 1) R SO iR A SR B A A A A
Bk FE) o AE RS 7 Ferh , AL AT DL, N e R & 5 H T 7= A Bk 1) A AH
Bk, AEATS SRAN G0 5 B AN B 5 — S8 A T 77 AR PR ) 12 3R A7 A I ) R PR R 1) = 4 45
o Bl WL, B o B R AL BB (HAE — S ALR , ATARAE T B R A 4 i AR
b o B TR E A AT LA O3 1 A AR IR 0 0 B PO R A R R ) A R I R T A T
H AT A€ 1 = 4E S5 R RFAE , A0/ SRR IR R F A P OE o 30 b, 6 TR i BT R R R 1
PO A6 R E B B/ BOR 71 B B AR S R BRI R AL

[0302]  Rif “[F] — " RIGWADEE 2 A2 E R T8 BCE 2 MEIR 7 T 731
Z BT 90 2R, i et b o R G 3 0 5 1 o B 43 B TR) — 17 R HR A L e 43 A B
PR DA IR 1A B AH R AR R 1) 1 40 G, 9 HLT 2 T Ar LU I e /D B 3 I RN R .
T AT IR ST B, A R E I B AR B SRR e (B, SRR SR v L Xk Hh i gk
(SR A 1 38) o A FH U1 S5 G 0 A% R B 2 JOR Y (8] — P ) D77 V2 A 2 1 SRR o R 1)
FBLE Jr v Computational Molecular Biology, (Lesk,A.M.,Zw%H) ,1988,New York:
Oxford University Press;Biocomputing Informatics and Genome Projects, (Smith,
D.W.%m%E) ,1993,New York:Academic Press;Computer Analysis of Sequence Data,Zf1
W, (Griffin,A.M. fIGriffin,H.G.,%%) ,1994,New Jersey:Humana Press;von
Heinje,G.,1987,Sequence Ahalysis in Molecular Biology,New York:Academic
Press;Sequence Analysis Primer, (Gribskov,M.flDevereux,]., %) ,1991,New York:
M.Stockton Press;fiCarillo%E A\ ,1988,STAM J.Applied Math.48:1073.,

[0303]  FETHEE B 4 bE [ — M, BLP AR Fp 31 2 Ta) i K UL BC R 7 2 EE 0 A L B e 71 o
T H 4y b R — T S ALRR P R GCCRE P AL, AL F5GAP (Devereux®s N, 1984,

Nucl.Acid Res.12:387;Genetics Computer Group,University of Wisconsin,Madison,
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WI) o tH SN RGAP A 3K 20 52 3L 5 43 L e S 1R) — 1 B PR A 22 BE B 2 A% P R LL 4 o L
XoF 7 HI DL B HL VT AL e AT 4% E I R R 5% R (“VCHCRE 257, Qi ik be S 52 1) o K ik
FUFF T80T 73 G TSR 3x P 35006 4k, Forp SIS0 M 287 2 5 A5 FH 1T bl S0 R PR 0 AR 28
(RS- 3548 s X M 2R7 2 38 R e b s R I T 4 — A 58 38 S 2R FR T R 1 VP 73 B fED) Ak
1 AE A 517 23 Ll Bk O ET 43 (19 1/10) BA K bR R 1 WiPAM. 2508 BLOSUM 62 55
VRGE G S o AR SR LSt 7 S, 08 I SRR A A AR T L B RE O T-PAM 250LL BUHERE ,
W ,Dayhof 4 N\ ,1978,Atlas of Protein Sequence and Structure5:345-352; KT
BLOSUM 626346 FE , 2 L, Henikof 4% N ,1992,Proc.Natl.Acad.Sci.U.S.A.89:10915-
10919) .

[0304]  FH T FHGAPAE ¥ Il 78 2 IR B H R 13 A1 10 & o0 be R — PR e S 500 -
[0305]  %ik:NeedlemanZs A ,1970,].Mol .Biol.48:443-453;

[0306] bt RE :BLOSUM 62from Henikoff%s: A ,1992,[H F;

[0307] R 1§43 : 12 (BT Rk O 1 10 5)

[0308] &R IIKFE T -4

[0309]  AHAAERIME -0

[0310] AT b P AN R IR 5 91 1) 5 8 Lb St 7 2 vl 3 B A e 41 Hh 1) SR F X 3k Fy T
Bt , 1278 B b e X 355 B A 75 5 A~ 42 K 5 971 2 (B AN AE 55 35 5% R I 7R mT oA Al s 3 SR —
P DR, 2 SR 7 B R S 4 2 IR /D 50 SR A SR 1A EL Sk, DU AT 1 e R 1) B X2
(GAPFESF) -

[0311] WA T A, “BEA Ralift)” AR & 70 T MR AR AR FEZE M, B B T B OR
B, F LU AR FVR S 9 AT H e BN PR B T2 R sy S Hp, SRR B Al gy TR
Hr BArPR a8 2 /050% (BT BEIRED IR A AFE I K FRERI AL A1) o 75 e S it
J7 &, A FAl A YA A /080% .85 % .90 % .95 % BR99 % [ AELE T ATk 4 &4
BT A R TPk AR B sy b, HARPh R alifh 2 3 A b [R) J5T, Hodr s Je ek
AN e 8 g RS M AE A A ) AR R DU R AT BT I 4 ) |l B — A B K 43 SR
o

[0312]  ARAB “YEI7” H& F8 H45 o IR Bl i 9 Y8 97 B e 32 v 119 B h BT AT b i B G AT ]
MR 2 WS O AR s S A 5 R IR 1R 3R 9 Y 2 B ASE 453 4 9 DR B0 i B8 M g RR 3 i =2
IR AR R TR I R s IR A0 2 s R 55 5 20 RR R 1) B AR EORS PRV R S IR B R T
B 1] DA T W W) S 40 B4 B AR 7 L A 28R RS 2 AN/ BORS R DA 1 45 R
ol , A8 SO R ALY B Ty vk B D IR YT (TP PR BB A S R R IT) =k Jf » T B2 AL
SRR A, B4 ALK Al Sk (00 7 B AR BE L R0/ Bk 5 i S A DG IRRE AR

[0313]  “G A% E" I H & 2 LA AE R ¥ 72 R 5 A/ sl PR AR L AT, Y BRIk AN/ sl 7
Jir AL, FSHs SR DR AR/ B L s A iR R 1) e A, R/ B 3 B R O Sk 5 AR I B 5 2 A DR 1)
PUE M B AL — LSt B A RE AR A E B A SR VRIT A E” 2 R LAY
IEPIRAS (5 fm =k J7) BCREDR 5 8 1) TR AS 555 0 993 DR 25 AH 2 (R IR 5 31 55 A dth AT fr]
T3 ZCTT BELAS  HE 3R B30 7 32 9 DR 38 B 455 5 9 A DG (1) AT L A B BE IR I 3 e 1)
TR A R A 1) 52 i PN K B I e A Ty s8R 49, Ty B A % i Sk o R A
(BRI 5 BRI Sk T B I Sk AR R AR (B R) B AT REPE M 25 4 & ) & . 5e 4xih
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J7 BRI B RA — @ ik — AN B A R A, F B R B AR — R 205210t H f5 71T e Kk
Az o BRI, WTAE — kBl 2 Ot P PR it G T BRI A R

[0314]  “S IR G4 HAE A SR A 1 15 & S0 20Fh R SRAFAE I 28 IR S o4 5 38 A1
#RE: .2 L, Immunology—A Synthesis, 5520, (E.S.Golub#ID.R.Green, %45, Sinauer
Associates:Sunderland,Mass. (1991) Ch T Fr& B HE 5] I AN SD) o 2055 I & At
FR [ SAR T dl i (5140, D-Z 5 1R) AR R AR Z LR 18 tha—, a— ZHUA I 2 R R (N e S 2 Ok
PR AN e AR5 I & R 0 nT LA 2 BRI I8 M A1 H AR E “E R N - JE I &=
PR S B G - 4R PR « v FRIED E IR e —N, N, N- = FF JEH 20 R « e —N— 2 B i 2 18 O— T
PR 22 & 1R ,N- . Tk 22 Z R N-F I FR A PR 3 FF 2 R 52 i & IR  o—N— FF JL 55 (iR A
He R IR AN Z LR (5140, 4-FR B 2R - 75 A ST B I 2 K5 v, AR S s 4
FREAMBG , 2e 77 1) 7 S 2 AR S 7 7], A5 07 1) 22 32 K Ui 77 17

[0315] 51 I PACL

[0316] 7 E T+ /il P AL A8 FY L A7 ][] B mh 7 b 222 R — B4 I\ DRy AR Al S IR R AR ik A v 4
RS2 MR N T EE A T o AR I PR AL BB 22 IRk (PACAP) A7AE T8 it = X &8 pi 2
JuH, 3 BT CLAE A RGP AR KT 1545 35852 - N SR i 98 L 48 32 BH , PACAP38
75 3L AR LA &K AF (Schytz, 25 N\, 2009, “PACAP38induces migraine—like attacks
in patients with migraine without aura” ,Brain:132%516-2511) , MM X H=PACL 5244
FEPUF AT FH TSk 0 TR 14 v T RN/ B SR T IR AR

[0317] Pk

[0318]  ACiflt 45 & MIPACIEE H , B4 APACT (WPACT) & A Pk 2L B B A2 4 tn
AR AT R ) — a2 A Bob e E X (CDR) B AN BB T HoA i) Z ik 78— B A,
CDRHR AT “HEZE” [X, HAff 2 CDRIKI J7 7] , 55 15 S BLCDR KT 3 4 0 S 445 6 14 o o — M, 32
BERIHTR T TP S BELWT i/ B 1 PACT 5 LB A& 1 A PACAP (3% 4PACAP-38) 2 [] (¥ AH LA
o

[0319]  FERELESLH )T P, Frid Pris ds , (B AR T 5 s FE ik OV e PR AL e
NSy ARC RN NS E N NIE S P NSl S 7 WS RE IR LN RV /IS S EIN : NNY NS A /1K N NG 71
PR PURRL G CB I AEAR ST AR “DUR G 7) S H 7 B AEAR ST Sk it — 20 H
R LY (A8

[0320] A SCHEPLAI PR E B UESL 45 S PACT, 47 ) /& APACT AN & BEMEPACT . AN AE S TH] ) 52
Jit 5] R g — 2D REIR T, A e Ak, R H R & T 580 2 H e XNPACIH 2
— 8 A YU S & R IR R A AN R () R AL o SR AL 144 BH 1EPACAP (154, PACAP-38)
HH ARG R, A SO AL SR RE I HIPACLTE VE o BAA N, 25 & X Lo R AL ) P ik
A B A — Pl 2 B INE I A0 (R IECELLAR) PACHE 5 SIBAME T, 0] i 2 £7 5K |
1 8 A i IR S IE T, PR 1 SE , AIFEPACAPSS & J5 FHPACLS S ) B AR B
o

[0321]  ARSCFTATFIIPUIARER 2 Fh HI& . — e, 1 a0, 45 25 5 I e L PACTAF )
HthPAC 1 Bl P AR 1 5 AN a4 rh DL S AE %65 58 PACTIE P 1) L B A o 7)) i ade Wl v b 2
o —LEHTAR R T4 IPACTEC A& (191411, PACAP-38) X PACIHI &5 &

[0322] P iR$ifA ] T2 MG y7 B, A ST AR o 5, FELEPACIBLAR FH V697 5
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PACIA TS 5 AH SRR i , 1 82 Ml S T R 0036 2 it A S TG 110 7™ B R/ BV 97 Dk
I > Yok D R MR IR TT AN B SRR, Bl D R AR BR TT B MR, SRR R TR R (TTAY)
I R AR EIE T O MBI » LA Sk /b R BG IT 5 AR ) N B 2R IURE R R E3RE AH SR 1)
MK B 7725 258 AR I 3 e B A5 , 461 01, PAC TR 56 926 5 B4 5 (14 12 W A1 52 PACL 1) AE
TEBLANAFLE B 0 328 W0 5 o HE 6 R ST iR /IR I HU AR T TR 97 5 PACLIE PR A DG 1 J5 S e AR
F/BIRAS IR LA FE AR T % PP B S, B4 DSk I (4910 1, 48 A0/ B8 A8 A 1 A Sk
I -

[0323]  —ub$R ity Pk BA I 5 R IRAFIEM U DRI 2574 o 16 LE T R 1) 25 #4 B oL
A —AEE AU R, B — VU SRR B AN AR 0 22 KBS 1 AR I A 4 g, 7 —
IR 7L B0 () b Al 7 AR AN B B — EL R B AR R Ao, B X BB B AR B R — A e K
“IRV iR (FE SRR e st 7 R, KZ125kDa) Al 4K CET B (7 S s st 7 B, 4150
T0kDaft)) o B — AN G BRE H R LA “r i Bk S A S5 I LR, B — N s Bk E
SERIIR R E90 2 110N R R TR A il I HARIERFAE M 7 B 458 30 o 1 e 45 My el 2 2H R ik &2
JUR P RS AR BN o e — 2% 110 2 25 AR i 38 0 30 B 7 BT 0 i i 30 ) ] AR 2 Rk 1R R R
Uity 8 o PE AL b LU Pz BE 1 5 — S BE AR ST, HF B RR R I X7 BCCIX” o NS I8 3 0 I8
R MINER B, I X SR B B — AN — A ] AR 2 W RN — AN E i 5 M 3 . BRI O
FKAu.8. vy amle sk, H Hx B2 BN A )[R Fh 8L 53 ) 58 LA TgM\ IgD IgG IgAFIIgE
Pk TgCRA LA WA, BFEHAPR T 1g61.1gG2. TgG3 M TgG4 . TgMI®) V.Y A0, 45 TgM1 Al
TgM2. TgAf) IV H A FE TgA1 AN TgA2. #E A, TgARI T gDI[E) Feh 8 5 45 4 5% BE 4 A5 B 4k - TgG AN
TE[R] Fh AL & A5 P 4% TE B ARG S 42 58 5 71 HL T MR A & 45 54% B B A1 2% ek o EEBECIX I Y
BB — AN AN AT BT RN T T RE IR 45 R 3 o R 1 S X 45 M) 2 B R Bk R A
TeGEHE, 1, 45— 25 & A FRNCul Cu2 FICu3 I 3N CIX. 45 Rk o $2 (4 B U vl LA Ik S [] o
BRI Y (AT — A o AEFELL St 77 2, PACLPUAR LA 1gG1 . 1gG2B1 1gGA Y .

[0324] FEAKBRFEMEBEFE, v X SiE @ Xl 29128058 2 AN ZERRN ) X Bz, &
FEHAREZ10 L B IEIRE) “D” X o 2 WL, #1140, Fundamental Tmmunology, 552k, 557
2 (Paul,W.,Zw%5) 1989,New York:Raven Press CN 7 BT A H RILE AT 5] FHEERIEN) o
T — SR / RO 1 T A DX I8 T R S A A A

[0325] G ek A B 1 ] A% [X 3 o o AR R) P Ak 6 4, 0 i i 3 AR X (B L3
PR “E MR X7 BLCDR) BREZ (AR R 5P AEZR X (FR) o>k B B $ R — AN B8/
T Bl YT 1) TP 4 B 1) CDIRGER 5 88 o ATE B2 [X EL o AT il 5 ¥ B 1 (91, PACL) b P e 5 R A
S B I A5 R o DN B B2 COR Bty » R SR AT 18 (1) A 4 R B 5% A0 [ 3 i #4108 PR IR S e (1)
S FU ¥ : FR1.CDR1.FR2.CDR2 .FR3.CDR3FIFR4 . 4 5 £ 4t O 4 ¥ it F R B 2t 1 o H8 X
SEZE I B — DN A BRI R IR %5 RS fEKabat Sequences of Proteins of
Immunological Interest (1987#11991,NIH,Bethesda,MD) 8Chothia&Lesk,1987,
J.Mol.Biol.@:901—917;Chothia’%]\,1989,Nature @:878—8834%&??7%)‘(0

[0326] AR ST AR F AL &5 b B2 AR B 1 AR X IR T 3R SAFN3BHY o A4 e ] A% [X A 1) 5
— NPT b E A 1 X DAy 0 T R S R IR P AR B A L A, AT A B
Az 1) B BE AR B T A 1 R — N DA B S BE PR &5 40 o B S R A, 3 m R AR S SRt 1)
AR v AR X B 4 T B B bSO B g 0 s B 3 F1 AR A 8] 7 5100 e 1 e 25
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[0327] SRR T A AR SCH BT IR B BRI B 2 AL R 17 91, B4 G A Po AR 1 — 25 B0
SRR B AT SRR R B AR AL TR B B B 1] AR X BN DRI 2 A% H IR /2
DL TR A 2 TR T 558 /i R AR sl BG4 65 2 K 2 A% FFER KT PCR 51 4
B F 5190 F T 40 22 A% 5 R 1A R 19 IR OSOR% R A0 72 IR A% R 1) EL AR 7 51 o iR A% R vl 2L
EARK R A 1K RE AT L A6 4n5.10.15.20.25.30.35.40.45.50.75.100. 125, 150.
175.200.250.300.350.400.450.500.750.1,000.1,5008% 5 £ A% &, F1/88 7] 44 2 — A
BN SN T H BN, WA T HI R/ B B R AR A A AR (1) 35 3 o A% R T LA B Y
BOWEET , FF H AT 6L A RNAFH / SDNARZ T IR LA B F N T AR (%140, BKAZIR)

[0328]  FRIAMIBE R/ BITEAZIR Y 51 o WA AR ST Hb i At (R A Ar] A 22 X 423X 284 g (X
DAY B 56 4 B4 IR 55 7 51 o SR , B4 38R, K 648 52 [X 7 A A B2 4 9 e s s i —— A
AN B AR AT B B E X, A AE TgG LB 1 8 X TgG3 B I gG4 EE A 1H 8 X 7T~
IR B S8 X AR E 52 X (3 FEhCL-1hCL-2  hCL-3FIhCL-7) ; O &M LA i s e e Pk W 38
3 AT i 1 Bl e BT TR R A S X A 7 — SE St R, W ] AR X R B B T AR AT
CL A B E 2 X 751

[0329]  FRALII PRI 4= K52 B A B DL R & AT 0T 82 0 A% R AN & 25 1R 7 51 11 L Ak s 451
MEIA TR 1AL 1B 2AFN2BH o R IAFN2A 7 /s il B 17 1), R 1B 2B 2. 7 7~ 451 1k L 7 1
FTid 7 548 Bon AN %5 H S 5 741

[0330]  RIA-RGIVET-hPACIIUIA R BEAL IR ST 41

SEQ AFl . Ak | LCNAFS
o

NC:

1 i LG 1A, 018 GACATCCACGATGACCCAGTCTCCATCCTCCCTETCTGCATCTGTAGGAGAC

) AGAATCACCATCACTTGCOGGGCAAGTCACAGTATTAGCAGGTATTTARATT
GCTATCAACAGAAACCACCCAAAGCCCOTAAACTCCTGATCTATGCTGECAT
CCAGTTTGCAAMGTBGOATCCCATCAAGOTTCACCGOECAGTCGATCTGOE
ACAGATTTCACTCTCACCATCAACAGTCTGCAACCTGAAGATTITGCAACTY
ACTTCTGTCAACAGAGTTACAGTUCCCCATTCACTTICGGCCCTGGEACCA
AAGTGCGATATCAAACRTACGGTGECTGCACCATCTETCTICATCTICCCGC
CATCTGATCGAGCAGTTGAMATCTGCGAACTGCCTCTGTTETETGCCTGCTGA
ATAACTTCTATCCCACAGACCCCAAACTACAGTOCAACETCCATAACGCCL
TCCAXTTGGGTAACTCCCACEAGAGTETCACAGAGCAGGACABCAAGEAC
AGCACCTACAGCCTCAGCAGCACCTTCACGUY GAGCAAAGTAGACTACGA
GAAMACACAAAGTCTACGOOTGCGAAGTCACCCATCARBOCUTGAGLITCGC

] CCGTCACAAAGAGCTTCAACAGGGRAGAGTGT
7 POLOA2 1 URALOZB. UZC | CAAATTETECTEACT CAGTCTCCAGACT T TCAGTOYGTGACTLCAAAGCAR

i AALGTCACCATCACCTECCEEECCACTCAGACCATTGETAGTAGTTTACAT

- TGGTACCAGCAGAARCCABATCAGTCTCCAMBCTCOTCATCAAGTATGCT
[0331] ; TCCCAGTCCTTETCAGGGATCCCLTCOABGTTTAGTEECAGTEEATCTGS
: GACACATITCACCCTCACCATCAATAGCCTGGAAGCTGAAGATGCTGCAAC

GTATTACTGTCATCAGAGTAGTCG I TTAGCAT TCACT T TCGGCCCTGRGACT
PAAGTGEATATCAMACGAACGGRTGECTERCACCATCTG TCTTCATCITLOLG
CCATCTOATSAGCAGTIGAAATCTBGAACTGCTAGCOTTGTGTGCCTGLTG
AATAACTTCTATCCCAGAGAGGCCAAMGTACAGTCGAAGGTGCATAACGEE
CTCCAATCGEGTAACTCCCAGGAGAGTOTCACAGAGCAGGACAGCAAGERA
CAGCACCTACAGCCTCAGCAGCACCCTCACGCTGAGCAAAGCAGACTACG
AGARACACAAAGTCTACGCCTGCAAMETCACCCATCAGGGCLTRAGCTCE

: COCGTCACAMGAGCT TCAACAGBOGAGAGT GT
TSR RN GATATCCAGCTCACTOAATCGECATCATTTCTCTECGETICGGTAGEEGAT

3 CEOETCACGATCACATGCADCGGLCETCGCARAAGCATTEGOAGCGTCGTTGCA

TYGCTATCAGCAGAMMCCCEEAMGGCCCCEAAACTTCTGATCAAATACGC
ATCACAAAGCTTOAGCGOTCTECCOTCOLOCTTICTOCEGGTTCCEEAAGCO
CAACGCAAT TCACGUTYACAATCTCCTCACTECACCCCCAGGATTICGCGA
COTAYTACTGTCACCAGTCATCCAGACTCCCETTTACTYTIGGLCCTGGGAC
CAACGTGGACATTAAGCOTACCOTGGCTCCACCATCTCTCTTIATCTITCCC
GCCATCTCATEACCACTTGAAATCTCGAACTCGCCTCTRTTOTETRCCTCOT
CAATAACTTCTATCCCAGACGAGGLCAAGTACAGTGRAAGGTCBATAACGT
CCTCCAATCOGOOGTAACTCCCAGCAGAGTCTCACAGAGCAGGACAGCAAGS
ACARCACCTACAGCLYCACGCAGCALCCTCACGCTBAGCAAAGCAGALTAL
GAGALATACAAAGTCTACGCCTGLGAAGTCACCCATCAGGECCTBAGCTC
GCCCGTCACAAAGAGCTTCAACAGGGGAGAGTET
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LC-94

04h, (4E, (40,
O¥A,G7B, GTC.
{84, (8B, C8C,
12A, 128, 12C

CAMTTSTGCTCACTCAGTCY CCAGACTY TCAGTCYGTGACT OCAAAGGAG
AAGTCACCATCACCTGCCCEGELCAGTCAGAGCGTTGGICGTAGTTTACAC
TGETACCATCAGAAACCAGATCAGTCTCCAAAGCTCCTCATCAAGTATECTT
CCCAGTCCTTATCAGROGOTCCCCTCGAGGTTCAGTGRCAGTGLATOTGGG
ACACGATTTCACCCTCATTATCAATAGCCTOCAACCTGAAGATCCTCCAACGT
ATTACTOTCATCACAGTAGTCEGTTTACCATTCACTTTCGECCCTRGGACCAA
AGTGOATATCAAACGAACCETGGCYGCACCATCTGTCTTCATCTTICCCGCL
ATCTGATCAGCAGTTGAAATCTGCAACTGCTAGCETTGTATGCCTELTEAA
TAACTTCTATCCCAGAGAGGCCAARGTACAGTGRAAGGTGGATAACGLOCT
CCAATCGROTAACTOCCAGEACGAGTGTCACACAGCAGGACALGCAAGGACA
GCACCTACACCOTCAGCAGCACCCT BACECTCAGCAMBCAGACTACGAR
AAACACAMGTCTACGCCTGCCAAGTCACCCATCAGCGCCTGAGCTCGCC
COTCACARAGAGCTYCAACAGGGGAGAGTGT

LC.G5

05A, 536, 08,
13A. 136. 13C,
16A, 16, 1€C,
17A, 178, 17C,
214, 216, 210,
22A, 22B, 22C.
244, 24B. 240,
25A, 258, 280,
264, 268, 260

CATATCCAGCTCACTCAATCOCCATCATTTCTCTCCGCTTCOGTAGECGAC
COCCTCACCGATCACATGLACGGCETCCGCAAMGCATTEECASCTCGTTGCA
TTGGTATCAGCAGAAACCCGGAAAGGCCCCCAARACTTCTCATCAAATACGC
ATCACAAAGCTTGAGCGGTGTGCCGTLGCGCTICTCCGGTTCCGGAAGCE
GAACGGAATTCACGCTTACAARYCTCCTCACTGCAGCCCGAGBATTTCGCGA
CCTATTACTGTCACCAGTCATCCAGACTCOCGTTTACTITICGLCCTGEGGAC
CAACGTOOACATTAAGICATACGOTGECTRCACCATCTETCTTOATCITCCC
CCCATCTOATCAGCAGTTGAAT CTGGAACTCCCTCTCTTGTGTGLOTGOT
GAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGEAAGGTEGATAACGS
CCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGG
ACAGCALCTACAGCCTCAGCAGCACCCTCACGOTGAGCAAAGCAGACTAL
GAGALATACAAAGTUTACGUCTERLGAAGTCACCCAYTCAGGRCCIGAGCTE
GCCCGTCACAAAGACCTTCAACARGOCAGAGTET

[0332]

UBA, 588, 060

GATATCCAGCTCALTCAATCECCATCATTTCTCTCCGOTICGETAGGCGAC
CGGCETCACGATCACATGCAGGGCGTCGLAMGCATTGGGAGGTCGTTGCA
TTGGTATCACCAGAAACCCGCAAGGLOCCTAAACTTCTGATCAAATACGC
ATCACAAAGCTTGAGCOGTGTEGCCEGTIGCECTICTCCAGTTCCEEAADCO
CAACOGAATTCACGCTTATCATCTCOTCACTOCAGCCCCAGUATTTCGCGA
CCTATTACTCYCACCAGTCATLCAGACTCCCOGTTTACTITICELCCTEGGAC
CAAGGTEGACATTAAGCGTACGOTGECTGCACCATCTGTCTTCATCYTCCC
GCCATCTGATGAGCAGT TGAAATCTGGAACTGCCTCTRTTGTGTGCOTGLT
GAATALCTTCTATCCCAGACAGGCCAAAGTACAGTGEALAGCTRCATAACGE
CCTCCAATCOGGTAACTCCCABGAGAGTOTCACACGAGCAGCACAGCAAGS
ACAGCACCTACAGCCTCAGCASCACCCYCACGUTOAGCAAAGCACACTALC
CAGAAACACAAAGTCTACGCCTELCAACTCACCCAYTCAGGGLCTCAGETC
GCCCBTCACAAAGACGCTICAACACGEGAGAGTET

LC47

DA, GOR. 09C,
10A, 108, 18C.
t1A, 118, 11C

CAMTTOTECTOACTCAGTCY CCAGACTYTCAGTCYGTGACTLCAAACEAG
AAGTCACCATCACCTGCCCOGCCAGTCAGAGCETTOOTCGTAGTTTACAC
TEETACCAGCAGAAMCCAGATCACTCTCCAAAGCTCCTCATCAAGTATGCT
TCCCAGTCLTTATCAGOGGTCCLLTCGABGTTCAGTCCCAGTGGATSTGE
CACAGATTTCACLOTCACTATCAATAGCCTGCGAAGCTEAACGATGCTCCAAL
GTATTACTGTCATCAGAGTAGTCOTTITACCATTCACTITCGRCOCTGRGACC
ASACTCCATATCAAACGAACGOTGGCTCCACCATCTATCTTCATCITCCCG
CCATCTGATGAGCAGTTGAMMTICTBEAACTGCTAGCETTETGTECCTGCTG
AATAACTTCTATCCCAGAGAGECCAAAGTACAGTCGCAAGETGGATAACGLC
CTCCAATCCGOTAACTCCCALCACAGTGTCACAGACCAGGACAGCAAGEA
CAGCACCTACACGCCTCAGCAGCACCCTCACGCTOAGCAAAGTAGACTACG
ACGAAACACAAACTCTACGCCTGCRAACTCACCCATUAGGGCCTOAGCTCO
CCCGYCACAMBAGCT TCAMCAGEGEAGAGTET

LC-08

140, 14B, 14C,
23A, 738, 23C,
27A, 278, 27C

GAGATCSTACTTACTCAGTCACCCGCCACATTGTCCCTGAGCCCGGETGAA
COGARCGACCOTLCAGCTGCCGAGUATLCCAGTCCGTCGGACGATCATTGCA
CIGETACCAACAALRACCGRGLCAGGUCCCCAGACTICTGATCAALRTATGC
CTCACAGAGCTTOYCGGETATTCCCGCTCECTTITCOGGETCGOGATCG
GOACACGATTTCACOCTCACAATCTLCTCCOTCGAALCCEAGGACTTLGCS
CTCTACTATTGTCATCAGTCATCGAGGTTGCCTITCACCTTTGGACCAGEE
ACCAACGTGGACATTAAGCOTACGGTGECTGCACCATCTGTCTTCATCTTC
COOCCATCTCATGAGCAGTTGAAATCTGGAACTCGCCTCTOTITGIGTGCCTE
CTGARIAACTTCTATCCCAGAGAGOULAAAGTACAGTGOAAGET GRATAAC
GCCCYCCAATCOOOTAACTCCCAGEAGAS TG TCACAGAGCAGCACAGCAA
COACAGCACCTACACCCTCACCACCACCLTGACGCTGAGCAAAGCAGACT
ACGAGAAACACAAAGTCTACGCCTGUEAAGTCACCCATCAGEGCCTGARGT
TCGCLCGTCACAAAGAGCTTCAACAGGGGAGAGTET
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15A. 15B, 18C.
18A, 168, 18C,
19A, 18B, 19C,
208, 208, 20C

GAGATCGTACTTACTCAGTCALCCGELACATTEYCCOUTGACCCCGGCTGAA
LCHEGCOACCCTCAGCTGCUGAGCATCCCAGTCCGTCEGACGATCATTGCA
CTGGTACCAACAARLACCGGGCCAGGCCCCCAGACTTCTGATCALGTATGC
GTCACACGACCTTIOTCGGRTATTCCCGATCCCTITTCGGGGTCORCATCCE
GOACAGATTICACGCTCACAATCT CCOGACTRGAACCCOAGEALTICGLGA
CCTACTATYGY CATCAGTCATCOGAGETTGCCTTI CACCTTTGGACAGGEGA
CLAAGGYEGAGATTAAGCETACGETGECTGCACCATCTGYCTTCATCYICC
CGCCATCTCATGAGCAGTTGAAATCTGGAACTGCCTCTGTITETGTELCTEC
TEGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACG
CCCTCCAATCOGETAACTCCCACGAGACGTCTCACAGAGCAGCGACACGCALG
GACAGCACCTACAGCCTCAGCAGCACCCTGACCCTCAGCAARGCAGACTA
COAGAAACACAAAGT CTACGCCTGCOAAGT CACCCATCAGGGLCTGAGCY
CGCCCCTCACAAAGAGCTTCAACAGGHGAGAGTGY

10

.C-30

2BA, 28R, 28C

GAAATTGTGCTGACTCAGTCTCCAGACTITCAGTCTGTGACTLCAALGGAT
APAGTCACCATCACCTCCCCCGCCAGTCAGAGCATTGGICGTAGTITACAC
TGETACCACGCAGAAMCCAGATCAGTCTCCAAAGCTCCTCTTCARAGTATGETY
CCCAGTOCTTATCAGGGETCCCCTCGAGGTTCAGTEGCAGTGGATLTEEE
ACAGATTTCACCCTCACAATCAAT AGCCTGGAAGTTGAAGATBUTGCAACG
TATTACTGTCATCAGAGTAGTCGITTACCATTCACTTTCGGCCCTEGGALCA
AAGTGGATATCAAMCGAACCGGTCGLTBCACCATCTGTCTTCATCTTOCCGT
CATCICATCAGCAGTTGAARTCTGEGAACTLOTAGCETIGYCTGCCTROTRA
ATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGEAAGETEGATAACGCCC
TCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGAC
AGCACCTACAGCOTCAGCAGCACCOTOACGOTCARTAALGTAGACTACSGA
GAAMCACAAAGTCTACGCCTGUGAACGTCACCCATCAGGRCCTOABLTCCC
CLGTCACAAMGAGCTTOAMCAGCGRACAGTET

11

Le-1t

29A. 298, 29C

GATATCCAGCTCACTCAATCGCCATCATTTCTCTCCECTTCGETAGGUGAC
SGETCACGATCACATCCAGCGGCCTCGLAAAGCATTGGGAGGTCETTGCA
TTEGTATCAGCAGAAACCCGEAAAGGCCCOCGAAACTTCTOGTTCAAATACGE
ATCACAAAGCTTGAGLEGTOTECOOTCACOCTTICTCCGATTCCEAAAGCS
GAACCGAATTCACGCTTACAATCTCCTCACTECAGCCCCAGEATTTCGCGA
SCTATTACT GYCACCAGTCATCCAGACTCCCOTTYACTITIGGLCCTEGGAC
CAAGCTGGACATTAAGCHYACGGTSGUTGCACCATCTGTCTICATCTTCCL
GCCATCTGATGAGCACTTGAAATCTECAACTECCTITGTTGTETGCCTELT
GAATAACTTCTATCCCAGACABGCLAAAGTACAGTCCAAGETCGATALCGT
COTCCAATCEOGHETAACTCOCODAGGAGAGTGTCACAGABGCAGRACAGBCANGG
ACAGCACCTACAGCCTCAGCAGCACCOY GACGCT GAGCAAAGCAGACTAC
GAGAAACACAAAGTCYACGLCTGUGAABY CACCCATCAGGGCCT BAGCTE
GCCCETCACAAACACGCTTICAACAGGGGAGAGTET

12

LCA2

304, 314

GAMTTGTGTTGACGCAGTCECCAGGCACCCTETCTTTETCTCCAGGGGAA
AGAGCCACCCTCTCCTGCAGOGUCAGTCAGAGTGTTAGCAGCAGUTACTTA
GCCYEETACCAGCACAMUECTOOCCACOCTCCCAGECTCCTCAYCTATES
TGCATCCAGCACGGLCACTGGCATCCCAGACAGGTTCAGTAACAGTEGET
CIGGGACACACTTCACTCTCACCATCAGCAGACTGGAGCCTGAAGATTTIG
CAGTETATTACTETCACAGOTATGGTAGCTCACGEACGTTCGGCCAAGGEA
COAAGGTEBAAMT CAAACCAACTGTCGCTRCACCATCTBTCTTCATCTTCC
COCCATCTEATGAGCAGTTGAMMICTEGTACCGCCTETETIGTGTGCLTGC
TGAATAACTTCTATCCCAGAGAGGCLAAGTACAGTGCAAGGTGGATAALG
COCTCCARTCOGETAACTOLCAGGABARTGTCACAGAGLAGGACACLAAG
GACAGCACCTACAGCCTCAGCAGCACCCTGACGUTGAGCAAAGCAGACTA
COAGAMACACAMMGTCTACGCCTGCGAAGTCACCCATCAGGGUCTGAGET
CACCCCTCACAAACABLT ICAACAGEBTGAGAGTST

LC-13

32A

GATATIGTCATCACTCACTCTCCACTLCTCCCTGOCCGTCACCCCTGRAGAS
COCGGCOTCCATCTOCOCTGCAGGT CTAGTCAGAGCCTCOTGCATAGT AATGGA
TACAACTATTTGGATTGGTACCY GCAGAAGCCAGGCCABTCTCCACAGLTC
CIGCICTATTTGGOTTCTAATCOGGUCTCOGEEETCCOCTGACAGGTTCAGT
GGCAGTGEAT CAGGUACAGATTTTACALTGCAAAT CABCAGABTGBAGRCT
GAGGATGTTCEGGTTTATTACTGCATECAALCTCTACARACTCCAYICALTT
TCGGLCCTEGGACCAAAGTEGATATCARMACGTACGGTGGCTGCACCATIT
GTCTTCATCTTCCCGCCATCTRATRAGCAGTTGARATLTCGAACTGLOTCT
GTTGTGTGCCTGCTOAATAACTTCTATCCCAGAGAGCCCAMMOTACABTGG
AAGGTEGATAACGCCCTCCAATCEBETANCTCCCAGGAGABTGTCACAGA
GCAGGBACAGCAAGGACAGCACCTACAGCCTCAGCAGCACLCTGACGITGA
GCAAAGCAGACTACGACGAACACAAAGTCTACGCCTGCGAAGTCACCCATC
AGGECCTGAGCTCGLCCGT CACAAAGAGCTTCAACAGGGCAGAGTGT
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[0334]

14

LC-24

STA, J4A

CATATTETGATCACTCAGTCTCCACTCTCCCTGLCLET CACCCCTBOEAGAG
CCEBCOTCCATCTCCYGUAGGTCTAGTCAGAGCCTCCTCCATAGTANTGEA
TACAACTATTTGGATTGGTACCTCCAGAAGCCAGGECAGTCTCCACAGCTD
CTGCTCTATITGOGTTCTAATCOGGCCT COGGGRTCCCT GACAGGTTOAGT
GGUAGTGEAT CAGGCACABATTTTACACTGAAAATCAGCAGAGTEEAGGTT
GAGGATGTTOOGCTTITATTACTOCAT GCARMCTCTACAAACTCCATTCACTT
TCHECCCTOGGACCAAAGTGGATATCAAACSTACGGETGGCTGCACCATCT
CTCTICATCTTCCCCCCATCTGATGAGCAGT TGAAATCTGGAALTGCCTCT
GTTGTGTOCCTGLTGAATAACTTCTATCCCAGACAGGCCALMAGTACAGTGG
AAGCTCCGATALCCCOCCTCCARTLGGETAACTCCCACCAGAGTCTCACAGA
GCAGGACACCAAGGACAGCACCTACACCCTCAGCAGCACCCTOACGCTGA
GOAAMGCAGACTACGAGAAACACASAGTCTACGCCTGCEAAGTCATCCATC
AGEGCCTGAGETCGCCOGTCACAAAGAGCT TCAACAGGGCAGAGTGT

LC-%5

35A

GAMITETGTTCACGCAGTCYCCAGGCACCCTETCITIGTCTCCARGGGAA
AGACCCACCCTCTCCTOCAGCOUCAGTCAGACTETTAGCAGGAGCTACTTA
CLCTGGTACCAGCAGAAACCTGETCAGGCTCCCAGGCTCLTTCATCTATGE
TGCATCCAGCAGGGCCACTGECATCCCAGACAGGTTCAGTGGCAGTGGGT
CTGGGACACACTTCACTCTCACCATCAGCAGACY GGAGCCTGAAGATTTTG
CCGTETTITACTGTCAGCAGTTTGCTAGCTCACLCTEGACCTTCGGUCAAG
GGACCAAGCTGOAAATCARACGTACGETCGCTGCACCATCTGTCTTCATOT
TCCCOCTATCTOATCGACCAGTTCAMICTCCAACTGCCTCTGTTOTETGCE
TGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGEAAGGTHGATA
ACGCCCTCCAATCGGGTAACTCCCAGGACAGTOTCACAGAGCAGGACAGC
ALGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCARAGCAGA
CTACGAGAACACAAAGTCTACGCCTGLRAAGTCACCCATCACGRLLTGA
CCTCCCCCOTCACAMDACCTTCAACACGGEAGAGTGT

16

3EA

GACATCETGATCACCCAGTCTUCAGALTCCCTGGCTGTGICTCTGEGLEA
GCAGGGCCACCATCCATTGCAACTCCAGCCAGAATGTTTTATACAGCTCCAA
CAATAAGAALTTCTTRACTTGOTACCAGCAGAAACCAGGACAGCUTCOTAA
ACTGCTCATITACCOGUGCATCTACCCOGRAATCCBGELGTCCCTGACCEATT
CAGTOGGCACCOCOYCTEOCACGEATYICACTCTCACTATCAGCAGTCTGCA
GGCTGAAGATGTCOCAGTTTATTTCTGTCAGCAATATTATAGTGCTCCATTT
ACTTTCGGECCCTOEOACCAAGT GEATATCARACGTACGGTGGLTGCACCA
TCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCT
CIGTTCTOTRCOTOOTCAATAACTTICTATCCCACAGAGRCCAAAGTACAGT
GOAMGGETGCATAACCCCCTCCAATLCCGTAACTCCCAGCARAGTGTCACA
GAGCADCACAGCAAGGACAGCACCY ACAGLETCAGCACCACCCTGACGET
CACCARAGCAGACTACBAGAAACACAAAGTCTACGCCTGUEAAGSTCACCEA
TCAGGGLLCTGAGCTCOCCCETCACAAAGAGCTTCAACAGGGGACGARTGT

17

GACATCGTGATGACCCAGTCTCCAGACTCCCTGGCTGIGTCTO TGEGCEA
GAGGACCACTATCAAGTGCAACTCCABCCAGAGTCTITTATACABATCTAA
CAATAACAACTTCTTAGCTTGETACCAGCAGAAACCAGEACAGCCTCCTAA
CCTGCTCATTTATTOGGCAT CTACCCOGGAATCCELEGTCCCTGACCGATY
CACGTGGCAGCGCGTCTGGGACAGATTICACTCTCACCATCAGCAGCCTGEC
ACGOCTGARCATGTGOCTGTTTATTTCTGTCAGCAATATTATATITCTCCGCT
CACTTTCCOCGEACOGACCAAGETGCAGATCARGCG TACBGTGGCTGOAC
CATCYGTCTICATCITCCCGLCATCTCATGAGCAGTTGAAATCTGGAACTCC
CTCTGTTETETGCCTGCTGAATAACTTCTATCCCAGATAGGCCAAAGTACA
GTCCAAGGTCGATAACGCCCTCCAATCOGGTAACTCCCAGAGAGTET A
CAGAGCAGCGACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACE
CTGACCAALCCAGACTACGAGAAACACAAAGTCTACOCCTGCGAAGTCACT
CATCAGGOOCTEAGCTCCCCOCGTCACAMEAGCTTCAACAGOGRAGAGTE
v

18

1LG-%5

TERA

GACATCOTEATCGACCCAGTCTCCAGALTCCCTGGCTOTGTICTCTGROGUEA
GAGBECLACCATCAACTCCAAGTCCAGCCAGAGTGTTTFATACAGTYCCAA
CAATAAGCACTACTTAGCTTGGYACCOGCAGAMACCAGGACAGCCTCCTAL
ACTGCTCATTYACACGGCATCTACCCBGGAATCCGGEOGOGTCCOTEACTOATT
CAGTEGCAGCGEBTCTEGEACAGATTTCACTCTCACCATCAGCAGCCYGC
AGCCTGAAGATCTGGCAGTGTATTACTCTCAGCAATATTATAGTICTCCATT
CACTITCGGCCCTROCACCALAGTOGATATCAAACGTACGGTGGCTGCALD
CATCTGTCTICATCTTCCCGCCATCTCATGAGCAGTT GAAATCTRGAACTGE
CYCTGYTGTETGCOTGUTGAATAACTTCTATCCCAGACAGGLCAMGTACA
GIGGAAGGTGGATAACCCCOTCCAAT CRCEBTAACTCUCAGEAGABTGETCA
CAGAGCAGGACAGCAAGGATAGCACCTACAGCCTCAGCAGCACCCTGACG
CTGAGCABAGCAGACTACGAGAAACACAAAGTCTACCGCCTGCGAAGTCACC
CATCAGGGCCTGAGCTCGCCOCCTCACAAAGAGCTTCAACAGGGRAGAGTE
¥
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[0336]

[0337]

12

LC-19

284, 598

GCACATCETGATGACCCAGTCTCTAGACTCCCTGGUTSTGTCTCTREGCEA
SAGGGCCACCATCCACTECAAGT CCACCCAGAGTGTITITATACAGCTLCAA
CAATAACAACTTCTTAACTTGETACCAGCAGAAACCAGGACAGCITCCTARA
CTICTCATTTACCGCGCATLTACCCCGGAATCCOOGGTTCCTCACCCATTC
ACTRRCAGCCGETCTCCOACAGATTTCACTCTCACCATCAGLAGCCTECA
GOCTGAAGATCTGECAGTITATTTCTGYCAGCAATATTATAGTECTECATYC
ACTTTCOGCCCYGGGACCAGAGTEGATATCARACG TACGGTGEUYGCALE
ATCTGTCTICATCTTCCOGCCATCTGATGAGCAGTTEAAATCTGGAACTGCC
TCTGTIGTETGCOTGCTGAATAACTTCTATCCCAGAGAGGCUAAAGTACAG
TGCAAGGTOCATAACCCCCTCCAATCOOCTAACTCCCACGOAGACTCTCAC
ACAGCAGGACAGCAAGCACAGCACCTACAGCCTCAGCAGTDACCTTGACED
TOAGCAAACCACACTACCGAGAAACACAAMOGTCTACGCOTCCEAAGTCACLE
ATCAGEGTOTCACCTCECCLETCATAMGAGCT TCAACAGGCGAGAGTGY

20

LC-20

SACATCGTRATOACTCAGTCTCCAGACTCCCTGGCTATOGTCTCTOGGCGAG
AGGGCLACCAT CCACTECAARTCCAGCCAGAG TGTTTTATACAGCTCCAAC
ARTAGGAACTTICTTAAGTTGGTACCAGCAGAAACCAGGACAGULTTUTAAA
CTGOTCATTTACCGGGCATCTACCCGGGAATCCEGEGTCCCTGACCGATTO
AGTCGCAGCEEETCTCEGACAGATTTCACTCTCACCATCAGCAGCTTGCA
GOCTGAAGATGTEGCAGTTTATTTCTGTCAGCAATATTATAGTGCTCCATTC
ACTTTCCCLCCTGOGGACCACAGT GRATATCAMCGTACGGTGGCTGCACC
ATCTCTUTTCATCTTCCUGCCATCTGATGAGCAGTTCAAATCTEGAACTECC
TCYGTTCTGIGCCTGCTGAAY AACTTCTATCCCAGAGAGGUCAMGTACAG
TCGAAGGTGGATAACCCCCTCUAATCGGETAACTCCCAGCAGAGTGTCAC
ACAGCAGGACARCAAGCATAGCACCTACAGCCTCAGCAGTACCCTGACGO
TEAGCAAMMGCAGACTACCACAAACACAMAGTCTACGCCTCCGAAGTCACCC
ATCAGGECCTCACCTCOCCCCTCACAMEAGCTTCAACAGOCGAGAGTET

23

418

GACATCGTGATGACCCASTCTCCAGACTCCCTGGCTGTGTCTCTGGEGCGA
GACGGCOACCATCAACTECAACTCCAGCCAGAGTETTTTATACACTTCLAA
CAATAAGAACTACTTACGCTTGOTACCGGCAGAAACCAGCACAGCOTCCTAA
GCTGCTCATTTACAGCECATCTACCCCGRAATCCCCOGOTCCCTGACCHATT
CAGTOGCAGCEAGTCTEOCACAGATTTCACTETCACCATCAGCAGCCYGE
AGGCYGAAGATGTGOCAGTETATCACTGT CAGCAATATTATAGHTCTCCAYT
CACTTTCCGCCCTRECACCAARGTGEATATCARMCGYACGGTGECTGCAL
CATCTCTCTTCATCTTCOCCGCCATCTCATGAGCAGTTGAAATCTEGAACTED
CICTGTTETGTGCCTACTGAATAACTTCTATCCCABAGAGGUCAAAGTACA
BTECGAAGOTGOATAACGBCOCTCCAATCGAATAACTCCCAGRAGAGTETCA
CAGAGCAGGACAGCAAGGACAGCACCTACAGCCTCAGCAGCACCCTGACE
CTGAGCAAACCAGACTACGAGARACACAAMAGTCTACCLCTGUGAAGTCACC
CATCAGCOLCTGAGCTCGCCCOTCACAAACACCTTCAACAGGGRAGALTG
b

1B M5 -hPACTHL A 1) B B R TR 5 41

SEQ [ AFl  A2RAFH | HONAFF]

[is]

NC:

22 HC-Gt A CAGGTACAGCTGCABCAGTUAGLGTCCAGGACTEGTGAAGCCCTCGCAGAC

CCTCTCACTCACCTGTGOOCAT CT CLGEGRACAGTRTCTCTAGCASCAGTGT
TACTTOGAACTGOAT CAGBCAGTCCLCATCOAGAGGCCTTGAGTGECTGE
CAAGGACATATTACAGSTCCAAGTGGICTAATCATTATGCAGTATCTOTGAA
AAGTCGAATAACCATCAACCCLGACACGTCCAAGAGCCAGTTCTCCCTGCA
GCTGAACTCTGTGACTCCUGAGGACACCELT CIGTATIACTGTGUAAGBAGE
ALCCTEEAAACAGCTATGOTTCOTTGACCACTEGGGLLAGGGAACCLT GG
TCACCOTCICTAGTGOUCTLCACCAAGGGECCCATCGGTCTTCCCCOTGAOE
CLCTOCTCCAGBAGCACCTCCGABAGLACAGCOBCCOTGGECTBLLTCG
TCAAGCALTACTTCCCCGAACCGRTBACGET GTLGTGGAACTCAGGLGEET
CTGACCAGCGGLGTGLACACCTTCCCAGCTGTCCTACAGTCOTCAGGACT
CTACTCCCTCACGCAGCETGOTGACCOTGLCCTCCAGUAACTTCBECACCC
AGACCTACACCTGCAACETACGATCACAAGCCCAGCAACACCAAGOTGRATA
AGACAGTTGAGCECARATOTTGTGTCOAGTCCCCACCGTOCCCAGCACTA
COTETGECAGBACCETCAGTCTTCCTCTTCCCCCCAAMACCCAAGTACACC
CICATCATCTCCCOGACCCOCTRAGGTCACGTGCCTGOTGETGGACGTCAG
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A ARG AC G B A GG T CABT T CAACTGETACGTGEACEEEETEEAGE
TGCATAATGCCAAGACAALGCCACGGBAGBAGUAGT TCAACAGCALGTTC
CGTETGGTCABCGTCCTCACCETTBTGCACCAGBACTGGCTGAACGGCAA
GOAGTACAAGT GCAAGGTE TCOAACAAAGGCCTECCAGCCCOUATEGAGA
AAACCATCTCCAAMACCAAAGGGCAGCCLCGAGAACCACAGGTGTACACT
CTGCCCCTATCCOGGOAGGAGATGACCAMGAACCAGETCAGCCTEACCTG
COTEET CAMAGGE TTCTACCCCAGCHALATCOTLGTGGAGTGGGABAGCA
ATGEGCAGCCGGAGAACAACTACAAGACCACACCTCCCATGCTGGACTCC
GACGGCTCOTTCTICCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTG
GCAGCAGGEBAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTECACA
ACCACTACACGCAGAAGAGCCICTCCCTRTCTCCCOGTAAA

23 TG 076 CAGGTACAGCT GLAGCAGTLAGG T CLAGGACT BGTGAAGLLL T COUAGAG
CCTCTCACTEACCTGTGCCATCTCCGEGRACAGTGTCTCTAGLAACAGTGE
TACTTGGAACTGGATCAGGCAGTCCCCATCGAGAGGCCTIGAGTGGCTAR
CAAGGACATATTACAGSTCCAABTGETCTAATCATTATOCAGTATCTCETGAA
AAGTCGAATAACCATCAACCCCGACACGTCOAAGAGCCABTTCTCCCTGCA
CCTGAACTCTGTGACTCCOGAGGACACGGCTGTGTATTACTGTGCAAGAGG
AACGTGEGAAACAGCT ATGGT TCCHTGACCACTGGGBCCAGGGAACCUT GG
TCACCGTCTCTAGTARCCTCCACCAAGGGCCCATCAGTCTTICCCCCTGRCAC
COTCOTCOARGAGCACCTCTERGOGCACAGCGGCCSTRAOCTGCCTROTE
AAGGACTACTTCCCCHBARCCGGTBACGGTGTCOTGEASTCAGGLGCCLT
BACCAGCGACGTBCACACCTTCCCGGCTGTCCTACAGTECTCAGGACTCT
ACTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGTACCCAG
ACCTACATCTGCAACGTGAATCACAAGCCCAGCAACALCAACGTGHACAAG
AAAGTTGAGCCCAARTCTTGTGACARAACTCACACATGCCCACCETGCCTA
GOACCTEAACTCCTEGREGOACCGTCAGTCTTCCTCITOOOCCCAARACCE
AAGGACACCCTCATGATLTCCCBGACCCCTBAGGTCACATGCATGGTGET
GGACCTGAGCCACGAAGACCCTGAGGTCAAGTICAACTGETACGTGEACE
GCGTGEAGGTECATAATGCCAAGACAAAGCCGCGEGAGGAGCAGTACGG
CAGCACGTACCGTETCGTTCAGCGT CUTCACCETCCTGUCACCAGEACTGET
TGAATGGCAAGGAGTACAAGT GCAAGGTCTCCAACAAMGCCCTCUCAGCS
CCCATCCAGAAACCATCTCCAAMGCCAAACGGEAGCCCOBAGAACCACA
[0338] GOTGTACACCCTGCCCLCATCOCOGGAGGAGATEACCAAGAACCAGETCA
GCCTEACCTELLTGGTCABAGGETTCTATCCCAGCEACATCGCCETGBAG
TGGGAGAGCAATGGGCABCOBBAGAACAAC TACAAGACCACGLCTCCCGT
GCTGBACTCCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGOACAA
GAGCAGGTGECAGCAGBGGARCATCTECTCATGCTCCGTBATGCATGAGG
CICTGCACAACCACTACACGCAGAAGAGCTCTCTCCCTGICTCCOGET AM
34 TRESE T TRA IR CAGGTGLAGT T GG TGGAGT CT BOGGGAGGCGT BGTCCAGCLTGGRAGGT
CCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACC TTCAGTTACTATGCCAT
ACACTGERTCOECCAGGUTCCAGGUAAGEGGU TAGAGTGEETEGUAGTTA
TCTCATATGATRCAAGTAATAAATACTATGCAGACTOCGTGAAGGGOCGATT
CACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG
COTGAGAGCTEAGEACACGECTGTOTATTACT GTECEAGAGEATACGATET
TTTGACTGGTTACCCCGACTACTGGRRCCABGRAACCCTGGTCACCGTCT
COTCAGCTAGCAGCAAGGGCCCATCRGTSTTCCCOCTOGCGLCCTGETCE
AGGAGCACCT CCGAGAGCACAGCGELCCTBEECTGLOTEGT CAAGGACTA
CTTCCCCEAACCEGTOACEGTGTCOTEBAACTCAGECGCTCTCACCAGCE
GCGTGCACACCTTCCCAGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCA
GCAGCETGGTGACCETGCCCT CCAGCAAC T TCEGLACCCAGACCTACACE
TGCAACGTAGATCACAAGCCCAGCAACACCAAGGTGGACAAGACAGTTGA
GCGCAAATGTIGTGTCGAGTGCCCACCETGCCCARTACCACCTGTEECAG
GACCGTCAGTCTTCCTCTTCCCCCCARMMATELAAGGACACCCTCATGATEY
CCOBBACCOCTOABGTCACGTGCGTCGTEOTGEACETBAGCCACBAAGA
CLCOGAGBTCCAGTTCAACTGGTACGTGEACGGCGTOGAGGTGCATAATG
CCAAGACASAGC CACGUGAGGAGCAGTTCAACAGCACGTTCCGTRTARTC
AGCGTCCTCACCGTTGTRCACCAGGACTGRCTOAACGGCAMGOAGTACAA
GTGCAAGGTCTCTAAGARAGBCCTCCCAGGCCCCATCGAGAAAACTATLTC
CAAAACCAAAGGGCAGCCCCGAGAACCACAGE TG TACACCCTGCCCCCAT
COCGGGAGGAGATGACCAAGAACCAGGTCAGCCTGACCTGOCTGGTCAAA
GOCTTCTACCCCAGCGACATCHUUGTGGAGTOBGABAGTAATGEGLAGCE
GGAGAACAACTACAAGACCACACCTCCCATGCTEEACTCCEACGGCTCTTT
CTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGA
ACGTCTTCTCATGCTCCBTGATGCATGAGBCTCTECACAACCACTACAGGE
AGAAGAGCCTCTCCCTGICTCCOGETAAA

34



CN 105143267 B i';ﬁ HH :I:; 30/102 5T

25 HC-G4 2z8 CAGGTCCAGTTGGTGCGAGTCTEGGEGAGGLETGETCCAGCCTGGLAGHET
CLCTCAGACTCTCCTGTGCAGCCTCT GEATTCACCTTCAGTYACUTATGCCAY
ACACTGGGTCCBCCAGGCTCCAGGCALCGGGCTAGAGTGEETGGLAGTTA
TCTCATATCATGGAAGTAATAAATACTATOCAGACTCCGTBAAGGRLCGATT
CACCATCICCAGAGACAAT TCCAAGAACACGUTRTATCTCUAAATEAACAG
COTCAGAGCTCGAGGACACGECTGTGTATTACTCTGUCAGAGGATACGATCT
TTTGACTGGTTACCCCGACTACTCGGECLAGGOAACCCT GG TCATUGCT
COTCAGCCTCCACCAAGGGCCCATLGETOTICCCCCTGECACCCTOCTLD
AAGAGCALCTCTGRGOOCACAGCGGCLCTGREOTGCCTGRTCAAGEACTA
LTTCCCCGAACCRATRACGGTGTCOTCGAALTCAGLECGCCUCTGACCAGCS
CCETGCACACCTTOCCCOGUTGTUCTACAGTCCTCAGBACTCYACTOCCTCA
CCAGLCTGOTCACCETCCCCTCCAGLAGCTTGEGLACCCAGALCTACATC
TOCAACGTEAATCACAAGUCCAGCAACACTAACGTEOACAAGARAGTTGAG
COCAAATCTTOTGACAARACTCACACATGCCCACCGTGCCCAGCACCTGAA
CTCCTGGGEGHEGACCGTLAGTCTICCTCTTCCCCOCAAMACCOAABGACAC
COTCATGATOTCCCGEACCCCTRAGG T CACATBLEBTCGTGAGTEGACGTGA
GCCACGAAGACCCTGAGBTCAAG TTCALACTGGTACGTGOGACGGLETEGAG
CTGCATAATOCCAACACAAMCCUGCOCCABCAGTACGTACOGIAGCACOTA
CCCTETGOTCAGCOTCCTCACCGTLOTGCACCAGGACTEECTGAATGGTA
AGCAGTACAACTGCAAGCTCTCCAACAMACCCCTCCCAGCCCCTATLBAG
AAALMCCATCTCOAAAGCCAAAGGRCAGCCCCOAGAACCACAGGTGTACAC
COTGCCCOCATCCCOGOAGGABGATCACCAABAACCAGGTCAGCLTGACCY
GOECTGETEASAGECTTCTATCCCAGCGACATCGCCGTEEAGTGGEAGABC
AATGGOGCAGCCEEAGAACAACTACAAGACCACGLOTCLOCTGOTECACTL
CEACGGCTCCTTCITCCTCTATAGCAAGCTCACCCTGEACAAGAGCAGSTE
CUAGCAGGEGAACGTICTTCTCATGUTCCGTGATGCATEAGGCTCIGCACA
ACCACTACACGCAGAAGAGCLTCTCCCTETCTCOCCGGTAAS

76 HC-05 520 CAGGTGCAGTTGETGOAGTCTGOGGEAGGLITGGTCCAGCCTEGEAGET
COCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTICAGTTACTATGLCAT
ACACTGOOGTLCCCCAGGCTCCAGGCAAGGLGUTAGAGTOGETOGCAGTTA
TCYCATATEGATGUAAGTAATAAATACTATGCAGACTCCOGTGAABGRCCGATT
CACCATCTCCAGAGACAATT COCAAGAACACGCTETATCTGCAAATEAACAG
CCTEGAGAGCTRAGGACACGGCTGTGTATTACTGTCUGAGAGEATACGATCT
[0339] TYISACTGGYTACCCOCGACTACTGOBEUCAGGGAACCCTIGETCACCETCY
CCTCAGCLTCCACCAAGGGECCETCLOTATTTCCGLTTGCGCCCTCGTLG
AAGTCAACTTCGECAGGUACCGCGECACTTOCCTOTCTTOTCAAAGATTAC
TYCCCTGAGCCAGTGACAGTCAGCTBGAATTCCGETGULCTCACBTCAGS
AGTACATACATTCLCTGLGGTATT GUAGTCCTOCAGACTCTACTCCOTEYC
BFICEGTGETAACGEYGUCCAGBCTCCABUTT GGBGACCCAGATGTACATTT
GTALCGTGAATCACAAACCAAGCAATACTAAGGTAGATAAGAAAGTAGAAC
CEAMBAGCTGOCACAAGACCCACACATGTCOTCOGTGCOCLGIACCCGAL
CTGTTGGCAGGACCCTCGGTETTTTTGTTTCCTCCCAAGCCAAAGGACACG
TIGATGATTTCGCGCACTCCAGACGTCACGTGTGTAGTCGTGRACGTETCA
CATGAGGACCCOCOAGGTAAAGTYCAATT GETATETBCALGGAGTTEGAGHY
CCATAACGUCAAMRALAAABLCETCCGAABGAACAG TACCEOTCAALGTATAG
GCTGCGTCAGCGTCCTCACTGTECTGCACCAAGACTGGCTCAATGETARAGA
ATACAAGTGCAAGGTGTCGAACAAGGCLCT CCOTGLCCCTATCGAGALRAC
CATCTOCDAAMCCOARGGEGECACCCCCEAGAACCCCAAGTCTACALGUTGO
CECCCTCEGOGGGAGGAAATGACTAAAACCAGOTGTCGUTTACGTGTCTY
GTGAAAGGGTTCTATCCATCABATATCGCGGTLEAGTGGGAGTLEAACEG
CCAGCCCBAAMNCAATTACAAALCAACACCTCCEBTCCTUBATTCAGATGG
AAGCTTCTTICTTGTATTCGAAGCTCACCGTCCATAAGTCAAGETGGCAACA
GOGGAAATGTETTCTCOTGOTCAGTGATGCACGAGGUTOTGCATAATCALTA
TACGCAGARATCATTGTCGC ICAGCLUCCGETARRN

27 HC-36 ; 04A, 08A, DBA, | CAGGTGCAGCTEGTGGAGTCTGGGGGAGBCGTGATCCAGCCTGGRAGET
11A CCCTCLGACTCTCCTETECAGCCTCTGOGATTCACCTTCACGTAGATTTGCCA
TECACTGEGTCCCCCEROACTCCABGCAAGGGRCTEEALTEGRG T GETAGT
TATATCATATGATCGAGGAAATAAATALTATGCAGAGTCCCTGAAGGGLCG
GTTCACCATCTCCABAGACAAT TCCAASAACACCCTRAATCTGCTAATGAAC
AGCCTEAGAGCTEAGGACACGERLTCTGYITITACTGTGLGAGAGGATACGAT
GTTTTSACTEETTACCCCGACTACTGEGGCCAGHGBAACCCTGETCACCET
CTCCTCAGCTTCCACCAAGERCCCATCCGTOTTCCCCCTEGLECROTED
CCAGGAGCACCTCCCAGACGCACAGCCGOCCTGGECTRCCTGGTIAAGGA
CTACTTCCCOCOAACCGGTBACGETETCOTGEAACTCAGGUGOTCTGACCA
GCGGCGTCCACACCTTCCCAGCTOTCCTACAGTCCTCAGGACTCTACTCEC
TCAGCAGLGTGETCACCOTGCOCTCCAGCAACTTCGECACCCAGACCTAC
ACCTGCAACETAGATCACAAGCULAGCAATACCAAGE T GGACAAGACALTT
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GAGCGLARATCTTGIGTCCAGTGLCCCACCETGCCCAGCACCACCTGTGES
AGGACCGTCAGTCTICCTCT TECCCCCAARALLCAAGGATACCCTCATGAT
CTCLCGGACCCCTGAGGTCACGTGCGTGETGGTGGACGTGAGCCACGAA
GACCCCGAGGTLCAGTTCAACTGRTACGTGRACGGLETGGAGGTGUATAA
TGUCAAGACAAAGCCACGEGAGEAGCAGTTCAACAGDACGTTCCRTETGS
TCAGCGCTCCTCACCOTTOCTECACCAGOACTGCCTGAACGGCAAGGAGTAD
AAGTBCAAGGTCTCCAACAARGGCCTOCCAGCLUCCATOGAGARAACCATC
TCCAAAACCAAAGGGCAGCCCTCAGAACCACAGGTETACACCCTGCCCCC
ATCCOCUGGAGOABATSACCAAGAACCAGDTCAGCCTGACCTGCCTROTCA
AAGGCTTCTALCCCAGCCGACATLECCOTGOAGTGECAGAGCAATGOELAG
COGGAGAACAACTACAAGACCACACCICCCATGOTGCACTCCOACCGOTC
CITCTTCCTCTACRGGAAGCTCACCETGEACAAGAGCAGO TGGCAGCAGS
GOAACBTCTTCICATEOTCCETGATGCATBAGBCTC TGCACAACCALTATA
CECAGAAGAGCCTCTCOCTETICTCOGGEET AAA
28 HC-O7 1 348, 058, 08B, | CAGGTYGCAGCTEOTCCAGTCTGOOGGAGCCGTOOTCCAGCCTGGRAZGT
146 SCCTECGACTCTCCTGTGCABCCTCTGGATTCACCTTCAG TAGATTTGCCA
TGCACTGGGTCCGCCHGGCTCCAGGCAAGGRACTGGAGTGEETRELAGT
TATATCAY ATGATGLAGGAALTARATACTATGCAGAG ICCETGAAGGELCG
GTTCACCATCTCCAGAGACAATTCCAAGAACACCCTEAATCTGCTAATGAAC
AGCCTOABAGCTOAGGACACGGCTCTOTTTTACTGTECEAGAGCATACOAT
GITTITGACTEGTTACCCCOACTACTOOGGCCAGDGAACCCTOOTCACT ST
LTCCTCAGCCTCCACCAAGGGCCCATCOGTLTTCCCCCTEGCACCCTCCT
CCAAGAGCACCTCTGGGGGCACAGCGGUCCTGOGCTGLCTEGTCAAGGA
LCTACTTCOCCGAALCGGTCACGETGTCOTGEGAACTCAGGURCOCTRATCA
GCGECOYRCACACCTTCCCAGEGLTGTCCTACAGTCOTCAGEGACTCTALTCC
CTCAGOCAGCOTEGTGACCOTGCCCTOCAGCAGCTICOOCACCCAGATLTA
CATCTGRCAACGTCAATCACAAGCCCAGCAACACCAAGETOGACAAGALAGT
TGAGCCCAAMICTTGTGACLAAACT CACACATGCCCACCOTGLCCCAGCACT
TGAACTCCTGOGGEGACCCTCAGTCTTICCTITTCCCCCCAAAACCCALGGA
CACCCTCATGATCTCCCEGGALCCCTOACGTCACATGCOTEGTGOTGCGACE
TGABLCACGAAGACCCTEAGGTCAAGTTCAACTOGTACGTGBACGRLETG
GAGOTGCATAATGCCAAGACAALGCCGCRGGAGRAGCASTACBGCABCAC
GTACCGTOTCGTCAGCGTOCTCACCOTCCTGCACCAGGACTGGUTGAATG
[0340] GCAAGGAGTACAAGTGCAAGGTLTCCARCAAAGCCCTCECAGLLCCCATE
GAGALAACCATCTOCABACCCAAACGEETAGCCCCGAGAACCACAGGTGTA
CACCLCTGCCCCCATCCLCEOGAGCAGATCACCAAGAACCACGETCAGCLTGA
COTRCCTEETCAMMGGUTTCTATCOCAGCCATATOGLCETGRAGTCEEADR
AGCAATGEOCAGCOGEAGAACAACTACAACALCALDGOCTOCCCGTEOTEEA
CTOCEACGOGCTOCTTCTTICCTCTATAGCAAGCTCATCHTGHACAAGAGCAL
GTGGCAGCAGGGGAACGTCTTCTCATGCTCCCTGAT GCATGAGGCTCTGC
ACAACCACTACACGCAGAAGAGCCTCTCLCTGTICTLLGUGT AAA
29 HC.G8 1 04C. 25C. | CAGGTGCAGCTOOTGRAGTCTCGEGOACELGTGETCOAGCCTOOGAGHT
0EC, 11C | COCTGCCACTCTCCTOTECAGCCTCTODATTCACCTTCAGTAGATTTGCCA
TGCACTGGETLCECCGEEOTCCAGGCAAGGGGLTGBAGTGGGETGGLCAGT
TATATCATATGATGGAGGALATAALTACTATGCAGAGTCCETGAAGGRCCG
GTITCACCATLCTCCAGACACAATTCCAAGAACACCCTGAATC TGO TAATGALC
ACGCCTEAGAGCTEAGGACACGELICTGITITACTETGLGAGACGATACGEAT
STTTTGACTEGTTACCCCGACTACTEGBBCCAGGGAACCCT GGTCACCGT
CTCCTCAGLCTLGCACGAAGGGGCCGTCCETATTTICCECTTGCGLCCTCGET
COAAGTCAACTTCCGGAGGGACCGLCGCACTTGGLTGTCYTGTICAAAGATT
ACTTCCCTGAGCCAGTGACAGTCAGCTGGAATTCOBETRCCLTCACGTCAG
GAGTACATACATTCCCTOOGGTATTGCAGTCCTCCGRGACTCTACTCCLTGT
COTCEATOCTAACGOTGLCCAGCTCCAGCTTOOGGACCTAGACCTACATT
TGTAADGTGAATCACAAACCAAGLCAATACT AAGGTAGATAAGAAAGTAGAAD
CEAAGAGCTGLCACAAGACCCACACATGTCLTCCGTOUCCCGCACCCGAG
CIGTTGOCACGACCCTLGGTOGTTITIGTTTCCTCCCAAGCCAAAGGACACG
TYEATEGATTTCCCGCACT CCAGAGGTCACGTGIGTAGTCOTGEALGTETICA
CATGAGBACCCCGAGATAAAGTTCAATTRCTATETGGACGGAGTLGAGGT
CCATAACGCCAAAACAAAGCLCETCCOAAGAACAGTACGRGTCAACCGTATAC
GTECOTCAGCGTCCTCACTGTGCTGOACCAAGACTEGCTCAATGETAAAGA
ATACAAGTGCAAGGTGICCAACAAGGLCCYCCUTGLLCCTATCGAGAARAL
CATCTOCARACCGAAGGGECAGCCGCGACLAACCCCAAGTCTACACGLTETD
COCCCTOGCOGGAGCAAATEACTAAAAACCAGGTCTCGCTTACGTETCTY
GTCAAACGGGTTCTATCCATCAGATATCECEETCCALTGOGACTLGAACGE
CCAGCCCGAAAACAATTACAALACAACACCTCCGGTCCTCGATTICAGATGE
AAGCTICTTCYTGTATTCGAACCTOACCOTCOGATAACTC AAGETGGCAACA
GEEAAATGTETTCYTCGTCUTCAGTGATGUCACCAGGUTCTECATAACCALTA
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TACGCAGAAATCATTCTCGCTCAGCCULGETAAA

a0 RS GEA E A T GRS T AGTECAGTE T BB BGABRC T ERTCCABCLTEAEABET
COCTECGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGATTTGCCA
TECACTGEGTCCGCCAGEL TCCAGGLAAGGGGCTGEAGTGGGT BACAGT
TATATCATATGAT GGAGRAM TARATACTATGCAGAGTCCETGAAGGGECG
EITCACCATOYCCAGAGACAAT TCCAAGRACACCCYRAATCTGUTAATGARC
AGCCTBABAGCT GAGGBACACGECTCTG Y TTTACTGTGCGAGAGGA TACGAT
GTTTTGACTGGTTACCCCBACTACTBEGGCCABGBAACCCTGETCACCET
CTCCTCAGCTTCCACCAAGRGELCCATCCGTCTTCECCCTRRORLCCTRLT
CCABGAGCACCTCCGAGARCACAGCCECCCTGEGLTECCTGETLAMGGA
CTACTICCCUGAACCEGT GACGRTOTCATGOAACTCAGRCGUTCTGACCA
BCGECGY GCACACCTICCCAGCTGTUCTACAGTCCTCAGGACTCTACTCCC
TCAGCAGCGTEOTGACCHTGLLCT CCAGCARCT FCGECACCCAGATLTAC
ACCTGCAACGTAGATCACAAGCCCAGCAACACCAAGGTGGACAAGACABTT
GAGCGCAAATGTTGTGTCHAGTGCCCACCGT BCLTAGCACCACCTGTGGE
ABGACCGTCAG TCTTCC TCTTECCCCCAMALCUAAGGACACTC TCATGAT
CTCCCGGACCCOTGAGRTOACGTGCGTGETGETGEACGTGAGCCACGAA
GACCCOGAGGTCCAGTTCAACT GETACGTGGACGGCETGGAGGTGCATAA
TGCCAAGACAAAGCCACGOGAGGAGCAGTTCAACAGCACETTCCETST GG
TCAGCGTCCTCACCGTTETGCACCAGGACTGECTGAACGGCAAGEAGTAC
AAGTOCAAGGTCTCCAACARAGGCCTCCCAGLCECCATCGAGAAMDTATE
TCCAAMACCAMAGGGCAGCCCGAGAACCACAGBTETACACCCTGECTTD
[0341] | ATCCCEGOAGGAGATGAGCAAGAACCAGGTCAGCCTGACCTGCCTGETCA
_ ARGGCTTCTACCCCAGCBACATCECCGTGOACTGEOAGAGCAATEGEIAG
COGGACGAACLACTACAAGACCACACCTCCCATEUTGEACTCCBACGECTC
CTTCTTCCTCTACAGCAAGCTCACCGTOOACAAGARCAGRTGGCAGTAGE
GGAACOTCTTCTCATGCTCORTGATGCATGAGECTCTGOACAACCACTACA
COCAGAABAGCCTCTCCCTETCTCCGGGTAM
RG] CAGE T ECAS Y GETECAG T CTES CGABEE ST EA TCEASEC TESEASET
_ CCCTCECGACTCTCCTGTRCAGCCTCT GGATTCACCTTCAGTAGATTTGCCA
TGCACTGEGTCCOCCAGROTCCAGROAAGGGECTOOARTGGGTOOCART
TATATCATATGATGGAGGAAATAMTACTATCCAGAGTCCGTBARGGGECE
GTTCACCATCTLCAGAGACAATT CUAAGAACACCTTGAATCTGCTAATGAAC
AGCCTGAGAGCTGAGGACACGGCTCTGTTITACTGTGCGAGAGGATACGAT
GITITGACTCGETTACCCCGACTACTCEGGLLCAGGBAACCLY GG TCACCET
CTCCTCAGCCTCCACCAAGGGLCCATCEGTCTTCCCCCTGGCACCETCLT
COAGAGCACLTCTGROGGCACAGCGGOCCTRRRCTGCCTERTCAAGGA
CTACTICCCCGAACCGGTGACOOTETCOTGBAACTCABGOBCCLTGATTA
GCGECGT GCACACCTTCCOGECTGTCCTACAGTCCTCAGBACTCTACTCE
CTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACTTA
CATCTGCAACGATGAATCACAAGCCCAGUAACACCAAGGTGGACAAGARAGT
TOAGCCCAAATOTTOTOACASAACTCACACATELCCACCHTBCCCAGCACT
TGAACTCCTGGERGGACCETCAGTCTTECTCTTCCCCCCAAMACCCAAGGA
CACCCTCATGATCTCCCGGACCCCTGABGTCACATGCCTORTGETGRACS
TGAGCCACGAAGACCCTGAGGTCANGTTCAACTGGTACGTGBACGECETG
GAGGTGCATAATGCLAAGACAAAGCCGLGGEAGEAGCAGTACGGCAGCAC
GTACCETGTRGTCAGCRTLLTCACCGTCCTACACCAGGACTGGUTGAATG
GCAAGGAGTACAACTGTAARGRTCTCCAACAAAGLCCTCCCAGCCCCCATC
GACGAAAACCATCTCCAAMMGLCAAAGCECAGCCCLEGAGAACCALAGETGTA
CACCCTEUCCCCATCCCEEGAGBAGATCALCAAGAACCALETCAGCCTGA
CCTGLOTGATCAMMGECTTCTATCODAGCGACATCACCOT GRAGTBRGAG
AGCAATGCGCAGCCGBAGAACAACTACAAGALCACGCCTCOCGTELTGGA
CTCCGACGGCTCCTTCTTOCTCTATAGCAAGCTCACCGTGGACAAGAGCAG
GIEGCACGLAGRACAACGTCTTCTCATGCTCCOTRATGCATCAGRUTCYGL
ACMECACTACACGLAGAAGAGCETCICCET GTCTCCOUGTARA

37



CN 105143267 B i';ﬁ HH :I:; 33/102 1L

32 HC-11 ore, 0eG CAGGTCCAGCTOGTGOAGTCYGGLGGAGGUGTGGTUCCAGCCTGGGASGGTY
COCTGCGACTCTCCTGTGCAGCCICTGBATTCACCTTCAGTAGATTTGCCA
TGCACTGGGTCCEGCCAGGUTCCAGGLAAGEEELTGEAGTGGGTGGCAGT
TATATCATATGATGGAGGAAATAAATALTATGCAGAGTCCOTGAAGGGCCG
GBTTCACCATCTCCABAGACAAT TCCAAGAACACCCTEBAATCTOCTAATGAAC
AGCCTGACAGCTCAGGACACCOCTICTOITTTACTETGOCAGACGGATACGAT
STUTTTGCACTEGITATCCCGACTACTGGBLUTAGGGAACCCTGGTCACCET
LCICCTCAGLCTCCACGAAGCGGGLCGTCCETATTICCECTTGCGCCCTCET
COAAGTCAACTTCOBGAGGGACLECEGCACTTGGCTETCTTGTCAAAGATT
ACTTLCCCTCAGCCAGTCACAGTLACGCTCOAATTCCGEGTECLLTCACCTCAT
GAGTACATACATTCCCTOCGETATTCCAGTCOTCCGGALTCTACTCCOTET
COTCEGETOCOTAACSCTGOCCAGCTCCAGCTTOORGACTTAGACGYACATYT
TGTAACGYGAATCACAAACCAAGTAATACTAAGGTAGATALAGAAAGTAGAAL
CEAAGAGCTGCCGACAAGACCCACACATGTCCTCCOTGCCCCGCACCCGAG
CTIGTTGGRAGGACCCTLGOGTGTTITTIGTTITCCTCCCAAGCCAAAGGACATG
TYEATGATTTCRCCLACT CCAGAGGTCACGTGTGTAGTCGTGRALETIGRICA
CATGAGGACCTCGAGETAMGTTCAATTGETAT CTGGACGEAGTCGAGGT
CCATAACGCCAAAMCAAAGCCOTCCEAAGAACAGTACCEETCAACCTATAG
GTECETCAGCGTCCTCACTGTGCTECACCAAGACTGGETLAATCETAAAGA
ATACAAGTGCAAGGTGTCEAACAAGECCCTCCOIGLLCCTATCOAGAALAL
CATCTCCARAGCGAAGGGRCAGUCGLGAGAALCCCAAGTCTATACGLTRR
CHCCCTCOCGEEAGGAAATEACCAAASACCAGGTOICGCTTACGYGTCYY
GTGAMGGETTCTATCCATCAGATATCCCECETCCAGTGGBAGTCCAACGG
CLAGCCCGAAAACAATT ACASAACAACACCTCCGETCCTCGATTCAGATGE
AAGLTICTTCTTGTATTCCAACCTGACCETCCGATAASTCAACETGGCAACA
GOEAMATGIGTTCICHGTRCTCARYGATGLACCAGGUTCTGUATAALCACTA
TACGCAGAAATCATTGTCGCTCAGCCCOCGUTAMA

33 HC-12 § C8A, 184, 134, | CAGGTGCAGCTGGTGGAGTCTGEEGGAGGLETEGTCLCAGCCTGGGAGGT
14A. 154 CCCTGCGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGATTTGCCA
TGCACTGEGTCCCCCAGOUTCCAGCLAACCGOUTCCACTGGETGGUACT
TATATCATATGATCOGAGEAAATAAATACTATECAGAGTCCETGAAGHELLE
GTTCACCATCTCCAGAGACAATTCCAAGAACACCCTGTATCTGUAAATHAAC
AGCCTGAGAGCTCAGGACACEELTCTGITTFACTETGUGAGAGGATALGAT
[0342] GITTTGACTGETTACCCOCOACTACTEGGGUCAGGGAACCOTGGYCACCHT
CTCCTCAGCTTCCACCAAGEGCCCATCOGTCTTCLCCCTBGLCCICTES
CTCAGGAGCACCTCCGAGACGCATAGCCGCCCTEREELTGCCTBETCAAGGA
CTACTTCCCCGAACCRBOTGACGETRTCATEOAACTCAGGCGLTCTGACCA
GUGRCHYQCACACCTTCCCAGOYGTCCTACAGTCCICAGGACTCTACYCCC
TCAGCAGCGTEBTGACCETGCCCTCCAGCAACT T CEGCACCUAGACCTAC
ACCTGUAACCTAGATCACAAGCCCAGCAACACCAACGTGCGACAACACAGTT
GAGCGCAAATETTOGTGTCGAGTGOCCALCGTGCCOAGOACCACCTETGRET
AGCACCGTCAGTCTICCTCTILCCCCCAAAATTCAACGACACCCTCATGAT
CTCCCGGACCCLTGAGGTCACCGTGLATOCTERTGRACGTGAGCLACCAA
GACCCCGAGCGICCAGTTCAACTGETACGTGRACGGLRYGGAGGTGCANAA
TGCCAAGACAAAGCCACGGRAGEAGLAG I TCAACAGCALGITLLGTGTEE
TCAGCGTCCTCACCGITETGCACCAGGACTGECTGAACGGTAACGGAGTAC
AAGTGCAAGGTCTCCAACALAGGCCTLCCAGCCCLCATLGAGAAAACCATC
TCCAARATCAAAGRGCACCCLURAGAACCACAGCYTCTACACCCIGCCCCC
ATCCCEGEAGGAGAT GACCAAGARACCAGGTCAGLCTGACCTRCCTGGTCA
AAGGCTTCTACCCCAGCGACATCGCCGTHEARTGGGAGAGCAATGGGLAG
CCGGAGAACAALTACAAGACCACACCTCCCATGCTGEACTCCEACGGCTC
CTTCTTCCTCTACAGCAACCTCACCCTGGACAAGAGCAGGTGGCAGCAGG
GGAACGTCTTCTCATCLUTCOGTOATGCATGAGGLTCTGCACAACCACTACA
CECAGAAGAGCCTCTCCCTRICTCOGEGT AMA

34 HC-13 | 48B, 108, 128, | CAGGTGCAGCTEGTGRAGTCTGEGGGAGGCETGGTCCAGCCTGGEAGGT
148, 158 CCCTCCCACTCTCCTGTECAGUCTCTGOATTCACCTTCACTAGATTITGCCA
TOGCACTGCGTCCCCCAGELTCCAGGLCAACGGOROTGRAGTOGETGOGLAGT
TATATCATATGATGGAGGAAATARATACTATGCAGAGTCCOTGRAAGGGCCG
GITCACCATCYCCABACACAATTCCAAGAACACCCTRTATCTCUAARTGAAC
AGCCTGAGAGCTEAGGACACCGGELICTGITTYACTETGLGAGAGGATACGAT
GUTTTBACTEETTACCOCCEACTACT GEEBCCAGGGAACCLITGEICACCET
LCICCTCAGCCTCCACCAACGGGURCATCRETCTICCOCCTCBCACCCTCOT
CCAACGABCACCTCTGCEGECACAGCOGCCCTGGEGCTOGOOTEGTCAAGGA
CTACTTCOLCCAACCOGTCACGETCTCOTGEAACTCAGGCGCCCTGACCA
GCOGCETECACACLTTCCCGGCTETCCTACAGTCCICAGGACTCTACTCC
CICAGCAGCGTGGTGACCETOCCCTCCAGCAGC T CGGCACCCAGACCTA
CATCTGCAACGTGAATCACAAGCCCABTAACACCAAGETGEACAABALASLY
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TG A AR AT T TS ACARRACT CACACATECCEATIBTECCEABEACE
TGAACTCCTGGREGGACCGTCAGTCTTCCTLTTCCCCCLAAMMCCCAAGGA
CACCCTCATGATCTCCCGGACCCCTBAGGTCACATGLETGGTGGTGGACS
TGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGETACGTGGACGGLGTG
GAGGTOCATAATGCCALGACAMULCGURGEAGRAGCAGTACGGCAGCAC
CTACCGTOTGETCAGCETCCTCACCOTCCYCCACCAGEACT GOCTOAATS
GOAAGGAGTACAAGT CLAAGGTCTCOAACARAGECL TCCCAGCECCCATE
GAGAAAACCATCTCCAAAGTCAAAGEECAGCCCCBAGAACCACAGGTETA
CACCOTGECCOOATCCCGGBAGGAGATGACCAAGAACCAGGTCAGCCTGA
CCTGCCCTGOTCAMAGGCTTCTATCCCAGCGACATCGCCOTGRAGTGGTAG
AGCAATGEGCAGCCGEAGAACAACTACAAGACCACGCCTCCCOTECTGGA
CICCOACEECTOCTTCTTCCTCTATAGCAAGS TCACCOTGGACAAGAGTAS
GTGBOACCAGGGEAACGTCTTCTCATGCTCCETCATGCATGAGGCTCTGE
ACAACCACTACACGCAGAAGAGCCTCTCCCTBTCTCCGEGTAAA

38 HC-14 Uac, 1806, CAGGTGCAGCTEGTGRAGTCTGEEEBAGCEOOETEGTCCAGCLTGGRALRET
13C, 14C, 15C | COCTGOGACTCTCCTGTGCAGCCTCTGBATTCACCTTICAGTAGATTTGCCA
TGCACTCGGTCLECCAGGLTCCAGGCAAGEGACTCGAGTEGETGACAGT
TATATCATATGAT GGAGGAAATARATACTATGCAGAGTCOETGAAGGGCTE
GTTCACCATCTCCAGAGACAATTCCAAGAACACCCTGTATCTGCAAATGAAC
AGOCTEAGAGCTEAGGACACGGCTCTATTTTACTGTGOGAGAGGATASGAT
GTTTIGACTGGTTACCCOGACTACTGRGGCCAGGGAACCCTEGTCACOGT
CTCCTCAGCCTCGACBAAGGGGCCGTCCETATTICCACTTECOCCCTCET
CGAAGTCAACTTCCGGABGGACCOLEECACTIGGCTETCTTGTCAAAGATT
ACTTCOCTGAGCCARTOACAGTCAGCTROAATTCCGOTGLOCTCACGTCAG
GAGTACATACATFCCCTGCGGTATTGCAGTCCTECBBACTCTACTCOCTGT
CGTCRATGOTAACGG TACCCAGCTCCAGCTTGGGGACCCAGACGTACATT
TGTAACGTGAATCACRAACCAAGRTAATACTAAGGETAGATAAGALMAGTAGARC
COAAGAGCTOCEACAAGACCCACACATETECTCOBTGLCCCBEACECGAG
CTGTTGGGAGGACCCTCBBTATTTTTSTTTCCTCCCAAGCCAAAGGACACG
TTOATGATTTCGCGCACTCCAGAGOTCACGTOTCTAGTCOTOUACGTGTCA
CATGAGGACCCOBAGETAMGTTCAATTGGTATOTEBACGEAGTCRAGET
CCATAACGCCAAMMTAABCCETGCBAAGAACAGTACGGS TCAMCGTATAG
BTGCGTCAGCGTCCTCACTGTECTECACCAAGACTEGCTCAATGGTAAAGA
[0343] ATACAAGTGECAAGGTGTCBAACAAGGCCCTCCCTGCOCCTATOBAGAAALG
CATCTCCAMAGCGAAGBBGELAGCCECEAGAACCCCAAGTCTACACRCTRE
CECCCTCEUGGOAGRAAATGACCAAAAACCAGGTGTCGCTTACGTGTCTT
GTGAARGOGTTCTATCCATCAGATATCGCOGTCGAGTGGGAGTCGAACGE
COAGCCCOARMAGAATIACAAAMACAACACC TCCEG TCCTCGAT TCAGATHR
AAGLTTCTTCTTIETATTCOAAGCTBACCGTCEATAAGTCAAGGTEGAACA
CGEAMATETETTCTCGTECTCACTGATGCACBAGGCTCTGCATAACCACTA
TACGCAGAAATCATIGTCGCT CAGCCCLGOTAMA

36 | HCAS 128 CAGGTGCAGCTGETARAGTCTGBAGCAGECATERICCAGCLTGGRAGGT
CCCTGOCBACTCTCCTGTECAGCCTCTRGATT CACCT TCAGTAGATTTGLCA
TGCACTGEGETCCELCHEAUTCCAGHRUAAGGGEUT AGBALGTGEGTGECALT
TATATCATATGATGGAGGAAATAAATACTATGCAGAGTCCE TGAAGGGCCE
GTTCACCATCTCCAGAGACAATTCCAAGAACACCCTRAATCTGCTAATGGA
CAGLCTGABAGC TOAGGACACGGCTCTBTTTTACTGTGCGAGAGGATACS
ATSTTTTGACTESTTACCCCBACTACTOGGRCCAGGBAALCCTEEICACC
GTCTCCTCAGCTTCCACCAAGGGCCCATCCGTCTTCCCCCTGGCGCCETS
CTCCAGGAGCACCTCOGAGAGCACAGLCECCCTEGGCIGCCTGETCAAG
GACTACTTCCCCGAACCGGTGACGETGTCGTGCAACTCAGGCECTCTGAC
CAGCBGOGTGCACACCTTCCCAGCTGTCCTACAGTCCTRAGGACTCTACTC
CCTCAGCAGCOTEGTGACOBTGCCCTCCAGTARCT TEGBCACCCABACEY
ACACCTBEAACGTAGATCACAAGOOEAGCAACACCAAGETOGACAAGALA
CTTGAGCGCAMATGTTETGTCGAGTGCCCACCGTELOCAGCACCACCTET
GGCAGGACCGTCAGTCTTCLTOTTCLCCCCAAAMCCCAAGGACACCCTCAT
GATCTCCCGRACCCCTGAGGTCACGTGCOTGGTGRTGGACGTGAGCCACG
ALGACCCCGAGCTCOAGTTCAAC TGRTACGTGGACGGCGTGOCAGGTGCAT
ARTOCCAAGACAMMECCACGGEACGAGCAGT TCAACAGCALGTTCCG TG
CSTCABCBTCCTCACCOTTOTGCACCAGBAGTEOLTGAACGEOAABGAGT
ACAAGTGLAAGGTCTCOAAC AAAGGCLTCCCAGTCCCCATCOAGAAAACTA
TCTCCAAAACCAAAGGETAGCCCOBABAACCACAGGTETACACCCTGCCT
COATCCCGGGAGGAGATBACCALGAACCAGETCAGCCTGACCTGCCTGET
CARAAGGCTTCTALTSCCACGCGACATGACCGTGEAGTOOGAGAGUAATGGEE
AGCCGEAGAACAACTACAABACCACACCTCCCATECTEBACTCCBACGEC
TCCTTCTTCCTCTACAGCAAGCTCACC STGEACAAGAGCAGTT GEEAGCAG
COGAACGTOTTCTCATGLTCCOTCATGCATGAGEOTCTGCACAACCACTAC
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ACGCAGAAGAGCCTCTCCCTGTCTCCGGETAAA

| 37 HC-18 12B CAGGTGCAGCTLGETGCAGTCTGGEGGAGEUGTGGTCCAGCCTGBRAGET
5 COCTECGACTOTCCTGTECAGCCTCTGOATTCACCTTICAGTAGATTTGCCA
TGECACTGEGTCCOCOGECCTCCACGCAAGGLEUTCCAGTGRGTGRCAGT
TATATCATATCATGGAGGAAATAMMTACTATCCAGAGTCCATOAAGGECCG
STTCACCATCIOCACAGACAATTCCAAGAACACCOTSAATCTGCTAATGEA
CAGCCTGAGAGCTGAGGACACGEOTCTGTTTTACTGTGLGAGAGGATACG
ATGTTTTGACTGGTTACCCCGACTACTGCGELCAGGGAACCCTGGICACC
GTCTCCTCAGCCTCCACLAAGGGCCCATCGETCTTCCCCCTRGOACCOTC
CTCCAAGAGCACCTCTEGGEGCACAGCEECCCTGEOCTGLUTEETLAAL
GACTACTTCOCCOGAACCGGTOACGRTGTOOTGEGAACTCAGROGCCCTOAC
CAGCOCCOTECACACCTTCCCCCGCTETCOCTACAGT CCTCACCATTCTACTC
CCTCABCAGCGTGGTGACCGTGLLCTUCAGCAGUTTGGGCACCTAGATCT
ACATCTGCAACGCTGAATCACAAGCCCAGCAACACCAAGGT GGACAAGAAAG
TTEAGCCCALATUTTGTGACARMACTCACACAT GCCCACCATECUCAGCAL
CYTGAACTCCTOGEEGGACCCETCAGTCTTCCTOCYICCOOCCARMACLCCAAGEG
ACACCCTCATGATCYCCCGRACECCTGAGGFCACATBCGTGETGGTGGAL
GTGAGCCALGAAGACLCTGABGTCAABTICAACTGGTACGTBGALGEIGT
GGAGGTGCATAATGUUAAGALAAGLCGUEGEAGEAGCAGTACGGUAGT
ACGTACCGTGTCETCAGCETCCTCACCGTCCTECACCAGGATTGGCTGAA
TRECAAGGAGTACAAGTGTAAGETCTCCAACAAMAGCCCTLCCARCCCCCA

j TCGAGARAAACCATCTCCARAAGCCARAGGGCAGLLCCGAGAACCACAGERTG
[0344] ' TACACCCTGCCCLCCATCCOCGGHEAGGAGATCGACCAAGAALCAGGTCAGCET

1 GACCTGUCTGGTCARAGGCTTCY ATCCCAGCGACATCGUOG TECGEAGTEGE
ARAGCAATCGGCAGCCCGAGAACAACTACAAGACCACBCCTCCOGIGCTS
GACTCLGACGGCTCCTICTTCCTCTATAGCAAGUTCACCGTGOACAAGAGT
AGGTGGCAGCAGROGAACCTCTTCTCATBCTCOGT GATGCATGAGRCTCT
GOACAACUAL TACACGCAGAAGAGLCTCTCCCTGTCTCOGGRE T ALS
38 HC-17 20 CAGGTGLAGCTGETGRAGTLTGGGGGAGECGTGGTUCAGCOTGHBEAGET
CLCTECGACTCTCCTETGCAGCCTCTGEGATTCACTTTCAGTAGATTTGCCA
TGCACTERGTCCECOGRECTOOAGGCAAGGRGCTERAGT GRGTARCAGT
TATATCATATOAT GOAGGAAATAAATACTATOCABAGTCCETGAAGRHLCG
GTITCACCATCTCCAGAGACAATTCCAAGAACACCCTCAATCTECTAATGOA
CAGCCTGAGAGCTEAGGACACGELTCTETTTTACTGTCCOAGAGGATACG
ATGTITTCACTGGTTACCCCGACTACYGCEOEUCAGGGAACCCTGEGYCACT
GTCTCCTCAGCCTUGACGAAGEEGULETCCATATTICCGCTTGCGCCCTC
GTCEAAGTCAACTTCGEGAGREACCOCAGCACTIGRLTCTCTTGTCAAAG
ATTACTTCCCTCAGCCAGTGACAGTCAGLTGOAATTCCGETGULUCTCACGT
CAGGAGYACATACATTCCCYGLGETATTGCAGTCCTCCGGACTETACTCLE
TGTCGTCGGTEETAACGETECCCAGCTCCAGCTTGEGGACCLAGACGTAC
ATTTGTAACGTGAATCACAAACCAAGCAATACTAAGG TAGATAAGAAAGTAL
AACCCAACGAGCTECCACAAGACCCACACATGTCCTCCOTGOCCCGCALCC
GAGCTGTTICGOAGGACCCTCRATRTTITTGITICOTCCOAAGCCARAGRAL
ACGTTGATCATTTCEGCGCACTOCACAGLTCACGTETOTAGTCRTGEACOTE
TCACATGAGGACCCLGAGGY ABAGTY CAATTCGTATGTGEACGGAGTCGAG
GTCCATAACGLCAAAACAAAGCCETCLCCAAGAACAGTACGGOTCAACGTAT
ACGTRCOTCAGCOTCCTCACTGTGOTGCACCAAGACTGOUTCAATGGT AAA
GAATACAAGTCCAAGGTGTOGAALAAGGCCCTCCLTGCCCCIATCGAGAAR
ACCATCTCCAAAGC BAAGCEGCAGCCOCCAGAACCCCAAGTCTACACGCY
GCCGCCOTCGCEGGLAGCAAATGALCAALAAACCAGETGTCGLTTACGTGTC
TYGTGAAMGGGTTUTATCCAT CAGATATCOLGETCGAGTGEEAGTCGAALS
GCCAGCCCGAAAACAATTATAAAACAACACCTCCEGTCOTCCATTCAGATG
EARAGCTTCITCTTICTATICCAAGCTCACCOTCCATAARTCAAGGTCGUAAL
AQGOAAATGETGTTCTCOTCCTCAGTGAYGUACGAGBCICTECATAACCALT
ATACCCAGAAATCATTETCCCTCAGCCCCOOTAAR
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30 THSEE 18A 108 R I AGTT GG O CAAT T GOAGUCCAAGT AAABAAGCCABBAGTCTTLA
GTEAAMGTCTCTTGTAAAGCAAGTBGATICACGTTTAGCCGOT I TRLCATE
CATTGGATGLGECAAGCTOCCGOTCAGGRATTORAGTOGATEGOAGTTAT
TAGCTATGACGOCGGCAATAAGTACTACCCCOAGTLTCTTAARGOTCGGE
TCACAATBACACGGGACACCTEAADCAGTACAGCCTATATOGAACTGTSTA
GOCTOAGATECGAGBACACCECTOTGTATTATTGCGCTAGGGBGTACGAT
GTATTGACGGGTTATCCTGAT TAC T GGGGGCAGGGGACATTCGTAACCETC
TCTAGTGCOTLCACCAAGGGCUCATCGETCTTCCCUCTRRCGLCCTAOTS
CAGGAGCACCTCCRAGAGCACAGCERCCCTGRGCTRCOTEG TCAAGGAC
TACTTCCOCEAASCEGTGACGGTOTCOTOOAAC TCAGECGCTCTGACCAG
CEGCETECACACCTTCOOAGCTGTCCTACAGTCCTCAGGACTCTACTCCCT
CAGCAGCGTBOTGACCETECOCTCCAGCAACTTCRGUACLCAGACCTACA
COTGCAACGTAGATCACAAGUCCAGCAACACCAAGGTGBACAAGACAGTT
GAGCGCAARTETTBTGTCOACGTGCCCACCGTEOLTAGCACCACCTETGES
AGGACCGTOAGTCTICCTCTTOCCOCCAMATLCAAGGACACCCTCATGAT
CTCCCEEACCOITGAGGTCACGTOCOTEETGETOBACGTGAGLUACEAA
GALCCCGAGGTCCAGTTCAACTGGTACCTBEACGELETGGAGETBCATAA
TGCCAAGACAAAGCCACGOGAGGABCAGTTCAACAGCACOGTTICCOTETGS
TCAGCGTCCTCACLST TG GCALTAGOACT GECTGAACGGUAAGGAG TAC
AAGTGCAAGGTCTCCAACARAGGCCTCCCAGCCCCCATCGAGAAAACCATC
TCOAAMACCAAGGGCAGCCOOBAGAACCACAGGTETACACCCTGOLTCE
ATCCLCGHGRAGOGAGAT CACCAAGAACCAGOTCAGLLCTGALCTRCCTEOTCA
AAGGCTTCTACCCCAGCBACATCEECHTOOAGTGGGAGAGTAATSGECAS
CCGGAGAACAALT ACAAGACCACACCTCCOATGCTGRACTCCAACGGCTE
CTTCTTCCTCTACAGCAAGTTCACCETGRACAAGAGCAGGTGGCAGCAGG
GEAACHTOTTCTCATGC TCOBTGATGCATSAGGCTCTGCACAACCALTACA
COCAGAAGAGLCTCTCOCTGTOTCOGGOTAAA

30 THERS 188188 ] ChAGTTCACTTGOTECAATCT GEAGCCEAACT ARAGAABCCAGEAGETTCA
GTEAAAGTCTCTTGTAAAGCAAGTGGATTCACGTTTAGCCGLTTTOCCATG
CATTGGETECGGCAAGCTCCCEOTCAGCGCOTTGCAGTCOATEGOAGTTAT
TAGCTATCACGOEOGCAATAAGTACTACGCCOAGTCTCTTAAGGGTCGRE
TCACAATGACACGGEGACACO TCAACCAGTACAGCCTATATGGALCTETTTA
GLCTGAGATCCGAGGACACCGCTGTGTATTATTGUGCTAGGGGETACGAT
[0345] GTATTGACGGETTATCCTGATTACTGEEGGUAGEEGACACTLGTAAGCGTC
TETAGTGRCCTOCALCAAGGGCCCATCGRTCTTCOOCCTSECACCCTOOTAE
AAGAGCACCTCTGEGOOCACAGCGECLCTGRERCTGCCTGRTCAAGGACTA
CTTCCOCOAACCRE TEACEGTOTCGTEGAALTCAGRLGLCCTCACCAGCS:
GOGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCA
GCAGCGTGETOACCETELCCTCCAGCAGCTTGOGCALCCAGACCTALATE
TGCAACGTGAATCACAABCCUAGCAALACCAACGTAGACAAGANAGTTGAG
COCAAATCTTGTGAGAAMATTCACACATGLLCACCBTGCOCAGCAGCTGAA
CTCCTGGGGERACCGTCAGTCTTCCTCTTCLCCCCAAMALCCAAGGATAC
COTCATGATCTCCCGGACCCOTEAGGTCACATECETRATEOTGRACGTGA
GECACGAAGACLCTGAGGTGAAGT TEAACT GOTALLTRGACGGTETHGAG
GTECATARTGCCAAGACAALGUCEUGEGASGABCAGTACGGEAGCACGTA
COBTATOGTCAGCETCCTCACCETOOTECACCAGGACTERCTGAATEGE
AGGAGTACAAGTGCAAGGTCTCCAACAAAGLCCTCCCAGCCOCCATOGAG
AAAACCATCTCCAMAGCCAAGSOLACCCCCCABAACCACAGETGTACAD
CETBCCCCCATCCOOGGACGAGATGALCAAGAACCAGGTCAGCTTGACCT
GCOTOGTCARAGGCTTCTATCCCAGL GACATCGCCOTOGAGTGGGAGASS
AATGBECAGCCEBAGAALAACTACAAGACCACGCCTUOCGTECT BBACTE
COACGGOTCCTTCTTCCTCTATAGCAAGCTCACCETGGACAAGAGCAGGTE
GCAGCAGGEGAACGTCTTCTEATGCTCOOTGATGCATBAGRCTCTGCACA
ACCACTACACGCAGAAGAGLL TCTCCCTIGTCICCRGGTAAS

41 HE 36 B0, 18 CRARTTCAGTTGETCCAATC T GGAGCCOAAGTAAAGARGCCAGGAGETTEA
GTEAAAGTCTCTTGTARAGCAAGTRGATICACGTTTAGECGCTTTECCATE
CATTBOGTCLERCAAGC TCCUGETCAGGOGTTCRAGTGGATEEGAGTTAT
TAGCTATGACGOGCGCAATARGTACTACRCCGAGTO TG TTAARGOTCGGE
TCACAATBACADGGGACACCTCAADTAGTACAGCC TATATGGAACTGTSTA
GCCTBAGATECGAGBACACOEETATGTATTATTGCGCTAGGEBATACGAT
GTATTGACCGETTATOCTGATTACT GRGGGCAGGGGACATTORTAACLETC
TCTAGTECOTLGACGAABGRGCCATCCGTATTICCECTIGLECCCTCGTC
GARAGTCAACTTCGECAGRGACCGLGECACTTGOLTGTCTTGTCAAAGATTA
CITCCOTBAGCCAGTIBACAGTCAGCTOOAAT TCCEGTGCCO TOACGTCAS
GAGTACATACATTCCCTGUGETATTCCAGTCCTCCGRACTCTACTLCLCTCT
COTCAGTEOTAALGGTECCCAGCTCCAGLTTGGGGACLCAGACGTACATT
TGETAACGTGAATCACAAACCAAGCAATACTAAGE TAGAT AAGALMAL TAGAAC
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B A R B T A R A A A A S e T BT BB e e ARG BB AR
CTGTTGGGAGGACCCTCGGTGTTITTOTTTECTCCCAAGCUAAAGBACACG
TTGATGATTTCGCGCACTCCAGAGRTCACGTGTATAGTCETGGACGTETCA
CATGAGGACCCCGAGRTAARGTTCAATTRRTATGTRGACGRAGTCGARGT
CCATAACGCCAAMACAAAGLCETCCOAAGAACAG T ACBGGFCAACGTATAG
GTRCOTCARCETCCTCACTOT GETOCALCAAGACTOOUTCARTCRTARAGA
ATACAAGTECAAGGTGTCOAACAAGBGCCL T CCLTACCCCTATCGAGAARAL
CATCTCCAAAGCGAAGGGGCAGCCACGAGAACCCCAAGTCTACACGCTGE
CORCCCTCRCGRGAGRAAATGACCAAMAACCAGRTCTCGCTTACGTRTCTT
GTEAAAGGGTTCTATCCATCAGATATCGCGGTCGAGTGGGAGTCGALCES
CAGCCCBARMACAATT ACAAMACAACACCTCCGETCCTEGATICAGATGR
AAGCTTCTTCTTGTATTCGAAGCTOACCGTCGATAAG TCAAGGTGGCAACA
COGAARTATETTCTCGTECT CAGTGATGCACCAGGCTCTECATAACCALTA
TACGCAGAAATCATIGTCGCTCAGCCCCGGTARA
42 HC-21 17A, 194 AAGTTCAGTTOOTCCAATCTGOAGCCEAAGTARAGAAG CCAGEAGCTTCA
BTEAAAGTCTCTTGTGUCGCAAGTGBATTCACGTTTAGCCGUTTTGUCATG
CATTGGGTGORGCAAGCTCCCGATCAGGEETTGCAGTGBATEGGAGTTAT
TAGCTATEACGHEGEGCAATAAGTACTACGCCGAGTCTETTAAGGGTLGES
TCACAATGACACGGGACAACTCAAMAAATACAGCCTATATGGAACTGICTAG
COTGAGATCCBAGCACACCGCTGTGTATTATIGOGCTAGGGGGTACGATGT
ATTCACGGETTATCCTGATTACTGRAGGRUACGRGEACACT COTAACCETICIC
TAGTGCCTCCACCAAGGGUCCATCEGTC T CCCCCYGGCBLECTGUICTA
GGAGCACCTCCBAGAGCACAGCEECCCTRAGCTECCTEGTCAARGACTA
CTTCCCCGAACCGGTGACGGTGTUGTGGAALTCAGRLGLTCTGASCAGDS
GCGTGLACACC TTCCCABL TG TCCTALAGTCL TCAGGACTOTALTCCOTCA
GCAGLRTGGTGARCGTGCCCTCCAGCAACTTCGGCACCCAGACLTACACT
TGCAACGTAGAT CACAAGCCCAGCAACACCAAGGTCGACAAGACAGTTGA
GCGCAAATGTTGTETCGAGTBCCCACCGTGLOCAGCACCACCTETGGCAG
CACCOTCAGTETTOCTETTCCCCCCAMMACCOAAGEACACCOTCATGATOT
COCGGACCOOTOAGETCACGTACOT CETEGTOGACCTGAGCCACGAAGA
COCCOAGETCOARTTOAACTGGTACGTGEACGUCE TBEAGHTGCATARTG
COABACARAGCCACBEGAGBAGLAGTTCAACAGCACGT TCOETATRGIC
AGCGBTCCTCACCET FETECACCAGRACTGEUTGAACKGEL AAGGAGTACAA
[0346] GTECAAGGTCTCCAACAAAGGCCTCCCAGCCCLCATCBAGAAMACCATCTE
CALAACCAAAGGGCAGCCOCGAGAACCACAGGTGTACACCCTGCLCCCAT
CCCGGGAGGAGATGACCAAGAACCAGGTLAGCCTGACCTGLLTGRTUAAA
GECTTCTACCCCAGCGACATCGLCG TAGAG TGERAGAGCANTGGGCAGCC
GOAGAACAACTACAAGACCACACCTOCCATECTGGACTCCCALGOCTCOTT
CTTCCTCTACAGCAAGCTCACCG THOACAABAGCAGETGGCAGCAGEEGA
ACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGC
AGRAGAGCCTCTCCCTGTCTCCEGRTAAA
43 HC.22 178, 1498 CAACTTOCAGTTGRIGCAATCTIGGAGCCRAAGT AAAGAAGLCAGGAGCTIOA
GIGAAAGCTCTCTTOTGCOCGUAAGTGBATTCACG T TIAGCUGUTTTGUUATG
CATTGOETCLGECAAGCYCCCEGTCAGGHEGTTGGAGTEGATGGEHAGTTAT
TAGCTATGACGGGGGCAATAAGTACTACGCCGAGTCTGTTAAGEGTCGGE
TCACAATBACACCGGACAACTCAMMAMTACAGCCTATATEOAACTRTCTAG
CTGAGATCCEAGCACACCOCTGTGTATTATTGCOCTAGGEGGTACGATGY
ATTGACGGGTTATCCTGATTACTGEEEGUAGEGGACACTCGTAACCGTCTC
TAGTGOCTCCACCAAGBGUCCATCARTLTTCCOOCTGGCACCCTCOTCCAA
CAGCACOTCTEBGBCCACAGCGECSCTERBOTACCTOBTCAAGBACTACT
TCCOCGAACCGGTGACGETGTCETGGAACTCAGBCGCLOTGACTAGCGE
COETACACACCTTCCLGGLTATCCTAGAGTUGTCAGGACTCTALTCOL TCAG
CAGCGTEGTGACCOTGULCTCCAGCAGUTTQGERCACCCAGACCTACATLT
GOAACGTBAATCACAAGCCCABTAACACCAAGG T GBACAABAAG T TGAG
CCCARATCTTGTGACAAAACTCACACATGOOCACCGTEOCCAGCACCTGAA
CTCOTEOGOGGACTETCAGTCTTCCTCTTCCCUOLAAAACCCAAGGACAC
CTCATGATOTCCCGRACLCCTOAGGTCACATGOOT GO TGGTOGACGTGA
GLOACGAAGACCCTOAGGTCAAGTTCAACTRGTACGTRGACG GLETEGAG
GTECATAATECCAAGACAAAGUCGOGREAGEAGCAGTACGRCAGLCACGTA
COGTBTEGICAGCBTCCTCACCBTOCT GEACCABBACTOACT GAATGECA
AGGAGTACAAGTECAAGGTCTCCAACAAMOGCLCT CCCAGLCCCCATCGAG
ASAACCATCTCCAAAGCCAAAGGGCAGCCLTGAGAACTACAGRTGTACAC
COTQUCCCCATCCCRGGACGAGATGACTANMGAACCACCTCAGCLTRACCT
GCCTEGTCAAMGECTTCTATCCCAGUBACATCGCCHTGOAGTGGEAGAGE
AATGGECAGCCGEAGAACAACTACAAGACCACGCLTLCCGT GUTGRACTC
COACSEETCOTTCTTCCTETATAGCAAGCTCACCRTGBACAAGAGEAGGTS
CUAGCAGOGGAACGTCTTCTCATGCTCOGTGAT SCATGAGGOTCTRCACA
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ACCACTACACGCAGAAGALCCTCTCCCTGTLTCCCGATAAL

44 1§ HC-3 17C, 180 | CAAGTTCAGT TGBTGCAATCIGGAGLIGAAGTAAAGAAGCCAGGAGCTTCA
GTGAALGTCTCTTGTGUCGUAAGTGGBATTCACGTTTAGCCGCTTTGCCATG
CATTGGATGCOECARGCTCCCAATCACGEGTTGCAGTREATGGGAGTTAT
TAGCTATGACCGGEGGCAATALGTACTACGCCGAGTCTCTTAAGGGTCGGG
TCACAATGACACCOHGACAACTCAAAARATACAGUCTATATGGAALTGICTAG
CCTGAGATCCGAGGACACCGCTHTGTATTATTSUBCTAGGGGGTALGATGT
ATTGACGGGTTATCCTGATTACTGGGGECAGGGEACACTCGTAACCETCTC
TAGTOCCTCOACGAAGRGGCCGTCCBTATTICCACTTBCGCCLTCATCRA
AGTCAACTTCCRGAGREACCGUGECACTTGECTGTCTTETCAAAGATTACT
TCCCTGAGCTAGTOACAGTCAGCTGGAATTCCGGTGCOCTCACGTCARTA
CTACATACATTCCCTELGGTATIGUAGTCCTCCGRALTCTACTCCCTGICG
TCOGTBOTAACGETGCCCALTTCCACCTTGEOGACCCABACCTACATTIC
TAACGTGAATCACASACCAAGCAATACTAAGGTAGATAAGARAGTAGAACC
GAAGAGCTGCGACAAGACCCACACATATCCTLCGTGCOCLEBCACCCGAGT
TGTTBGOAGGACCCTCEBTGITITTETTTCCTCCCAAGCCAMABGACACGT
TOAFGATTTCGCGCACTCCAGAGGTCACGTATGTAGTCGYGGACGTGTCAC
ATGAGEACCCTGAGGTAAAGTTCAATTGETATGTCCACGGAGTCCAGE YL
CATAACGCCAAMATAAAGLC BT GLGAACAACACT ATGOGTCAACETATACGG
TGCGTCAGCGTCCTCACTETECTOCACCAAGACTEGCTCAATGCTAAACAA
TACAAGTGCAAGGTGTCGAATAAGGCCCTCCCTGCCCCTATCGAGAALACC
ATCTCCARAGLEAAGHEECAGCCECGACARCCCCAAGTCTACACGLTECT
[0347] GCOCTCOGCOUGAGGARATEACCAAMAACCAGGTGTCOCTTACGTGTCTTET
GAAAGGETTCTATCCATCAGATATCGCGGTCGAS TEOGAGTCCAACGGCT
AGCCCCAARACAATTACASAACAACACCTCCGGTCCTCOATTCAGATGGAA
GCTTCTTCITGTATICGAAGCTEACCOTCGATAAGTCAAGGTGRECAACAGE
GAAATGTOTTCTCOTGUTCAGTCATGCACGAGGCTCTGCATAACCACTATA
COCAGAARTCATTCTCECTCAGRLCCGETAR
45 HC-24 20A Z1A GAGGTCLAGCTOUTGEAGT CYGOGGHEAGGCCTEGTCCABLCT CGEGEET
COCTBLBACTCTCCTETGCAGCCTCTGGATTCACCTTCARTAGATTTGCCA
THCACTGOOTCOGCCAGGLTCCAGGUAAGGGOOTOOAGTGGETGGTAGT
TATATCATATGATGGAGCAAT AMTACTATGCAGAGTCCETCAAGGGLTG
GTTCACCATCTCCAGAGACAATTCCAAGAACACCCTCTATCTCCARMTGAAC
AGCCTCAGAGCTCAGGACACGECTGTGTATTACTGTCCCAGAGEATACGA
TOTTTTSACTGOTTACCCCEACTACT GEGGTCAGEEAMCILTGETUACCET
CTCCTCAGCTTCCACCAAGGGCCCATCLETCTTCLLCCTRGCRCLCTSCT
COAGGAGCACCTOCOAGAGCATAGCCGLCCTGRBLTGCCTERTCAAGEA
CIACTTCOCCGAACCOHBTCACGETGTCGIBOGAACTCAGGCGTTCTGACCA
GCGECETECACALCTTCCCAGUTGTCCTACAGTCCTCABGACTCTACTCCE
TCAGCAGCGTGETGACCGTGCCCTCCAGCAACTTCGECACCTAGACCTAC
ACCTGUAACGTAGATCACAAGCCCAGCAACACCAAGGTRGACAAGACAGTT
CAGCGCAAATOTTOTGTCOACTGCCCACCETGLCLACGCACCACCTETGED
AGCACCOTCAGTCTTCCTCTTCCOCCCAAMTLCAAGCATACCCTCATGAT
CICCCEHACCCCTCAGGTCACGT GCOTEOTGRTOOACGTGAGLLACEAA
GACCTCGAGBTCOAGTTCAACTGETACCT GEACGGLETGRAGSTGCATAA
TGCOALCACALAGCCACGGGAGGAGCAGTT CAACAGCACGTTOOGTGTGE
TCAGCERTCCTCACCOTTGTRCACCAGGACTGOCTGAACAGUAAGUAGTAC
AAGTGCAAGETCTCCAACAAMAGECCTLLCAGCCCCCAT COAGAAAACCATC
TCCAMMACGAAAGEGTAGCCCLOAGAACCACAGETBTACACCCTECLLOC
ATCCCOGGAGGABAT GACLAAGAACCAGGTCAGLCTGACCTGCCTIBGTCA
AAGBCTTCTACCCTAGCBACATCBCCETRBAGTGGGAGAGUAATEBGCAG
COGOAGAACAACT ACAAGACCACACCTCCCATGUTGRACTCCGACGGCTC
CTTCTTLCTCTACAGCAAGCTCACCATGCACAAGACUAGGTEGELAGLAGG
SCAACGTCTTCTCATGUTCCOTEATGCATCAGCCTCT GCACARCCACTACA
CCCABAAGAGCCTCTCCCTBICTCOGEGTAAA
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a6 T HEEETTT R A GAGG T ECRGCT LT GG AGT T GGG GAGECCTERT CCACECYREEEEET
CLCTBCEACTCTCCTGTGCAGTCTCTBGATTCACCT TCAGTAGAT ITGCCA
TGCACTGOGTCLECCAGGL TCCAGGCAAGGGGCTGEAGTEGGTBETAGT
TATATCATATOATGGAGGARATAAATACTATGCAGAGTCCOTGAAGGGCCG
CTTCACCATLTCCAGAGACAATTCCAAGAACACCCTOTATCTGLAATGAAG
AGCCTEAGAGE TGAGGACACGACTGTGTATTACTGTGCGABAGGATACGA
TGTTTTGACYGE T ACCCUBACTACTGEGECCABBGAACCCT GETCACCET
CTCCTCAGCCTCCACCAAGBBCCCATCRETCTTCCOCCTGBCACCCTCCT
CCAAGAGCACCTCTGREGRECACABCOGCOCTGGECTOONTGGTCANGGA
CTACTTCCOCGAACCOGTOACGCTATCOTGGAACTCAGGLGCLCTOACTA
GOGECGTGCACACET TCCCGGCTGTCCTACAGTCCICAGRACTETACTCE
CTCAGUAGCGTGGTGACCGTOOCCTCCAGCAGETTGGECACCCAGACETA
CATCTGCAACG T GAATCACAAGCCCABTAACACCAABG TGRACAAGASAST
TGAGCCCAAATCTTGTGACAAAACTCACACATECCCACCGTGCCCAGCACE
TOAACTCCTOOGGEGACCATCAGTOT TCCTOT TECCCCCAMACCCAAGRA
CACCCTCATBATCT COLBGACCOCTBAGGTCACATOOGTEGTCGTSOACE
TGAGCCACGAAGACCCTGAGGTCALGTTCAACTGGTACGTGGACGGCGTE
GAGGTOCATARTCOCAACACAAMGCCOLOLOABGAGCAGT ACGGECAGEAC
GTACCGTBTGETCAGCETCUTCACCETCCTGCACCAGEACTGEUTGAATG
GCAABBAGTACAAGTGCAAGGTCTCCAACAAAGCCCTCCCAGCCCCCATE
GAGAAACCATCTLOAAAGLCAAMGEGUAGCCCCEAGAACCATACGGTGTA
CACCCTGCCCCCATCCCGGGAGGAGATGACTAMGAACCAGG TCAGCCTGA
CCTOCLTGGTCAMABECTICTATCCCAGCGACATCGCCETBBAGTGGGAG
AGCAATGEGCAGCC GGAGAACAALTACAAGACTACGCCTCCCGTELTGGA
CTCCBACGECTCCTTCTICCTCTATAGCAAGCTCACCOTGGACAAGAGCAG
GTEGCAGCAGGGGAACGTCTTCTCATGCICCCTGATGCATGAGRETCTGE
,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, ACASCCACTACACGCAGAAGAGLLTCTCOUTRTCTCUGGGTARA

47 THCZE T TBE I GAGGTGCAGLTGLTGEAGTCTGEEGEACELETAGTCCAGCCTEGEEEET
CCCTBCBACTCTCCTGTGCAGCCTCTEGATTCACCTICAGTAGATTTGCCA
TRCACTGRGTCCCCCAGLUTCCAGLLAACGERLUTGCAGTGEGTGEUACT
TATATCATATGAT GGAGEAAN TAAATACTATGCAGAGTCCETGAAGERLCE
CTTCACCATCTOCAGAGACAATTCCAAGAACACCCTGTATCTGOARATGAAC
AGCCTEAGAGCTEAGGACACGELTGTBTATTACTGTCCGAGAGGATACGA
[0348] TGTTTTGACTGETTACCCCRACTACTGEGRCCAGEEACCLTGETCACCET
CICCTCAGCCTOGACGAAGGEGUCGTCCETATTICCECTIGCGULCTCET
CGAAGTCAACTTCEEGAGEGACCGCGGCACTTBGCTGTCTTBTCAAAGATT
ACTTCCCTBAGCCAGTEACAGTCAGCTGGAATTCUGET GCCCTCACRTCAG
GAGTACATACATTCCCTOOGGTATTGCAGTCOTCCGGACTCTACTCCOTOT
CETCOGTGGTAACGGTGCCCAGCTCCAGUTTGGAGACCOABACGTACATT
TOTAACGTGAATCACARACCAAGCAATACTAAGGTAGATAAGALAGTAGAAC
COAAGABCTGOGACAAGACCCACACATGTCCTCOBTGOCCLRECACCCGAR
CTGTTGGEAGGACCCTCGGTGTTTITTGTTTCCTCUTAAGCCAAABGATACG
TTGATGATTTCGCGCACTCCAGAGGTCACGTGTATAGTCOTGRACGTGTCA
CATGAGCGACCCCOAGERTAAACTICAATTGETATETCBACGOAGTCGARGT
COATAACGCCARMACAAAGCCETCCGARGRACAGTACEEGTCAALETATAC
GTGCGTCAGCGTCCTCACTGTECTGCACCAAGACTBGCTCAATCGTAAAGA
ATACAAGTGCAAGGTGTCGAACAABBLLET COUTGOCCOTATCGAGAAAAT
CATCICCAMBCOAAGGGEECAGCCOCEABAACCCCAAGTCTACACGCTEE
CECCCTCRUCAGGAGBAMTGACCAAAAACCAGOTETCOCTTACBTGTCTY
GTGAAAGGGTTCTATCCATCAGATATCGLGGTOGAGTGGGAGTCGAACEG
CCAGCCCGAMAACAATT ACAAMATAACACCTCCGETCCTCOATTCAGATGG
AAGCTTCTTCTTETATTCGAAGCTGACCGTCEATAAGTCAAGGTEGCAACA
GGGAATGTGTTCTCATGCTCAGTGATGCACGAGGCTCTELATAACCACTA
TACGUAGAAAICAT TR CQCTCARLLCLGE T AARA
ag | HC27 | 2R 23R | CACGTGCAGCTEUTGOAGTCTCLGGGABECCTEETCLACCCTCOGAEET
CCCTGLGACTCTCCTGTOCAGCCTCTGGATTCACCTTCAGTAGATTTGCCA
TECACTEEGT CECCAGGL TCCAGGLAMGGGRCTCRAG TGBETGRCAGT
TATATCATATGATGGAGGAAATAAATACTATGCAGAGTCOGTGRAGGGCTG
GITCACCATCT CCABAGACSATTCCAAGAACACCCTBTATCTGCAMTGAAC
AGCCTGABAGC TGAGGACACCACTBTGTATTACTGTGCBABAGGATACGA
TGTTTYGACTGE T ACCCCBACTACTGEGECCAGEEAACCETGGTCACCET
CTCCTCAGCTTCCACCAAGGGCCCATCCGTCTTCCCCCTGBCGCCCTRLT
CCAGGAGCACCTCCGAGAGCACAGCCGLCCTGGGCTECCTGGTCAAGGA
CTACTTCCCOOARCCGGTCACGET GTUO FGEAACTCAGBLOLT CTGACCA
GCGECGTBCACACTT TCCCAGCTGTUCTACAGTCCTCAGBACTCTACTCCC
TCAGCAGCOTGETGACCETGCOCTCCAGCAACTTCGGCACCCAGACCTAC
ACCTGCAACGTAGATCACASGUCTAGCAACACCAAGETGEACAAGACAGTT
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R A A R YT S TET AR TEC CCAC G S ECAEE RS AT Y GEe
AGGACCGTCAGTCTICCTCTTCCOLCCARMLCCAAGGATACCCTEATGAT
CTCCCEGACCCCTRAGGTCACGTGCATGETGSTGRACGTGAGCCACGAM
GACCUCEAGGTLUAGTTCAACTGRTACGTOBACGEUETAGAGRTGCATAA
TECCAAGACABAGLCACGEEAGGAGLAGTT CAACAGCARGEICORIGTRER
YCAGCGTCCTCACCOYTOTCCACCAGGACTOOCTGAACGHLEAAGCAGTAC
AAGTGCAACETCT CCAACASABRCCTURCAGCTCCCATUGAGAARACCATC
TCCAAAACCAAAGEGCAGCCCCBAGAACCACAGGTGTACACCCTGCCCCC
ATCCCOGGAGGAGATGACTCAAGAAGCAGOTCAGCCTGACCTGCOTRGTCA
AAGGCTTCTACCUCAGCRACATORCCG TERAGTBRRAGAGUAATEGELAG
CORGAGAACRACTACAAGACCACACCTCCCATGCTORAL TCCGACGGATC
CTICTICCTCTACAGCALGL T CACCETGGAGAAGAGCAGGTEGCAGCAGS
GOAACGTCTTCICATEUTCCET GATBCATBAGGL YO Y GLACAACCACTALA
CGCAGAAGAGCCTCTCCCTRTCTCCGEGTAAA

49 HC-Z28 AR, 258 CAGGYRCAGOTAUTEOAGTCTGGOROHAGECLTORTRCARCCTGRGEBAET
COCTEUGACTCTCCTGTGCAGCCTCYGEATICACCTTCAGTAGATTIGCCA
TGCACTGRGTCCGCCAGEL TCCAGGCAAGGRRCTEGAGTGGRTGGCACT
TATATCATATGATEGAGGAATAAATACTAT GLAGAGTLCG TGAAGGEDOE
GTTCACCATCTCCAGAGACAATTCCARGAACACCCTGTATCTGCAAATGAAC
AGCCTBAGAGCTBAGBACACGBCTETATATTACTATGCGAGAGGATACGA
TG TIGACTEG T TACCCOBAC TACTGEGGCCAGGAMECCTGETCACCET
CTCCTCAGCCTCCACCAAGGGLLCATCEGTCTTCCLUCTGGCACTCYCTT
CCAAGAGCACCTCTGCGGGCACAGCGRCCCTOGGCTGCCTEOTCAAGGA
CTACTTCOLOEAACCGOTEACGGTOTCGTOGAACTCAGGCGCSCTEACCA
GLOGOGTECACACCTICCCOBCTGTCCTACAGTCO TCAGGACTCTACTCE
CTCAGCAGCG TGO TGACCOTGCCCTCCAGCAGTTTGEECACCCAGACCTA
CATCTOCAACG TGAATCACAAGGUCAGLAACACCAAGE TGEACAAGAAAGTE
TGAGCCCAATCTTOTGACAAMMCT CACACAT GLCCACCGTGCCCAGCACT
TOAACTCCTEGGGEGACCATCAGTCTTCCTCTTCCCOCCAAAACCTAAGGA
CACCLTCATGATCTCCCEGACCCCTEGACGTCACATGLGTOGTCOTGGACS
TOAGCCACGAAGACCCTGAGGTCAAGTTCAACT GETACBTGEACCGCRTE
CAGOTGCATANTOLOAAGACAMBCCOLBOCADBACCAGTACGGCACCAD
GIACCGTBTEETCAGCETCLTCACCSTCCTECACCAGEACT BGUTGAATG
[0349] GOAAGGAGTACAAGTGCAAGGTCTCOAACAAMAGCCOTCOCAGCTECCATS
GAGAAAACCATCTCCARGECAMMG GECABCCOCRAGAACCACAGGTATA
CACCCTECOCOCATCCCCGRAGRAGAT GACCARGAACCAGETCAGCLTGA
COTGCCTGETCARMBECTICTATCCCAGCEACATCGCCOTGOAGTGGGAG
AGCAATGOOCAGCCEEAGAACSALTACAAGALCACGCCTCCCGTROTAGA
CTCCBACEABCTCCTTCITCCTCTATAGCAAGCTCACCH TG BACAAGAGCAC
GTGBCAGCAGGGEAACBTCTTCTCATEGCTCOBTGATGCATGAGECTCTGE
ACALCCACTACACGCAGAAGAGCCTCTCLETRTCTCLGURTAA

50§ HC29 230 25T CAGGTGCAGCTGCTEBAGTCTGGGEGAGECCTOOTCCAGECTGGEEEET
COCTRCGACTCTCOTOTGCAGCCTCTBOATTCACCTTCAGTAGATTIGCCA
TOCALTORGTCCBOTAGGT TCUAGGLAAGGABCTBEASTGGATGGCAGT
TATATCATATGATCGAGGAAATAAATACTATACAGAGTCCATGAAGRRCCE
GTTCACCATOTCCAGAGACAATTCCAAGAACACCCTGTATCTGLAAATGALG
AGCCTCAGAGCTEAGGACACGHOTETOTATTACTGTRUGAGAGGATALCGA
TSFTTTGACTBGTTACCCUBACTACTEGGGCCAGCGAMCCCTBBTCACCET
CTCCTCAGCOTCGACBAAGEGGCCETCOATATTTCCECTTRCGCOOTCET
CHAMBTCAACTTCOBBAGGGACCGLEGCACTTGGUTGTCTTGTUAAAGATT
ACTTCCCTCGAGCCAGTGACAGTCAGCTGGAATTCCGGTGCCLTCACGTCAG
GAGTACATACATTCCCTGOGGTATTGCAGTCCTCCGRACTCTACTRCCTGT
COTCEOTEETAACGETGUCCAGCTCCAGCTTGGGEACCCAGACGTACATT
FGTAACHTGAAT CACAMACEAAGCAATACTAAGATAGATAABAAAG TAGAAL
CGAABAGCTBCEACAABACCCACACATGTCCTCCGTGCCCCGCATCCGAG
CTGTTGGRAGGACCCTCGATGTTTTTGTTTCCTCCCAAGCCALAGGACACT
TTGATGATITCGCGCACTCCAGAGBTCACGTGTGTAGTCGTGRASGTGICA
CATGAGGACCOOGAGGTAMAGTTCAATTGGTATRTGRACGGAGTCGAGGT
CLATAACGUCCAAAACAAAGCCCTGUGAAGAACAGT ACCEETCAACGTATAR
GTGUBTCAGCGTCCTCACTGTGCTEOACCAAGACTGGCTCAATGBTAAAGA
ATACAAGTGCAAGSTGTCEAACAAGECCCTLCCTBOLCCTATCBAGAAAAC
CATCTCCAAAGCGAAGBGGCAGCLELEAGAACCCCAAETCTACACELTGE
CECCCTCGOBOOAGGAATEACCANAAACCAGG TGTEGOTTACGTGTCTT
GIGAAAGEGTTCTATCCATCAGATATCGCGGTLBAG TOGGAGTCGAALGH
CCAGCCCOAAMACAATT ACAAAACAACACCTCCGETCCTCGATTCAGATGER
AKGCTICTICTTETATICOEAMGCTGACTOTCEAT AAG TCAABGTGGEEAACK
GGEASATGTETTCTOGTGC T CAGTGATGCCALCAGGCTC TGCATAACCACTA
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TACGCAGAAATCATIGICGLTCAGULCCGETAAL

51 HC-30 24A CAAGTTCAGTTGGRTGCAATCTGGAGCCEAAGTAAAGAAGUCAGGAGCTTCA
GTCAMACGTCTCTTGTAAAGCAAGTGGATTCATGTTTAGCCGITTTGCCATG
CATTGGRTGCGECAAGCTCCCEGTCAGRRETTGRUARTGCATGGTAGTTAT
TAGCTATGACOGGCGCAAT AAGTACTACELCGAGTOTCTTAAGBGTCGGRG
TCACAATGACACGOCGACACCTCAALCAGTACACTCTATATGGAACTGTCTA
GCCTEAGATCCGAGGACACCEBLTGTGYATTATTGCGLTAGEGGGYACGAT
GTATTGACGGGTTATCCTCATTACTGGEGGCAGGGGACACTIGTAACCETC
TCTAGTGCCTLCATCAAGGGUCCATCOGTOTTCCCCOTGRCGRCCTGOTO
CAGGAGCACCTCUGAGAGCACAGLCEGUCCTGRGCTRBLUTGGTCAAGGAL
TACTTCCCOGAALCGOTGACGGTGTOGTGOAACTCAGGCECTLTGACCAD
COGCETECACACCTTCCCABCTETUCTACAGTCC TCAGBACTCTACTCCCT
CAGCAGCGTGGTGACCETGCCOTCCAGLAACTICEGUACCCAGACCTALA
CCTGCAACGTAGATCACAACTCCAGCAACACCAAGETCGACAAGACASGTT
GAGOCGTAAATGTTGTGTCBAGTGCCCALCGTECCCAGCACCALCTORTGRO
ABCGACCGETCAGTCTICCTCTT CLCTOCCANRALLCAAGGACALCCTCATGAT
CTCCCGGACCCCTGAGGTCACGTGCGTGETGRTGEACGTGAGCCACEAA
GACCCCGAGBTCCAGTTCAACT GETACGTGGACGGLGTGBAGGIGCATAA
TGCOAAGACARAGCCACGHGGAGGAGTAGTTCAACAGCACGTTCOGTGTGE
TCAGCGTCCTCACCETTCTGLACCAGGACTGECTGAACGGLAAGGAGTAC
AAGTBCAAGETCTCOAATALAGEUCTLCCAGCCCCCATLBAGAARMACTATC
TCCARSATCAAAGGOCAGLLCCBAGAALCACAGGTGTACACCOTGCCLCL
[0350] ATCCOCGGEEAGOGAGAT GACCAAGAACCAGETCAGCCTCACCTGCOYGGTCA
AAGGCTTCTACCCCAGLEACATCGCOGTBGABTGEGAGAGCAATGGELAG
CCGCAGAACAACTACAAGACCACACCTCCCATGCTGRACTCCGACGGECT
CTTCTTCCTCTACAGCAAGLTCACCETGRACAAGAGCAGOTEGCAGCAGG
GOGAACGTCTTCTCATCUTCCAGTCATGCATCAGGLTCTGCACAACCACTACA
CECAGAAGAGCCTCTCCCTGICTCLGEGT AMA

52 HC-34 248 CAAGTTCAGTTGGTGCAATCTGGAGLCCAAGTAAAGAAGCCAGGAGTTTCA
GTCAAAGTCTOTTGTAAMAGCAAGTGCATTCACGTTTAGCCGLTITGCCATE
CATTOGGTGUGGCAAGCTCCOGETCAGGCGTTCGAGTRGATEGGAGTTAT
TAGCTATCACGGCGOCAATAAGTACTACCGCCOABTCTGTTAAGGGTCGGG
TCACAATGACACGEEACACCTCAACCABTACACTCTATATGGAACTBTCTA
GCCTOAGATOCGAGGACACCOCTETGYATTATT GCGCTAGGGGETACGAT
GTATTCGACGGETTATCCTGAT TACTGGEGGCAGEGGACACTCGTAACTGTC
TCTAGTGCCTLCACCAAGGGUCCATCGETICTTCCOCCTGGCACCCTICITICC
AAGAGCACCTCTGEGEOBCACAGCGGCCCTGRECTGCCTGRTCAAGGACTA
CTTCCCCGAACCCATOBACEGTOTCGT CGEGAALTCABLCOCCCTGACCAGLS
GCGTGCACACCTTCCCEGCTGTOCTACAGTCCTEAGGBACTCTACTCCLTCA
GCAGCGIGGTGACCETCCCCTCCACGCAGCTTGGGCACCCAGACCTACATC
TGCAACGTCAATCACAAGCOCCAGCAACACCAAGGTGGACAAGARAGTTGAG
CLCAAATCTTOTGACAARALT CACACATGCCCACCGTGCCCAGCACCTOAN
CTCCTAREEGGACCGTOAGTCITCCTCTICCCCLCAAMACCCAAGRACAG
COTCATGATCTOCCCGRACCCCTGAGGICACATGCETAGICHTEGACGTGA
BCLACGAABACCCTOAGGYCAAGTTCAACTGGTACGTCGACBECETGBAG
GTGCATAATGCCAAGACAAAGCLGUGOGAGGAGTAGTACGGIAGCACGTA
COOTETOGTCAGCGTCOTCACCGTLUTGCACCAGRACT RECT GAATGGCA
AGGAGTACARGTGOAAGETCTCCAACAAMEGCOCTCCCAGCCCCOATIBAG
AAAACCATCTCCAAAGCCAAAGGGLUAGCCCCGAGAACCACAGETGTACAC
COTGCCCCLATCCCBGGARBGAGATCACCAAGAACCAGGTCAGCCTGACCT
GCECTBGTCAAAGGETTCTATCCCAGCGEACATCGUCETGEBAGTGGGAGABC
AATGGGCAGCCEEAGAACAACTACAAGACCACCGCOTCLOGTGLOTGGACTC
CEGACGGCTCCTTCTTCCTOTATAGCAAGCTCACCETGGACAAGACGLAGGTE
GUAGCAGGRGAACGTCTTCICATGLTCCETOAT BCATCAGRCTCTGCACA
ACCACTACACGCAGAAGAGCCTCICCOTEICTCCGEETARS
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57 1 HETEE 356 CARGT T CAGTTGGTECART CTBEAGTCCEARETARAGRAGCCAGEAGETTER
GTGAAGTCTCTTGTAMAGCAAGTGBATTCACGTTTAGCCGLTITECCATE
CATTGGGTECEGCAAGE TCCCEOTCAGGGGTTGCAGTGRATEEGAGTTAT
TAGCTATRACGGERGCAATAAGTACTACGCCOAGTCTRTTAAGGETIGERG
TCACAATGACACGGEACACCT CAACCAGTACACTCTATATGGAACTGTCTA
GCCTGAGATCCOAGGACACCACTETGTATTATTGLGCTAGGRGETACGAT
GTATTGACGGETTATCCTGAT TACTGGEGGECAGEGRACAC TCETACCEIC
TCTAGTECCTCGACBAAGGGGCCGTCCATATTTCCRCTTRCRCCCTCETE
GAAGTCAACTTCOGGAGGGACCOCGGCACTTGGCTGTCTTGTCAMMGATTA
CTTCCCTGAGCCAGTGACAGTCABCTRGAATTCCGETGCCCTCACBTCAG
CAGTACATACATTCCCTGOGGTATTECAGTCCTCOBOACTCTACTCOOTGT
COTCEETEGTAACGGTECCCAGCTCCAGCTTOOEGACTCAGACGTACATT
TGTAACGTGAATCACASACCAAGTAATACTAAGG T AGAT ABBARAGT AGAAL
CBAAGAGCTGCRACAAGACCCACACATGTCCTCCGTGCCCCGCACCCGAG
CTOTTGOGAGGACCCTOBOTGTTITTOTTTCCTCCCAAGCCAMGBACACS
TTCATGATTTCCCGCACTCCAGAGOTCACGTGTGTAGTCATGGACGTGICA
CATGAGBACCCCBAGETAMGTTCAATTGRTATGTEGACGEAGTCEABGT
CCATAACGCCARARCAAMGCCETCCGAAGAACAGTACGGGTCAACOTATAG
GTECGTCABCBTCCTCACTGTGCTECACCAAGACT GEETCAAT GETAAAGA
ATACAAGTGCAAGGTGT CEAACAAGGCCCTCCCTGLOCCTATCBAGAAAAC
CATCTCCAAMGCGAAGGOECAGCCELGAGAALCCCANGTCTACALGCTAC
CBCCCTCECBGEAGGAAATGACCAARACCAGGTGTCGCTTACGTGTCTT
GTGAMGGGTTCTATCCATCAGA TATCGCEETCCAG T GEBAGTCEANC GG
CCAGCCCGAAAACAATT ACAAAACAACACCTCCGGTCCTCGATTCAGATGE
ABGCTTCTTCTTGTATTCGAAGETGACCGTCGATAAG TCAAGGTGGCAATA
GOGARA TBTGTTCTCGTACTCAGTOATGCACGAGGL TCTGCATAACCACTA
,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, TACGCACRAATCATTOTCGCTCAGECCOGGTARA

5q THEES 254 CANGTTCAGTTGETECARTCTGGAGCCOALGTARAGAAGECAGGAGCTICA
GTGAAMGTCTCTTGTAAAGCAAGTGRATTCACGTTTAGCCGOTITGCCATE
CATTEGCTGLERCAAGCTCCLGOTCAGGRETTRCACTOOATGGREAGTTAT
TAGCTATGACGGGRGCAATAAGTACTACCLCGAGTCTGTIANGEGTCGGE
TCACARTGACASGGCACACCTCAMMBAGTACAGCCTATATOOAACTGTCTA
COCTLABATCCGAGGACACCECTATGTATTATTGCGCTAGECGOTACGAT
[0351] GTATTGACGGETTATCCTGATTAC T GBAGGCAGGGGACACTCETAACCGTE
TCTAGTGCCTCCATCAACGGCCCATCOGICTTCCCOCTGEUGUCCIGUTO
CAGGAGCACCTCCGAGAGCACAGLGGLCCTGGGCTGCCTRGTCAAGGAC
TACTTCCCCEAACCEOT GACGGTBTCGTBOAACTCAGGCGCTCTGACCAG
CEGCETECACACCTTCCCAGCTBTCCTACASTCCTCAGGACTCTACTCECT
CABCAGCOTGETEACCGTECCCTCCAGUAALTTCHRGLACCCAGACCTACA
CCTGCAACGTAGATCACAAGCCCAGCAACACCAAGGTGGACAAGACAGTT
GAGLGCAARTGTTOGTGTCGAGTGCCCACCGT GCCTAGCACCACCTETGGEC
AGGACCGTCAGTCTICCTCTTCCCCCCAARACTCAABGACACCCTCATGAT
CTCCCGBACCCCTGAGGTCACGTBCOTGRTRATOBACGTGAGCLACGAA
GACCCCGACGBTCOAGTTCAACTGETACGTCGEACGGULTGRAGGTGLATAA
TGCCAAGACAAAGCCACGBGAGEACCAGTTCAACAGCACSTTCOETET6BE
TCAGCGETCCTCACCOTTRTGCACTAGGACTGECTGAACGGCAAGGAGTAC
AAGTGCAAGGTCTCCAACALAGGCCTLCCAGCCOUCATE GAGAAAACCATC
TCCAAMACCAAAGGGCAGCCULBAGAACCACAGG TBTACACCCTBLCCEC
ATCCCEERAGGAGAT GACCAAGAACCAGETCAGLCTGACLTGECOTGETCA
AAGGCTTCTACCCCAGCEACATCGCCOTEOAGTGERAGAGTAATEGECAG
COGEAGAACAACTACAAGACCACACCTCOUAT GUTGEACTCCGACGGCTTE
CTTCTTCCTCTACAGCAAGT TCACCETGGACAAGAGCAGGTGGCAGCAGG
GGAACGTCTTCTCATGLTCCOTGATGUATGAGGL TCTGCACAACCACTACA

BCAGAAGAGCCTCITCCTGILTCCGEGT AR
55 | HC-34 288 CAAGTTCAGTTGOTCCAATCTOBAGCCCARCTARAGAAGCEAGEAGCTTCA
GTGAAAGTCTCTTOTAAAGCAACTGGATTCACGTTTAGCCGCTITACCATR
CATTGGETECGECARGC T COLGGTCAGGRGTTEGAGTGGATGGGAGTTAT
TAGCTATGACGGEGGCAATAAGTACTACGCCGAGTCTRTTAAGGGTLGRG
TCACAAT GACACGGBACACC TCAAMGAGT ACABCCTATATGGAACTGTCTA
GCCTGAGATCCBAGGACACCGCTETGTATTATTGLGCTAGGRGETACGAT
GTATTGACGGGTTATCCT GATTACTGGEGGCAGGGGACACTUGTALCCGTE
TCTAGTGCCTCCACCAAGGRCCCATCAETCTTCCCCCTGGCACCCTCCTCE
AAGAGCACCTCTGEGGGCACAGCGGCCCT GEECTGCCTEGTCAAGGACTA
CTTCCCCOAACCEGTBACGGTGT COTGRAACTCAGBLBCCCTGACCAGES
GCGTBLACACCT TCCCEGCTETCCTACABTCCTCAGGACTCTACTECCTUA
GOAGCOTGGTGACCETECOCTCCAGTAGCT TGGACACCCAGACTTACATC
TGCARCG T GART CACAAGCCCAGTAACACCAMGE TGBACAAGAMGT TGAG
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SCCALATCTTGT GACAAAACTCACACATGUCCACCGTGCLCAGCACCTGAA
CICCTGGEGGEEACCETCAGTCTTCCTCYI CCCCCCAAMUCCAMGGALAL
COTCATGATCTCCOCGEACCCCTGAGGTCACATGOGTGGTGETEGACGETGA
GCCACDGAAGACCCTGAGGTCAAGTTCAACT GOTACOTRRACGLGLETGGAG
GTECATAATGCCAAGACAAAGLOGCORGAGHAGUACTACGECAGCACTTA
CCOTOGTGGTCAGCOGTCCTCACCOGTCCTECACCAGGACTGRCTGAATGGOA
AGGABTACAAGTECAAGE TCTCCAACAAAGCCCT CCCAGCCCCCATCEAL
AAMACCATCTCCAAAGCCAAAGBECARCCCCGACAACCACABGTGTACAT
COTECCCCCATCCCRGGAGCAGATCACCAAGACCAGETCAGLCTGACCT
GCCTGGTCAAAGCCTTCTATCGCCAGLCACATCOCCETCGAGTOGOACGAGC
AATGGGCAGCCERAGAACAACTACAAGALCACGCCTCOLGTGLT GGACTC
CGACGGLTCCTTCYTCCTCTATAGCAAGUT CACCOGTGGACAAGAGLAGGTG
GUAGCAGGGGAACGTCTTCICATGCTCCOTGATGCATGAGGLTCTGCACA
ACCACTACACGCAGAAGAGCCTCTCCCTOTCTCCEEGTAAA

56 HC-25 250 CAACGTICAGTTGSTCCAATCTGOAGCLCAAGTAAAGAAG CCAGGAGCTTCA
GIGARACTCICTTGTAAAGCAAGTGGATTCACGTTTAGCCGCTITGUCATG
CATTEGCTEOGEBCAAGCTCCCCEGTCAGEGGTTGGAGTEGATGGGAGTTAT
TAGCTATGACGGECGCAATAAGTACTACGECGAGTETGTTAAGGGT CGGG
TCACAATGACACEGOGACACCTCAAAGACTACAGCCTATATBGAACTETCTA
GCOTRAGATCCGAGGACACCOUTCTGTATTATTGCECTAGCOCGTACGAT
GTATTCACGOGOTTATCCTGATTACTGGEGEOCAGEGBACACTCGETAACCGTTD
TCYAGTGCCTLCGACGAAGGOGCCOTLCETATTTCCECTTGLGCCCYCGTE
GAAGTCAACTTCGGGAGGGACCGCEGCACTTGGCTGTCTTGTCAAAGATTA
CTTCCCTOAGCCAGTOACAGTCAGCTGGAATTCCGETGLCCTCACGTCAG
GAGTACATACATTCCCTBCGATATICGCAGTCOTCCGRASTCTACTOCLYGT
CRTCGOETECOTAACCOTROCCAGCTCCAGCTTCCGRACCLAGACGTACATT
TGTAACGT GAATCACAAACCAAGCAATACTAAGGTAGATAACAAAGTAGAAD
CEAAGAGCTGCEACAAGACCCACACATETCCTCCOTECLCCECACCCBAG
CIGTIGGGAGGACCCTCGGTGTTITTTGTTITCOCTCCCAAGCCAAAGGACACG
TIGATEATITCQOGCACTCCAGAGGTCACCTOTGTAGTCCTOGCACETGTCA
CATOAGCACCCCGAGOTAMOETTCAATTGOTATGTGEACGEAGTCEAGET
CCATAACGCCAAAACAAAGTCOTECOAACGAACAGTACCESTCAACGTATAG
GTGCGTCAGCGTCCTCACTGTGCTECACCAAGACTEGCTCAATESGTAAALA
[0352] ATACAAGTECAAGGTGICEAACAAGRLCCTCCOTGLOCCTATCGAGALANG
CATCTCCAAACCGAAGGGEECAGCCOCBAGAACCCCAAGTCTACACGLTGO
CECCCTCOCOCGAGCAAATEACCALAAACCAGGTOTCGCTTACCTGTCTT
GTGAAAGGGETTCTATCCATCAGATATCCGLGGTCGAGTGLGAGTCAALACGEE
CCAGCCCOAMAACAATT ACAAPACAACACCTCCGGTCCTCGAT TCAGATOEG
AAGCTICTTCTTGTATTCGAAGLTGACCETCGATAAGTCAAGGETCGCAACA
GEEALATGTETTCTCGTGCTCAGTGATGCACCGAGGCTLTELCATAACCALTA
TACGCAGAAATCATTGICGCTCAGCCCCGGTAMA

57 HC-36 0GR, ZTA CAAGTTICACTTGOTCRAGTCTCEAGCCCAAGTAGTARAGCCAGGAGCTTCA
GTGAAAGTCTCTTOTAAAGCAAGTGEATTCALGTTIAGCCGUTITGCCATG
CATTGGEETCOCGGUAAGLTCCLOGTCAGELETTORAGTGGATEGLAGTTAT
TAGCTATGACGGBGGCAATAAGTACTACCCCGAGTCTETTAARGETCGER
TCACAATCACACGOGACACCTCAACCAGTACACTCTATATGOAACTGTOTA
BCCTBAGATCCGAGGACACCECTRTGTATTATIGCGCTAGGGGETACGAT
GTATTGACGGGTTATCCTGATTACYGGEGGCABGGGACACTIGTAACCEIC
TCTAGTGCCTCCACCAACGGCCCATCOGGTCTTCCCCCTGOLGCCCTGCTC
CAGGAGCACCTCCGAGAGCACAGUEGLLCTGGGCTBLUTGGTCAAGEAL
TACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCTCTGACCAG
COGCETECACACCTTCOCAGUTGTOUTACAGTCCTCAGGACTCTACTCCCT
CAGCAGCOTGET GACCETCLCCTCCAGLAACTTCOGUACCCAGACCTALA
COTQCAACGTAGATCACAAGLCCAGOAACACCAAGETGGACAAGACAGTT
GAGCGCAAATCTTGTOTCGACGTGCCCACCCGTOCCLAGCACCACCTGTGED
ACCACCGTCAGTCTICCTCTTCCCCCCAAAARCLCAACGCACACCCTCATGAT
CHOCCBGACCCCTRAGGTCACGTGCATORETGRTGRALGTGAGUCALGASA
GACCCCOAGETCCAGTICAACTGRTACEBTGGACGGUGTGOAGOTGLATAA
TGCOAACACALAGCCACGOCAGOAGCACTTCAACAGCACGTTCLGTETGE
TCAGCGTCCTCACCGTTETGCACCAGGACTGGCTGAACGGCAAGGAGTAC
AAGTGCAAGGTCTCCAACAAAGGCCTCCCAGCCCUCATOGAGAAAACTATC
TCCAAAACCALAREGCAGLLCLBAGAACCACAGGTETACACCCTECCCCC
ATCCCGEGRAGGACATEACCAAGAACCAGETCAGCCTCACCTGCCTERETCA
AACGGCTTCTACCCCAGCEACATCECCGTOCABTGEGAGAGCAATCGEEAL
CSCGGAGAACAACTACAAGACCACACCTCCCATGCTGBACTCLGACGELTC
CYTCTTCCTCTACAGUAAGCTCACCETOOACAAGAGCAGETEGLAGTAGG
SEAACGTCTTCTCATCCTCOGTCATGOATGAGGLTC TGUACAACCACTACA
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CECAGRABAGLCTCTCCCTGICTCOGEETALA

58 ME-37 <83, 278 CAAGTTCAGTTGGTGGAGTCTEOABCCEAAGTAGTAAAGLCAGGAGCTTIA
GTCARAGTCTLTTGTAAAGCAAGTCGATTCACGTTTAGCCGCTYTGCCATG
CATTOGCTCGCCCCAAGCTCLCCCOTCAGBGATTOCARTGGATEEBAGTTAT
TAGCTATGACGOCGACAATAACGTACTACGCCGAGTOTETITAAGGGTCGRG
TCACAATGACACGGGACACCTCAACCAGTACACTUTATATGEAACTGYCTA
BUCTEAGATCCGAGHACACCEUTGTGTATTATIGCGCTAGREGETACGAT
GTATTGACGCEGTIATCCTGATTACTGGGGGECAGGGGACACTLGTAACLGTC
TCTAGTGCCTCCACCAAGGGULCATCGETCTTCCLCCTGOCACCCTOCTRO
AAGAGCACCTCTGEEGGCACAGCGGCCCTGREUTECCTGGTUAAGGALTA
CITCCCCGAACCRGTEBACGGTGTCGTGGAACTCARGCGCCCTGACCAGCE
GOGYSCACACCTICCCAGCTSTOCTACAGTCCTCAGCACTCTACTOCCTCA
GCAGCETOGTGACCETELCCTCCAGLAGCT TGGGCACCCAGACCIALATC
TGCAACGTCAATCACAAGUCCAGCAACACCAAGGTGGACAAGAAAGTTGAG
CCCAMATCTTIGTOACAALACTCACACATGCCCATCGTGCCCAGCACCTGAA
CICCTGREGGGACCETCAGTCYTCCTCYT CCCOCCAAAACCCANGEATAL
CCTCAYGATCTCCUBGACCCCTGAGGTCACAT GLGTGOYEHTGGACETGA
GCCACGAAGACCLTCAGGTCAAGTTCAACT CETALETGGACGGUGTELAG
STCCATAATGCCAAGACAAGCCGCGEGAGGAGCAGTACGELAGCACETA
CCCTETEGTCAGCGTCCTCACCGTOCTCCACCAGCACTGGCTCGAATGETA
AGCAGTACAACTCCAAGLTCTCCAACARAGCCCTCCCAGUCCOCATOGAG
AAAACCATCTCCAMMGCCAAGOGCAGLCCCCAGAACCATAGETOTACAL
[0353] CETCCCCCEATCCOCCGEACCAGAT CALCAACAACCAGCTCAGCLTEACLT
GCCTEGTCAAAGGCTTCTATCCCAGLCACATCGCCETEOAGTGGCAGALGT
AATGGECAGCCGRAGAACAACTACAAGACCACGCCTCCOGTELTGGACTC
COACGGOTCCTTCTTCCTOTATAGCAAGCTCACCETGGACAAGAGCAGGTG
GCAGCAGGOGAACGTCTTCTCATOCTCCOTGAT GCATRACGGLTCTGCACA
ACCACTACACGCAGAAGAGCCTCTCCCTEICTCCEGETAAL
59 HC-28 26C, 27C CAACTTCAGTTGGETCGAGTCTGGAGCCGAAGTAGT AAAGCCAGGAGLTTCA
GTCAALCTCTCOTTGTARACCAACTCCATTCACGTTTACCCOLTTITGCCATE
CATTGGETCLOECAAGETCOCOGGTCAGGCOTTGCACTGGATREGGAGTTAT
TAGCTATCACGOGGOCAATAAGTACTACCCCOAGTCTGTT ALGOOTLGES
TCACAATCACACGEGACACCTCAACCAGTACACTOUTATATGEAACTGTUTA,
GCCTEAGATCCGAGGACACCOCTETGTATTATIGCOCTAGGOOGTACGAT
CTATTGACCGGGTTATCCTGATTACTGGEGGCAGEGEACACTIGTAACCETE
TCTAGTECCTCGACGAAGGGECCETCCGTATTT CCBCTTGLECCCTCGTE
GAARTCAACTTCOGGACCGGACCOOGOCACTTIGGCTOTCTIGTCAAAGATTA
CITCCOTCAGCCAGTGACAGTCAGCYGGAATTCCGETCOOCTCACET CAR
GAGTACATACATTCCCYGLGGTATTGCAGTCCTROCGGACTUTACTOCOTGT
CETCOGTGOTAACEGTGCCCAGUTCCAGCTTGGECACCCACACGTACATT
TOTAACGTCAATCACAAACCAAGCAATALTAAGETAGAT AAGALAGTAGAAL
LOAAGAGCTGCAACAAGACCCACACATGTCUTCCBTBOCCCEOACCTHAG
CIGTTGGGAGGACCCTLGOTGTITTTGT T TCCTCCCAAGCCAAAGGACACE
TTGATCGATITCCGCGCACTCCAGAGG ICACGTGTETABTCEGTOOACETGTCA
CATOAGGACCCCOABBTAAAGTICAATTGETATGTGEACGCAGTCGAGGT
CCATAACGCCAAMACAAAGCCETGCGAAGAATAGTACEESTCAALGTATAG
GTGCGETCAGCETCLTCACTOTEUTGCACCAABACTROOCTCAATGGTAAARA
ATACAAGTGCAAGGTGTCEAACAAGRCLCT CCLTRUCOCCTATCGAGAAMAC
CAYCICCAAAGCGAAGGEECAGCUGTLAGAACCCCAALTCTACACECTEC
COCCCTCBCGECAGGAMMTGACCAAAAACCAGGTGT COCTYACGTHSTCYT
GIGAAAGOGTTCTATCCATCAGATATCGLGGTCEGAGTBOGAGRTCGAACGE
CLAGCCCOAALALAATTACAAAACAACACCTCCGETCCTCGATTCAGATGE
AAGCTTCTTCTTOTATTICOAAGUTOACCGTCRATAAGTUAAGGTEGUAATA
GGGARATETETTCICGTGCT CAGTGATGCACGAGGCTCTRUATAALCALTA
TACGCACAAATCATTGTCGCTCAGTCCCHETAAA
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60

Z8A 28A

CAGGTOCAGCTGGTGCAGTCTEGOGGACGCETEGTCCAGLCTGGEAGGT
CLCTGCGACTCTCCTGTECAGCCTCYGGATTCACCTTCAGTCGCTATGCTA
TGCACTGGGTCCGCCAGGLTTCAGGCAAGGGGCTGGAGTGGGTGGECAGT
TATATCATATGATGGAAGTAATAAATACTATGCAGACTCCOTHAAGAGLOTGA
TYCACCATCTCCAGAGACAATTCCAAGAACACCCTETATCTECTAATGAGTA
CCCTOABGACGCTBAGCACACCGCCTOTETYTTTACTGTCCOAGAGEATACHAT
ATTITGACTGGTTACCCCGACTACTEGGECCAGECAALCCYGGTCACCGTC
TCCTCAGCTAGCACCAAGGGCCCATCGETCTTCCCOOTEECGLLLTRCTC
CAGGAGCACCTCCCGAGAGCACAGCGGCCCTGGECTCCCTGORTCAAGGAL
TACTTCCCCRAACCOGOTGACGETGTCETCGAACTCARDLRTTCTGACCAL
CEGCETGCACACCTTCCOCAGCTATCCTACAGTCCTCAGBACTCTACTCCOT
CAGCAGCGTGETEACCATGLCCTCCAGCAALTTCOGCACCCAGACCTACA
COTECAACGTAGATCACAACCCCAGCAACACCAAGGTGGACAAGACAGTT
GAGCGCAAATGTTGTGTCGAGTGCCCACCGTGCCLAGCACCACCTETGEC
AGGACCGTCAGTCTTCCTCTTCCCCOCAAAACCCAAGEACACCOTCATGAT
CTCCCEOACCCOUTCAGOTCACOTGCATOOTCEET GEACGTCAGCCATGAA
GACCCCGAGGTLCAGTTCAACTGGTACGTGUACGECETGEAGETGCATAA
TGCCAAGACAAAGCCACGEGAGEAGCAGTTCAACACCACGT ICLECTETGE
TCAGCETCCTCACCGYTCTGCACCAGGACTGECT GAACGGLAAGGAGTAC
AAGTGCAAGETCTCCAACASAGELCTCOCAGCCCCCATCGAGAAAATCATC
TCCAAAALCAAAGEETAGCCCCAABAACCACACGETGTACACTCTGCCCOT
ATCCCUBGAGCAGAT GACCAAGAACCAQGICAGCCTBACCTBCCTAGTCA
AAGGCTTCTACCCOAGCGACATCGUCGTGBAGTGBGAGAGCAATEEECAG
CCGGAGAACAACTACAAGACCACACCTCCCATGCTGCACTCCGACGRATC
CTTCTTCCTCTACAGCAAGUTCACCOTGCACAAGACCAGGTOGCAGTAGE:
GEAACCTCTTCTCATCOTCCOTRATGCATCAGGCTCTOCACAACCACTACA
COCABAAGAGCCTCTLLCTETCTICCGLGTAAS

61

M40

#8383, 29B

CAGGTGCAGCTEETGEAGTCTGGEGHAGCCECTGETCLAGCCTGLOAGTT
COCTEOGACTLTCCTETGCAGCLTCTEGATTCACCTTCAGTCGCTATGCCA
TOCACTCGCOTCCGCCAGGCTTCACCCAACGGECTECAGTGCCTGOCAGT
TATATCATATGATGGAAGTAATAAATACTATGCAGACTCCGTOAAGGBCOGA
TTCACCATCTCCAGAGACAATTCCAAGAACACCCTBTATCTGOTAATGEAGCA
GCCTEAGAGCY GAGGACALGBCTEICTITTACT CTGUGAGAGGATACGATY
ATTTTGACTGGTTACCCCGACTACTGGGGCCAGEGAACCCTLGTCALOETC
TCCTCAGCCTCCACCAAGGGCCCATCGETCTTCCCLLTGGCACCCTOLTC
CAAGAGCACCTCTGGCGCCACACCOCECCCTGOGOTGCCTCGTCAAGGAC
TACTTCCCCGAACCEETOACLGTETCOGTEGAACTCAGGCGCCCTGACCAL
COCCCTEGCACACCTICCCGGCTGTCCTACAGTCCTCAGEACTCTACTCCIT
CAGCAGCETGETGACCETGLCCTCCAGCAGTTTEEGCACCCAGATCTACA
TCTGCAACGTGAATCACAAGCCCAGCAACACCAAGGTGCACAAGAAAGTTG
AGCCCAAATCTTGTGACAASMACTCACACATRCCCACCOGTGLCCCAGCACCTG
ASCTCCTEEREGEGEACCETCAGTCTTCCTCTTCCCCOLAAAMACCCAAGGACA
CCLTCATGATCTCCCEGGACCCCTRAGRTCACATOLETGETGRTGRACETG
AGCCACGAAGACCCTCARGTCAAGTTCAACTESTACGTEGACGECETCGA
COTGLATAATGLCAAGACAAAGCUGUGGGAGCAGTAGT ALGECAGCACGET
ACCGTGTGGTCACCETCCTCACCGTCCTGCACCAGRALTGGITGAATGGE
ALGGAGTACAAGTGCAAGGTCTCCAACALAGCOCTCCCAGCCCCCATOGA
GAAAACCATCTCCAAMGCCAMMGCGCAGCCCCEBACAACCACAGGTETACA
CCCTELCCCOATCCCGGRAGEAGATEACCAAGAACCAGGETCAGLCTGACT
TGCCTGGTCAAAGECTTCTATCCCAGCGACATCGCCGTEGAGTGGRAGAG
CANTGGECAGCCGGAGAACAACTACAAGACCACGLCTCCCGTGCTGGALY
CCCGACGGCTCOTTCITCCTCTATAGCAACCTCACCCTEGLACAAGACCAGGT
GGCAGCAGRGGAACGTCTITCTCATGCTLCGTCATGCATGAGGCTLTGCAT
AACCACTACALDGOAGAAGABLCTCTCCCTGTUICCRRE T AR

62

HC-41

5]
[+5]
;

[
[+]
0

CAGGTCCAGCTGGTGEAGTCTEGEGGACGLETEETCCAGOLTGGGAGGT
CCCTGOCGACTCTCCTGTECAGCCTCTGCATTCACCTTCAGTCGCTATGOCA
TGCACTGGGTCCGCCAGGCTTCAGGCAAGGGGCTEGAGTBRGTEBCAGT
TATATCATATGATGGAAGTAATAAATACTATGCAGACTCCGTRAAGGRCTGA
THCACCATCTCCAGAGACAATTCCALAGAACACCCYETATCTECTAATGAGCA
GUCTBAGAGUYGAGGACACGGCTGTETITIACYTGTGCGABAGGEATACGAT
ATTITGACTGGTTACCCCGALTACTEGGGEUCAGERAALCOTGGTCACCGTC
TCCTCAGCCTCGACGAAGEEGCLETCCATATTICCGCTTECGLCCTCGTC
GAAGTCAACTTCGGGAGECACCGCERCACTIGRLTGTCTTGTCAMAGATTA
CTICCOTGAGCCAGTOACAGTCAGCTSOAATTCCOGETCCCCTCACGTCAG
CAGTACATACATTCCCTGCGETATIGCAGTCCTCCGEACTCTACTCCCTET
COTCEOTGGTAACCOTGCCCAGCTCCAGCTTGGEEBAGCTCAGACGTACATT
TGTAACGTGAATCACAAACCAAGCAATACTAAGETAGATAAGAAAGTAGAAC
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A GG T C AT ARG A ACAC AT BT EE T CEEI BB ECECANENAG
CTGTYGEEAGGACCCTCEGIGTTTTTGTT TCCTOCCAAGLUABAGBACACS
TTEATCATTTCECBCACTCCAGAGGTCACGTGTGTAGTCETGCACGTSTCA
CATGAGGACCCCGAGRTAAAGTTCAATTGOTATGTEGACGRAGTCRARGT
COATAACGECAAAACAAAGLLET GCHAAGAACAGTACGUG TCARCGTATAG
CIGCGTCAGCGTCCTCACTGYTGLUTRCACCAAGACTRGCTCANTGGTAAAGA
ATACAAGTGOAAGET GTCBAACAABRBLOCTCCUTGCCCUTATCHAGAABAC
CATCTCCAALRCBAAGGGGCAGCCBCGARAACCCCAAGTCTACACBCTEC
COCCCTCGCAGGAGGANATEACCAAMACCAGGTGTCOCTTACGTGTCTT
CTGAAAGGGTTCTATCUATCAGATATCGCEETCRAGTGGOAGTCGAACEG
COAGTUCGAAAACAATTACAARACAACACCTOCGE TCCTOGAT TCABATGER
AAGCTICTICTTGTATICGAAGS TGACCOTCEATAAG TCALGE TEGCALCA
IBCAAATGTOTTCTCGTGLTCAGTGATGCACCAGGL TCTGCATAALCACTA
TACGCAGAAATCATTGTCGCTCAGCCCCBGTAAA
63 HC-42 S0A CAGGTTCAGLTGG TGLAGTC T GGAGCTGAGG T CAAGAAGLCT GGGELETL
AGTGAAGGTCTCCTGLAAGGU T TCTEETTACACCT T YACCAGCTATGGT AT
CABCTGGGTGCBACAGECCCCTERACAAGGBCTTGAGTGEATGGCATEG
ATIAACGCTTACAATGGT CACACASACTATGCACAGACET TCLAGGECAGA
GTCACCATGACCACAGACACATCCACGAGCACAGCCTACATGGAGCTRAG
GAGCCTGAGATCTOACGACACGBCCOTGTATTACTETACOAGGGAACTGG
AACTACGCICTTTCTATIACTICGGTATGGACG TR TREGGCCAAGBBACCA
CEGTCCCCETCTCTAGTGCCTCCACUAABGGCCCATCEGGTCTTCCCCCTG
GCBCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCEGCCCTGGGCTEEC
TEGTCAAGGACTACTTCCCCRAACCEGTGACGGTOTCOTGGAACTCAGGC
GCTCTEACCAGCGELETGCACACCTICCCAGETGTCCTACAGTCCTCAGS
ACTCTACTCCCTCAGCAGCGTGGTOACCGTGCCOTCCARCAACTTILGEOA
CCCABACCTACALCTGUAACGTABATCACAAGLCCAGCARCAL CAAGGTE
GACAACACAG TTCAGCECAAATG I TETATCCAGT GCOCACCETELECAGE
ACCACCTGTGGOAGGACCOTCAGTCTTOCTCTTOCCCCCARAACCCAAGGA
CACCCTCATGATLCTCCCGRACCCCTGAGCTCACCTRCOTCGTOOTERALG
TGACCCACGAAGACECCEAGETCCAGT TCAACTOOTACGTBBACGECETE
CAGETGOATAATGOCAACACARMAGCCACCEEACGAGCAGTTCAACAGCAL
GTTCCOTOIGATCAGCGTCCTCACCGITGTGUACCABGACTGGCTEAALG
[0355] GOAAGGAGTACAAGTGOAAGATCTCOAACAAAGBCCTCCCAGLCOTCCATS
GAGAAAACCATCTCCAAAACCAAAGOGCAGCCCCGAGAACCACAGGTGTA
CACCCTBLOCOCATCCCGGEAGGAGATGACTALTAACCAGOTCAGCLTGA
COTOOLTGETCAAMGBCTTE TACCCCABTOACATCECCETEOADTGEBAG
ADCAATGAGCAGCCAGACAACAALTACAAGACCACACCTOOCATEOTGGA
CTCOBACGGOTCOTTOTTCCTCTACAGCAAGCTCACCO T BBACAABAGCAG
GTGGCAGCAGGGGAACGTCTTCTCATGCTCCETGATGCATGAGGCTCTAE
ACAACCACTATACGCAGAAGAGCCTCTLLETATCTLCOOUGTAAR
64 HC43 HiA CAGGTTCAGLTGGTOCAGTCTGEAGCTGAAGT CAAGAAGCCTGBGECTTE
AGTGAAGGTCTCCTOCAAGGCTICTEETTACACCTTTACCAGCTATGETAT
CAGCTEGGTGOGACAGGCCOCTOGACAAGGEOTTEAGTGEATBECATGG
ATCAACGCTTACAATGGTCACACAAACTATGCACAGACETTCCAGGGCAGA
GTOACCATOACCACAGACACATCCACGAGCACAGCCTACATGGALCTGAG
CAGCCTGAGATCTGACGACACGGCCGTGTATTACTETGLGAGGGAALTHE
AACTACGCTCCTTCTATTACTICGBTATGGACG TCTCBGECCAMGEEBACTA
CEBTCACCATCTCTAGTGCCTCCACCAAGGGCCCATLERTCTTCOOCOTS
GUGCCCTECTCUAGGAGCALTTCCBAGAGCACAGCGELCCTEBECTGEC
TEATCAAGGACTACTTCCCOAAACCOGTGACGGTGTCGTGGAACTCAGGE
GCTCTEACCARCRRCETGUACACCTTCCCAGCTRTCCTACAGTCOTLAGS
ACTCTACTCOCTCAGCAGCGIGETCACCGTRCCUTCCABCAACTTCGECA
CCCABACCTACACT TGCAACGTABATCACAAGLCCAGCAACALCAAGRIR
GACAAGACAGTTCAGCGCAAATGTTETGTCEAGTECCCACCGTELCCAGT
ACCACCTOTGECAGGACCGTCASTCTTCCTCTTCCOUCCAAMACCTAAGGA
CACCCTCATOATLTCCCBGACLCCTBAGETCACETGCGIBGTGETRGALG
TGAGCCACGAAGACCOCRAGGTCCAGT TLAACTGGTACGTARACGROGTG
A TGUATAATGUCAAGACASMACCCACCGEASGAGLARTTCAACAGUAL
GTTCCGTGIGGTCAGCGTCCTCACCGTTGTGUACCAGGACTEGCTGAATE
CUAAGGAGTACAAGTBUAAGGTCTCCAACARAGGCCTCCCAGLLCCTATC
GAGAAAACCATCTCCAAAACCAAAGGGCABCLTCGAGAATCACABETGTA
CACCOTGCOCCOATCCCEGHAGCAGATGAGCAAGAACCAGETCAGCSTGA
COTRCCTEOTCAMGELTTCTACCOLAGCGACATCGCCOTEGAGTGOGAG
AGCAATGGOCAGCCGGAGAACAACTACAGACCACACCTCCCATECTEGA
CTCCCACGECTCCTTCTTCCTCTACAGCAAGCTCACCOT GOACAAGAGCAG
GTBBLACCAGGGGAALGTCTTCTCATGCTCCETOAT GCATGAGGCTCTGE
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ACAACCACYACACGCAGAAGAGCCTCTULOTOTCTOCGEG Y AAL

65 MC-44 324 CAGGTTCAGCTGETGUACGTUTSGAGLTGAGGTEAAGRGTETEOGGUCTC
TITCAAGGTCTCLCTGCAAGGCTTCTCCTTACATTITTACCCGCTATGGTETC
ACGCTCGGTOCEACABCCCCCTCGACAAGGGCTTCACTGOATGRCATGGAT
TACTACTTACAATEGTAMCACAAACTATOGCACAGAAGCTCOCAGGGCAGAGT
CACCATGACCATAGACACATCCACGAGCACAGCCTACATGGAACTGABAAG
CUTCAGATCTCACGACACGGLOGTETATTACYGTGCCAGALGAGTGLGEET
ATAGTGGGEGGCTACTCETITGACAACTGEGGCCAGEGAACCCTEGTCALC
GTCTCTARTGOCTCCALCAAGGGCCOCATCOGTCTTCCCCOTEGOGCOCTG
CTCCAGGAGCACCTCCEAGAGCACAGCGECCCTGGRELTACCTEETCAAG
GACTACTTCCCCOAACCAGTOACGOTATCOTARAAKCTOAGGLCGCTCTOAC
CAGCGECETECACAGLTTCCCAGLTGTCCTACAGTCCTCACGACTCTACTC
COTCAGCACGLBTIGGETGACCGETGCLUTCCAGCAACTICEGECACCCAGACCY
ACACCTGCAACCTAGATCACAAGLCCAGCAALACCALGETEEACAAGACA
GITGAGCGCAAATCTTEGTGTCGAGTGLCCACCOTGCCCAGLACCACCTGT
BOGCAGCACCOTCACGTCTTCCTCTTCCCCCOAAMACCCAAGEACACCUTCAT
GATCTCCCGGACCCCTGAGGTCACGTCLGIGGTORTGEGACGTEAGCCACG
AAGACCCCGAGGTCCAGTTCAACTGGTACGTGGACGGCGY GGAGETGCAT
ARTBCCAAGACAAAGCCACBGGAGCAGCAGTTCAACABLACGTYCCGTGY
GHETCAGCGTCCTCACCETTGTGCACCAGGACTGGCTCAACGGCAAGGAGT
ACAAGTGCAAGETCTCCAACARAGGLCTOCCAGCCCCOATORAGAARACTA
TCTCCAMAACCAAAGGGECACCCCUBAGAACCACARGTRTACACCCTGCCT
[0356] CLATCCCGROAGEACGAT GACCAAGAACCAGCGTCAGCOTGACCTGLCTLOT
CAAAGGCTTICTACOCCAGCGACATCGLLETGCAGT GEOAGAGCAATGGGT
ACCCGEACGAACAACTACAAGACCACACCTCLCATCLTRGACTCOGACEGT
TCCTTCTTCCTOCTACAGCAAGUTCACCOTGGACAAGAGCAGETGGCAGCAG
GHEAACGTCTTCTCATGLIDCETCGATGCATGAGGCTOTGLACAATCACTAC
ACGCAGAAGAGCCTCICCCTGTCICCGRETAAL

@66 HC-45 d3A CAGGHTCACCT GG TGCAGTCTGRAGUTGAGGIGAAGAABTITEEGELLTC
TITGALGETOTCCTCCAAGGUTTOTGETTACATTITTACCCGCTATEETETC
AGCTGGOTEREACAGGCCCCTGEACAAGGGCTTCAGTGGATGGOATGEAT
CACCACTTACAATGETAATACAAACT AT CLACAGAAGCTCCAGGGUAGALT
CACCATGACCACAGACACATCCACCGAGCACACGCCTACATGLAATTCGAGGA
GCCTCACGATCTBACGACACGECLETETATTACTCTOUCGAGAAGAGTGCEO
TACAGTGHGEGCTACTCGTTT GACAACTGEGGUCABGGAACCCYBETCAC
CETCTCTAGTGCCTCCACCAAGGGLCCATOGGTCTTICCCRCTGECELCCT
GCTOOAGGAGCACCTCCGAGAGCACAGLGGCCOCTGLGCTGCCTEETCAA
GGACTACTICCCCGAACTGETCACGETGTCETCCAACTCAGECECTCTGA
CCABUBECETECACACCTTCCCAGCTOYCCYACABTCCYCAGOACTCTACY
CLCTCAGCAGCOTEGTGACCETGCCCTCCAGCAACTTCGGCATTCAGACT
TACACUTGCAACGTAGATCACAAGLCCAGUAACACCAAGETGOACAALACE
CITGACGCEUAAATGTTETGTOCGAGTGRLCACCGTGULCAGUACCACCTRT
CGCAGRACCGTCAGTCTTLCTCTTCCOCCCAARACC CAAGEACACCCTCOAT
GATCTCCOGRACCCCYGAGGTCACGTGLGTGGTGRTGEACGTBGAGCCATG
AACGACCLCGAGGTCCAGTTCAACTEOTACGTGGACGGECGTGOAGGETGCAT
AATGCCAAGACAAAGCUACGGGAGGAGCAGTTCAACAGCACGTICCETGY
GOTCAGCGTCCTCACCATTOTECACCAGRACTGGCTGALCGGLAAGGAGT
ACAAGTGCAAGETCT COAACARAGGCCTCCCAGTCCCCATCLAGAAAACTA
TCICCAAMACCAALGGGCAGCCLCHAGAACCACACGTETACACCCTGLOC
COATCCCGEGAGEAGAT GACTAAGAACCAGG TCAGCLT GACCY GCCTGGY
CAMGGCTTCTACCLCAGCGACATLOCCGT GEAGTGEBAGAGEAATEGEE
AGCCGCAGAACAACTACAAGACCACACCTCOCATGLTGGACTCLCGAC GGE
TCCTTCTTCCTCTACAGCAAGCTCACCOTGOACAAGAGCAGETGECAGCAG
GOGAACCTCTTCTCATGCICCGTCATBCATSAGCLTUTGUACAACCACTAL
ACGCAGAAGAGCLTCICCCTGTCTCCGOETAAL
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67 HC-48 344 CAGGTTCARBUTGETGCAGTCTGRAGCT CARETGAAEAAGT U TCGGELCTL
TYTGAAGGTCTCCTGUAAGGCTTCTGETTACATTITTACCCGUTATGETETC
AGCTCGGTGCCACAGGCCCCTGGACAAGGECTTGAGTGGATGGGATCGCAT
CACCACTTACAATGOTAATACAAACTATCGCATAGARACTCCAGGRCAGATT
CACCATOACCACAGACACATCCACCAACACAGCCTACAT GCAACT GAGGAG
CCTCAGATCTCACGACACGOGLCGTETATTACTGTGCCAGAAGACTGLEHT
ATAGTGGEGGECTALTCETTTCACAACLT GRGEGCCAGGGAACCCTEGTOACC
GTCTCTAGTGCCTCCALCAACGGGRCCCATCGRTCTTCCCCCTGECGCCCTS
CTCCAGGAGCALCTOCOAGAGCACAGCORCCCTGOGLTOUCTCEGTTAALG
CACTACTTCCCCCAACCGOTCACDOTETCOTGREAACTCAGGCGCTCTGAL
CAGCOGGUGTELACACCTTCCCAGCTIGTCCTACAGTCOCTCAGOGACTCTACTG
COTCAGCAGLETEGTOACCATGCCCT CCAGCAACTICGGUACCCAGACCT
ACACCTGUAACGTAGATCACAAGCUCAGCAATACCAAGGIGGACAAGACA
GTTGAGCGCAAATGTTGTGTCBAGTECCCACCGTGCCCAGCACCACCTET
GECABCACCGTCAGTCTTOCICTTCCLCCCAAAACCCAAGCACACCOTOAY
GATCTCOCEOACCCCTRBAGGTCACGTCCGTOOTGRTCCACDTCGAGCCALG
AMAGACCCLGAGETCCAGTTCAACTGGTACGTGCACGBCGTEBAGETGCAT
AXTGCCAAGACAAACCCACGOGAGGAGCAGTTCAACAGCACCTTCCGTGY
GETCAGLGICCTCACCOT B TGEOACCABEACTBGCTGAACGEUAAGGBAGT
ACAAGTGCAAGGTCTCCAACAAABCCCTCCCAGTOCCCATCGAGAARACTA
TCTCCAAAALCARAGRBUAGCCCCOCAGACCACAGGTEGTACALLCTGCCE
COATCCCEEOAGRAGATGACCAAGAALCAGETCAGCLCTGACCTGCCTGET
CAAMMGGCTTCTACCCCAGCGACATCECCGTGCAGTGEGAGAGCAATGGGT
AGCCGGACAACAACTACAAGACCACACCTCLCATGLTGGACTCLGACGGC
TCCTTCTTCOCTCTACAGCAAGCTCACCG TGGACAAGAGCAGGTLGCAGCAG
GGEAACGTCTTCTOATGLTCCBTEATOLATBABBLT CTGCACAACCACTAC
ACGCAGAAGAGCCTCICCCTGTCTCCOGOGTAAA
68 HC-47 3594 CAGETGCAGCTGCAGCAGTCGGELCCACGACTGGTGAAGCCTTCGGACGA
COCTETCCCTCACCTGCACTGTCTCTGGTGGCTCCATCAGTAGTTACTACT
GGAGCTGEATCLOCECAGLCCGLLEGGAAGURBACTRGAATRRATIGGREUG
TATCTATACCAGTGGGAGCACCAACTACAACCCCTCCCTCAAGAGTCGAGT
CACCATGYCAATAGGCACCTCCAAGAACCAGTTCTCCCTOAAGCTGAGCTT
TETGACCELCGCGEACALCGCUBTGTATTACTETCGCGATTATIGCATCTOE
[0357] TGECTGETACTTCGATCTCTGGGEELCHGTGRCACCOTGGTCACCGTOTLTA
GTCCCTCCACCAACGGGLCCATCGETCTTCCLCCTGROGUCCTECTCLAGS
ARCACCTCCGACAGCACACGCCLCLCTROGUTOCCT GUTCAAGERACTALTT
SCCCHGAACCGHETOACEBOGTGTCOTGEAACTCAGCCGCTCTGALCCAGCGGEO
GTGCACACCTTCCCAGCTCTCCTACAGTOOTCAGCACTLTACTOCCTCAGT
AGCGTGETEACCOTBLCCTCCAGCAALTTCGGCACCCAGACCTACACETS
CAACGTAGATCACAAGCOCAGCAACACCAMGGTCBACAAGACAGTTGAGC
GCAMATGTTETGTCRAGTGCCCACCGTRCCCAGUALCACCTATGGEUAGEA
LOGTCAGTCTTCCTCTTCCCCCCAAMACRCAAGGACACCUTCATGATCTCO
COCGACCCCTGAGETCACETGCETEOTEGT GGACGTEAGLCALBAAGACT
CCCAGCTCCAGTTCAACTOOTACSTEGBACGGCGTOOACCTCCATAATGRG
AAGACAAAGCCACGEGAGCAGCAGTTCAACAGCACGTTCCGTETGGICAL
COTCLTCACCETTGTGCACCAGGACTGECTGAACGCECAAGGAGTACAAGT
GEAAGGTCTCCAACAAAGGCCTCCCAGLLCCCATCGAGAARACCATITCCA
AAACCASAGBOCACCCCCAACAACCACAGUTGTACACCCTGCCCCCATIC
CEGEAGGAGATGACCAAGAALCAGOTCAGCLCTGALCTECCTGETCAAAGE
CITCTACCCTAGCGACATCEOOGTGOAGTGGGACAGCAATGEGLAGTCGG
AGACAACTACAAGACCACACCTCCCATECTBGATTCCBACGHLETCCYICT
TCCTCTACAGTAAGCTCACCGTGEACAACGAGCAGGTEGCAGCAGGGEAAC
GTCTICTCATGCTCCGTGATGUATGAGELTCTGCACAACCACTACACGCASG
ALBAGCCTUTCCCTGTOTCOAGGTAAR
69 HC-48 35A, 404 CAGGTGCAGCTCAGRAGTCGGGCCCAGEACTGETEAAGCCTTCACAGAC
COTRTCCCTCACCTRLACTETCTCTOGTGOU TCCATCAGCAGTOGTRILTTA
CTACTGGAGLTGRATCOGCCAGCACCCAGGRAAGELCOTGGAGTHEATTG
GOTACATCTATTACAGTCGOGAACATCTACTACAACTCGTLCCTCAAGAGTC
BAGTTACCATATCAGGAGACACGTCTAAGAACCAGTTCTCCCTGAAGLTOA
GOTCTGIGACTGUCGCOGACACGELCGTOTATTALTGTGCGAGAGGAGGA
GCAGCTCGCGOTATGGALETCTOEECCIAAGGGACCACGGTCACCGYSTC
TAGTGCCTCCACCAAGGGUOCATCGETLTTCCCCCTGHBUGLCCTGLTCCA
GRAGCACCTCCGAGAGCACAGLGOGLOCCTRGRCTRCCTGRTCAAGGACTA
CHTCCCCGAACCERTGACOGTOTOGY GRAACTCACGGCGCTCTCACCAGLG
GOGTGCACACCHTCCCAGCTOTCCTACAGTCCTCAGGACTCTACTCCCTTA
GCAGCETGGTGACCETGCCCT CCACCAACTTCOGUACCCAGACCTACACS
TGCAACGTAGATCACAAGCCCAGCAACACCAAGG TCLACAAGACAGTTGA
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GCOCAAATETTGTOTCGAGTGCCCACCETGUCCAGCACTACLTGIGGLAG
GACCGTCAGTCTTCCTCTTCCCCCCAMMACCCAAGBACACCCICATGATCT
CCCGBACCCCTGAGETCALETGCGTEETEETGGACGTGAGLCATGAAGA
COCCCAGETCCAGTTICAACTCEBTACOTGCACGHECOTGCAGGTRUATAATE
COAMACAAGOCACGEEAGGAGCAGTTCAACAGCACGTTCCGTIGTGRTC
ACGCETCCTCACCOTTGTGCACCAGGACTGGLUTGAACGBUAAGGAGTACAA
GICCAAGGICTCCAACAAAGHCCTCCCAGCCCCCATUGAGARAACCATCTC
CAALACCAAAGGECAGLCCCOAGAACCACAGGTOTACATCCTGCCLLCAT
CCCGGHAGGAGATEGACCAAGAACCAGGTCAGCCTBACCTGLOTGETIAAA
GGCTTCTACCCCAGTCGACATCACCETECAGTEGEACGABLCAATCGECAGCC
GGAGAACAACTACAAGACCACACCTICCATOOYCRACTCCEBACBGOTOCTY
CITCCTCTACAGCAAGCTCACCGTGCACAAGAGCAGOTGECAGTAGGEGA
ACGTCTTCYCATGCTOCGTGATGCATGAGGCT T GCACAACCACTACACGC
AGAAGAGCCTCTCCCTGTICTCCEGGTAAA

70 HC-48 37A CAGGYTACAGCTGCAGCAGTCAGGTCCAGGACTEETGAAGCCCTCGCAGAC
CETCTCACTCACCTGTGCLATCY CCOGGEACACTGTCTCTAGCAACAGTGD
TGCTTGGAACTEGATCACGCAGTCCCCATUCAGAGGCCTIGAGTELCTGE
GAAGGACATACTACAGGTCCAGGTGETATAATGATTATGCAGTATCTGTGA
AAAGTCGAATAACCATCALCCCAGACACATCCAAGAACCAGTTCTCCCTEC
AGCTEAACTCTETEGACTCOCCAGCACACGECTETGTATTACTETGCAARAL
COCGICTTTITATAGCAAAGGTOCTTTTCATATCTRGLOGUTAAGEAACAATGG
TCACCGTCICTAGTGCLCTCCACCAAGOGCCCATCEGTCTTCCCCCTGGEG
CCCTGCTCCAGGAGCACCTCCGAGAGCACAGLCGCCCTEGGCTECCTGG
TCAAGGACTACTTCCCCGAACCGRETCACGOTGTOOTRGAACTCAGGCGCT
CTGACCAGCCGGCGTGUACACCTICCCAGCTGTCCTACAGICCTCAGGALT
CTACTCCOCTCACCAGCOTGOTGACTGTGCCCTCCAGCAACTTCGGCALLT
ACGACCTACACCTBCAACGTACATCACAAGCCCARBCAACATCCAABGTGRATA
AGACAGTTGAGCGCAAATGTTGTGTCGAGTGCLCACCETGCCCAGCACCA
CCTETGGCAGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACT
CTCATCATCTCCCCGACCLCTCACGGTCACOTOGLETCGTGOTEOACGTAG
COACGAABACCCCGAGGTCCAGTICAACTGOTACGTEGACGETGTGGAGG
TGUATAATGUCAACATAAGCCACGEEAGGAGTAGTT CAACAGCACGTTC
COTGTGGTCAGCGYCCTCACCGITGTGCACCAGGACTGGELT GAALGECAA
[0358] GOAGTACAAGTGUAAGGETUTCUAACAAAGGCCTCLCAGCOCCUATCGAGA
ALACCATCTCCAAAACCAAAGGGCAGCCLUGAGAACCACAGGTGTACACC
CTGCCCCCATCCCOOBALCAGATCALCAAGRAACCAGOTCAGCCTGRACCTE
CCTEETCAAAGGCTTCTACCCCAGCEGACATCGCLGTBGAGTGHEAGAGCA
ATGGBCAGLCBGAGAACAACTACAAGACCACACCTCTCATGUIGGALTCC
GACGGUICCTTCHICOTCTACAGCAAGCTCACCG T GGACAAGAGCAGET G
GCAGCAGGGGAACGTCTTCTCATGCTCCETGATGCATEAGGCTCTGCACA
ACCACTACACGLAGAAGAGLCTCTCCCTETCTCCCGGTAAN

71 HC-50 384 CARGTGCAGCTECAGBAGT CGLEGCCCAGGACTEETGAAGCCTTCACAGAC
CCTOTCCCTCACCTGCALTGTCICTGOG YGGCTCCATCAGCCGTIGOTGETTA
CTACTGGAGCYGCATCCGUCAGCACCCAGGEAAGEGECCTCCAGTGGATTG
COTACATATATTACAGTGGGAATACCTACTACAACCCGTCCCTICAAGALTE
GAGTTATCATATCAGGAGACACGTOTAAGAACCAGCTCTLCCTEALGLTGA
BGTCTGTEACTOCCACHGACACGGOCOTGTATTATYETGCOAGAGGACGA
GLAGCTCELOETATCOACGTICTGEEELCAAGBCACCACGGTCACCGICTC
TAGTGCCTCCACCAAGBELLCATCEETCTICCCLCTGGCGLCCTECTCCA
GGAGCACCTCCGAGAGLACAGCGGCCCTOGECTGCCTEETCAABGACTA
CTTCCCCGAACCCETRACGGTGTCGTGGAACTCAGGCGCTCTGACCAGCG
GOCOTGLACACCTTCCOAGUTGTCCTACAGTCOTCAGGACTCTACTCCCTCA
GCAGCCTGGTGACCOTECCCTCCAGCAACTTCEGCACTCAGACCTACALT
TGCAACCTAGATCACAAGCUCAGCAACACCAAGGTGGACAAGACAGTTIBA
GCGCAACATETTGTGTCGAGTGCCCACCETGCCCAGLACCALLTGTBGELAG
GACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTLATEATCT
CLCHBOCACCCOCTGAGETEACETCCET COTEETGRACGTCAGCCALGAAGA
COCCOAGCGTCCAGTICAACTECTACOTGRACGECGTGCAGGTRCATAATE
COAACACAAAGLCACCEOAGGACGCAGTTCAACAGCACGTTCCGTGTEETC
AGCETCCTCACCETTGTGCACCAGGACTGGELTGAACGECAAGGAGTATAA
GIGCAAGGTICTCCAACAAAGGUCTCCCAGCLCCCATUGAGAAAACCATCTC
CAALACCAAAGGRCAGLCCCGAGAACCACAGGTGTACACCCTGCOCCCAT
CCCGLEACGGAGATGACCAAGANCCAGETCAGCCTOACCTGOOTGETIAAA
BOCTTCTACCCCAGCGACATCOCOBTEGAGTOCCAGAGCAATEGHCASCC
GEAGAACAACTACAAGACCACACCTCCCATGCTECACTCCBACGGUTCLTT
CTTCCTCTACAGUAAGCTCACCGTBGACAAGAGCAGCTGGCAGTAGGEGA
ACGTCTICICATGCTCCETOATGEATGAGGET T GCATAACCACTACACGC
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AGAAGAGCCTOTCCCTGTCTCCGGETAMA

72 HC-51 387 CAGGTGLAGCT GLAGGAGTCOGGULCCAGGACTGRTEAAGCCTTCACAGAC
COTETCCCTCACCTGCACTGICTCTGGTGGUTCCATCAGCAGTEGTGGTTA
CTACTGEGACCTGOAT CCOCCAGCACCCARGCAAGELUCTGCACTGREATIG
GOTACATCTATTACAGT COGGAACACCTACTACAACCCOTCCCTCAAGAGTC
GAGTTACCATATCAGCAGATACGTCTAAGAACCAGTTICTCCCTGAAGCTGA
COTCTETGACTCLCCGCOGACALGGLCGTGTATTACTGTACGAGAGEATGGA
GCAGCTCCCGETATGGACGTCTGGGECCAAGGCACCACGGTCACCETCTC
TAGTGCCTCCACCAAGGGCCCATCOGTLTICCCCCTGGRGLICTRCTCCA
GHAGCACCTCCGAGABCACAGCGGLCCTOBECTGLCTEBGTCAAGGACTA
CTICCTCOAACCCOBTGACGOTATCOTAGAACTCACGEGIOGLTOTGACCAGES
GCOTGCACACCTTCCCAGOTGTCCTACAGTCLUT CAGGACTCTACTCCCTCA
GCAGCCTGGTGACCETGCCOTCCAGUAACTTCCBCACCCABALCTACACE
TGCALCETAGATCACAAGCCCAGCAACACCAAGGTGRACAAGACAGTTGA
GUGCALAATGTTGTGTCGAGTELCCACCOGTGCCCAGTACCACCTETOGCAG
BACCBICAGTCTTCCT CTFCCCCTUAARALCCAACGGACACLCTUATGATCT
COCGGACCCCTOAGGTCACGTGCGTGGTEGRTGEALGTGAGCCATGAAGA
COCCGAGETCCAGTTCAACTGETACGT GOACGHEOGTGEAGETCCATAATG
CLAAGACAAMGUCACCEHEAGEAGCAGTTCAACAGCACGTTCLETOTGETC
AGCGTCCTCACCETTCTGCACCAGCGACTCEUTCGAACGEUAAGGAGTACAA
GTGCAAGGTCTCCAACAAAGGCCTCCCAGCLCCCATCBAGAABACCATCTC
CAALACCAAARGQCAGLCCCCGAGAACCACAGR TGTACACCCTGCCOCCAT
[0359] COCGEEAGCAGAT CACCAAGIMACCACETCABLCTCACCTGLOTGUTCAAN
GGCTTCTACCLCCAGCGACATCGCCGTROAG TGGCAGAGCAATEGGCAGLO
EEAGAACAACTACAAGACCACACCTCCCATEGCTEGCGACTCCGACGEGCTLOTT
CTICCTCTACAGCAAGCTCACCGTEBACAAGAGCAGETRGRCAGCAGEGRA
ACGTCTTCTCATGCTCCGTGATRCATRAGGCTCTGCACAACCACTACACGE
AGAACAGCCTCICCCTGTCTCCEGETARA
73 HC-52 396 CAGGTGCAGCTCCAGGAGTCGGGUCCAGEACTEGTGAAGCCT TCACAGAC
COTETCCOTCACCTOUACTGTCTCTGGTGOUTCCATCAGBCAGTEGTEGTTA
CTACTGOAGCTGRATCCGLCAGCATCCAGGEAAGGGCCTROAGTGGATTG
COTACATCTATTACAGTGGEAACACCTACTACAACCCET COLT CAAGAGTT
GAGTTACCATATCAGCAGACACG TCTAAGAACCAGTTCYCCCTCAAGCTGA
COTCTETCACTGCCCOCGEACACGOUCGTGTATT ACTGTACGAGAGGAGGA
GCAGLITCGCGETATGGACETCTSEEECCAAGGGEACCATGG T CACCGYCTC
TAGTGCCTCCACCAAGGGUCCATCGETLTICCCCCTGGCACCCTCCTCCAA
GAGCACCTCTGGEERLACAGCGGCCOTREGUTGCCTGRTCAAGRACTACT
TCCOCGAACCOBOGTCACGETGTCOTAGAALT CAGBLBULCTCACCAGCGEE
COTGCACACCTTCCCOGCTGTCCTACAGTCCTCAGGACTUTALYCCCTCAG
CAGCGTGGTGACCOGTGCCCTCCACCAGCTTGGECACCCAGACCTACATCT
GCAACGTCAATCACAAGCCCAGTCALACACCAAGOGTGOACAAGALAGTTCAR
CCCAAATCTTOTGACAAAALT CACACATOLCCACCGTGLCCAGCATLCTGAA
CTCCTGGGEGCACCOTCAGTCTTCOTCTTCCCOCCAMACCCAAGGATAL
CCTCATGATOT CCCOGACCCCTIGAGHTCACATGCGTEGTAGTBGACETGA
GCCACGAAGACCCTCABGTCAABYTCAACY GETACCTGGACCGUETCBAGL
GTGCATAATGCCAAGACAAAGCCGCGEGAGCAGCAGTACGGCAGCACGTA
CCOTETRGTCAGCGTCUTCACCETCUTGCACCAGRACTGGCTRAATGRTA
AGGAGTACAAGTGCAAGGTCTCCAACAAAGLCUTCOOCARCCCCCATCGAG
AAAACCATCTCOUAAAGCCAAAGGGUCAGCCCOGAGAALCACAGE TGTACAC
CCTGCCCCCATCOOGGGAGGAGATCACCALCAACCACGT CAGCLTGACCT
CCCTBOTCAMAGGCTTCTATCCCAGUCGACATCGUCETGOASTGEEAGAGC
AATGGGCAGCCLEAGAACAACTACAAGACCACGCLTCCOGTELTGGALTC
CEACGEUTCCTTCTITCCTOTATACCAAGCTCACCATOEACAAGACLAGGESG
LUAGCAGUGGAACGICTTICTCATGUTCCGTGAT GLATGARGCTCTGCATA
ACCACTACALGCAGAAGAGCCTCICCCTETCTCCEEE TAAR
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[0360]

[0361]

[0362]

74

HC-53

£9A

CAGGYGCAGCTGCAGGAGT CHGGCCCAGEACT GG TCAAGCCTTCACAGAL
COTCTCCCTCACCYGCACTGTCHCTGG Y GGCTCCATCAGCABTCETGETTT
CTACTGGAGCTGCAT CCGCCAGCACCCAGGEAAGGGCCTEGAGTGGATTG
GOTACATCTATTACAGTOGGAATACCTACTACAACCOCOGTCLCTCAAGAGTC
GAGTTATCATAT CAGOGAGACACGTCTAAGAACCAGTTCTCCCTGAAL CTGA
GCTCTETGACGOBCCBLEGACACGGLCCGTETATIACTETGCGAGAGEBAGEA
GCAGCTCGLGETATGGACETCTEEEGCCAAGBBACCACGETCACCGYCTC
TAGTGCCTCCACCAAGGGCCCATCEETLTTCCCCCTGHCELLECTECTCCA
GOAGCACCTCCGAGABTACAGCGGCLCTGRRCTGCCTBATCAAGGACTA
CTTCCLCOAACCLOTEACGGTOTCGTGCAACTCAGGCGCTOUTCADCAGCG
GLOTGCACACCTTCCCAGLTOGTCCTACAGTCOTCAGRACTCTACTCCCTCA
GCABCLTGETCACCCTGLCCTCCAGTAACTTUBOCACCCABACTTACACC
TGCAACCGTAGATCACAACGUCCAGCAACALCAAGGTE CACAAGACAGTTOA
GCGCAAATETIGTGTCGAGTGCCCACCGTGCCCAGTALCACCTETEGRAL
CGACCOGTCAGTCTTCOTCTICCQCCCAAAACTUAAGGACACCCTCATGATCT
CUCHOGACGCUTGAGETCACCT GUGTGETBOTGEACCTGAGUCACGAAG A
CCCCHBAGGTCCAGTTCAACTCGTACGTGBACGGCGTGEAGGETGCATAATG
COAAGACAAAGCCACCOGAGCAGCAGTTCAACAGCATGTTCCETGIRGTC
AGCGTCCTCACCCTYGTECACCAGEACT GOCTEAACGEIAAGGAGTACAA
GTGCAAGGTCTCCAACAAAGGCCTCCCAGCCCCCATCBAGAAAACCATCTC
CABAACCAAAGGECACTCCCGAGAACCACAGGTETACALCCTGLLUCCAT
CLCGGGAGGAGATGACCAAGAACCAGGTCAGCLTGACCYGOCTGGBTCAAL
GOCHTCTACCCCAGCBACATCSCCETEGAGTGOEAGAGCAATEGECAGLC
GEAGAACAACTACAAGACCACACCTCOCATGCTGGACTCCGALGGCTOCTT
DITCCTOTACAGCAAGLTCACCGT COALAAGAGCAGRETEGCAGCAGRE0A
ACBTCTTCTCATGCTCCOTGATGCATEAGGCTCTGCADAACCACTACACGE
ACGAAGAGCCTCTCCCTGTCTCCEOGTAAA

FE 20T BT -hPACT FUAA ) 4 5 2 188 17 41

SEQ [ Fylza i S HA T LWCAA A7
D
NG:

74 LC-G1 G1A, G138 DL TOSPSSLSASVYGDRITITCRASQSISRYLNWYQLKAGKAPKLLIYAASSLQ
SGIPERFSGEGSBTRFTLTINSLOPLDFATYFCQQRY SPPFTFGPOTEVINKRT
VAAPSYFIFPPSDEGLASSTASW CLLANFYPRE AKVOWKVDNALQSGNSOES
VTEQDSKDSTYSLISTLTLSKADYERHKYYACEVTHQGLISPFVTKSFNRGEC

78 LC-32 1 02A, 028, 52C | ENVLTQEPDRQSVTPREKXVTTTORABDSBIGASLEW Y QOXKPROSPKLLIKYASQSL
SCIPERFIGSGEGTHERFTLTINSLEAEDAATYYCROSSRLPFTFCPGTRVDIKRT
VAARSVFIFPPSDECLKEGTASYVCLLNNFYPREAKVOWKVDNALOSGNEQES
YTEQDSKDSTYSLESTLTLSKADY ERHKVY ACEVTHQOLESPYTRSFNRGEC

77 LG5 G34 DIOLTOSPSFLEASVEDRVTITCRASOSIGRSL BWYQOKPERAPKLLIKYASGS
LEGVPSRFEOSGECGTEFTLTISSLOPEDFATYYCHORSRLPFTEFQPCTRVIHKR
TVAAPSVFIFPPSDEQLKEGTASVVYCLLNNFYPREAKVOQWKVDNALOSGNSTOE
BVTEQOSKDSTY SLESTLTESKADYEKHKVYACEYTHQCLESEPVTKEFMNRGEC

78 LC-24 § G4A, 048, 240, | ENVLTOSPDFQSYTRPKERVTITCRASOSVGRELMWYMHOKPDQSPKLLIKYASQS

D¥A, GTB, OT7C, | LEGVPERFSGSGSGTLFTLIINSLEAEDAATYYCHQSSRLUPFTFGPGTHKYDIKRT
GBA. C8B, 0aC, | VAAPSVRIFPRIDEGLKSGTASVVCLLNNFYPREAKVQWRYDNALQEGENSQES
128, 128, 12C | VIEQDSKDETYSLSSTLTLSKABYEKHKVYACEVT HDGLSSPYTKSENRGEC
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[0363]

749 LE-G5 | 4aA G5B, 950, | DIQLTOSPSFLSASYGDRVTITCRASUSIGRSLHWY GOKPERKAPRLUIKY ASOS
334, 136, 130, | LEGVYPSRFSGEGEGTEFTLTISSLOPEDFATYYCHUSERLPEFTFGPETHVIIKR
16A. 16B, 18C, | TVAAPSVFIFPPSDEQLKSGTASYVVCLLNNFY PREAKVOQWKVDNALGSGNSQE
ITACNTEITC, | SVTEQDSKDETYSLESSTLTLEKADYEKHKVYACEVTHQGLSSPVTKSFNRGED
21A. 218, 21C.

234, 226 22C.
ZEp 288, 240,
26A, Z5B, 28C,
264, 268, 260
Y LEC-G6 | O6A, 068, 360 | IMQLTQSPSFLSASYGDRVIITTCRASQRIGRSLHWYHQKPGKAPKLLIKYASQS
LEGVPERFSGEGEGTEFTLNSSLOPEDFATYYCHOSERLAFTFGRGTRVDIKRY
VAAPESVFIFPPEDEGLRSGTASVVCLLNNFYPREAKVOQWKVDNALQEGNEOES
YTEQDSKOSTYSL3STLTLSKARYEKHKVYACEVTHOGLSSPYTKSFNRGEC
gt LC-0F | 08A, 89B, 0290, | ENVLTOSPDFOSYTPKEKVTITCRASOSYGRSLRWYCQOKPDOSPELLIEYASQS
10A, 108, 1GC, | LSCVPSRFSGSGSGTDRFTETINGLEAEDAATYYCHQSERIPFTFGPGTKVINER
A, 118, 110 | TVAAPSVFIFPPSDEQLKSCTASVVCLLNNFYPREARKVOWKVDNALGSGNSQE
SVTEQDSKDETYELSSTLTLEKADYERHKVYACEVT RGO SEMTKEFNRGEC

82 LO-38  14A, 146, 140, | EWLTQEPATLSLSPOERATLACRASGEVERELMWY QQKPLQAPRLUIKYASG
23A, 208, Z3C, | SLSGIPARFSGSGSETDFTLTISSLEPEDFAVYYCHQSSRLPFTFGPETKVDIKR
2TA.ZTB, 27C | TVAAPSVFIFPPSDEGLKSGTASVWCLLNNFYPREAKVOWIKYDNALOSGNSQE

SVTEQDSKDSTYSLSSTLTLSKADYEKHKWY ACEVT RGO SIPYTHEFRREGEC
a3 LC-09 1 19A. 15B, 18C. | EWLTQSPGTLSLSPCERATLSCRASQSVGRESLEWYCQRKPGOAPRLLIKYASG
184, 166, 18C, | SLSGIPDRFSGSGSGTRFTLHERLEPEDFATYYCHQSSRLPFITGQGTRVEIK
194, 196, 190, | RIVAAPSVHFPPSDEQLKSCTASVYCLINNFYPREAKYV OWKYDNALOQEENSQ
204, 208, 20C | ESVTEQDSKOSTYSLSETLTLSKADYEKHKVYACEVTHOGLESPVYTESENRGE
C
&4 LC-30 1 284, 288, 28C | EMLTQSPDFQSYTPREKYTITCRASQSIGRSLHWYQQKPDOSPRLLFKYASQS
LSGYPSRFSGSGSETDFTLTINSLEAEDAATYY CHOSSRLPF TFGPG THVYDIKR
TVAAPSVFIFPPSDECLKSGTASYVCLLNNF Y PREAKVEWRVDNALQSGNSQE
SVILQOSKDETYSLSETLTLERADYEKHEWYACEVTHGGLSSPVTKSINRGEC
24 LEe-311 204, 20B. 29C | DIQLTOSPSFLSASVGDRVTITCRASQEIGRILHAWMYCQKPCHAPKLLFKYASQS
LAGYPESRFEGSGEETEFTLTISSLORPEDFATYYCHOSSRUPF TFGRPGETRVOIKR
TVAAPEVRIEPPSDEQLKSGTASWWCLLNNFY PREAKVOQWRVDNAL QSGNSQE
SVIEQOSKOETYSLSSTLTLEKADYEKHRVYACEVIHQGLSSPYTRSFNRGEC
&6 LC-12 20A, 3iA ENLTQSPETLSLSPGERATL SCRASGEYSESYLAWYQAKPGOAPRLLIYGASS
RATGIPDRFSNSGSCTDFTLTISRLEPEDFAVYYCORYGSSRTFGQGTRYEIKR
TYAAPSVFIFPPSDEGLEKSGTASYVLCLLNNF Y PREAKVGWKVDNALGSGNSQE
SVTEQDSKDSTYSLESTLTLSRADRDYEKHX Y YACEVTHQGLESPVTKSFNRGEC
&7 LEC-13 ZEA DIVMTASPLSLPYTPGEPASISCRISQSLLHENGYNYLDWYLOQKPGOSPOLLL
YLGEHRASGVPORFSGICACTOF TLOISRVEAEDVEVYYOMQTLOTPFTFGE
GTRYDIKRTVAAPSVFIFPRSDEQLKSGTASVVCLLNNEY PREAKVOWHY INAL
QRGHNEQESVTEGRSKDETYSLESTLTLSKADYEKHKYYACEVTHQGLSSPVTK
SFNRGEC
B LC-14 33A, 34A DIVMYGEPLSLPYT PGEPAZISCRESQSLLASNGYNYLDWYLQKPGGEPALLE

YLGENRAZGYPORFSESGEGTOF TLKISRYEAEDVGYYYCMATLATPFTFGP
GTRVDIKRTVAAPSVRIF PRSUEQLKSG TASVVCLLNNFYPREAKVOWR Y DNAL
QSGNSOESVTEGDRSKDSTY SLESTLTLSKADYEKHKYYACEVTHOGLSSPYTK
SFNRGEC
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89 LC-15 HA ENVLTOSPGTLELSPGERATLSCRASQTVSRESYLAWYQUKPGQAPRLLIYGASS
RATGIPORFSGIGSGTOF TLHSRLEPEDFAVFYCQOF GESPWTFGUGTRVESK
RTYAAPEVFIF PPSDEQLKSBTASVYCLENNFYPREAKVOWKYVDNALGSGNEQ
ESVTEQDSKDETYSLS8TLTLSKADYEKHKVY ACEVTHQUL SSPVTKEFNRGE

o

20 LC-16 36A DIVMTQSPOSLAVELGERATIHCKSSQNVEY SSKNEKNFLTWYQQKPGLOFFKLLI
YRASTRESGVPDRFEGEGEGTIFTLTISSLQARDVAVYFCQAYYSAPFTFGRD
TRVINKRTVAARSYFIFPPALEQLKSGTASVYCLLNNFYPREAKVOQWKVDNALG
SENSOESYTEQDSKDSTYSLSSTLILEKARYEKHKYYACEVTHQGLESPYTES
FMNRGEC

81 LCAT aTA OIATQSPOSEAVRLGER T TKCKSSOSYL YRSNNNNFLAWYQQKPGQFFKLLI
YWASTRESGVPDRF SGSGSCTOFTLTISSLOAEDVAVYFCOOYYISPLTRGGE
TRVEIKRTVAAPSVFIFPPSDESLKSGTASYYCLLNNFYPREAKVOWKVONALG
SGNSQESVTEGDSKDSTYSLOSTLTLEKARYEKHKVYACEVTHQCGLESPVTKS
FNRGEC

92 LC-18 IBA DAATQSFDSLAVELGERATINCKSEQSVLYSSNNKHY LAWY RQKPGQPPKLLI
YRASTRESGVPDRFSGSGEGTOFTETISSLOPELVAVYYCOQQYYESPFTFGPG
[0364] TRYIHKRT VAAPSYFIFPPSDEQLKSGTASYVCLLNNFYPREAKVOWKVYONALG

SCNISQESVTEQDSKDSTYSLESTLTLSKADYERHKVYACEVTHQCGLSSPVTKS
FRRGEC

YRASTRESGCVPDRFSGSGSESTOF TLTISSLOAELDVAVYTFCOQYYSAPFTRGFG
TRVOIKRTVAAPSVFIFFPSDEQLESGTASVYCLLNNFYPREAKYVOQWKVINALQ
SGNEQESVTECOSKDSTYSLSSTLTLEKARYERHKVYACEYTHRGLESPVTKS
FRRGEC

23 LC-19 396, 298 GATTOSPHEAVEL CERATIHCKEEGEV] VESNNKNE TWYOQHPEAEBIIL]

a4 LC-Z20 ATA DIWVRETOSPRDSLAVSLGERATIHCK SEOSVL Y ESNNRNFLEWYQOQKPGQPPKLAI
YRASTRESGVPDRFSGHGEGTOFTETISSLOAEDVAVYFCQQYYSAPFITFGPRG
FIVBIKRTVAARPSVRIFPPEDEQLKEGTASVVOLINNEYPREAKVOWHKVONALQG
SCNRQESVYTECDSKDSTYSLESTLTLSKADYEKHIVYACEVTHOGCLSSPYTKS
FNRGEC

85 Le-21 41A CIVAMTOSPOSLAVELGERATINCKESOSVLY SSNKNKNY LAWY RGRPGQFPRLLI
YRASTRESGYPDRFEGEGEGTOFTLTISELOAEDVAVYHCOOYYSSPFTFGRG
TKYDIKRTYAAPSVRIFPPEDEQLESGTASVVCLINNFYPREAKVOQWKVNALG
SCGNSQESVTEQDSKDSTYSLESTLTLEKADY EKHKWY ACEVTROCL S5PVITKS
FNRGEC

[0365] 2B~ il i -hPACLHL P ) BB 4 S S R - 51
SEQ (A Bl (SRS | HCAA F 35

ia]
NQ:
6 HC-G* J1A CVOLOQGEGPGLVKPEOTLSE TCAISGDEVEENSATWNWIRDSPERCLEWLER
[ 036 6] TYYRSICNSNEIY AVEVKERITINFDT SKSOFSLOLNSVTPEDTAYYYCARGTWK
OLWFEDHWEOGTLVTYSSASTKGPEYFRPLAPCSRETSESTAALGCLVEDYFPE

PYTVSWNSGALTSEVHTFPAVLOSSGLY SLESWWTVPSENFGTQTY TONYDEK
PENTKVDKTVERKCOVECP PCPARPPVAGESVFLFPPRKEPKDTLMISRTPEVTCY
YVRVSHEDPEVQFNWYVORGYEVHNAKTKEPREEQENSTFRVVEVLTVVHODWA,
NEREYKCKVENKGLPAPIEKTISKTKGOFREPQVYTLPPEREEMTHNOVELTECL
VKGFYPSDIAVEWESNGOPERKNYKTTPPMLD SDESFFLY SKLTVBKSRWQQG
NVFSCSVMHEALRBNHYTOKSLSLSPOK
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47 HC-32 236 OVQLOGQEGPCLVKPSQTLAL T CAISCOSVEENSATWNWIRUSPERGLEWLGH
TYYRJIGHINHYAVSYKSRITINPDT SKEQFSLOLNSYTPEDTAVYYCARGTWK
QLWFLDHWGCOGTLYTYSSASTRGPSVFPLAPSSKSTSGCETAALGCLVKDYFP
EPVYTVIWNSCALTICVHTFPAVEQESCLYSLEBVWTVPSISLATQTYICNVNH
KPSNTRVDEKKVEPKSCROKTHT CPPUPAPELLGGPSVELFPPRKPEKD TLMISETRE
MECVWDVEHEDPEVKFNWYVDOVEVHNAKTHKPREEQYOETYRVVEVLTVIM
OOWENGREYKCKVENKALPAPIEKTISKARKGOPREFPOQVY TLPPSREEMTRKNQY
SLTCLVKGFYPEDIAVEWESNGOPENNYKTTPPYLDSDGEFFLYSKLTYDKSR
WQQGNVFECSVIHEALHNHYTQKSLSLSPCGK

a8 HC-43 G2A, 03A QVQLVESGGGVVGPGRSEL RESCAASGETESYY AIMPWVROAPGKGLEAVAVES
YOGCENKYYADSVHGRF TISRDNSKNTLYLOMNSLRAEDTAVYYCARGYDLLTG
YPRYWGQETLVTVYSZASTHGPSVFPLAPCIRSTSESTAALGCLYKDYFPEPVT
YSWNSGALTSGVHTFPAVLOSSGLYSLESYVTVRPISNFGTOTYTONVDHEPS
NTKVDKTVERKCCVECPPCPAPPVAGREVELFPPKRPKDTLMISRTPEVICYWY
DVESHEDPEVOFNWYVDRGVEVHNAKTKPREEQFNSTFRWVWEYLTVWHOQDWLN
GHREYKCKVENKGLPAPIEKTISKTKGOPREPGVYTLPPSREEMTKNGYSLTCLY
KEFYPSHAVEWESNGOPENNYRTTPPALDSRGEFFLY SKLTVDRERWQQGHN
VFSCEVMHEALENHYTOKSLSLSPGK

28§ HC-G34 ozb OVOLVESGCOVWAPGRSLRLSCAASGE TFSYYAIHWVROAPCKGLEWVAVIS
YDGENKYYADSVHGRF TISRDNSKNTLYLGMNSLRAEDTAVYYCARGYDLLTG
YPOYWEQGTLYTYSEASTKGPSVFPLAPSSKST SGGTAALGCLVKRYFPERYT
VEBWNSGALTSGVHTFRAVEQ3SGLYSLSBYYTVPSSELGETQT YICNYAHKPSN
TRVDKKVEPKECOKTHICEPCPAPEL LEGPEVELEPPRPKDTLMIERTPEVICY
VYDVSHE DPEVKFNAYVDEVEYHRAKTKPREEQY CSTYRVYSVLTVERODWL
NGKEYKCKYSNKALPAPIEKTISKAKGQPREPQ WY TLPPSREEMTKNOIVELTCL
VKGFYPEHAVEWESNGOPERNYRTTPPVLDSDGSFFLYSKLTVDKSRWOQG
NVFSCSVMHEEALENHYTQKSLSLEPGK

[0367] 160 HC-O8 xC OVOLVESGGGVYVEFGRELRLSCAASGFTEFEYYAIHWVRGAPGKCELEWVYAVIS

YRESNKYYADSVRKERFTISRONSKNTLYLOMNSLRARDTAVYYCARGYDIATG
YRPOYWOOGTLVIVSSASTHGRSVFPLAPSSKATEGGTAALGCLVKRYFRERPVT
VEWNSCALTSGVHTFPAVLQSSGLYSLESVWTVPSSELETATYICNYNHKPSN
TRYDKKVEPKSCDKTHTCPPCPAPELLGGPEVELFPPRPKOTLMISRTRPEVTCY
YVDVSHEDPEVEFNWYVDGYEVHNAKTKPCEEQY GETYRCVEVLTVLHODWL
NGKEYKCKVSNKALPARIEKTISKAKGOQPREPOVY TLPPEREEMTKNGVSLTCL
YVKGFYPSDIAVEWESNGOPENNY KT TPPYLDSDGSFRLY SKLTVOKSRWAGG
NVFECSVMHEALHNHYTQKSLILSPCGK

161 HC-DE § G444, D8A, 084, | QVOLVESGEEWWAPGRILRLSCAASGE TFSRFAMHAWVRRAPGKGLE WWAWY]
1A SYDOONKYYAESVEGRFTISREONSKNTINLEMNSERAEDTALFYCARGY VLY
GYPOYWEQGTLVTYEEASTRKGPEVFPLAPCERET SESTAALGCLYKOYFRERY
TVSWNSGALTSGVHTRPAYLGSSGLY SLESVYVTVESSNFGTOTYTCONVDHEPS
NTKVDHTVERKCCYECPPCPAPPYVAGPSVFLFPPRKPRDTLMISRTPEVTCVYY
DVSHERPEVOFNWYVDEVEVENAKTKPREEGFNSTFRVYSYLTVWHQDWEN
CHEYKCKVENKCLPAMEXKTISKTKCOPREPOVYTLPFSREEMTKNQVSLTCLY
KEFYPSIMAVEWESNGORENNYKTTPPMLDSDOSFRLYSKLTVDKSEWQGEN
VFSOCSVMBMEAL MNHYTOKSLSLSPGK

162 ¢ HOO7 § O4B, 068, 0¢6R. | QVOLYESGCEYWVOPGRELRL SCAASGF TRFSRFAMHWYRRAFPGKGLEWVAV
116 BYDCENKYYAE SVHGRFTISRONSKNTLNLEMNSERAEDTALEYCARGYIIVALT
CYPRYWCEOGTLVTVESASTHCPSVFPLAPSSKE TS TAALGCLVKOYFPER
YIVEWNSGALTSGVHTRPAVLOSSGLY SLESWWTYPESSLGTATYICKYNHKF
SNTHEVDRKRVEPKSCOKTHTCRPPOPAPELLGGPSVFLFPPRPKOTLMIERTREVT
CWWYEVEHEDPEVEKFNWYVDOVEVHNAKTHPREEQYGSTY RVYSVL TVEHGE
WINCKEYKCKYSNKAL PAPIEKT ISKAKGQPREPOVYTLPPEREEMTHNQVSL
TCLYKGFYPEDIAVEWESNGOPERNNY KT TPPVLDSOGEFFLYSKLTVOKSRWA
QGNVFSCEVMHEALHNRY TQKSLSLEPGK
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% 1 HC-G8 a4c, DEC, OVAOLVESGOGVVOPGRELELSCAASGHTF SREFAMHWVRRAPGKGLEWW AV
gel. 11C SYDGENKYYAESVKGRFTISRONSKNTLNLLDMNSLRAEDTALFYCARGYDVLT
CYPDYWGOGTLYTVSEGASTKGPEVFPLAPSSKETSGGTAALGCLYKDYFPEP
VIVSWANSCALTSGVHTFPAVLOSSGLYSLSSVVTVRESSLEGTOTYICNYNHKP
SNTEVDKKVEPKSCDR BT CPPUPARPELLGGPOVELFPPRPRDTLMISETPEVT
CVAVOVSHEDPEVKFNWYVDREVEVRNAKTKRCEEQYGSTYRCYSVLTVLHOD
WINGKEYKCRKVENKALPAREKTISKAKGOPREPQVY TLPPSREEMTENOQVEL
TCLVYKGFYPSDIAVEWESNGQPENNY KT TPPVLDSDGSFFLYSKLTYDKSRWO
QGNYFSCSYMHEALANHYTOKSLELBPGK

4§ HC.O9 {TA. G2A OVOLVESGEGVYWOPGRELRL SCAASGETFERFAMHWVYROAPGKGL EVIVAV
SYBGONKYYAESYKGRETISRDNSKNTLNLLAMNSLRAEDTALFYCARGYDVLT
GYPYWGQGTLVIVSSASTKGRSVFPLAPLSRETSESTAALGCLYKRQYFPEPY
TVEWNSGALTIGVHTFPAVLOSSCGLY SLESYWTYPSSNFRTQTYTONYDHKRS
NTRVDKTVERKCCVECPPCPAPPYAGPSVFLFPPRPKDTLAMSRTRPEVTCVVY
DVSHEDPEVOFNWYVDOVEVHNAKTKPREEQFNSTERVVAVLTVVHODWLN
GREYKCKVSENKGLPARPIEXTISKTKCOPREPOVYTLPPEREEMTKNQYSLTCLY
KGFYPSDIAVEWESNGOQPENNYKTTPPMLDSDGSFFLY SKLTVDKSRWQQGN
VFSCSVMHEALBNHYTQKSLELEPGK

LC I s 7, e QVALYVESGEEVYGPORELRLSCAASGF TFERFAMHWVRGAPSKELEVWWYAW
SYDGGNKYYAESVRGRETISRDNSENTLNLLMNSLRAEDTALFYCARGYDVLT
GYPDYWEQGTLVTVESASTKGPSVIPLAPSSKETSGETAAL BOLVEDYFPEPR
VIVREWNSGALT EEVHTFRPAVEOSSGE YSLESW TYPRSSL GTQTYICNYNHKR
ENTRYDKKVEPKSCOKTHTCPPCPAPELLGCPEVELEPPKPKDYLMIERTPEVT
CWVYDVEHEDPEVKFNYWY VD CVEYHNAKTKPREEQYGSTYRYVSVLTVLHGD
WANGREYRCKVENKALFAPIEKTISKARGQPREPQVYTLPPSRETMTRNOVSL
TCLVEGFYPSRHAVEWESNGOPENNY KT TPPVLDSDGSHFLY SKLTVKSRWG
QGNYFSCOVMHEALHNRYTOKSLSLSPGH

[0368] 16 1 HC-1% G7C, 08C QVOLVESGEEVVGPERELRLECAASGFTFSRFAMHWVRQAPGHGLEWVAV]

SYRECNKYYAESVHGRFTISRONSKNTLNULMNSLRAERTALFYCARGYDVLT
GYPDYWOEOGTIVIVASASTKEPSVERLAFSSKSTRGGTAM GCLVKIYFRER
YEIVEWNSGALTBGYVHTFPAVLQASEGLYSLESWWTVPEESLGTOTYICNYNHKP
SNTHRVDKKVEPHSC DK THTCPPCPAFELLGEGRSVFLFPPKPKDOTLMISRTPEYT
CVVWVDVSHEDPEVKFNWYYDGVEVENAKTRPCEEQYGSTYRCYSVLTYLHQD
PANGKEYKCKVSNKAL PAPIEKTISKAKGOPREPOVYTLPPSREEMTKNQVSL
TCLWKGFYPSDIAVEWESNGOPENRYKTTPPVLDSOGSFFLYSKLTVDRKSRWO
QGNYFESCSVMHEALHNHYTRKSLILEPGK

HEOD HC-12 1 O8A 104, 134, | QVQLVESGCEWWAPGRSLRLSCAABGRTFSRF AMHWVROAPGHGLEWVAV]
144, 1584 SYDCENRYYAESVKGRFTISROMSKNTLYLQMNSL RAEDTALFYCARGYDVLT
GYPDYWEOGTLVIVESASTKGPSVFPLAPCSRETRESTAALGCLVRDYFPERY
TVEIWNSGALTSCYHTFPAVLQSSGLY SLESVVTVPSENFGTQTYTCNVDHKPS
NTKVDRTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTREVTCVWY
DVESHEDPEVQFNGYYDRGVEVHENAKTKPREEGFNSTFRVVEVL TYVHQDWLN
GKEYKCKVESNRCLPAPIEKTISKTRGUPREPO VY TLPPEREEMTRKMNQYSLTCLY
REFYRSHAVEWE SNGOPENNY KT TRRM DSDGSFFLY SKL TYDKERWQQGN
VFSCSVMHEALRNHY TOKSL 81 BPGK

158 1 HC.13 1 ORB, 118, 13B, | OVQLVESGGEVVAPGRELRL SCAASCFTFERFAMHVWROAPGKGE EWWVA
148, 158 SYDEENKYYAESYKCRFTISRONSKNTLYLOMNEL RAEDTALFYCARGYDVLY
GYPYWCEQGTLVIVESASTKGPEVFPLAPSSKST SGETAALGULVKLYFPEP
VEVSWNEGALTSEVHTFPAVLQSSGLYSLSSVVTVPSSSLETOTYICNYNHKP
SNTHKVOKKVEPKSCDRKTHRTCPPOFAPELL GGPSYFLFPPKPKOTLMISRTFEVT
CYVWWOYSHEDPEVEFNWY VD EVEVHNAKTKPREEQYSSTYRWWSVL TVIMGQED
WINGREYKCKVENKALPAPIEKTISKAKGQPREPQUYTLRPSREEMTENQVSL
TOLVKGFYPSHAVEWESNGQPENNYKTTPPV DEDCSFRLYSKL TVIKERWG
QGNVESCEYMHEALHNHY TOKSLSLSPGK
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-t | MO O8C, 166, QVOLYVESGEEVVIIPGRELRLSCAASGE TEERFAMHWYRQAPERGLEVAY]

i 13C, 140, 150 | BYDOGONRY YAESVRGRFTIERONSKNTLYLOMNSLRAEDTALFYCARGYDVLT
GYPDYWGOQOTLVTVESASTKCPSVFPLAPSSKSTSGETAALGELVKDYFPEP
YVEVEWNSGALTSGVHTRPAVLQSSCGLY SLETWWTVPESSLETATYICNVNHKR
BNTRVDRKYEPKSCOKTHICPPCPAPELLCGPSVFLFPPRPKRTLMIERTPEVT
CWVBVEHEDPEVKFNWYVRGVEVHNAKTKPCEEQYGSTYRCVSVLTVILHQD
WLMNGKEYHCKYSKKALFAPIEXTISKARGOFREPOVY TLFPSREEMEENGY 5L
TCLYKGFYPSDMAVEWESNGUPENNYKTTPRYLDSDGEFFLY SKLTVDKSRWGQ
QGNVFICSYMHEALHNRYTQRSLSLEPOK

L 110§ HCS 12A QVQLVESGGBVVOPGRSL RLBCAASGFTFSREAMHWYRRAPGKGLEWVAV]
SYDGENKYYAESVKORFTISRDNSKNTLNLEMBSLRAEDTALFYCARGYTVLT
EYPDYWGOGTLYTYSSASTRCPSYEPLAPCSRSTSESTAALGCLVKDYFPEPY
TYSWNSGALTEGVHTFRPAVLQSSGLYSLESVWTVPEENF GTQTYTONVRRKFS
NTKVOKTVERKCOVECPRUPARPVAGPSVELFPPKPKDTLMISRTPEVTCWWY
DVBHEDPEVOFNWYVREVEVENAKTKPREEQFNSTFRYVEVLTVWVHODWEN
GHEYKCKVSNKGLPAPIEKTISKTKGOPREPOVYTLPPSREEMTKNQYSLTCLY
KGFYPSAVEWESNGAPENNYRKTTPPRALDSDOEFFLY SKLTVDKSRWQQGN
YFSCEVMHEALENHYTOKSLSLSPGK

111 | HC-18 126 OVALVESGEGVVOPGRSLRLSCAASGE TFSRFEAMHWVRRAPGKGLEWYAV]
SYDGENKYYAESYKCRFTISRDNSKNTLNLEMDSLEAEDTALFYCARGYDVLT
CYPRDYWOGQOGTLYTYSSASTREPSYFPLAPSSKSTEGGETAALGOLVKDYFPEP
VIVEWNSGALTSGVHTFPAVLQSSCGLYSLESVVITVPESELETQTYICNYNHKE
SNTHKVOKKVERPRSCOKTHICPPCPARELLGGPEVFLFPEKPRD TUMISRTFEVT
CVWWEYVSHEDPEVKFNWYVDGYEVENAKTKPREEGYGETYRYVEVLTVLHGD
WL NCGKEYKTEVENKALPAPIEKTISKAKGOPREPOVYTLPPSREEZMTEKNGVE],
TOLVKGFYPEDIAVEWESNGGPENNYKTTPPVLDSRGOFFLY SKLTVDRSRWG
QORVFSCSYMHEALHNBEYTOKSLSLSPGE

[0369]

12 | HC-3Y 12C OVAQLVESGGGVVQPGRELRLSCAASGF TFSRFAMHWVRRAPGKGLEWVAYV]
SYRGOMKYYAESVKGRFTISRDBNSKNTINLLMDSLRAEDTALFYCARGYDVLT
GYPOYWOQGTLVTVESASTRGPSVEPLAPSSKS T SGETAAMGCLYKDYFPER
VEVEWNSGALTSGVHTFPAYLQESGLYSLISVWTVRSSELETATYICKYNHKF
ENTKVDKKVEPHSCOKTHTCPPCPAPELLEGGPSVFLFPPKPKDTLMISRTPEVT
SRV EHEDPEVKFNWYYVDEVEVENAKTKPCEEGYGETYRCVEVETVLHQD
WINGKEYKCKVYENKALPAPIEKTISKAKGOPREPOVYTLPPSREEMTENGYSL
TCLVKGPYPSAVEWESNGOPENNYKTTPFYLRSDGEFFLY SKLTYDKERWG
QONVFICEVMHEALHNHYTORSLSLSPEK

113§ HO-18 164, 154 QVQLYVASBAEVKKPGASYKYSCKASGRTT SRFEAMBWVYROAPGQGLEWMEN]
SYGGONKYY RESVEGRYTMTRD TS TS TAYMELSSLESEDTAVYYCARGYRVE
TGYPDYWOQETLYTVEBASTKUOPEVFPLARPCBRETSES TAALGOLVKOYFRPER
YEVEWNSGALY SCVHTFPAVLQESGLYSLBEWW TVPEENFGTATYTONVDHKP
SENTEVDRTVERKCCVECPPCPAPPVAGPEVFLFPPKPKDTLMISRTPEVTCYY
YEVSEEDPEVOFNWYYDOVEVHNAKTRPRECQFNETFRVWSVETVYHODWL
NEKEYKCKVSNKGLPARIEXTISKTKCOPREPOQVYTLFFEREEMTRKNQVELTCL
VEGFYPENAVEWESNCGOPENMNYKT TPAMLOSDESFFLY SKLEVRESRWQQG
NVFSCEVMREALRNMY TOXSESESPGK

114 | HC.19 168, 183 QVOLVASGARVKKPGASVKYSCKASGR TR SRFAMBWYRCAPGQGLEWNMGY]
SYDGENKYYAESVKGRVIMTRO TS TSTAYMELSSLRSEDTAVY YCARGY VL
TGYPOYWGRGTLVTVESASTREPSVIPLAPS SRS TSGGTAALCCEVKDYEPER
YWEVEWNSGALTSGVHTFPAVLOSSGLY SLEEVYTYPEESLGTATYICKYNHKP
SKTEVDRKVEPKGCDKTHTCPPCPAPELLGGPSVFLFPPRPKDTLMIERTPEVT
CVVVDVEHEDPEVKFNWYVRGVEVHENAKTEPREEQYGSTYRVYSVLTVLHQD
WANGREYKCKYSNEALPAPIERTISKAKGQPREPOVY TLPREREEMTENQYSL
TCLWRGFYPSDIAVEWESNGOPENNYKTTRPPVLBSOGEFFLY SKETVDRSRWQ
QGNYFSCEVMHEALHNRYTOKSLILAPGK
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T TR S T Al VG R G A BRI G RS KR SR A S AW RS AP SO STEWRGY
SYDEENKYYAESYKGRVTMTROTSTSTAYMELSSLRSEDTAVY YCARG YOV
TGYPDYWGAGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLYKDYFPEP
VTYSYWNSCAL TSEVHTFPAVLQASGE YL SEVVTVPSSSLGTATYICNYNHKP
BNTKVDKKVEPKSCDK THECPPCRAPELLGGPSYFLEPRKPKD TLMISRTPEVT
CVVVOVSHEDPEVKFNWYVDEVEVENAKTKPCEEGY GSTYRCYSVE TVLHAD
WLNGKEYKCKVSKNKALPAPIEKTISKAKGQPREPQVY TLPPSREEMTKNOVEL
TCLVKGFYPSDIAVEWESNGQPENNYKT TPPVLDSDGSFFLY SKETVDRSRWG
QGNVFSOSYMHEALHNHYTQKSL 3LSPCK

116§ HG-2% 17A, 134 OVOLVORGAEVRKPGASVRYSCAASGF TFSRFAMHEWYRGAFGOGLEWNMEW
SYDCENREYYAESYVRGRVTMTRDNSKNTAYMELSSLRSEDTAVYYCARGYDVL
TOYPDYWGEACTLVTYIZASTHGPIVEPLAPCIRSTSESTAALGCLVKDYFPLP
VIVEWNSGALTSGVHTFPAVLGSSGLYSLESVWTVEESNFGTAQTYTCNVIHKP
SNTRVOKTVERKCCVECPRCPAPPYAGPSVFLFPPKPRD TLMISRTPFEVICWY
YDVEHEDPEVOENWYVDGVEVHNAKTKFREEOFNSTFRVYEVETVWVHQDWL
NGKEYKCKYENKGLPAPIEKTISKTKGQPREPQVY TLPPSREEMTKNQVSLTCL
WRGFYPSDIAVEWESNGOPENNYKTTPPMLOSDGSFFLYSKLTVDKSRWGQQG
NVFSCSVMHEALHMRYTQRELELSPGK

117§ RG22 178, 148 OVOLYGSCAEVRKEPGASYKYSCAASCGHTFSRFAMHYWWROAPGQGLEWMEW]
SYDGENKYYAESVRERYTMTRDNSKNTAYMELSSLRSEDTAVYYCARGYDVL
TGYPDYWOQGTLVTVESASTREPEVFPLAPESKETSGOTAALGCLVKRYFPER
WIVEWNSCAL YECVHTFRPAVEQESCLYBSLEBVW TYRSESL GTQTYICNYNHKP
SNTEVDKRYEPKSCOKTHICPPCPAPEL LGGPSVELFPPKPEDTLMIERTPEVT
CWVWVDVESHEDPEVKFNWYYECVEYHNAKTKPREEQYGSTYRVYSVLTVLHAQD
WLNGREYRCKVENKALFAPIERTISKARGUGPREPQUYTEFPSREEMTRENGYSL
TCLVRGFYPSTHAVEWESNGOPENNYRT TPV DSDASFFLY SKETVOKERWVG
QGNYFSTSVMAEALHNEYTQRSLSLSPCK

[0370] 118 : HC-23 17C, 12C QVQLVGSGAEVKKPGASVKVECAASGFTFERFAMHWWYROAPGQGLEWMEW]
SYDEENKYYARSVHEGRVTMTRONSKNTAY MELSSLRSEDTAVYYCARGYRVLE
TEYPOYWOOAETLVTVESASTKEREVFPLAPSBRSTAGGTAALCCLVKDYFPER
YTVEWNSGALTEGYHTFRPAVLQSEGLYSLSSWTVPESSLGTQTYICNYNHKE

SNTRYDKKVEPHSC DK THYCPPOPAFPELLGGPSVFLFPPIKPKDTLMIERTPEYT
CVVVDVSHEDPEVEFNWYVDEVEVHENAKTKPCEEQYGETYRCVEVLTVLHQD
WINGKEYKCKVENKALPARPIEKTISKAKGOPREPOVY TEPRSREEMTENQYSL

TCLWKGFYPSDIAVEWESNGOPERNYKTTPPVLDSRGEFFLY SKETVIIKSRWQ
QENYFECSVMHEALHNHYTOQKSLILEPGK

119 § HC-24 {4, 21A EVOLLESGGGLYOPGGSLRLSCAASCFTFSRF AMHWVYROAPGKOLEVAYIS
Y¥ROONKYYAESVEKGRFTISRONSKNTLYLQMNSLRAEDTAVYYCARGYIVLTG
YPRDYWGEOQGTLVIVESASTREPSVFPLAPCERSTSESTAALGCLVKDYFRERVT
VEWNSGALTSGVHTFPAVLGSSGLYSLESVTVYPSSNFGTOTYTONYDHKPS
NTRVDRTVERKCCVECPPCPAFPVAGPSVFLFPPRFKOTLMISRTPEVTCWVYY
OVEHEDPEVQFNGYYDOVEVHNAKTKPREEGFNSTFRVYEYLTWVHGOWEN
GHEYKCKVENKGLPAPIEKTISKTRCOPREPQVYTLPPSREEMTKNQYELTCLY
KEFYPSIAVEWE SNGOPENNY KT TPPMLRSDOSTFLYSKL TYDKERWOQQGHN
VESCEVMHEALRNHY TOKSL 81 SPGK

120§ HC25 8,218 EVQLLESCGGLVQPGGSLRLSCAASCFTFSREAMHWVRQAPGKGLEWYAVIS
YOREENKYYAESVHGRFTISRDNSENTL YL OMNSLRAEDTAVYYCARGY VLTS
YPOYWCQGTLVIVESASTROPSVIPLAPSSKE T SGGTAALGCLVEDRYEFPEPVT
VEWNSCGALTSGVHTFPAYLGQSEGLYSLESWVTVPESSLGTQTYICNYNHKPEN
TRVDRKEVEFKECOKTHTCPPCPAPELLGGPEVELFPPRPKOTLMIERTPEYTOY
VYEDVEHEDPEVEKFNWYVDOVEVHNAKTHPREEQYGETYRVYSVLTVLHOUWL
NOKEYRCKVENKALPAPIEKTISKAKGOPREPQVY TLRPEREEMTRKNOVSLTCL
YRGFYPSDIAVEWESNGOPENNYKYTPPVLLESDGEFFLY SKLTVIKSRWQGG
NVFSCBVMHEALHNHYTQHSLSESFGK
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121 MC-28 266, 210 EVQLLESGGGLVOPGGELRLECAASGH THERF AMMWWYROAPGKELEWVAVIS
YDGONKY YAESVKGRFTISRONSKNTLY LOMNSLRAEDTAVYYCARGYDVETG
YPDYWGOGTLYTVSEASTHGOPSYFPLAPSSKETSGGTAALGCLYKDYFREPYT
VEWNSEALTSGVHTFPAVIOSSCLY SERSVVTYPSSELGTOTYICNVYNHKPSN
TRVOKKVERKECDKTRTCPPCPAPELLEGPEVFLFPPKPKDTIMISRTPEVTCY
WWYIVEHEDPEVKFNWYVDOVEVHNAKTKPCEEQYCSTYROVEVETVLHGQTWML

GHEYKCKYSNRALPAPIEKTISKAKGOPREPQVYTLPPEREEMTRNGVELTCL
VRGPYPSDIAVEWESNGOPENKNYKTTPPVLDSDGSFFLY SKLTVDKSRWQGG
KVFSCSYMHEALBNHYTOQKSL SLSPEK

122 1 HC27 Z2A, 23A QVOLLESGGGLYOPGGSLRLICAASGFTF SRFAMHWYRQAPGKGLEWVAVIS
YDGONKYYAESVHKGRF TISRDNSKNTLY LGMNSLRAEDTAVYYCARGYDVLTG
YPOYWCQGETLVTVISASTHCPSVF PLAPUSRIETSESTAALGCLVYKDYFPEPYT
VEWNSCALTSGVHTFPAVLQSSCLYSLESWTVRSENFGTOTYTCNVIHKPS
NTRVDKTVERKCCVECPPCRPAPPVAGISVELFPPKPKDTLAMSRTPEVTCYVY
DVEHEDPEVOF NWYWYDGVEVHNARTKPREEGQFNSTFRYWAVLTVWHODWLN
GREYKCKVSNKGLPAPIEXTISHTKCOPREPQVY TLPPESREEMTKNQYSLTCLY
KCFYPIIHAVEWE SNGQPENNYKTTPPMLDEDGEFFLY SKETVIKSRWQQGHN
VFSCSVMBEALBNHY TOQKSLBLEPGK

123§ HC-28 228 228 OVQLLESGGGLYAPGGSLELSCAASGR TSR AMHWYRIAPGHKGLEWVAVIS
YDEEGNKYYAESYKGREF TISROMNSKNTLY LOMNSLRAEDTAVYYCARGYDVLTG
YPOYWEQGTIVTYSBASTKGPSVIPLAPSSKETSGGTAAL GCLVEDYFPERYT
VEWNSCAL TEGVHTFRPAVLQRSCL YELSAW TVPSESL GTOTVICNYNHKPSN
TKVDRKVEPKECDK Y HTCPPCPAPEL LOGPEVELFPPRPRDTLMISRTPEVTCY
VWOVSHEDPEVEKFNWYVDGVEVHNAKTKPREEGYGETYRVVEVLTVLRHGIML
NOKEYKCEVENKALPAPIEKTIZKAKGUPREPOVY TLPRPEREEMTKNOVSLTOL.
VKGFYPEDIAVEWESNGQPERNYKT TPRVLDSOGSFAL Y SKLTVIKSRWOQG
NYFSCIVMHEALBNHYTQKSLELSPGK

[0371] 124 : HC-22 22C, 250 WQLLESGGGLYQPGGSLRLSCAASGFTFERFAMHWYROAPGKGLEWVAVIS

YOOCGNKYYAESVKGRFTISRONSENTLYLGMNSLRARDTAVYYCARGYDVETG
YEDYWEQGTLYTVESASTHCOPSVYFPLAPSSKETSGGTAAML GCLVKDYFPEPYT
YSWNSCGALTSGYHTFPAVIASSCELYSLESVYTVPSSSLGTATYICNYNHKPEN
THVORKVEPKSCDKTHTCPPLFAPELLGGPEVFLFPPEPKOTLMISRTREVTCY
YVDVSHEDPEVHFNWYVDEYEVHNAKTKPCEEQYCESTYRCVEVLTVLHODAWWL
NOKEYKOKVYBNKALPARPIEKTISKAKGOPREPOVYTLPPSREEMTENGYVELTCL
VEGFYPEHAVEWESNGQPENNYRKY TPPVYLDSDGSFRLYSKLTVIKSRWQGE
NYFSCEVMHEALHNHYTOKSLELEPOK

128§ HO-3C

Y
P
T

OVQLVOSGAEVEKKRGASVKVECKASGF TFSRFAMBWVROAPGGGLEWMGM
SYCGENEYYAESVKGRVTMTRDTSTSTLYMELSSLRSEQTAVYYCARGY VL
TEYPLYWOQGTLVTVSEASTRGPEVEPLAPCERSTSESTAALGCLVKOYFPER
VTVSWNSGALTEGVHTFPAVLOSSCGLY SLASVYTVPSENFGTQTYTUNVDHKP
SNTHYDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPROTLMISRTPEVICWY
VDY SREDPEVOFNAWYVDROVEVHNAKTKPREEQFNSTFRVVESVLTVVHQIMA
NGHEYKCKVENKGLPAPIERTISKTRCAPREPOVYTLPPEREEMTHNGQYSELTCL
VEGFYPSTHAVEWESNGOPERNYKT TRPMLDSDESFRLYSKUTVYDKSRWOOQG
RNVFSCSVYMHEALRMNHY TOKSL SLSPGK

13 1 HC.31 4B OVOLVOSCGAEVEKPGASVEVECKASCGFTFSRFAMBWYRQAPGOGLEWMGA
SYDEENKYYAESVHGRVTMTRDTSTSTLYMELSSLREEDTAVYYLARGYRVL
TOYPRYWGEAGTLVIVISASTRGPEVE PLAPSSKSTSGGTAALGCLYKEYEPEP
VTYSWNEGALTSGVHTFRPAVLASSGLY SLESVVTWVPSESLETATYICNYRHKF
SNTEVDEKKVEPKSCDKTRTCPPOPAPELLGGPEVFLFPPEPKOT LMISRTPENT
OV RVEHEDPEVEFNWYVDCVEVHNAKTKPREEQYGETYRVWEVL TVLHGE
WINGKEYKCKVENKAL PAPIEKTISKAKCQPREPQYYTLPPSREEMTRKNQYSL
TCLVREGFY PSDIAVEWESNGOPENNYRKTTPPVLDSDGSFRLYSKLTVOKSRWG
QGNVFSCRYMHEALHNHY TOKSLELSPEK
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127 1 HG-32 24C OWVOALVOSCAEVKKPCASYKY SURASSE TFSRFAMHWVRGAPGCQGLEWMGW
SYDEENRYYAESYKGRVTMTROTSTETLYMELSSLRSEDTAVYYCARGYDVL
TGYPDYWGQGTLVTVSSASTRGPEVFPLAPSSKSTSGGTAALGCLVKDYFPER
VTYSWNSGALTSGVHTFPAVEQSIGLY SLSSVWTVRPSSSLGTOTYICNYNHKP
SNTRYORKVEPKSCUOKTHT CPPUPAPELLGGPSVYFLFPPRPRODTLMISRTPEVT
CWWVRVBHEGPEVKFNWYVEROVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOD
WLNGKEYHCKVENKALPAPIEKTISKAKGOPREPQVY TLPPSREEMTHNQVEL
TCLYKGFYPIDIAVEWESNGQRENNY KT TPPYLD3DGSFFLYSKLTVDKERWG
QGNYFETSYMHEALHNRYTGKSLELBPGK

13 1 He-a3 qEA VOGRS CAEVRKPCASVKVECKASCE T ESREAMRWYRQAPGGSL EWNGW
SYDGENKYYAESVRGRVTMTRDTSKSTAYMELSSLRSEDTAVYYCARGYDVL
TGYPDYWGAGTLYTVSSASTKGPSVFPLAPCIRS TSESTAALBCLVKDYFPER
VTVESRNSBALTSOVHTFPAVLOSSGLY SLSSVWITVRSSKRFGTQTY TCNVOHKP
SNTKYDKTVERKCCVECPRCRAPRVAGRSVELFPPKPKOTLMISRTREVTCVY

YDVEHEDPEYQE NS VOGVEVHNAKTKPREEQFNATFRVVSVLTWWHODWL

NGKEYKCKVENKGLPAPIEKTISKTKGOPREPOVYTLPPEREENTKNQVELTCL
YKGF Y PSDIAVEWE SNGOPENNYK TTPEMLOS DESFRLY SKLTVDKSRWGQD
NVFSCSVMHEALHNHYTOKSLSLSFGHK

129 § HC-#4 250 GVOLYVOSCALYRRPGASYKVSCKASGHTHFERFAMMHWY RGAPGQGLEWMES VI
SYDGEMKYYALSVRERYTMTRDTSHETAYMELSSLRSEDTAVYYCARGYDVL
TOYPRYWOQGTLVTVESASTRGPEVE PLAPSSKSTSCATAM GCLYKDYFRER
VTVEWNSEAL T SBVHTFRPAVEOSBRGL YELEBWWIVPRSELGTQTYICNYNHKE
BNTRVOKKVEPKSCOKTH TCRPPCPARELL GERESVFLEPPKPKDTLMISRTPEVT
CONVDVEHEDPEYVKFNWYVDGYEVHNAKTKPREEQYGSTYRVWSVLTVLHGD
WILNGKEYRCKVSNKALPAPIERKTISKARKGOPREPOVY TLPPSRERMTRNGQVSL
TCLVRGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFRLYSKELTVDRSRNG
QGNYESCIVMHEALHNEYTORSLSLSPGH

[0372] 130 § HGC-3% 25C OVQLVGSGAEVKRPGASYKYECKASGFTFSRFAMHWYROAPGGCLEWMGWI

SYDEGNKYYAESVEGRYVTMTROTSHSTAYMELSSLRSEDTAVYYCARGYDVL
TEYPRDYWGOGTLVTVESASTKGPSVFPLAPSBKSTSGG TAAL GCLVEDYFPER
YTVEWNIGALTEGVHTFPAVLQSECLYSLESWIIVIESSLGTOTYICNYNHKP
SNTRVDKKYVEPESCOKTHTCPPOPARPELLGEPSVILFPPKPKDTLMIERTPENT
CWVDVSHEDPEVEF NWYVYDGVEVHNAKTHPCEEQYGSTYRCYSVLTVLHQD
WINGKEYKCKVENKAL PAPIERTISKAKGOPREPOVYTUPPSREEMTENQYSL
TCLVKGFYPSDHAVEWESNGOPENNYKTTPPYLDSDGSFFLY SKLTVDRERWQ
QENYFEUSVMHEALHMNHYTOKSLBLIPGK

131§ HO.38 28&, 2TA QYQLVESGAEVVRPGASVEVSCKASGETFSRFAMHWVYRQAPGQGLEWMEGY]
BYREENKYYAESVKGRVTMTRDTSTSTLYMELSSLRSEDTAVYYCARGYIIVE
TEYPOYWOQGTLVTVSEASTKOGPEVFPLAPCERSTSEETAML GOLVKIYFPER
VTVEWNSGALTEGVHTFPAVLQSSCLY SLESVYVTVPESNFGTQTYTCNVDHKP
EBNTRYDKTVERKCCVECPPCRPAPPVAGPSVFLFPPKPRKOTLMISRTPEVICWY
VDYSREDPEVOFNAYVRGVEVHNAKTKPREEQFNSTFRVVSVLTVVHQIPAL
NGHEYKCRKYSNRGLPAPIERTISKTRGQPREPOYY TLFPSREEMTRNGYSLTCL
VEGFY PSHAVEWESNGOPENNYKT TRPMLOSDESFRLYSKLUTVDKSRWOQG
NYFSCSVMHEALRMNHY TOKEL 8LEPGK

122§ HGC.37 68, 278 OVOLVESGARYVKPGAZYRY SCKASGFTFSRFAMHWYROQAPGLGLEWMGYI
SYDEENKYYAESVKCRVTMTROTETSTLYMEL BELRSEOTAVYYLARCGY VL
TGYPOYWGAGTLVTVSSASTRGPEVFPLAPBSKBTSGGTAALGCLVRDYFPER
VTYEWNEGALTSGVHTFPAVLQSSGLY SLESVVTVPSSSLETOTYICNYNHKE
SNTEVORKVEPKSCDKTHTCPPOCFAPELLGGPSYFLF PRPKPKOTLMISRTFEVT
CVWVRVSHEDRPEVEFNWA VR GVEVHNAKTKPREEQYGETYRVWSVL TVLHGQE
WILNGKE YKCKVSNKAL PAPIEKTISKAKGQPREPQYY TLPPSREEMTRKNQVSEL
TCLVEGFYPSLIAVEWESNGGPENNYK T TPPLDSDGESFRLY SKL TVIIKERWG
QONVESCEYMHEALMNRY TORKELELSPEK
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133 | HG-Z8 280, 270 WVQLVESGAEVVKPGASVRYECKASCGFTFSRFAMHWYROAPGOGLEWMGYI
SYDGENKYYAESVKGRVIMTRDISTETLYMELSELREEDTAVYYCARGYDVL
TGYPDYWGQGTLYVTVESASTREPSVFPLAPSBKETSGGTAALGCLVEDYFPEP
YVTVSWNSGALTSGVHTFRAVLOSEGLYSLESWTYPESSLGTATYICKNYNHKF
SNTRVDKRYEPKSCOKTHYCPPOPAPELLGGPSVFLFPPRPKETLMIERTREVT
CVVVDVEHEDPEVKFNWYVDOVEVHNAKTKPCEEQYGSTYRCVSVETVLHAQD
WINGKE YKCKVENKALPAPIEKTISKAKGOPREPOVY TLPPSREEMTENGYSL
TCLVKGFYPSDIAVEWESNGGPENNYKTTPRVLDSDGEFFLY SKLTYDKSRWG
QONYFSCRVMHEALHNKYTOKSLSLSPCK

134 HC.AG 284, 283A QVQLVESGEGVYWOPERELRLICAASGETESRY AMHWVRQASGKGLEWYAY]
SYDEENKYYADSVKGRIT:SRONSKNTLYLLMSSLRAEDTAVFYCARGYDILTG
YPDYWEOGTLVTYSSASTRKGPEVFPLAPCERSTSESTAALGCLVKDYFPEZPVT
VSWMNSCGALTSGVHTFPAVLOSECLYSLSSVVTVRPISNFGTOTYTONVDHEPS
NTKVIKTVERRCCVECPPCRPAPRYAGPSVELFPPKPKDTLMISRTPEVTCVWY
DYEHEDPEVOFNWYVDEVEVHNAKTKPREECFNSTRFRYYISVLTVWHODWLN
GHEYKCKYSNKGLPAPEKTISKTKGOPREPOVYTLPPSREEMTKNGQYSLTCLY
KEFYPIMAVEWESNGOPENNY KTTPPMLDSDGSFFLY SKETVDKSRWQLGN
YVESCEVMHEALHNHYTQKELELEPGK

135 | HCAC 288, 298 VALVESGCEVVGPGRSLRLECAASGFTFSRY AMHWVRQASGKGLEWVAV]
SYDESNKYYADSVKGRFT:SRONSKNTLYLLMSSLRAEDTAVFYCARGYDILTG
YPDYWCRQGTUVTYSSASTRKGPEVRPLAPSSKET GG TAALGCLYKDYFPERYT
VEWNSCALTECYHTF PAVLQSECLYSLSEVVTVPESSLGTOT YICNVNHKKPSN
THVDRKVEPRSCDRKYHTCPPCPAPLLLCEPEVFLFPPRPKDTLMISRTPEVTCY
YYDVSHEDPEVKFNWYVDEY EVHNAKTKPREEGYGETYRWVEVLTVLHCDWL
NEGKEYKCKVENKALPAPIEK TISKAKGUPREPQVYTLPPFEREEMTKNQVYELTCL
VKGHYPEDIAVEWESNGOFENNYKT TPPVLDSRGEFELY SRETVORSRWQQG
NYFSCEVMREALENHYTQKELELEPGK

[0373] 136 | HG-43 28C, 23C WQLVESGGEVVGPGRELRLECAASGFTFSRY AMHWYROQASGKGLEWYAY]

SYDCSNKYYADSVRGRFTISRONSKNTEYLLMSSLRAEDTAVEYCARGYDILTG
YPOYWEQGTLYTVSBASTROPSVIPLAPSSKS TRGGTAALGCLVKDYFPERVT
VBWNSGALTSGVHTFPAVEQBEGLYELSEVVTVPESSLGTOQTYICNVNHKPSN
TRYOKKVEPRSCOKTHTCPPUPAPELLEGPEVFLFPPKPKDTLMISRTPEVTCV
YVDYSHEDPEVKFNWYVDEVEVHNAKTKPCEEQYGSTYRCYSVLTYLHQINYL
NOKEYKCKVSNKALPAPIEKTISKAKGOPREPQVYTLRPSREEMTKMNQVSLTCL
YKGFYPEDIAVEWE SNGQFRENNYKTTPRVLDSDGSFRLY SKETVOKSRWQGG
NYFSCEVMHEALHNHYTQRSLSLEPOK

13O HC4Z J0A VQLYVGSGARVKKPGAGVKVSCRASGYTFTSYGISWWROQAPGGGLEWMEW]
NAYNGHTRYAQTFQGRVIMTTDITSTSTAYMELRSIRSDRTAVY YCARELELR
SEYYFOMDVWWGQGTTVPVESASTRKGPSYEFPLAPCSRETSESTAALGCLVKDGY
FREPVIVEWNSCALTBEVHTFPAVEOSSGLY SLESWVWTVPSENFGTUTY TONY
CHEKPSNTRVDKTVERKCCVYECPPCPAPPYVAGPSVFLFPPKPEKDTLIHSRTPEY
TOWVINVSHEDPEVGFNWY Y DOVEYHRAKTKPREEQFNSTFRVWEVLTVWHG
DWLNGKEYHCKVSNKGLPARIEKTISKTKGOPREPGVY TLPPSREEMTKNOYS
LTCIVEGFYPSDIAVEWE SNCQPENNY KTTPPMLRSDOEFFLYSKLTVDKERW
QQONVFSCEVMHE AL HNMY TONELELEPGK

138 | HC.43 31A QVQLVGSGAEVKKPGASVKVECKASGYTFTSYGISWVROAPGOGLEWMGWI
NAYNCGHTRYAQTFOGRVIMTTDTETSTAYMELRSLRSDDTAVY YCARELELR
SEYYFGMDWAGGETTYTVSSASTKGPSVFPLAPCSRSTSESTAALGCLYKDY
FPEPVTVSWASGALTSGVHTFPAVEQSSGLY SLSSWWTVPSSNFGTOTYTONY
CHEKPSNTRVDKTVERKCCYECPRPOCPAPPYAGPSVFLFPPRIPKDTLIMISRTREY
TOWNVINEHMEDPEVGFNWYVDROVEVHNAKT KPREEQF NETFRVWWEVETWAHG
BWILNGEEYRGKYANKGLPARIEKTISKTRKGOPREPOVYTLRPPSREEMTKNGQYS
LTCLVKGRY PEDIAVEWE SNOQPENNY KT TPPMLDRSDGEFFLY SKLTYRKSRW
OOQONVFSTRVMHEALHNHY TOKSLSLEPGHK
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139 HC-a4 BZA QYOLYOSBAEVRESGASLEYECKASGYIFTRYGVEWVROAPGGQGLEWMEW]
FEYNGNTNYACKLOGRVTMTIDTETETAYMELRSLESDRYAVY YCARRVREY 3G
CYSFONWCQGTLYVTVSSASTKGREVFPLARPCSRETSESTAALGCLVKDYFPERP
WEVIWNSCALTSGVHTFPAYLOSSGLYSLEIVYTYPSSNFGTQTYTOMYDHKP
BNTHVDRTVERKCCVECPPCPAPPYAGPSVFLFPPRPKDTLMIGRTREVTCYY
WOVSHEDPEVQFNGY VDOVEVHNAKTRKPRECQFNSTFRVVAVE TWWIHODWL
HNEKEYHORVENKGLPAPIEXTISKYKGUPREPOVY TLPPSREEMTKNOVELTCL
VHKGFYPEDIAVEWESNGQPENNYKTTPPMLOSDGEFFLY SKLTVDKSRWGQG
NVFSCEVYMMEALBNHYTOXSLSLSFGK

T4 HC-45 35A QVQEVEBGAEVKKEGASLKYSCKASGYIFTRY GYSWVRQAPSGCLEWMEW
TTYNCNTRYACGKLOGRVYTMTTDTSTETAYMELRILRADDTAVYYCARRVREYS
COYSFOINWGQGTLYTVISASTROPSYFPLAPCSRETSESTAALGOLYKDYFP
EPVTVSWNSGALTSGVHTFPAVEGSSGLYSLESVVTYRSSNFGTQTYTCONVRH
EPSNYKVDKTVERKCCVECPPOPAPPYAGPSVEL FPPRKPROTLMISRTPEVIC
WVUWENSHEDPEVOF MWYVRGVEVHNAKTHPREEQFNSTIRVVSVLTWWHGD
WINGKEYKCKYSNKGLEAPIEKTISKTKGOPREPQVY TLPPSREEMTRNQYSL
TCLVKGRYPSDIAVEWESNGGPENNYKTITPPMLDSDGEFFLY SKL TVDREKERW
QQGNVFSCESVMHEALHNHYTORKELSLSPGK

141§ HC-48 ELEN OVQLVOBGAEVEKKSGASLKY SCKASGYIF TRYGYSWVYRQAPGOGLEWMGM
TTYNCNTNYAGRLAQGRVYTMTTDTSTNTAYMELRSLRSDETAVYYCARRVRYS
GGYSFDNWGQGTLVTVSSASTRGPSVFPLAPCERSTSESTAALGCLYKDYFP
EPVTVEWNSGALT SOVHTFPAVEGESCGLY SLSEVWTVPESKFGTOTYTCNVDH
KPSNTHVDRTVERKCCVECPPOPAPPYAGPEVELFPPKPKOTLMISRTPEVIC
VWOV SHEDPEVOFNWYVDGVEVHNAKTEPREEQFNSTFRVVEVLTYWWHOD
WANGKEYRCRVENKGL PAPIEKTISKTRGGPREPQYYTEPPSREEMTHENQW S
TCLVKGFYPSDIAVEWESNGGPENNYKT TPPMLDSDGESFFLYSKL PYDKERW
QLONVTSCSVMHEALHNHYTQRELSLSPGK

[0374]

142 | HC47 354 QVOLQESGPGLYKPSETLELTCTVSCGEISSYYWSWIRDPAGKGLEWIGRIYT
SGETNYNFSLESRVTMBIGTSKNGF SLKLSSYTAADTAVYYCAHASRGWYFDL
WORGTLVIVASASTKGPSVFPLAPCSRETSESTAALGCLVKDYFPESVTYEWN
BCALTSGVHTEPAVEQESGLY L 3SVVTVPSENFGTQYYTCONVDHKFANTKY)
KIWVERKCCYECPPCPAPPYAGPEVFLFPPKPKDTLMISRTPEVTCWWVDVEHE
DPEVQFNWYYVDGVEVHNAKTHPREEQFNSTFRVVSVLTWVWHODWLNGKEYK
CKYSNEGLPARIEXTISKTKGQPREPQVYTLPREREEMTKNQVSLTCLVRGF YR
SOAVE WESNGOPENNYKTTPRPRLDSDGSFTLYSKITVDKERWOQGNVESCS
YIMHEALHNEY TOKSL 8L 8PGK

3 HCA8 G6A, 408 OVOLQESGRELVEPSQTLSLTCTVEGESIBEGGY Y WEWIRQHP GKELEWIGYI
YYSONTYYNPSLKSRYTISGDTRKNOF SLEKLR3YTAAD TAVY Y CARGGAARGM
DVRCQETTVIVREASTKGPEVFPLAPCERETSESTAM GOLVKIWFPEPVTVE
WNEGALTSEVHTFPAVLOSEGLYSLESWVWTVPSSNFGTATY TCNVIRKPENTK
YDKTVERKCCVECPPCPAPPVAGPSYILFFPRKPKDTLMISRTPEVTCVWWVEYE
HEDPEVQENWYYDGVEVRNAKTEPREEQFNSTHFRVVEVLTVYHQDWIENGKE
YRCKYSNKGLPARPIEKTISKTKCQPREPQYYTLPPSREENMTEKNQVSLTCLVYEGE
YPESDIAVEWESNGQFENNYKT TPPEMLDSDESFFLY SKLTVRKSRWOQQGNVFS
CHVMHEALHNBEYTAKSLELSPOGK

g HCAG 37TA QVQLOQSERELVKPSATLILT CAISGOSVESNEAANMNIRQSPERCGLEWLGR
TYYRERWYNDYAVEVKERITINPD TEKNQFSLOLNSYTRERTAVYYCARGYFY
SKGAF DRVGAGTMVTVESASTKGPEVI PLAFCSRSTSESGTAALGCLYKIYFFE
PYTYSWNSGALTSGVHTFPAVLOSSGLY SLESVWTVPSENFGTUTYTCRYDHK
PENTRVDRTVERKCCVECPPCPAPPVAGPSYFLFPPRPELRTIMISRTPEVTOY
VVRVEHEDPEVOFNWYVDCGVEVHNAKTKPREEQENSTRFRVVEVL TV MO
NOKEYKCKYSNKGLPAPIZKTISKTKGQPREPQVYTLPPSREEMTRNOVELTCL
VKGFYPEMAVEWESNGOPENNYRTTPPMLDEDGEFFLY SKLTVDRERWAOG
NVFSCSVMBEALHNHYTOKSLSLSPGR
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148 i HC-5G 84 OVOLOESCPELVRPSATLSLTCTVEGGRISRGSY YWSWIROHPGKGLEWIGY]
YYSONTYYNPSLKSRVHSCUTSKNQLELKLRSVTAADTAVYYCARGGAARGM
DVWEOGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVRDYFPERVTVS
WNSCALTSGVHTFPAVLOSSGLYSLESVVTYPISNFOGTOTYTONYDHKPENTK
VK TVERKCOVECPPCPAPPVAGPSYFLF PPKPRDTLMISRIPEVTOVYVYDVS
HEDPEVOFNWYVDEVEVHNAKTRPPREEQFNETFRVVEVLTVVHADWINGKE
YKCKVSNRGLPAPIEKTISKTKCOPREPQVYTLPPSREEMTKNQYSLTCLYKEF
YPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQOGNVFS
COVYMHEALHNBYTQRSLSLSPGR

146 : HC.5t TEBA QVQLQESGPGLVEPSQTL L TCTVEGEBISSGEY YWEWIRQHPGKGLEWIGY|
YYSGNTYYNPSLKSRVTISGDTSKNOF SLEKLRSYTAADTAVYYCTRGGAARGY
VWCQGTTYTVSSASTHKGPSVIPLAPCSRSTSESTAALGCLYRKDYFPEPVTVS
WNSEALTSCVHTEPAVLQSSGLYSLESVYTVPSSNFGTQTYTCNVIHKPENTK
VDKTVERKCCVECPPCPARPPVAGPEVFLFPRKPKDTLMISRTPEVTCVYVEIVE
HEDFEVOFNWYVDGVEVHNARKTKPREEQFNSTFRYVEVLTWWHODWLNGKE
YECKVESNKGLPARPIEETISKTKCOPREPQYYTLPPSREENTKNOVSLTCLVKGE
YPSOIAVEWE SNGOQPENNYKTTPPIMLDSDESFFLYSKLTVRKSRWQQGNYFS
COVMHEALHNREYTAKSLSLEPGK

[0375] 147 : HC-82 585 AVALQESGPGLVKESQ TLSLTCTVSGOSISEGEY YWEWIRQHPEKGLEWIGY|
YYSGNTYYNPSLKSRVTISGDT SKNQF SLKLRSVTAADTAVYYCTRGGAARGM
WEQGTTVTVSEASTKGPRVEPLAPSSKSTEGGTAALGCIVKDYFPERVTYE
WNSGAL T SGYVHTFPAVLQESGLY SLESVYTVPSESLETATYICNYNHKPSNTK
VOKKVEPKSCDKTHTCPHFCPAPELL GEPSVELFPPKPROTLMISRTREVICYVWY
DWVEHEDPEVKFNWYVDGYEVHNAKTKPREEQYGITYRVVSVLTVLHODWLN

GHEYKCKVENKALPARIEKTISKAKCOPREPOVYTLPRPAREEMTKNOQVELTCLY
REFYPSDIAVEWESKNGOPENNYKTTRPVLDSDCSFRLY SKLTVRKSRWQGGN
VESCEVMHEALENHY TOKSLSLIPGK

145 : HC-53 414 OVOLOESGPGLYKPSATLELTCTVEGGSISSGERYWSWIROEPGKGLEVAGYI
YYSGNTYYNPSLESRVHSGDT SKNQFSLKLSSVTAADTAVYYCARGGAARGHM
DVWEQGTTVIVESASTRGPSVFPLAPCSRITSESTAALGULVKDYFPEPVTVS
WNSGALTSGYMHTEPAVLOSEGLYSLEEVYTVPEENFGTQTYTUNVOHKESNTK
YOKTVERKCCVECPPCPAPPVAGPEVELF PRRPKDTLMISRTPEVTCWYEVS
HEDPEVOFNWYVDGVEVHNAKTKPREEQF NSTFRVVEVLTVVHQDWLNGKE
YRCKVSNKGELPAPIEKTISKTKGOPREPOVYTLPPSREEMTKNQVSLTCLVKGF
YPEDIAVEWESNCOPENNYRKTTPPMLDEDCSFRLYSKLTVDKERWQGONVFS
COVMHEALHANHY TORSLSLSPGR

[0376] PR AT AR &5 fa 3k

[0377] bRt T A a0 R SCRIAFNIBH R IR 1 Fr i i B v] AR [X Bt 4k 8 4 ] AR (X DA K
T e R B B T AR X G % TR I B AT AR SRR B AR PO AR (RIS . ) % B
FF31)

[0378] AU A2 S iR SARI3BH B/ I P AR X AR TR 17 1) o PR DRI 8 7 31 0, 2 R R 1A
FBH R IR I BB 1) A KA TR 7 81 rF IR B AT TAS 5 4 S S ) P B MR v e 1) 36
I, {E AT B AR TR I B R N G 3L T 3R SAFI3BH R AL A T AR [X A J2 R IART B Y 4K
DNAJF F1I 2R 45 &y HiFf 5E

[0379]  ZRAR BRI B AT B 20 Vi /Voy” SR 42, Fo A7 x 7 B ] R X 15 H L
H”y” % N T AR X 5 H .
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150 1 V02 | 02A. 928, 02C | ENVLTQSPRFQSYTPRERVTTCRASOSIGSSL RWYQDKPDQSPRILECY ASQSL
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: LSGYPSRFSGSGSGTEFTLTISSLAPEDFATYYCHO SSRLPFTFGRFGTKYDIKR
187 L4 1 G4A, 4R, T4C, | ERNLTQSPDFQEVTPREKVTITCRASOSVERSL HWYHGKPRDOSEPKLLIKY ASQE
074, G7B, 070, | LEGVPSRESGSGEGTDETLINGLEASUAATYYCHQSSRLPFTEGPGTRYDIKR
G6A, 08B, DRC,
124, 128, 12C
TE3 1 Lw-08 | DAk, 08B, CAL. | DIGLTGQAPAFL SABVGURYTITORAGOBIGHSL FWY G ORPLRAPKLLINY ASGS
43A. 138, 13C. | LSOVPSRFSGSOSCTEFTLHISSLOPEDFATYYCHOSSRLPFTEGPOTKVIHKR
A, 188, 180,
1¥A, 178, 17C,
21A, Z1B. 210,
FIA, 328, 220,
24A. 268, 24C,
254, D58, 250,
204, 268, 26C
FETTNRE T 0EA, 08B, 8 | DI TRSPSFUBASUGTRVTITCRASQSI RS BNV RAKPCIKAPKI { HVASAS
LEEVPSRFSGSGGTEFTLRSSLOPEDFATYYCHOSSRLPFTFGPGTRVRIKR
TSIV T A, OB GO, | EVLT O AP GEVTPKEKVTIT CRASGEVERS AV QEKPDGEPRITKYASEE
104, 10B, 16C. | LSGVPSRFSGSGICTORTLTINGLEAEDAATYYCHOSSRLPFTFGPGTKVDIKR
114, 118, 116
156 1 LV-0B | t4A, 14B. 148, | EVLTQRPATLSLSPGERATLECRASQSVERALHWYCORPGGAPRLLIKYASO
F5A, 236, 73C. | SLSGIPARFSGSGEGTDFTLTISSLEPEDEAYYY CHOSSRLPE TEGPETRVIKR
218, 278, 21C
157 | LV-08 | 1aA, 158, 156, | EVITGASPGTLSLOPGERATLOCRASWEY GROL HNY GQRPGLAPRLLIKYASR
SGA, 165, 13C. | SLSCIPORFEGSOSETRETLHSRLEPEDFATYYCHOSSRLEFTECQGTRVEIK
104, 198, 18C, | R
204, 20B. 20C
158 LVv-18 § 28A, Z8B, 28C | ENVLTQEPLFOSVTPRERVTITCRASQIGRSLHWY QOKPDQSPELLF K YASQE
LEGYPSRFSGSGSATRFTETINGL EAEDAATYYCHQSSRLPFTFGPGTKVINKR
TED T INATT | 254, 296 26C | DIQUTOEPSFLSASVEDRVTITCRASOZIGRELHNVGOKPGIAPKI T EKYASAS
LECVPSRFSGAGSCTEFTLTISSLOPEOFATYYCHGSSRLPETFGRGTRVDIKR
160 Ev-12 A, 31A EPATOSPRETL SLSPEERATLSCRASQSVESSSYLAWYQOKPGQAPRLLIVEARS
RATGIPORFENIGEGTDFTLTISRLEPEDFAVYYCORYGESRTFGQGTKVEIKR
161 LVAS SEA DRATTOSPLELPVTPCEFASISCRSZOSELHSNGYNYLDWYLOKPGOZPOLLL
YLGENRASGYPDRFSGSESETOF THASRVEAE DVEBYYYCKQTLOTPFTFGR
GTRVDHR
5T LVAR HIA3A ORATTOSPLALPVIPGEPASISCHSAGSELHENGYNYLDWYLOKPGOEPALLL
YLGSNRASGVPDRFSGEESETDF TLKIZRVEAEDVEYYYCMOTLGTPFTRGR
ETKVDIKR
1837 TIVAS 3EA BNV TOSPATLSLSPGERATL SCRASOTVERAYL AWYQOKPEOAPRILIVEASS
RATCIPORFSGSGESETOETLYISRLEFPERFAVFYCOOFGESSPWTFOQGTRVEK
R
TE4 TS FEA BT P ES A S B AT K SEaN A VE SN RNE YAV RO K S GAPBILT
YRASTRESGYPDRFSGSBSGTDETLTISSLOAEDVAVYFCAQYYSAPETEGRG
TKVDIKR
165 | Lv-17 37A DIVMTOSPOSLAVSLGER TTIKCKSSASVLY RENNNNFLAWYQQKPGGPPKLL]
YWASTRESGYPDRESGSEIGTDETLTISSLOAEDVAYYFCQQYYISPLTFGEE
TRVEIKR
166 ;| LV-15 38A OIVMTQEPDSLAVSLGERATINCK SO SVLY SSNNKHYLAWYRQKPGGTKLL]
YRASTRESGYPDRESGSGSGTDETLTISSLOPEDVAVYYLOOYYSSPETEGRS
TKVIIKR
187 : Lv-10 304, 298 CIVMTOSPDSLAYSLCERATIHCKSSGEVLYSSNNENFLTWYOOKPGOPPRLLE
YRASTRESGYPDRFSGSGEGTOFTLTISSLGAEDVAVYFCQRY Y SAPFTFGFG
TRVOIKR
188 | Lv-20 a5A CIVMTQSPOSLAVELGERAT HCKSSGSYLY SSNNRNFLEAYQOKPGOPPKEL
YRASTRESGYPDRF SGSGSGTDF TLTISSLOAEDYAVYFCQUYYSAPFTFGRG
TIVDIKR
1807 R &IA CIVATOSPOSLAVEL CERATINCKESRSVIY SSNNEN VLAWY ROKBGAPPKLL
YRASTRESGVPDRFSGSGSGTHETLTISSLOAEDVAVYHCQOY Y SSPFTFGRG
TKVDIKR

3B Ik 5T -hPACTHLAA ) L 5 P AR [X S R R Fr 47
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64/102 TT
SEQ AP A REFT | VuAAF S
D
NO:
170 H-01 (1A DB QVQLOQOQIGRGLVKPRQTLSLTCAISGDBYSBNSATWNWRQSPERGLEWLGR
TYYRSKWENMYAVEVKERITINPDTSKSOF SLOLNSVTPEDTAVYYCARGTWK
QEWFLBHWEQGETIVTYSS
17t H-02 i Q24 G2R, CZC, | QVALVESGGGVVAPGRILRLSCAASGFTFIYYAIHWVYROAPCKGLEWAAVIS
I3A YDGENKYYADSVKGRFTISREDNSKNTLYLQMNSLRAEDTAVY YCARGYRLLTE
YRERYWOQGTLYTVES
172 HY-053 § 824, AR, C4C, | QVALVESGGGVVAPGRELRLSCAASGFTFSRFAMMWYRRAPGKGLEWVAV
ghA, B5B, G8C, | SYDGENEYYAESVKGRFTISRDNSKNTLNLLMNSLRAEDTAL-YCARGYDVLT
G4, (6B, OBC, | GYPRYWERQGTLVTVES
118, 318, 110
173 1 HV-04 1 OFA, OB, GTC. | QVQLVESGEOVWWOPGRELRLSCAASGFTFERFAMHYWWRQAPGRGLEVAAY]
084, 498, (9C | SYDGGNKYYAESVKCRFTISRDNSKNTLNLLMNSLRAEDTALFYCARGYDVLT
CYPDYWEQGTLVTYES
174 W05 1 O8A, GEB, GBC. | QVALVESGGOWOPERSELRESCAASGFTEFERFAMMVWVROQAPGKGLEWWVAY]
104, 108, 16C, | SYDGGNKYYAESYRERFTISEDNSKNTLYLOMNSLRAEDTALFYCARGYDVLT
134, 13B, 130, | GYPBYWGAGTLWTYSS
14A, 14B, 14C.
154, 158, 150
175 HY-08 : 124, 126, 12C | QVQLVESGGCOWQOPGRELRLSCAASGETFERFAMMHWVRRAPGKGLEW VAV
SYDREONKYYAESVKERFTIRRDNSKATINLLMDSLRAEDTALFYCARGYDVLT
SYPDYWCEQGTLYTVES
176 1 HY-07 § iBA, 6B, 160, | OVQLVGSCAEVKKECASYKVECKASGFTFERFAMMHMWWROAPCQGELEWMGH
1BA, 186, 18C | SYDGONKYYAESVKERYTMTRDTSTETAYMELSELRSEDTAVYYCARGYEWL
TEYPRYWGGOGTLYTVES
177 HY-058 : 174, 17B, 178, | QVALVGSCARVKKPCGASVKVSCAASGFTF3RFANMHWVYROAPCGQGLEVWMGY]
104, 198, 190 | SYRCGNKYYAESVKCRYIMERDNSKENTAY MELSSLRSEDTAVYYCARGYDVE
TEYPRYWGEOGTLYTVES
178 HW-08 : 204, Z0B, Z6C, | EVOLLESGEGLVOPGBEELRLECAASGFTFERFAMHWYROAPGKGLEWVAVIS
214, 218, 21C | YOGGNKYYAESYKGRF TISRONSKNTLYLOMNSLRAEDTAVY YCARGYOVLTG
YPDYWRQGTLYIVESR
178 1 WV-10 1 22A, 22B, 220, | QVQLLESCGGGLVQPCGELRLSCAASGFTFERFAMHWVRQAPGKGLEWYAVIS
234, 238, 23C | YDCONKYYAESYKGRFTISRDNSKNTLYLGYNSLRAEDTAVYYCARGYDVLTG
YPOYWEQGETLVTYSS
140 1 HY-11 1 24A 248, 24C | QVQLVQECGAEVKKPCGASVKVECKASGFTFSRFAMMWVROAFGQGLEWMEGY]
SYDGENKYYAESYKERYTMTRDTSTSTLYMELSSLRIEDTAVYYCARGY VL
TEYPRYWGEOETLYIVES
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161§ H-12 § 29A. 258, 25C | QVQLYGSGAEVKKPGASVRKVSCKASGETF SRFAMEWVRGAFGOGLEWMGW
SYDGONRYYALSVKGRYIMTRED T SKETAYMELSSLRSEDTAVYYCARGYDVL
TGYPOYWGQGTLVTYES

182§ HW.13 | 264, 268, 26C, | QVOLVESGAEVVKPGASYKYSCKASGF TFSRFAMMHAVROQAPGQGLEWMGY!
2TH, ZTH, 27C | SYDGONKYYAESVRGRVIMTBDTSTSTLYMELSSLESEDTAVY YCARGY DL
TEYPEYWGQGTLVTVES

183§ RV-14 | ZBA, 28E, 280, | QVQLVESGGHVWVQAPCRSLRLECAASGE TFSRYAMHWVYRDABGKGLEWYAVE
204, 286, 200 | SYDOENKYYADSVHGRFTISRONSKNTLYLLMESLRAEDTAVEYCARGYIILTG
YPRDYWEQOSTLYTVES

184 @ HV-i8 S0A VLV GSGAEVKKPGASYKVSCRASCYTFTSYGISWVROAPGOGLEWNMGWI
NAYNEHTNYAQTFOGRVTMITRISTSTAYMELRSLRSDDTAVYYUARELELR
SEYYFOMDYWOQGTTVIFYSS

185§ Hv-18 3A QAVOLVGSGAEVKKPGASVRVSCKASCYTFTSYGISWVROAPGOGLEWNMGWNI
NAYNGHTNYAQTFOGRYTMTTRTSTSTAYMELRSLRSDDTAVYYCARELELR
SEYYFOMDYWEQBTTVTVES

186§ HvAT 3EA QVOLVOSCAEVRKSGASLKVECKASGYIFTRY GVEWVROAPGQELEWMEWA
TEYNONTNYAGKLOGRVTATIDTSTSTAYMELRSLRSDDTAYYYCARRVRYSG
GYSFENWCGOGTLVTVSS

187 1 MV-18 33A QVQEVGSCAEVEKSGASLEYSCKASOYIF TRYOBVSWVRQAPGCGLEWNMEW]
TYYNGNTNYAGKLOGRVTATTDTETETAYMELESLREDDTAVYYCARRYRYS
GOYSFONWGOGTLVTIVES

185 § HY-19 34A QVOEVOSGAEVKKECASLKYSCKASGYIFTRY BVEWVROAPGQELEWNEW
[0385] TTYNGNTNYAQKLOGRVTMTTDTSTNTAYMELRSLRSDDTAVY YCARRVRYS
GOYSEDNWGEOOTLYIVES

188 @ MV-25 3hA AVOLQESEPELVKPEETLELTCTVSCCSISEY Y WEWIROPAGKCLEWICRIYT

SGSTRYNFSLKERVTMIICTSKNOF SLKLSSYTAADTAVY YCAIASRGWYFDL
WORGTLYIVSS

190§ HV-21 84, 40A QVOLQESGPGLVKPSQTLSLTCTVAGGSIBEGGYYWSWIROMPGKGLEWIGY
YYSGNTYYNPSLKSRVTISGDTSKNOQF SLKLRSVTAADTAVYYCARGGAARGM
DVNGQGTTYTVSS

191 § MV.22 3TA QVOLOQSGPOLVKPSQTLILT CAIZGDSVISNSAAWNVIRQSPSREGLEWLGR

TYYRSRWYNDYAVEVKSRITINPOTSKNQFSLOLNSVTPEDTAVYYCARGVFY
SKGAFDINGQGTRMVTYES

182 { HV-23 3EA QVOQLOESGPGLYKPIQTLSLTCTVEGGSISRGGY YWSWIRGHPGKGLEWIGY!
YYSOGNTYYANPSLESRVIBGDTESKNGE 8L ELRSVTAARTAVYYCARGGAARGM
DAWVAGQGTIVIVES

183§ HV-24 304 OVOLQESGPGLYKPSQTLSLTCTVEGGSISSEEYYWEWIROHPGKGLEWIGY|
YYSONTYYNPSLESRVTIZGDTSKNOF SLKLREVTAADTAVY Y CTROGGEAARGY
DVAGQGTIVIVES

184§ HV-25 388 OVOLQESGPGLYKPRQTLSLTCTVEGGEISSLEYYWSWIROHPGKGLEWIGY|
YYSGNTYYNPSLKSRVTISGDTSKNGF SLKLREYTAADTAVYYCTRGGAARGY
DVWEQGTTVIVSS

185 § V.28 A1 OVOLOQESCPGLVEPIQTLSUTCTVEGGS:SSEEFYWIWIFQRPGKGLEWIGYI

YYSONTYYAPSLKSRVISCGOTSKNQFSLKL SSVTAADTAVYYCARGGAARGM
DWNEQGTTYVEYSE

[0386] W[ 3BH B A1 ) EL BE T AR IX (1) B — N 53R 3AH BR B R EE AR X AR — AN
S SIAD RN LN

[0387]  CDR

[0388] A A FFHIHLAA AR — A ELZ ASCORFSAR « i N AN/ B 2 3k 3 A () 2 ik Pk
Al A 1.2.3.4.58461~CDR - LA AT 7] B AT 45— AN 4% CDR1 (“CDRH1”)  Fil/ B — A~ H 5
CDR2 (“CDRH2”) 1/ 8{—/™ EECDR3 (“CDRH3”)  Fl/BL — 42 8ECDR1 (“CDRL1”) A/ B —>
2 4%ECDR2 (“CDRL2”) Al /BE— /N4 4%CDR3 (“CDRL3”) o — L& 44 £ #5CDRH3 FICDRL3 o 45 5E )
R AR BECDR 73 ) 4 78 T FE R 3AMI3BH

[0389] 45 7 PRI H AN %2 [X (CDR) FHEZE X (FR) 7] {8 H FHKabat %% A\ fESequences
of Proteins of Immunological Interest, 5/ ,US Dept.of Health and Human
Services,PHS,NIH,NIHA FF591-3242, 1991 FR i3k (K] R G K458 o AL A TR e ik
B H— N NEEERR T, iR & LR T 41 5 % 4A (CDRL) F134B (CDRH) H i 7~ 1 CDR I
— DNEEA PV RAIERR 75 AH R 55 H B A 78501 P 51 [F) — 1

[0390]  F4A— 7RI Hi—hPACI AR HECDR R G 17 1)
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SEQ (A% AHAFH CORA %I
(53]
NOG:
B8 EORIYY Y UORE RS NEE T GER 08E, GETY3A1EE15E A 8B eS| RASGEIEREH
17A178, 170, 21A, 218, 2490, 224, 228, 220, 242, 248, 21C,
25A. 75D, ZSC. 26A. ZBB, Y8C, D8A, 288, 260, 20A 20B. 29C
197 U CDRLAZ | DA BAB, DAC, O7A, 7B, G7C. CBA, DB, DHC. D94, D0B, DaC, | RABOSVGRELH
10A. 108, 156, 134, 11B, 11C, 124, 12B, 12C, 1A, 148, 14C,
154, 188, 15C, 19A, 188, 18C. 19A, 10E, 18C, 204, 208, 29C.
234, 238, 23C. Z7TA, 278, 27C
188 T EORITE GTA. Gif RASQSISRYLHN
GY CRRLT-4 J0A, 3A RASQSVSISYLA
208 CDRL1-5 dEA RASOTYERSYLA
201 | CDRLi-8 224, 234, 34A RSSOSLLHSNGYNYLD
2 . DRL1-7 A KASOQNVEYSSNMENFLT
202 1 CORLi-# 3TA KS5QSVLYRENNANNFLA
204§ CDRL1-9 SEA KSS0SVL Y SONNKHYLA
205 T CDRLI-10 354, 558 RSSOV YESNARNELT
206 CDRL1-11 1A KSSQSVLYSENNENYLA
207 | CORL1-i2 407, KSBOSVLYSSNNRNELS
208 CORLE-E3 02A, G20, G20, 43h RASOSIGESLH
202 | CDRLAT | OzA, 07D, 02C. DOA, B4h, Ca8, 040, Do, 050, 050, oA, 060, | YASOELE
[0391] DBC, GTA, D78, £7C, G3A, 08B, C8C. 034, 09B, H9C, 10A, 10B,
10C, 11A, 118, 131C, 124,128, 120, 13A, 13B. 13C, 14A, 14B,
153G, 15A, 158, 15C, 164, 188, 16C. 174, 176, 17C. 154, 186,
18C. 18A. 188, 19C, 20A. 208, 20C, 21A. 21B. 21C, 22A. 22B.
220, 734 238, 23C, 744, 248, 24C. 75A, 28E, 25C. 264, 266
Z6C, 27A, 278, 276, 284, DBR. J8C, 204, 208, 29C
718 T Copisag DiA, 518 AASEIGE
211 CORL2-3 G4, 314, 35A CASSRAT
212 CORL2-4 B2, 334, 34A LEGENRAS
212 | CORL2-5 36/, 37A, 35A, 794, 788, A0A, 414 RASTRES
714 LCDRL2-8 TN WASTRER
2157TTCDRLAY T DZA 028, G20 D34, GéA. GAB. GAC, SHA. UEE, 05C. DGA. U6B. | HGSSRLPFT
0BG, GTA. §7B, H7C, GBA, BB, GEC, 034, B9B, 23C, 104, 0B,
106, 114,118, 19C, 124, 128, 120, 134, 136, 130, 144, 140,
14C. 154 158, 15C. 164, 188, 16C, 174, 17B. 17C. 18A. 188,
180, 194, 1943, 190, 204, 208, 200, 294, 218, 214, 22A, 2213,
TUC, Z3A, 238, 29C, 244, 248, 2AC, 284, 256, 25C, 264, 265,
26C, 27A. 27B. 27C_ 284 288, 28C, 20A, 20B. 26C
216 LDRL3-Z2 D94, ¢18 QOSYSPPIT
217 | CDRL3-3 304, 31A ORYGISRT
218 1 CDRL3-4 354 QOFGESPWT
213 1 CDRLA-& F3h, 23A, 345 MGTLGTEFT
220 CDRLSE JEA, 304, 308, 4UA QUOYYEAPEY
7211 CORLA-Y 3TA AOYYISPLT
222 | CDRL3-8 388, 41A QOYYSSPFT
[0392]  FKAB-/RHIPEPT-hPACI Pk E #ECDRE LR T 7
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SEQ (AFE | ARk COR A7
i3]
NG:
723 : CDRHIT | 04A, 02D, CAC. U5A, 0SB, G50, DBA, 0OB, DBC. OTA. 478, U7C, | REAMH
QBA, OB[, CHC, GOA, GUB. D8C, 16A, 10, 15C, 114 116, 11,
12A, 128, $2C, 124, 136, 130, 144, 4B, 14C, 15A. 158, 15C,
TBA, 16R, TEC, 1FA, 1YB, TTC, 18A, 186, 18C, 184 198, 18C,
204, 208, 20C, 214, 21B. 21C, 22A, 22B, 22C, 234, 23B, 23C,
244, 248, 246, 26A, 258, I5C, 204, I6RB, FEC, 274, 278, 27C
23 CRRNEE 384 FEEYVIRE
248 CRRHE 2BA, 280, 23C, 294 796, 200 RYAMH
8 TTCBRE A 32, 354 54R BVEYS
227 CORH-5 A1A SGEFYWS
328TTUCERHYE SR S5 SBR 404 SEEYWWE
2249 CDRFE-T ITA SMEAAVWN
230 : CDRH:i-8 U1A, 018 SNSATWN
231 CORH-3 308, 31A SYGIE
232 | CDRHI-1D F5A SYYWE
259 1 CORHI-] U2A, A8, DAC, GaA YYRIH
274 CDRHZ-1 38A RIYTSGSTNYNPSLKS
235 ¢ CORHZ2 U1A, D18 RTYYREKWEINHYAVEYK
s
[0393] 238 I CDRMHZ 37A RTYYRERWYNDYAVEVE
5
237 CRRH2-4 044, 4R, CAC, G5A, 0SB, D50, DAA, 06E, DEC, D74, L78, 07C, | VISYDGONKYYAEBRVKG
OBA, URB, GBC, A, GOB, 200, THA, 108, 13C, 11A. 118, 111G,
124, 128, 120, 134, 136, 13C, 14A, 4B, 14C, 184 188, 18C,
18A, 168B, 160, 174, 7B, 47C. 184, 8B, 18C, 13A, 13B, 13C,
208, 208, 20C, 214, 218, 21C, 224, 228, 22C, 234, 238, 23C,
244, 208, 24, 25A, 255, 25C. 364, 26[, 26C, 274 278, 27C
7B CORNZA G7F, UOB. D00 O4A. ZOA, JBH_ 280 JUA. 298, 200 ISYDOINIY Y ADSVKE
338 T CORHES 308, 3A PNEYNGHT MY ACTF GG
238 TEDRID T SR, G5A, S WITTYNGNTHVAGKLQS
g2 EREIE TN T T T e N S INCNI PARAC ..
742 1 CDRH3-1 Z0A 31A ELELRSFYYFOMDY
243 CORH2-2 SEA, GBA, 394, 306, 404, 41A GEAAREMDY
734 CLRH33 S ENE GIVKQUWFLDH
245 i CDRH3-4 37A GVEYSKGAF B
748 CORHI-E 28A, 288, 28C, 20A 29[, 290 GYIMLTCYPDY
247 | CORHALE | 0&A, D48, 04C, (54, 055, DB0. GEA, 066, DBC, OTA, 078, U7L, | GYDVLIGYPDY
D&A, NEB, GBC, 0OA, COB, GO, 104, 108, 106, 19A, 118, 11,
124, 12B, 12C. 134, 136, 13C. 14A. 146, 14C, 134, 158, 150,
1BA, 1€B, 16C, 178, 17B. 17C, 184, 186, 18C, 13A, 19B, 18C,
20A, 208, 20C. 214, 218, 21C. 22A. 72B. 22C, 73A. 738, 23C,
2447, 248, 280, I5A I5E 2EC, Z6A F68B. Z6C. 2TA, 278, 270
2487 CORASY 3EA [RERERVEDT
743 | CDRHG-E SEA 3GA, 34A RVRYSGLYSION
250 1 CERH2D 024026 02C 03A CYDLLTCYPDY

[0394]
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Ab Lcip SEQ VD SEQ LC CDH2 S8Q | LCCDR2 § SEQID | LCCDR3 SEQ
D E[3) 3] 1D NO: 1D

NQO: NO: NO: NO:
P1A : LC-( 75 LV-01 149 {DRL1-3 188 | CDREZ-2 210 CDRE3-2 216
f121: BEER N et 75 1 iv0l 149 CBRLE-3 198 | CDREZ-Z 210 CDRE3-2 216
M2A ¢ 1002 76 £V-02 156 CORET-13 208 COREZ-] 209 CDRE3-1 215
028  LC-02 6 V02 150 CORLT-13 208  {DREZA 209 CDRE3-1 215
02C : LC-02 76 LV-0Z 150 CORLE-13 208 CDREZ-1 209 CORE3-1 215
03A @ LOC-03 7 V03 151 CHfL:-13 208 CORE2-1 209 CORES-1 215
04A | LC-04 7 LV-04 152 CbRL1-2 187 LORE2-1 209 CDRL3-1 215
Me  1C-04 72 V04 152 CEORLE-2 197 COREZ-1 208 CDREZ-1 215
04C | LC-04 78 Lv-04 152 CDRLI-Z 187 : CLREZ-1 209 CDRE3-1 215
05A ¢ LE05 79 EV-05 153 CORLL-1 196 : CDREZ-1 209 CDRL3-1 215
Q5B : LTG5 78 1 1V-05 153 CDRLL-T 186 | COREZ-1 209 CDRE3-1 215
05C : LC-05 79 LV-05 153 CDRLY-T 186 COREZ-1 209 CORE3-1 215
O6A : 1LC-06 80 IN-O6 154 CPRLY-T 1846 ChREZA 209 CDRES-1 215
968 LC-06 80 1 LV-06 154 CRRLE-X 1896 ;| CORE2-1 209 CDRE3-1 215
06C : LC-06 20 {V-06 154 CBRLY-Z 186 | COREZ2-1 209 CDRE3- 2o
P7A ¢ LC04 78 V=04 152 CBRLL-2 197 CPREZA1 209 CDRL3-1 215
478 : LC04 78 V03 152 CDRLE-2 187 COREZA 209 CDRE3-1 215
07¢ : LC-04 73 V04 152 CBRLY-2 187 ChREZ-1 208 COREZ-1 215

[0395] OBA ¢ LC-048 KL V04 152 CDR1Y-2 187 [ { ] 208 CDRE3-1 215
08B : LC-04 FEIR A 152 {PBRLY-2 187 CLRE2A1 209 CORL3-1 215
08C @ LC-04 7% Lv-04 152 CORLY-2 187 CRRE2-1 209 CDRE3-1 215
{9A | 1C.07 &1 V07 135 CORLY-2 187 LLREZA 209 CDRE3-L 215
098 : LCOY 81 V07 158 CORLE-2 197 COREZA 209 CDRE3-1 215
gocC : LC-07 g1 | wvaQ7 158 CDRLL-2 197 : CDREZ] 209 CDRE3-1 215
04 : LW007 81 iNV-Q7 i35 CDRL1-2 187 CDREZA1 269 CORE3-1 2315
168 @ LC-G7 81 V07 15% CBRLY-2 187 ChRE2 209 CORL3-1 215
10C : LC07 81 1 w07 15% CDRL1-2 147 : CDRE2A 209 CORE3-1 215
11A : LC.07 81 V07 155 CORLY-2 187 COREZ-1 208 CDRE3-1 215
118 | LCG07 81 EV-07 155 CoRrLL-2 197 CoREZ-1 209 CIDRE3-1 215
11c : LG-07 81 Lv-07 158 CDRLL-2 187 : CDREZ-1 269 CDRE3-1 215
i2a  LC-04 78 1 ivV-04 152 CDRL1-2 187 : CDREZ-1 208 CDRL3-1 215
12B ; G048 78 iV-04 152 CDRLL-2 197 CDREZ-1 209 CORE3-1 2i5
12C ¢ LC-04 T8 V04 152 CBbELL-2 187 COREZ21 208 CORE3-1 215
13A ¢ LGOS 79 LV-05 153 CBRLL-T 186 CORE2-1 209 CORL3-1 215
138 § 1C.05 79 EV-05 153 CORit-3 186 CDREZA 209 CDRE3- L 215
13C { LC-05 79 §V-05 153 ChRLi-1 196 | COREZ-1 209 CDRE3-1 215
idA : LC-0B B2 LV-08 156 CBRLL-Z2 187 CDREZ-1 209 CDRE3-1 215
148 ; LC-08 82 £v.08 136 CDRLL-2 187 CRREZ-1 209 CDRE3-L 215
14C  1C-08 &2 PV-08 156 CBR1L-2 187 | CLREZ-1 209 COREZ -1 215
15A : LC09 83 V09 157 ChRLY-2 187 CDREZ-1 209 CDRE3-1 215
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L T N T VY Y 5 A e T W S Y R e Rl Yo B TR TN P T
I5C | LGOS | &3 § W09 | 157 | CDRLL-2 | 187 | CORLz-11 208 | CDRL3-1 1 215
16A | (005 | 79 [ iv-05 | 152 [ CDRLL-1 | 196 . CDRiz-1! 209 | CDRL3-1 | 215
168 | 1C-05 | 79§ iv-05 | 153 © CDRLI-T | 196 :CDRL2-1{ 209 | CDRL31 | 215
16C ; LC0S | 79 | iv-05 | 153 | CODRL1-1 | 186 : CDRt2-1| 209 | CORI3-1 | 215
17A | 1C-05 | 79 | iv-05 | 153 | CDRLI-1 | 196 | CORLZ-1{ 208 | CDRL3-1 | 215
178 | 1C-05 | 79 | iV-05 | 153 | CDRLI-% | 196 | CORLz-1| 209 | CDRL3-1 | 215
17C T IC05 178 T V05 | 153 | CORLLI | 166 | CDRLzA 1 209 | CDRL31 | 215
18A | LC.08 § B3 IN-08 | 157 | CORLI-Z2 | 197 : CDRL2A | 208 | CORL3-1 | 315
188 T ICee TRy TGS U157 T CoRli2 |7 DRIz 208 | CORIZ1 | 215
i8¢ T Ic09 1 83 T iwne | 157 | CORLL-2 | 187 T CORLzA | 209 | CORL3.3 | 215
19A | LC09 | 83 | 909 | 157 | CDRLY-2 | 187  CORLi-1] 209 | CDRL341 | 235
198  LC-08 | 83  iv-09 | 157 [ CDRLI-2 | 197 :CDRE2-1! 209 | CDRI3-1 | 215
19C | LC-09 | 83 | iv-09 | 457 | CDRLI-2 | 187 | CDRLz-1i 209 | CDRL3-1 | 215
0A | LC08 | 83 | V09 | 157 | CDRLL.2 | 187 | CORLZ1 | 208 | CDRL3-1 | 215
208 | LC09 | &3 | V09 | 157 | CDRLL-2 | 187 ; CORLz-1] 208 | CORL3-1 | 215
20C ¢ 1C-08 1 83 TV | I57 T CBRLA-2 | 187 TCORLZ1 L 209 | CDRL3A 1 215
21A | LC-05 1 153 1 CDRALI-X | 196 : CDRL2-1 | 209 | CORL3-1 | 215
218 ¢ £ .04 153 | CDRLI-1 | 196 | CORLz4 | 208 | CORL3-1 | 218
21C ¢ 1605 153 | CDRLI-1 | 196 { CORLZ-1§ 209 | CDRL3-1 | 215

T22A 1 1005 153 | CDRLL-1 | 196 : CORLZ-1|{ 209 | CDRE3<1 | 215
228 | 005 153 | CDRLI-1 | 196 | CORLz-1| 209 | CDRL3-1 | 215

[0396] 22C | LC-05 153 | CORLI-1 | 196 | CDRL2-1| 209 | CDRI3-1 | 215
237 | 1C08 156 | CDRLL-2 | 187 [ CDRLZ-11 708 | CDRI3-1 | 215
238 | LC08 | &2 ¢ tv0B | 156 | CORLL-2 | 187 | CDRLz1{ 209 | CORL31 | 215
23C | LC-08 | 82 | 1v-08 | 156 | CDRL1-2 | 197 : CORL2-1] 209 | CORL3-1 | 215
24A | LC-05 | 79§ iv-05 | 153 : CORLI-T | 196 | CDRtz-1| 200 | CORL3-1 | 215
288 | LC.G5 | 79 | iv-0S | 153 | CDRLI-1 | 186 | CORLz-1 | 209 | CORL3-1 | 215
23C | LCO5 | 79 | iv-05 | 153 | CDRLL.1 | 186 | CORLz-1] 209 | CDRI3-1 | 215
25A | LC-05 | 79 | iV-05 | 153 | C(DRL1-1 | 196 : CDRLz-1] 209 | CDRL3-1 | 215
268 LC05 18 T VIO TS T OORIET | e T CBRIZ AT 208 | ChRIZT 115
25C | LG-05 | 79 | iv-05 | 153 | CDRLI-T | 196 | CORL2-1] 209 | CORI3-1 | 215
26A | 1C-05 | 79 | iv-05 | 153 | CODRLL-L | 196 { CDRIZ-1] 200 | CDRI3-1 | 215
268 | 1C0S | 79 | V0% | 153 | CORLL-E | 196  CORLZ-1 | 209 | CDRE3-1 | 215
26C | LC-05 178 T iv-08 | 153 | CDRLI.1 | 196 | CDRLZ{ 200 | CORL3A | 31K
27A | LC08 | 82 | iV-08 | 156 | CDRLI-2 | 197 | CDRLz-1| 209 | CDRL3-1 | 215
298 T 0Co8 1B TGS T A56 T Comit2 | 187 T CDRL2A 1 200 | CDRiz | 215
27C | LC08 | &2 ¢ OV-08 | 156 | CORLL-2 | 187 | CDRL3-1{ 208 | CDRLZ-1 | 215
28A | LC-10 | 84 | tv-10 | 158 | CDRLI-1 | 196 | CORLz-1| 209 | CDRL3-1 | 215
288 | LC-1D | 84 | iv-10 | 158 ! CDRLL-I | 196 | CDRLz-1{ 209 | CDRL3-1 | 215
28C | LC-10 | 84 [ iv-10 | 158 | CDRLI-L | 196 : CDRRz-1{ 209 | CORL31 | 215
29A | LC-11 | 85 [ iv-11 | 159 | CDRLL-1 | 196 | CORLz-1] 209 | CDRI3-1 | 215
798 | IC-11 | 85 © tv-11 | 159 | CDRL1-1 | 196 | CORIZ-1! 209 | CDRL3-1 | 215
29C ¢ LG4 | 85 V1§ 159 | CDRLI-1 | 196 { CDRLzZ-1 ] 209 | CDRE3-1 | 215
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30A | LCA12 86 vz 160 CDRIE -4 189 | CDRE2-2 211 CDRE3-3 217
31A ¢ LE-12 86 | V.2 160 CORLL-4 193 | CDRL2-2 211 CORL3-3 217
32A 1 1C-13 87 iV-13 161 CDRLL-6 201 | CDRL2-4 212 CDRL3-5 219
33A | 1C-14 38 | 1V-14 162 CDRL1-6 200 | CORLZ-4 Y CDRE3-5 219
344 | LC-14 88 ¢ iv-14 162 CDRi1-6 201 | CDRLZ-4 212 CDRE3-5 219
35A | LC-15 8% iv-1% 163 CORLE-Y 200 | CDRL2-3 211 CDRL3-4 218
[0397] 36A | LT-16 90 V16 164 CORLE-7 202 | CDRLZ-5 213 CRRE3-A 220
37A | LCA7 91 w17 165 CDRL11-8 203 | CORL2 6 214 CDRE3-7 221
38A | LCAAB 92 iv-18 166 CBRL1-¢ 204 | CORLZ-S 213 CORL3-8 222
39A | W-19 93 EATEE R 167 CORULL-10 205 | {DBRLZ-5 213 CDRE3-G 224
398 | LC19 93 ¢ V19 167 CDRLEA10 205 | {DRL2-5 213 CORL3-E 220
4pa § 1C-20 94 | V20 168 CORET-12 207 | CDRLZ-S 213 CDRE3-6 420
41A | 121 95 iv-21 169 {DRLT-1T 208 | CORLZ-5 213 CDRL3-8 222

[0398] 5B~ fil 1 Hi—hPAC1H LA [T HC /T 51| 2H 27

Ab : HCID SEQ VulD SEQ | HCCDR1 SEQ | HCCDR2 = SEQ | HCCDR3 $£Q
B b D 1D iD 13}
NO: NO: NO: i NO: NO:
D1A : HC-(A 96 | HV-01 170 | CORHI-3 23¢ | CDRH2-2 | 235 | CDRH3-3 244
0318 : HC-OZ 97 | HV-01 70 | CDRHI-8 2303 ¢ CDRH2-2 235 | CORH3-3 234

DA HCG3 | 9% | WV-02 | 171 | CORHL-11 | 233 | CDRM2-5 | 238 | CORH3-9 | 250
02B | HC-04 | 99 | HV-02 | 171 | CDRH1-11 | 233 | CORH2-5 | 238 | CDRH3-0 | 250
02C i HC-05 | 100 | WV-02 | 171 | CDRH1-11 | 233 | CDRH2-5 | 238 | CDRH3-D | 250
D3A | HC-03 | 98 | Wv-02 i 171 | CORM3-11 | 233 | CDRH25 | 238 | CDRH3-S | 250
DA THC06 | 10: | WN-03 | 172 | CORM1-1 | 223 | CORH2-4 | 237 | CORM3-6 | 247
04B | MC-G7 | 102  WV-03 | 172 | CORHI-1 | 223 i CDRM2-4 | 237 | CDRH3-6 | 247
0AC I HC-OB | 103 | WV-03 | 172 | CORHI-1 | 223 CDARH2-4 | 237 | CDRH3-6 | 247
O5A | HC06 | 101 | HV-03 | 172 | CDRWL1 | 223 | CORH24 | 237 | CORH3-6 | 247
058 | HC-07 | 102 | KV-03 | 172 | CDRH1-1 | 223 | CDRH24 | 237 | CDRH36 | 247
[0399] 05C | HC-08 | 103 ; BV-03 | 172 | CDRHL-1 | 223 | CDRH2-4 | 237 |CDRH36 | 247
OBA | HC-G6 | 101 | HV-03 | 172 | CORHi-1 | 223 | CDRH2-4 | 237 | CORH-6 | 247
068 | HC-G7 | 102  HV-03 | 172 | CORHI-1 | 223 i CDRHZ-4 | 237 | CORH3-6 | 247
06C | HCOB | 103 | HV-03 | 172 | CORM1-1 | 223 : CORM2-8 | 237 | CORH3-6 | 247
O7A  HC09 | 104 WV-04 | 173 | CDRHL-1 223 P CDAH2G | 237 | CDRH3-6 | 247
BT T e T e T T o
07¢ { HC-11 | 106 | HBV-04 | 173 | CDRHI-1 | 223 : CDRH2-4 | 237 | CDRH36 | 247
DBA i HCAZ2 | 107 | WV-05 | 174 | CORHI-1 | 223 | CDRM2-4 | 237 |CDRH3.6 | 247
088 : HC-13 | 108 | BV-05 | 174 | CORHL1 | 223 | CORH2-4 | 237 | CDRH3-6 | 247
08C : HC-14 | 109  KV-05 | 174 | CDRHI-1 | 223 : COAH2-8 | 237 | CDRH3-G | 247
09A | HC-09 | 104 | KV-04 i 173 | CORH3-1 | 223 | CDRH2-4 | 237 | CDRH3-6 | 247
098 | HC-10 | 105 | HV-04 | 173 | CORHI-1 | 223 | CDRWZ4 | 237 | CORMI© | 247
09C | HC-11 | 106 | HV-04 | 173 | CORHI-1 | 223 | CDRH2-4 | 237 | CORH3-6 | 247
10A I HCAZ | 107 | WV-05 | 174 | CORWI-1 | 223 | CDRM2-4 | 237 | CDRH3-6 | 247
108§ HC13 | 108 | WV-05 | 174 | CORHL.1 | 223 | CORH2.4 | 237 | CORH3.6 | 247
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10C THCA4 17100 T RV.05 174 | CORMEA 333 T COBRMI-A | 337 [ CDRKS.S | 347
11A | HC-08 | 10% | HV-03 | 172 | CDRME-1 | 223 | CORHZ-& | 237 | CDRH3-6 | 247
138 | HC-07 | 102 | HV-03 | 172 | CDRHE-1 | 223 | CDRH2-4 | 237 | CDRH3-6 | 247
31C | HC-08 § 103 | MV-03 | 172 | CORMI-1 | 223 | CDRW2-4 | 237 | CORM3-6 : 247
1ZA | HCA5 | 110 | HV-06 | 175 | CORHiA 223 | CDRU2-4 | 237 | CDRH3-6 : 247
128 { HC-A6 | 111 | HV-06 | 175 | CORHI-1 | 223 | CORHZ-¢ | 237 | CDRH3-6 | 247
12C | HC-17 | 112 | HV-06 | 175 | CDRHE-1 | 223 | CORH2-6 | 237 | CDRH3-6 | 247
13A T HEAD 167 AUOR T T T CoRa | 22 T EBRNZE T IR ] CORMEE 24T
138 1 (C-13 § 108 | HVLOS | 174 | CORHI-1 | 223 | CDRW2.4 | 237 | CORHA-B § 247
13C | HCA14 © 109 | KV-05 | 174 | CORMI-1 | 223 | CORMI-E | 237 | CDRH3-6 § 247
1A | HCA2 | 107 HV-05 | 174 | CDRME-1 | 223 | CORHZ.& | 237 | CDRH3.6 | 247
148 | HC-13 | 108 | MV-05 | 174 | CORME-1 | 223 | CORH2-6 | 237 | CORM3.6 | 247
14C | HC-14 | 109 | HV-05 | 174 | CDRHE-1 | 223 | CDRH24 | 237 | CDRH3-6 | 247
15A | HC-12 | 107 [ HV-05 | 174 | CORHE-1 | 223 | CDRH2-4 | 237 | CORH3-6 | 247
158 § HC-13 108 HV-05 174 | CORHE-1 223 I CDRHZ-4 237 | CORM3-6 247
15C | HC-14 | 109 | HV-05 | 174 | CORHE-1 | 223 | CORH2-4 | 237 | CDRH3-6 | 247
16A | HC-18 | 113 L HV-07 | 176 | CDRHE-1 | 223 | CDRH2-4 © 237 | CORH3-6 | 247
168 | HC-18 § 114 : WV.07 | 176 | CORHI-1 | 223 | CDRM2-4 | 237 | CORHZ-6 | 247
16C | MC-20 § 115 | WV-07 | 176 | CORHE-1 | 223 | CDRM2-4 | 237 | CORHS-B i 247
17A T HC21 | 136 HV-08 | 177 | CDRHIA 223 | CORMZ-& | 237 | CDRB3-6 § 247
178 | HC22 | 117 | HV-08 | 177 | CDRM3-1 | 223 | CDRH2-€ | 237 | CDRH3.6 | 247
17¢ § HC-23 118 | HY-08 177 1 CORHE-1 223 i CDRH2-8 237 | CORH3-% 247

[0400] 18A {HC-18 | 113 [ HV07 | 176 | CORHE-1 | 223 | CDRH24 | 237 | CORH3-6 | 247
188 | HC-19 § 114 | HV-07 | 176 | CORME-1 | 223 | CDRH2-& | 237 | CDRH3-6 i 247
18C | HC-20 | 115 | Hv-07 | 176 | CORMEA | 223 | CORHZ-& | 237 | CORM3.6 | 247
19A | HC-21 | 116 | Hv-08 | 177 | CDRRI-1 | 223 | CDRH2-4 | 237 | CORH3-6 | 247
198 | HC.22 | 117 | WV-08 | 177 | CORHEQ | 223 | CDRH2.4 | 237 | CORH3-6 | 247
39C 1 MC23 | 118 WV-08 | 177 | CORMI1 | 223 | CDRM2-4 | 237 | CORM3-B i 247
20A | HC-24 | 119 | HV-08 | 178 | CORMI-1 | 223 | CORM2-4 | 237 | CORM3-6 i 247
208 | HC-25 | 120 | HV-03 | 178 | CDRHY-1 | 223 | CDRHZ-2 | 237 | CDRH3-6 | 247
20C | HC-26 | 121 | WV-08 | 178 | CORHA | 223 | CDRH2-4 | 237 | CORH3 6 | 247
21A | HC-24 | 119 | HV-09 | 178 | CORHE-1 | 223 | CORH2-4 | 237 | CORH3-® | 247
218 | HC25 | 120 . HV09 | 178 | CORHI-1 | 223 | CDRH2-%5 | 237 | CDRH3-6 | 247
21C | HC25 | 121 [ Mv-0% | 178 | CDRM ; CORHZ-& | 237 | CORH3-6 | 247
22A | HC-27 § 122 HV-10 | 179 CORM2-4 | 237 | CORM3-6 | 247
228 | HC-28 | 123 | HV-10 | 179 | CORHE-1 | 223 | CDRH2-G | 237 | CORH3-6 | 247
22C | HC-29 | 124  WV-10 | 179 | CORHIA 223 | CDRM2-4 | 237 | CORH3-6 | 247
23A 1 HC-27 122 Hv-10 179 | CORHE-1 223 i (CDhRHZ-4 237 | CDRH3-6 247
238 | HC-28 | 123 | HV-10 | 179 | CDRHY-1 | 223 | CDRH2-4 ; 237 | CDRH36 | 247
23C | HC29 | 128 | HV-10 | 178 | CDRHE-1 | 223 | CDRH2-4 | 1237 | CDRM3-6 | 247
24A | HC30 § 125 | HV-11 | 180 | CORMI-1 | 223 | CDRM2-4 | 237 | CORM3-6 | 247
248 | HC31 | 126 | HV-11 | 180 | CORHI-1 | 223 | CDRH2-% | 237 | CORH3-6 | 247
24C | HC32 | 127 | HV-11 | 180 | CDRHI1 | 223 | CDRHI4 | 237 | CDRH36 | 247
25A | HC33 | 128 MV-12 | 181 | CORMI-1 | 223 | CDRM2-6 | 237 | CDRHI6 § 247
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258 | HC-34 129 | HV-12 181 | CDRHI-1 223 i CDRH2-£ 237 | CDRH3-6 247
25C § HC-35 130 | KV.12 181 | CORME-1 223 { CDRH2-4 237 | CORH3-% 247
26A | HC-36 3% HV-13 182 i CORHE-1 223 i CDRH2-4 237 | CORHA-H 247
268 | HC-37 132 Wv-13 182 i CORHE-1 223 | CDRH2-4 237 | CORH3-6 247
26C | HC-38 133 [ Hv-13 182 | CDRHE-1 223 | CORMZ-4 237 | CDRH3-6 247
27A | HC-36 132 Hv-13 182 | CDRH:-1 223 i CDRH2-4 237 | CDRH3-6 247
278 § HC-37 132 P BV-13 182 | CDRHE-1 223 i CDRH2-4 237 | CDRH3-6 247
27¢ | HC-38 33 HV-13 182 | CORHI-1 223 i CDRM2-4 237 | CORHA-H 297
28A § HC-3%9 i34 | KWv-14 183 | CDRH1-3 225 ¢ CORHZ-5 238 | CDRH3-5 246
288 | HC-40 135 P HV-14 183 | CDRHE-3 225 i CDRH2-5 432 | CDRH3-5 246
28C | HC-41 136 MY-14 183 | CDRHE3 225 1§ CDRH2-5 #3828 | CORM3-3 246
29A | HC-39 134 HV-14 183 | CORHI-3 245 i CDRHM2-5 £38 | CORH3-3 246
298 | HC-40 135 [ Rv-14 183 | CDRHI-3 22% i CDRH2-5 238 | CDRHz-3 246
[0401] 29C | HC-41 136 | Hv-14 183 | CDRHL-3 225 | CORHZ-5 238 | CDRH3-5 246
30A | HCA42 137 D HV15 184 | CDRHE9 231  CDRH2-6 235 | CDRH3-1 242
31A | HC-43 138 | HY-16 185 | CDRHE-9 231 i CDRH2-6 | 3% | CORH3-1 242
32A § HC-44 139 [ Hv-17 186 : CORHE-4 226 | CDRH2-7 | 240 | CDRH3-8 249
33A | HC.45 40 Hv-18 187 | CORHL-4 226 | CORHZ-T 240 | CDRH3-8 149
34A | HCAS 141 | HV-19 188 | CDRH1-4 228 i CORH2-7 ; 240 | CDRH3-8 249
35A | HC-47 142 | HV-20 185 | CDRHI-10 232 i CDRM2-1 | 234 | CORH3-7 243
36A | HO4B 143 HY-21 190 | CORHED 228 i CDRH2-8 241 | CORM3-Z 243
37A | HC-42 144 | Hv-22 191 | CORH1-? 22% | CDRH2-3 236 | CDRH3-4 245
38A | HC-54 145 | Hv-23 192 | CDRHE-2 224 | CDRHZ-8 | 241 | CDRH3-2 243
39A | HC-51 146 | KV-22 133 | CDRHI-6 228 i CDRH2Z-3 241 | CDRH3-2 243
398 | HC-52 147 DMV 194 | CORHI-B 228 : CDRM2-8 241 | CORH3-Z 243
40A | HU-48 143 | Hy-21 190 | CORHI-G 228 | CDRH2-8 | 241 | CORH3-Z 243
414 § HC.53 148 | HV.16 195 | CDRHE-5 227 [ CORH2-8 | 241 | CDRM3-2 243

[0402] AR T R ARAFAE B HUAR N I CDRIY S5 A ATV 5, [|] b o 61 5 2, B M uddc
CDRI N FE 5B AN AT A8 X op AR ZE b, L AT TR i 47 BT 0 iR 45 6 AR ) [X 3, 7T AR
X AL & FEHEZRIX (HKabat&E A (1991, [F] _E) FOMHESEX 1-4 . FR1.FR2 .FR3MIFR4 ; 1.2 I,
ChothiaflLesk, 1987, [A] F) N &> = H SR FECDR, Z W, [F | (Kabat§ A, 1991,
Sequences of Proteins of Immunological Interest,Public Health Service N.I.H.,
Bethesda,MD; #2: IL.ChothiafLesk, 1987, ] .Mol.Biol.196:901-917;Chothia%é A ,1989,
Nature342:877-883) . JRTM , AL Hh 2 {4t (¥ CDR AT LAY FH - 5 5 AP TR S5 4 1) Pt SR 45
S8 R, T LT AINAE 2 R0 2 IR G K, An AR SC R RR A

[0403] AL A JT I FLAAR R I — Le AR AT A TR L E PRI L X I s 7 51
XK BRI R

[0404]  7E—NJ5 I, A S SR AR 0 B P AT DA B TE B AR L 2 sa B AR AL A
A NPUE NIEAPUE R G PR 2 R R PR R & A B

[0405]  7E 5 — AL 7 S, A SO SR AR 70 B B SO HAA BT RS2 Fab fr B JFab”
JBLF (ab”) o v BEGFy B UK B B HTAR 7)1

[0406]  7EFL & st 7 S Hh A SO R AR 70 B R Ak R A ikt Bl B TgG17 \ 162
B TG i TgGARY A FL B SE it /7 FeHh, 70 B I P 2 TeG 1 Y B TgG2 2y o 7E F g St 7 5¢
e, > B PR TeG2 Y o AE HU B SE i 7 S, 7 B I Fi M 2 TeG LY HiAA o 78 FL e St 77 58
H, TeGL R F A4 2 To Wl FE AL TG LR o A2 FL B St 7 S, oM AL TeG1 i iR HAN297GR
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[0407]  7F 55— NS0t 7 S, PUARAN 4N 2A-2B 0 it 715 1) 42 e 5 B 4 2 Ik AL ol o 75— 8
St 7 ZeH , PUAARAN B 2 B T AR g b ek B v AR S5 R 31 a0 R SART3BHR Al A1) 1) R 4k £ A
SH o SRR AT 4 — N B2 ANPEG S F-PEGAL .

[0408]  7£ 75— N7 I, AT A ST SR AR 3 B U AR B T AR A B A, IF Hon] S A
FRALI 4 B B oAk 2 — (R FuAR 35 4 6k NPACT [ 40 I AN 50 23 I 45 o 4 — AN STt T e, A
SCH R 23 B BT AR T RN B A% AR B T AL AE R ) B A A 0 B 3 PR B ) R
Jit FE B0 st e A K [ W 4 B 7 e A AR SR AN T g o

(04091 4pHf HH AR S04 3@ 5 R N 3 B B 1), 6F T B AN Ik — AR H BTk 7 51 (1) CDRIY
AEATTHUAA, JRAT M %k BTk 5 5 CDRAAE R 4L & =2 F R IR, v P42 51,234,585k
6/ ST A% B A CORI FLAR o SR, 0Ky AR I I8 R N 53 P B AR ), AR () S Tt 77 2238
A AR E R I CORII A, il an o4 ie A FH2ANCDRH2[X Sk =2k , 4555 .

[0410]  FygpEPLIA

[0411]  $E ML AU ELHE S5 -G PACT I . 5o [ P AAR o B oo [ P A4 mT s P A 483 b 2 0 XA A
F AR, B A E e 78 5 SR 5 5 B S K AR A MRS 5 DR B ER 14D RER AT B SR 7 A o BT T
FAA S 2 R0 AR AT A, 451 G id sk e A1 5B S0 4 B R 5 D 7= A A R sk b AT 7k 2B
o FIT 58 T8 HE R VR ) i R R MR e o AR PR A e B, B R A R, RS
EAIABETE T2 3 Bt 15 77 2 vh AR K IO B B , B IR IR P PR 85 97 2 SRR T 75 @i & 4t g
(FAZIR) WA o T/ UG 1 50 1) 4 P R 1) SE 49 B, 45 Sp—20 . P3-X6 3 /Ag 8 P3-X 63—
Ag8.653.NS1/1.Ag 4 1.Sp210-Ag14.F0.NSO/U.MPC-11.MPC11-X45-GTG 1.741S194/5XX0
Bul s FHT K BB & (0 40 P 2219 S2 45149 F5R210 . RCY3 . Y3-Ag 1.2.3.IR983FFI4B210, FH T4
i 5 ) B 4 L 2R 2 U-266 . GM1500-GRG2 . LICR-LON-HMy 2 F1UC729-6 .

[0412]  FE—SEiE LT, i 4 20 3= AR 45 S 4R - FHPACT S % J5 e e s (fgl o, L
AN RS BRE B 7 HIH e B Z0) + IR 502 B Sh SOk I 40 1 s 1 A3 Tl 4 B k& T
B IR 4H A AR AT 7 AR RS IR A s ARSI AR B N A S T A R, AN E PR AR S A
PACT (40, 4n A5 ST HA 1) SE it 491 1 -3 H IR 1) (1) oA (1) 24 52 T8 40 P 3R o 1G9 24 52 80 40
5 AH P2 AR [ PT-PACT B T B P A2 A FR S IR 7 TH

(04131 FH 2R Jo 2 0 23 43 VA T B0 v B oAk m] gt FH A 488 2 R R AR ART 52 AR SR 44k
[0414] R & AN AL PUIA

[0415]  SRFRAL [ 3T HT R 7 H R S AR BT o AT 748 F A CL A5 Ao SAB T R ARG
TR B TR HUAA o — AN SEGIE BR A B, HOA R B AN EPUAER B B 8 B X B R pi A,
ik X Bl L Bc 42 >R 7= A2 T e S e Bk AR 1 A i L G s D RE MR o — i
BB RN/ B AE ) 35 20 5 SRR T 8 R A H RS S 27 AH [R] B R R B TR E P A
PR B2, SR AE I HL AR 7 5 2R U5 T 55— Wl oA b (0 0 82 #10AH [R] Bl =15, 55
T A =P MR T S EPUEME R 7, 2 W, B, £ E L H] 54,816,567
FiMorrison%E A\ ,1985,Proc.Natl.Acad.Sci.USA 81:6851-6855, Frid & F|“5 A1 3Lk 7E I
it 5 IR AEGI N sE E % F)56,180,370.5,693,762.5,693,761.5,585,089 415,530,
101+ I8 T CDRFEHE -

[0416]  —feih, P2 A= R A HUAR R B I 72 AR B Ad R B 1) B R ) = R R I £ H
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BRI R A o — AN S5 2 “CORFE AR Puk , Hop Juii & — N2 AR B R e M e |
M2 X (CDR) BJE T4 8 P 2R Bl 28, SR T HiiA B H AR E 7 SR IE T 55— M 4t
A 58 e 0 AR ) B[R] 9 558 T 53— PR A SR B 2R Dy T AE N AL 3 Rk E W
Vi RS PUAR I AT AR X Bk FE I CORBEAE 22 N Bih b, AT & AR N FUAR ) R IRA7AE B 7] AR
[X 5CDR.

[0417]  — NG FZRB B G i “ NP Pidk 5 b, s I AE NS 7= A 1
L PR A NI TR o AB 12 5 S PR v (1) R e S L PR Bk ik Gl ok B i i 3
PR S 50 LA 55568 S 1) ] 2R Fy N A w10 o b7 2 2 [ 90 o N A T DA A8 darn A 45
77325, i3 G 14 S8 Sl ] A% XK 28 2030 53 AR ON H A2 (1R 6] 2 X SR kAT (2 0L, 451l 5 55
+H55,585,0894015,693,762; JonesZE N ,1986,Nature 321:522-525; RiechmannZs A,
1988,Nature 332:323-27;Verhoeyen%: \,1988,Science 239:1534-1536) .

[0418]  FE—ANT7 1T, 4 A SCH SR AL (1) B 4 1) 6 7 R = 5% ] A% [X %) CDRFS AE 22 K I AH [F] 2K
ANFE Z G K B MRIPUARRIRELLX (FR) o 140, A] R A S0 H 3 1) 2155 A % v] 48 [X ¥ CDR#%
M2 A NFRA T AKILE AFR, ATEL AR B LA N B 5 sl 5 2 JE 1R 7 S [ FRUL 4 8
IH F IR T A AE H e STt 7 Z, F R B AN A B A B B I FR B AR SO A T
R HE PR o £ — N7 10, PU-PACLHTAAR ) B 4% AR BE PR W6 A 2 L IR ANHE B AR, 28T
FREEEIR 1) AR B 70 4 B AR " B R 2 R IR 2 B R, HoAFAE T P AEFR I 8 AR K
PR E W AR A E b8, ARRR B — A A BRI R P AR X 5 E X — A
H, Brih 48 58 X 5 WA SCH A T2 0 e B B B 0 1 e XN ] o AR HL e S R, 78
HH 1 ] AR [X 2 B v AR 1) 343

[0419]  FERLLLSIE T R, AlKE R H BR AN SN F R E X 5 N AT AR X — e fd R 7= 4k
AT

[0420] A=K APtk

[0421]  JRRAL T 584 ANPidk AFAE T2 A T 45 @ P RS R 7 R 52 e Nk (Y58
A NPUR”) TR 758 N R R EE T HUR I v AR i A T 528 se 4 N PuiR g = A2 — A A
AT R IR AR TR % RGNV o N e BREE ) (Tg) FE DA e 5] N P T g i [A]
O K I /N BR AR AE /N ER (AT AR AR B 75 B e i 50 28 1 /N RO AR 7= AR 58 4 N B e B A
(mAb) F)—AN 77V o A FH 56 4 N A0 T A 928 S5 R i e 7 e 2 B A1, Pk e WA I R
FH ) ATt FH /I BR BN BR R IR mAD (FE SRR T 7D 51 .

[0422]  5E4 NPuiknl i fo e i 5L R shi) GE o o/ 6RO SR =28, BT i % L IR S W e i 7E
S IR ERER A PR AR LR PR AR NPk T Z H PR iEE R A6
BE 2SR B , I HATIR 2 S T 3k & i pu )i . 2 W, 5l 0, JakobovitsFE A,
1993,Proc.Natl.Acad.Sci.USA 90:2551-2555; JakobovitsZE N ,1993,Nature 362:255—
258; fllBruggermann®s N ,1993,Vear in Immunol.7:33.7ESIETT VAR — ALl , d i fH
St /) B EE R Bt 922 R AR 3 B 110 PN U /0 B e B B i 1 R IR e AE FL 2R R L I K R BRI
B Yt N B RN 2 A 1 1) 2 AT A 1) N 2 DR ZH DNAJe N /) B 22 (R 4 R 7= AR B B (R B4
B Jo ¥ 2 5B i s (FLRAE AR B2 0N S e 3R E E JE DR R b 78) ZRA8 K F DAk
1A P T 75 B % RSB E Sh ) o 24Tt S 2 BRI, 1K e 3% B R Bl 7 A B E 0
G IR ) G e R e A B A N AR R 2SR 7 41 (B3 v AR X)) ik - 58 T 2R T7 V41
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BB, 20, 140, W096,/33735F1W094,/02602 . 5 7= 5 N B A I 4 BE R /N R AH G
[ A A1 i 7 v R T 96 % R 55, 545,807.6,713,610.6,673,986.6,162,963.5, 545,
807.6,300,129.6,255,458.5,877,397.5,874,299F15,545,806+ ; PCTA FW091/10741 .
W090/04036+ LA JZEP 546073B1FIEP 546073A17

[0423] iR EEFERI/NGR, , FEASCHFR A HuMab” /NG, » & 75 9w i 55 4 p 3 (] A0 [ ] % 3 [A]
Jalt 2R i ) A ) AR — AR AR B N EEE ([ A [y 1) A [ ] BB S0 e 3R B 1 () N e 3K
A 2R R L R E (minilocus) (Lonberg%E A ,1994,Nature 368:856-859) o A, /MR
JRETR IR /)N B T MR [ ] ) s MU G 88 FR e 82, 3 HL 51N BN BB B A i A R (KT 22 T 2%
T BRI AN D R AR LA AR i 2R A B N TgG e ] B S fE B A& (Lonberg% A, [F] I ; Lonberg
FMHuszar,1995, Intern.Rev. Immunol.13:65-93;HardingMLonberg,1995,Ann.N.Y
Acad.Sci.764:536-546) . HuMab )N it B il 5 £E 40N SCERHH HEAT T FEAAHH IR : Tay lor 5 N,
1992,Nucleic Acids Research 20:6287-6295;Chen% A ,1993,International
Immunology 5:647-656;Tuaillon% A ,1994, . Immunol.152:2912-2920;Lonberg% A,
1994,Nature 368:856-859;Lonberg,1994,Handbook of Exp.Pharmacology 113:49-101;
Taylor®$ N,1994,International Tmmunology 6:579-591;LonbergAlHuszar,1995,
Intern.Rev.Immunol.13:65-93;Harding and Lonberg,1995,Ann.N.Y Acad.Sci.764:
536-546;Fishwild% A ,1996,Nature Biotechnology 14:845-851, k2% Tkl H T-Fr
A HEEE SINBAEIEN S W, LB RE LA 55,545,806.5,569,825.5,625,126.
5,633,425.5,789,650.5,877,397.5,661,016.5,814,318.5,874,299F15,770,429; DL f 3&
[H & F55,545,807; R AFFSW0 93/1227:W0 92/22646F1W0 92/03918, firf firik 2 H
LR GMERA TSR ATFNE N T A H R 5] BRI TR L 5L ]
NP PR AR N PUARIIE AR 4 - FW0 98/24893 FiMendez%5 N, 1997 ,Nature Genetics
15:146-1561 , Fridk [E bR 2+ 5 AISCERAE @ I 5] I 5140, HCo7 FHCo 1 2% = [A] /I B
i 72 A] T 72 AR BT -PACL AR o % T8 G 2R DR/ B AR NPTk ) L e 4l g it - 7 e
) S it ]

[0424]  JE A FH 2R AT HAR T NI B[R]/ B v ot IS e B AT /N BR P A A B B A
FIT e 45 e 1k B 70 R AR 7 % A mAb o I SR HTAR W] A PR 24 1 AR A G 32 40 i R e B AR ik, B
AT MAES 57 1) 2R 5 R A R SOER Pk B A

[0425] 58 4= N HUARIE o] >k ¥ T W B AR 78 L (W fEHoogenboom%s N, 1991,
J.Mol.Biol.227:381; AMarksZE A ,1991,] . Mol.Biol.222: 5811 2 FFH1) oWk B 1A /s 4
ARAGEADE Tk 7 22 PR TR A b J R A4 P, N i 305 B AT TR e 38 1 70 JER PR 435 5 12 26 A 1 4
RAEIN G IR HE o — DNIRXAEHIBARLEPCT A TF5WO 99/10494 (FELLEN 51 FHIFAN) AT 1
IR, FTIRPCT A TF S HEIAR T A8 X FF 1) 77 V51047 FIMPL- 32 A4 Fllms k— 32 A4 11 755 55 A1 73 A1 T
REVEFETUIE AR 70 55

[0426]  XURp PR BRI e 1 ik

[0427]  3RALRG LA GLFE 65 a0 b BT B — B2 4> CDREG— A Bl 2 /> AT AR X XU 57
PEFIX D BEPEHUAR o BUEF 57 11 BT RE 1 PR AE — L1500 N /2 B PN AN ] (1) 2 /2 )
AP A B 5 5B U N AR AS TR  BURS S At A Tl o 22 Mo A g (EANRR
TR A& B Fab’ R BRI ERE .2 W, H0,SongsivilaifMLachmann, 1990,
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Clin.EXp.Immunol.ZQ:315—321;Kostelny%%)\,1992,J.Immunol.l§§:1547—15530

[0428] & FpH EIEI

[0429]  fRALRIPUAH B —Lehifhg bR A TP AR AT A B, —EhifkhfE b
BB — AN 2 A B AR R EE v AR X BUCDRAH B — AN MR S 2 R AU
(04301 W] 5~ L[] P (M0 14 s R SRAFAE I R L IR 9 S

[0431] 1) BR/KMEER : IEREIR Met AlaValLeu.Ile;

[0432]  2) Hp {5 K PERT : Cys.SerThr.Asn.Gln;

[0433]  3) FR 4 : AspGlu;

[0434]  4) BFIEART :His Lys\Arg;

[0435]  5) sZmaEE A A (1) 53 : Gly \Pro; A

[0436]  6) 755 : Trp Tyr.Phe.

[0437]  fR~5 S R IR A T AL FE X Le Fh 2 2 — 1 1l D2 5 AR BRI o3 — R DR I A8 48 o DR 5T
RIETR AT G AR R RAFAE M) R B IRk 2 , Foad o @ i Ak 22 K& B B il A ) 240+
(R BRI N o X e R ARAFAE ) 2 R IR ke B LA 40U IR A U I R 350 0 1 L e S 1) 15 B TR
o

[0438]  AE{R~FHUCR AT EHE kM2 — B s R 52k B 75— AN PP R 51 ) 28 46 o ISR
A FRIE AT 5] NS5 N PURFEIE A TR I X 38, 5051 N 73 B AE R YR X

[0439]  FE/ AR SRR, AR SR AL S 77 2, W 2 IR S AR IR IV SR K TR 2. B B B SR OK
P A B T T B — N R R AU (“SE/KFR ) B J5 95 I e 55 Hb P 351X S8 {5 ok
THE O T H Bk P A S R AR T 5 — DN R R IR K e 2 el 172 : e &R (+4.5)
WA (+4.2) ;&R (+3.8) ; KINEAIR (+2.8) s AR /AR (+2.5) ; &R (+
1.9) s INEIR (+1.8) s HEMR (-0.4) s R AR (-0.7) s 2 %% (-0.8) s L& IR (-0.9) s B =R
(-1.3) s IR (-1.6) s HEMR (-3.2) s BAME (-3.5) s &Mk (-3.5) s RAZZ K (-3.5) ;
KA (-3.5) s #izd iR (-3.9) PRSI (—4.5)

[0440] /KMo A7 RIAETR T 2 13 A8 B AR W) Th fe v (1) B S5 AE AR 4uiel vp 2 o N\ FL
[ (3 W, 1, KyteZE N, 1982, Mol .Biol . 157:105-131) o & AN S8 B R v] B H A 4
SRR AR E PR 43 1) FL 8 2 EE R I HATT IR ORFRARBAR) A= Wi 1% o AE B T2 K48 8™ A A2 4k
Hh, PR SRS ST 7 SR, B AR HoR KR B AE L2 N I 2 R R I AR A2 — 26 07 T, A fE £ 1
W AR S IR , HF HAE L e 7 T, B HEAE 0. 5 B IR 2 LR

[0441]  FEACATIE HH 0 N B AF , 7] JE T2 /K VA RcHh = A AR AL U 2R R 0 HUAR, 4 ol b 2 el
I AR B A ) DhRE I B sl R Ak T S SE T R (NAE A S L) I o 76 2 4 ST
J7 &, S E I SR R R AR K M (052 HAH AR 2 L TR 1 5 K PEBR R 1) 5 b5 3 B 2 iR
PR AP R 25 A B 5 2 R AR o0, BN S5 8 (A B A= AR %

[0442]  "RHSEAKMEAE O T IR Be SRR RR TR I A E R (+3.0) s IR (+3.0) s RAHIR
(+3.0E1) ;BEM (3.0 1) ; 2% R (+0.3) ; RAWEZ (+0.2) ; &AWL (+0.2) s HE R
(0) ; 7522 (-0.4) ; iz iR (-0.5+1) s WZR (-0.5) s HZ K (-0.5) ;s PR (-1.0) ; H A
IR (-1.3) s HIE R (-1.5) ;&R (-1.8) s &R (-1.8) s AR (-2.3) ; KINER (-
2.5) PR (=3.4)  EJE T AL S KR P2 AR AR A, 7E FE e St )7 S8, B s s K
EAE £ 2N I R IR IR, R e St 77 S8 rh , B s o K M AE = 1 ) IR S S R HUAR
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DA AE FE B St 75 S A SR K B TE £ 0. 5 N I AR B B FR HIUAR o 7E— U1 L T, 3k
AT SRR MRS S8 R B — PRI IR Y H1 (1 R AL o I8 DI AR “RATAZ D X7

[0443] IR PR~y R R IUR T-3867

[0444] 36 OR T R IR IUAX

[0445] [ parit 3 A BIERAR
Ala Ser

[0446] i pprpi i R BIERAY
Arg Lys
Asn Gln,His
Asp Glu
Cys Ser
Gln Asn
Glu Asp
Gly Pro
His Asn,Gln
Ile Leu,Val
Leu Ile,Val
Lys Arg,Gln,Glu
Met Leu,Ile
Phe Met,Leu,Tyr
Ser Thr
Thr Ser
Trp Tyr
Tyr Trp,Phe
Val Ile,Leu

[0447] AR EE B AN 520K RE 5 48 FH 22 R BRI RE A SR B (1 22 Bk 3@ 1 A2
AR o A B 3 3 RN D3 T 3 3 36 1 5 0 9 A S ) X ok 25 5 W] AR s AR T AN BB
PR 701 A 2 (X 8 AR S B RN DOARE BE 6 45 5 AE ML 22 Ik Z 8] R DR ST (1 01
R B e A o A2 FL B S T S, B A T AR 1k O T 45 A AT DA B (X R] 22
PR~y g S R BT AN IR A WD E AR AN S AN 22 IR ZE5 )

[0448]  JEAl, AS RIS 8 5 AR N 3R] [B] B8 A4 - DHRERTE 7T » A0 48 5 AH AL 22 ik o £ X T4
P B ) e E ) B o AR R XA I B AR, W TN R 1 o v oxk o ARBLER 3 5 R O
B AR R A A& B ) 2 IR ke 1) 8 B PR P R (1) B B4 AR U B B AR N BT i #6441
EARACLR) 2 I B R HA R S I Py B B R R e

[0449]  Z AR A FE AN G W 73 Afr = 4 45 K A5 AR 22 Jok o 12 25 A R O B S R R
Fe Ao S FIXAR AR B, AU I BN 3] 7 L = 2 4544 7 T T 044 1Y) e 2 R e
P EE X o AR AT B B AN 53 AT I AN 22 PRIAE AL T8 3 BRI b ) B R S A = AR AR
AVEARAL , ORI n] 2 5 5 e 7 71 BRI AR H - BEAh , AU 8 R N 53 m]
PRAEAERE— YR I R R IR TR A S B S IR A AR A o B i AT s P E
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X LAFARAYPACT H AEE , (22 LR SCHR I S 451) AT 72 A8 56 T MR A S J R mT 49 e A% DA % W
R IERR R AR R HAE B 3 A)TE U, 38 T LS8 FU S B0 S A5 2., AR A i 4
RN TR 25 Gy i i HLHp B 22 g A B b ) B B R AR 2 A () e AR U R R o
[0450]  ¥F Z Rl R — HEU T ZREE MBI H . Z W, Moult, 1996, Curr.Op. in
Biotech.7:422-427;Chou%s A\ ,1974,Biochem.13:222-245;Chou%s A\ ,1974,Biochemistry
113:211-222;Chou®¥ A\ ,1978,Adv.Enzymol .Relat.Areas Moi.Biol.47:45-148;Chou%s
A51979,Ann.Rev.Biochem.47:251-276; fiChou%¥ A ,1979,Biophys. J.26:367-384. L4,
THENURE B AT nT 1385 B il = 2 54 o TR0 — 2 45 K — A 732 T [ Y AR . 1)
an, A KT30% 17 1R — PR T-40 % I ARARL A I PR > 22 IR B B (1 o vl LA AR AL &5
FFEF 27 o B 5L 45 A 008 g (PDB) 1)/ 41 SR X 384 O 2 (4 i () — e &5 ) 1 O , A0 4%
ZIREE A A N T SRR H .2 W, Holm&E N\, 1999, Nucl . Acid . Res. 27: 244~
247, L3R (Brenners A\ ,1997,Curr.Op.Struct.Biol.7:369-376) 7E45 & I 2 Ik ol & A
A AR A TR A H 42, DL A — BlR S 4 H 1 S5/ O A5 20 ME T , I 25 74 To0 45 A2 15 B S5
B o

(0451 I — F S5 W B B4 T IEBEHFE “FLE” (Jones , 1997,
Curr.Opin.Struct.Biol.7:377-387;Sippl % AN ,1996,Structure 4:15-19) , “profile
analysis” (Bowie% N,1991,Science 253:164-170;Gribskov& A ,1990,
Meth.Enzym.183:146-159;Gribskov& A ,1987,Proc.Nat.Acad.Sci.84:4355-4358) 1 “i#
WIESL” (3 M,,Holm, 1999, [F] - ; FlBrenner, 1997, [F 1) .

[0452]  #F—LLSLhti 7 =, o AR S IR B, B BUAR s (1) 932 %) 85 3 oK At 1Y) 2 JE 1k
(2) P /DX A 2 B, (3) B & AR M LUE R A R G4, (4) B Pl AR Bl i 25
B oA 77, A1/ B (4) TR T B AS ot 288 22 IR i e W B A 2 B D RE MR o o 451 40, T FE R SRA7 A
(1) 7 51 H = AR S B 2 AN R SR R B (PE R B s it b, PR A BB B o« I AR AE T
TV 1853~ 1) 42 fi FR) 235 ) 33 A7 350 R B AZR PR 12350 b 7 AR B o AR B 2R S it 77 28 v, T A
3 25 DU SR AR B IR 465 R R AE 1) R 7 2 R R AR (7 2, AN PR R AE SR AR B R AR P A 1) —
RAIH— NN B REEIR) AW N 2 IR = RN =S5/ 1) S5 fEProteins,
Structures and Molecular Principles (Creighton, Zw%g) ,1984,W.H.New York:Freeman

and Company;Introduction to Protein Structure (BrandenfTooze,Zw%H) ,1991,New
York:Garland Publishing;flThornton% A ,1991,Nature 354:105 (FTiR SCHR % H it 5
FFHAA D) kAT 1k

[0453] Sy AMHIAR B HAR AR AL 55 2 B Z R AR 1, b SR AREOR AR L R Fe 51 v i — A B
22 IO PR IR FEAP BRI B o — R R IR (B, 22 R B R It IR AR A A FHAY
JEF PR 3T B BB AT PR M R o 2 B s B AR A P BA L R AR A4 BE D
e IR Bk Ak , I HLIM B B AT A R DA BT A o 1) 2 e U 1T -5 500 A B AR R sk /s 28
7N

[0454] /A JF 1) B B FHA2 B W] A IX 45 Mg 3ORICDR ) FH - 1l 4% 5 AT A S 14 45 & PAC LI it
T4 G X I 2 0K 40 , FRAAFNABH BT 31 () CDRY — AN 8 22 > AT g AL B AR A 8 3k 43
5 (N, 2 k) PP A G B RG R 2R o S R FT 21 P KFCDRAE & 9 B K 22 KB A #5570, P HECDR
bR T 55— 2 IREE, BRI RS %8 & CDR . I ik CDRAS 45 e 2 G B 3R BE 8 45 S 1
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SEE R HARPUE (91, PACTBRILERAL) -

[0455] & F A ST R IR 1 ] AR [X 45 RS ANCDR I A0 (9 2, “BRABSADLA)” B “HRURE”) o3
Se AT DL K FE IR ER IR S R IR X 45K 41 & o Fauchere, 1986 ,Adv . Drug Res.15:29;
VeberflFreidinger,1985,TINS p.392; flEvans A ,1987,J.Med.Chem.30:1229, ik 3¢
ik AT H A3 51 N S 45 53697 A R BKAR LR BRI AT 7= 4
FRABLA V6 97 BRI 255K o 24 & il o 18 B T LA 7 7 SRR A — e, ST 2
TELE ) b5 7 it 7 () AR 03 P, 8 b A R S M 45 -5 PACT I R I B AR AL, AH — AN B
25 A DK B B AT 34 3 3k AR 803 R A R 1) 7 VA 3% H - CHaNH- . —CHaS— ~CHa~CHa— . —CH-CH-
O AN 2 X)) v —COCHa——CH (OH) CHa—FA—-CHaSO— 1) B Bk B A1) 2K 13 5 o 1) FH AR [E) 28 R U D5
BB A P A — AN B AR T RS HUR (1, D- 2 R B AL -3 =) mT T
TE HE S Sl 7 8 R PR A TR AR E I AR 1 L SR AN, A S R A B R R A R R S SR
S SRR AT B R A AT 2 KN 732 RizoMIGierasch, 1992, Ann. Rev.Biochem.61:387) ,
S BURSTISE P SN NSO I 71 I B 7/ Tt A5 N R Yy N e e B 7 RS R Y N L
Kr=tE

[0456] B4 T A SCH IR I BRI AT AW AT AR U v B S T PR B BT 7 1%
Jog (i Gnfe e FH i v ) S PR~ 32 1) (AR ART 40 B 5T o T AR HUAAR wT A B, 491 ks DUy (B2
Frid) &85 (g, JEOH 1 21 B 2 B 43 B AR 21 TR A Bk (i n ek B
WL 80% (N, 4) 2Rk L, BREE & 5 —Fh o 7RI 7 (B0, AV R B S P AE Y R
F1)) IEIT PGS W53 (9040, JECR 135 25 240 PR 2 3 2 B2 s 150 ) B e
PR T4 e F & (a0, ) 526835 8 an N 32303 19 it » B B R Y B A IR 13E &
)5 T nl T AT AE PR o TR SE B e A & e (B, NiEa&Es) Ko
(PEG) « UMY 1 B 1 32 0 T AR W FIPEG AL A A= 70 ] el P AR 43302 2801 ) i A Sk i) % o
PUARALTE Ui A SCH 1A I PEGAL BB 2 ik o 75— AN SE 7 b, BT GR & T 51 50 A bt 2
TR R E A (TTR) BUTTRAR A . v H 1 k. 224 Joi Ak 2 i AZ AR TTREL TTRAZ 44 , BT ik 4k,
W E I RE R (B2 s be i) 5 2 i R B R R A A e/ R
LR R O ) %2 JUlE (polyoxyethylated polyol) FEE L JREE

[0457]  HEfTAEMBFEPACILG &EA S EEA SR Z KM IEMEREL Y, s
£ Er Rl T PACL 45 & 8 N By BLC AR B 1) S Y05 22 JO 1) B 4L g 5 B 1 PR 3R o i, 28
kAT LR R ME 5 BT 20K, a0, BERF a5 51 5 5 21 B3 W3R A7 4R 25 . & PACL
FOAR ) Rl 25 AT A TR N SRAR FEPACT 45 & B 1 1 44k B E Ik (Bl dn, 2 R
fR) o i A PACT &5 A B IS B T WiHopp%E N\, 1988, Bio/Technology 6:1204; F13 [E & F|
55,011, 9129 #R I FLAGHK . FLAGHK B A /= BEPU IR M I HA2 B s 7 P . 5 FE 44 (mAb)
A I 45 A R R A, I TG i 75 BE % DR I 5 AR 2 M alifb Rk E AR A . T &
WFLAGHAR A T 25 7€ 11 2 K1) Rl & 2 1 a7 2 R I mT 4319 (Sigma, St. Louis,MO) .

[0458] & —AELZNPACIEE & & AR ZE R Y] FVEPACIHE B E R YW LALLM i
FE BRI R AR SRR R R E R XA B B A SR EE £
ANPACIEE B E AW ERY), — A Lf R Rk L e ERYER R RIE R =Rk 7
SRR R DY SR A DU SR R

[0459]  —ANsizjifi 7 R b B it A T PACL 45 & 5 [ 1Y R 23 2 181 () A B AR SL
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FEAE BRI 2 ANPACL-25 5 2 IR0 SR R AR o LIS AT DA Bk 33k (JRIBG 1) , 8RB e it
SERALI P TP K o o 2R 4 e AN B LSk T PR i) 22 K8 T T2 g2E P 2 T H I PACI 45 &
AR, 07E T SO S RN IR Y

[0460]  7F ELARSCiE ) R, R 5284 MPACIE S E A . ERWIMPACL 44 1 3
53] L SRR S5 an AR A 5k i BEAFAE AR IR Hb , 52 R 8 & A PACL &5 Aid M PACT

ZEHEA

[0461]  FE— ANt 77 v, i AR B e e Bk E 1) 2 IR & 5L R Y . B SRl & T HRAT
A2 B 2 K B FlES 2 (RO HG F o 25 A 30) ) 5 6 S I 22 JIK 1) ik & 2 10 %) #h) % 2 491 2 el
Ashkenazi%¥ N ,1991,Proc.Natl.Acad.Sci.USA 88:10535;Byrn% N ,1990,Nature 344:
677; flHollenbaugh % A\ ,1992”Construction of Immunoglobulin Fusion Proteins”,
F-Current Protocols in Immunology, T4, %510.19.1-10.19. 11 A H HEiik .

[0462]  — NS 7 S8 R L8 2N S K PACT 45 & B A b & T AR B Fe X A U R 2
1) SR AR o mT 3 st 4] o e R ik A B 1 1 2 R R 5 0 A N XY 1 SRR B, 7E BT IA E
HFRRFA LA TE LA RIA TR B R LAY, FE A R A R A A B 1 2E AR R E R4t
T (FH B (8] AR (ER B 7 Z [MITE R, DA = AR 5RAA) SRl & — B A4k

[0463]  fnASCH T A RTE “Fe 2 I B4 R T IR i Fc X B 2 KB RAR AN AR B TR
AT B A R = R BOEE X 2K 2 IR i T 0 B B Pl Rl & 2 B (R
HIE R B W) $2 4t T 8 7R 2R 9 AR AR 3 G _EBEAT S RN i SR B3E AT 25 5 1 AiAL I A5 F)
T3 T -

[0464]  PCTHHEWO 93/10151 ML [E & F55,426,048F15, 262, 5227 f#fiid i — Fh & 1E
Fe 22 B N TgG LA AR N A uitg 45 [X. ZE {1 22 F e [X. P R SR C A i R PLAE 22 K . 53— /B I
FcZ k& &M L F15 5,457, 0359 flBaum A , 1994, EMBO J.13:3992-4001H ik (I Fc 28
BEE JREEEIR 19T M Leutt B piAla, Z IR 20T M Leutlt A8 B G 1 ufZ 2L #Z 22 2 MGy el
A5 i Aladh , %528 B A R R FEFE T 51 5W0 93/10151 7 23 K ARFe 7 51 ) 58 28 5 (A A
] o FEAR R 1 AN /N FFe 52 AR (RS A AT

[0465] 7RI BISLjiE 5 A, PACI &S & 8 1 (i WA SCHr A JF 1) (1) B8 4 RN/ B (1) mp AR
43 A BT A S A RN/ B B ) R AR 4

[0466] B3, HEVZAUT ZNPACIE S EANMEED, HEAEARAG KL (A5
THK) AEAER KL A L E L F 54,751, 18014, 935, 233 H ik (1) AR L ik 42k .
[0467]  FHTHl%& FERPACIE G B A MTAENN 5— M A AR R AR B FE 0 H - &R
o7 B 455 ) A R 3 A G R R I AT TR R o ) SR SR A IR o SR SRR s B e ) E JLFDNAZ
HEAFHLE Landschul 2% A ,1988,Science 240:1759) , 3 H H I LLJE O 7E Z FiASIH
() 8 B o A R B o 7 O N IR S 2 BR B B A R IR AE AR I IR A — SR A Bl = AT AR
o3& A FT 7= AR A M SR R R A B e IR i e 435 A ) SE P AEPCT FR B WO 94/10308H 3E
AT 7 I, SRVE T il e 11 3 1 28 (9D (SPD) #EHoppe A ;1994 ,FEBS Letters 344:191 (£
I 5N FEHAT TR VRS TR R R E A AR SR A BT R E R
FLEE ) 48 FHEFans 10W2E A, 1994, Semin. Tmmunol . 6: 267-278H #E47 1 ik o 75— 7 ik
H B AE G TR R BB EE K I PACL 45 A B 1 v BREAT AR ) E A b 5 1 1 e A i 1
TN A R, A EE IR s ETUSOE B nT s PR SR SR PACL &5 & B 1l BRE AT AR
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[0468]  fEHELLs y Rh, Lk B A KT 1pM. 10pM. 100pM. 1nM. 2nM.5nM. 10nM. 25nMak,
50nMIPIKp CF-1lir &5 &2 F 77) o

[0469]  F—AN TSR B A 2D — R ARSI P =32 10 (9, 24 i) N 323803 it )
PR  AE— AN 7 b, PUIR A B /D3R /A 7 — At 7 A, Pk s
G HAARBEARI A T — DSt T Zrh, Pk sl o A 8 R B K 1) 1 3 .
TE 73— ALt 7 S b, AT AR BB I P A s L PR 45 & 88 4, DU LB A FER T R AT A Bk
LABMR YA E I T A ) — AT b, PR B R AR LI I i - 2, 1
WfE20005-2 H24H A FFHIW0 00/09560 Gt 51 HFEN) H iR .

[0470]  HEEEAL

[0471]  HiAk B A 51 RIR PP R I BE S A0 AN [7) B e A8 1 b B A A X o 7 A i3
LI, B A A ] B e T8 1 R P 4 (9, 5 S HR V8 1 4 e i e A R R R e 2 1
APAEBANATAE) B H P2 AR Birid B 1 A 78 A0 e sl A 4k

[0472] 22 BK B HEIEAL 8 5 AEN-TEFE I BRO—ZEF2 1 L N-TEFZ 0 S FE M 2350 40 28 R ATk ik
S PRI B 42 o — DK 271 IR A& Tk i —X— 22 S R AN R A& T e —X— 05 R (L A XM e il 20 R 41
AT B IR 2 FH T K 0 A0 0 T T P 22 7 R A Tt e M P AR 31 /5 471 o AT, X 6 = i
GIIAT— /N E 2 KA B A7 AE AR B TR B R 3R A7 £ o O3B R (1) B 240 2 Fa B 2RN- 2 B - 3L
WER IR A 2 — BRI, i With 22 R R o 75 ZU R IO B 2, RVt ] 4k FH 572
ARSI -

[0473]  HEEEALAL S B PUARM I A IS SOR R 7, RS A — A Lk =k
B3 Ot T N—E 322 1) B L AL A7 ) S 7 {8 b S B o P e 28 38 w3 e g — AN e 2 A 2 S R Bk
TR TR VN N2 AT 46 7 B BE I R 46 7 A1 HEAT — AN B2 S 22 B IR B U R R Bk 2 AR
O O BB B AL AL 1) SRy A2 R J7 RS L, Frad 1) 2 JE 1R 7 71 ]l i ZEDNAZK - (1)
AR A, o ) R I R TS 12 B A 2 b 938 G L 22 JUR (I DNA. (LA 7= A 0 380 236 ol T 75 = 2%
BRI 2500 ) SRR

[0474]  sfjnPuik b BB £ H 1 53— A J7 2 Ik R b A b BRI AR R T R
0 o X 6 7 V22 G RIS R R e AT 75 BEAE B A N-RH0— 1% 42 1A W B A () B 2 Ak e 70 1 T
2 G AR R O HR T A AR IR X, B TR PR 4 T () MR AR, (b) Vi
I, (o) ViF B S I 1 L2 D =R P AR 37 38, (d) T B P2 2 v AN 22 &R 7 IR B2 T = IR
[ AR LE SR I | () T TG bl ok v T 2R TR 2 B s R B B2 S B 1) TR L 5 I e ik , B () 4 I i
PR IR e o IX 8 AR 1987429 A 11 H AFFHIW0 87/05330 , flAplinAiWriston,1981,CRC
Crit.Rev,Biochem. , 55259-306 T4 #E4T T Hiik .

[0475]  AFAET AR TR b (1008 823 19 25 ok vl Je e Ak 25 5 v BRI 7 V2R S IR o Ak 2
BT ZR B A PR R T A ) =5 P IR B A AL & ) 2 A 5 B I (N- 2 Tt
B I BN- 2~ LR 1K) A1) R 22 Bl i A N I DI (R INEPRasr 22 Ik 5 3 o Ak 2 S 2L
HHHakimuddin% N ,1987,Arch.Biochem.Biophys.259:52fIfHEdge%s N\ ,1981,
Anal.Biochem.118: 1314 o 2 JIk L FUBE #8 70 0 AR D) AT a8 5 46 1] 22 Fdn i Thotakura
&N 51987, Meth.Enzymol . 138: 35041 (1] Py I AN A1 HE T B Sk SE B o v AEBE A A i B
L AL AT I 4 A0 i DuskinE A, 1982, J.Biol.Chem. 257 : 3105 IR (R 1k & M A 55 2K
BH 1F o < 25 22 FH W7 B 1 - N-WE Fr 8 BE 0 T2 A«
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[0476] Rl itk, 5 A0 4 L A B S AL AL A 2 B R/ SR BARIR T o R 2 IR 2 A 1 7 51 2
e 5 PR AR R A AR I o A R e St Ty S, PR R AR AR B b R SR P Ak B R B
DN BB IS AL AL 55 NI B2 B IS0 AT T IR AE7E T 791 : Asn—X-Ser & Asn—X-Thr, 2
W Fi X R R R TR R 1T DU B I 2R A M AT 7 R AR R TR L o A8 B T DI 2 2 TR ik 2
() B At FH T VA NN 22 (10 R % ) 8 0 3 67 o B, T B BRSO 1% 7 41 ) AR B 1
AEAET RER 2 KA (RN B2 0 R B 1) 2 0 o 491 2, B 24 ] 3l 3 As g e 2 B ik AN [A) 2
FERREUARAsnoR I AL B Sl 7 Brp , A R — AN B2 AT N B2 (AL 05 PURIE & 7
Fe X 35k 1 B N B 0 8 3640 47 55

[0477] NN T1gGLEN297 (EU%R 5 540) b B A RERAL , I FRE AR BT oGP AR 1) R B
T IhRe o FE A B A RARIN29T LUK B 7= A o b Ak Hi Ak . RAR S v A8 AR PB4 2 v ot b
55 R AR R AR & 3 BR 1 4 & Bk i (N297Q) B FREAUAS FL A W 1 5 [ 7 R & Bk e Py TR
R (N297A) HUARN297 .

[0478]  GnASCH BT L, “ToME A PUAR” B TORE I £ 7 R FBF AL B 297 b 1) 5k ik 1) b
BWRES PRSI B0 7ol fE— A B AN B AL B b A R AR v B 40 9 TR 2R 4L
PR TChERA L PRl & FR 1

(04791 N 7 P JC RN T DiRETgGL Fedr+, KA TgGLI) 2 FEPRN297 28 H 2 IR (1) RAL
RIN297GHE L AL T 7E 2k 3 b 1) L e B AR R EUA R 1 i A 3803 RN A ) A A I o 3 I 3, TE
FA TgGIAEZE HR I HLPACTPUAARH 1EFe v 324K 5 5 1 /MR AE v , Wi A W /R e (2
ISt 4515) YAk ) o R, PEAR e STt 7 S, H-PACLYUAA B & B “B” 8l “C7 )5 & (Brow
TgGlIEHEIEALARAA) I PTIAR IR LE St 77 R b, Ui & A N297TGHUR 1 Fe .

[0480] £ HAN297GHAS K N 1gGl FelfFeid nf 4, & Hoe i N L B2k FIELAR o 8 S s s
Jiti J5 &, N1gGl Fefl&N297GHUN, 3 H 5 FK 2B Fronit) — Nk 2 AR IR 751 CR i
PL-hPACIAb EHE R IR 7 51)) B £ /090% Al — M 2091 %[ — M 2 /092% [/ — P &
093 % A — 1 2 /094% [F] — 1 22 /095 % [F] — 1 &2 /096 % [F] — 1. = /D97 % A — 1 2= D
98 % [A] — M Bk %2 /99 % [F] — 14,

[0481] & CHEREAKTGGL Felf 2 FAUE 1gGl Felfi /TR o Fe X S8 M I rl 4 i3t — 25 T
FEA SR G50 TEBE B4k 2 T e e M o 78— 285l 7 R rp 8 — ANk 2 A S TR BUAR 1= ok
IR UL IR T L BB 6 BT TG 1 2 28 3 55 77 F1 V259 . A287 \R292. V302,
L306.V3238R T332 5 J= AT AT A~ e S IR B  FEAR I S0t 77 S8, o 8 I R 0 A !
AR S 487 LT i — Bt B, M T IR ) oy L o VR % ) AR o AR e 1 5 L 4 L (EASBR T
A287CHIL306C.V259CHIL306CR292CHIV302CLL FZV323CHIT332C,

[0482] 7z BH A9 25 ) 2 & o BB Ak (N297G) TGl Fefy Ak, Hodh — A Ei ik Jit
R292FNV3024% L A B HUAR « B “C7 J5 R B e a4k (N2976) TgGLTiRfE EATM EEEH &
HR292CHIV302CHAY,

[0483]  Fric ARk v 3k 4]

[0484]  fE—uEsiji 5 B, PURG G AE& — NI E Mrid . AR5 “Dric 2 H7 8 brid” &
FeATAR] A A I AR 1 o A 3 1 b e 22 A ) SE A8 038 , AEANBIR T B0 P [ A 25 B0 1
%z (B0, °H O PNGPS 0V P Te M I BT ) SR e R (9 dn L FITC, BB L4l & ot
RWEER) (ERIE R (), BRAR L AL VB L B FUPE TS 50O R AR MEBERREE) (fb 2
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RO AR FR A Bl 2 — 45 2 IR A € 2 KSR AL (140, s A IR B FE X P 81
PRI S AL & RS G A R ALRAE) o A — e ST 7 FE b, AR R R A
[ 2 ) TR B 1B AR I TP A, LI I AE ) 2 TR AL FH o F T FRic 85 B BT & AT iR E A
b ORI I B AR B S i a] Al

[0485] R RN KL A" B 8 ARG T FH A 200 2 P 790 P 04 PR A AT R A o 5 0 ) 2050 1 i 4]
P SI A8 2 TS M ) 7 2R B PR A 3R (B, PHL U CL NG S OV e M I PP G
I ) B A S R R IR T YRR Bk i T B SdE i EE R ) SE A R e s R )
ARV T A IR PR R 2 NS HH A A — B S 7 S8 70, 38 A [R] 4 B2 ) 1] B 185 4 5 2 4]
AR T HAA LAY/ v A2 1) 2 B AL B

[0486]  —ficHhy, FRicdi&s A2 PR, IR T Fo vl A & A T E < a) [ AL 2 AR,
FLAT DA TR [F) A7 2% Bl 2 [F] A7 2 5 b) RE PRI (914, BEPERIURL) ;o) S0 JR i M 6
g+ d) Ja Gkl By e B A (] an SRR L AL G B LN B B  HOGER B B B IR )
e) FEMI R A s FNE) 15 — 4R i 0 TR B I T00E 2 kR Ar (9, Sz B hr B ) e 71 26
THUARII S S AL R B A B S IE R AR AR AR S T S I AN R K [A]
R 1 R A 10 22 AR B T 470 4 DA sl 2D T £E 1) 2 TA) 62 BHL o FH TP B B 5 ) 5% A7 PR AE AR 40
B 2T HT .

[0487] g bR IC AFE A Gkl G (AR T AR Gl B e R fa L, e v 2
THEOL R 2R R O BIRT LA /N 17 B A el 1 B o () B e A

[0488]  “U S hRic” = HE AT e [ A B 5 ot P iR U B AT ART 23 1 o i Y 2R D AR D A
i AEAR TR E P YRR A R /TR HIER-FER L8
4 ) IR O R G \Cascade BlueJ.Texas Red.TAEDANS.EDANS.BODIPY FL.LC Red
640.Cy 5.Cy 5.5.LC Red 705.0regon green.Alexa-Fluor#Zif} (Alexa Fluor 350.Alexa
Fluor 430.Alexa Fluor 488.Alexa Fluor 546.Alexa Fluor 568.Alexa Fluor 594,
Alexa Fluor 633.Alexa Fluor 647.Alexa Fluor 660.Alexa Fluor 680) .Cascade
Blue.Cascade YellowfIR-#41 2 H (PE) Molecular Probes,Eugene,OR) \FITC. %' J}0H
(Rhodamine) fiTexas Red (Pierce,Rockford,IL) .Cy5.Cy5.5.Cy7 (Amersham Life
Science,Pittsburgh,PA) . && e 4u k), 5% Y6 H] , HRichard P.Haugland ZEMoLgcuiar
Proses Hansoox (7E IE BH B i 51 FHIE ) HR AT 1 ik

[0489] & I& R H Bt B R OCHRICIE B HAR T, s i A, BFECFPI i
& JE (Ptilosarcus) B2 & K BHEFE (Chalfiefd N ,1994,Science 263:802-805) .
EGFP (Clontech Labs.,Inc.,Genbank Accession Number U55762) . ¥ t4.2% & A (BFP,
Quantum Biotechnologies,Inc.,Quebec,Canada;Stauber,1998,Biotechniques 24:462-
471;Heim% N ,1996,Curr.Biol.6:178-182) 5@ 1 ¥ 29¢ e B (EYFP,Clontech
Labs.,Inc.) & E (IchikiZ5E A ,1993,]. Immunol . 150:5408-5417) B} FL b1
(Nolan% A ,1988,Proc.Natl.Acad.Sci.U.S.A.85:2603-2607) FlifF'E (W092/15673.W095/
07463.W098/14605.W098,/26277.W099/49019. 3 [H & F 55292658 5418155, 5683888
5741668.5777079.5804387.5874304.5876995.5925558) »

[0490] &

0491 — A T FE R P 5 2 e e P R 5 302 M (910, 4 22 LA LBl i B0 %
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BT R AZIR) 2 Z IR « T AR AR R I T VEAE ARG b 2 A JIH) 2 W,
Current Protocols in Molecular Biology,John Wiley&Sons,N.Y. (1989) ,6.3.1-
6.3. 60 GIA S TE S, H 58 PR 2R AT SR AR 5 A Sx AL AN /AT BRI B (SSC) . 0.52%6 SDS
1.0mM EDTA (pH 8.0) «£150 %6 Bt i ) 4 A2 S i 6x - SSCH TIBEIER H, AN155 °C I 258 T
F (B8 e AR A 52 2% A 5 1 D 5 24950 %6 FF I i 1) 24 S8V, 42 C [ 2= AR ) 5 LA 2260
'C,T0.5x SSC.0.1%SDSHHIPEIR KA o 4 A AZFAFAEAEC T T6x SSCr 287, B Ja 1
68°C 1~ F0.1x SSC.0.2% SDSHI Pl — BRI o BUAL , AU AN T3 n] A 25 1/
B BE VR A A SR 1 iR BICUR 58 A A I A R, LB LS A B £ /065% .70% . 75% .80 % «
85%6.90% 95 % 98 % 599 %6 [A] — V1 (R A% 1 R Fr 41 (A A% R 3 ORA AH L A% A8 o

[0492] 52 Wi A% 58 oF A 1 328 5 1) B A S HON H T it &l Sk RS 4R 5 05 BT B 9]
Sambrook,FritschfiManiatis (2001,Molecular Cloning:A Laboratory Manual,Cold
Spring Harbor Laboratory Press,Cold Spring Harbor,N.Y.,[d _F;fiCurrent
Protocols in Molecular Biology,1995,AusubelZ¥ N, %45, John Wiley&Sons,Inc.,
2.1016.3-6.475) ffit, I H AT iy A Q5T 3 15 RN B3 5 09 A R ) A 58 R/ Bt 41
JSCR S 7y M E

[0493]  AJ3dH I RASKE AR AL GI AL IR , AT BOL G5 1) 22 ik (914, Hik sy i 4 4)
[ 2 B8 7 H1 R AR AK, o WIS AR 588 L RN AR AT BER 51 N SRR o £E — N St 7 v, 4 1)
WE R TT R — A2 A E I B P A  AE Jy— AN SE it T = b, s A an B AL
PR TT R — A AR AL R A Bk o o 10 F R A = AR 1, SRAZIK 22 IR AT 4 208 I
FLAT T A5 101

(04941 DK SR BN BGRRTTT A 2 3 M LA 0 2 RO A 0 A 0, T A
JE T A IR R | T E BRI AZ R 8, PR — AN ER AN RAR 5 Nk %
P AR FL o A 1) 22 R R A= 005 M I AL IR o 491 2, 2R A% AT DA S i B P i 5 AR AR i i o JE B
CSUAE Y S 4510, 47 398 9 93 55 B TH 53R 9 M o 5 P AR ) S A B e AR AR R T R e A
ANSE i 7 22, AT A A AR St R B ST ) 23 1 AR ) BOR R R AR G i AR ST A AT AT
PUARHI LR A D AR 2 HE TR P 51 o

[0495] Sy —ANJ57 R A& FIE TR AL IR B F1 B 51 W) B ASIRET HIRL IR 73 T o AL TR
731 AT RS — B0 gD A 2RI AL IR e 41 5 49 A e FRAE PR BT B0 51 P B el g i 22 Ik
(PR 2 (40, PACT 45 & 3B 9) 1 A B

[0496]  FETAZBR I A IR HRET WT FH T Ko il A% R S A AL PR A% TR, 187) 2 s ) 22 K ) 2 e 0 o
TRET AT AL B AR il B A, 49 s P R AL 2R 2O Ak &40 B BB 4 8 1 o SRR A AT T %
TE £IA 2 IR 4R .

[0497] 55— ANJ7 RER AL AL 2 g i 22 Ik B 23 (91 & — A s 2 AN CDREL— A el 2 A
A AR X G5 A v B AR R ) B A o BRI S A3, (AHAN PR T, BokE i 5 8 L JE R
AR LB P AR AN IR BRI, B 20 SRk Bk . R R IR AR T L BRI & T IR ETE
F g FRAE T LR « A LR B AR B G — a2 AN P 51 O TR T 3RE 1
6 EANMIL ) , HoA RO SR T4 R R R 7 81 o 3% Fe B A E 1 A% B IR 7 S AE VT
% R A 32 20 B 2H R 2R R IR () IR e 4 7 A1) (191, SVAOF U 2 EAT 38 i 1~ . 55 07 PR1JRE
A T ME AN R 3T 8 S AL R R A A AE S L8 1 32 4 T R IA B IR e R 4%
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F) (B, GV 7 A% R 81, 2 L, Voss % N, 1986, Trends Biochem.Sci.11:287,
Maniatis% A\ ,1987,Science 236:1237,3@id 5] FHEAAIF AA D) , LI AR FAX R T 510
JS2ARE S Ak B B 1 R ) R 1) AIR YRR 1) (f 4, R L B A P ) 4 R R R
RN T UL SR AE IR E AL A R G 1 tet-RE R/ B BE B R N B8 T (B0, A
B ARG @ B AR N K PR AR, S AR BT T T A0 A AT 1 3 4 Y
T R B U R IR KA R 2R A B HR I NTE A, AT A A ST
IR AL IR S ) 2 3 IR, A R E 1 IR

[0498]  Fy— A5 HIFRAL T i) 3 rp 51 N B4 F R B4R (1 18 S 40 o 1 5 40 M mf DL AT AT i
AN (G140, KIGAFEE (B.coli)) BEAZ4NN (B4, B RE . B el ZLahPan i (44n, CHO
ANHD) ) o P EE T R A B G AR SR AADNA 5N JiR A% B A% 41 M o 11 L s 4 i 4
Fo B B, O, B T8 I SRR B AL e R, A /D30 40 S P 4 1 >R DNARE & 3
EAT L ZH O T % 8 AR X S A4, 38 R S A T B REbR 5 (B, F T AR
RIPLE) MR 5 H FRFEDR 2 51 N1E 400 Pe ik it m] e BbR 3 AR T X 251 o
G418 155 21 A YIRS () e (0 TS L8 m] sk e bm 25 BR FL B Tk BA AN, mladsd 25 ik 4% (491
U, B AT Ik AR 5 FE DR 20 T A7 AR T H e I SE T) 45 M H SIN AR IR Ao e e
e 20 .

[0499] il &Hifh

[05001 SR ALA AR A BT AT LR ] An R U5 T AT HiaR A e sh 4, 18 an /N B R B L=
FralAE N RS s (o s (B , & B A s E ey ) B (i, BREAR) ) o Al AR A ik
FHT- 450 s & 4 6 355 5 AP0 5 T A i 355 7 £ 2 FH 5 G o oo 0 AR PR 88 7 5 AN i A A i
& ATHERE AE , R OGTE , B T AR (AT o] e B o AR SRR S it 7 S v, ok T s i A A dn
AR A A R AN 7 VE G S B IR A PR T DA 2 SRR I B S R Y, BT
5 HZHDNATETE E4HM & e AT i AR e G 2 A N G2 R R 1 i DR R ) i
EN, BE I 16 3 1EAE IR N PR P Ik P AR R s ST SR 1) 46 578 A N PR

[0501]  H3 T i 44 (mAb) AJ i i 2 FhEe AR (L5 W 5 5o B JU 802, #l inKohler AN
Milstein,1975,Nature 256:495HARAEMALIMIZRATEOAR) K7 A B, T 7 A B s bt
A B LB R AT R T 451 Bk £ 00 L 5 2 0 e A o FH T ) A S8R ) — AN i 4 ) 3
YIRS R RS0, iR R0 2 AR R U@L 7k T2 85 BT RlG 1 £ S 2 1) JiL At
[ G 385 7 S8 RIS AR TE A A3 Hh 2 8 11 I EL 28 481 3 BH 4 5 VR 7 T ST SIS it 81 o AT T 4
R T T VE SR G /N BRI BAN S A3 1 7K AR AR A AR 1 0 R 1 R 2
H ZR A o I, W G R B R b DA A ) e L s T AN S e /N B O HLAT Rk B it
NP BAN AL 5 BB BE R A AR S U AR AT R o B, AT F oK E B /) B AR SR )
HHER AN R T A AT R R TR A R

[0502] R AL B EEHT A P 22t S R CRE IR HK) iE B B i 5 0 ] AR 45 3 (Fy
D<) Jr Bt (T 38— 2 JIKEE) SR B . 2R SRRy (scFv) Al JE I Rl 2 i 2 ih 21> W] AR 45
A 22 Bk (VLA Ve) FRDNA 8] ) K42 3k B DNASK il 2% o BT 15 1 22 KA B AT 37 B[] LA T e i
255 AR, U AT R BAR (0, IR AR = SRARBIY R AK) X B T S W] AR 5 4
W A S K (Kortt%8 AN, 1997, Prot.Eng.10:423;Kortt% AN ,2001,
Biomol.Eng.18:95-108) LI H A B E A FEVIAVE 2 K, AT RS A AR R AL 2 R
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scFv (Kriangkum% A ,2001,Biomol.Eng.18:31-40) . # & H T 7= E B SR B B 36
X E L H54,946,778;Bird,1988,Science 242:423;Huston% N ,1988,
Proc.Natl.Acad.Sci.U.S.A.85:5879;Ward%: N\ ,1989,Nature334:544,de GraafZs A,
2002,Methods Mol Biol.178:379-387H1 ik () AR LEHE A o AKVR T A S & ALK B fk 1) o2
FEPUR LSS (AR T 65 SR 3AFN3BH i3 (1) B B AR 4 mT AR [X 1) A AR 46 M) I 4 & B A4
FEANFIZRABHH 3R 1) CDR 1) 8 A1 B 4k ] AR 5 I A ) seFv o

[0503] WA FH IV SR ol A S SR I 8 T — N W SR P el 22 1ol B A 8] W72 (1)
Prik o R, TgGHUAR AT LASRYE T i TgMBLAd , [ Z TR IR o bR HAR Fu Vil £ il , BT ik B
Puik A 25 8 Pk CEAPI) BIPTLER 456 1% 51, 1 HAE s 52k B SR ARHU AR I [F] Fh 2 B
VAN B8] R B AR ] b 28 Bl TV 2 A G 1R AR P R 1 o T A FH B ZHDNABE R o AR 2 B s 5 P A4
% JR I TR (R DNA T I 2R D73, 491, 4 i T 55 (5] b 284 ) B4 1) 1L 5 45 A4 4T DNA . 22 I
B, Lantto%5 A ,2002,Methods Mol.Biol.178:303-316.

[0504] Rl , 2 (AT 0 42 B0, 475 6 25 9] it ok (1) T AR 25 M 3 i & (1) B , B P s [B) A A
(41, TgA TgG1.TgG21gG3 1gG4 TgEAITgD) K HFabukF (ab’ ) o Be i AR LEHTAA - AL,
BTG4 AT 75 B 1K), IR v 3 220K 1 58 4F (CPSCp—>>CPPCP) 5] NE&BEIX (fnBloom% A,
1997,Protein Science 6:407 G 5| FHIFAASD HH iR 1)) LLRZE T BEAT T B e GAHTAA
1) 7 JO 1A PO HABE P A

[0505] b4k, FHTfiT 4 A AR (R, st T eI 45 & PR 26 0 ) [ duss
R FEAR A2 ORI o — PR BOR (RO FE ) 30 7E 22 R WR B AR 1 3R T b 7 ez Bk
R AR A R R T R A R B R R N o B U R T A R i 2 R R
P —5— i (1) 11 2% A 3R, dniMarksSE N, 1992, BioTechnology 10: 7T79FIAR M) .

[0506] WX 3AFNIB R i 1) HE 4k AR B W AR [X B SR AAFNABH 1A [ CDR 7™ AR LR S A& 1
(R G A AZ R () 6 NAZ A 5 DA A2 B A 6 Flr 75 16 Dl e A AR M0 A0 22 R AR I PACL 45 & 2R
H o FTSEI ARG JTVEAE BT kAT 1A

[0507]  WT LA LA & ATy 2tk — BB PACT AR 40, an S AT T8 B, AT RER &
TIELE A (PEGAK) EATTLASE A I35 - 5 el G i B 1 B ak o 3, wl ks 32 R sl v B
VX SANE SR FHIFc X & o T 1% B BB Fe X AT 21 , DL H A S G AMA , T
R A g IR T RN ek £ B rh g T A SRR RT RE E  Ee Ah, AT RN IRLTE A AR
H 25 PR B D Re 1 Fr B DA G s P AR s BT S 456 Fr B LTS 2 28 o Bk sl i
B 5 — A HBE G R 2 R R A (TTR) o TTREAG TE Y SR RE /7, T4t
PE-TTRR & & H R AT B 5 456 55 & I 2 bk

[0508] B , AL H IR B HUAA (1) Dy R AN/ BEAE M)A S R AR 1 S8 o MR e R W TR
ATORE 58 Gn S 14 B A b 2 35 AN ) ) B AR B 1 2 B R 7 91 b AR A ROR S T« (a)
Iy FREAE BRI DX R 454, 9 4y 2 v BB R R, (b) 43 T AERE AL m b 1R H f BB
KA, B (e) MRE R BB K o “Pr~F 2 2R R AR PR HE FNHZ A B b ) 2 PR A B Al P Bl e
fif JLP %A 8 A 1 IR AR R R R R B IR A L TR VR Ak - 22 L, 326, [A] b o itk Ak, Z ik
[P AEART R SRk 3 v FH A U BXAG , an S /T 2 0 TN R R i 5 A i R iR 1

[0509] @ HLAAR ) F PR BUAR il =2 OR 51 1) 38 22 R DR 57 ) W] A U I8 R A 7
TR I A R SR S o B2 PR A PT P T 25 58 AR ST PR SR AR P AR 1) B AR A, Bl 5
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Bk 551X Le AR T APACLIR) 35 A1 ) B H T B A S R A 1) e iR g5 G265 A1 T
[0510]  SRIAHUIARM) 732

[0511]  AHidift 7 2652/ D—AN W EATiR M 2 IR I FURL R IE HAR e 38
RIB ML RIE R AR, DL S A5 MR RIE R G0 sl s AR 1 1 40 o

[0512] A 3R At B Bk vl i Vi 22 5 FEOR Hh AR AT S5 AR R il £ o 451 40, PACT H1 44 ]
i B AR A3k A 2 R AT AT R, il B R OE KRGk =4 . 5 W, #40, Monoclonal
Antibodies,Hybridomas:A New Dimension in Biological Analyses,KennetZ: A\ (4i%H)
Plenum Press,New York (1980) ; flAntibodies:A Laboratory Manual,HarlowAlLane (%
45) ,Cold Spring Harbor Laboratory Press,Cold Spring Harbor,N.Y. (1988) .

[0513] AR vl L5 22 R MM 2 (9 a1, AR S0 b 0 A ] A 2 58 98 o 3R BRZERBR 4252 8 A1)
A Z8H K o G RSP AR 1) Sk A A AT TR AR FL ) B Bl Y 1 S . T A
FAEART & A1) T4 2 A% 05108 5 N TE E MR 773k AT Ak, Brid J7 i A FE 61 a2 #%
R B, 2 7 s 3 B BT A H R e A ATk H L ) A G T v (el R 1 R RS 4,399, 216
4,912,040.4,740,461.4, 959, 45525 451l ii B (17 1) FAL) S AR 2 3215 T2 A o Mo T AR e R e
VRN R T W R S AL 1) 1 32 40 BRRE A Ak o TR R 2 AL IR T NI 2L Bh A 2 L) 7 vk
TEAGUIB A A FI A3, (HA R T8 RN S I Gy VB RR A5 UTUE IR BRGNS L e
J A A G PR 2 AL 2 A% R AE T A R 2 I AZ IR 5T 1 FR A T JoiE VR S FHDNA
2% N ) B BT

[0514]  EE4H RIS AE 0 & gmhd &G LL T 0 B — ek 2 M 2 IR ZIR 77 1 A
AR — N ELZ ANCDR ;s B B 1E 5 X 5 BB v AR (X5 B E X (i, Cul \ Cu2 A1/ BY
Cu3) 5 Fl1/BRPCALHUARI 3 — AN SC BB 7 o A ARV E FE R A X LEAZ R 7 31 i N3 24 1) R
BB  AE— NSt T7 R, R B Bl B E E X P 42 T Pu-PACT - e M B B Bl B mT AR
X I CoAR By » - ELKg o 92 22 SRR Bk o 38 W e A0 AT 00 8 1 £ A B A ThRe i 24k
(R, Btk 515 £ 4R ML A AHZE , AT SR VRS R 3 38 F0 /R IE T R A2) o FE — B St 7
w45 FH . RS B B 431 0 — U RGBT e B ELAMIE (2 L,
mEELH56,270,964, HAE BT 5] FHIEN) 8K I8 24 09 R IE 2048 7] W B 41 4o
Invitrogen Life Technologies YBD Biosciences (JCHIFKN"Clontech”) . HT 7ol fil
R ERFBENEEAHEALFEBianchi MMcGrew,2003,
Biotech.Biotechnol.Bioeng.84:439-44 (FLAESLIETTE 51 FHFHN) H #d (1) A L 2 44 o 75 451
#iMethods Enzymol., 251854 (D.V.Goeddel , Zm%E) ,1990,New York:Academic Press®if
BT FAMO A IE B R IR AR

[0515]  J& W Hb, FTAEA 1 £ AR A I8 8RN & T BURL4E e DL & T AN 1 IR
J7 H SR I ZRIE B 7 51 o JESE 7 51) (FE B L STt 77 SR Fk R “INE 7 417) 1@ % nTAFE
1L R R 3 11 R VI 7 MY = ) e e =1 A b S S | N SRl S W2 S 2 S S 21N
EA PRS2 AR BB AL S e AN A T T A kS T 2 R W T3 B I A R b
GG R Z IR T H T4 Gt 5 R I8 K 2 IR AZ IR I 2 82 L X Aa] 1R bR
BTT AR N R IR X L T A BE— N T 5

[0516]  fFih, &k n] & A DR -gtd )7 51, R T-PACL 45 & B 1 dwtd 7 31 1957 8137 K
Ui () FEAZ E R T TR A% H R 7 91 9w ts 2 B i s (AN NHis) , BRAFAE & XS 1 i e mT

92



CN 105143267 B W OB P 88/102 T

BIPLR L 5 —Fh Fr2s” % 0 FLAG® , HA (L5t 259 807 8) Blnyc. £ 2 kR X5 , %5
RSN R T TR 22 0K, OF LA AR T e 2 40 2R AN AL PACT 45 & R ) BRI FE A
T35 o s AN A AL AT LLAG it 1 A5 A AR 25 I HTAR AR Dy o AR o AT R AT R SE TR o AT 128
8 Je mT e A VR v A0 T S SR E AT DI RISk M AEAL B PACT 45 & B B bR %%
(05171 3 51 ) AR R (B, >k B 508 32 40 M AR R B P i /s 20 S dses (B,
K R T 340 Fh i R AN AR (B, SR B ANt — AN SR U 3 51 4
B A B EORIRA XA, 3 Fr 51 SRS AT LURAT A SR A% AR VS AL AR W) AT AT A
YT E A, ST R, R B3 P IR TS T 4 pL s BB ThRe , F HorT g
HLAR 0 -

(05181 JJ A4 i () 38 5 4] w3 5 AR Qs o 24 0 B J LA 5 R AT AW D7 VAR 3R AT 38
by, AR SO A A 0 38 e 51 S A O ad R P R/ B T R v Y DA IR e T AL AT T S
NI AT A FH i 224 ) R 4 A D0 B Bl M 224 () A 2SRV 70 15 o A — S8R 00 L 32 2 51 1)
SARAZ IR 7 51 P LA S C R o AL, 3 5 21 w] A AR ST B A IR 5 Bl o 2 i ik
W TR G B o

[0519] A= fid AR 7 M3 7 212 2 AR, mI A FH 2R & i 20 s Bz (PCR) A0/ miid il 1)
BT R 1 AR A IR B 5 — W SR A% T R A/ BN 38 2 e B O e R R 2H S PSR 3R
15 o M F PP B AR FHI , A7 AR K B AT 3 A 1) dn g bth P 51 B L 28 ) — L R B 5 Ak ) 2
FIDNAZ> &5 2 A7 I 3 7 571 B DNA B B o 73 5wl i B ) P DR IR i v Ak (B P AR 5d 241
DNA P B , I J f PR B i p et Fee 4 Ak Qiagen™ A 2T (Chatsworth, CA) BG4 4 %
AN GioR i e O R F B T 2R S - SR A B0 63 B0 T A0 s 0t T A e 3
FORN AR A2 1 2 W

[0520] 53 il R df s 300 2 TR DD Y IS 8 R A TR BUAR ) T 23, I HLIm IR AR 46 i 35 Bh B AE
T LA P B4 o an SRR FE R BUA A S B IR S AL, AT EE T2 R e A1 B JF
B FLE R N A B4, SR B JFkipBR322 (New England Biolabs,Beverly,MA) i) & i
96 RUE A TR ZHOE ZPIPEAAE , IF B% B R RIR (9140, SVAONR 2% 2 JR s 75 . JB s 75
AKIEE T 48955 5 (VSV) B L KR IRE 7 B 3% AnHPVERBPY) FH - 760 SL3h Y 40 e o o e 4 Ak . 38
W, SR AR AR T FL A B BARAS R L TR B (140, SVA0REIE R Z BT AR & 8
i ROV S S H R T) .

[0521]  FEsgZ bR AE AL T 2 kg A X B AR S )37, Hf H T2 b s @ w i, R
2 B B R AR PR R W S GCHI A B Ja R 2 R TR 41« ORI e 91 W] 25 5 A ST
T BEE AR A BRI B B ML D S (B LR AT A T AR R S ) OV GE AN A ST b g
TR ARLE JT V) KA 5 ML R

[0522]  AJ e b A5 R g A AE e 2 5% I 2 B AE K 18 T A A7 s AR KT L R R B
Jit o W LA AR SRR i B 5T, Pk s A i () IR S5 R R SR RO e R
W ANE R VIR DU R BGR R R i (b) M FRAIR A E TR ORI 5 5 (o) BERN AT N A%
B IR B E W B R RS ) B R BRI ATk s SR RIRE R U V&R
PO AR R AT DY A R itk B R o A M, B B R pu e R R R m] F - R A A% 15 40
H B
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[0523] e w e 4L DR W F T4 S o 3k i) FE TR o 7 1 L o 7 A 0 T AR K s A
T 28 Ok HE L) AR BT AR AR R, DA R IBCH) 7 3R EE A A M ) R AR e R N Y
AR o FH T LA 40 00 - 3 1) AT 3k R b I SE A B UM R IE G (DHFR) FNG JH 3
T B U TR o I LB P A0 AR TR R T e SR A AR SR A A AE T A
PR P 38 A K] e — L TG 5 AV 08 9% P o 7 F P e B T v i R B o e AR R R P ) 2%
PR B IR LA 20 B, AT 5 B0 RT i 45 5 TR R i 5 — N R IR i Gn 45 B PACL IR 7 4) 1)
DNAY R BEAT W0 o 1 g 46 3, 9Nt & 22 JIK v andi i A3 S5 R DNAS 1 o

[0524] AW 1A 45 5 A8 B 2 mRNAF B GE 46 B 0 75 1 , I HAFAEAE T Shine-Dalgarno
Fe 3 R AEW)) 8iKozak 741 (BUZAEHD) o« Bk JeAF38 % Ar T R 8 71937 MR IE ) 2 Ik
¥ b 3 B1I5 6

[0525]  7E—LGiFP0 T, i A 9 7E FURTE £ A0 R0E R0 rh 7 ZERE AL , vT BRI & P
Jp BB 5 51 LA I A B0 26 9, W] ESOCAR R B A5 S IR KIS D) B R, B I e
H, BTk e 51 A ) S i B R4 R 8 B AT AR LA B R T R B 28— AN a2
M) h BA — M AR R IA BN R IR, Fr RER A 8 b 25 1, AR 8 B
LA B 4 T R 3 R i Y A SRR D) 357 e A IR — S B A B R PR« B, SR
E RG22 R S X A D) 0 — L6 g ) 1 o e ) S8 FH TS B8P 5 22 IO D s A 4B R ) T
Fiv

[0526] 55 A1 B 38 1 & A 1 AR A I BAA RO R T 4n B PACT 454 45 1 1Y
ST RS BB TR AL T S MR K R R dR w1 i (B, 57) AR 7 41 GBI EL
100221000bp ) , Az il 5 A4 FE D I B 3 SR B THCE L0 R R 2 — - B S AL R ) 7
I R BT o 15 1Y A Bl SRS IR AR R SRR A G AN SR W A7 AE B A7 7E B
JE R AK) T R U6 T KT AR T e AT s 2 IR DNARA) 5 3% o 2 i B R 3 7, 78 55—
T — B A SO T e AT DR, B, i BR300 ) L7 B BTG 3 i o K2 2 ol
VESETE AR 0 00 R B A RN o de s R R o e A6 UEDNARR 25 R BT IR
7 R B Fe A4 N B Rk S I ) JA Bl 1A RO R T Y B S PACL A & SR E 1 E B
B BEADNA.

[0527] 5 REAE 32— F 05 0@ K I8 801 7R AR SIS b 2 2 ST o A7 ) SR 1 B 3 5
T 5B RS T SIS TE A A I A& I R B TR A R, B,
EANBIR 3K 908 B 08 U0 22080 2 80 7 IO 7 G iR 722) AR FLSRIRB A 7S VB A
T EE  ELAM R 3 e SO R B S B VR #5340 (SV40) F 2 R ZH IR E6 5 3))
T B E R AL A B T EEE R IR AL Eh P 5 B 1, a0, R B R s T ALEh
HE8hT .

[0528] W] fig J& DR 1) 53 40 JA B 7 B 4%, AR T SV40 R 5 3 1~ (Benoist M
Chambon,1981,Nature 290:304-310) ;CMV/Ji3)¥ (Thornsen% N ,1984,
Proc.Natl.Acad.U.S.A.81:659-663) ;55 i PRI i B¢ 19 3/ K Aoty B2 b & H 10 B 3l 7
(Yamamoto%§ A\ ,1980,Cell 22:787-797) ;2 i H ¥ j5 2 T (Wagner%s A, 1981,
Proc.Natl.Acad.Sci.U.S.A.78:1444-1445) ; K H & B & (1 2 K 1) )3 301 F1 % )7 51
(Prinster®$ A\ ,1982,Nature 296:39-42) ; M AW 5 5 5% Moo 5 31 T 2 5 1
(Villa-Kamaroff%E N\ ,1978,Proc.Natl.Acad.Sci.US.A.75:3727-3731) ; Bitac 58+
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(DeBoer%s A, 1983 ,Proc.Natl.Acad.Sci.U.S.A.80:21-25) o iR JE MR IK) 2 T 51 Bh 4 5%
PEIIX, R s 2 ZURE S0 5 H O T R DR s b - 8t J 060 093 2 B A T A ) 8
PEER BT DR 42 ] X (Swift2E N ,1984,Cell 38:639-646;0rnitz2E N ,1986,Cold
Spring Harbor Symp.Quant.Biol.50:399-409;MacDonald,1987,Hepatology 7:425-
515) 5 75 ige [l BT L v FLAT 3G PR JBR & 3R F: K 4% ] X (Hanahan, 1985,Nature 315:115-
122) s fERE AR A0 B o B A T PR 0 o e Bk 1 R R 45 I X (Grossched 148 A ,1984,Cell
38:647-658;Adames% N ,1985,Nature 318:533-538;Alexander® A\ ,1987,
Mol.Cell.Biol.7:1436-1444) ; 7F % AL FLAR IR ELFERIIE K40 B A #6210 /N B L 55 R
REEFEHIX (Leder®E N\ ,1986,Cell 45:485-495) ; £ AT AT 5 PEIK 1 28 1 36 PR 42 4k X
(Pinkert% N\ ,1987,Genes and Devel.1:268-276) ; 7EHH B A VE ML B G 8 (A 2= R 424
X (Krumlauf%§ A\ ,1985,Mol.Cell.Biol.5:1639-1648;Hammer%s A ,1987,Science 253:
53-58) ; 7E HFH B A IE I B o L -4 e d A g R 4% | X (Kelsey %% A\, 1987,Genes and
Devel.1:161-171) ; 7EHH 5 40 M o 2 A5 ¥ 14 1 BER & 11 B K 4% 1l X (Mogram®§ A, 1985,
Nature 315:338-340;Kollias® N ,1986,Cell 46:89-94) ; 7 iif /b 98 i B 4n i Hh B A T
P P B i B 8% 19 2 TR 5 i X (Readhead 2% N, 1987,Cell 48:703-712) s fE-H B AL HA
PR LER R (1 B4 -2 3L A 4% 1] [X (Sani , 1985, Nature 314:283-286) ; FIZE N itk BA
T M R (R M BRI 2 R SO 2R R R 5 U X (MasonE N, 1986, Science 234:1372-1378) .
(05291 WD 3G 52 1 Fp B4 AN FAR DL 0 e 55 X A VI g A% B & ANPACL S & SR H
i B 2 B O DNAF e 3% o 358 = 7B K _E 2910-300bp I DNANR R AE e, FoAE T B 3h
T DL S N 53 o 1 5 - B AR 7 1) AL B AR , A R A T S SR 5 A3 I Ar
B bR IR LB KR AR B LR G i A AN (Bl Bk A LR e B &R
F IR EE 3 FH R B 30) o SR 38 5 4t , 56 R 1 s 2 1 19 9 o AS U b L N R SV 40 1 5
¥ B AR R LR B 7 1 0 1 2R R G o AR R A 5 T T A A R B
T HEAC 7R ) P G 5 T A o BRI R T AT AR O R AL T g PR AR5 B3 A L A
TR TS AL E AT R 2 1 R R SR IRE 5 581 (BT 5 5 985 5 00 17 518 &
BEFR KRB, DAREHTR I AN 530k o A5 5 BREHT 3 7 B 1R ik 43 B ok T A2 e b SR 0E 40
R TE AR SEA, JF H RS 5 580 a] BEAARME 5 741 AE FLah 18 - 4n i A
A RS T AR s Bl FE R 5 2 E LR 54,965, 195 IR K A A A2 -7 (IL-7) 1)
&5 )F%1:Cosmanf N\ ,1984,Nature 312:768% AN = -2Z M55 75 EP LR
0367 5661 IR ) 4L/t FR -4 M5 5 Ik SE E B A5 4,968, 607 H #i I8 I TR 5 40 i
I ME T IRGEPE RS0 460 846 AN T TR A AN R - 12 R(E 51K,

(05301 (it f e ik 404 W DS A0 8 A v a7 A T 15 00 B AR A 2 o M SR B T 5 B RT LA
ANEAG BT BT A 3 PR 51 o 2 AR SO AR 0 3R R A R — A A R AR AE T B A
IS, EATT AT A A IR A T O B B o TR AN E A 10 T v T A A
HFARN RIS FIH -

[0531]  7EF A C Wi i I HLYm A% 2 B . B BE A 3 PACTT IR 45 4 3 411 (1 0 S AR o 1) A%
Ry T CLABAE N B (R385, TR 56 R B0 48 N 5 S8 PR 4 2 4 LA EAT B 3 A/
B2 IR L B A 20 B AT A 1E 106 8 1 i 40 S e S O R OR S I, LA
G R G ERR A FLUCIE PR 7 AL RS IR % G \DEAE ] SRME A 5 ) e Gl e B R
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Ao JEFE) 7 V2450 3 A A FH 1 1 2 A0 B 10 S R 1) R 4 T B VRN L A 3 1 T RN
T A AN ORI AR A FI , 3 Hos F B dnSambrook 2 A, 2001 (J7] 1) .

[0532] 75 E4HME, 7RIS A2 TR0, & RPTAAR , B Ja T G 77 28 (2R 18 3241 i
g 73 wh it 3% IR B ) BB B A AR LI E M (SR A ) SR BTk B Ak . 3
M TE 32 A0 R R B T R R 2 1 BT R I RIA K R VE T G R 240 B R
1h) it 75 50 75 1) 22 BRAS A AT B e AL S M2 TR S 1

[0533]  mJ A I 3RIE A 15 RO L sh P A M R 70 AT A A2 A F1 8 IF A S  (HANER
Ty sk E 55 [ SR B IR Y AR T O (ATCC) B 7k A AT & , AL (HASBR b [ 6 R B0 58
(CHO) 4 ffd \HeLa 2t ff . 416 BB (BHK) 41 ffd A% & 4l i (COS) A4 A i 4M A (151 41, Hep
G2) FIVF 2 H e i R o 7R R L S 5 Z2 Hh , ml a8 et A s R A B A e A KT A i Y
7 A B A PACLE5 & 1 B PUAR R B A M 2R o 76 3 — AN STt 77 S8 b, a8k | A =42
HH AW PUARERA 7= A F 5 SR PTR I 68 710 BAT ML R4 R .

[0534]  APACIHL#AH T2 Wi A1y B M A&

[0535]  Hi4Ak FH 46 I A= M ke 5 v (O PAC T AT 58 7= A= PACT I 40 g i 4H. 21 49 B, PACT 044
Al F T2 Wi e , 45 4n 45 4 0 e DARS DU AN/ 25 e R 2H A B0 i R R OA [ PACT R R 1 4 A
PACLI LA IE v T VA7 45 L 75 B B 1 S5 PACT A < R 59 - BE A , PACT I 44 ] Fi - 01
#IPACL 5 H L AAPACAP (5140 , PACAP-38) TE R &4 » AT U 1T PAC T 7E A i B4 23+ 1) B4
T T o AT TR Y PR R S L (R A PR T L R ke R/ B D AR YR R T S
PACT ) Bro A4 AT T 1 5 A1/ sl BHL BT 5 e 25 A AL S P A B AR S SR AT 7E 2035 S5 PAC T A
Kgmrh AT .

[0536]  I& WA

[0537] 5 AN PACLAH G 2 3 B RE A0 6 FLAE B3 R i R AR 2 /030 70 HPACT 5 H it #4
PACAP (141411, PACAP—38) 1y AH EL A FH 51 JEe A AT Ar] 32 10 B E o 2 99 BRI IE (1) 7™ B B3 m] J ik
PAC15PACAP (541, PACAP—38) Iy AH . HI SR 3 i a2 o i) FH A SCHR IR I B SR I6 97 1)
P59 AP RE P S A B FE S v G AN BRI S A Sk » L4 DSk M Sk 12 g L TT Y
B DRI  JRE , 451 G 43 2 P 9RE O ML 95 o AR L5 PN B 2 TR AR ik B0 AH O 1Y) MLV B 772
il

[0538]  HfAkh, A ST R I BuAk aT 697 ek (FE Sk Ji & A O U6 J5 T 46 1)
R RBYT, /B an g H IR GRERE — RRE RE — RBE IRGRE  — IRG R IR
Jiti ) T 136 9T 5 LA T Bk 2 5 Sk 9 2 A'E AH D 8RR A7) darn 7A€ SR i bR P A 56 AR/ B 7™
HE,

[0539]  PAC1AZ A4 AN FIPACAP I HrvE 51 i Ik Jfa 2B 2 1) Ml Sk Jh A5 Sk 03 , 1X SR BH BEL BT PACL
AT T8 97 0 Sk 90 o SCHF AR R B B 70 6 B A v HEAT 1 G0 38 AH 2340 B FU K PACAP FIPACT
A B A T I MRS T (SPG ;s AR B S BH 2T 1 Rl A8 B 2 3 %, i B A It 42
EE S TR S U L5 o ) A A 2 T B A o 3 ) S L 5 s o o S L 5 5 g ) R A
FEEAAT 5 DAL T BEAE (i Sk 58 Jod B A2 P 2 R AR FH o SCREAS R B ) 64T 1) S Ah SR o 5
FEMEPACTADPH W7 H B = AR R 30 AR (TCC) Wik (— R4 5 5511 R I =k /8 7 20 AH
R AR BRBERY) o o 2, R HE SRR IR B DA A SO R IR B ST -PACT B4 B )
PACLYA YT Sk - PU-PACLIA YT 7 ¥R I7 N 38 18 (i Sk I8 () TR Th gt — 2548 B A FF
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WS R, BFEHIUnSchytz , H.W. , 28 N\, “The PACAP receptor:a novel target for
migraine treatment.”,Neurotherapeutics.2010%:4 H;7(2):191-6;01lesen J.,ZE AN,
“Emerging migraine treatments and drug targets”,Trends Pharmacol Sci.2011%E6
H:32(6) :352-9F1Schytz,H.W.,ZE N\, “PACAP38 induces migraine—-like attacks in
patients with migraine without aura”,Brain (2009) 132 (1) :16-25.

[0540]  MAEME SRR AP0 (1 H e i 25 B RFAE) 500 R Do ohE  — SC 8 AR AR 2k 2
W DRI A S 51 7S ) PRI 38 9 N ] ) B SR R0 B I 0 0 R A B i 47 o AR K0
T8 W B AR TR B R % A v BT v R o AN B Sk R R A ) ST 3 AR R O ~ 30-50
B HAE T rp M, Bt AR L N2 .50 18835 1. SPGRIELE FH T A7 AT S0 - i
i, Autonomic Technologies & TATI™ Neurostimulation £ 48K # LK (H = 4
2, AL BH-RH W) F T DL (4 30 B el AR MR 1 Sk e ) S 1 5 95 MR TR I R S SPGHITBLI TV
FEE AT B e 3 I RS & WoR iR S 1) D) R (NCT01616511;Schoenen J&§ A,
“Stimulation of the sphenopalatine ganglion (SPG)for cluster headache
treatment.Pathway CH-1:A randomized,sham—controlled study.”,Cephalalgia.2013;
33 (10) :816-30. % L3k P 25 FIK JPACAP & SPGH ) 2 BEARLR 8 Jit 2 — , I BEPACT 2 444
U WA SO R IR B HT-PACTHUAAR FUA B A VG IT N A S IR ) DR

[0541]1 &5k

[0542] RS RERPPUAT] T2 H 59, DU 2 W 8l -5 PACTAH G Y 5 95 A/ 25
TAE o B E it 1 T8 A AT 1@ AR N R 2RI &8 G yZe 2H 235 73 (9, Ti jssen,
1993,Practice and Theory of Enzyme Immunoassays, i 15% (4%%5,R.H.Burdonfl
P.H.van Knippenberg,Elsevier,Amsterdam) ;Zola,1987,Monoclonal Antibodies:A
Manual of Techniques,#147-15871 (CRC Press,Inc.);JalkanenZ: A\ ,1985,
J.Cell.Biol.101:976-985; Jalkanen® A\ ,1987,J.Cell Biol .105:3087-3096) FrMPACT
TERE S R AR AE B J7 75 o AT AR AR N Bl AR 3E AT PACT H A I

[0543] AL SR ARSI N P AL A8 TR A IIPACT 1) I8 AT AR X PACT ) 45 & o
TR MIPACT B AFAE 1) 77325 1 S5 ) 455 G S8 I A, 18 G it 10K S 22 W B W 5 (ELTSA) FHTBUR 1
G E RTA)

[0544]  XFTFi2 W B, 18 A TR AR 10 2 B AR e iR . A ) b e 2 B AL  (HA R T
N AURRICA) B R A Z BRSO HEAZ 2 (B, °HL O NS 0y P Te M I TP (B
FeEH (B, FITC, B P Vi R e R e iA) g (e L] (i an , BAR i AL Pl B FL b
TG 5K O IR ) b5 RO L AR R R P st 2 S o IR A PiE 2
REZRAL (14D, SRR h BN 7 21 B8 iR S5 S A L & R 4 A A I R AR S AR —
BE S5t 77 ZE R, 38 AN [R] K FE ) 18] B& - B A 10 8 AR E T A4k L yak 2D 98 72 23 1A) A2 FH. . FH
THRICEE B B & FhOTVEAEA U 2 O A 9F BT g .

[0545]  1& 55— ANJ5 T, Prika] T %5 8 FRIEAPACT 40 MY o 78 BRI S it 77 2, AR 103
BFricPeia, FER bR 1C B PR X PACTI &5 & o 78 B BARI St 77 2, AR P9 A BT A%
PACII &5 & o 7R FL B BRI S 7 R, 43 BSPACT U4 I H LA A S5 3sk C Zn i B R D =
Z WL, fl4n , HarlowflLane, 1988, Antibodies:A Laboratory Manual,New York:Cold
Spring Harbor (19914 Zmig flE M F]) ; John E.Coligan, %% ,1993,Current
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Protocols In Immunology New York:John Wiley&Sons,

[0546] 53— NJ7 T F £ FH A il -5 32 I X 44 55 4+ X PACT B 456 I IR 70 1 R AE AE . —
AN D 5E 1 SE A AL FEAS I AE DK 7 A7 FE AN E R TS DL T &8 — 2 2 PACLHI ¥
T I S BRI & i B Bk (R, R &5 A T PACTIPUAR) 1) 5 1) 388 i m] 28 B B i W4k o
TR 5 TR PR TR PACI S & AE— NSt 7 b, AR id 3 AR ieudd B0, A id il
R T IFAEPURAAAE A AEAE R G OL T W DI B Mo 1 &2

(05471 yR9T J735 : 4R, it B AR

[0548] iR fRAL T AH FHPUARI J7 vk £ — 277 ik, ) SR E SR AL B . PrAR N HIPACAP T A
PACI 4 & o

[0549] iR fRAL T AEIEIT A AR M — Ml 2 Mdu iR A2 2 B el s iR R Bk AR
SE 71 FLAG T 77 550N/ B SR 25 4 o e A, 3 A0 4 e st it FH L SR 25 WA & i 9T
B (ot Tk Jm) 1777 . AR1E “ B E” G N B

[0550] W] 252 ¥ i il A R 5 A B 04 57 = AR B b X6 T 52 38 2 TR B 11« 72 B AR S 7
W AR TSR T A RE I APACIIUAR I 254 E 4

[0551]  7F B LSt 77 22, AT 4252 () B sl A RO 16 i 78 4 FH 00 77 B2 AR B boxf 152 %5 72
TCEE o AE R LSt 7 B, 29 A W] A T 2O 4R BUOR BRI a0 41 A P pH &
M VR PRI B B R MR VROUR TG TR AR T T BURE T L W B B I O T
HAL R AR MRS 7T R, A& M BCHIA RS HAR T2 R (G a2 R 4 2 5t
[ R AT S AR BB 2 R) s DUIAE M) s el Al 7m) G oo i g S04 R A 0 . B
SN s 25T GE TN iR £8 VIR IR A AR Tris—HCL P ER £h R 2 s L e A HLIR) < B IK 57
(i H fR R H 2R s 2677 (B & — %09 412 (EDTA) ) 5 28 & 57 (i kRl 2R 24
N b T B— A R AS B DA - B-2ORIRS) 5 SE 750 s BW s WA L B RoK A& Y G e %
B H S P EORS) s S8 R GE a0 B AR BB S B BR AR 1) 5 45 €070 TR AR R R A R
s FLAH s SRR B4 (A58 b s Be i) 5 (I8 70 8 22 ik s i SR P B8 1 G an'y) s By
JEF & iR FL S R IR KR , BRAIZR 2R LB S 0 ¥4 5 2R R R i 0 2 2 2K R R TY
Mg S8 L AR Bl S A S s TR G Hr il T8 SRR £ ) s B G o H B2 ek
L B 5 29571 5 2R 1 v R 7 B R AR (G 8 B JE 5 W PEG /K L BB 1 56 L BY I 1
ISR AR R 20 2R (L AR IR R 08 2R T = OB A L IH [ B L 2RV VTR) s RRE PR
o 771 (U B Bl BUEE) 5 9k 7 s A 6 Wil & B =i A ), A i AL BN E S AL B L H 2R
LWL ALEE) 5 IR A s AR 7] 5 TR 77 A/ B2 W A% 77 - 2 DL, REMINGTON” S PHARMACEUTICAL
SCIENCES, 2518, (A.R.Genrmo, Z%E) ,1990,Mack Publishing Company.

[0552] 7R BEEES it 77 22, ] EH AR AT G0 R N D3 B ok 451 G i 7 1R i P AT 3 5k
B APl 75 77 W€ s R A& . 2 0L, 4, REMINGTON” S PHARMACEUTICAL
SCTENCES (7] _I) o E RS 77 S, b4 A W0 0] 5200 8 FF B BT AR ) P ER S S A e 1
A A TR THUT 28 RO TN T B T 8 o AE RS S T R v, A S Wb 1) 3 R W A A T
PAAS 57 b A2 KPR SR KPR o 50, G0 PR IS P B A mT DL A VRS K AR B 3 7KV
BN TR BEW (rT Retth b 786 £ T B st 4G9 R e RD o Fhitk 22 ot
KBS MIE B & B RS 1 3K e R BB A8 B AR S2ti 77 b, 44 &)
5 Z)pH 7.0-8. 50 TrisZE Mk, B ZIpH 4.0-5. 5HBEER £h 2% PR, ¢ HIE vl AL 16 1L B
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BCA I AR o 7 R St 7 SR, Rl E K A P A IR BRI A S ) S AT E I I
#1771 (REMINGTON' S PHARMACEUTICAL SCIENCES, [&] ) LAV B /K V0 i T 24 & Sk B
HINPACLELARZH B o B AN, 72 FE LG STt 77 22, AT A8 FH I 4 I TR 75138 4n R MK A PACLHL
PRAT 1 1) D9 R 70 o

[0553]  ZyWpel & nl ik 5 T B dbhidist 53, A ml gk 2 H TN B H T8
b T A I %, 1 W R R 2 2 b AT 2 A2 1 2H A I R R AR R RN S g
JZ W

[0554] il 771 20 2 Pt 4 1 LK T it FH 3508 57 A T 482 52 (1) IR FE AT AE o 7B L LB S it 7 S8 Hp , 2 e
AT 2B W 44 76 A P pH BB IS pH , 18 5 7E 295 22 2981 pHYu [ 1 o

[0555] 4% f& 5 g o it FHI , ] DA DAFE 255 bl 852 AW AL B R I ANPAC1 45 &
AR RIE B TS K T ARG T I H S . T B I SN E S R )
B IE B AW Frboks NPAC TR FC 1) A3 24 b PR A7 TC T 5898 T VR TE T 25 187K . TR 5
BE S5t 77 ZE b, 550 AT G AR G0 mT v S kA AR Y TR R RS & Y (i
ISR FLIR R CERR) BRRLE NG B A e 1 I 75 (140 431 » P ad il ) o] i (it w3 el i 2 28 v i
T IR ) 7 it PR 52 458 R SRR TR o AE RS St 7 S, SR AT A B B R , BRI 4
KRR LT B B o 75 SR LE St 77 287, nTAE N 25 16 2% B vl FH T 5N s i
[0556]  HLdb2 e A W pi e il FH TN o 75— B85 75 B, K AN PACT UKL i1 A T 5
AT N K 7)o 75 BRI S 5 & 9, 34 m FH 9 3 7 C i) N PACTHUARI N LA T S IR
T I AL ST R, R TR 55 o 28 Ml it FH RTC ) 2 AT — 20 R T [ B A
HH 1% 5 PCT/US94/001875H , it id [l s & | B 15 5 i@ ik 51 A A\ 5t H Al iR 24k #1810 0 &
1 5 P 228 it 3% o — S 1) 7R R 0 e FH » DA 12 3Kt FH B N PACT i 44 ] DL 85 mT BAAS FH
FH 3 TC VR 21 4 7] 28 a0 R 152 345 7)) 288 AR SR ) o A SRS SIC it 7 S8 b, IR B mT 4 1501 ok
75 Wi A 1 s b (T 2R W0 FH B B KAk 9 L AR 0 1 4 A ol 2 2 e A0 R TSt ) 510 7 i
PEFESY o AT AL 5 AR SRARR JEPACT A4 (R RS o 38 R A5 FHARRE 1) TRIIA 7] AT m A o
R I8 T 75 BV R 7 A AR R ARG 7

[0557]  — L2 eH & WA 5 IE A i A 77 B0 T B R AR & ) R A S A SR —
802 A NPACTHTAA o 38 3K B 703 T 0 11 /K B 55— o 4 9 A W, ] DL DL B 7)o
T 2B VTR o i P TR 705, (L ANBR TR MR, 1 Ak R T Dk IR B Bk PR SN
FLIE BB RRES 5 BORS A 7R, 1 AnvE K  BA s BT oz A1 B 5 BT 700 v s e B L A IS R B
o

[0558] 3 AREI 25 WAH & W0t T AU I BOR N R UK A2 S 2 LI, L35 PR 4R 2L
2 1A ) R B NPACTHUAR I 1l 71 o FH T I 1) 22 b L & Fop AR B2 2t 16 28 B v W i I
PREAAR AW T AR P ARORE B 2 L BFRORE RN i 2 35 S AR A G T A At e 4 RN B T 5 A
O FIN .2 W, filhn, [ Br 5 R HiE5PCT/US93/00829, Hil it 5] I A\ 3F Hfliid 1T 2 5L
A ok T 18325 25 W A S W0 52 12 R T o R SR8 TS 1) R0 T 4 DR 2R o) ot 1 a9 AR Ak
TS HE R XA AE B -5 1 585 WD 5 o o 45 SR TS0 Jod v B 45 SR Wi /K IR L SR FL IR (s [
LH53,773, 91 9FIER L FJ % A JFSEP 058481 (Hedt— M@t 51 FH3F ) A TFHD) -
L-BRRA y LH-L-BEHIRM LY (Sidman$ N ,1983,Biopolymers 2:547-556) (5%
(2-$ .37 TIHERES) (LangerZ A\ ,1981,].Biomed.Mater.Res.15:167-277flLanger,
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1982, Chem.Tech.12:98-105) \ L} &R £ )l (Langer® A, 1981, [A] 1) 8i5&-D (-) -3-#¢
TR BRI EFIH1E A TFSEP 133,988) o RF SRR A G 3 v] 046 vl 38 e A 4 2 0 11
JUFR T AR kM & .5 0, il ,Eppstein® N ,1985,
Proc.Natl.Acad.Sci.U.S.A.82:3688-3692; Ml & A HH i A JF5EP 036,676;EP 088,046
FIEP 143,949, @1 5] FHIEN .

(05591 T4 Py it FH 1 245 W 4 e i A I B ok 310 PR e it o KRR mT de e 48 0 T v i
FE L Y6 SR SN o 240K ZEL A WA VR TG, R E VA VR T R B 2 2 R S AT A A 2
(2K B - vl ks T B B oh it 206 4 LA VR T I SRIE A7 B A7 T 8 5 B a4
HAETEATHAN D BIEDZ 000 B A TR B T S 2 32 00 ZE (0 B Tk P9 VA 4R
EN i

[0560]  FEIEEST Ty SEH, 3 RIA WA S AT HA TR 0L T3k (B0,
Invest.Ophthalmol Vis Sci 43:3292-3298,2002#1Proc.Natl.Acad.Sciences 103:
3896-3901,2006) .

[0561]  fEHELELsrjit =, Prik A A £ /0 10mg/ml . 20mg/m1 . 30mg/m1 .40mg/m1 .50mg/m1 .
60mg/m1.70mg/m1.80mg/ml90mg/ml . 100mg/m1 5% 150mg,/m1 (K13 & o — L6 ihil 571) 2 A 22 i 571)
FEEBE AN SR LU B S . 1) 770 ) S5 2 245 50— 100mg /m1 i 44  5-20mMEE FR4  5-10 % w/ v e A
F10.002-0.008 %6 w/ v IR 11 T PG P 1] 771 o R ) 55045 A 72 9— 1 LM PR AN % PR A 8—-10 %6 w/ v
REREF10.005-0.006 % w/v 3 L AL B g b 445 65-75mg/m1 (I FAAR o 28 b 2 ) 751 () pHAE 4 . 5-
6HIVE R N - H e HI5 E A 5. 0-5. 5/ pH (B 41,5.0.5. 2885 . 4/ pH) «

[0562]  FEZWMIA A CHEEC TG , PR FHAE I B B e« FL 70 S [T A AR B A
DRI AR BT A AT AETC B /N o 21700 T DL DL RD 2% X B0 7 it F AT B 1 T2
=, R0 AT AT RS T AR B At SR e AR . il e A A A
BTN ED R S — ARG KGR0 5 A8 ARy e et T S
PR 2 TRV B 8% (B an , W AR T 28 FUA RIE ST 28 (Lyosyringe) ) HIRF & o 5
R 1697 B BRI ANPAC LR I 25 P02 A 0 ks B Tl an vy 7 5 5o 0 B 10 o A STk
AN FORER R, T 96097 B3 24 71 & KPR 358 20 M AR 3 328 16 1) 2 R e A A
PACTHTAAR 1Y 38 RLAE - it I A% LA I 838 1 R/ (PR B B AR SR TN B A B K/ A/ BRR B (4F
U4 TR0 — f A ) T AR A o E FE G St 7 e i PRI A= T 8 28 551 0 B i FH o 458 DA SR AS i
BEVRIT AR

[0563]  HL 75 & n] 7 £ 1ug/ kg 2 £30mg/ kg B HE 2 HIE Fl N , X HL T IR R 5% 72 Bk
(1) S 7 Z& v, 7RI EE AT 7E 101ng / kg 22 £)30mg / kg , AFIEHRO . Img/kg 22 £30mg / kg , B 0. 3mg/
kg % 2)20mg/ kg Iy [ P o £ — L& W o, 7l 880 . 5mg / kg 22 20mg /kg - /£ — L& fE LT,
0.3mg/kg.0.5mg/kg-1mg/kg~3mg/kg- 10mg/kgEk20mg/kg ) 7| & it FHH LA . 7£ — L3597 T &
55 T A2 LL0 . 3mg/kg gW.0.5mg/kg qW.1mg/kg qW.3mg/kg gqW.10mg/kg qWik20mg/kg
qWiI &

[0564] & 2445 2 K Bk T 41 7] mp 4k FH B4 5 58 A PACTPUAR B 25 4R8h 1122 S 80 i 3, Il
PRIE A Jiti FHZH &) B 280 B S BB 75 77 R 770 & o 26 ) AT R E — B[] P LB IR ) 2
B LA IR B 2 GRS A 8T AN &G MR BT 20 7)) » BCCA I AN 36 B B
S AT I T S R AT e FH - E R e st Ty Fe b, T K M 1) B e UM . LRI A8
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Jita A8 i 5 3R 58 4 N B PR (1 an e e NS e ss NP = AR P, wilan, fEIEAY)
For = 2 () A 58 A NPT ECER N PUAAE) A8 AN b 128 Bt U B A /M

[0565] 244 & i) it P& 42 5 2 I 7 70— B0 9, VAR, S8 28 ] gk o RS A
AP (SR o P UL P R P IR PN 1D e Pk PR 809098 A8 PR 38 438 1) 3 i o 7 4 A S i g
b, ] I R R A it FH B S v B AN 2 I S i A S )

[0566] b m] i It 4B N 24 BT it 0TI WA Bl 26 0 L B g 4R B8 ) — s A A Lk
JRy it 2H 54 o 2 SRS S 7 S8, 2 A RN 25 LI, Mg P 2% A AT AT 24 (1) 4
Ui, IF BT/ ik vl DL B i 8 s N HEVE B R A

[0567] & w] HHEE B 445 F AN PACLETUIR 25 &40 - fEIX AR DL T 5 K B B3 B )
UMY 2H 2B AR B R T APACIHURZG WAL &4 , Ih J5 B Jo ¥ 2 2H RN/ B4 B A 1] AR
HH.

[0568]  E4AHh, nlad i A N O A F 5 32 A SO A I () IR e 5 vE AT g4 TR (BLRIA
F43 0k BT 22 K) 1 5E B 4 B Sk 36 308 N PACT TR o 75 i B 5 it 7 8 b, IR 2R 4 e vl LA 304
NI , 3 B o] DL E AR TR BT FR i o 78 R St 7 S H, ml A0 Ak AR Ak o 7R
Bl R, TRk b e g R LS, T A A0 A DA 3 G PR R 2 UV B N o 7R LB S
S, BHEEMRLE AR E R A A B, F AV U R TBUE R 1
9% KRG ECk B B A 230 e 55 R = A M R

[0569] "R A St 5], E G BEAT () S A6 AIERAG I 45 2R, Sl (iR A H T 22 U B 14 H 1, I
H AN AR B w1 B B SR 2 5K R Y ]

[0570]  Sjii {1

[0571]  PAC1HTfA

[0572]  A.Fi-PACLIPLIRH] f=4E

[0573] g AR ME DTV, BN AR Eanse [H &R A4aUS 2010-0172895 Al #EIRH J7%,
i I FHPACT 40 B 4 25 #3821 R T 20 i 3R A7 AR 25 AR 1 [ DNA L R IA 4 K APACT LT . 241
I LA S e hPACLHLR 4 XENOMOUSE B ok 7= A 4 AN bifak .

[0574]  B.Hi-PACIPUIRR) ik

[0575] 78 5E v 7%k 2430 88 ISR I X PACT IR &5 & DL K2 Th g H5 B 70 12k, MRS I A1 T
BELPT KIPACAP (51 4 , PACAP—27 B PACAP-38) Bzt F1H: AMIE IK L i (Maxadilan) XTPACL Y HIE
M EAT 1) cAMPI 7= AR IR RE 77, Bl J5 X0 A 9C 32 A4 VPACT FIVPAC23EAT B 7] 7 128 o % A P /7
DR Mg BEPE R R LE BB AT I, F0 L m l , B2 360, Al Ab AN AR 7 v (i,
FR EAnsE E L FATFUS 2010-0172895A1 GEiE 225 3 AN A SO H AT iR ) F v iR 2
Ihfe Akt

[0576]  C.PACLISZhF)H 3k B

[0577] AT S296 LAPEAL 3FHPACT I 5h 7 (PACAP.VIPFIMaxadilan) %} AH 5% 5% fAPACI
VPACT AIVPAC2 I & M R 8 14 o X B SR B i E i 7~ T R 3R 7, IF HAEBHPACAPXY T i A 3%k
AR B A A SN 1 VIPXPACLEAR — 5 & A X VPACLFIVPAC2 B A B i i 1 (~
10-100x) ,Maxadilank} FPACIAHX T-VPACI FIVPAC2.2 A 1y i 1k

[0578] K TPACAPSZ AR TN 7
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ZR##% | PAC1 EC50 (nM) | VPAC1 EC50 | VPAC2 EC50
(nM) (nM)
[0579] PACAP 0.03 0.03 0.06
VIP 23 0.02 0.08
Maxadilan 0.06 >1000 >1000
[0580] i 112
[0581]  PACIAF 57t BH Wt 14 50 v B PuAR £E c AMP Zh g Il e P ) v 1
[0582]  A.$i-PACIFLAA ) 1 14
[0583]  FEAARAPPACIAY T AT cAMPIN & HP 7 126 G A SC H A R 108 B T hPAC T T4k LA 58 [ 45

R A7 I 5 AF FISH-SY=5Y (— Fth A Y5 11 2 A hPACT ) A BCHP S 20 MR 40 % (Biedler,J.L.,
2 N,1978,”Multiple neurotransmitter synthesis by human neuroblastoma cell
lines and clones”.Cancer Res.38(11Pt 1):3751-7;Lutz,E.M.,Z A,
“Characterizationof novel splice variants of the PAC1 receptor in human
neuroblastomacells:consequences for signaling by VIP and PACAP.”Mol Cell
Neurosci 2006;31:193-209) FJLNKIEBA T 716 K5 1) FHLHPACL . VPACL FIVPAC2 44
A A0 25 : APACL (hPACL) :NM 001118.4;hPACL45 [ (k25 4 L R 5% 3£ 89-109 (ff FH TG
:1-88,110-468) ffJhPAC1) :NM 001199637 .1; & fEPACL : XM_005549858.1; K PACI :
NM_133511.2;/NRPACI:NM_001025372.2; AVPACL (hVPAC1) :NM_004624.3; AVPAC2
(hVPAC2) :NM 003382.4; KFVPAC2:NM 017238.1; /N VPAC2:NM 009511 .2,

[0584] ¥ SHSY-5Y4H iU 7F i Ik 75 55 95 9 (MEM) (Invitrogen 11095-072) HHam' s F127
FRIREY) (Invitrogen 11765-047) \10% G4 1fiE (Invitrogen 10099-141) \1X¥5 % &5
HE DA% (Invitrogen 10378016) F11X MEMAE 7 ZFEMR (Invitrogen 11140-050)
1 RS A 4 PACT-CHO K FR PACT AN & B8 MR PACT 41 i AE 18 /R v B R A /R 85 7%
F (DMEM) (GibcoH 511965) 10 % iEHTHIFBS (Invitrogen 26400044) (1 %MEMIE 475 4
P2 (Invitrogen 11140-050) 1% FHfERSN (Invitrogen 11360070) 1% & R Wi/ 75 2
%=/ 5 2 (Invitrogen 10378016) H1 A=K . B CHO-Trex— K FR A1/ f VPAC2RAZ B 40 il R A4
KA RS 72 5L . F12 (Invitrogen 11765-047) \P/S/G:1X (Invitrogen 10378016) \#V K%
HIFBS:10% (Invitrogen 10100147) & F&JE 2 : bug/ml (Invitrogen R21001) FIEIFEE & .
400ug/ml (Invitrogen 10687010) H K. YIS ZK (Sigma 87128) :3.5ug/mlifs5 T4/, 7F
W€ BT 24 /NEE AR 0 o FhPACT-CHO-K141 i (Perkin Elmer;ES-272-A) fEHam’ s F12
(Invitrogen 11765-047) \10%FBS (Invitrogen 10099-141) .\ FH & - & : 1X
(Invitrogen 15140122) .400ug/ml G418 (JA :50mg/ml=>8ml/L¥557%E) (Invitrogen
10131027) 250ug/m 3K 5 2 (5 : 100mg/ml=>2.5ml/L¥EFH) (Invitrogen R25005)
Hi A= K o B VPACT /CHO-CRE-BLA (Invitrogen; #ish7¥) : VIP) 40 i £E 1A /R 1A 70 2 B A% R 1% 97
H (DMEM) (GibcoH3%511965) JiBHTAIFBS:10% (Invitrogen 26400044) .NEAA:1X
(Invitrogen 11140-050) .FH & & /4% 2 : 1X (Invitrogen 15140122) JHEPES (pH 7.3) :
25mM (Invitrogen 15630130) F14:K: B4 VPAC2/CHO-CRE-BLA (Invitrogen; iz : VIP) 4
J 4n b S X VPACT 40 i B iR 1 — FEAE KL IR IR BB &K : Sug/ml (Invitrogen
R21001) Aliff% 5 & :500ug/ml (G418) (Invitrogen 10131027) . # SK-N-MCHH it £EMEM
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(Invitrogen 11095-072) \10%FBS (Invitrogen 10099-141) .1X NEAA (Invitrogen
11140-050) \IXAEIEZ SN (Invitrogen 11360070) (IXB A B IG/ HHE/HEER
(Invitrogen 10378016) HH ALK R LOAR M AEIL /R (A 50 2 R A b /35 55 55 (DMEM) (Gibeo H
%5 11965) \10% A4 175 (Gibeo H 3'510099-141) (IXR A BEIE /5 5 2= /4% & (Gibeo
H3'510378-016) F 4K,

[0585] K of g /E Bk & FAEK IFAE80-90 % JC & U 3k . FIVERSENE (1:5000,
Invitrogen,15040-060) (4F%FSHSYSYZHMU) .0.05% EE A B -EDTA (1X) .y 4L
(Invitrogen,25300054) 43 B 41, Bf f5 7E4°C T Beckman GS—6RH.7GH BA1000rpm 250241
B, BEAT 54> Bh . FHAR MY %35 953 (Invitrogen, 12648010) B & V5% Ui IE - b J5 1f
Z1Coulter ParticlevhZdn it dnif, 76 H % 2 P FHF W Z (5E6/m182E6/ml) , 44554y
F-80°C B B AT , B 2 A% FH . PACLZH FthVPACT / 2CHO[P) K B J94K /1011 5 F 8 40 B ok B
H2K/ 1011 ; %FF-SKNMCAHILG , ¥ & A 1K/10ul

[0586] 7R H {d FILANCE Ultra cAMPJUE {7 & (PerkinElmer,Boston,MA) . 7EH 4
Optiplates3T96FLAK (Costar 3642) H1 LL40RLA) SARFAL — K = BT E fai = < , 8
AR AESTC R I & MR A R AT I /N o I 2 2% it (F12,0.1%BSA, 1mM TBMX)
B R B SRR — VK, I i o 2 B A R 28 2K/ 101 ] o K 4 B v T 10u 1 £ 70 iR o 0 i
Z96°Y-[H AR H o B 5 AR IS RO S B (B, A S R I PT-PACIIUR) , TR AR R
Vi 26 A TR R L A SR T I E 307 B o B f5 WS NS T B 33057 (511 4n , PACAP3S) , fE 2 4%
PRV% 4 N KRR A IR TS FAM 520 8h BE S Vs INLOM T 194X Eu-cAMP /R I T
TERSANLOT I 4X ULight—Pi—cAMP ARV, B 5 fE =i M FEM IR & 54855081
[0587]  7EEm665/615nM [ FEnVisionfX 43 HT#E M - F FHiGraphPad Prism#X{4F5/6ik
(GraphPad Inc.,La Jolla,CA) AbFEEHE LLKEPOC Cof R H 43 bb) B AR AT S B ibi-
PACTL AR FE 1) BR S, K L A v A 2 1 1] U1 il 2R F00 45 AP A2 TCH 018 » 4 R 5 POC:

LA SRR S 80 0 AN - R 80 F el 22 R B dm TR B AL
[0588] PO = if{xw—— ~ A

EiEE A shidn

[0589] AL A I 1) AT 52 A ) BT A HAR B A 290 . InMZE £9200nM IC503% M ; K2
AR EAO. InMZ100nMA & VE A FH_F IR ZRIA & BERPACT 1) 2 2H 41 i A 3R KR PACTHY
KR GH I HEAT AL S 56 o A58 PN R £ B M PAC L 3R 43 (K TCH0 2 ARALIR , R T 3 () B A et T-
K PACT AR B 7R 38— B9 58 SR AL o Ak, I8 A 9E 32 & hVPACL (CRE-Bla—-CHO-K1/
Invitrogen) FhVPAC2 (-Bla—CHO-K1/Invitrogen) f)4H M H Tt — D PEAk Ml i b dk ) i
PR o IR A LE IR 5 ] Y AR R B B 2 A ST hVPACT ERhVPAC2F 4 13 1 (Z6 B
B R IC50>10,000nM) o 7~ EHE R T R R8

[0590] 8 Rl HT-PACI Hi A 7E 6 IAPACL . VPACT BLVPAC23Z 425 [t £ Jf v (1) TCH 095 1

Ab | # % # | hPACI 4 IR B KR X & | hVPAC1 | hVPAC

aDmbat

Bo- AR Ak A s B B

ID | &4 IC50 hPAC1 PACI PAC1 IC50 21C50
(nM) IC50(nM) | IC50(nM) | IC50(nM)
[0591] 01B | >10uM | 0.4+0.2 4.6£5.0 0.4+0.1 21.6:83 | >10pM | >10uM
14B | >10pyM | 1.1203 4.1+2.4 0.6+0.2 16.9+103 | >10uM | >10uM
26B | >10uM [ 2.7+1.38 8.8+7.7 1.3+0.3 >1000 >10uM | >10uM

29B | >10puM | 0.9+£0.2 4,742 4 0.540.0 50.7£2.8 >10uM >10uM
39B | >10uM | 4.6+2.8 16.7£11.5 | 39£1.9 22.5£9.0 >10uM >10uM
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[0592]  APAC15 AVPACIAIVPAC25Z 4K 2 [A] ) TC5011) 22 [l ik 1 X Lehp AR F-PACIIV /&
FE e v T AH DS S 4

[0593] Syt fsl3

(05941  FH T2 P BH Wr A B A4 AU K 0 5 1 0o e Ak &5 5 e

[0595] 4 'ZT-FRICIIPAC-1Hi4k (FHT-PACL 454 M5E) 54 25 T-#5 0 I PEG-PACAP38 (FH T
PACAP3845-4I5E) (P& #3k HPerkin Elmer (Billerica,MA)) fIMhPAC-1 AequoScreen
CHOHI & I 4 i (PerkinElmer Life and Analytical Sciences,Boston,
Massachusetts) EXIEJWEE‘J ?ﬂﬂiﬁﬁﬁiﬁﬁﬁ/ﬂ ‘f%%?)ﬂ?ﬁﬁ%@ﬂ%%é\igﬁ ’ u?}nﬂiﬁﬁ_‘?
i) STIER

[0596] 4 ffu i 1] %

[0597] 4R AE40xT225355 773 H T Ham' s F12.10%FBS.100ng/ml 5% 2 .400u/ml
G418 (B2 ARRIXIEFE) FZeocin OKBER G HRIZER) hAEKRILE . H1xA & Ca/Mgh]
PBSHEVE B 200 - 52 4B £PBS F45ml VERSENEVR In & &F— NS Feii , H &4 415 Bh . 78
AN T 4% i 35 7 0L, 5 ECHS B 4 B o 4K B A e i ) VERSENE / 241 Jifd 52 V7 W e #% 22 50m1
HEE R, B T UK b o T USCERAT AT o R I A0 L, AN 25 Ca/Mg {HL 5 2 11 4100 1) 7] (1) K ¥4
PBSE e e L » B i 1 VA VS I 2258 P ) 4 PR o K5 5 L1000 pm 35 Lo T TE 1090 B o K T e T
80°CI"fE .

[0598]  JELHI 4% 1) 24K , 4 4 B e FR 28 FE 7R UK B3 AT VA Ak o K Dl 2% T (10m1 /g 1)
PUUE) 10mM TrisHC1,pH7.4.1mM EDTA.Rochefk A BEHIHI 7 (15 /50ml) H , FriE it FALB0AL
BT ST MLBEAT 30K T 4T SR 212K K 20 2] K W AE4°C LA 25001 pm (~1000g) B9 0210738 o ¢
B B Beckman B OV IR TR AEUK b o F15ml B Py B SI 20 0T0E , EE H OB IR
IERA S I LL48,400g B 03070 B o - UTIE BB VT T 15m1 2 il , I3 ik 18GyE: it #% 8Y
DICLFT WFPTUE o I8 200 T 4TSI R UTIE » B J Lh48, 4008 2500 3073 8 o K4 Y € HE 9% T~ ~6ml
[F)AS 2y BSATRIPACAP S & 22 it (20mM Tris HC1,5mM MgSO4+2E [ B 471 7)) o 5 FH 18GVE ST
ay HRIFUUIE B TR B S K, S 0 H T -70°C R IEAT o R FH T 8 AR BCA SR | Il e
(Pierce) SR e & i I 8 F IR

[0599] & &rilisE

[0600]  7EZ R N T 96FLAR ¥ EPACIL &l , FriR96FLAR & A « 120101 45 A 22 il
(20mM Tris-HC1,pH 7.5.5.0mM MgSO4.150mM NaCl.0.1%BSA (Sigma) «1 )} 58 4>TM/50m1 2%
PRI R A EE A HIF) ) 5 1on1 1L &4 (20X) 5501 APACT CHORR & VFE (0. 2ng/fL) 5 F120
R1H P T-PAC- 1444 (10X; FFPACLZE & 5E) 5 *° T-PEG-PACAP 38 (10X; F - T-PACAP384: &
ME) -

[0601]  J& i m) $8 E HOAR FE P I10RTf#) (20X) 20uM PACAP 638Kl 5 4% 7 P &5 & . 7E LA
60rpmdR 7 I 2 A T R AR AE 2R T 0 & 2/, Bl JE K B — LI N BAE0 . 5% R LI I
& (PET) AbEE 1) (AT 22 /D2/0)) GF/C 96FLact JE AR bt 473 38 . VKA 50mM Tris, pH
7. 5YEHGE/Ci JEAR 5K , B o ZE HEAR 55 °C T4 1 /NI o [ J5 %5 35 GF / CAR AR JES 36 o 1) 45—
ANFLAF AR INA0u] Microscint™ 20, FTopSeal ™-A (Ui ki B2 % 5 i) %5 £ GF/CAR 06 , I
H HTopCount NXT (Packard) i+#4GF/CH . FHPrizm (GraphPad Software Inc.) 73#T7%X
i o
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[0602] 41 F Bk 3K 45 1 S5 7R KA R 7~ 46 1 3 4 T F R 99 L PACL &5 4 I 58 I iR 548
SE M P T-FRiCIPAC- LU AOR TR AL A MR BT R T A AT o o 5 — 2k A iz 475k
(5 AR 2 P S R 5 A7 S5 7 (O AL 26 39A) o 45 5L 52 W 78 S Hi 286328 ) c AMP Il 2
eh FLA AR 03 T 1) IR R 40 -PAC L LA 35 4+ PACT I 50 77 (A2 T-#51C (I PEG-PACAP38) 1) 45
&, 3 BB I AZ X35 4-hPACT A AR TR B AR LA

[0603] %9
Ki |nM]
PACAP 38 {131 0.25 | 046
PACAP 6-38 (4981 408 | 7.74 | 251 1 626 1 2006 | 4G5 1 239 | 275 | 4.91
{251 Ab
FARAD RIB | 14a | 148 | 26A | 268 | 28A | 294 | 298 | 39A [ 398
918 (0K 0.04 (.06 : 0.07 0.05
14A 0,161 065§ 012 1 005§ 011 007 | 0.04 | 0.08
148 (.18 008 (.05 g 0.10 0.06
26A 0.0 006 ' 07
268 0.22 0.21 O 0.06 0.9
28A 05 0.04
29A 0130071010 003§ 0.1 D4 009 1 006 | 00K
[0604] 29B 0.14 0.0% 0.07 0% (.08
39A 0.20 .13 016
98 0.1% 0.}7 G.25 % 011 016
0IA % 1 0.03 0.02 0.03
GIAE24t | 013 0.11 0.07 0.09 0.07
03A 041 | 014
03 A 002 | 003
________________ A N T T N B T -
W6AEIH 1013 0.07 0.05 5 0.08 0.08
26A%28 | 009 (.09 009 0.06 0.06
38A 0.07 0.07 0.11
QAN | 030 0.24 (.17 ' 0.08 0.2
EDY TN DI o] 1 oa4i [ 1 R 0.18_

[0605]  Sjiti {4

[0606]1 3 KINEXAJI &) 45 & KD

[0607] A {i 2 IEhPACT i 4= M i 3E 4T () S2 56

[0608]  fEKinExA FFi-PaclPifk 5CHOK] /huPacl MW 456 . i 5 2, L E-$i-
huFc (Jackson Immuno ResearchH 3% 5109-005-098) fiii&f Ul tralLink Biosupport
(Pierce H 3% 553110) , 7 HIBSAIEAT 314 o 45 10pM. 30pM 100pMAI300pMH] Ft—Pac 1 ik 54
A 25 (1. 7x101-9x1064N4 i /mL) )2 X huPac 1 (£ CHOK 1 4l i 7 5 45 1 % FBSH10.. 05 % B &
AN RS R REF 129 HEAT IR E o B & 8 Pr-Pac 1A R 4= 41 B i FF 5 78 =00 T g% | 4/
IS, B 5 7E4°C LA220-g 050 B, L 240 A Pi-Pac LHUIA-HME & 5 KR 4E M $i-
Pac PR s B 1 & A U B Pi-Pac 1L R HIGHIEIE0. 22umiP)id JE 2SI U8 , BE J5 FEKinExA
Ehn#E L - fi-huFe— iR BRI A 26 (Alexa Fluor 647) #Rici4i-hulgG (H+L)
P4k (Jackson Immuno ResearchH 3% 5 109-605-088) & & Bk ki 454 I Hi-Pac 1 TR & .
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TR — NI T B4 G5 5 5l i S Pi-Pac LEUARRI I B UE L o 384 KinExATM
Pro®#ff (Sapidyne Instruments,Inc.,Boise, D) % fIn—Hh &2 bl 11 17 ff 55 5 £
(KD) -

[0609]  B.{§i FHhPACL i #h & #4458 (ECD; hPACT 1-135) [ S5

[0610]  7EKinExA LR HT-Pac 1Ptk HhuPacl (1-135) : : 6xHisfI &5 & . i 5 2 , flhuPacl
(1-135) : :6xHisFiE AUl tralink Biosupport (Thermo Fisher ScientificH x5
53110) , JF4n b ik FHBSABEAT 3t P o £E 2 IR 1 K430 100 M1300pMIy Ab 5 A [F] ¥k EE ffThuPac
(1-135) : :6xHis— &7 & 2 /8/Iif, B f5 il it huPacl (1-135) « : 6xHisiR 7 M BRALIZAT o 8
79 DyLight 649) #n1c B 1L 2FEHi—hulgG H+L) Piik (Jackson Immuno ResearchH %5
109-495-088) 7& EIRFLLE A [ ADI & o £ 45 & VI 45 615 5 S0 B AD I K BE R IELE o fi
H—Ar 35145 G (KinEXATM Profi ) M 56 4 th 2R 1 A1 28 14 [ YA SR A5 ~1- 17 i 29 2K
(KD) -

[0611] 53R FE i 15 CHOK1 /huPac 141 flhuPac1 (1-135) : : 6xHi s & 7 i ift 25 4 3L
IR~ T F 210 CRIEUE IR GERD ) .

[0612] 10
AbID | 4t 25 huPAC1 4 % Jig 49 | 412 huPAC1 ECD 4§ KD(95%
[0613] KD(95% CI) (pM) CI) (pM)
01B | 12(7-21)
03A | 126(84 - 206) 21(16 - 28)
13A | 12(7 - 20) 26(23 - 28)
14A | 17(7-43) 16(7 - 30)
14B | 17(7 - 40)
26A | 21(12-37) 83(62 - 109)
[0614] 26B | 41(25-72)
29A | 13(7-28) 28(25 - 32)
29B | 15(8 - 30)
38A | 16(9 - 29) 17(14 - 21)
39A | 36(19-77) 39(33 - 46)
39B | 75(42 - 147)

[0615]  Sjiti {5

[0616]  IfiL /)N il e i 0

[0617] Ny 1 [ BHATAR S 7RI e v 52 A5 510 I /N BCRE o8 , 76 7 s DN 72 v 38— N 2 2H 11
AR U

[0618]  A. &1 JE ifi (1 4t g (PBL) A HIL/INBR (1) 1) %

[0619]  4n%GRiT ik (Semple, J.W. 25 A ,Blood (2007) 109:4803-4805) #i| 4% N\ A B 4 1)
IR o 87 5 22 ZEAS BT IR S5 T 4k 1 i £ B Ak (R A 1) 4 IR S DA 170x g0 1547
Bl NTHZ AR & 25 /R I (PRP) o B4 5 G2 LA 2000x g 5001053, DASRAS 3T 1M1
/IR L2 (PPP) JEFIMLYTAE T )2 « ZE 5 N H20uM Cell Tracker Green CMFDAMRiICPRPZY
3 HR ISR, 64T 3043 B o FHPBS Y A 1o 1 L /N 5 K 3 B T 10 %6 FBS [ RPMI -
16407, FIHEE A 1x 10%/NHPR/mL AR FE o« AR 9 R FR) (R A4 F 704 8 )22 il £ PBL» 2 & b
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PLOAEREHL ALK )7 = HIBD Pharm—1yse 24T 4 . 2403 )5, F & 10 % FBSHIRPMI - 16403k i
PBL 2K, ¥ £k FE HHE 2 5x 1094 4H i /m1

[0620]  B.&FMEMIE

(06211 j& ik AWK ot 7 SR I i B 100RL ) & — FPCMFDA—FR 10 ) Ifil /N FPBMC R 2 46 77
WGt S5 I8 o FE6 /N 5 7 i, 3 K A B T oK B R & 1k I o I FHO . 1% & By 3 0% i 240
K A AN R o £E UK I PBSBE R 2 UK J , AL e AiBi-CD147E4 C i & 4B 304>
B PEkSE , JEIEBD LSRITI A AR (B12) 40 A i A 2 T Je AT A 48 56, 5 Wk I /MR 11 B A%
Y B A PR IR (a-SABa-DNP) 22 /0245 55 58 /& 1) CMEDA H 467 5% 5t BEAE (2) »

[0622]  IRGIPEEFE /R T FRIIP S5 R EIR, MR 3] 1 4mg /mLI PRI BE_E AR, B
72 B TCHE AL TeG1 AR R (UL “B” B “C” 4 R i Hiik, R TEARR 7T R 1 “B”) AR AR s
N BCE T 4 I P R I /N o AL, 6 T v iE I EL AL B s MR B (3mg/m1) FA AR b I
INKR AR A W 52 B R FH o ZEATART IR P 9 B b oA e 53 B4 4 Mg w200 PR 0

[0623] F11

[06241 Ty 1p PN NN
01A ¥ 3mg/m1 5 P 1£0. 3mg/m1 2 [H 4
01B R SR
13A 760 . 1mg/m1 S BH M 7£0. 3mg/ml 2 BHPE
14A 7£0. 3mg/ml S BH M 7£0. 3mg/ml 2 BHME
14B R Fr
26A 7£0. 3mg/ml S BH 7£0. Img/ml 2 BHE
26B R Fr
29B [k Fr
39A 760 . 1mg/m1 S BH M 7£0. Img/ml 2 BHE
39B R SR

[0625]  jirAy L& R AIEL

FE R H A 5 8 R R 28 O A8 G 0 288 P b i 3R ) T
ARSI A A R VRS2 H D, B il i 51 IR NS SC o SR X 28 HY Al
YA RO EATH) A JF T A B A A H 35X 05 T B AR AT A A BB R A
N A 4% HEAE 56 5 W B AR AT B R D e T X B8 2 JF N A JF BRI R AN - ok - H
SRR B P B BOR T £ SCRR Y A () R IB T A HE N R R 1045 B 0F AR R T
XL LR H BN 2 8 B R AR T A
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[0001]

<1105

<120>

<130

<140>
<141>

FPoI

AMGEN INC.

A PACL $ifk

A-1804-PCT

61/792, 678
2013-03-15

<160> 262

<A70>

210> 1

<211> 642
<212> DNA
213>

<220>
221>
<223>

K

PatentIn 3.5 it

NTF%)

LC-01 Z R

<400> 1

gacatccaga

atcacttgece

gggaaagcce

aggttcageg

gaagattttg

gggaccaaag

tetgatgage

cccagagagg

tgacccagtc

gggcaagtca

ctaaactcct

gecagtggatce

caacttactt

tggatatcaa

agttgaaatc

ccaaagtaca

tccatcctee

gagcattagce

gatctatget

tgggacagat

ctgtcaacag

acgtacggtg

tggaactgee

gltggaagegtlg

SERET N TSR A &

ctgtetgeat

aggtatttaa

geatccagtt

ttcactctca

agttacagtc

getgeaccat

tetgttgtgt

gataacgecec

108

ctgtaggaga

attggtatca

tgcaaagtgg

ccatcaacag

ccecattcac

ctgtcttcat

geetgetgaa

tecaateggg

cagaatcacc

acagaaacca

gatcccatcea

tctgecaaccet

tttcggeect

cttcecegeca

taacttctat

taactcccag

60

120

180

240

300

360

420

480
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gagagtgtca cagagcagga cagcaaggac agcacctaca gectcageag cacccetgacg 540
ctgagcaaag cagactacga gaaacacaaa gtctacgect gegaagtcac ccatcaggge 600
ctgagctege ccgtcacaaa gagcttcaac aggggagagt gt 642
210> 2
<211> 642
<{212> DNA
213> NTF3
<220>
221> ki
223> /HER=" NTFFIRIHR: &R

LC-02 Z A% HR”
<400> 2
gaaattgtge tgactcagtc tccagacttt cagtctgtga ctccaaagga gaaagtcacce 60
atcacctgece gggccagtca gagecattggt agtagettac actggtacca gecagaaacca 120

[0002]
gatcagtctc caaagctcct catcaagtat gettecccagt cecttgtcagg gatccceteg 180
aggtttagtg gcagtggatc tgggacacat ttcaccctca ccatcaatag cctggaaget 240
gaagatgctg caacgtatta ctgtcatcag agtagtcgtt taccattcac tttcggecect 300
gggaccaaag tggatatcaa acgaacggtg getgeaccat ctgtetteat ctteeegeca 360
tctgatgage agttgaaatc tggaactget agegttgtgt gectgetgaa taacttectat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgccce tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gectcageag cacccetgacg 540
ctgagcaaag cagactacga gaaacacaaa gtctacgect gegaagtecac ccatcaggge 600
ctgagetege ccgtcacaaa gagettcaac aggggagagt gt 642
<210> 3
<211> 642
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[0003]

<212> DNA

Q13> NTLF5

<220>
221> RIF

<223> /FER=" NTRFAIMHR: A
LC-03 Z A% R”

<400> 3

gatatccagce

atcacatgca

ggaaaggcce

cgctteteeg

gaggattteg

Eggaccaagg

tctgatgage

cccagagagg

gagagtgtca

ctgagcaaag

ctgagctcege

<210> 4

211> 642
<{212> DNA

tcactcaatc

gggegtegea

cgaaacttct

gttecggaag

cgacctatta

tggacattaa

agttgaaatc

ccaaagtaca

cagagcagga

cagactacga

ccgtcacaaa

213> NTF3)

<220>
221> RiF

gecatcattt

aagcattggg

gatcaaatac

cggaacggaa

ctgtcaccag

gegtacgetg

tggaactgece

gtggaagetg

cagcaaggac

gaaacacaaa

gagcttcaac

cteteegett

aggtegttge

gcatcacaaa

ttcacgetta

tcatccagac

gctgcaccat

tctgtigigt

gataacgecc

agcacctaca

gtetacgecet

aggggagagt

223> /IER=" N LFHIHE: & ki
LC-04 Z %R

<400> 4

cggtaggega

attggtatca

gettgagegg

caatctccte

tccegtttac

ctgtetteat

geetgetgaa

tccaatcggg

geeteageag

gegaagteac

gt

cecgggteacg

gcagaaacce

tgtgeegteg

actgcageccce

ttttggeeet

cttceegeca

taacttctat

taactcccag

caccetgacg

ccatcaggge

gaaattgtge tgactcagtc tccagacttt cagtctgtga ctccaaagga gaaagtcace

110

60

120

180

240

300

360

420

480

240

600
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atcacctgece gggeccagtca gagegttggt cgtagtttac actggtacca tcagaaacca 120
gatcagtctc caaagctect catcaagtat gettcccagt ccttatcagg ggtccecteg 180
aggttcagtg gcagtggatc tgggacagat ttcaccctca ttatcaatag cctggaagect 240
gaagatgctg caacgtatta ctgtcatcag agtagtcgtt taccattcac ttteggeect 300
gggaccaaag tggatatcaa acgaacggtg getgecaccat ctgtcttcat cttcececgeca 360
tctgatgage agttgaaatc tggaactget agegttgtgt gectgetgaa taacttetat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gectcageag cacccetgacg 040
ctgagcaaag cagactacga gaaacacaaa gtctacgcct gecgaagtcac ccatcaggge 600
ctgagcetege ccgtcacaaa gagettcaac aggggagagt gt 642

[0004] <210 5
211> 642
<212> DNA
213> N3
220>
221> RPE
223> /HER=" NLRFFIIHAR: &R

LC-05 Z % iFRR”

<400> 5

gatatccagc tcactcaatc gccatcattt ctctcegett cggtaggega ccgggtecacg 60
atcacatgeca gggegtegea aagecattggg aggtegttge attggtatca geagaaaccce 120
ggaaaggccee cgaaacttct gatcaaatac gecatcacaaa gettgagegg tgtgeegteg 180
cgettetecg gttecggaag cggaacggaa ttcacgetta caatctcete actgeagecce 240
gaggatttcg cgacctatta ctgtcaccag tcatccagac tcccgtttac ttttggecct 300
gggaccaagg tggacattaa gegtacggtg getgeaccat ctgtettcat cttecegeca 360
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tctgatgage agttgaaatc tggaactgee tetgttgtgt gectgetgaa taacttctat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgcece tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagecag caccctgacg 540
ctgagcaaag cagactacga gaaacacaaa gtctacgeet gegaagtcac ccatcaggge 600
ctgagetege ccgtcacaaa gagettcaac aggggagagt gt 642
210> 6
211> 642
<212> DNA
<213> NTLJF3
220>
221> k¥
223> /{ER=" NLIFAIRHA: & B

LC-06 Z %R

[0005]  <400> 6
gatatccage tcactcaatc gecatcattt ctctecegett cggtaggega cegggteacg 60
atcacatgca gggcgtcgea aagcattggg aggtcgttge attggtatca ccagaaaccc 120
ggaaaggece cgaaacttct gatcaaatac geatcacaaa gettgagegg tgtgeegteg 180
cgctteteeg gttceggaag cggaacggaa ttcacgetta tcatctectc actgecagecce 240
gaggatttcg cgacctatta ctgtcaccag tcatccagac tccegtttac ttttggeccet 300
gggaccaagg tggacattaa gegtacggtg getgecaccat ctgtettcat cttecegeca 360
tctgatgage agttgaaatc tggaactgee tctgttgtgt gectgetgaa taacttctat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgcce tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gectcageag caccetgacg 940
ctgagcaaag cagactacga gaaacacaaa gtctacgcct gecgaagtcac ccatcaggge 600
ctgagetege ccgtecacaaa gagettcaac aggggagagt gt 642

112



F

5l %=

CN 105143267 B 6/348 71
210> 7
211> 642
<212> DNA
213> NP5
220>
221> ey
223> /1R ALFFIRIHER: & i)
LC-07 Z A% HR”
400> 7
gaaattgtge tgactcagtc tccagacttt cagtctgtga ctccaaagga gaaagtcacc 60
atcacctgee gggecagteca gagegttggt cgtagtttac actggtacca gecagaaacca 120
gatcagtctc caaagctecct catcaagtat gettcccagt ccttatcagg ggtececcteg 180
aggttcagteg gecagtggatce tgggacagat ttcaccctca ctatcaatag cctggaaget 240
gaagatgeteg caacgtatta ctgtcatcag agtagtcgtt taccattcac tttcggeccect 300
[0006]
gggaccaaag tggatatcaa acgaacggtg gectgcaccat ctgtettcat cttcccgeca 360
tctgatgage agttgaaatc tggaactget agegttgtgt gectgetgaa taacttctat 420
cccagagagg ccaaagtaca gltggaaggtg gataacgecce tccaatcggg taactcccag 480
gagagtgtca cagagecagga cagcaaggac agcacctaca gectcageag caccctgacg 240
ctgagcaaag cagactacga gaaacacaaa gtctacgect gegaagtcac ccatcaggge 600
ctgagetcge cecgtecacaaa gagettcaac aggggagagt gt 642
2100 8
211> 642
<212> DNA
213> NTJF#3
220>
221> FiF
223> /IFER=" NLIFAHEA: &
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LC-08 & K% 1R

<400> 8
gagatcgtac ttactcagtc acccgecaca ttgtccetga geccgggtga acgggegace 60
ctcagetgee gagcatccca gtecgtegga cgatcattge actggtacca acaaaaaccg 120
ggecaggeee ccagacttet gatcaagtat gegtcacaga gettgteggg tatteceget 180
cgettttegg ggteggegate cgggacagat ttcacgetca caatctecte getggaacce 240
gaggacttcg cggtctacta ttgtcatcag tcatcgaggt tgectttcac gtttggacca 300
gggaccaagg tggacattaa gegtacggtg getgeaccat ctgtetteat ctteecgeca 360
tetgatgage agttgaaatc tggaactgec tctgttgtgt gectgetgaa taacttctat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgccce tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gectcageag caccctgacg 540

[0007] ctgagcaaag cagactacga gaaacacaaa gtctacgect gegaagtcac ccatcaggge 600
ctgagctege cegtecacaaa gagettcaac aggggagagt gt 642
210> 9
211> 642
<212> DNA
213> AT
2200
221> RYE
223> /{ER=" NTRPFmR: & i

LC-09 Z % HR”

400> 9
gagatcgtac ttactcagtc acccggcaca ttgtccctga geccgggtga acgggegace 60
ctcagctgee gagcatccca gtecgtegga cgatcattge actggtacca acaaaaaccg 120
ggccaggeee ccagacttet gatcaagtat gegtcacaga gettgtceggg tattecccgat 180
cgettttegg ggteggeate cgggacagat ttcacgetca caatctcccg actggaacce 240
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gaggacttcg cgacctacta ttgtcatcag tcatcgaggt tgcctttcac gtttggacag 300
ggpgaccaagg tggagattaa gegtacggtg getgecaccat ctgtettecat ctteccgeca 360
tetgatgage agttgaaate tggaactgee tetgttgtgt geetgetgaa taacttetat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgeccce tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gectcagceag cacccetgacg 540
ctgagcaaag cagactacga gaaacacaaa gtctacgecct gecgaagtcac ccatcaggge 600
ctgagetege ccglcacaaa gagettcaac aggggagagt gt 642
210> 10
211> 642
<212> DNA
213> N3
220>

[0008]  <221> R
223> /{EB=" N LIPS R : & R

LC-10 Z % HR”

<400> 10

gaaattgtge tgactcagtc tccagacttt cagtctgtga ctccaaagga gaaagtcacc 60
atcacctgee gggecagtca gageattggt cgtagtttac actggtacca gecagaaacca 120
gatcagtctc caaagctcct cttcaagtat getteccagt ccttatcagg ggtecceteg 180
aggttcagtg gecagtggatc tgggacagat ttcaccctca caatcaatag cctggaagcet 240
gaagatgetg caacgtatta ctgtecatcag agtagtecgtt taccattcac tttcggecct 300
gggaccaaag tggatatcaa acgaacggtg getgeaccat ctgtettcat cttecegeca 360
tetgatgage agttgaaate tggaactget agegttgtgt gectgetgaa taacttctat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgece tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gectcagecag caccctgacg 540

115



FF

5l %=

CN 105143267 B 9/348 71
ctgagcaaag cagactacga gaaacacaaa gtctacgeet gegaagtcac ccatcaggge 600
ctgagetcge ccgtecacaaa gagettcaac aggggagagt gt 642
210> 11
211> 642
<{212> DNA
213> N3
220>
221> FKA
223> /YRR NLJRFImHEER: &)

LC-11 Z R
<400> 11
gatatccage tcactcaatc gecatcattt ctctecgett cggtaggega ccgggteacg 60
atcacatgca gggcgtcgea aagcattggg aggtcegttge attggtatca gecagaaaccce 120
ggaaaggeee cgaaacttct gttcaaatac geatcacaaa gettgagegg tgtgecgteg 180

[0009]
cgetteteeg gtteeggaag cggaacggaa ttcacgetta caatctccte actgceagecce 240
gaggatttcg cgacctatta ctgtcaccag tcatccagac tcccgtttac ttttggeect 300
gggaccaagg tggacattaa gegtacggtg getgeaccat ctgtetteat cttecegeca 360
tctgatgage agttgaaatc tggaactgee tctgttgtgt gectgetgaa taacttctat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgece tccaatcggg taactcccag 480
gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg 540
ctgagcaaag cagactacga gaaacacaaa gtctacgect gegaagtcac ccatcaggge 600
ctgagectcge ccgtcacaaa gagettcaac aggggagagt gt 642
210> 12
211> 642
<212> DNA

213> ANTFF
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2200
221> kP
223> /IEBE" N LIPS R : & )
LC-12 Z& IR
<4000 12
gaaattgtgt tgacgcagtc gccaggecacce ctgtctttgt ctccagggga aagagcecacc 60
ctetectgea gggecagtea gagtgttage ageagetact tagectggta ccagcagaaa 120
cctggecagg cteccagget cctcatctat ggtgecatecca gecagggecac tggeatccca 180
gacaggttca gtaacagtgg gtctgggaca gacttcacte tcaccatcag cagactggag 240
cctgaagatt ttgcagtgta ttactgtcag aggtatggta gctcacggac gttcggecaa 300
gggaccaagg tggaaatcaa acgaactgtg getgeaccat ctgtetteat ctteccgeca 360
tctgatgage agttgaaatc tggtaccgece tctgttgtgt gectgetgaa taacttectat 420
cccagagagg ccaaagtaca gtggaaggtg gataacgcece tccaatcggg taactcccag 480
[0010]
gagagtgtca cagagcagga cagcaaggac agcacctaca gectcagecag caccctgacg 540
ctgagcaaag cagactacga gaaacacaaa gtctacgecct gegaagtcac ccatcaggge 600
ctgagetecge ccgtcacaaa gagettcaac aggggagagt gt 642
210> 13
211> 657
<212> DNA
213> N3
2200
221> K
223> /HER=" NLFEAIRHNA: &)
LC-13 &1
<400> 13
gatattgtga tgactcagtc tccactctce ctgecegtea cecctggaga geeggectee 60
atctcectgea ggtetagteca gagectectg catagtaatg gatacaacta tttggattgg 120
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tacctgcaga agccagggea gtctceccacag ctectgetet atttgggtte taatcgggee 180
teceggggtee ctgacaggtt cagtggeagt ggatcaggea cagattttac actgcaaate 240
agcagagtgeg aggetgagga tgttgggett tattactgea tgcaaactct acaaactcca 300
ttcactttcg gecctgggac caaagtggat atcaaacgta cggtggetge accatetgte 360
ttcatcttee cgecatctga tgagcagttg aaatctggaa ctgectetgt tgtgtgecetg 420
ctgaataact tctatcccag agaggcecaaa gtacagtgga aggtggataa cgcecctecaa 480
tcgggtaact cccaggagag tgtcacagag caggacagca aggacagcac ctacagecte 540
agcagcacce tgacgctgag caaagcagac tacgagaaac acaaagtcta cgecctgegaa 600
gtcacccatc agggectgag ctcgeccgte acaaagaget tcaacagggg agagtgt 657
210> 14
<211> 657

[0011] <212> DNA
213> NTJF31
220>
221> k¥
223> /IR NLFRIRHE : & iy

LC-14 ZRHH”

<400> 14

gatattgtga tgactcagtc tccactctec ctgeecgtea cccectggaga gecggectee 60
atctcctgea ggtctagtca gagectcctg catagtaatg gatacaacta tttggattgg 120
tacctgcaga agccagggea gtctccacag ctcetgetet atttgggtte taatcgggee 180
tccggggtee ctgacaggtt cagtggecagt ggatcaggea cagattttac actgaaaatc 240
agcagagtgg aggetgagga tgttggggtt tattactgea tgecaaactct acaaactcca 300
ttcactttcg gecectgggac caaagtggat atcaaacgta cggtggetge accatctgte 360
ttcatcttee cgecatetga tgageagttg aaatctggaa ctgectetgt tgtgtgectg 420
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[0012]

ctgaataact tctatcccag agaggccaaa gtacagtgga aggtggataa cgecctccaa

tcgggtaact cccaggagag tgtcacagag caggacageca aggacagcac ctacagecte

agcagcacce tgacgectgag caaagcagac tacgagaaac acaaagtcta cgcctgegaa

gtcacccatec agggectgag ctegeccgte acaaagaget tcaacagggg agagtgt

<210> 15
<211> 645
<212> DNA

213> A%

220>
€221> KiF

223> /IHR=" N L FAIHEE:

LC-15 Z T R”

400> 15
gaaattgtegt

ctctectgea

cctggecagg

gacaggttca

cctgaagatt

caagggacca

ccatctgatg

tatcccagag

caggagagtg

acgctgagea

ggeetgaget

tgacgcagtc

gggecagtea

ctcececagget

gtggecagtgg

ttgeegtgtt

aggtggaaat

agecagttgaa

aggceccaaagt

tcacagagca

aagcagacta

cgeeegteac

tccaggeacce

gactgttage

ccteatetat

gtctgggaca

ttactgtcag

caaacgtacg

atctggaact

acagtggaag

ggacagcaag

cgagaaacac

aaagagcttc

R

ctgtetttgt

aggagctact

ggtgcatcca

gacttcacte

cagtttggta

gtggetgeac

geetetgttg

gtggataacg

gacagcacct

aaagtctacg

aacaggggag

119

ctccagggga

tagcetggta

geagggeeac

tcaccatcag

getecaccegtg

catctgtett

tgtgectget

ccetecaatce

acagcctcag

cctgegaagt

agtgt

aagagccace

ccagcagaaa

tggcatcceca

cagactggag

gacgttegge

catcttceeg

gaataacttc

gggtaactce

cagcaccctg

cacccatcag

480

540

600

657

60

120

180

240

300

360

420

480

600
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210> 16
<211> 660
212> DNA
<213> NLF31
2200
<221> KA
223> /IR NLFFIRHER: & R

LC-16 Z &% 1TRR”

<400> 16
gacatcgtga tgacccagtc tccagactcc ctggetgtgt ctetgggega gagggecace 60
atccattgea agtccageca gaatgtttta tacagctcca acaataagaa cttcttaact 120
tggtaccage agaaaccagg acagccccct aaactgetca tttaccggge atctaccegg 180
gaatccgggg tccetgaceg attcagtgge agegggtetg ggacggattt cactcetcact 240
atcagcagtc tgcaggetga agatgtggea gtttatttet gtcagecaata ttatagtget 300

[0013] ccattcactt tcggccctgg gaccaaagtg gatatcaaac gtacggtgge tgcaccatct 360
gtcttcatet tccegecate tgatgagecag ttgaaatctg gaactgecte tgttgtgtge 420
ctgetgaata acttetatcee cagagaggee aaagtacagt ggaaggtgga taacgceccte 480
caatcgggta actcccagga gagtgtcaca gagcaggaca gcaaggacag cacctacage 540
ctcagcageca ccctgacget gagcaaageca gactacgaga aacacaaagt ctacgectge 600
gaagtcaccc atcagggeect gagetcgece gtcacaaaga gettcaacag gggagagtgt 660
210> 17
211> 660
<212> DNA

213> NTLF%)|

220>
<221> kiE

223> /FER=" N LR PIHER : & R
LC-17 R

120



CN 105143267 B F % *

14/348 71

<400> 17

gacatcgtga tgacccagtc tccagactcc ctggetgtgt ctctgggega gaggaccacc 60

atcaagtgca agtccageca gagtgtttta tacagatcca acaataacaa cttcttaget 120

tggtaccage agaaaccagg acagectcct aagetgetca tttattggge atctaccegg 180

gaatcegggg tccctgaccg attcagtgge agegggtetg ggacagattt cactcetcace 240

atcagcagee tgecaggetga agatgtgget gtttatttet gtcagecaata ttatatttet 300

ccgetecactt teggeggagg gaccaaggtg gagatcaaac gtacggtgge tgeaccatcet 360

gtctteatet tccegecate tgatgageag ttgaaatctg gaactgecte tgttgtgtge 420

ctgctgaata acttctatce cagagaggec aaagtacagt ggaaggtgga taacgcecctce 480

caatcgggta actcccagga gagtgtcaca gagcaggaca gcaaggacag cacctacage 540

ctcagcageca ccctgacget gagcaaageca gactacgaga aacacaaagt ctacgectge 600
[0014] gaagtcaccc atcagggect gagetcgece gtcacaaaga gettcaacag gggagagtgt 660

<210> 18

<211> 660

<212> DNA

213> ANLFF3

£220>

221> iR

223> /HER=" NLIFFI R : &

LC-18 B TR

<400> 18

gacatcgtga tgacccagtc tccagactcc ctggetgtgt ctctgggega gagggecacc 60

atcaactgeca agtccageca gagtgtttta tacagttcca acaataagea ctacttaget 120

tggtaccgge agaaaccagg acagcectcet aaactgetca tttacaggge atctaccegg 180

gaatcegggg tecctgaccg attcagtgge agegggtetg ggacagattt cactcetcace 240

atcagcagece tgcagectga agatgtggea gtgtattact gtcagecaata ttatagttet 300
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ccattcactt tcggecctgg gaccaaagtg gatatcaaac gtacggtgge tgcaccatct 360
gtcttcatet tcccgecate tgatgagecag ttgaaatctg gaactgecte tgttgtgtge 420
ctgetgaata acttctatee cagagaggee aaagtacagl ggaaggtgga taacgeccte 480
caatcgggta actcccagga gagtgtcaca gagcaggaca gcaaggacag cacctacagce 540
ctcagcagea ccctgacget gagcaaagca gactacgaga aacacaaagt ctacgectge 600
gaagtcaccc atcagggecet gagectcgece gtcacaaaga gettcaacag gggagagtgt 660
<2100 19
211> 660
<212> DNA
<213> NTJF3
2200
221> k¥
223> /YRR NLIFFIMHIE: &R

[0015] LC-19 Z R
<400> 19
gacatcgtga tgacccagtc tccagactcc ctggetgtgt ctctgggega gagggecacce 60
atccactgeca agtccageca gagtgtttta tacagectcca acaataagaa cttcttaact 120
tggtaccage agaaaccagg acagccteet aaacttctea tttaccggge atctaccegg 180
gaatccgggg ttcctgaccg attcagtgge agegggtetg ggacagattt cactctecace 240
atcagcagee tgcaggetga agatgtggea gtttatttet gtcageaata ttatagtget 300
ccattcactt tcggeccctgeg gaccagagtg gatatcaaac gtacggtgge tgcaccatcet 360
gtetteatet tccegecate tgatgageag ttgaaatctg gaactgecte tgttgtgtge 420
ctgctgaata acttctatce cagagaggee aaagtacagt ggaaggtgga taacgeccte 480
caatcgggta actcccagga gagtgtcaca gagcaggaca gcaaggacag cacctacage 940
ctecagcagea ccctgacget gagcaaagea gactacgaga aacacaaagt ctacgectge 600
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gaagtcaccec atcagggccet gagetcgecce gtcacaaaga gettcaacag gggagagtgt 660
210> 20
211> 660
<212> DNA
213> NTLF3)

2200
221> K
223> /TER=" NLFPFIRHR: &R

LC-20 Z &1
<400> 20
gacatcgtga tgactcagtc tccagactcc ctggetgtgt ctectgggega gagggecacce 60
atccactgeca agtccageca gagtgtttta tacagctcca acaataggaa cttcttaagt 120
tggtaccage agaaaccagg acagcctcct aaactgectca tttaccggge atctacccgg 180
gaatccgggg tcectgaccg attcagtgge agegggtetg ggacagattt cactctcacce 240

[0016]
atcagcagee tgcaggctga agatgtggea gtttatttet gtcagcaata ttatagtget 300
ccattcactt tcggecctgg gaccacagtg gatatcaaac gtacggtgge tgecaccatet 360
gtcttcatet tcccgecate tgatgagecag ttgaaatctg gaactgecte tgttgtgtge 420
ctgetgaata acttetatee cagagaggece aaagtacagt ggaaggtgga taacgeccte 480
caatcgggta actcccagga gagtgtcaca gagcaggaca gcecaaggacag cacctacage 540
ctcagcagea ccctgacget gagcaaagea gactacgaga aacacaaagt ctacgectge 600
gaagtcaccce atcagggect gagetcgece gtcacaaaga gettcaacag gggagagtgt 660
210> 21
<211> 660
<212> DNA

213> ATLFEA

220>
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<221> RIK
223> /{ER=" NLIFHIMHA: &R

LC-21 Z & H "

<400> 21
gacatcgtga tgacccagtc tccagactcc ctggetgtgt ctctgggega gagggecace 60
atcaactgca agtccagcca gagtgtttta tacagttcca acaataagaa ctacttaget 120
tggtaccgge agaaaccagg acagectcct aagetgetca tttacaggge atctacccgg 180
gaatccgggg tccctgaccg attcagtgge agegggtetg ggacagattt cactctcace 240
atcagcagee tgeaggetga agatgtggea gtgtatcact gtcageaata ttatagttet 300
ccattcactt tcggeectgg gaccaaagtg gatatcaaac gtacggtgge tgcaccatct 360
gtetteatet tcccgecate tgatgageag ttgaaatctg gaactgecte tgttgtgtge 420
ctgetgaata acttctatce cagagaggec aaagtacagt ggaaggtgga taacgcccte 480

[0017] caatcgggta actcccagga gagtgtcaca gagcaggaca gcaaggacag cacctacage 540
ctcagecagea ccctgacget gagcaaagea gactacgaga aacacaaagt ctacgectge 600
gaagtcaccc atcagggect gagetcgecce gtcacaaaga gettcaacag gggagagtgt 660
210> 22
211> 1347
<212> DNA
213> N5
{220>
<221> kR
223> [ER=" NTLIFSIRIHIR : & i

HC-01 Z A% 1R

<400> 22
caggtacagc tgcagcagtc aggtccagga ctggtgaage cctcgeagac cctcteacte 60
acctgtgeeca tctcegggga cagtgtetcet agcaacagtg ctacttggaa ctggatcagg 120
cagtccecat cgagaggect tgagtggetg ggaaggacat attacaggte caagtggtet 180
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aatcattatg cagtatctgt gaaaagtcga ataaccatca accccgacac gtccaagage 240
cagttctcece tgcagetgaa ctectgtgact cccgaggaca cggetgtgta ttactgtgea 300
agaggaacgt ggaaacaget atggttectt gaccactggg gecagggaac cetggteace 360
gtctectagtg cctceccaccaa gggeccateg gtetteccee tggegecetg ctecaggage 420
acctccgaga geacagegge cctgggetge ctggtcaagg actacttece cgaaccggtg 480
acggtgtcgt ggaactcagg cgectectgacc ageggegtge acaccttcecece agetgtecta 540
cagtcctcag gactctactc cctcagcage gtggtgaceg tgecctecag caacttegge 600
acccagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaca 660
gttgagecgea aatgttgtgt cgagtgecea cegtgeccag caccacctgt ggecaggaccg 720
tcagtcttce tcttcecccece aaaacccaag gacaccctca tgatctcccg gacccctgag 780
gtcacgtgeg tggtggtgga cgtgagecac gaagaccccg aggtcecagtt caactggtac 840

[0018]
gtggacggeg tggaggtgea taatgecaag acaaagecac gggaggagea gltcaacage 900
acgttccgtg tggtcagegt cctcaccgtt gtgecaccagg actggctgaa cggcaaggag 960
tacaagtgea aggtctccaa caaaggcctce ccagecccca tcgagaaaac catctccaaa 1020
accaaagggc agccccgaga accacaggtg tacaccctge ccccatcccg ggaggagatg 1080
accaagaacc aggtcagect gacctgeetg gtcaaagget tctaccccag cgacatcgec 1140
gtggagtegeg agagcaatgg gcageccggag aacaactaca agaccacacc tcccatgetg 1200
gactccgacg getecttett cectctacage aagetcaccg tggacaagag caggtggeag 1260
caggggaacg tcttctcatg cteccgtgatg catgaggete tgecacaacca ctacacgeag 1320
aagagcctet ccetgtetee gggtaaa 1347
210> 23
211> 1359
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<212> DNA
<213> NLFF%
L2200
<221> KR
223> /TER=" NLFRFIHHR: & )

HC-02 Z A% AT IR”

<400> 23
caggtacage tgecageagtc aggtccagga ctggtgaage cctegeagac cctetcacte 60
acctgtgeeca tcteccgggga cagtgtctet agcaacagtg ctacttggaa ctggatcagg 120
cagtccecat cgagaggeet tgagtggetg ggaaggacat attacaggtc caagtggtet 180
aatcattatg cagtatctgt gaaaagtcga ataaccatca accccgacac gtccaagage 240
cagttctcee tgecagetgaa ctctgtgact cccgaggaca cggetgtgta ttactgtgea 300
agaggaacgt ggaaacagct atggttcctt gaccactggg gccagggaac cctggtcace 360

[0019] gtctctagtg cctccaccaa gggeccatcg gtetteccece tggeacccte ctccaagage 420
acctctgggg geacagegge cctgggetge ctggtcaagg actacttcce cgaaccggtg 480
acggtgtcgt ggaactcagg cgecctgace ageggegtge acaccttece ggetgtecta 540
cagtcctcag gactctactc cctcagecage gtggtgaccg tgecctccag cagettgggc 600
acccagacct acatctgcaa cgtgaatcac aagcccagea acaccaaggt ggacaagaaa 660
gttgagccca aatcttgtga caaaactcac acatgcccac cgtgeccage acctgaactc 720
ctggggggac cgtecagtett cetettecce ccaaaaccca aggacaccct catgatctee 780
cggacceetg aggtcacatg cgtggtggtg gacgtgagee acgaagacce tgaggtcaag 840
ttcaactggt acgtggacgg cgtggaggtg cataatgeca agacaaagece gegggaggag 900
cagtacggea gecacgtaccg tgtggtcage gtectcaccg tectgeacca ggactggetg 960
aatggcaagg agtacaagltg caaggtctcece aacaaagecce tcccageccece catcgagaaa 1020
accatctcca aagccaaagg geageccega gaaccacagg tgtacaccct geccccatec 1080
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Cgggaggaga tgaccaagaa ccaggtcage ctgacctgee tggtcaaagg cttctatcce 1140
agcgacatcg ccgtggagtg ggagagcaat gggeagecgg agaacaacta caagaccacg 1200
cctecegtge tggactccga cggetectte ttecctetata geaagetcac cgtggacaag 1260
agcaggtgge agcaggggaa cgtcttetea tgetecgtga tgeatgagge tctgeacaac 1320
cactacacgc agaagagcct ctccetgtet ccgggtaaa 1359
210> 24
211> 1338
<212> DNA
<213> A%
220>
221> ZRIA
223> /YERE=" NLIPAR: 4 )

HC-03 Z A% H R

[0020] <400> 24
caggtgecagt tggtggagtc tgggegagee gtggtecage ctggeaggte cctgagactce 60
teetgtgeag cetetggatt caccttcagt tactatgeca tacactgggt ccgecagget 120
ccaggcaagg ggctagagtg ggtgecagtt atctcatatg atggaagtaa taaatactat 180
gcagactceg tgaagggeeg attcaccatc tccagagaca attccaagaa cacgetgtat 240
ctgcaaatga acagcctgag agetgaggac acggetgtgt attactgtge gagaggatac 300
gatcttttga ctggttacce cgactactgg ggecagggaa ccetggteac cgtetectea 360
gctageacca agggeccate ggtetteece ctggegeect getccaggag cacctecgag 420
agcacagegg ccetgggetg cetggtecaag gactacttee ccgaaccggt gacggtgteg 480
tggaactcag gegetetgac cageggegtg cacaccttec cagetgteet acagtcctea 540
ggactctact ccctcageag cgtggtgace gtgeccteca geaacttcgg cacccagace 600
tacacctgea acgtagatca caagcccage aacaccaagg tggacaagac agttgagege 660
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aaatgttgtg tcgagtgeccece accgtgecca gecaccacctg tggecaggacc gtcagtettc 720
ctcttececee caaaacccaa ggacaccete atgatctcce ggacccetga ggtcacgtge 780
gtggtggtge acgtgageeca cgaagacccce gaggtccagt tcaactggta cgtggacgge 840
gtggaggtge ataatgeccaa gacaaageca cgggaggage agttcaacag cacgtteegt 900
gtggtcageg tecectcaccgt tgtgecaccag gactggetga acggceaagga gtacaagtge 960
aaggtctcca acaaaggect cccageccee atcgagaaaa ccatctccaa aaccaaaggg 1020
cagccccgag aaccacaggt gtacaccctg cccccatcee gggaggagat gaccaagaac 1080
caggtcagee tgacctgeet ggtcaaagge ttetacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagccgga gaacaactac aagaccacac ctcccatget ggactccgac 1200
ggctecttet tcetctacag caagetcacc gtggacaaga gecaggtggea geaggggaac 1260
gtettetecat getcecgtgat geatgagget ctgecacaacce actacacgea gaagagectce 1320

[0021]
tecetgtete cgggtaaa 1338
<210> 25
<211> 1350
<212> DNA
213> N4
220>
221> kyF
223> /YRR NLIRA IR A R

HC-04 ZA%HR”
<400> 25
caggtgecagt tgetggagte tgggggagege gtggtecage ctgggaggte cctgagacte 60
tcetgtgeag cetetggatt caccttcagt tactatgeca tacactgggt ccgecagget 120
ccaggcaagg ggctagagtg ggtggeagtt atctcatatg atggaagtaa taaatactat 180
geagactccg tgaagggecg attcaccatc tccagagaca attccaagaa cacgetgtat 240
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ctgecaaatga acagcctgag agetgaggac acggetgtgt attactgtge gagaggatac 300
gatcttttga ctggttaccc cgactactgg ggccagggaa ccctggtecac cgtectecteca 360
geetecacca agggeecate ggtettecee ctggeaccet cctccaagag cacctetggg 420
ggcacagcgg ccctgggetg cetggtecaag gactacttcece ccgaaccggt gacggtgteg 480
tggaactcag gegeectgac cageggegtg cacaccttee cggetgteet acagtectea 540
ggactctact ccctcagecag cgtggtgacce gtgecctcca gecagettggg cacccagacce 600
tacatctgea acgtgaatca caageccage aacaccaagg tggacaagaa agttgagecce 660
aaatcttgtg acaaaactca cacatgccca ccgtgeccag cacctgaact cctgggggga 720
cegtcagtet tectettece cccaaaacce aaggacacce tcatgatcte ceggaccect 780
gaggtcacat gegtggtggt ggacgtgage cacgaagacc ctgaggtcaa gttcaactgg 840
tacgtggacg gegtggaggt geataatgee aagacaaage cgegggagga geagtacgge 900

[0022]
agcacgtace gtgtggtcag cgtectecace gteetgeace aggactgget gaatggeaag 960
gagtacaagt gcaaggtctc caacaaagcc ctcccageccce ccatcgagaa aaccatctce 1020
aaagccaaag ggeageccceg agaaccacag gtgtacacce tgeccccate ccgggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatec cagegacate 1140
geegtggagt gggagageaa tgggeagecg gagaacaact acaagaccac gectecegtg 1200
ctggactccg acggetecett cttectetat agcaagetca ccgtggacaa gageaggtgg 1260
cagcagggega acgtettete atgetecgtg atgecatgagg ctcetgeacaa ccactacacg 1320
cagaagagcce tctecctgte tccgggtaaa 1350
210> 26
<211> 1350
<212> DNA

213> ANTFF
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2200
221> kP
223> /IEBE" N LIPS R : & )
HC-05 Z % HIR”
<400> 26
caggtgecagt tggtggagtc tgggggagge gtggtecage ctgggaggtce cctgagactce 60
tectgtgeag cctetggatt caccttcagt tactatgeca tacactgggt ccgecagget 120
ccaggcaagg ggetagagtg ggtggcagtt atctcatatg atggaagtaa taaatactat 180
geagactecg tgaagggeeg attcaccatc tccagagaca attccaagaa cacgetgtat 240
ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagaggatac 300
gatcttttga ctggttacce cgactactgg ggccagggaa ccctggtcac cgtetectea 360
geectegacga aggggecgte cgtatttecg cttgegeeet cgtcgaagtc aacttcggga 420
gggaccgegg cacttggetg tcttgtcaaa gattacttcc ctgagecagt gacagtcage 480
[0023]
tggaattccg gtgeccctcac gtcaggagta catacattcce ctgeggtatt gecagtectcece 540
ggactctact ccctgtegte ggtggtaacg gtgeccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgeg acaagaccca cacatgtcct cegtgecceg caccegaget gttgggagga 720
cccteggtegt ttttgtttee tcccaageca aaggacacgt tgatgatttce gegceactceca 780
gaggtcacgt gtgtagtcgt ggacgtgtca catgaggacc ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgee aaaacaaage cgtgcgaaga acagtacggg 900
tcaacgtata ggtgegtcag cgtectcact gtgetgeace aagactgget caatggtaaa 960
gaatacaagt gcaaggtgtc gaacaaggcc ctccctgeee ctatcgagaa aaccatectcec 1020
aaagcgaagg ggecagecgeg agaaccccaa gtcetacacge tgecgeccte gegggaggaa 1080
atgaccaaaa accaggtgtc gettacgtgt cttgtgaaag ggttetatce atcagatatce 1140
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geggtegagt gggagtcgaa cggecagece gaaaacaatt acaaaacaac accteeggte 1200
ctcgattcag atggaagett cttettgtat tcgaagetga ccgtegataa gtcaaggtgg 1260
caacagggaa atgtgttcte gtgetcagtg atgeacgagg ctctgeataa ccactatacg 1320
cagaaatcat tgtcgctcag ccceggtaaa 1350
<2100 27
<211> 1338
<212> DNA
213> ANTLR3
2200
221> Ry
223> /HER=" NLIFHIHGER: & i)

HC-06 Z &% FFER”
<400> 27
caggtgeage tgglggagle tgggegagge glggtecage ctgggaggte cetgegacte 60

[0024]
tcctgtgeag cectetggatt caccttcagt agatttgeca tgcactgggt ccgecggget 120
ccaggcaagg ggetggagtg ggtggeagtt atatcatatg atggaggaaa taaatactat 180
gecagagtccg tgaagggccg gttcaccate tccagagaca attccaagaa caccctgaat 240
ctgetaatga acagectgag agetgaggac acggetetgt tttactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggeccagggaa ccctggtcac cgtetectca 360
gettecacca agggeccate cgtettecce ctggegeeet getccaggag caccteegag 420
agcacagccg ccetgggetg cectggtcaag gactacttce ccgaaccggt gacggtgtcg 480
tggaactcag gegetetgac cageggegtg cacaccttece cagetgtecet acagtectea 540
ggactctact ccctcagecag cgtggtgacce gtgeccteca gecaacttcgg cacccagace 600
tacacctgea acgtagatca caagcccagc aacaccaagg tggacaagac agttgagege 660
aaatgttgtg tcgagtgece accgtgecca geaccacctg tggecaggace gtcagtette 720
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ctctteceee caaaacccaa ggacaccctce atgatctcececce ggacccctga ggtcacgtge 780
gteggtggtge acgtgageca cgaagaccee gaggteccagt tcaactggta cgtggacgge 840
gtggaggtge ataatgecaa gacaaagceca Cgggaggage agttcaacag cacgttecgt 900
gtggtecageg tcctcaccgt tgtgeaccag gactggetga acggecaagga gtacaagtge 960
aaggtctcca acaaaggect cccageccce atcgagaaaa ccatctccaa aaccaaaggg 1020
cagccccgag aaccacaggt gtacacccetg cccccatcce gggaggagat gaccaagaac 1080
caggtcagee tgacctgeet ggtcaaagge ttetacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagccgga gaacaactac aagaccacac ctcccatget ggacteccgac 1200
ggcteettet tcctctacag caagetcacce gtggacaaga geaggtggea geaggggaac 1260
gtetteteat getecgtgat geatgagget ctgeacaace actacacgea gaagagecte 1320
tceetgtete cgggtaaa 1338

[0025]
210> 28
<211> 1350
<212> DNA
213> ATLF5)

2200
221> K
223> /R NLIFFIRHIE: & B

HC-07 Z %R
<400> 28
caggtgecage tggtggagtc tgggggagge gtggtecage ctgggaggte cetgegacte 60
tcectgtgeag cetetggatt caccttcagt agatttgeca tgecactgggt ccgecggget 120
ccaggcaagg ggetggagtg ggtggeagtt atatcatatg atggaggaaa taaatactat 180
geagagtccg tgaagggccg gttcaccatc tccagagaca attccaagaa caccctgaat 240
ctgectaatga acagectgag agetgaggac acggetetgt tttactgtge gagaggatac 300
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gatgttttga ctggttacce cgactactgg ggccagggaa ccctggtcac cgtctectea 360
gecteccacca agggeccate ggtetteceee ctggecaccet cctccaagag cacctctggg 420
ggcacagegg ccctgggetg cctggtecaag gactacttec ccgaaccggt gacggtgteg 480
tggaactcag gcgecctgac cagcggegtg cacaccttee cggetgtect acagtcctca 540
ggactctact ccctcagecag cgtggtgace gtgeecteca geagettggg cacccagacce 600
tacatctgeca acgtgaatca caagcccage aacaccaagg tggacaagaa agttgagccc 660
aaatcttgtg acaaaactca cacatgccca ccgtgeccag cacctgaact cctgggggga 720
ccgtecagtet tcctecttecee cccaaaacce aaggacaccce tcatgatctc ccggaccect 780
gaggtcacat gegtggtggt ggacgtgage cacgaagacce ctgaggtcaa gttcaactgg 840
tacgtggacg gcgtggaggt geataatgec aagacaaage cgecgggagga geagtacgge 900
agcacgtacc gtgtggtcag cgtectecace gtectgeace aggactgget gaatggeaag 960

[0026]
gagtacaagt gcaaggtctc caacaaagcc ctcccagecece ccatcgagaa aaccatctcc 1020
aaagccaaag ggcagccccg agaaccacag gtgtacacce tgecccccate ccgggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatee cagegacate 1140
geegtggagt gggagageaa tgggeageceg gagaacaact acaagaccac gectecegtg 1200
ctggactcecg acggetecett cttecctetat agecaagetca ccgtggacaa gageaggtgg 1260
cagcagggga acgtettete atgeteegtg atgeatgagg ctetgeacaa ccactacacg 1320
cagaagagcce tctccetgte tecgggtaaa 1350
210> 29
<211> 1350
<212> DNA

213> ATLFEA

220>
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221> k¥
223> /{ER=" NLIFHIMHA: &R

HC-08 Z % HR”

<400> 29
caggtgcage tggtggagtc tgegegaggc gtggtccage ctgggaggte cetgegacte 60
tcctgtgeag cctetggatt caccttcagt agatttgeca tgcactgggt ccgeecggect 120
ccaggecaagg ggetggagtg getgegcagtt atatcatatg atggaggaaa taaatactat 180
gcagagtcecg tgaagggeeg gttcaccatc tccagagaca attccaagaa caccctgaat 240
ctgetaatga acagectgag agetgaggac acggetetgt tttactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggecagggaa ccctggteac cgtetectea 360
geetegacga aggggeegte cgtattteeg cttgegecet cgtegaagte aactteggga 420
gggaccgegg cacttggetg tettgtcaaa gattacttee ctgagecagt gacagtcage 480

[0027] tggaattccg gtgeccteac gtcaggagta catacattce ctgeggtatt geagtectee 540
ggactctact ccctgtegte ggtggtaacg gtgececaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgeg acaagaccca cacatgteet cegtgecceg cacccgaget gttgggagga 720
cecteggtgt ttttgtttee teccaageca aaggacacgt tgatgattte gegeactcca 780
gaggtcacgt gtgtagtcegt ggacgtgtea catgaggace ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgec aaaacaaage cgtgcgaaga acagtacggg 900
tcaacgtata ggtgegtcag cgtectecact gtgetgeace aagactgget caatggtaaa 960
gaatacaagt gcaaggtgtc gaacaaggcc ctccetgeece ctatcgagaa aaccatctee 1020
aaagcgaagg ggcagccgeg agaaccccaa gtctacacge tgecgecctc gegggaggaa 1080
atgaccaaaa accaggtgtc gcttacgtgt cttgtgaaag ggttctatcc atcagatatce 1140
geggtegagt gggagtcgaa cggecagece gaaaacaatt acaaaacaac accteccggte 1200
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ctcgattcag atggaagett cttettgtat tcgaagetga ccgtcgataa gtcaaggtgg 1260
caacagggaa atgtgttcte gtgetcagtg atgeacgagg ctctgeataa ccactatacg 1320
cagaaatcat tgtcgctcag ccccggtaaa 1350
<210> 30
<211> 1338
<212> DNA
213> NTHH|
2200
221> KR
223> /IEB=" N LIPS R : & R

HC-09 % &% HR”
<400> 30
caggtgecage tggtggagtc tgggggagge gtggtecage ctgggaggtc cctgegactce 60
tectgtgeag cetetggatt caccttcagt agatttgeca tgecactgggt ccgecagget 120

[0028]
ccaggcaagg ggetggagtg ggtggcagtt atatcatatg atggaggaaa taaatactat 180
geagagtceg tgaagggecg gttcaccate tccagagaca attccaagaa caccctgaat 240
ctgctaatga acagecctgag agctgaggac acggetctgt tttactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggecagggaa cectggteac cgtetectea 360
getteccacca agggeccate cgtetteece ctggegeeet getccaggag cacctecgag 420
agcacagecg ccetgggetg cetggtecaag gactacttce ccgaaccggt gacggtgteg 480
tggaactcag gcgetctgac cageggegtg cacaccttee cagetgtcct acagtecctca 540
ggactctact ccctcageag cgtggtgace gtgeccteca geaacttegg cacccagace 600
tacacctgca acgtagatca caagcccage aacaccaagg tggacaagac agttgagege 660
aaatgttgtg tcgagtgecc accgtgecca geaccacctg tggecaggace gtcagtette 720
ctctteececee caaaacccaa ggacacccte atgatctcce ggacccctga ggtcacgtge 780
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gtggtggtge acgtgageca cgaagaccee gaggtccagt tcaactggta cgtggacgge 840
gtggaggtge ataatgecaa gacaaagceca Cgggaggage agttcaacag cacgttecgt 900
gtggtecageg tcctcaccgt tgtgeaccag gactggetga acggecaagga gtacaagtge 960
aaggtcteca acaaaggect cccageccee atcgagaaaa ccatctccaa aaccaaaggg 1020
cagccccgag aaccacaggt gtacaccetg cccccatcce gggaggagat gaccaagaac 1080
caggtcagee tgacctgeet ggtcaaagge ttetacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagccgga gaacaactac aagaccacac ctcccatget ggactecgac 1200
ggcteettet tcctctacag caagetcacce gtggacaaga geaggtggea geaggggaac 1260
gtettcteat getccgtgat geatgagget ctgeacaacc actacacgeca gaagagectc 1320
tceetgtete cgggtaaa 1338

[0029] <2100 31
<211> 1350
<212> DNA
213> ATLF5)
220>
221> k¥
223> /iR NLIFAHEE: & R

HC-10 Z % H "

<400> 31

caggtgecage tggtggagtc tgggggagge gtggtecage ctgggaggte cetgegacte 60
tectgtgeag cetetggatt caccttcagt agatttgeca tgeactgggt cegecagget 120
ccaggecaagg ggctggagtg ggtggeagtt atatcatatg atggaggaaa taaatactat 180
geagagtecg tgaagggeeg gttcaccatc tccagagaca attccaagaa caccctgaat 240
ctgetaatga acagectgag agetgaggac acggetetgt tttactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggecagggaa ccetggteac cgtetectea 360
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gectecacca agggeccate ggtetteece ctggecaccet cctccaagag cacctctggg 420
gegcacagegg ceetgggetg cetggtecaag gactacttee cegaaceggt gacggtgteg 480
tggaactcag gcgecctgac cagcggcegtg cacaccttee cggetgtect acagtcectca 540
ggactctact ccctcagecag cgtggtgacc gtgecctecca gecagettggg cacccagace 600
tacatctgea acgtgaatca caagcccage aacaccaagg tggacaagaa agttgagecce 660
aaatcttgtg acaaaactca cacatgecca ccgtgeccag cacctgaact cctgggggga 720
ccgtcagtet tcctecttecee cccaaaacce aaggacaccce tcatgatctc ccggaccect 780
gaggtcacat gegtggtggt ggacgtgage cacgaagacce ctgaggtcaa gttcaactgg 840
tacgtggacg gecgtggaggt gecataatgec aagacaaage cgcgggagga geagtacgge 900
agcacgtace gtgtggtcag cgtectcace gteectgeace aggactgget gaatggeaag 960
gagtacaagt gcaaggtctc caacaaagcc ctcccagecce ccatcgagaa aaccatctcc 1020

[0030]
aaagccaaag ggeagceccceg agaaccacag gtgtacacce tgeccccate ccgggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatce cagegacatc 1140
geegtggagt gggagageaa tgggeagecg gagaacaact acaagaccac gectecegtg 1200
ctggactccg acggetecett cttectetat agecaagetca ccgtggacaa gageaggtgg 1260
cagcagggega acgtettete atgeteecgtg atgeatgagg ctcetgeacaa ccactacacg 1320
cagaagagcec tctecctgte tcegggtaaa 1350
210 32
<211> 1350
<212> DNA

213> ANTFF

220>
€221> KA

Q223> /IR N LIFHIRHR: AR
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<400> 32
caggtgeage tggtggagtec tgggggagge gtggtecage ctgggaggte cectgegacte 60
tectgtgeag cctetggatt caccttcagt agatttgeca tgecactgggt ccgecagget 120
ccaggeaagg ggetggagtyg ggtggcagtt atatcatatg atggaggaaa taaatactat 180
geagagtceeg tgaagggeceg gttcaccate tccagagaca attccaagaa caccctgaat 240
ctgetaatga acagectgag agetgaggac acggetetgt tttactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggccagggaa ccctggteac cgtetectea 360
gectcgacga aggggeegte cgtattteeg cttgegeeet cgtegaagte aacttcggga 420
gggaccgegg cacttggetg tcttgtcaaa gattacttce ctgageccagt gacagtcage 480
tggaattccg gtgecctecac gtcaggagta catacattec ctgeggtatt geagtectee 540
[0031] ggactctact ccctgtegte ggtggtaacg gtgeccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgeg acaagaccca cacatgtect ccgtgecceg caccegaget gttgggagga 720
cceteggtgt ttttgtttee teccaageca aaggacacgt tgatgatttc gegeacteca 780
gaggtcacgt gtgtagtegt ggacgtgtea catgaggace ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgec aaaacaaage cgtgegaaga acagtacggg 900
tcaacgtata ggtgegtcag cgtectecact gtgetgeace aagactgget caatggtaaa 960
gaatacaagt gcaaggtgtc gaacaaggcc ctccctgece ctatcgagaa aaccatctee 1020
aaagcgaagg ggcagcecgeg agaaccccaa gtctacacge tgecgeccte gegggaggaa 1080
atgaccaaaa accaggtgtc gecttacgtgt cttgtgaaag ggttctatce atcagatatc 1140
geggtegagt gggagtcgaa cggecagece gaaaacaatt acaaaacaac acctccggte 1200
ctecgattcag atggaagett cttecttgtat tcgaagetga ccgtegataa gtcaaggtgg 1260
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caacagggaa atgtgttcte gtgetcagtg atgecacgagg ctctgeataa ccactatacg 1320
cagaaatcat tgtcgctcag ccccggtaaa 1350
210> 33
<211> 1338
<212> DNA
213> N3
2200
221> R
223> /IER=" N LIPS HER: & )

HC-12 Z % H IR
<400> 33
caggtgecage tggtggagtc tgggggagge gtggtecage ctgggaggtc cctgegactce 60
tcetgtgeag cctetggatt caccttcagt agatttgeca tgecactgggt cecgecagget 120
ccaggcaagg ggetggagtg ggtggecagtt atatcatatg atggaggaaa taaatactat 180

[0032]
gecagagtceg tgaagggecg gttcaccate tccagagaca attccaagaa caccctgtat 240
ctgcaaatga acagcctgag agctgaggac acggetctgt tttactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggecagggaa cectggteac cgtetectea 360
gcttccacca agggeccatc cgtettcecece ctggegeecet gectccaggag cacctccgag 420
agcacagcecg ccetgggetg cetggtecaag gactacttce ccgaaccggt gacggtgteg 480
tggaactcag gcgctctgac cagecggegtg cacaccttce cagetgtect acagtcctca 540
ggactctact ccctcageag cgtggtgace gtgeccteca geaacttcgg cacccagace 600
tacacctgca acgtagatca caagcccage aacaccaagg tggacaagac agttgagege 660
aaatgttgtg tcgagtgecc accgtgecca geaccacctg tggecaggace gtcagtette 720
ctcttceceece caaaacccaa ggacaccctc atgatctcce ggacccctga ggtcacgtge 780
gtggtggtge acgtgageca cgaagaccec gaggtccagt tcaactggta cgtggacgge 840
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gtggaggtge ataatgeccaa gacaaagceca cgggaggage agttcaacag cacgtteegt 900
gtggtcageg tecctcaccgt tgtgecaccag gactggetga acggceaagga gtacaagtge 960
aaggtctcca acaaaggect cccageccece atcgagaaaa ccatctccaa aaccaaaggg 1020
cagccecgag aaccacaggt gtacaccctg cccccatcce gggaggagat gaccaagaac 1080
caggtcagee tgacctgeet ggtcaaagge ttetacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagecgga gaacaactac aagaccacac ctcccatget ggactccgac 1200
ggctecttet tectctacag caagetcace gtggacaaga geaggtggea geaggggaac 1260
gtettetecat getcecgtgat geatgagget ctgecacaace actacacgea gaagagectce 1320
tcectgtete cgggtaaa 1338
<210> 34
<211> 1350

[0033] <212> DNA
213> N3
220>
221> ZRIA
223> /HER=" NTIFHIRHE: & A

HC-13 Z IR

<400> 34

caggtgcage tggtggagtc tgggegagge gtggtecage ctgggaggtc cotgegacte 60
teetgtgeag cctetggatt caccttcagt agatttgeca tgecactgggt ccgecagget 120
ccaggcaagg ggctggagteg ggtgecagtt atatcatatg atggaggaaa taaatactat 180
gecagagtecg tgaagggecg gttcaccate tccagagaca attccaagaa caccetgtat 240
ctgcaaatga acagectgag agetgaggac acggetctgt tttactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggccagggaa ccctggteac cgtetectea 360
gectecacca agggcccate ggtcttecce ctggeaccet cctccaagag cacctetggg 420
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ggcacagcge ccctgggeteg cetggtecaag gactacttee ccgaaccggt gacggtgteg 480
tggaactcag gegecetgac cageggegtg cacaccttee cggetgtect acagtectea 540
ggactctact ccctcageag cgtggtgace gtgeccteca geagettggg cacccagacce 600
tacatctgca acgtgaatca caagcccage aacaccaagg tggacaagaa agttgagecce 660
aaatcttgtg acaaaactca cacatgccca ccgtgecccag cacctgaact cctgggggga 720
ccgtecagtet tcctettecee cccaaaaccce aaggacaccce tcatgatctc ccggacccecet 780
gaggtcacat gegtggtggt ggacgtgage cacgaagacce ctgaggtcaa gttcaactgg 840
tacgtggacg gegtggaget geataatgec aagacaaage cgcgggagga geagtacgge 900
agcacgtacc gtgtggtecag cgtcctcacc gtectgeace aggactgget gaatggeaag 960
gagtacaagt gcaaggtctc caacaaagcc ctcccagecc ccatcgagaa aaccatctce 1020

[0034] aaagccaaag ggcagecccg agaaccacag gtgtacacce tgeccccatce ccgggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettetatce cagegacate 1140
geegtggagt gggagagceaa tgggecagecg gagaacaact acaagaccac gecteceegtg 1200
ctggactcecg acggeteett cttectetat agecaagetca ccgtggacaa gageaggtgg 1260
cagcagggega acgtettete atgetecgtg atgeatgagg ctetgeacaa ccactacacg 1320
cagaagagcc tctcectgte tecgggtaaa 1350

210> 35
<211> 1350
<212> DNA

213> NTLJEH

<2200
<221> K&

223> /B N LRSI R

HC-14 2% HR”

F5959:0)
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<400> 35
caggtgeage tggtggagtc tgggggagge gtggtecage ctgggaggte cctgegacte 60
tcetgtgeag cetetggatt caccttcagt agatttgeca tgeactgggt ccgecagget 120
ccaggeaagg ggctggagtg gegtggeagtt atatcatatg atggaggaaa taaatactat 180
gecagagtecg tgaagggecg gttcaccate tccagagaca attccaagaa caccctgtat 240
ctgcaaatga acagecctgag agetgaggac acggetetgt tttactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggccagggaa ccctggteac cgtetectea 360
geetegacga aggggecgte cgtattteeg cttgegeect cgtegaagte aactteggga 420
gggaccgegg cacttggetg tcttgtcaaa gattacttce ctgagccagt gacagtcage 480
tggaattccg gtgecctcac gtcaggagta catacattce ctgeggtatt geagtectee 540
ggactctact ccctgtcgtc ggtggtaacg gtgeccaget ccagettggg gacccagacg 600

[0035] tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgeg acaagaccca cacatgtcct ccgtgececg cacccgaget gttgggagga 720
cccteggtgt ttttgtttee tcccaageca aaggacacgt tgatgattte gegeactcca 780
gaggtcacgt gtgtagtcgt ggacgtgtca catgaggace ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgcc aaaacaaagce cgtgcgaaga acagtacggg 900
tcaacgtata ggtgcgtcag cgtcctcact gtgetgecace aagactgget caatggtaaa 960
gaatacaagt gcaaggtgtc gaacaaggec ctcectgece ctatcgagaa aaccatctece 1020
aaagcgaagg ggeagecgeg agaaccccaa gtetacacge tgecgeccte gegggaggaa 1080
atgaccaaaa accaggtgtc gettacgtgt cttgtgaaag ggttctatec atcagatate 1140
geggtegagt gggagtcgaa cggecagece gaaaacaatt acaaaacaac accteeggte 1200
ctegattcag atggaagett cttettgtat tegaagetga cegtegataa gtcaaggtgg 1260
caacagggaa atgtgttcte gtgetcagtlg atgeacgagg ctetgeataa ccactatacg 1320
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cagaaatcat tgtcgctcag ccccggtaaa 13560
210> 36
<211> 1338
<212> DNA
213> ANTLF3
2200
221> kyE
223> /YRR NLIPFIMHIE: & i

HC-15 Z &R
<400> 36
caggtgcage tggtggagtc tgggggagge gtggtecage ctgggaggte cctgegacte 60
tectgtgeag cetetggatt caccttcagt agatttgeca tgecactggegt ccgecggget 120
ccaggeaagg ggetggagtg ggtggeagtt atatcatatg atggaggaaa taaatactat 180
gecagagtccg tgaagggccg gttcaccate tccagagaca attccaagaa caccctgaat 240

[0036]
ctgctaatgg acagectgag agetgaggac acggetetgt tttactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggccagggaa ccctggtcac cgtctectea 360
getteccacca agggeccate cgtettecce ctggegeeet getccaggag caccteegag 420
agcacagccg ccctgggetg cctggtcaag gactacttcc ccgaaccggt gacggtgteg 480
tggaactcag gecgetcetgac cageggegtg cacaccttee cagetgtect acagtectca 940
gegactctact ccctcagcag cgtggtgacc gtgecctcca gcaacttcgg cacccagacc 600
tacacctgeca acgtagatca caagcccagc aacaccaagg tggacaagac agttgagege 660
aaatgttgtg tcgagtgcce accgtgeeca gecaccacctg tggeaggacce gtcagtcttce 720
ctettececee caaaacccaa ggacacccete atgatctcce ggacccetga ggteacgtge 780
gtggtggtegg acgtgageca cgaagaccce gaggtccagt tcaactggta cgtggacgge 840
gtggaggtge ataatgecaa gacaaageea cgggaggage agttcaacag cacgtteegt 900
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gtggtcageg tcetcacegt tgtgeaccag gactggetga acggeaagga gtacaagtge 960
aaggtctcca acaaaggect cccageccce atcgagaaaa ccatctccaa aaccaaaggg 1020
cagccccgag aaccacaggt gtacacccetg cccccatcece gggaggagat gaccaagaac 1080
caggtcagee tgacctgeet ggtcaaagge ttetacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagecgga gaacaactac aagaccacac ctcccatget ggactccgac 1200
gegcteettet tcctctacag caagetcacce gtggacaaga geaggtggea geaggggaac 1260
gtetteteat getcecgtgat geatgagget ctgeacaacc actacacgeca gaagagectc 1320
tceetgtete cgggtaaa 1338
<2100 37
<211> 1350
<212> DNA
213> NTJF%

[0037]

2200
221> yE
223> /R NLIRHIHGER: & i)

HC-16 Z % ER”
<400> 37
caggtgecage tggtggagtc tgggggagge gtggtcecage ctgggaggte cetgegacte 60
tcctgtgeag cctetggatt caccttcagt agatttgeca tgcactgggt ccgecggget 120
ccaggcaagg ggetggagtg ggtggeagtt atatcatatg atggaggaaa taaatactat 180
geagagtccg tgaagggccg gttcaccatc tccagagaca attccaagaa caccctgaat 240
ctgetaatgg acagectgag agetgaggac acggetetgt tttactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggecagggaa ccctggtcac cgtetecteca 360
geetecacca agggeccate ggtettecee ctggeaceet cctecaagag cacctetggg 420
ggcacagegg ccetgggetg cetggtcaag gactacttce ccgaaccggt gacgegtgteg 480
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tggaactcag gcgecctgac cagcggcgtg cacaccttee cggetgtect acagtectcea 540
ggactctact ccctcagcag cgtggtgace gtgeceteca geagettggg cacccagace 600
tacatctgeca acgtgaatca caagcccage aacaccaagg tggacaagaa agttgagccc 660
aaatcttgtg acaaaactca cacatgccca ccgtgeccag cacctgaact cctgggggga 720
ccgtecagtet tcectecttecece cccaaaacce aaggacaccce tcatgatctce ccggaccccet 780
gaggtcacat gcgtggtggt ggacgtgage cacgaagacc ctgaggtcaa gttcaactgg 840
tacgtggacg gecgtggaggt geataatgee aagacaaage cgcgggagga geagtacgge 900
agcacgtacc gtgtggtcag cgtcctcace gtecetgeace aggactgget gaatggcaag 960
gagtacaagt gcaaggtctc caacaaagcc ctcccagecce ccatcgagaa aaccatctce 1020
aaagccaaag ggeagecceg agaaccacag gtgtacacce tgeccccate cegggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatee cagegacate 1140

[0038]
geegtggagt gggagageaa tgggeageceg gagaacaact acaagaccac gectceccgtg 1200
ctggactcecg acggetecett cttectetat agecaagetca ccgtggacaa gageaggtgg 1260
cagcagggga acgtettete atgetecgtg atgecatgagg ctetgeacaa ccactacacg 1320
cagaagagce tctecctgte tcecgggtaaa 1350
210> 38
<211> 1350
<212> DNA
<213> ANTF5
2200
221> kyE
223> /{ER=" NLIPAdiR: & i)

HC-17 Z A% TR
<400> 38
caggtgcage tggtggagtc tgggggagge gtggtecage ctgggaggte cctgegacte 60
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tcectgtgeag cetetggatt caccttcagt agatttgeca tgecactgggt ccgecggget 120
ccaggcaagg ggctggagtg ggtggecagtt atatcatatg atggaggaaa taaatactat 180
gecagagtccg tgaagggecg gttcaccatc tccagagaca attccaagaa caccctgaat 240
ctgectaatgg acagectgag agetgaggac acggetetgt tttactgtge gagaggatac 300
gatgttttga ctggttaccc cgactactgg ggccagggaa ccctggtcac cgtectectea 360
geetegacga aggggeecgte cgtatttecg cttgegecet cgtegaagte aactteggga 420
ggpaccgegg cacttggetg tecttgtcaaa gattacttce ctgagccagt gacagtcagce 480
tggaattceg gtgecctecac gtcaggagta catacattee ctgeggtatt geagtectee 540
ggactctact ccctgtecgte ggtggtaacg gtgeccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgcg acaagaccca cacatgtcct ccgtgecccg cacccgaget gttgggagga 720

[0039]
cceteggtgt ttttgtttee tcccaageca aaggacacgt tgatgattte gegeacteca 780
gaggtcacgt gtgtagtcgt ggacgtgtca catgaggacc ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgec aaaacaaage cgtgegaaga acagtacggg 900
tcaacgtata ggtgegtcag cgtecctcact gtgctgecace aagactgget caatggtaaa 960
gaatacaagt gcaagglgtc gaacaaggcc ctcecetgeee ctatcgagaa aaccatetcee 1020
aaagcgaagg ggcagecgeg agaaccccaa gtctacacge tgecgeectce gegggaggaa 1080
atgaccaaaa accaggtgtc gettacgtgt cttgtgaaag ggttctatec atcagatate 1140
geggtegagt gggagtcgaa cggecageec gaaaacaatt acaaaacaac accteccggte 1200
ctcgattcag atggaagett cttettgtat tcgaagetga ccgtegataa gtcaaggtgg 1260
caacagggaa atgtgttcte gtgetcagtg atgeacgagg ctctgeataa ccactatacg 1320
cagaaatcat tgtcgctcag ccccggtaaa 1350
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210> 39
211> 1338
<212> DNA
213> ANLJF5
220>
221> i
223> /1R ALFFIRIHER: & i)
HC-18 Z % HER”
<400> 39
caagttcagt tggtgcaatc tggagccgaa gtaaagaage caggagcttc agtgaaagtc 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgecattgggt geggcaaget 120
cccggtecagg gegttggagty gatgggagtt attagetatg acgggggeaa taagtactac 180
geegagtetg ttaagggteg ggtcacaatg acacgggaca cctcaaccag tacagectat 240
atggaactgt ctagcctgag atccgaggac accgetgtgt attattgege tageggggtac 300
[0040]
gatgtattga cgggttatce tgattactgg gggcagggga cactcgtaac cgtctctagt 360
geetecacca agggeccate ggtettecee ctggegeecet getccaggag cacctecgag 420
agcacagegg ccetgggetg cetggtecaag gactacttee cegaaccggt gacggtgteg 480
tggaactcag gegetetgac cageggegtg cacaccttece cagetgtect acagtectea 240
ggactctact ccectecageag cgtggtgace gtgeccteca geaacttegg cacccagace 600
tacacctgea acgtagatca caagcccage aacaccaagg tggacaagac agttgagcge 660
aaatgttgtg tcgagtgeece accgtgecca geaccacctg tggeaggace gtcagtette 720
ctcttececee caaaacccaa ggacaccctce atgatctcece ggacccecetga ggtcacgtge 780
gtggtggtge acgtgageca cgaagaccce gaggtcecagt tcaactggta cgtggacgge 840
gtggaggtge ataatgecaa gacaaageca cgggaggage agttcaacag cacgtteegt 900
gtggtcageg tcctecaccgt tgtgeaccag gactggetga acggeaagga gtacaagtge 960
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aaggtctcca acaaaggect cccageccce atcgagaaaa ccatctccaa aaccaaaggg 1020
cagcecccgag aaccacaggt gtacaccctg cccccatcee gggaggagat gaccaagaac 1080
caggtcagee tgacctgeet ggtcaaagge ttetacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagccgga gaacaactac aagaccacac ctcccatget ggactcegac 1200
ggcteettet tcctctacag caagetcacce gtggacaaga geaggtggea geaggggaac 1260
gtetteteat getcecgtgat geatgagget ctgeacaacc actacacgca gaagagectc 1320
tceetgtete cgggtaaa 1338
<2100 40
<211> 1350
<212> DNA
213> ANTLJF%

2200

[0041]  <221> KA

223> /HER=" N LIRHIHGER: & i

HC-19 Z % ER”

<400> 40

caagttcagt tggtgcaatc tggagecgaa gtaaagaage caggagettc agtgaaagtce 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgecattggegt geggcaaget 120
cceggteagg ggttggagtg gatgggagtt attagetatg acgggggcaa taagtactac 180
geecgagtetg ttaagggtcg ggtcacaatg acacgggaca cctcaaccag tacagectat 240
atggaactgt ctagcctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatce tgattactgg gggeageggea cactcgtaac cgtetctagt 360
geetecacca agggeccate ggtettecee ctggeaceet cctecaagag cacctetggg 420
ggcacagegg ccetggegetg cetggtcaag gactacttce ccgaaccggt gacgegtgteg 480
tggaactcag gegecctgac cageggegtg cacaccttee cggetgtect acagtectcea 540
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ggactctact ccctcagecag cgtggtgacc gtgecctecca gecagettggg cacccagace 600
tacatctgeca acgtgaatca caagcccage aacaccaagg tggacaagaa agttgagecce 660
aaatcttgtg acaaaactca cacatgccca ccgtgeccag cacctgaact cctgggggga 720
ccgtcagtcet tcctecttecece cccaaaacce aaggacaccce tcatgatctc ccggaccect 780
gaggtcacat gegtggtggt ggacgtgage cacgaagacc ctgaggtcaa gttcaactgg 840
tacgtggacg gecgtggaggt gecataatgee aagacaaagec Cgcgggagga geagtacgge 900
agcacgtacc gtgtggtcag cgtectecace gteetgeace aggactgget gaatggeaag 960
gagtacaagt gcaaggtctc caacaaagcc ctcccagecce ccatcgagaa aaccatctcc 1020
aaagccaaag ggcagecceg agaaccacag gtgtacacce tgececccate cegggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatcee cagegacatc 1140
geegtggagt gggagageaa tgggeagecg gagaacaact acaagaccac gecteccgtg 1200

[0042]
ctggactccg acggetecett cttectetat agecaagetca ccgtggacaa gageaggtgg 1260
cagcagggga acgtettete atgeteegtg atgeatgagg ctetgeacaa ccactacacg 1320
cagaagagcc tctecctgte tcegggtaaa 1350
<2100 41
211> 1350
<212> DNA
213> ANLR3
2200
221> k¥
223> /{ER=" AN LIFFIRHGR: & i

HC-20 Z 2 H R
<400> 41
caagttcagt tggtgcaatc tggagccgaa gtaaagaagce caggagcecttc agtgaaagtc 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgecattgggt geggeaaget 120
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cccggtecagg gegttggagtyg gatgggagtt attagetatg acgggggeaa taagtactac 180
gecgagtetg ttaagggteg ggtcacaatg acacgggaca cctcaaccag tacagectat 240
atggaactgt ctagcctgag atccgaggac accgetgtegt attattgege tagggggtac 300
gatgtattga cgggttatece tgattactgg gggcagggea cactecgtaac cgtectetagt 360
geetegacga agggegecgte cgtattteeg cttgegecet cgtegaagte aactteggga 420
gggaccgegg cacttggetg tettgtcaaa gattacttce ctgagecagt gacagtcage 480
tggaattccg gtgecctcac gtcaggagta catacattece ctgeggtatt geagtectece 540
ggactctact ccctgtegte ggtggtaacg gtgeccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagcetgeg acaagaccca cacatgtecet ccgtgeeccg cacccgaget gttgggagega 720

[0043] cecteggtgt ttttgtttee tcccaageca aaggacacgt tgatgatttc gegecactcca 780
gaggtcacgt gtgtagtegt ggacgtgtca catgaggacce ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgec aaaacaaage cgtgegaaga acagtacggg 900
tcaacgtata ggtgegtcag cgtectecact gtgetgeace aagactgget caatggtaaa 960
gaatacaagt gcaaggtglc gaacaaggcece ctcectgece ctatcgagaa aaccatctec 1020
aaagcgaagg ggeagecgeg agaaccccaa gtcetacacge tgeegeccte gegggaggaa 1080
atgaccaaaa accaggtgtc gecttacgtgt cttgtgaaag ggttctatce atcagatate 1140
geggtegagt gggagtcgaa cggecagece gaaaacaatt acaaaacaac acctceggte 1200
ctecgattcag atggaagett cttettgtat tcgaagetga cegtegataa gtcaaggtgg 1260
caacagggaa atgtgttete gtgetcagtg atgecacgagg ctetgeataa ccactatacg 1320
cagaaatcat tgtcgetcag ccceggtaaa 1350
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210> 42
{211> 1338
<212> DNA
213> NTR%
<220>
221> FyE
223> /HR=" N TIFFIHNE: &

HC-21 Z %R

<400> 42
caagttcagt tggtgcaatc tggagccgaa gtaaagaage caggagettc agtgaaagte 60
tettgtgeeg caagtggatt cacgtttage cgetttgeca tgeattgggt geggeaaget 120
cceggtecagg ggttggagtg gatgggagtt attagetatg acgggggecaa taagtactac 180
geegagtetg ttaagggtcg ggtcacaatg acacgggaca actcaaaaaa tacagectat 240
atggaactgt ctagcctgag atccgaggac accgetgtgt attattgege tagggggtac 300

[0044] gatgtattga cgggttatce tgattactgg gggcagggga cactegtaac cgtctetagt 360
geeteccacca agggeecate ggtetteecee ctggegeecet getccaggag cacctecgag 4120
agcacagcgg ccctgggetg cetggtcaag gactacttce ccgaaccggt gacggtgteg 480
tggaactcag gcgetctgac cageggegtg cacaccttce cagetgtect acagtcctea 540
ggactctact ccctcageag cgtggtgacc gtgcectcca gecaacttcgg cacccagace 600
tacacctgca acgtagatca caagcccage aacaccaagg tggacaagac agttgagcege 660
aaatgttgtg tcgagtgcce accgtgccca geaccacctg tggeaggacc gtcagtctte 720
ctectteceece caaaacccaa ggacaccetc atgatctcce ggaccectga ggtcacgtge 780
gtggtggtgg acgtgageca cgaagaccee gaggtccagt tcaactggta cgtggacggce 840
gtggaggtge ataatgecaa gacaaageca cgggaggage agttcaacag cacgtteegt 900
gtggteageg tectecacegt tgtgeaccag gactggetga acggeaagga gtacaagtge 960
aaggtctcca acaaaggect cccageccee atcgagaaaa ccatctccaa aaccaaaggg 1020

151



FF

5l %=

CN 105143267 B 45/348 T
cagccccgag aaccacaggt gtacaccctg cccccatcecce gggaggagat gaccaagaac 1080
caggtcagee tgacctgect ggtcaaagge ttetacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagccgga gaacaactac aagaccacac ctcccatget ggactccgac 1200
ggcteettet tecctctacag caagetcace gtggacaaga geaggtggea geaggggaac 1260
gtettetecat getcecgtgat geatgagget ctgecacaacce actacacgea gaagagectce 1320
tecectgtete cgggtaaa 1338
210> 43
<211> 1350
<212> DNA
213> NTH#|
2200
221> fyH
223> /{ER=" N LSRR : & i)

[0045] HC-22 Z R HIR”
<400> 43
caagttcagt tggtgcaatc tggagccgaa gtaaagaagce caggagcecttc agtgaaagtc 60
tcttgtgeecg caagtggatt cacgtttage cgetttgeca tgecattgggt geggeaaget 120
cccggtcagg ggttggagtg gatgggagtt attagctatg acgggggcaa taagtactac 180
geegagtetg ttaagggteg ggtcacaatg acacgggaca actcaaaaaa tacagectat 240
atggaactgt ctagcctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatee tgattactgg gggeagggga cactegtaac cgtetetagt 360
geetecacca agggeccate ggtettcece ctggeaccet ccteccaagag cacctetggg 420
ggecacagegg ccetgggetg cetggtecaag gactacttee ccgaaccggt gacggtgteg 480
tggaactcag gcgccctgac cageggegtg cacaccttee cggetgtect acagtectcea 540
ggactctact ccctcageag cgtggtgace gtgeccteca geagettggg cacccagace 600
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tacatctgea acgtgaatca caageccage aacaccaagg tggacaagaa agttgagecce 660
aaatcttgtg acaaaactca cacatgccca ccgtgeccag cacctgaact cctgggggga 720
cegtecagtet tectettece cccaaaacce aaggacacce tcatgatcte ccggaccect 780
gaggtcacat gecgtggtggt ggacgtgage cacgaagacc ctgaggtcaa gttcaactgg 840
tacgtggacg gegtggagegt geataatgee aagacaaage cgegggagga geagtacgge 900
agcacgtacc gtgtggtcag cgtcctcace gtcctgeace aggactgget gaatggcaag 960
gagtacaagt gcaaggtctc caacaaagcc ctceccageec ccatcgagaa aaccatctee 1020
aaagccaaag ggcagccccg agaaccacag gtgtacacce tgecccccatc ccgggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatee cagegacate 1140
geegtggagt gggagagcaa tgggcagecg gagaacaact acaagaccac gectecegtg 1200
ctggacteeg acggeteett cttectetat ageaagetca cegtggacaa gageaggtgg 1260

[0046]
cagcagggea acgtcttete atgetecgtg atgeatgagg ctctgeacaa ccactacacg 1320
cagaagagcee tctecctgte tecgggtaaa 1350
210> 44
<211> 1350
<212> DNA
213> N4
2200
221> fyF
223> /YRR NLIPA A : A i

HC-23 Z IR
<400> 44
caagttcagt tggtgcaatc tggagccgaa gtaaagaage caggagettc agtgaaagtc 60
tcttgtgecg caagtggatt cacgtttage cgetttgeca tgecattgggt geggecaaget 120
cceggtecagg ggttggagtg gatgggagtt attagetatg acgggggeaa taagtactac 180
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geegagtetg ttaagggteg ggtcacaatg acacgggaca actcaaaaaa tacagectat 240
atggaactgt ctagcctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatec tgattactgg gggeagggga cactegtaac cgtetetagt 360
gectegacga agggegecgte cgtatttecg cttgegeeet cgtegaagte aacttcggga 420
gggaccgegg cacttggetg tecttgtcaaa gattacttce ctgageccagt gacagtcage 480
tggaattccg gtgecctcac gtcaggagta catacattcc ctgeggtatt gecagtcctcee 540
ggactctact ccctgtegte ggtggtaacg gtgeccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgeg acaagaccca cacatgteet ccgtgeeccg caccegaget gttgggagga 720
cccteggtgt ttttgtttee tcccaageca aaggacacgt tgatgatttc gecgcactcca 780
gaggtcacgt gtgtagtegt ggacgtgtea catgaggace ccgaggtaaa gttcaattgg 840

[0047]
tatgtggacg gagtcgaggt ccataacgec aaaacaaage cgtgegaaga acagtacggg 900
tcaacgtata ggtgcgtcag cgtecctcact gtgetgeace aagactgget caatggtaaa 960
gaatacaagt gcaaggtgtc gaacaaggcec cteectgece ctatcgagaa aaccatetee 1020
aaagcgaagg ggcagccgeg agaaccccaa gtctacacge tgecgeccte gegggaggaa 1080
atgaccaaaa accaggtgtc gettacgtgt cttgtgaaag ggttctatee atcagatate 1140
geggtegagt gggagtcgaa cggccagece gaaaacaatt acaaaacaac acctccggte 1200
ctcgattcag atggaagett cttettgtat tcgaagetga cegtcegataa gtcaaggtgg 1260
caacagggaa atgtgttetc gtgctcagtg atgecacgagg ctctgecataa ccactatacg 1320
cagaaatcat tgtcgctcag ccccggtaaa 1350
210> 45
211> 1338
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<212> DNA
<213> NLFF%
220>
<221> KR
223> /TER=" NLFRFIHHR: & )

HC-24 %R

<400> 45
gaggtgeage tgetggagte tgggggagge ctggtecage ctggggeggte cetgegacte 60
tectgtgeag cctetggatt caccttcagt agatttgeca tgcactgggt ccgecagget 120
ccaggcaagg ggclggagtg ggtggeagtt atatcatatg atggaggaaa taaatactat 180
gcagagtccg tgaagggeeg gttcaccatce tccagagaca attccaagaa caccctgtat 240
ctgecaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagaggatac 300
gatgttttga ctggttaccc cgactactgg ggccagggaa ccctggtcac cgtctectea 360

[0048] gcttecacca agggeccate cgtettecee ctggegeect getccaggag cacctccgag 420
agcacagccg ccetgggetg cctggtcaag gactacttce ccgaaccggt gacggtgteg 480
tggaactcag gegetctgac cageggegtg cacaccttece cagetgteet acagtectea 540
ggactctact ccctcageag cgtggtgace gtgeccteca geaacttcgg cacccagace 600
tacacctgca acgtagatca caagcccagec aacaccaagg tggacaagac agttgagege 660
aaatgttgtg tcgagtgcce accgtgecca geaccacctg tggeaggace gtcagtettce 720
ctctteceece caaaacccaa ggacaccctc atgatctcee ggacccctga ggtcacgtge 780
gtggtgetgg acgtgageca cgaagaccce gaggtccagt tcaactggta cgtggacgge 840
gtggaggtge ataatgccaa gacaaagcca cgggaggage agttcaacag cacgttecegt 900
gtggtcageg tectcaccegt tgtgecaccag gactggetga acggeaagga gtacaagtge 960
aaggtcteca acaaaggect cccagecccece atcgagaaaa ccatctcecaa aaccaaaggg 1020
cagcceccgag aaccacaggt gtacaccetg cccccatece gggaggagat gaccaagaac 1080
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caggtcagee tgacctgect ggtcaaagge ttctacccca gegacatcege cgtggagtgg 1140
gagagcaatg ggecagecgga gaacaactac aagaccacac ctcccatget ggactccgac 1200
ggeteettet tectectacag caagetcace gtggacaaga geaggtggea geaggggaac 1260
gtettetecat getcegtgat geatgagget ctgeacaacce actacacgea gaagagectc 1320
tcectgtete cgggtaaa 1338
210> 46
<211> 1350
<212> DNA
213> N3
220>
221> fyF
223> /{ERE" N LIPS HER: & R

HC-25 Z %R

[0049] <400> 46
gaggtgeage tgetggagte tgggegagee ctggtecage ctggegeggegte cetgegacte 60
tcetgtgeag cctetggatt caccttcagt agatttgeca tgecactgggt ccgecagget 120
ccaggcaagg ggctggagtg ggtgegcagtt atatcatatg atggaggaaa taaatactat 180
gcagagtcecg tgaagggeeg gttcaccatce tccagagaca attccaagaa caccetgtat 240
ctgcaaatga acagectgag agetgaggac acggetgtgt attactgtge gagaggatac 300
gatgttttga ctggttaccc cgactactgg ggecagggaa ccctggtecac cgtetectea 360
gectecacca agggcccate ggtcttecee ctggeaceet cctccaagag cacctetggg 420
ggecacagegg ccetgggetg cetggtecaag gactacttee ccgaaccggt gacggtgteg 480
tggaactcag gegeectgac cageggegtg cacaccttec cggetgteet acagtectca 540
ggactctact ccctcageag cgtggtgace gtgeccteca geagettggg cacccagace 600
tacatctgea acgtgaatca caagcccage aacaccaagg tggacaagaa agttgagcecce 660
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aaatcttgtg acaaaactca cacatgccca ccgtgeccag cacctgaact cctgggggga 720
cegtecagtet tcctettece cccaaaacce aaggacacce tcatgatcte ccggaccect 780
gaggtcacat gecgtggtggt ggacgtgage cacgaagacc ctgaggtcaa gttcaactgg 840
tacgtggacg gegtggaggt geataatgee aagacaaage cgegggagga geagtacgge 900
agcacgtacc gtgtggtcag cgtcctcace gtcctgeace aggactgget gaatggcaag 960
gagtacaagt gcaaggtctc caacaaagcc ctcecageec ccatcgagaa aaccatctee 1020
aaagccaaag ggcagccccg agaaccacag gtgtacacce tgecccccatc ccgggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatee cagegacate 1140
geegtggagt gggagageaa tgggcagecg gagaacaact acaagaccac gectecegtg 1200
ctggactceg acggeteett cttectetat agecaagetca ccgtggacaa gageaggtgg 1260
cagcagggea acgtcttete atgetececgtg atgeatgagg ctctgeacaa ccactacacg 1320

[0050]
cagaagagcee tctecctgte tcecgggtaaa 1350
210> 47
<211> 1350
<212> DNA
213> N4
220>
221> kyF
223> /YRR NLIRA IR A R

HC-26 Z A% HR”
<4000 47
gaggtgecage tgctggagtc tgggggagge ctggtecage ctggggggte cetgegactce 60
teetgtgeag cctetggatt caccttcagt agatttgeca tgeactgggt ccgecagget 120
ccaggcaagg ggctggagtg ggtggeagtt atatcatatg atggaggaaa taaatactat 180
geagagtccg tgaagggecg gttcaccate tccagagaca attccaagaa caccctgtat 240
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ctgecaaatga acagcctgag agetgaggac acggetgtgt attactgtge gagaggatac 300
gatgttttga ctggttaccc cgactactgg ggccagggaa ccctggtecac cgtectecteca 360
geetegacga aggggecgte cgtatttecg cttgegeecet cgtegaagte aactteggga 420
ggegaccgegg cacttggetg tecttgtcaaa gattacttece ctgagccagt gacagtcagce 480
tggaattccg gtgecctcac gtcaggagta catacattce ctgeggtatt geagtectee 540
ggactctact ccctgtecgte ggtggtaacg gtgeccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaage aatactaagg tagataagaa agtagaaccg 660
aagagctgcg acaagaccca cacatgtcct ccgtgecccg cacccgaget gttgggagga 720
cccteggtgt ttttgtttee tcccaageca aaggacacgt tgatgatttc gegeacteca 780
gaggtcacgt gtgtagtcgt ggacgtgtca catgaggacc ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgecc aaaacaaage cgtgegaaga acagtacggg 900

[0051]
tcaacgtata ggtgegtcag cgtectecact gtgetgeace aagactgget caatggtaaa 960
gaatacaagt gcaaggtgtc gaacaaggecc ctccctgece ctatcgagaa aaccatctcc 1020
aaagegaagg ggcagecgeg agaaccccaa gtctacacge tgecgeccte gegggaggaa 1080
atgaccaaaa accaggtgtc gettacgtgt cttgtgaaag ggttctatcc atcagatatc 1140
geggtegagt gggagtegaa cggecagecee gaaaacaatt acaaaacaac acctecggte 1200
ctcgattcag atggaagett cttettgtat tcgaagetga ccgtegataa gtcaaggtgg 1260
caacagggaa atgtgttcte gtgetcagtg atgeacgagg ctctgeataa ccactatacg 1320
cagaaatcat tgtcgetcag ccceggtaaa 1350
210> 48
<211> 1338
<212> DNA

213> ANTFF
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2200
221> kP
223> /IEBE" N LIPS R : & )
HC-27 Z % H IR
<400> 48
caggtgecage tgetggagtc tgggggagge ctggtecage ctggggggte cectgegactce 60
tectgtgeag cetetggatt caccttcagt agatttgeca tgcactgggt ccegecagget 120
ccaggcaagg ggetggagtg ggtggecagtt atatcatatg atggaggaaa taaatactat 180
geagagtecg tgaagggeeg gttcaccate tccagagaca attccaagaa caccetgtat 240
ctgcaaatga acagcctgag agctgaggac acggetgtgt attactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggccagggaa ccctggteac cgtetectea 360
gettecacca agggeccate cgtettecece ctggegeecet getccaggag cacctccgag 420
agcacagecg ccctgggetg cetggtcaag gactacttee ccgaaccggt gacggtgteg 480
[0052]
tggaactcag gcgetctgac cagcggcgtg cacaccttece cagetgtecet acagtcctca 540
ggactctact ccctcageag cgtggtgace gtgeccteca geaacttcgg cacccagace 600
tacacctlgea acglagalca caagcccage aacaccaagg Lggacaagac agllgagcge 660
aaatgttgtg tcgagtgece accgtgecca geaccacctg tggecaggace gtcagtette 720
ctetteccecee caaaacccaa ggacacccte atgatctcece ggacccctga ggtecacgtge 780
gtggtggtgeg acgtgageca cgaagaccec gaggtccagt tcaactggta cgtggacgge 840
gtggagegtge ataatgecaa gacaaageca cgggaggage agttcaacag cacgttecgt 900
gtggtecageg tectcacegt tgtgeaccag gactggetga acggecaagga gtacaagtge 960
aaggtctececa acaaaggect cccagecccece atcgagaaaa ccatctccaa aaccaaaggg 1020
cagceccgag aaccacaggt gtacaccctg ccecccatcee gggaggagat gaccaagaac 1080
caggtcagee tgacctgect ggtcaaagge ttctacccca gegacatcge cgtggagtgg 1140
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gagagcaatg ggcagccgga gaacaactac aagaccacac ctcccatget ggactcecgac 1200
ggcteettet tcctectacag caagetcacce gtggacaaga geaggtggea geaggggaac 1260
gtettecteat getcegtgat geatgagget ctgecacaacc actacacgea gaagagectc 1320
tceetgtete cgggtaaa 1338
210> 49
<211> 1350
<212> DNA
213> ANTLR3
2200
221> Ry
223> /FER=" N LIFFIRHIGE: & i

HC-28 Z &% IR
<400> 49
caggtgeage tgetggagte tgggggagge ctggtecage ctggggggte cetgegacte 60

[0053]
tcctgtgeag cectetggatt caccttcagt agatttgeca tgcactgggt ccgecagget 120
ccaggcaagg ggetggagtg ggtggeagtt atatcatatg atggaggaaa taaatactat 180
geagagtccg tLgaagggecg gltcaccalce tccagagaca attccaagaa caccctgtat 240
ctgcaaatga acagectgag agetgaggac acggetgtgt attactgtge gagaggatac 300
gatgttttga ctggttacce cgactactgg ggeccagggaa ccctggtcac cgtetectca 360
geetecacca agggeccate ggtettecee ctggeaccet cctecaagag cacctetggg 420
ggcacagegg ccetggegetg cetggtecaag gactacttce ccgaaccggt gacgetgteg 480
tggaactcag gecgecectgac cageggegtg cacaccttee cggetgtect acagtectca 940
ggactctact ccctcagecag cgtggtgacce gtgeccteca gecagettggg cacccagace 600
tacatctgea acgtgaatca caageccagec aacaccaagg tggacaagaa agttgagece 660
aaatcttgtg acaaaactca cacatgccca ccgtgeccag cacctgaact cctgggeggga 720
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ccgtcagtcet tcctecttecee cccaaaacce aaggacaccce tcatgatctc ccggaccect 780
gaggtcacat gegtggtggt ggacgtgage cacgaagace ctgaggtcaa gttcaactgg 840
tacgtggacg gecgtggaggt gecataatgee aagacaaage Cgecgggagga geagtacgge 900
agcacgtacc gtgtggtcag cgtectcace gtectgeace aggactgget gaatggeaag 960
gagtacaagt gcaaggtctc caacaaagcc ctcccagecce ccatcgagaa aaccatctcc 1020
aaagccaaag ggeagceccceg agaaccacag gtgtacacce tgeccccate ccgggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatee cagegacatce 1140
geegtggagt gggagageaa tgggecagecg gagaacaact acaagaccac gectecegtg 1200
ctggactcecg acggetectt cttectetat ageaagetca ccgtggacaa gageaggtgg 1260
cagcagggga acgtettete atgetecegtg atgeatgagg ctetgeacaa ccactacacg 1320
cagaagagcc tctecctgte tcegggtaaa 1350

[0054]
210> 50
211> 1350
<212> DNA
213> N3
2200
221> K
223> /R NLIFFIRHIE: & B

HC-29 Z % HIR”
<400> 50
caggtgcage tgetggagte tgggggagge ctggtecage ctggggggte cetgegacte 60
tcetgtgeag cctetggatt caccttcagt agatttgeca tgecactgggt ccgecagget 120
ccaggcaagg ggetggagtg ggtggeagtt atatcatatg atggaggaaa taaatactat 180
gecagagtccg tgaagggecg gttcaccatc tccagagaca attccaagaa caccctgtat 240
ctgecaaatga acagectgag agetgaggac acggetgtgt attactgtge gagaggatac 300
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gatgttttga ctggttacce cgactactgg ggccagggaa ccctggtcac cgtctectea 360
gectecgacga aggggecgte cgtattteceg cttgegecet cgtegaagtc aacttcggga 420
gggaccgegg cacttggetg tcttgtcaaa gattacttec ctgagecagt gacagtcage 480
tggaattccg gtgecctcac gtcaggagta catacattcc ctgeggtatt gecagtcctee 540
ggactctact ccetgtegtc ggtggtaacg gtgeccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgeg acaagaccca cacatgtcect ccgtgececg caccegaget gttgggagga 720
cccteggtgt ttttgtttee tcccaageca aaggacacgt tgatgatttc gegecactcca 780
gaggtcacgt gtgtagtegt ggacgtgtea catgaggacce ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgcc aaaacaaagc cgtgcgaaga acagtacggg 900
tcaacgtata ggtgegtcag cgtectecact gtgetgeace aagactgget caatggtaaa 960

[0055]
gaatacaagt gcaaggtgtc gaacaaggcc ctccctgece ctatcgagaa aaccatctce 1020
aaagcgaagg ggeagecgeg agaaccccaa gtetacacge tgecgeccte gegggaggaa 1080
atgaccaaaa accaggtgtc gecttacgtgt cttgtgaaag ggttctatcc atcagatatc 1140
geggtegagt gggagtegaa cggecagecee gaaaacaatt acaaaacaac accteeggte 1200
ctcgattcag atggaagett cttcttgtat tcgaagetga ccgtcgataa gtcaaggtgg 1260
caacagggaa atgtgttctc gtgetcagtg atgeacgagg ctcectgeataa ccactatacg 1320
cagaaatcat tgtcgectecag ccccggtaaa 1350
210> 51
<211> 1338
{212> DNA

213> ATLFEA

220>
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221> k¥
223> /{ER=" NLIFHIMHA: &R

HC-30 Z % HR”

<400> 51
caagttcagt tggtgcaatc tggagccgaa gtaaagaage caggagettc agtgaaagtce 60
tcttgtaaag caagtggatt cacgtttage cgectttgeca tgecattgggt geggecaaget 120
cceggteagg ggttggagtg gatgggagtt attagetatg acgggggeaa taagtactac 180
geegagtetg ttaagggtceg ggtcacaatg acacgggaca cctcaaccag tacactctat 240
atggaactgt ctagecetgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatcc tgattactgg gggeagggga cactcgtaac cgtctetagt 360
geetecacca agggeccate ggtettecee ctggegecet getccaggag cacctecgag 420
agcacagegg ccctgggetg cetggtcaag gactacttce ccgaaccggt gacggtgteg 480

[0056] tggaactcag gegetctgac cageggegtg cacaccttee cagetgtect acagtectea 540
ggactctact ccctcageag cgtggtgace gtgeccteca geaacttcgg cacccagace 600
tacacctgea acgtagatca caagcccage aacaccaagg tggacaagac agttgagege 660
aaatgttgtg tcgagtgecce accgtgecca geaccacctg tggecaggacce gtcagtette 720
ctetteceee caaaacccaa ggacacccte atgatctcece ggacccctga ggtcacgtge 780
gtggtggtgg acgtgageca cgaagaccce gaggtccagt tcaactggta cgtggacgge 840
gtggaggtge ataatgecaa gacaaageca cgggaggage agttcaacag cacgttcegt 900
gtggtcageg tcctecaccgt tgtgeaccag gactggetga acggcaagga gtacaagtge 960
aaggtctcca acaaaggect cccageccee atcgagaaaa ccatctccaa aaccaaaggg 1020
cagccccgag aaccacaggt gtacaccctg cccccatcce gggaggagat gaccaagaac 1080
caggtcagee tgacctgect ggtcaaagge ttctacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagccgga gaacaactac aagaccacac ctcccatget ggactccegac 1200
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ggcteettet tcctctacag caagectcacc gtggacaaga geaggtggea geaggggaac 1260
gtetteteat getcegtgat geatgagget ctgecacaace actacacgea gaagagectce 1320
tecetgtete cgggtaaa 1338
210> 52
<211> 1350
<212> DNA
213> NTHH|
2200
221> KR
223> /IEB=" N LIPS R : & R

HC-31 Z iR
<400> 52
caagttcagt tggtgcaatc tggagccgaa gtaaagaagce caggagcttc agtgaaagtc 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgeattgggt geggeaaget 120

[0057]
cccgegtecagg ggttggagtyg gatgggagtt attagetatg acgggggecaa taagtactac 180
geegagtetg ttaagggtcg ggtcacaatg acacgggaca cctcaaccag tacactctat 240
atggaactlgtl ctagecctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatce tgattactgg gggeagggga cactcegtaac cgtetctagt 360
geetccacca agggeccate ggtctteece ctggecaccet cctccaagag cacctetggg 420
ggecacagegg ccetgggetg cetggtecaag gactacttce cegaaccggt gacggtgteg 480
tggaactcag gcgecctgac cageggegtg cacaccttee cggetgteect acagtecteca 540
ggactctact ccctcageag cgtggtgace gtgeccteca geagettggg cacccagace 600
tacatctgeca acgtgaatca caagcccage aacaccaagg tggacaagaa agttgageccc 660
aaatcttgtg acaaaactca cacatgccca ccgtgeccag cacctgaact ccotgggggga 720
ccgtecagtet tcctettcee cccaaaacce aaggacacce tcatgatctc ccggacceet 780
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gaggtcacat gegtggteggt ggacgtgage cacgaagace ctgaggtcaa gttcaactgg 840
tacgtggacg gecgtggaggt gecataatgec aagacaaage Ccgegggagga geagtacgge 900
agcacgtacc gtgtggtcag cgtectcace gtectgeace aggactgget gaatggeaag 960
gagtacaagt gcaaggtctc caacaaagcc ctcccagecce ccatcgagaa aaccatctec 1020
aaagccaaag ggcagecccg agaaccacag gtgtacacce tgeccccatc cegggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatee cagegacatce 1140
geegtggagt gggagageaa tgggeagecg gagaacaact acaagaccac gectecegtg 1200
ctggactceg acggetecett cttectetat agecaagetca ccgtggacaa gageaggtgg 1260
cagcagggga acgtcttete atgeteegtg atgeatgagg ctctgeacaa ccactacacg 1320
cagaagagcce tctecctgte tcegggtaaa 1350

[0058] <210> 53
<211> 1350
<212> DNA
213> ATLF5)

2200
221> k¥
223> /iR NLIFAHEE: & R

HC-32 Z %R
<400> 53
caagttcagt tggtgcaatc tggagecgaa gtaaagaage caggagettc agtgaaagtc 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgecattggegt geggcaaget 120
cceggteagg ggttggagtg gatgggagtt attagetatg acgggggcaa taagtactac 180
geecgagtetg ttaagggtcg ggtcacaatg acacgggaca cctcaaccag tacactctat 240
atggaactgt ctagcctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cggegttatce tgattactgg gggcagggega cactcgtaac cgtetctagt 360
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gectegacga aggggecgte cgtatttecg cttgegeecet cgtcgaagte aactteggga 420
gggaccgegg cacttggetg tettgtcaaa gattacttce ctgagecagt gacagtcage 480
tggaattccg gtgecctcac gtcaggagta catacattcc ctgeggtatt gecagtecctcece 540
ggactctact ccetgtegte ggtggtaacg gtgeccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgeg acaagaccca cacatgteet cegtgecceg caccegaget gttgggagga 720
cccteggtgt ttttgtttee tcccaagecca aaggacacgt tgatgatttc gecgcactcca 780
gaggtcacgt gtgtagtegt ggacgtgtea catgaggace ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgecc aaaacaaage cgtgcgaaga acagtacggg 900
tcaacgtata ggtgegtcag cgtectecact gtgetgeace aagactgget caatggtaaa 960
gaatacaagt gcaaggtgtc gaacaaggec ctccctgece ctatcgagaa aaccatctee 1020

[0059]
aaagcgaagg ggecagecgeg agaaccccaa gtctacacge tgecgeccte gegggaggaa 1080
atgaccaaaa accaggtgtc gettacgtgt cttgtgaaag ggttctatce atcagatatc 1140
geggtegagt gggagtegaa cggecagecce gaaaacaatt acaaaacaac acctccggte 1200
ctcgattcag atggaagett cttettgtat tcgaagetga ccgtecgataa gtcaaggtgg 1260
caacagggaa atgtgttcte gtgetcagtg atgecacgagg ctctgeataa ccactatacg 1320
cagaaatcat tgtcgctcag cccecggtaaa 1350
210> 54
<211> 1338
<212> DNA

213> ANTFF

220>
€221> KA

Q223> /IR N LIFHIRHR: AR
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<400> 54
caagttcagt tggtgcaatc tggagccgaa gtaaagaage caggagettc agtgaaagtc 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgeattgggt geggeaaget 120
cecggteagg ggttggagty gatgggagtt attagetatg acgggggeaa taagtactac 180
geegagtetg ttaagggteg ggtcacaatg acacgggaca cctcaaagag tacagectat 240
atggaactgt ctagcctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatcec tgattactgg gggcagggga cactcgtaac cgtctctagt 360
gectecacca agggeccate ggtcttecee ctggegeeet getccaggag cacctecgag 420
agcacagcgg ccctggectg cctggtcaag gactacttce ccgaaccggt gacggtgteg 480
tggaactcag gcgetctgac cageggegtg cacaccttce cagetgtect acagtcectca 540
[0060] ggactctact ccctcageag cgtggtgace gtgeccteca gecaacttcgg cacccagace 600
tacacctgea acgtagatca caagcccage aacaccaagg tggacaagac agttgagege 660
aaatgttgtg tcgagtgece accgtgecca geaccacctg tggeaggace gtcagtette 720
ctetteceee caaaacccaa ggacacccte atgatctece ggacccctga ggtcacgtge 780
gtggtggtegg acgtgageca cgaagaccee gaggtecagt tcaactggta cgtggacgge 840
gtggaggtge ataatgecaa gacaaageca cgggaggage agttcaacag cacgtteegt 900
gtggtcageg tectcaccgt tgtgeaccag gactggetga acggcaagga gtacaagtge 960
aaggtctcca acaaaggect cccagecccee atcgagaaaa ccatctccaa aaccaaaggg 1020
cagcccecgag aaccacaggt gtacaccctg cccccatcece gggaggagat gaccaagaac 1080
caggtcagec tgacctgect ggtcaaagge ttctacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagccgga gaacaactac aagaccacac ctcccatget ggactccgac 1200
ggcteettet tcctetacag caagetcace gtggacaaga gecaggtggea geaggggaac 1260
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gtcttetecat getecgtgat geatgagget ctgeacaacce actacacgea gaagagectce 1320
tecetgtete cgggtaaa 1338
<210> 55
<211> 1350
<212> DNA
213> N3
2200
221> R
223> /IR NLIFAIMHIR: A i

HC-34 Z %R
<400> 55
caagttcagt tggtgcaatc tggagccgaa gtaaagaage caggagcttc agtgaaagtc 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgecattgggt geggeaaget 120
cccgegtecagg ggttggagtyg gatgggagtt attagetatg acgggggcaa taagtactac 180

[0061]
geegagtetg ttaagggteg ggtcacaatg acacgggaca cctcaaagag tacagectat 240
atggaactgt ctagcctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatce tgattactgg gggecagggga cactcgtaac cgtctetagt 360
geectccacca agggeccate ggtctteece ctggecaccet cctccaagag cacctetggg 420
ggecacagegg ccetgggetg cetggtecaag gactacttee ccgaaccggt gacggtgteg 480
tggaactcag gcgecctgac cageggegtg cacaccttee cggetgtect acagtectca 540
ggactctact ccctcageag cgtggtgace gtgeccteca geagettggg cacccagace 600
tacatctgeca acgtgaatca caagcccage aacaccaagg tggacaagaa agttgageccce 660
aaatcttgtg acaaaactca cacatgccca ccgtgeccag cacctgaact ccotgggggga 720
ccgtecagtet tcctettcee cccaaaacce aaggacacce tcatgatctc ccggaccecet 780
gaggtcacat gegtggtggt ggacgtgage cacgaagacce ctgaggtcaa gttcaactgg 840
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tacgtggacg gegtggaggt geataatgee aagacaaage cgegggagga geagtacgge 900
agcacgtacc gtgtggtcag cgtcctcace gtcctgeacce aggactgget gaatggcaag 960
gagtacaagt gcaaggtctc caacaaagcc ctcccagece ccatcgagaa aaccatectcec 1020
aaagccaaag ggeagecccg agaaccacag gtgtacacce tgeccccate ccgggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatec cagegacatce 1140
geegtggagt gggagageaa tgggeagecg gagaacaact acaagaccac gectecegtg 1200
ctggacteeg acggeteett cttectetat ageaagetca cegtggacaa gageaggtgg 1260
cagcagggea acgtcttete atgetecgtg atgeatgagg ctctgeacaa ccactacacg 1320
cagaagagec tctecectgte tccgggtaaa 1350
<210> 56
<211> 1350

[0062] <{212> DNA
213> N3
220>
221> ZRIA
223> /TER=" N LIPS : & il

HC-35 Z % HR”

<400> 56

caagttcagt tggtgcaatc tggagccgaa gtaaagaage caggagettc agtgaaagtc 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgecattgggt geggecaaget 120
cccgetcagg ggttggagte gatgeggagtt attagetatg acgggggcaa taagtactac 180
geegagtetg ttaagggtcg ggtcacaatg acacgggaca cctcaaagag tacagectat 240
atggaactgt ctagcctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatee tgattactgg gggecagggga cactcegtaac cgtetetagt 360
geectegacga aggeggeecgte cgtatttecg cttgcgecet cgtegaagte aacttcggga 420
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gEgaccgege cacttggeteg tettgtcaaa gattacttece ctgagecagt gacagtcagce 480
tggaattceg gtgecctcac gtcaggagta catacattce ctgeggtatt geagtectcece 540
ggactctact ccctgtegte ggtggtaacg gtgeccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgeg acaagaccca cacatgtcct ccgtgecccg cacccgaget gttgggagga 720
ceccteggtegt ttttgtttee teccaageca aaggacacgt tgatgatttec gegeactceca 780
gaggtcacgt gtgtagtecgt ggacgtgteca catgaggacce ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggl ccataacgec aaaacaaage cgtgcgaaga acagtacggg 900
tcaacgtata ggtgegtcag cgtectcact gtgetgeace aagactgget caatggtaaa 960
gaatacaagt gcaaggtgtc gaacaaggcc ctcccetgece ctatcgagaa aaccatctce 1020

[0063] aaagcgaageg ggcagecgeg agaacccecaa gtetacacge tgeccgecctc gegggaggaa 1080
atgaccaaaa accaggtgtc gcttacgtgt cttgtgaaag ggttcetatece atcagatate 1140
geggtegagt gggagtcgaa cggecagecce gaaaacaatt acaaaacaac acctcceggte 1200
ctegattcag atggaagett cttettgtat tcgaagetga ccgtegataa gtcaaggtgg 1260
caacagggaa atgtgttete gtgetcagtg atgecacgagg ctetgeataa ccactatacg 1320
cagaaatcat tgtcgectcag ccceggtaaa 1350
210> 57
<211> 1338
<212> DNA
213> NTJF3)

2200
221> K7
223> /ER=" N TFHIMFE: &R

HC-36 Z A% H R

170



FF

5l %=

CN 105143267 B 64/348 U1
<400> 57
caagttcagt tggtggagtc tggagccgaa gtagtaaage caggagettc agtgaaagtc 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgecattgggt geggcaaget 120
cceggtecagg ggttggagtg gatgggagtt attagetatg acgggggeaa taagtactac 180
geegagtetg ttaagggteg ggtcacaatg acacgggaca cctcaaccag tacactctat 240
atggaactgt ctagecctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatee tgattactgg gggcagggga cactegtaac cgtctetagt 360
geetecacca agggececate ggtettecee ctggegeect getccaggag cacctecgag 420
agcacagcgg ccctgggetg cetggtcaag gactacttce ccgaaccggt gacggtgteg 480
tggaactcag gecgetctgac cageggegtg cacaccttece cagetgtect acagtectea 540
ggactctact ccctcageag cgtggtgacc gtgeectecca gecaacttcgg cacccagacce 600

[0064] tacacctgea acgtagatca caageccage aacaccaagg tggacaagac agttgagege 660
aaatgttgtg tcgagtgece accgtgecca geaccacctg tggcaggace gtcagtette 720
ctcttececee caaaacccaa ggacaccctc atgatctcce ggacccctga ggtcacgtge 780
gtggteggtge acgtgageca cgaagaccce gaggtccagt tcaactggta cgtggacgge 840
gtggaggtge ataatgccaa gacaaagcca cgggaggage agttcaacag cacgttcegt 900
gtggtcageg tcctcaccgt tgtgcaccag gactggetga acggcaagga gtacaagtge 960
aaggtctcca acaaaggect cccageccce atcgagaaaa ccatctccaa aaccaaaggg 1020
cagececcegag aaccacaggt gtacacccetg cccccatcece gggaggagat gaccaagaac 1080
caggtcagee tgacctgect ggtcaaagge ttectacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagecgga gaacaactac aagaccacac ctcccatget ggactcecgac 1200
ggcteettet tectectacag caagetcacce gtggacaaga geagglggea geaggggaac 1260
gtctteteat getecgtgat geatgagget ctgecacaace actacacgea gaagagectc 1320
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tceetgtete cgggtaaa 1338
<210> 58
211> 1350
<212> DNA
213> ANTLF3
2200
221> kyE
223> /YRR NLIPFIMHIE: & i

HC-37 Z &% IR
<400> 58
caagttcagt tggtggagtc tggagecgaa gtagtaaage caggagettc agtgaaagte 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgecattgget geggcaaget 120
cceggteagg ggttggagty gatgggagtt attagetatg acgggggecaa taagtactac 180
geegagtetg ttaagggtecg ggtcacaatg acacgggaca cctcaaccag tacactctat 240

[0065]
atggaactgt ctagcctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatce tgattactgg gggcagggega cactcgtaac cgtctectagt 360
gccteccacca agggeccate ggtetteccece ctggeaccet cctccaagag cacctetggg 420
ggcacagcgg ccctgggetg cctggtcaag gactacttcc ccgaaccggt gacggtgteg 480
tggaactcag gcgecctgac cageggegtg cacaccttee cggetgtect acagtectca 940
gegactctact ccctcagcag cgtggtgacc gtgecctcca gcagettggg cacccagacce 600
tacatctgea acgtgaatca caagcccage aacaccaagg tggacaagaa agttgagece 660
aaatcttgtg acaaaactca cacatgccca ccgtgeccag cacctgaact cctgggggga 720
ccgteagtet tcctetteee cccaaaacce aaggacacce tcatgatctce cecggaccecet 780
gaggtcacat gecgtggtggt ggacgtgage cacgaagacc ctgaggtcaa gttcaactgg 840
tacgtggacg gegtggaggt gecataatgee aagacaaage cgegggagga geagtacgge 900
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agcacgtacc gtgtggtcag cgtecctcace gteectgeace aggactgget gaatggeaag 960
gagtacaagt gcaaggtctc caacaaagcc ctcccagecce ccatcgagaa aaccatctcc 1020
aaagccaaag ggcagecccg agaaccacag gtgtacacce tgecceccatc ccgggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatee cagegacatce 1140
geegtggagt gggagageaa tgggeagecg gagaacaact acaagaccac gectecegtg 1200
ctggactceg acggetecett cttectetat agecaagetca ccgtggacaa gageaggtgg 1260
cagcagggga acgtcttete atgetecegtg atgecatgagg ctctgeacaa ccactacacg 1320
cagaagagcce tctecctgte tcegggtaaa 1350
<210> 59
<211> 1350
<212> DNA
213> NTJF%

[0066]

2200
221> Ry
223> /R NLIRHIHGER: & i)

HC-38 Z % HIR”
<400> 59
caagttcagt tggtggagtc tggagecgaa gtagtaaage caggagettc agtgaaagtce 60
tcttgtaaag caagtggatt cacgtttage cgetttgeca tgecattggegt geggcaaget 120
cceggteagg ggttggagtg gatgggagtt attagetatg acgggggecaa taagtactac 180
geecgagtetg ttaagggtcg ggtcacaatg acacgggaca cctcaaccag tacactctat 240
atggaactgt ctagecctgag atccgaggac accgetgtgt attattgege tagggggtac 300
gatgtattga cgggttatce tgattactgg gggcagggega cactcgtaac cgtetctagt 360
gcectecgacga aggggecgte cgtattteeg cttgegecet cgtegaagte aactteggga 420
ggegaccgege cacttggetg tettgtcaaa gattacttce ctgagecagt gacagtcage 480
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tggaattccg gtgecctcac gtcaggagta catacattcc ctgeggtatt gecagtcectcec 540
ggactctact ccctgtegte ggtggtaacg gtgeccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgeg acaagaccca cacatgtcct ccgtgececg cacccgaget gttgggagga 720
cccteggtgt ttttgtttee tcccaagecca aaggacacgt tgatgatttc gegecactcca 780
gaggtcacgt gtgtagtegt ggacgtgtca catgaggacce ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgcc aaaacaaagc cgtgcgaaga acagtacggg 900
tcaacgtata ggtgegtcag cgtectcact gtgetgecace aagactgget caatggtaaa 960
gaatacaagt gcaaggtgtc gaacaaggecc ctccctgeee ctatcgagaa aaccatctee 1020
aaagcgaagg ggecagecgeg agaaccccaa gtetacacge tgecgeccte gegggaggaa 1080
atgaccaaaa accaggtgtc gettacgtgt cttgtgaaag ggttctatce atcagatate 1140

[0067]
geggtegagt gggagtegaa cggecageec gaaaacaatt acaaaacaac acctecggte 1200
ctcgattcag atggaagett cttettgtat tcgaagetga ccgtegataa gtcaaggtgg 1260
caacagggaa atgtgttcte gtgetcagtg atgeacgagg ctctgeataa ccactatacg 1320
cagaaatcat tgtcgectcag ccceggtaaa 1350
<210> 60
<211> 1338
<212> DNA
<213> ANTF5
2200
221> kyE
223> /{ER=" NLIPAdiR: & i)

HC-39 Z A% HR”
<400> 60
caggtgcage tggtggagtc tgggggagge gtggtecage ctgggaggte cctgegacte 60
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tcectgtgeag cetetggatt caccttcagt cgetatgeca tgecactgggt ccgecagget 120
tcaggcaagg ggctggagty ggtggeagtt atatcatatg atggaagtaa taaatactat 180
gecagactccg tgaagggecg attcaccatc tccagagaca attccaagaa caccctgtat 240
ctgectaatga gecagectgag agetgaggac acggetgtgt tttactgtge gagaggatac 300
gatattttga ctggttaccc cgactactgg ggccagggaa ccctggtcac cgtectectea 360
gctageacca agggeecate ggtettecee ctggegeeet getccaggag cacctecgag 420
agcacagcgg ccctgggetg cectggtcaag gactacttcece ccgaaccggt gacggtgtceg 480
tggaactcag gegetctgac cageggegtg cacaccttee cagetgteet acagtecteca 540
ggactctact ccctcagecag cgtggtgace gtgeccecctceca gecaacttcgg cacccagacce 600
tacacctgea acgtagatca caagcccage aacaccaagg tggacaagac agttgagege 660
aaatgttgtg tcgagtgeece accgtgecca gecaccacctg tggecaggacce gtcagtettce 720

[0068]
ctettececee caaaacccaa ggacacccte atgatctcee ggaccectga ggtcacgtge 780
gteggtgetegeg acgtgageeca cgaagaccce gaggtccagt tcaactggta cgtggacgge 840
gtggaggtge ataatgecaa gacaaagcca cgggaggage agttcaacag cacgtteegt 900
gteggtcageg tcctcaccgt tgtgecaccag gactggetga acggecaagga gtacaagtge 960
aaggtcteca acaaaggect cccageccce atcgagaaaa ccatctccaa aaccaaaggg 1020
cagccccgag aaccacaggt gtacaccctg cccccatcce gggaggagat gaccaagaac 1080
caggtcagee tgacctgect ggtcaaagge ttctacccca gegacatcge cgtggagtgg 1140
gagagcaatg ggcagecgga gaacaactac aagaccacac ctcccatget ggactccgac 1200
gegctecttet tectetacag caagetcace gtggacaaga geaggtggea geaggggaac 1260
gtetteteat getccgtgat geatgagget ctgecacaace actacacgea gaagagecte 1320
tecetgtete cgggtaaa 1338
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210> 61
211> 1350
<212> DNA
213> NP5
220>
221> s
223> /1R ALPAIRHER: & )
HC-40 Z % HER”
<400> 61
caggtegcage tggtggagtc tgggggagec gtggtecage ctgggaggte cctgegacte 60
tcctgtgeag cctetggatt caccttcagt cgetatgeca tgecactgggt ccgecagget 120
tcaggecaagg ggetggagtg ggtggeagtt atatcatatg atggaagtaa taaatactat 180
geagactecg tgaagggecg attcaccate tccagagaca attccaagaa cacccetgtat 240
ctgetaatga geagectgag agetgaggac acggetgtegt tttactgtge gagaggatac 300
[0069]
gatattttga ctggttaccc cgactactgg ggccagggaa ccctggtecac cgtctectea 360
gectecacca agggeccate ggtettecee ctggeaccet cctcecaagag cacctetggg 420
ggeacagegg ccetgggetg cetggteaag gactacttee ccgaaccggt gacggtgteg 480
tggaactcag gegecctgac cageggegtg cacaccttee cggetgtect acagtectcea 940
ggactctact ccectecageag cgtggtgace gtgeccteca geagettggg cacccagace 600
tacatctgea acgtgaatca caagcccage aacaccaagg tggacaagaa agttgagecc 660
aaatcttgtg acaaaactca cacatgeccca ccgtgeccag cacctgaact cctgggggga 720
ccgtecagtet tectetteee cccaaaacce aaggacacce tcatgatcte ccggaccecet 780
gaggtcacat gegtggtggt ggacgtgage cacgaagacce ctgaggtcaa gttcaactgg 840
tacgtggacg gegtggaggt geataatgec aagacaaage cgegggagga geagtacgge 900
agcacgtacc gtgtggtecag cgtecteace gtecetgeace aggactgget gaatggeaag 960
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gagtacaagt gcaaggtctc caacaaagcc ctcccagecce ccatcgagaa aaccatctec 1020
aaagccaaag ggcagecccg agaaccacag gtgtacacce tgecceccatc cegggaggag 1080
atgaccaaga accaggtcag cctgacctge ctggtcaaag gettctatee cagegacatce 1140
geegtggagt gggagageaa tgggeagecg gagaacaact acaagaccac gecteccgtg 1200
ctggactceg acggeteectt cttectetat agecaagetca ccgtggacaa gageaggtgg 1260
cagcagggga acgtcttete atgeteegtg atgeatgagg ctctgeacaa ccactacacg 1320
cagaagagcce tctecctgte tcegggtaaa 1350
<2100 62
<211> 1350
<212> DNA
213> NTJ¥3
2200

[0070]  <221> K
223> /HER=" N LIRHIHGER: & i

HC-41 Z %R

<400> 62

caggtgcage tggtggagtc tgggggagege gtggtecage ctgggaggtc cctgegacte 60
tcctgtgeag cetetggatt caccttcagt cgetatgeca tgcactgggt ccgecagget 120
tcaggecaagg ggetggagtg ggtggeagtt atatcatatg atggaagtaa taaatactat 180
geagactccg tgaagggccg attcaccatc tccagagaca attccaagaa caccctgtat 240
ctgetaatga geagectgag agetgaggac acggetgtgt tttactgtge gagaggatac 300
gatattttga ctggttacce cgactactgg ggecagggaa ccctggtcac cgtetecteca 360
geetegacga aggggeegte cgtattteeg cttgegeeet cgtegaagte aactteggga 420
ggegaccgege cacttggetg tettgtcaaa gattacttce ctgagecagt gacagtcage 480
tggaattceg gtgecctceac gtcaggagta catacattce ctgeggtatt geagtectee 940

177



FF

5l %=

CN 105143267 B 71/348 71
ggactctact ccctgtegtc ggtggtaacg gtgecccaget ccagettggg gacccagacg 600
tacatttgta acgtgaatca caaaccaagc aatactaagg tagataagaa agtagaaccg 660
aagagctgeg acaagaccca cacatgtcct ccgtgecceg caccegaget gttgggagga 720
cccteggtgt ttttgtttee tcccaagecca aaggacacgt tgatgatttc gecgcactcca 780
gaggtcacgt gtgtagtcgt ggacgtgtca catgaggacc ccgaggtaaa gttcaattgg 840
tatgtggacg gagtcgaggt ccataacgcc aaaacaaagce cgtgcgaaga acagtacggg 900
tcaacgtata ggtgegtcag cgtcctcact gtgetgeace aagactgget caatggtaaa 960
gaatacaagt gcaaggtgtc gaacaaggec ctccctgece ctatcgagaa aaccatctce 1020
aaagcgaagg ggcagecgeg agaaccccaa gtcetacacge tgecgecctce gegggaggaa 1080
atgaccaaaa accaggtgtc gettacgtgt cttgtgaaag ggttctatcce atcagatatc 1140
geggtegagt gggagtegaa cggecagece gaaaacaatt acaaaacaac acctccggte 1200

[0071]
ctcgattcag atggaagett cttettgtat tcgaagetga ccgtcgataa gtcaaggtgg 1260
caacagggaa atgtgttcte gtgetcagtg atgecacgagg ctctgeataa ccactatacg 1320
cagaaatcat tgtcgctcag ccccggtaaa 1350
210> 63
211> 1347
<212> DNA
213> N3
2200
221> k¥
223> /HER=" N LIFFIRHA: & i)

HC-42 Z A% T IR”
<400> 63
caggttcage tggtgecagte tggagetgag gtgaagaage ctggggecte agtgaaggte 60
tcctgecaagg cttctggtta cacctttace agetatggta tcagetgget gegacaggece 120
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cctggacaag ggettgagtyg gatgggatgeg atcaacgett acaatggtca cacaaactat 180
gecacagacgt tccagggcag agtcaccatg accacagaca catccacgag cacagcectac 240
atggagctga ggagectgag atctgacgac acggecgtgt attactgtge gaggegaactg 300
gaactacget ccttctatta cttecggtatg gacgtctgegg geccaagggac cacggtecece 360
gtctctagtg cctecaccaa gggeccatcg gtetteccee tggegeecetg ctecaggage 420
acctccgaga geacagegge cctgggetge ctggteaagg actacttecee cgaaccggtg 480
acggtgtcgt ggaactcagg cgetctgace ageggegtge acaccttcecee agetgtecta 540
cagtcctcag gactctactc cctcagecage gtggtgaccg tgecctccag caacticgge 600
acccagacct acacctgcaa cgtagatcac aagcccagea acaccaaggt ggacaagaca 660
gttgagegea aatgttgtgt cgagtgececa ccgtgeecag caccacctgt ggecaggacceg 720

[0072] tcagtcttee tcttccccec aaaacccaag gacaccctca tgatctceccecg gacccctgag 780
gtcacgtgeg tggtggtgga cgtgagecac gaagacccecg aggtceccagtt caactggtac 840
gtggacggeg tggaggtgea taatgecaag acaaagecac gggaggagea gttcaacage 900
acgttcegtg tggtecagegt cctecaccgtt gtgeaccagg actggetgaa cggeaaggag 960
tacaagtgca aggtctccaa caaaggectc ccagecccca tcgagaaaac catctccaaa 1020
accaaaggge agccccgaga accacaggtlg tacacccetge ccccatcceg ggaggagatg 1080
accaagaacc aggtcagect gacctgecetg gtcaaagget tctaccccag cgacatcgec 1140
gtggagtggg agagecaatgg geagecggag aacaactaca agaccacacce tcccatgetg 1200
gactcegacg geteettett cectetacage aagetcaccg tggacaagag caggtggeag 1260
caggggaacg tcttctecatg ctecgtgatg catgaggete tgeacaacca ctacacgeag 1320
aagagccetet ceetgtetee gggtaaa 1347
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210> 64
211> 1347
<212> DNA
213> NTR%
220>
221> FyE
223> /HR=" N TIFFIHNE: &

HC-43 Z %1 R”

<400> 64
caggttcage tggtgeagtc tggagetgaa glgaagaage ctggggectc agtgaaggte 60
tcetgeaagg cttetggtta cacctttace agetatggta tcagctgggt gegacaggee 120
cctggacaag ggcttgagtg gatgggatgg atcaacgett acaatggtca cacaaactat 180
gcacagacgt tccagggeag agtcaccatg accacagaca catccacgag cacagectac 240
atggaactga ggagcctgag atctgacgac acggeecgtgt attactgtge gagggaactg 300

[0073] gaactacget ccttectatta ctteggtatg gacgtetgge gecaagggac cacggteace 360
gtetctagtg cctecaccaa gggeccateg gtetteecee tggegeectg ctecaggage 4120
acctccgaga gecacagcgge cctgggetge ctggtcaagg actacttece cgaaceggtg 480
acggtgtegt ggaactcagg cgctctgace ageggegtge acaccttece agetgtecta 540
cagtcctcag gactctactc cctcagecage gtggtgaccg tgecctccag caacttcgge 600
acccagacct acacctgcaa cgtagatcac aagcccagca acaccaaggt ggacaagaca 660
gttgagegea aatgttgtgt cgagtgecca ccgtgeccag caccacctgt ggeaggacceg 720
tcagtcttee tecttececee aaaacccaag gacaccctca tgatctcceg gaccectgag 780
gtcacgtgeg tggtggtgga cgtgagecac gaagacceceg aggtecagtt caactggtac 840
gtggacggeg tggaggtgea taatgecaag acaaagecac gggaggagea gttcaacage 900
acgttecegtg tggtecagegt cctcaccgtt gtgecaccagg actggetgaa cggeaaggag 960
tacaagtgca aggtctccaa caaaggectc ccagececcca tcgagaaaac catctccaaa 1020
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accaaaggge agecccgaga accacaggtg tacaccctge ccccatcceg ggaggagatg 1080
accaagaacc aggtcagcect gacctgectg gtcaaagget tctaccccag cgacatecgec 1140
gtggagtggg agagcaatgg geagecggag aacaactaca agaccacacc tcccatgetg 1200
gactccgacg geteccttett cctctacage aagetcaccg tggacaagag caggtggeag 1260
caggggaacg tcttctcatg ctecegtgatg catgaggete tgcacaacca ctacacgceag 1320
aagagcctct ccctgtetee gggtaaa 1347
<210> 65
211> 1341
<212> DNA
213> NTR3
220>
221> fyH
223> /{ER=" N LSRR : & i)

[0074] HC-44 Z R HIR”
<400> 65
caggttcage tggtgecagtc tggagctgag gtgaagaagt ctggggectce tttgaaggtce 60
tcctgeaagg cttetggtta catttttace cgetatggtg tcagetgggt gegacaggec 120
cctggacaag ggettgagtg gatgegegatge atcaccactt acaatggtaa cacaaactat 180
geacagaage tccagggceag agtcaccatg accatagaca catccacgag cacagectac 240
atggaactga gaagcctcag atctgacgac acggecgtgt attactgtge gagaagagtg 300
cggtatagtg ggggetacte gtttgacaac tggggecagg gaacccetggt caccgtetet 360
agtgccteca ccaagggece atcggtettc ccectggege cetgeteccag gageacctce 420
gagagcacag cggecctggg ctgeetggte aaggactact tccccgaacce ggtgacggtg 480
tcgtggaact caggegetet gaccagegge gtgeacacct tcccagetgt cetacagtec 540
tcaggactet actccctcag cagegtggtg accgtgecet ccagecaactt cggeacccag 600
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acctacacct gcaacgtaga tcacaagccc agcaacacca aggtggacaa gacagttgag 660
cgcaaatgtt gtgtcgagtg cccaccgtge ccagecaccac ctgtggecagg accgtecagtce 720
ttectettee ccccaaaace caaggacace ctcatgatct cccggaccee tgaggteacg 780
tgegtggtgeg tggacgtgag ccacgaagac cccgaggtece agttcaactg gtacgtggac 840
ggegtggage tgecataatge caagacaaag ccacgggagg ageagttcaa cageacgtte 900
cgtgtggteca gegtectcac cgttgtgeac caggactgge tgaacggcaa ggagtacaag 960
tgcaaggtct ccaacaaagg cctcecagee cccatcgaga aaaccatctc caaaaccaaa 1020
gggcagecce gagaaccaca ggtgtacacc ctgecceccat cccgggagega gatgaccaag 1080
aaccaggteca geetgacetg cetggteaaa ggettetace ccagegacat cgeegtggag 1140
tgggagagea atgggcagee ggagaacaac tacaagacca cacctcccat getggactece 1200
gacggetect tettecteta cagcaagete accgtggaca agageagglg geageaggge 1260

[0075]
aacgtcttet catgectecegt gatgecatgag getctgeaca accactacac gecagaagagce 1320
ctecteectgt cteegggtaa a 1341
<210> 66
211> 1341
<212> DNA
213> N4
220>
221> fyF
223> /YRR NLIPA A : A i

HC-45 Z % HR”
<400> 66
caggttcage tggtgcagtc tggagetgag gtgaagaagt ctggeggecte tttgaaggte 60
tcctgecaagg cttetggtta catttttace cgetatggtg tcagetgggt gegacaggee 120
cctggacaag ggettgagte gatgeggatgg atcaccactt acaatggtaa tacaaactat 180
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gcacagaage tccagggcag agtcaccatg accacagaca catccacgag cacagcectac 240
atggaactga ggagcctcag atctgacgac acggeegtgt attactgtge gagaagagtg 300
cggtacagtg ggggetacte gtttgacaac tggggecagg gaacccetggt caccgtetet 360
agtgcctceca ccaagggecce atcggtette ccecetggege cctgetccag gagecacctcee 420
gagagcacag cggccctggg ctgeetggte aaggactact tccccgaace ggtgacggtg 480
tcgtggaact caggcecgetcet gaccagcgge gtgcacacct tcccagetgt cctacagtcece 540
tcaggactct actccctcag cagegtggtg accgtgecet ccageaactt cggeacccag 600
acctacacct gcaacgtaga tcacaagccc agcaacacca aggtggacaa gacagttgag 660
cgecaaatgtt gtgtecgagtg cccaccgtge ccageaccac ctgtggeagg accgtcagte 720
ttecctettee ccccaaaacce caaggacacc ctcatgatct cccggacccece tgaggtcacg 780
tgegtggtgg tggacgtgag ccacgaagac cccgaggtee agttcaactg gtacgtggac 840

[0076]
ggegtggagg tgeataatge caagacaaag ccacgggagg agecagttcaa cageacgtte 900
cgtgtggtca gegteetecac cgttgtgeac caggactgge tgaacggcaa ggagtacaag 960
tgecaaggtet ccaacaaagg cctcccagcece cccatcgaga aaaccatctc caaaaccaaa 1020
gggeageeee gagaaccaca ggtgtacacce ctgeccccat cccgggagga gatgaccaag 1080
aaccaggtca gectgacctg cctggtcaaa ggettetace ccagegacat cgecgtggag 1140
tgggagagea atgggeagee ggagaacaac tacaagacca cacctcccat getggactece 1200
gacggeteet tettecteta cageaagetce accgtggaca agageaggtg geagcagggg 1260
aacgtcttet catgetcegt gatgeatgag getetgecaca accactacac geagaagage 1320
cteteeetgt ctecgggtaa a 1341
210> 67
211> 1341
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<212> DNA
<213> NLFF%
L2200
<221> KR
223> /TER=" NLFRFIHHR: & )

HC-46 Z K% 1T IR

<400> 67
caggttcage tggtgeagte tggagetgag glgaagaagt ctggggecte tttgaaggte 60
tcetgeaagg cttetggtta catttttace cgetatggtyg tcagetgggt gegacaggee 120
cctggacaag ggcttgagtg gatgggatgg atcaccactt acaatggtaa tacaaactat 180
gcacagaaac tccagggceag agtcaccatg accacagaca catccacgaa cacagectac 240
atggaactga ggagcctcag atctgacgac acggecgtgt attactgtge gagaagagtg 300
cggtatagtg ggggetacte gtttgacaac tggggccagg gaaccctggt caccgtetet 360

(00771 agtgccteca ccaagggece atcggtette ccecctggege cetgetecag gagecacctec 420
gagagcacag cggecctggg ctgeetggte aaggactact tccccgaace ggtgacggtg 180
tcgtggaact caggegetet gaccagegge gtgcacacct tcccagetgt cctacagtee 540
tcaggactct actccctcag cagegtggtg accgtgeect ccagcaactt cggeacccag 600
acctacacct gcaacgtaga tcacaagccc agcaacacca aggtggacaa gacagttgag 660
cgcaaatgtt gtgtcgagtg cccaccgtge ccagecaccac ctgtggeagg accgtcagte 720
tteetettee ccccaaaace caaggacacce ctcatgatct cceggaccee tgaggtcacg 780
tgegtggtge tggacgtgag ccacgaagac cccgaggtee agttcaactg gtacgtggac 840
ggegtggagg tgeataatge caagacaaag ccacgggagg ageagttcaa cagcacgtte 900
cgtgtggteca gegtecteac cgttgtgeac caggactgge tgaacggeaa ggagtacaag 960
tgecaaggtet ccaacaaagg cctcccagee cccatcgaga aaaccatctc caaaaccaaa 1020
gggcageeee gagaaccaca ggtgtacace ctgeccceat cccgggagga gatgaccaag 1080
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aaccaggtca gectgacctg cctggtcaaa ggettetace ccagegacat cgecgtggag 1140
tgggagagea atgggeagee ggagaacaac tacaagacca cacctcccat getggactece 1200
gacggetect tettecetcta cageaagete accgtggaca agageaggtg geagcaggge 1260
aacgtcttet catgetcegt gatgecatgag getetgecaca accactacac gecagaagage 1320
ctctecetgt ctecgggtaa a 1341
210> 68
211> 1332
<212> DNA
213> N3
220>
221> fyF
223> /{ERE" N LIPS HER: & R

HC-47 Z %R

[0078] <400> 68
caggtgeage tgeaggagte gggeccagga ctggtgaage ctteggagac cectgteccte 60
acctgecactg tctetggtgg cteccatcagt agttactact ggagetggat ccggeagece 120
geegggaagg gactggaatg gattgeggegt atctatacca gtgggageac caactacaac 180
ccetecctea agagtegagt caccatgtca ataggeacgt ccaagaacca gttcetecetg 240
aagctgaget ctgtgaccge cgeggacacg geegtgtatt actgtgegat tattgeatet 300
cgtggetggt acttegatet ctggggeegt ggeaccetgg tcaccgtete tagtgectece 360
accaagggce categgtctt ccceetggeg ccetgeteca ggageaccte cgagageaca 420
geggeeetgg getgeetggt caaggactac ttcecccgaac cggtgacggt gtegtggaac 480
tcaggegete tgaccagegg cgtgeacace ttcccagetg tcctacagte ctcaggacte 540
tactcecctea geagegtggt gaccgtgeee tccageaact tcggeaccca gacctacacce 600
tgcaacgtag atcacaagce cagcaacacc aaggtggaca agacagttga gegecaaatgt 660
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tgtgtcgagt geccaccgtg cccagecacca cctgtggeag gaccgtcagt cttectette 720
ccceccaaaac ccaaggacac cctcatgate tcceggacce ctgaggtcac gtgegtggtg 780
gtggacgtga gccacgaaga ccccgaggtc cagttcaact ggtacgtgga cggegtggag 840
gtgecataatg ccaagacaaa gecacgggag gageagttca acageacgtt cegtgtggte 900
agcgtecteca cecgttgtgea ccaggactgg ctgaacggeca aggagtacaa gtgcaaggtc 960
tccaacaaag gectcccage ccccatcgag aaaaccatct ccaaaaccaa agggeagece 1020
cgagaaccac aggtgtacac cctgccccca tccecgggagg agatgaccaa gaaccaggtc 1080
agcctgacct geetggtcaa aggettctac cccagegaca tcgecgtgga gtgggagage 1140
aatgggecage cggagaacaa ctacaagacc acacctccca tgetggactc cgacggetcee 1200
ttettectet acageaaget caccgtggac aagageaggl ggcageaggg gaacgtette 1260
tcatgeteeg tgatgecatga ggetetgeac aaccactaca cgecagaagag cctetceetg 1320

[0079]
tcteegggta aa 1332
<210> 69
<211> 1335
<212> DNA
213> AN TLF41
220>
221> kyF
223> /YRR NLIRA IR A R

HC-48 Z A% HR”
<400> 69
caggtgcage tgcaggagtic gggcccagga ctggtgaage cttcacagac cctgteccte 60
acctgcactg tctctggtgg ctccatcage agtggtggtt actactggag ctggatecge 120
cagcacccag ggaagggcct ggagtggatt gggtacatct attacagtgg gaacacctac 180
tacaacccgt ccctcaagag tcgagttace atatcaggag acacgtctaa gaaccagttc 240
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tceectgaage tgaggtctgt gactgecgeg gacacggeceg tgtattactg tgegagagga 300
ggagcagcetc geggtatgga cgtetgggee caagggacca cggteaccgt ctctagtgece 360
tccaccaagg geccateggt cttececetg gegeectget ccaggageac cteecgagage 420
acagcggece tgggetgeet ggtcaaggac tacttccccg aaccggtgac ggtgtegtgg 480
aactcaggeg ctctgaccag cggegtgeac acctteccag ctgtectaca gtectcagga 540
ctctactcce tcagcagegt ggtgaccgtg ccctccagea acttcggecac ccagacctac 600
acctgecaacg tagatcacaa gceccagcaac accaaggtgg acaagacagt tgagegcaaa 660
tgttgtgtcg agtgeccace gtgeccagea ccacctgtgg caggaccgtc agtctteete 720
tteeccccaa aacccaagga caccctecatg atctecegga cecetgaggt cacgtgegtg 780
gtggtggacg tgagccacga agaccccgag gtccagttca actggtacgt ggacggcgtg 840
gaggtgeata atgecaagac aaagccacgg gaggageagt tcaacageac gtteegtgtg 900

[0080]
gtecagegtee tcaccgttgt geaccaggac tggetgaacg gecaaggagta caagtgcaag 960
gtctccaaca aaggectcce ageecccatc gagaaaacca tctccaaaac caaagggceag 1020
cccegagaac cacaggtgta caccctgece ccatcccggg aggagatgac caagaaccag 1080
gtcageetga cctgectggt caaaggette taccccageg acatcgecgt ggagtgggag 1140
agcaatggge agccggagaa caactacaag accacacctc ccatgetgga ctecegacgge 1200
tccttettee tctacagecaa getcaccgtg gacaagagea ggtggeagea ggggaacgtce 1260
ttctecatget ccgtgatgea tgaggetetg cacaaccact acacgecagaa gagectctece 1320
ctgteteecgg gtaaa 1335
210> 70
211> 1347
<212> DNA

213> ANTFF
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2200
221> kP
223> /IEBE" N LIPS R : & )
HC-49 Z %11 IR”
<400> 70
caggtacage tgcagcagtc aggtccagga ctggtgaage cctcgecagac cctectecactce 60
acctgtgeca tctecgggga cagtgtetet agcaacagtg ctgettggaa ctggatcagg 120
cagtcccecat cgagaggect tgagtggetg ggaaggacat actacaggtc caggtggtat 180
aatgattatg cagtatctgt gaaaagtcga ataaccatca acccagacac atccaagaac 240
cagttctcece tgecagetgaa ctctgtgact cccgaggaca cggetgtgta ttactgtgea 300
agaggggtet tttatageaa aggtgetttt gatatetggg gecaagggae aatggteace 360
gtctetagtg ccteccaccaa gggcccatcg gtectteccee tggegccctg cteccaggage 420
acctccgaga gecacagcgge cctgggetge ctggtcaagg actacttecc cgaaccggtg 480
[0081]
acggtgtcgt ggaactcagg cgetctgace agcggegtge acaccttecee agetgtecta 540
cagtcctcag gactctacte cctcageage gtggtgaccg tgecctcecag caacttegge 600
acccagaccl acacclgecaa cglagalcac aageccagea acaccaaggl ggacaagaca 660
gttgagegea aatgttgtgt cgagtgecca ccgtgeccag caccacctgt ggeaggaccg 720
tcagtcttce tecttcccecee aaaacccaag gacaccctca tgatctcccg gacccctgag 780
gtcacgtgeg tggtggtgga cgtgagecac gaagaccccg aggtccagtt caactggtac 840
gtggacggeg tggaggtgea taatgccaag acaaagecac gggaggagea gttcaacage 900
acgttcegtg tggtcagegt cctcaccgtt gtgecaccagg actggetgaa cggeaaggag 960
tacaagtgeca aggtctccaa caaaggectc ccagecccca tcgagaaaac catctccaaa 1020
accaaaggge agecccegaga accacaggtg tacaccctge ccccatcecg ggaggagatg 1080
accaagaacc aggtcagcect gacctgectg gtcaaagget tctaccccag cgacatcgec 1140

188



FF

5l %=

CN 105143267 B 82/348 T
gtggagtgegg agagcaatgg geagecggag aacaactaca agaccacacce tcccatgetg 1200
gactccgacg getccttett cetectacage aagetcaccg tggacaagag caggtggeag 1260
caggggaacg tcttctcatg ctecegtgatg catgaggetc tgcacaacca ctacacgeag 1320
aagagcctet ccetgtetee gggtaaa 1347
2100 71
<211> 1335
<212> DNA
213> ANTLR3
2200
221> Ry
223> /FER=" N LIFFIRHIGE: & i

HC-50 Z &% IR
<400> 71
caggtgecage tgcaggagtc gggeccagga ctggtgaage cttcacagac cetgteccte 60

[0082]
acctgcactg tctectggtgeg cteccatcage cgtggtggtt actactggag ctggatccge 120
cagcacccag ggaagggect ggagtggatt gggtacatat attacagtgg gaatacctac 180
tacaacccgt ccclcaagag tcgagttalc atatcaggag acacgtctaa gaaccagcetc 240
tcectgaage tgaggtetgt gactgecgeg gacacggeeg tgtattattg tgegagagga 300
ggagcagetc geggtatgega cgtetgggee caagggacca cggtecaccgt ctctagtgee 360
tccaccaagg geccateggt ctteccceetg gegeecetget ccaggageac ctcecgagage 420
acagcggece tgggctgect ggtcaaggac tacttccccg aaccggtgac ggtgtegtgg 480
aactcaggeg ctctgaccag cggegtgeac accttceccag ctgtectaca gtectcagga 940
ctctactcee tcageagegt ggtgaccgtg cectecagea acttcggeac ccagacctac 600
acctgcaacg tagatcacaa geccagecaac accaaggtgg acaagacagt tgagegcaaa 660
tgttgtgteg agtgeccace gtgeccagea ccaccetgtgg caggaccgte agtcttecte 720
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ttcecececcaa aacccaagga caccctcatg atctcecccgga cccetgaggt cacgtgegtg 780
gtggtggacg tgagccacga agaccccegag gtccagttca actggtacgt ggacggegtyg 840
gaggtgecata atgccaagac aaagccacgg gaggagcagt tcaacagcac gttceegtgtg 900
gtcagegtee tcaccgttgt gecaccaggac tggetgaacg gcaaggagta caagtgcaag 960
gtcteccaaca aaggectecee ageccccatc gagaaaacca tctccaaaac caaagggcag 1020
cceccgagaac cacaggtgta caccetgece ccatcccggg aggagatgac caagaaccag 1080
gtcageetga cctgeectggt caaaggettc taccccageg acatcgecegt ggagtgggag 1140
agcaatggge agccggagaa caactacaag accacacctc ccatgetgga ctcegacgge 1200
tecettettee tctacageaa getcaccgtg gacaagagea ggtggeagea ggggaacgte 1260
ttetecatget ccgtgatgea tgaggetcetg cacaaccact acacgcagaa gageetctee 1320
ctgtcteegg gtaaa 1335

[0083]

2100 72
<211> 1335
<212> DNA
213> N3
2200
221> K
223> /R NLIFFIRHIE: & B

HC-51 Z % HIR”
<400> 72
caggtgecage tgcaggagtc gggeccagga ctggtgaage cttcacagac cctgteccte 60
acctgcactg tctectggtge cteccatcage agtggtggtt actactggag ctggatcege 120
cagcacccag ggaagggect ggagtggatt gggtacatct attacagtgg gaacacctac 180
tacaacccgt ccctcaagag tcgagttace atatcaggag acacgtctaa gaaccagttc 240
tcectgaage tgaggtetgt gactgecgeg gacacggecg tgtattactg tacgagagga 300
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gegagcagete geggtatgga cgtetgggge caagggacca cggtcaccgt ctetagtgec 360
tccaccaagg geccatcggt cttececectg gegeectget ccaggagcecac ctceccgagagce 420
acageggeee tgggetgect ggtcaaggac tacttccceg aaccggtgac ggtgtegtgg 480
aactcaggeg ctctgaccag cggegtgeac accttcccag ctgtcectaca gtcctcagga 540
ctctactcee tcagcagegt ggtgaccgtg cccteccagea acttcggeac ccagacctac 600
acctgcaacg tagatcacaa gcccagcaac accaaggtgg acaagacagt tgagcgcaaa 660
tgttgtgteg agtgeccace gtgeccagea ccacctgtgg caggaccgtce agtcttecte 720
tteccecccaa aacccaagga caccctcatg atctcccgga cccectgaggt cacgtgegte 780
gtggtggacg tgagecacga agaccccgag gtccagttca actggtacgt ggacggegtg 840
gaggtgecata atgccaagac aaagccacgg gaggagecagt tcaacagcac gttecegtgtg 900
gtcagegtee tcacegttgt gecaccaggac tggetgaacg gecaaggagta caagtgecaag 960

[0084]
gtctccaaca aaggectccc agecccccatc gagaaaacca tctccaaaac caaagggcag 1020
ccecegagaac cacaggtgta caccctgeee ccatcccggg aggagatgac caagaaccag 1080
gtcageetga cetgectggt caaaggettce taccccageg acatcgeegt ggagtgggag 1140
agcaatggge agccggagaa caactacaag accacacctc ccatgetgga ctccgacgge 1200
tccttettee tctacageaa getcaccgtg gacaagagea ggtggeagea ggggaacgte 1260
ttctecatget cegtgatgea tgaggetcetg cacaaccact acacgceagaa gagectetcee 1320
ctgtetecgg gtaaa 1335
210> 73
211> 1347
{212> DNA

213> ATLFEA

220>
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221> k¥
223> /{ER=" NLIFHIMHA: &R

HC-52 Z % HR”

400> 73
caggtgecage tgcaggagtc gggeccagga ctggtgaage cttcacagac cctgteccte 60
acctgcactg tctctggtgg ctccatcage agtggtggtt actactggag ctggatcege 120
cagcacccag ggaagggeet ggagtggatt gggtacatct attacagtgg gaacacctac 180
tacaacccgt ccctcaagag tcgagttacc atatcaggag acacgtctaa gaaccagtte 240
tecetgaage tgaggtetgt gactgeegeg gacacggeceg tgtattactg tacgagagga 300
ggagcagete geggtatgga cgtetgggge caagggacca cggtcaccgt ctetagtgee 360
tccaccaagg geccateggt cttecececetg geaccceteet ccaagageac ctetggggge 420
acagcggeee tgggetgeet ggtcaaggac tacttccccg aaccggtgac ggtgtegtgg 480

[0085] aactcaggeg ccctgaccag cggegtgeac accttecegg ctgtectaca gtectcagga 540
ctectactcee tcageagegt ggtgacegtg cectcecagea gettgggeac ccagacctac 600
atctgecaacg tgaatcacaa geccagcaac accaaggtgg acaagaaagt tgagcccaaa 660
tcttgtgaca aaactcacac atgcccaccg tgeccageac ctgaactcect ggggggaccg 720
tcagtcttce tctteccccee aaaacccaag gacaccctca tgatctcceg gaccectgag 780
gtcacatgeg tggtggtgga cgtgagecac gaagaccctg aggtcaagtt caactggtac 840
gtggacggeg tggaggtgea taatgeccaag acaaagecge gggaggagea gtacggeage 900
acgtaccgtg tggtcagegt cctcaccgte ctgeaccagg actggetgaa tggcaaggag 960
tacaagtgca aggtctccaa caaagccctc ccagecceca tcgagaaaac catctccaaa 1020
gccaaaggge agecccgaga accacaggtg tacaccctge ccccatceeg ggaggagatg 1080
accaagaacc aggtcagect gacctgectg gtcaaagget tctatcccag cgacatcgec 1140
gtggagtgeg agagecaatgg geagecggag aacaactaca agaccacgece tceegtgetg 1200
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gactccgacg getecttett cetetatage aagetcaccg tggacaagag caggtggeag 1260
caggggaacg tcttctcatg ctccgtgatg catgaggetc tgcacaacca ctacacgceag 1320
aagagcctcet ccctgtetee gggtaaa 1347
210> 74
<211> 1335
<212> DNA
213> NTHH|
2200
221> KR
223> /IEB=" N LIPS R : & R

HC-53 Z % HMR”
<400> 74
caggtgecage tgcaggagtc gggcccagga ctggtgaage cttcacagac cctgteeccte 60
acctgcactg tctetggtgg ctccatcage agtggtggtt tctactggag ctggatccge 120

[0086]
cagcacccag ggaagggect ggagtggatt gggtacatct attacagtgg gaatacctac 180
tacaacccgt ccctcaagag tcgagttatc atatcaggag acacgtctaa gaaccagttce 240
tecectgaage tgagetetgl gacggccgeg gacacggecg tgtattaclg Lgeogagagga 300
ggagcagetc geggtatgga cgtetgggge caagggacca cggtcacegt ctetagtgee 360
tccaccaagg geccatcggt ctteccectg gegeectget ccaggageac ctccgagage 420
acageggeece tgggetgeet ggtcaaggac tactteccccg aaccggtgac ggtgtegtgg 480
aactcaggecg ctctgaccag cggecgtgeac accttcccag ctgtcctaca gtectcagga 540
ctetacteee tcageagegt ggtgaccgtg ccctecagea actteggeac ccagacctac 600
acctgcaacg tagatcacaa gcccagcaac accaaggtgg acaagacagt tgagcgcaaa 660
tgttgtgteg agtgeccace gtgeccagea ccacctgtgg caggaccgte agtcttecte 720
ttcececccaa aacccaagga caccctcatg atctccegga ccecctgaggt cacgtgegtg 780
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[0087]

gtggtggacg

gaggtgeata

gtcagegtcce

gtctccaaca

cccegagaac

gtcagectga

agcaatggge

LEELEELLEE

ttctcatget

ctgtetecgg

<210> 75

211> 214

<212> PRT

213>

<2200

221>
223>

KR

tgagccacga

atgccaagac

tcaccgttgt

aaggectecee

cacaggtgta

cctgeetggt

dgCCggagaa

tctacagecaa

cecgtgatgea

gtaaa

N3

LC-01 ZJik”

<400> 75

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser

1

Asp Arg Ile Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser

5

20

dgaCCCCEgag

aaagccacgg

geaccaggac

caccctgecce

caaaggcttc

caactacaag

getecaccegtg

tgaggetetg

gtccagttea

gaggagcagt

tggectgaacg

gagaaaacca

ccatceccggg

taccccageg

accacacctc

gacaagagca

cacaaccact

SR N TRFINHR: A i

10

5

actggtacgt

tcaacagcac

geaaggagta

tctccaaaac

aggagatgac

acatcgeegt

ccatgetgga

getggeagea

acacgcagaa

30

ggacggegtg

gttecgtgtg

caaglgecaag

caaagggeag

caagaaccag

ggagtgggag

ctcegacgge

ggeggaacgtc

gagcctetcece

Val Gly

15

Arg Tyr

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile

35

40

194
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840

900

960

1020

1080

1140

1200

1260

1320

1335
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[0088]

Tyr Ala Ala Ser

Ser

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

50

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn

210

Ser

Phe

Gly

Val

115

Ser

Gln T

Val

Leu

Arg

Gly

Ala T

Pro

100

Phe

Val

Thr

Thr

180

Val

Gly

Ser

Thr

Val

Lys

Leu

Thr

Leu

Phe

Cys

Val

150

Gln

Ser

His

Cys

Phe

Phe

Pro

Leu

135

Asp

Asp

Gln

Ser

Thr

Cys

s Val

Pro

120

Leu

Asn

Ser

s Ala

Gly
200

Gly Ile Pro

Leu

Asp

105

Ser

Asn

Lys

Asp

185

Leu

195

Thr

Gln

90

Asp

Asn

Leu

Asp

170

Tyr

Ser

Ser

Glu

Phe

Ser

Glu

Ser

Ser

60

Asn

Tyr

Gln

Tyr

140

Ser

Thr

Lys

Pro

Arg

Ser

Ser

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Phe

Leu

Pro

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Ser

Gln

Pro

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Gly

Pro

80

Phe

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser



CN 105143267 B ,?'._ §IJ %54 89/348 T
€210> 76
<211> 214
{212> PRT
213> NLF3
2200
221> K5
223> /{HEBE=" NLIFAIHE: & ki
LC-02 Z ik~
<400> 76
Glu Ile Val Leu Thr Gln Ser Pro Asp Phe Gln Ser Val Thr Pro Lys
| 5 10 15
Glu Lys Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Ser Ser
20 25 30
Leu His Trp Tyr Gln Gln Lys Pro Asp Gln Ser Pro Lys Leu Leu Ile
[0089] 35 40 45
Lys Tyr Ala Ser Gln Ser Leu Ser Gly Ile Pro Ser Arg Phe Ser Gly
50 55 60
Ser Gly Ser Gly Thr His Phe Thr Leu Thr Ile Asn Ser Leu Glu Ala
65 70 75 80
Glu Asp Ala Ala Thr Tyr Tyr Cys His Gln Ser Ser Arg Leu Pro Phe
85 90 95
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg Thr Val Ala Ala
100 105 110
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

196
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Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205

Phe Asn Arg Gly Glu Cys

210
[0090]

€B105 77

<211> 214
<212> PRT
213> NP5

220>

221> SkYE

223> /IEFER=" NTEFIRGER: HE
LC-03 Z ik~

<400> 77
Asp I1le Gln Leu Thr Gln Ser Pro Ser Phe Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Arg Ser
20 25 30

Leu His Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
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[0091]

Lys

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

Tyr

50

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn

35

Ala

Ser

Phe

Gly

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

Ser

Gly

Ala

Pro

100

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Gln Ser

Thr Glu
70

Thr Tyr
85

Gly Thr

Ile Phe

Val Cys

Lys Val
150

Glu Gln

165

Leu Ser

Thr His

Glu Cys

Leu

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

40

Ser

Thr

Cys

Val

Pro

120

Leu

Asn

Ala

Gly
200

Gly Val

Leu Thr

His Gln
90

Asp Ile
105

Ser Asp

Asn Asn

Ala Leu Gl

Lys Asp
170

Asp Tyr
186

Leu Ser

198

Pro

Ser

Lys

Glu

Phe

Ser

Glu

Ser

45

Ser Arg
60

Ser Ser

Ser Arg

Arg Thr

Gln Leu
125

Tyr Pro
140

Ser Gly

Thr Tyr S

Lys His

Pro Val
205

Phe

Leu

Leu

Val

110

Lys

Arg

Asn

Lys
190

Thr

Ser

Gln

Pro

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Gly

Pro

80

Phe

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser
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[0092]

210

210> 78

211> 214
212> PRT

213> A

220>

T4

221> K
223> /[{ER=" N LIFFIHIE: &
LC-04 ZHk”

<400> 78

Glu Ile

1

Glu Lys

eu His

Lys Tyr

Ser Gly

Glu Asp

Thr Phe

Pro Ser

Val Leu Thr Gln S

5

Val Thr Ile Thr
20

Trp Tyr His Gln
35

Ala Ser Gln Ser

Ser Gly Thr Asp
70

Ala Ala Thr Tyr
85

Gly Pro Gly Thr
100

Val Phe Ile Phe
115

Cys

Lys

Leu

55

Phe

Tyr

Lys

Pro

Pro Asp Phe
10

Arg Ala Ser
25

Pro Asp Gln
40

Ser Gly Val

Thr Leu Ile

Cys His Gln
90

Val Asp Ile
105

Pro Ser Asp
120

199

Gln

Gln

Ser

Pro

Ile

Ser

Lys

Glu

Ser

Ser

Pro

Ser

60

Asn

Ser

Arg

Gln

Val

Val

Lys

45

Arg

Ser

Arg

Thr

Leu
125

Thr

Gly

30

Leu

Phe

Leu

Leu

Val

110

Lys

Pro Lys

15

Arg Ser

Leu Ile

Ser Gly

Glu Ala

80

Pro Phe

95

Ala Ala

Ser Gly
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[0093]

Thr Ala Ser Val
130

Lys Val Gln Trp
145

Glu Ser Val Thr

Ser Thr Leu Thr
180

Ala Cys Glu Val

Phe Asn Arg Gly
210

210> 79
211> 214
<212> PRT
213> NP3

<2200
<221> RJ&

223> /B N L EFIRHIA:

Val

Lys

Glu

165

Leu

Thr

Glu

LC-05 ZJik”

<400> 79

Cys

Val

150

Gln

Ser

His

Cys

Leu Leu Asn Asn Phe Tyr

135

Asp

Asp

Lys

Gln

140

Asn Ala Leu Gln Ser

155

Ser Lys Asp Ser Thr

170

Ala Asp Tyr Glu Lys

185

Gly Leu Ser Ser Pro

200

F2357:0)

Pro

Gly

Tyr

His

Val
205

Arg Glu

Asn Ser

Ser Leu
175

Lys Val
190

Thr Lys

Ala

Gln

Ser

Tyr

Ser

Asp Ile Gln Leu Thr Gln Ser Pro Ser Phe Leu Ser Ala Ser Val Gly

1

5

10

15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Arg Ser

20

25

200

30
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[0094]

Leu

Lys T

Ser

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

His T

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Ser

Phe

Gly

Ser

Val

Leu

Tyr

a Ser

Gly

Ala T

Pro
100

Phe

Val

Trp

Thr

Thr

180

Val

Thr

Val

Lvs

Leu

Thr

Ser

Glu
70

Phe

Cys

Val

150

Ser

His

o
o @

Phe

Tyr

Pro

Leu

135

Asp

Asp

Lys

Gln

s Pro

40

Ser

Thr

Cys

s Val

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Gly Lys Ala

Leu

His

Asp

105

Ser

Asn

Lys

Asp

185

Leu

201

Val

Thr

Gln

90

Asp

Asn

Leu

Asp

170

Tyr

Ser

Pro

Ile

Ser

Lys

Glu

Phe

Ser

Glu

Ser

Pro

Ser

60

Ser

Ser

Arg

Gln

Tyr

140

Ser

Thr

Pro

Arg

Ser

Arg

Thr

Leu

125

Pro

Gly

Tyr

; His

Val
205

; Leu

Phe

Leu

Leu

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Leu

Ser

Gln

Pro

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Gly

Pro

80

Phe

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser
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Phe Asn Arg Gly Glu Cys
210
<210> 80
211> 214
<{212> PRT
213> NTLE%)
{2200
221> FKiF
223> /{ER=" NLFAIMHE: & R
L.C-06 % fik”
<400> 80
Asp Ile Gln Leu Thr Gln Ser Pro Ser Phe Leu Ser Ala Ser Val Gly
1 5 10 15
Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Arg Ser
[0095] 20 25 30
Leu His Trp Tyr His Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45
Lys Tyr Ala Ser Gln Ser Leu Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60
Ser Gly Ser Gly Thr Glu Phe Thr Leu Ile Ile Ser Ser Leu Gln Pro
65 70 5 80
Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Ser Ser Arg Leu Pro Phe
85 90 95
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg Thr Val Ala Ala
100 105 110

202
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Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala

130 135 140
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160
Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser

165 170 175
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205
[0096]

Phe Asn Arg Gly Glu Cys

210
210> 81
211> 214
<212> PRT
213> N3
220>
221> K
223> /{ER=" NTFAMER: & R

LC-07 Z k"

<400> 81

Glu Ile Val Leu Thr Gln Ser Pro Asp Phe Gln Ser Val Thr Pro Lys

1

5

10

15

Glu Lys Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Val Gly Arg Ser

203
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[0097]

Leu

Lys

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ala

His

Tyr

50

Gly

Asp

Phe

Ala

130

Val

Ser

Thr

Cys

Trp

35

Ala

Ser

Ala

Gly

Val

115

Ser

Gln

Val

Leu

Glu

20

Tyr

Ser

Gly

Ala

Pro

100

Phe

Val

Trp

Thr

Thr

180

Val

Gln

Gln

Thr

Thr

85

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Gln Lys

Ser Leu

55

Asp Phe
70

Tyr Tyr

Thr Lys

Phe Pro

Cys Leu

135

Val Asp

150

GIn Asp

Ser Lys

His Gln

Pro

40

Ser

Thr

Cys

Val

Pro

120

Leu

Asn

Ser

Ala

Gly

Asp

Gly

Leu

His

Asp

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Gln

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

Asp

170

Tyr

Ser

204

Ser

Pro

Ser

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Pro

Ser

60

Asn

Ser

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

Lys
45

Arg

Arg

Thr

Leu

125

Pro

Gly

Tyr

His

Val

30

Leu

Phe

Leu

Leu

Val

110

Lys

Asn

Ser

Lys

190

Thr

Leu

Ser

Glu

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Lys S

Ile

Gly

Ala

80

Phe

Ala

Gly

Ala

Gln

160

Ser

Tyr
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[0098]

195 200

Phe Asn Arg Gly Glu Cys
210

2100
211>
212>
{213>

220>

221>
<223>

<400>

82
214
PRT
AR5

> 3/
SR N TR A
LC-08 Z fik”

82

Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu

1

3] 10

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln

20 25

Leu His Trp Tyr Gln Gln Lys Pro Gly Gln Ala

35 40

Lys Tyr Ala Ser Gln Ser Leu Ser Gly Ile Pro

50

55

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile

65

70 75

Glu Asp Phe Ala Val Tyr Tyr Cys His Gln Ser

85 90

Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys

100 105

205

Ser Leu

Ser Val

Pro Arg
45

Ala Arg

60

Ser Ser

Ser Arg

Arg Thr

Ser

Gly

30

Leu

Phe

Leu

Leu

Val
110

Pro Gly
15

Arg Ser

Leu Ile

Ser Gly

Glu Pro
80

Pro Phe

95

Ala Ala
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Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140
Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
145 150 155 160
Glu Ser Yal Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190
[0099] Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205
Phe Asn Arg Gly Glu Cys
210
<210> 83
211> 214
<{212> PRT
213> ANLJ#3
{220>
221> K
223> /R NTIRHIMHGE: &k
LC-09 Z ik~

<400> 83
Glu Ile Yal Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

206
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[0100]

Glu

Leu

Lys T

Ser

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Arg

His T

Gly

Asp

Phe

Ser

Ala

Val

Ser

Thr

Ser

Phe

Val

Ser

Gln

Val

Leu

a Thr

20

Tyr

a Ser

Gly

Ala T

Gln

100

Phe

Val

Trp

Thr

Thr
180

Leu

Thr

Ile

Val

Lys

Glu

165

Leu

Ser

Ser

Asp
70

Phe

Cys

Val

Gln

Ser

Cys

Lys

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Arg

Pro

40

Ser

Thr

Cys

Val

Pro

120

Leu

Asn

Ser

Ala

Ala Ser Gln

Leu

His

Glu

105

Ser

Asn

Ala

Lys

Asp
185

Thr

Gln

90

Asp

Asn

Leu

Asp

170

Tyr

207

Ala

Pro

Ser

Glu

Phe

Ser

Glu

Ser

Pro

Asp

60

Ser

Ser

s Arg

Gln

Tyr

140

Ser

Thr

Lys

Val

Arg

Arg

Arg

Arg

Thr

Leu

125

Pro

Gly

Tyr

His

Gly

30

Leu

Phe

Leu

Leu

Val

110

Lys

Arg

Asn

Ser

Lys
190

Arg

Leu

Ser

Glu

Pro

Ala

Ser

Glu

Ser

Leu

175

Val

Ser

[le

Gly

Pro

80

Phe

Ala

Gly

Ala

Gln

Ser

Tyr
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[0101]

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser

195

Phe Asn Arg Gly Glu Cys

210

<210> 84
211> 214
<212> PRT
213> N3

<2200
<221> K&

200

223> /ER=" AN LFEH R : &
LC-10 Zfik”

<400> 84

Glu Ile Val Leu Thr Gln

1

Glu Lys Val Thr Ile Thr

20

Leu His Trp Tyr Gln Gln

35

Lys Tyr Ala Ser Gln Ser L

50

Ser Gly Ser Gly Thr Asp

Glu Asp Ala Ala Thr Tyr

5

85

70

Ser

Cys

Lys

n B
o @

Phe

Tyr

Pro

Arg

Pro

40

Ser

Thr

Cys

Asp Phe Gln Ser
10

Ala Ser Gln Ser

Asp Gln Ser Pro

Gly Val Pro Ser
60

Leu Thr Ile Asn
75

His Gln Ser Ser
90

208

205

Val Thr Pro Lys

15

[le Gly Arg Ser
30

Lys Leu Leu Phe

45

Arg Phe Ser Gly

Leu Glu Ala
80

Ser

Arg Leu Pro Phe
95
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[0102]

Thr

Pro

Thr

Lys

145

Glu

Ala

Phe

<210> 85

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Gly

Val
115

Ser

Gln

Val

Leu

Glu

195

Arg

211> 214
<212> PRT
213> ATF%

220>
221> RYE
223> /R NTRHIER: &5
LC-11 K"

<400> 85

Pro Gly Thr
100

Phe Ile Phe

Val Val Cys

Trp Lys Val
150

Thr Glu Gln
165

Thr Leu Ser
180

Val Thr His

Gly Glu Cys

Lys Val Asp Ile Lys Arg

Pro Pro
120

Leu Leu

135

Asp Asn

Asp Ser

Lyvs Ala

Gln Gly
200

105

Ser Asp

Asn Asn

Ala Leu

Lys Asp
170

Asp Tyr
185

Leu Ser

Glu

Phe

Gln

155

Ser

Glu

Ser

Gln

Tyr

140

Ser

Thr

Lys

Pro

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Val
110

Lys

Arg

Asn

Lys
190

Thr

Ala Ala

Ser Gly

Glu Ala

Ser Gln

160

Leu Ser
175

Val Tyr

Lys Ser

Asp 1le Gln Leu Thr Gln Ser Pro Ser Phe Leu Ser Ala Ser Val Gly

209
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[0103]

1

Asp

Leu

Lys

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Arg

His

Tyr

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Val

35

Ala

Ser

Phe

Gly

Val

115

Gln

Val

Leu

Thr

20

Tyr

Ser

Gly

Ala

Pro

100

Phe

Val

Trp

Thr

Thr

Ile

Gln

Gln

Thr

Thr

85

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Gln

Ser

Glu

70

Tyr

Thr

Phe

Cys

Val

150

Gln

Ser

Cys

Lys

Leu

95

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Arg Ala
25

Pro Gly
40

Ser Gly

Thr Leu

Cys His

Val Asp

105

Pro Ser

120

Leu Asn

Asn Ala

Ser Lys

Ala Asp

10

Ser

Lys

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

Asp

170

Tyr

210

Gln

Ala

Pro

Ile

Ser

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Ile

Pro Lys

Ser

60

Ser

Ser

Arg

Gln

Tyr

140

Ser

Thr

Lys

45

Arg

Ser

Arg

Thr

Leu

125

Pro

Gly

Tyr

His

Gly

30

Leu

Phe

Leu

Leu

Val

110

Lys

Arg

Asn

Ser

Lys

15

Arg

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Ser

Phe

Gly

Pro

80

Phe

Ala

Gly

Ala

Gln

160

Ser

Tyr
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[0104]

180

185 190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser

195

Phe Asn Arg Gly Glu Cys
210

<210> 86
211> 214
<212> PRT
213> N3

<220>
221> FiE

223> /iFER=" N LIRS

LC-12 ZJK”

<400> 86
Glu Ile Val Leu Thr Gln Ser

1 5

200 205

R

Pro Gly Thr Leu Ser Leu Ser
10

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser

20

Tyr Leu Ala Trp Tyr Gln Gln
35

25 30

Lys Pro Gly Gln Ala Pro Arg
40 45

Ile Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg

50 55

Asn Ser Gly Ser Gly Thr Asp
65 70

60

Phe Thr Leu Thr Ile Ser Arg
75

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Arg Tyr Gly Ser

85

90

211

Pro Gly

15

Ser Ser

Leu Leu

Phe Ser

Leu Glu

80

Ser Arg

95
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[0105]

Thr Phe

Pro Ser

Thr Ala

130

Lys Val

145

Glu Ser

Ser Thr

Ala Cys

Phe Asn
210

<210> 87

Gly

Val

Ser

Gln

Val

Leu

Arg

211> 219
<212> PRT
213> ANTLF#%)

<220>

<221> k5

223> /IFR=" N L FFINHEE:

Gln

100

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

LC-13 ZJk”

Thr Lys

Phe Pro

Cys Leu

135

Val Asp

150

Gln Asp

Ser Lys

His Gln

Cys

Val Glu Ile Lys

105

Pro Ser
120

Leu Asn

Asn Ala

Ser Lys

Ala Asp
185

Gly Leu
200

I

212

Asp

Asn

Leu

Asp

170

Tyr

Ser

Glu

Phe

Ser

Glu

Ser

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Ala Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Gly

Ala

Gln

Ser

Tyr

Ser



CN 105143267 B

FF

5l %=

106/348

[0106]

<400> 87
Asp Ile
1

Glu Pro

Asn Gly

Pro Gln
50

Asp Arg

65

Ser Arg

Leu Gln

Arg Thr

Gln Leu

130

Tyr Pro

145

Ser Gly

Val

Ala

Tyr

35

Leu

Phe

Val

Thr

Val

115

Lys

Arg

Asn

Met

Ser

20

Asn

Leu

Ser

Glu

Pro

100

Ala

Ser

Glu

Ser

Thr Gln Ser
5

Ile Ser Cys

Tyr Leu Asp

Leu Tyr Leu
55

Gly Ser Gly
70

Ala Glu Asp
85

Phe Thr Phe

Ala Pro Ser

Gly Thr Ala S

135

Ala Lys Val
150

Gln Glu Ser
165

Pro

Arg

Trp
40

Gly S

Ser

Val

Gly

Val

120

Gln

Val

Ser Leu

10

Leu

Ser Ser Gln

25

Tyr Leu Gln

Asn Arg

Gly Thr Asp

75

Val
90

Gly Tyr

Pro Gly Thr

105

Phe Ile Phe

Val Val Cys

Lys

Trp

Thr Glu Gln
170

213

Pro

Ser

Lys

Ala

60

Phe

Tyr

Lys

Pro

Leu

140

Asp

Val

Leu

Pro

45

Ser

Thr

Cys

Val

Pro

125

Leu

Asn

Ser

Thr

Leu

30

Gly

Gly

Leu

Met

Asp

110

Ser

Asn

Ala

Lys

Pro

15

His

Gln

Val

Gln

Gln

95

Ile

Asn

Leu

Asp
175

Gly

Ser

Ser

Pro

Ile

80

Thr

Lys

Glu

Phe

Gln

160

Ser



CN 105143267 B

F

5l %=

107/348

[0107]

Thr Tyr Ser Leu Ser Ser Thr
180

Lys His Lys Val Tyr Ala Cys
195

Pro Val Thr Lys Ser Phe Asn
210 215

<210> 88
<211> 219
<212> PRT
213> NLF%)

<2200
<221> RJ&

223> /B N L EFIRHIA:

LC-14 ZJik”

<400> 88
Asp Ile Val Met Thr Gln Ser

-

1 )

Glu Pro Ala Ser Ile Ser Cys
20

Asn Gly Tyr Asn Tyr Leu Asp
35

Pro Gln Leu Leu Leu Tyr Leu
50 55

Asp Arg Phe Ser Gly Ser Gly
65 70

Leu Thr Leu Ser Lys Ala Asp Tyr Glu

185

190

Glu Val Thr His Gln Gly Leu Ser Ser

200

Arg Gly Glu Cys

F295 70

Pro

Arg

Trp

40

Gly

Ser

Leu Ser
10

Ser Ser

29

Tyr Leu

Ser Asn

Gly Thr

214

Leu Pro

Gln Ser

Gln Lys

Arg Ala
60

Asp Phe
75

205

Val

Leu

Pro

45

Ser

Thr

Thr

Leu

30

Gly

Gly

Leu

Pro Gly

His Ser

Gln Ser

Val Pro

Lys Ile
80
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[0108]

Ser

Leu

Arg

Gln

Tyr

145

Thr

Lys

Pro

<210> 89

Arg

Gln

Thr

Leu

130

Pro

Gly

Tyr

His

Val
210

Val

Thr

Val

115

Lys

Arg

Asn

Ser

Lys

195

Thr

211> 215
<212> PRT
213> ANTFE3|

<220>
221> Feii
223> /IER=" N LEAIHGAR: &R

Glu

Pro

100

Ala

Ser

Glu

Ser

Leu

180

Val

Lys

Ala

85

Phe

Ala

Gly

Ala

Gln

165

Ser

Tyr

Ser

Glu

Thr

Pro

Thr

Lys

150

Glu

Ser

Ala

Phe

Asp

Phe

Ser

Ala

135

Val

Ser

Thr

Cys

Asn
215

Val Gly Val Tyr

Gly

Val

120

Ser

Gln

Val

Leu

Glu
200

Arg

Pro

105

Phe

Val

Trp

Thr

Thr

185

Val

Gly

90

Gly Thr

Ile Phe

Val Cys

Lys Val

Glu Gln

170

Leu Ser

Thr His

Glu Cys

215

Tyr

Lys

Pro

Leu

140

Asp

Asp

Lys

Gln

Cys

Val

Pro

125

Leu

Asn

Ser

Ala

Gly
205

Met

Asp

110

Ser

Asn

Ala

Lys

Asp

190

Leu

Gln

95

Ile

Asp

Asn

Leu

Asp

175

Tyr

Thr

Lys

Glu

Phe

Gln

160

Ser

Glu
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[0109]

<400> 89

LC-15 ZJik”

Glu Ile Val

1

Glu

Tyr

Ile

Gly

65

Pro

Trp

Ala

Gly

Ala

145

Gln

Arg

Leu

Tyr

Ser

Glu

Thr

Pro

Thr

130

Lys

Glu

Ala

Ala

Gly

Gly

Asp

Phe

Ser

115

Ala

Val

Ser

Leu Thr
5

Thr Leu

20

Trp Tyr

Ala Ser

Ser Gly

Phe Ala

Gly Gln

100

Val Phe

Ser Val

Gln Trp

Val Thr

Gln

Ser

Gln

Ser

Thr

70

Val

Gly

Ile

Val

Lys

150

Glu

Ser

Cys

Gln

Asp

Phe T

Thr

Phe

Cys

135

Val

Gln

Pro Gly

Arg Ala

Lys Pro

10

Ala Thr

Phe Thr

I'yr Cys

Lys Val

105

Pro Pro

120

Leu Leu

Asp Asn

Asp Ser

Thr

10

Ser

Gly

Gly

Leu

Gln

90

Glu

Ser

Asn

Ala

Lys

216

Leu

Gln

Gln

Ile

Thr

75

Gln

Ile

Asp

Asn

Leu

155

Asp

Ser

Thr

Ala

Pro

60

Ile

Phe

Lys

Glu

Phe

140

Gln

Ser

Leu

Val

Pro

45

Asp

Ser

Gly

Arg

Gln

125

Tyr

Ser

Thr

Ser

Ser

30

Arg

Arg

Arg

Ser

Thr
110

Leu L

Pro

Gly

Tyr

Pro

15

Arg

Leu

Phe

Leu

Ser

Val

Arg

Asn

Ser

Gly

Ser

Leu

Ser

Glu

80

Pro

Ala

Ser

Glu

Ser

160

Leu
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[0110]

165 170

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys
180 185

Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro
195 200 205

Ser Phe Asn Arg Gly Glu Cys
210 215

<210> 90

211> 220
<212> PRT
213> NILF¢%)

<220>

221> K

223> /ERE=" N LRAIRHR : &
L.C-16 Z ik~

<400> 90
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val
1 5 10

Glu Arg Ala Thr Ile His Cys Lys Ser Ser Gln Asn Val
20 25

Ser Asn Asn Lys Asn Phe Leu Thr Trp Tyr Gln Gln Lys
35 40 45

Pro Pro Lys Leu Leu Ile Tyr Arg Ala Ser Thr Arg Glu
50 55 60

His Lys Val
190

Val Thr Lys

Ser Leu Gly
15

Leu Tyr Ser
30

Pro Gly Gln

Ser Gly Val

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr

65 70 75

217

80
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[0111]

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val

85

Tyr Tyr Ser Ala Pro Phe Thr Phe Gly
100 105

Lys Arg Thr Val Ala Ala Pro Ser Val
115 120

Glu Gln Leu Lys Ser Gly Thr Ala Ser
130 135

Phe Tyr Pro Arg Glu Ala Lys Val Gln
145 150

Gln Ser Gly Asn Ser Gln Glu Ser Val
165

Ser Thr Tyr Ser Leu Ser Ser Thr Leu
180 185

Glu Lys His Lys Val Tyr Ala Cys Glu
195 200

Ser Pro Val Thr Lys Ser Phe Asn Arg
210 215

<210> 91

<211> 220

<212> PRT

213> ANTLFE%

<220>

218

90

Pro

Phe

Val

Trp

Thr

170

Thr

Val

Gly

Ile

Val

Glu

Leu

Thr

Glu

Tyr

Thr

Phe

Cys

140

Val

Gln

Ser

His

Cys
220

Phe

Lys

Pro

125

Leu

Asp

Asp

Lys

Gln
205

Cys

Val

110

Pro

Leu

Asn

Ser

Ala

190

Gly

Gln

95

Asp

Ser

Asn

Ala

Lys

175

Asp

Leu

Gln

Ile

Asp

Asn

Leu

Asp

Tyr

Ser
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[0112]

221> f¥

223> /HER=" N TR :

LC-17 ZJik”

<400> 91
Asp Ile Val Met Thr Gln Ser
1 5

Glu Arg Thr Thr Ile Lys Cys
20

Ser Asn Asn Asn Asn Phe Leu

35

Pro Pro Lys Leu Leu Ile Tyr
50 ab

Pro Asp Arg Phe Ser Gly Ser
65 70

Ile Ser Ser Leu Gln Ala Glu
85

Tyr Tyr Ile Ser Pro Leu Thr
100

Lys Arg Thr Val Ala Ala Pro
115

Glu Gln Leu Lys Ser Gly Thr
130 135

Phe Tyr Pro Arg Glu Ala Lys
145 150

£ Y

Pro

Lys

Ala

40

Trp

Gly

Asp

Phe

Ser

120

Ala

Val

Asp

Ser

Trp

Ala

Ser

Val

Gly

105

Val

Ser

Gln

Ser Leu
10

Ser Gln

Tyr Gln

Ser Thr

Gly Thr

75

Ala Val

90

Gly Gly

Phe Ile

Val Val

Trp Lys

155

219

Ala

Ser

Gln

Arg

60

Asp

Tyr

Thr

Phe

Cys

140

Val

Val

Val

Lys

45

Glu

Phe

Phe

Lys

Pro

125

Leu

Asp

Ser

Leu

30

Pro

Ser

Thr L

Cys

Val

110

Pro

Leu

Asn

Leu

156

Tyr

Gly

Gly

Gln
95

Glu

Asn

Ala

Gly

Arg

Gln

Val

Thr

80

Gln

Ile

Asp

Asn

Leu
160
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[0113]

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu

165

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu

180

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr

195 200

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu

210 215

<210> 92
<211> 220
<212> PRT
213> N3

<220>
<221> K5

185

€223> /YER=" N TIFHIHGER: &

LC-18 ZJik”

<400> 92

Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu

1 2

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln
25

20

Ser Asn Asn Lys His Tyr Leu Ala Trp Tyr Arg

35 40

Pro Pro Lys Leu Leu Ile Tyr Arg Ala Ser Thr

20 a5

220

170

10

Gln

Ser

His

Cys
220

Ala

Ser

Gln

Arg
60

Asp Ser Lys Asp
175

Lys Ala Asp Tyr
190

Gln Gly Leu Ser
205

Val Ser Leu Gly
15

Val Leu Tyr Ser
30

Lys Pro Gly Gln
45

Glu Ser Gly Val
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[0114]

Pro

65

Ile

Tyr

Lys

Glu

Phe

145

Gln

Ser

Glu

Ser

<210> 93

Asp

Ser

Tyr

Arg

Gln

130

Tyr

Ser

Thr

Lys

Pro
210

Arg

Ser

Ser

Thr

115

Leu

Pro

Gly

Tyr

His

195

Val

211> 220
<212> PRT
213> NI

Phe

Leu

Ser

100

Val

Lys

Arg

Asn

Ser

180

Lys

Thr

Ser

Gln
85

Pro

Ala

Ser

Glu

Ser

165

Leu

Val

Lys

Gly

70

Pro

Phe

Ala

Gly

Ala

150

Gln

Ser

Tyr

Ser

Ser Gly

Glu Asp

Thr Phe

Pro Ser
120

Thr Ala
135

Lys Val

Glu Ser

Ser Thr

Ala Cys

200

Phe Asn
215

Ser Gly

Val Ala
90

Gly Pro
105

Val Phe

Ser Val

Gln Trp Ly

Val Thr
170

Leu Thr

185

Glu Val

Arg Gly

221

Thr

75

Val

Gly

Ile

Val

=2 ]

Glu

Leu

Thr

Glu

Asp

Tyr

Thr

Phe

Cys

140

Val

Gln

His

Cys
220

Phe

Tyr

Lys

Pro

125

Leu

Asp

Asp

Lys

Gln
205

Thr

Cys

Val

110

Pro

Leu

Asn

Ser

Ala

190

Gly

Leu Thr
80

Gln Gln
95

Asp Ile

Ser Asp

Asn Asn

Ala Leu

160

Lys Asp
175

Asp Tyr

Leu Ser
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[0115]

220>
221> KR

223> /TER=" NLTFEHHER :

LC-19 ZJiK”

<400> 93
Asp Ile Val Met Thr Gln Ser
1 3]

Glu Arg Ala Thr

20

Ile His Cys

Asn Lys Asn Phe Leu

35

Ser Asn

Pro Pro Lys Leu Leu Ile Tyr
50 55

Pro Asp Arg Phe Ser Gly Ser
65 70

Ile Ser Gln Ala Glu

85

Ser Leu

Ala
100

Tyr Tyr Ser Pro Phe Thr

Thr
115

Lys Arg Val Ala Ala Pro

Glu Gln
130

Ser Gly Thr
1356

Leu Lys

Phe Tyr Pro Arg Glu Ala Lys

Pro

Lys

Thr

40

Arg

Gly

Asp

Phe

Ser
120

Ala S

Val

J&

Ser Leu
10

Asp

Ser Ser Gln

Trp Tyr Gln

Ala Ser Thr

Ser Gly Thr
75

Val Ala Val

90

Gly
105

Pro Gly

Val

Phe Ile

Val Val

Gln Trp Lys

222

Ala

Ser

Gln

Arg

60

Asp

Tyr

Thr

Phe

Cys

140

Val

Val

Val

Lys

45

Glu

Phe

Phe

Arg

Pro

125

Leu

Asp

Ser

Leu

30

Pro

Ser

Thr

Cys

Val

110

Pro

Leu

Asn

Leu

15

Tyr

Gly

Gly

Leu

Gln

95

Asp

Ser

Asn

Ala

Gly

Ser

Gln

Val

Thr

80

Gln

Ile

Asp

Asn

Leu
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[0116]

145 150

Gln Ser Gly Asn Ser Gln Glu Ser Val
165

Ser Thr Tyr Ser Leu Ser Ser Thr Leu
180 185

Glu Lys His Lys Val Tyr Ala Cys Glu
195 200

Ser Pro Val Thr Lys Ser Phe Asn Arg
210 215

210> 94

211> 220

<212> PRT

213> NTFH)|

220>

221> R¥#

223> /IEB=" N TFEFIMEGR: &
LC-20 % fik”

<400> 94
Asp Ile Val Met Thr Gln Ser Pro Asp
1 5

Glu Arg Ala Thr Ile His Cys Lys Ser
20 25

Ser Asn Asn Arg Asn Phe Leu Ser Trp
35 40

Thr Glu

170

Thr Leu

Val Thr

Gly Glu

Ser Leu
10

Ser Gln

Tyr Gln

Pro Pro Lys Leu Leu Ile Tyr Arg Ala Ser Thr

50 95

223

160

GIn Asp Ser Lys Asp
175

Ser Lys Ala Asp Tyr
190

His Gln Gly Leu Ser
205

Cys
220

Ala Val Ser Leu Gly
15

Ser Val Leu Tyr Ser
30

GIn Lys Pro Gly Gln
45

Arg Glu Ser Gly Val
60
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[0117]

Pro

65

[le

Tyr

Lys

Glu

Phe T

145

Gln

Ser

Glu

Ser

<210> 95

Asp

Ser

Tyr

Arg

Gln

130

[yvr

Ser

Thr

Lys

Pro
210

Ser

Ser

Thr

115

Leu

Pro

Gly

Tyr

His

Val

211> 220

Phe

Leu G

Ala
100

Val

Lys

Arg G

Asn

Ser

180

Lys

Thr

Ser Gly
70

Pro Phe

Ser Gly

Ser Gln

165

Leu Ser

Val Tyr

Lys Ser

Ser

a Glu

Thr

Pro

Thr

135

Glu

Ser

Ala

Phe
215

Gly

Asp

Phe

Ser

120

Ala

s Val

Ser

Thr

Cys
200

Ser Gly Thr

Val

Val

Ser

Val

Leu
185

Glu

Asn Arg

Ala

90

Pro

Phe

Val

Trp

Thr

170

Thr

Val

Gly

224

75

Val

Gly

Val

—_ =
w =
o

Glu

Leu

Thr

Glu

Tyr

Thr

Phe

Cys

140

Val

Gln

Ser

His

Cys
220

Phe

Phe

Thr

Pro

125

Leu

Asp

Asp

Lys

Gln
205

Thr

Cys

Val

110

Pro

Leu

Asn

Ser

Leu

Gln

95

Asp

Ser

Asn

Ala

Lys
175

Thr

80

Gln

[le

Asp

Asn

Leu

160

Asp

Ala Asp Tyr

190

Gly

Leu

Ser
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[0118]

212> PRT
Q213> AT

220>
221> RUE

€223> /{ER=" N LIRSk :

LC-21 Z K"

<400> 95
Asp Ile Val Met Thr Gln Ser
1 5

Glu Arg Ala Thr Ile Asn Cys
20

Ser Asn Asn Lys Asn Tyr Leu
35

Pro Pro Lys Leu Leu Ile Tyr
50 55

Pro Asp Arg Phe Ser Gly Ser
65 70

Ile Ser Ser Leu Gln Ala Glu
85

Tyr Tyr Ser Ser Pro Phe Thr
100

Lys Arg Thr Val Ala Ala Pro
115

Glu Gln Leu Lys Ser Gly Thr
130 135

Pro Asp Ser Leu
10

Lys Ser Ser Gln
25

Ala Trp Tyr Arg
40

Arg Ala Ser Thr

Gly Ser Gly Thr

75

Asp Val Ala Val
90

Phe Gly Pro Gly
105

Ser Val Phe Ile
120

Ala Ser Val Val

225

Ala

Ser

Gln

Arg

60

Asp

Tyr

Thr

Phe

Cys
140

Val

Val

Lys

45

Glu

Phe

His

Lys

Pro

125

Leu

Ser

Leu

30

Pro

Ser

Thr

Cys

Val

110

Pro

Leu

Leu

15

Tyr

Gly

Gly

Leu

Gln

Asp

Asn

Gly

Ser

Gln

Val

Thr

80

Gln

Ile

Asp

Asn
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[0119]

Phe Tyr Pro Arg Glu Ala Lys Val Gln
145 150

Gln Ser Gly Asn Ser Gln Glu Ser Val
165

Ser Thr Tyr Ser Leu Ser Ser Thr Leu
180 185

Glu Lys His Lys Val Tyr Ala Cys Glu
195 200

Trp Lys
155

Thr Glu
170

Thr Leu

Val Thr

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu

210 215

<210> 96
<211> 449
<212> PRT
213> NTF%

220>

221> K

223> /YER=" N L EHfiak: A
HC-01 £ Jik”

<400> 96

Gln Val Gln Leu Gln Gln Ser Gly Pro Gly Leu

1 o

10

Val Asp Asn Ala Leu
160

Gln Asp Ser Lys Asp
175

Ser Lys Ala Asp Tyr
190

His Gln Gly Leu Ser
205

Cys
220

Val Lys Pro Ser Gln
15

Thr Leu Ser Leu Thr Cys Ala Ile Ser Gly Asp Ser Val Ser Ser Asn

20 25

30

Ser Ala Thr Trp Asn Trp Ile Arg Gln Ser Pro Ser Arg Gly Leu Glu

35 40

226

45
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[0120]

Trp

Val

65

Gln

Tyr

Leu

50

Ser

Phe

Tyr

Trp Gly

Pro

Ser
130

Thr Ala

145

Thr

Pro

Thr

Asp

Val

Ala

Val

His
210

Gly Arg Thr Tyr T

Val Lys

Ser Leu

Cys Ala
100

Gln Gly
115

Val Phe

Ala Leu

Ser Trp

Val Leu
180

Pro Ser
195

Lys Pro

Ser Arg

70

Gln Leu

Arg Gly

Thr Leu

Pro Leu

Gly Cys

150

Asn Ser

165

Gln Ser

Ser Asn

Ser Asn

[le

Asn

Thr T

Val

Ala

135

Leu

Gly

Ser

Phe

Thr
215

Arg

Thr

Ser

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Ser Lys Trp

Val

Lys

105

Val

Cys

Lys

Leu

Leu

185

Thr

Val

Asn

Thr

90

Gln

Ser

Ser

Asp

Thr

170

Tyr

Gln

Asp

227

Pro

Pro

Leu T

Ser

Arg

Tyr

155

Ser

Ser

Thr

Lys

Ser

60

Asp

Glu

Ala

Ser

140

Phe

Gly

Leu

Tyr

Thr
220

Asn

Thr

Asp

Phe

Ser

125

Thr

Pro

Val

Ser

Thr

205

Val

His

Ser

Thr

Leu

110

Thr

Ser

Glu

His

Ser

Cys

Glu

Tyr

Lys

Ala

95

Lys

Glu

Pro

Thr

175

Val

Asn

Arg

Ala

Ser

80

Val

His

Gly

Ser

Val

160

Phe

Val

Val

Lys
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[0121]

Cys

225

Ser

Arg

Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

Ser
385

Cys

Val

Thr

Glu

Lvs

290

Ser

Lys

Ile

Pro

Leu

370

Asn

Val

Phe

Pro

Thr

Cys

Ser

Pro

355

Val

Gly

Glu

Leu

Glu

260

Gln

Lys

Leu

Lys

Lys

340

Ser

Lys

Gln

Cys

Phe
245

Val T

Phe

Pro

Thr

Val

325

Thr

Pro
230

Pro

Asn T

Arg

Val

310

Ser

Lys

Arg Glu

Gly

Phe

Pro Glu

390

Pro

Pro

Cys

Glu

295

Val

Asn

Gly

Glu

Tyr
375

Asn

Cys

Val

Tyr

280

Glu

His

Lys

Gln

Met

360

Pro

Asn

Pro Ala Pro

s Pro

Val

Val

Gly

Pro

345

Thr

Ser

Tyr

228

Lys

250

Val

Asp

Phe

Asp

Leu

330

Arg

Lys

Asp

Lys

235

Asp

Asp

Gly

Asn

Trp

315

Pro

Glu

Asn

Ile

Thr
395

Pro

Thr

Val

Val

Ser

300

Leu

Ala

Pro

Gln

Ala

380

Thr

Val

Leu

Ser

Glu

285

Thr

Asn

Pro

Gln

Val

365

Val

Pro

Ala

Met

His

270

Val

Phe

Gly

Ile

Val

350

Ser

Glu

Pro

Gly

]
o1 =
ol @

Glu

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

Met

Pro

240

Ser

Asp

Asn

Val

Glu

320

Lys

Thr

Thr

Glu

Leu
400
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[0122]

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys

405 410

415

Ser Arg Trp GIn Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu

420 425

430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly

435 440

Lys

210> 97

<211> 453
<212> PRT
213> NTLJF%|

220>

221> KR

223> /R NLEHIRHE: &
HC-02 £ Jik”

<400> 97
Gln Val Gln Leu Gln Gln Ser Gly Pro Gly Leu Val
1 5 10

Thr Leu Ser Leu Thr Cys Ala Ile Ser Gly Asp Ser
20 25

Ser Ala Thr Trp Asn Trp Ile Arg Gln Ser Pro Ser
35 40

Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Ser
50 55 60

Val Ser Val Lys Ser Arg Ile Thr Ile Asn Pro Asp

229

445

Lys

Val

Arg
45

Asn

Thr

Pro Ser Gln

15

Ser Ser Asn

30

Gly Leu Glu

His Tyr Ala

Ser Lys Ser
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[0123]

65

Gln

Tyr

Trp

Pro

Thr

145

Thr

Pro

Thr

Asn

Ser

225

Leu

Phe

Tyr

Gly

Ser

130

Ala

Val

Ala

Val

His

210

Cys

Gly

Ser

Cys

Gln

115

Val

Ala

Ser

Val

Pro

195

Lys

Asp

Gly

Leu

Ala

100

Gly

Phe

Leu

Trp

Leu

180

Pro

Lys

Pro

Gln

85

Arg

Thr

Pro

Gly

Asn

165

Gln

Ser

Ser

Thr

Ser

70

Leu

Gly

Leu

Leu

Cys

150

Ser

Ser

Ser

Asn

His

230

Val

Asn

Thr

Val

Ala

135

Leu

Gly

Ser

Leu

Thr

215

Thr

Phe

Ser

Trp

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

Leu

Val

Lys

105

Val

Ser

Lys

Leu

Leu

185

Thr

Val

Pro

Phe

Thr
90

Gln

Ser

Asp

Thr

170

Tyr

Gln

Asp

Pro

Pro

230

75

Pro

Leu

Ser

Lys

Tyr

155

Ser

Ser

Thr

Lys

Cys

235

Pro

Glu

Ala

Ser

140

Phe

Gly

Leu

Tyr

Lys

220

Pro

Lys

Asp

Phe

Ser

125

Thr

Pro

Val

Ser

Ile

205

Val

Ala

Pro

Thr Ala
95

Leu Asp
110

Thr Lys

Ser Gly

Glu Pro

His Thr

175

Ser Val

190

Cys Asn

Glu Pro

Pro Glu

Lys Asp

80

Val

His

Gly

Gly

Val

160

Phe

Val

Val

Lys

Leu

240

Thr
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[0124]

Leu

Ser

Glu

Thes !

305

Asn

Pro

Gln

Val

Val

385

Pro

Thr

Met

His

Val

290

Tyr

Gly

Ile

Val

Ser

370

Glu

Pro

Val

Ile

Glu

275

His

Arg

Lys

Glu

Leu

Trp

Val

Asp

Ser

260

Asp

Asn

Val

Glu

Lys

340

Thr

Thr

Glu

Leu

Lys

245

Arg

Pro

Ala

Val

Tyr

325

Thr

Leu

Cys

Ser

Asp

405

Ser

Thr

Glu

Lys

Ser

310

Lys

Ile

Pro

Leu

Asn

390

Ser

Arg

Pro

Val

Thr

295

Val

Cys

Ser

Pro

Val

375

Gly

Asp

Trp

Glu

Lys

280

Lys

Leu

Lys

Lys

Ser

360

Lys

Gln

Gly

Gln

Val

265

Phe

Pro

Thr

Val

Ala

345

Arg

Gly

Pro

Ser

Gln

Thr

Asn

Arg

Val

Ser

330

Lys

Glu

Phe

Glu

Phe

410

Gly

231

Cys

Trp

Glu

Leu

315

Asn

Gly

Glu

Tyr

Asn

395

Phe

Asn

Val

Tyr

Glu

300

His

Lys

Gln

Met

Pro

380

Asn

Leu

Val

Val

Val

285

Gln

Gln

Ala

Pro

Thr

365

Ser

Tyr

Tyr

Phe

Val

270

Asp

Tyr

Asp

Leu

Arg

350

Lys

Asp

Lys

Ser

Ser

Asp

Gly

Gly

Trp

Pro

335

Glu

Asn

Ile

Thr

Lys

415

Cys

Val

Val

Ser

Leu

320

Ala

Pro

Gln

Ala

Thr

400

Leu

Ser
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[0125]

420

425

430

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser

435

Leu Ser Pro Gly Lys
450

<210> 98
211> 446
<212> PRT
213> N3

<220>
221> FiE

223> /iFER=" N LIRS

HC-03 £ Jik”

<400> 98
Gln Val Gln Leu Val Glu Ser

1 5

Ser Leu Arg Leu Ser Cys Ala
20

Ala Ile His Trp Val Arg Gln
35

Ala Val Tle Ser Tyr Asp Gly
50 55

Lys Gly Arg Phe Thr Ile Ser
65 70

Leu Gln Met Asn Ser Leu Arg
85

440

R

Gly Gly

Ala Ser

25

Ala Pro
40

Ser Asn

Arg Asp

Ala Glu

Gly

10

Gly

Gly

Lys

Asn

Asp
90

232

Val

Phe

Lys

Tyr

Ser

Thr

445

Val Gln Pro

Thr Phe Ser
30

Gly Leu Glu
45

Tyr Ala Asp
60

Lys Asn Thr

Ala Val Tyr

Gly Arg

15

Tyr Tyr

Trp Val

Ser Val

Leu Tyr
80

Tyr Cys

95
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[0126]

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Glu

225

Leu

Glu

Arg

Thr

Pro

Gly

Asn

Gln

Ser

Ser

210

Cys

Phe

Val

Gly

Leu

Leu

Cys

Ser

Ser

Asn

Asn

Pro

Pro

Thr

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Phe

Thr

Pro

Pro

Cys
260

Asp

Thr

Leu

Val

Pro Cys

Val

Ala

165

Gly

Gly

Lys

Cys

Lys

245

Val

Lys

150

Leu

Leu

Thr

Val

Pro

230

Pro

Val

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Ala

Lys

Val

Thr Gly Tyr Pro

105

Ser Ala
120

Arg Ser

Tyr Phe

Ser Gly

Ser Leu
185

Thr Tyr

200

Lys Thr

Pro Pro

Asp Thr

Asp Val
265

233

Ser

Thr

Pro

Val

170

Ser

Thr

Val

Val

Leu

250

Ser

Thr

Ser

His

Ser

Cys

Glu

Ala

235

Met

His

Asp

Lys

Glu

140

Pro

Thr

Val

Asn

Arg

220

Gly

Ile

Glu

Tyr

Gly

125

Ser

Val

Phe

Val

Val

209

Lys

Pro

Ser

Asp

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asp

Cys

Ser

Arg

Pro
270

Gly

Ser

Ala

Val

Ala

Val

His

Cys

Val

Glu

Gln

Val

Ala

Ser

Val

Pro

Lys

Val

Phe

240

Pro

Val
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[0127]

Gln

Lys

Leu

305

Lys

Lys

Ser

Lys

Gln

385

Gly

Gln

Asn

Phe

Pro

290

Thr

Val

Thr

Arg

Gly

370

Pro

Ser

Gln

His

Asn

275

Arg

Val

Ser

Lys

Glu

355

Phe

Glu

Phe

Gly

Tyr
435

Trp

Glu

Val

Asn

Gly

340

Glu

Tyr

Asn

Phe

Asn

420

Thr

Tyr Val

Glu Gln

His Gln

310

Lys Gly

325

Gln Pro

Met Thr

Pro Ser

Asn Tyr

Leu Tyr

405

Val Phe

Gln Lys

Asp

Phe

295

Asp

Leu

Arg

Lys

Asp

375

Ser

Ser

Ser

Gly Val Glu Val

280

Asn Ser

Trp Leu

Pro Ala

Glu Pro

345

Asn Gln
360

s Thr Thr

Lys Leu

Cys Ser
425

Leu Ser
440

Thr

Asn

Pro

330

Gln

Val

Val

Pro

Thr

410

Val

Leu

234

Phe

Gly

315

Ile

Val

Ser

Glu

Pro

395

Val

Met

Ser

His

Arg

300

Lys

Glu

Tyr

Leu

Trp

380

Met

Asp

His

Pro

Asn

285

Val

Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

Gly
445

Ala

Val

Tyr

Thr

Leu

350

Cys

Ser

Asp

Ser

Ala

430

Lys

Lys

Ser

Lys

Ile

335

Pro

Leu

Asn

Ser

Arg

415

Leu

Thr

Val

Cys

320

Ser

Pro

Val

Gly

Asp

400

Trp

His
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<210> 99
<211> 450
212> PRT
<213> NLF3
{2200
221> ey
223> /HER=" NLIFAIHE: & ki
HC-04 £ Ik~
<400> 99
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
| 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr
20 25 30
Ala Ile His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[0128] 35 40 45
Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Ala Arg Gly Tyr Asp Leu Leu Thr Gly Tyr Pro Asp Tyr Trp Gly Gln
100 105 110
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

235
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[0129]

Phe

Leu
145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala
290

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Lyvs

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Pro

Val

Lvs

Cys

Leu

245

Lvs

Lys

Ser

Lys

150

Leu

Leu

Val

Pro

230

Phe

Val

Phe

Pro

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg
295

Lys Ser Thr Ser

Tyr Phe Pro

Ser Gly Val

170

Ser Leu Ser

185

Thr Tyr
200

Lys Lys

Cys Pro

Pro Lys

Cys Val

265

Trp Tyr
280

Glu Glu

236

Val

His

Ser

Cys

Glu

Ala Pro

Pro
250

Val

Val

235

Val

Asp

Tyr

Gly

140

Pro

Thr

Val

Asn

Pro
220

Glu

s Asp

Asp

Gly

Gly
300

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Thr Ala

Thr Val

Pro Ala

175

Thr Val

190

Asn His

Ser Cys

Leu Gly

Leu Met

Ser His

270

Glu Val

Thr Tyr

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Glu

His

Arg
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[0130]

Val
305

Glu

Lys

Thr L

Thr

Glu

385

Leu

Lys

Glu

Gly

Val

Tyr

Thr

Cys

370

Ser

Asp

Ser

Ala

Lys
450

Ser

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu
435

<210> 100
<211> 450
<212> PRT

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Leu Thr
310

Lys Val
325

Lys Ala

Ser Arg

Lys Gly

Gln Pro
390

Gly Ser
4056

Gln Gln

Asn His

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

His Gln Asp
319

Lys Ala Leu
330

GIn Pro Arg
345

Met Thr Lys

Pro Ser Asp

Asn Tyr Lys
395

Leu Tyr Ser
410

Val Phe Ser
425

Gln Lys Ser

237

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Leu Asn

Ala Pro

Pro Gln
360

Gln Val
365

Ala Val

Thr Pro

Leu Thr

Ser Val

430

Ser Leu
445

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro
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[0131]

213> NTFE%

<2200
<221> K&

223> /R ALFEFIRHR: &8
HC-05 £ Jik”

<400> 100
Gln Val Gln
1

Ser Leu Arg

Ala ITle His

Ala Val Ile

50

Lys Gly Arg

65

Leu Gln Met

Ala Arg Gly

Gly Thr Leu

Phe Pro Leu

Leu Val

5

Leu Ser
20

Trp Val

Ser Tyr

Phe Thr

Asn Ser

85

Tyr Asp
100

Val Thr

Ala Pro

Glu

Cys

Arg

Asp

Ile

70

Leu

Leu

Val

Ser

Ser

Ala

Gln

Ser

Arg

Leu

Ser

Ser
135

Gly Gly Gly
10

Ala Ser Gly

25

Ala Pro Gly
40

Ser Asn Lys

Arg Asp Asn

Ala Glu Asp
90

Thr Gly Tyr
105

Ser Ala Ser
120

Lys Ser Thr

238

Val

Phe

Lys

Tyr

Ser

75

Thr

Pro

Thr

Ser

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Lys

Gly
140

Gln

Phe

Leu

45

Asn

Val

Tyr

Gly

125

Gly

Pro

Ser
30

Glu

a Asp

Thr

Tyr

Trp

Pro

Thr

Gly

Tyr

Trp

Ser

Leu

Tyr

95

Gly

Ser

Ala

Arg

Tyr

Val

Val

Tyr

80

Cys

Gln

Val

Ala
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[0132]

Leu Gly

145

Trp

Asn

Leu Gln

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Cys
305

Ser

Ser
210

Thr

Ser

Arg

Pro

Ala

290

Val

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Val

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr
310

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Cys

295

Val

Tyr

Ser

Ser

Thr

200

Cys

Pro

Cys

Trp

280

Glu

Leu

Phe Pro Glu Pro

Leu
185

Tyr

5 Lys

Pro

Lys

Val

265

Tyr

Glu

His

Val
170

Ser

Val

Pro

250

Val

Val

Gln

Gln

239

155

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp
315

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Gly

300

Trp

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Val

Ala

175

Val

His

Cys

Gly

Met

205

His

Val

Tyr

Gly

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys
320
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Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
325 330 335

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
340 345 350

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu
355 360 365

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
370 375 380

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp

405 410 415
[0133]

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly Lys
450

<210> 101
<211> 446
<212> PRT
213> NTLF%

<220>

221> Feii
223> /IER=" N LEAIHGAR: &R

240
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[0134]

HC-06 £ Jik”

400> 101
Gln Val Gln

1

Ser

Ala

Ala

Lys

65

Leu

Ala

Gly

Phe

Leu

145

Trp

Leu

Met

Val

50

Gly

Leu

Arg

Thr

Pro

130

Gly

Asn

Arg

His

35

Ile S

Arg

Met

Gly

Leu

115

Leu

Cys

Ser

Leu

Leu

20

Trp

Phe

Asn

Tyr

100

Val

Ala

Leu

Gly

Val

Ser

Val

Tyr

Thr

Ser

Thr

Pro

Val

Ala

Glu

Cys

Asp

Ile
70

Leu

Val

Val

Cys

Lys

150

Leu

Ser

Ala

Arg

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Gly Gly

Ala Ser

Ala Pro

10

Gly Asn

Arg Asp

Ala Glu

Thr Gly
106

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Ser Ala Ser

120

Arg Ser

Tyr Phe

Ser Gly

Thr

Pro

Val

241

Val

Phe

Lys

Tyr

Ser

75

Thr

Pro

Thr

Ser

Glu

155

His

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Lys

Glu

140

Pro

Thr

Gln

Phe

Leu

Ala

Asn

Leu

Tyr

Gly

125

Ser

Val

Phe

Pro

Ser
30

Glu T

Glu

Thr

Phe T

Trp

110

Pro

Thr

Thr

Pro

Gly

15

Arg

Trp

Ser

Leu

Gly

Ser

Ala

Val

Ala

Arg

Phe

Val

Val

Asn

80

Cys

Gln

Val

Ala

Ser

160

Val
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[0135]

Leu

Ser

Pro

Glu

225

Leu

Glu

Gln

Lys

Leu

305

Lys

Lys

Gln

Ser

Ser

210

Cys

Phe

Val

Phe

Pro

290

Thr

Val

Thr

Ser

Asn

195

Asn

Pro

Pro

Thr

Asn

275

Arg

Val

Ser

Lys

Ser

180

Phe

Thr

Pro

Pro

Cys

260

Trp

Glu

Val

Asn

Gly

Gly

Gly

Lys

Cys

Lys

245

Val

Tyr

Glu

His

Lys

325

Gln

Leu

Thr

Val

Pro

230

Pro

Val

Val

Gln

Gln

310

Gly

Pro

Tyr

Gln

Asp

215

Ala

Lys

Val

Asp

Phe

295

Asp

Leu

Arg

Ser Leu
185

Thr Tyr
200

Lys Thr

Pro Pro

Asp Thr

Asp Val
265

Gly Val

280

Asn Ser

Trp Leu

Pro Ala

Glu Pro

170

Ser

Thr

Val

Val

Leu

250

Ser

Glu

Thr

Asn

Pro

330

Gln

242

Ser

Cys

Glu

Ala

235

Met

His

Val

Phe

Gly

315

Ile

Val

Val

Asn

Arg

220

Gly

Ile

Glu

His

Arg

300

Lys

Glu

Tyr

Val

Val
205

Lys

Pro S

Ser

Asp

Asn

285

Val

Glu

Lys

Thr

Thr

190

Asp

Cys

Arg

Pro

270

Ala

Val

Tyr

Thr

Leu

Val

His

Cys

Val

Glu

Lys

Ser

Lys

Ile

335

Pro

Pro

Lys

Val

Phe

240

Pro

Val

Thr

Val

Cys

320

Ser

Pro
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[0136]

340

Ser Arg Glu Glu
365

Lys Gly Phe Tyr
370

Gln Pro Glu Asn
385

Gly Ser Phe Phe

Gln Gln Gly Asn
420

Asn His Tyr Thr
435

<210> 102
<211> 450
<212> PRT
213> NILF%

{220>
<221> kP

Met

Pro

Asn

Leu

405

Val

Gln

345

Thr Lys Asn GIn Val

360

Ser Asp Ile Ala Val

375

Tyr Lys Thr Thr Pro

390

Tyr Ser Lys Leu Thr

410

Phe Ser Cys Ser Val

Lys

Ser Leu
440

425

Ser Leu

223> /[HER=" NLIBHIMHGER: &R
HC-07 £ Ak”

<400> 102

Ser

Glu

Pro

395

Val

Met

Ser

350

Leu Thr Cys Leu Val
365

Trp Glu Ser Asn Gly
380

Met Leu Asp Ser Asp
400

Asp Lys Ser Arg Trp
415

His Glu Ala Leu His
430

Pro Gly Lys
445

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1

5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe

20

25

243

30
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[0137]

Ala

Ala

Lys

65

Leu

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Met

Val

20

Gly

Leu

Arg

Thr

Pro

Gly

Asn

Gln

Ser

His

35

Ile

Arg

Met

Gly

Leu

Leu

Cys

Ser

Ser

Ser

Trp

Ser

Phe

Asn

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Leu

Val

Tyr

Thr

Ser

85

Asp

Thr

Pro

Val

Ala

165

Gly

Gly

Arg

Asp

Ile

70

Leu

Val

Val

Ser

Lys

150

Leu

Leu

Thr

Arg

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Ala Pro Gly Lys

40

Gly Asn

Arg Asp

Ala Glu

Thr Gly
105

Ser Ala
120

Lys Ser

Tyr Phe

Ser Gly

Ser Leu
185

Thr Tyr
200

Lys

Asn

Asp

90

Tyr

Ser

Thr

Pro

Val

170

Ser

Ile

244

Tyr

Ser

Thr

Pro

Thr

Ser

His

Ser

Cys

Gly

Tyr

60

Lys

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Leu

45

Ala

Asn

Leu

Tyr

Gly

125

Gly

Val

Phe

Val

Val
205

Glu

Glu

Thr

Phe

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Trp

Ser

Leu

Tyr

95

Gly

Ser

Ala

Val

Ala

Val

His

Val

Val

Asn

80

Cys

Gln

Val

Ala

Ser

Val

Pro

Lys
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[0138]

Pro Ser
210

Lys Thr
225

Pro Ser

Ser Arg

Asp Pro

Asn Ala

290

Val Val

305

Glu Tyr

Lys Thr

Thr Leu

Thr Cys
370

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

325

Lys

Ser

Lys

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Gly

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Glu

Phe
375

Lys Lys Val Glu

Cys Pro

Pro Lys

Cys Val
265

Trp Tyr
280

Glu Glu

Leu His

Asn Lys

Gly Gln
345

Glu Met
360

Tyr Pro

Ala

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Thr

Ser

245

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Pro

220

Glu

Asp

Asp

Gly

Gly

300

Trp

Pro

Glu

Asn

Ile
380

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Cys

Gly

Met

205

His

Val

Tyr

Gly

Ile

335

Val

Ser

Glu

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp
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[0139]

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly Lys
450

<210> 103
<211> 450
<212> PRT
213> N3

<220>

<221> RiE

223> /VERE" N LFEHIHGR: A
HC-08 £ fik”

<400> 103

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30

Ala Met His Trp Val Arg Arg Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

246
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[0140]

Ala

Lys

65

Leu

Ala

Gly

Phe

Leu
145

Trp

Leu

Ser

Pro

Val

a0

Gly

Leu

Arg

Thr

Pro

130

Asn

Ser

Ser
210

Ile

Arg

Met

Gly

Leu

Leu

Cys

Ser

Ser

Ser

195

Asn

Ser

Phe

Asn

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Tyr

Thr

Ser

85

Asp

Thr

Pro

Val

Lys

Asp

Ile

70

Leu

Val

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp
215

Gly Asn Lys Tyr Tyr

Arg Asp

Ala Glu

Thr Gly
105

Ser Ala
120

Lys Ser

Tyr Phe

Ser Gly

Ser Leu
185

Thr Tyr
200

Lys Lys

Asn

Asp

90

Tyr

Ser

Thr

Pro

Val

170

Ser

Val

247

60

Ser Lys

Thr Ala

Pro Asp

Thr Lys

Ser Gly

140

Glu Pro

His Thr

Ser Val

Cys Asn

Glu Pro
220

Ala

Asn

Leu

Tyr

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Glu

Thr

Phe

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Ser

Leu

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Val

Asn

80

Cys

Gln

Val

Ala

Ser

160

Val

Pro

Lys

Asp
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Lys Thr His Thr Cys Pro Pro
225

230

141/348

Cys Pro Ala Pro Glu Leu Leu Gly Gly

240

235

Pro Ser Val Phe Leu Phe Pro

245

Pro Lys Pro

250

Lys Asp Thr Leu Met Ile

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu
260 265 270

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
275 280

285

Asn Ala Lys Thr Lys Pro Cys Glu Glu Gln Tyr Gly Ser Thr Tyr Arg
290 295 300

[0141] Cys Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
305 310 315 320

Glu Tyr Lys Cys Lys Val

325

Ser Asn Lys Ala

330

Leu Pro Ala Pro Ile Glu

Lys Thr Ile Ser Lys Ala

Lys Gly Gln
340

Pro Arg Glu Pro GIln Val Tyr
345 350

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr
3565

Lys Asn Gln Val
360

365

Ser Leu

Thr Cys Leu Val

Lys Gly Phe T
370

[yr Pro Ser Asp Ile Ala Val
375

380

Glu T

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395

400

248
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[0142]

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly Lys
450

<210> 104
<211> 446
<212> PRT
213> NTLE%)

220>
221> FiE
223> /1ER=" NTRPHIRHIR: A R
HC-09 £ Jik”
<400> 104
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr Ala Glu Ser Val
50 55 60

249
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[0143]

Lys

65

Leu

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Glu
225

Gly

Leu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Cys

Arg

Met

Gly

Leu

115

Leu

Cys

Ser

Ser

Asn

195

Asn

Pro

Phe

Asn

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Phe

Thr

Pro

Thr

Ser

Asp

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

70

Leu

Val

Val

Cys

Lys

150

Leu

Leu

Thr

Val

Pro
230

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Ala

Arg Asp Asn Ser

Ala Glu

Thr Gly T

105

Ser Ala
120

Arg Ser

Tyr Phe

Ser Gly

Ser Leu

185

Thr Tyr
200

Lys Thr

Pro Pro

Asp

90

[yvr

Ser

Thr

Pro

Val

Ser

Thr

Val

Val

250

75

Thr

Pro

Thr

Ser

His

Ser

Cys

Glu

Ala
k]

Lys

Ala

Asp

Lys

Glu

140

Pro

Thr

Val

Asn

Arg

220

Gly

Asn

Leu

Tyr

Ser

Val

Phe

Val

Val

205

Lys

Pro

Thr

Phe T

Trp

110

Pro

Thr

Thr

Pro

Thr

Asp

Cys

Ser

Leu

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Val

Asn

80

Cys

Gln

Val

Ala

Ser

160

Val

Pro

Lys

Val

Phe
240
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Leu

Glu

Gln

Lys

Leu

305

Lys

Lys

Ser

Lys

Gln

380

Gly

Phe

Val

Phe

Pro

290

Thr

Val

Thr

Arg

Gly

370

Pro

Ser

Pro

Thr

Asn

275

Arg

Val

Ser

Lys

Glu

355

Phe

Glu

Phe

Pro

Cys
260

Trp

Glu G

Val

Asn

Gly

340

Glu

Tyr

Asn

Phe

Lys Pro
245

Val Val

Tyr Val

His Gln
310

Lys Gly
325

Gln Pro

Met Thr

Pro Ser

Asn Tyr

390

Leu Tyr
405

Val

Asp

Phe

295

Asp

Leu

Arg

Lys

Asp

375

Lys

Ser

s Asp

Asp

Gly

280

Asn

Trp

Pro

Glu

Asn

360

Ile

Thr

Lys

Thr Leu Met

Val

Ser

Leu

Ala

Pro

345

Gln

Ala

Thr

Leu

251

250

Ser

Thr

Asn

Pro

330

Gln

Val

Val

Pro

Thr
410

His

1 Val

Phe

Gly

315

Val

Ser

Glu

Pro

395

Val

Glu

His

Glu

Tyr

Leu

Trp

380

Met

Asp

Ser

Asp

Asn

285

Val

s Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Arg T

Pro

270

Ala

Val

Tyr

Thr

Leu

350

Cys

Ser

Asp

Ser

Glu

Lys

Ser

Lys

Pro

Leu

Asn

Ser

Arg
415

Pro

Val

Thr

Val

Cys
320

e Ser

Pro

Val

Gly

Asp

400

Trp
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[0145]

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His

420

425

430

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys

435

<210>
211>
212>
213>

105
450
PRT

<2200
<2215
<2235

KR

ANTFP%

HC-10 Z Ak

400> 105
Gln Val Gln
1

Ser Leu Arg

Ala Met His

35

Ala Val Ile
50

Lys Gly Arg
65

Leu Leu Met

Ala Arg Gly

Leu

Leu

20

Trp

Ser

Phe

Asn

Tyr

Val

Ser

Val

Tyr

Thr

Ser

85

Asp

440

JER=" N LIPHI R A R

Glu Ser Gly Gly Gly
10

Cys Ala Ala Ser Gly
25

Arg Gln Ala Pro Gly
40

Asp Gly Gly Asn Lys
a5

Tle Ser Arg Asp Asn
70

Leu Arg Ala Glu Asp
90

Val Leu Thr Gly Tyr

252

Val

Phe

Lys

Tyr

Ser

75

Thr

Pro

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

445

Gln Pro

Phe Ser

30

Leu Glu

45

Ala Glu

Asn Thr

Leu Phe

Tyr Trp

Gly

Arg

Trp

Ser

Leu

Gly

Arg

Phe

Val

Val

Asn

80

Cys

Gln
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Gly Thr

Phe Pro
130

Leu Gly
145

Trp Asn

Leu Gln

Ser Ser

Pro Ser

210

Lys Thr

225

Pro Ser

Ser Arg

Asp Pro

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

100

Val Thr

Ala Pro

Leu Val

Gly Ala
165

Ser Gly
180

Leu Gly

Thr Lys

Thr Cys

Phe Leu
245

Pro Glu
260

Val Lys

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Ser

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

Ala Ser Thr Lys

Ser Thr Ser Gly
140

Phe Pro Glu Pro
155

Gly Val His Thr
170

Leu Ser Ser Val
185

Tyr Ile Cys Asn

Lys Val Glu Pro
220

Pro Ala Pro Glu
235

Lys Pro Lys Asp
250

Val Val Val Asp
265

Tyr Val Asp Gly

253

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Val

Ala

Ser

160

Val

Pro

Asp

Gly

240

Ile

Glu

His
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Asn

Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Ala
290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp S

Ser

Ala

Lys

Lys

Ser

Lys

Ile

Pro

355

Leu

Asn

Arg

Leu
435

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Lys Pro

Leu Thr
310

Lys Val
325

Lys Ala

Ser Arg

Lys Gly

Gln Pro
390

Gly Ser
405

Gln Gln

Asn His

Arg

295

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

Gln

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

254

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Gly Ser Thr

300

Trp Leu

Pro Ala

Asn

Pro

Glu Pro Gln

Asn Gln
365

Ile Ala
380

Thr Thr

350

Val

Val

Pro

Lys Leu Thr

Cys Ser

Leu Ser
445

Val
430

Leu

Tyr

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro
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450
<210> 106
<211> 450
<212> PRT
213> NTLF#%)|
220>
221> FiH
223> /1ER=" N LIFAHA: &R
HC-11 £ fik”
<400> 106
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30

[0148] )

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
Ala Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr Ala Glu Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Asn
65 70 75 80
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Leu Phe Tyr Cys
85 90 95
Ala Arg Gly Tyr Asp Val Leu Thr Gly Tyr Pro Asp Tyr Trp Gly Gln
100 105 110
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

255
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Phe

Leu
145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala
290

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ala

Leu

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Cys
295

Lys

Tyr

Ser

Ser

Thr

200

Lvs

Cys

Pro

Cys

Trp

280

Glu

Ser

Phe

Gly

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Tyr

Glu

Thr Ser

Pro Glu

._.
19 I el
w

Val His
170

Ser Ser

[le Cys

Val Glu

Ala Pro
235

Pro Lys

250

Val Val

Val Asp

Gln Tyr

256

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Gly
300

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Ala

Val

Ala

175

Val

His

Cys

Gly

His

Val

Tyr

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg



CN 105143267 B

F

5

=

150/348

[0150]

Cys
305

Glu T

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Val

[yvr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

Ser

Lyvs

Leu

Asn

Ser

Arg

Leu
435

<210> 107
<211> 446

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Leu T

Lvs
325

Lys !

Ser

Lvs

Gly
405

Gln

Asn

Arg

Pro

390

Ser

Gln

His

Val

Ser

Glu

Phe T

375

Glu

Phe

Gly

Tyr

Leu

Asn

s Gly

Glu

360

[vr

Asn

Phe

Asn

Thr
440

His Gln Asp

Lys

Met

Pro

Asn

Leu

Val

425

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

257

315

Leu

Arg

Asp

Lys

395

Ser

Ser

Ser

Trp

Pro

Glu

s Asn

380

Thr

Lys

Cys

Leu

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Gly

Val T

Ser

Glu

Pro

Val

415

Met

Ser

Lys

320

Glu

[yr

Leu

Trp

Val

400

Asp

His

Pro
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212> PRT
Q213> AT

<220>
221> K¥E
223> /HER=" NTIFSIRHOR: &R

HC-12 Z ik~
<400> 107
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val
1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe
20 25

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys
35 40

Ala Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
65 70 75

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
85 90

Ala Arg Gly Tyr Asp Val Leu Thr Gly Tyr Pro
100 105

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr
115 120

Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser
130 135

258

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Lys

Glu
140

Gln

Phe

Leu

45

Ala

Asn

Leu

Tyr

Gly

125

Ser

Pro

Ser

30

Glu

Glu

Thr

Phe

Trp

110

Pro

Thr

Gly

15

Arg

Trp

Ser

Leu

Tyr

Gly

Ala

Arg

Phe

Val

Val

Tyr

80

Cys

Gln

Val

Ala
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Leu
145

Trp

Leu

Ser

Pro

Glu

225

Leu

Glu

Gln

Lys

Leu
305

Gly

Asn

Gln

Ser

Ser

210

Cys

Phe

Val

Phe

Pro

290

Thr

Cys

Ser

Ser

Asn

195

Asn

Pro

Pro

Thr

Asn

275

Arg

Val

Leu

Gly

Ser

180

Phe

Thr

Pro

Pro

Cys

260

Trp

Glu

Val

Val

Lys

Cys

Lys

245

Val

Tyr

His

Lys

150

Leu

Leu

Val

Pro

230

Pro

Val

Val

Gln

Gln
310

Asp

Thr

Tyr

Gln

Asp

215

Ala

Val

Asp

Phe

295

Asp

Tyr

Ser

Ser

Thr

200

Pro

s Asp

Asp

Gly

280

Asn

Trp

Phe

Leu
185

Tyr

s Thr

Pro

Thr

Val

Ser

Leu

259

Pro Glu

155

Val His
170

Ser Ser

Thr Cys

Val Glu

Val Ala

235

Leu Met

250

Ser His

Glu Val

Thr Phe

Asn Gly
315

Pro

Thr

Val

Asn

Arg

220

Gly

Glu

His

Arg
300

Val

Phe

Val

Val

205

Lys

Pro

Ser

Asp

Asn

285

Val

5 Glu

Thr

Pro

Thr

190

Asp

Cys

Ser

Arg T

Pro

270

Ala

Val

Tyr

Val

Ala

175

Val

His

Cys

Val

Glu

Lys

Ser

Lys

Ser

160

Val

Pro

Lys

Val

Phe

240

Pro

Val

Thr

Val

Cys
320
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[0153]

Lys Val

Lys Thr

Ser Arg

Lys Gly

370

Gln Pro

385

Gly Ser

Gln Gln

Asn His

Lys

Phe

Glu

Phe

Gly

Tyr
435

<210> 108
<211> 450
<212> PRT
213> N3

220>

221> FKY&E
223> /TER=" AT ARy
HC-13 Zfik”

<400> 108

Asn

Gly

340

Glu

Tyr

Asn

Phe

Asn
420

Thr

Lys Gly
325

Gln Pro

Met Thr

Pro Ser

Asn Tyr

390

Leu Tyr
405

Val Phe

Gln Lys

Leu

Arg

Lys

Asp

375

Lys

Ser

Ser

Ser

Pro Ala Pro
330

Glu Pro Gln
345

Asn Gln Val S

360

Ile Ala Val

Thr Thr Pro

Lys Leu Thr
410

Cys Ser Val
425

Leu Ser Leu
440

260

Ile

Val

Glu T

Pro

395

Val

Met

Ser

Glu

Tyr

Leu

Trp

380

Met

Asp

His

Pro

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

Gly
445

Thr

Leu

350

Cys

Ser

Asp

Ser

Ala

430

Lys

Ile S

335

Pro

Leu

Asn

Ser

Arg

415

Leu

Pro

Val

Gly

Asp

400

Trp

His
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Gln

1

Ser

Ala

Ala

Leu

Ala

Gly

Phe

Leu

145

Trp

Val

Leu

Met

Val

=

50

s Gly

Gln

Arg

Thr

Pro

130

Gly

Asn

Gln

Arg

His T

Arg

Met

Gly

Leu

Cys

Ser

Leu

Leu

20

Irp

Ser

Phe

Asn

Tyr

100

Val

Ala

Leu

Gly

Val

Ser

Val

Tyr

Thr

Ser

89

Asp

Thr

Pro

Val

Ala
165

Cys

Arg

Asp

70

Leu

Val

Val

Ser

Lys

150

Leu

Ser

Ala

Gln

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Gly Gly Gly Val

Ala Ser

25

Ala Pro
40

Gly Asn

Arg Asp

Ala Glu

Thr Gly

105

Ser Ala

120

Lys Ser

Tyr Phe

Ser Gly

261

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Ser

Thr

Pro

Val

Phe

Lys

Tyr

Ser

Thr

Pro

Thr

Ser

Glu

195

His

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Lys

Gly

140

Pro

Thr

Gln

Phe

Leu

45

Asn

Leu

Tyr

Gly

125

Gly

Val

Phe

Pro

Ser
30

Glu T

a Glu

Thr

Phe T

Trp

Pro

Thr

Thr

Pro

Gly

Arg

Irp

Ser

Leu

Gly

Ser

Ala

Val

Ala
175

Arg

Phe

Val

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

160

Val
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Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

300

Glu

Lys

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser
340

Lys

Cys

Leu

245

Lys

Lys

Leu

Lys

325

Lys

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Ala Lys

Ser

Thr

200

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Leu Ser Ser

185

Tyr

5 Lys

Pro

Lys

Tyr

Glu

His

Lys

Gln
345

262

Val

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Cys

Glu

Pro

235

Val

Asp

Tyr

Asp

315

Leu

Arg

Val

Asn

Pro

220

Glu

Asp

Gly

Gly

300

Trp

Pro

Glu

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln
350

Val

His

Cys

Gly

His

Val

Tyr

Gly

Ile

335

Val

Pro

Lys

Asp

Gly

240

Glu

His

Arg

Lys

320

Glu

Tyr
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Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn

355

Thr Cys Leu Val Lys Gly Phe
370 375

Glu Ser Asn Gly Gln Pro Glu
385 390

Leu Asp Ser Asp Gly Ser Phe
405

Lys Ser Arg Trp Gln Gln Gly
420

Glu Ala Leu His Asn His Tyr
435

Gly Lys
450

<210> 109
<211> 450
<212> PRT
213> NTLF%

220>
221> RY§

223> /HER=" N T FH R

HC-14 £ Jik”

<400> 109

360

Tyr

Asn

Phe

Asn

Thr
440

Pro Ser Asp Ile
380

Asn Tyr Lys Thr
395

Leu Tyr Ser Lys
410

Val Phe Ser Cys
425

Gln Lys Ser Leu

)

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Val Ser Leu

Val Glu Trp

Pro Pro Val
400

Thr Val Asp
415

Val Met His
430

Leu Ser Pro

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1 5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe

263
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[0157]

Ala

Ala

Lys

65

Leu

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Met

Val

50

Gly

Gln

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

His

35

Ile

Arg

Met

Gly

Leu

115

Leu

Cys

Ser

Ser

Ser

20

Trp

Ser

Phe

Asn

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Leu

Val

Tyr

Thr

Ser

85

Asp

Thr

Pro

Val

Ala

165

Gly

Gly

Arg

Asp

Ile

70

Leu

Val

Val

Ser

Lys

150

Leu

Leu

Thr

Gln

Gly

55

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Ala Pro
40

Gly Asn

Arg Asp

Ala Glu

Thr Gly
105

Ser Ala
120

Lys Ser

Tyr Phe

Ser Gly

Ser Leu

185

Thr Tyr

Gly

Lys

Asn

Asp

90

Tyr

Ser

Thr

Pro

Val

170

Ser

Ile

264

Lys

Tyr

Ser

Thr

Pro

Thr

Ser

His

Ser

Cys

Gly Leu
45

Tyr Ala
60

Lys Asn

Ala Leu

Asp Tyr

Lys Gly

125

Gly Gly

140

Pro Val

Thr Phe

Val Val

Asn Val

30

Glu

Glu

Thr

Phe

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Trp

Ser

Leu

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

His

Val

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

160

Val

Pro

Lys
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[0158]

Pro

Lys

225

Pro

Ser

Asp

Asn

Cys

305

Glu

Lys

Thr

Thr

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Leu

Thr

Lys

Thr Cys

Phe

Leu
245

Pro Glu

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Lys

Lys

Leu

Lys

325

Lys

Ser

Lys

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Gly

Asp

215

Pro

Pro

Thr

Asn

Cys

295

Val

Ser

Lys

Glu

Phe

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Lys Val

Pro Ala

Lys Pro
250

Val Val
265

Tyr Val

Glu Gln

His Gln

Lys Ala

330

Gln Pro

345

Met Thr

Pro Ser

265

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Pro

220

Glu

Asp

Asp

Gly

Gly

300

Trp

Pro

Glu

Asn

Ile

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile

335

Val

Ser

Glu

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp
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370 375 380

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly Lys
450

[0159]

<210> 110
<211> 446
<212> PRT
213> N3

220>

221> R

223> /VER=" N TSI : & il
HC-15 £ fik”

<400> 110

GIn Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30

Ala Met His Trp Val Arg Arg Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
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[0160]

Ala

Lys

65

Leu

Ala

Gly

Phe

Leu
145

Trp

Leu

Ser

Pro

Val

20

Gly

Leu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser
210

Ile Ser

Arg Phe

Met Asp

Gly Tyr

100

Leu Val

Leu Ala

Cys Leu

Ser Gly

Ser Ser

180

Asn Phe
195

Asn Thr

Tyr Asp

Thr

Ser
85

Asp

Thr

Ile

70

Leu

Val

Val

Pro Cys

Val

Lys

Lys

150

Leu

Leu

Val

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln T

Asp
215

Gly Asn Lys Tyr

Arg Asp

Ala Glu

Thr Gly
105

Ser Ala
120

Arg Ser

Tyr Phe

Ser Gly

Ser Leu
185

Thr Tyr
200

Lys Thr

Asn

Asp

90

Tyr

Ser

Thr

Pro

Val

170

Ser

Thr

Val

267

Ser

Thr

Pro

Thr

Ser

His

Ser

Cys

Glu

Tyr

60

Lys

Ala

Asp

Lys

Glu

140

Pro

Thr

Val

Asn

220

Ala

Asn

Leu

Tyr

Gly

125

Ser

Val

Phe

Val

Val

205

Lys

Glu

Thr

Phe

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asp

Cys

Ser

Leu

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Val

Asn

80

Cys

Gln

Val

Ala

Ser

160

Val

Pro

Lys

Val
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[0161]

Glu

225

Leu

Glu

Gln

Lys

Leu

309

Lys

Lys

Ser

Lys

Gln
385

Cys

Phe

Val

Phe

Pro

290

Thr

Val

Thr

Arg

Gly

370

Pro

Pro Pro

Pro Pro

Thr Cys

260

Asn Trp

275

Arg Glu

Val Val

Ser Asn

Lys Gly

340

Glu Glu

Phe Tyr

Glu Asn

Cys

Lys

245

Val

Tyr

Glu

His

Lys
325

Met T

Pro

Asn T

Pro

230

Pro

Val

Val

Gln

Gln

310

Pro

Ser

390

Ala

Lys

Val

Asp

Phe

295

Asp

Leu

Arg

Asp
375

Pro

Asp

Asp

Gly

280

Asn

Trp

Pro

Glu

s Asn

360

;5 Thr

Pro Val Ala Gly

Thr

Val

265

Val

Ser

Leu

Pro
345

Thr

Leu

250

Ser

Glu

Thr

Asn

Pro

330

Val

Val

Pro

268

235

Met

His

Val

Phe

Gly

315

Val

Ser

Glu

Pro
395

Ile

Glu

His

Arg

300

Lys

Glu

Tyr

Leu

Trp
380

Met

Pro

Ser

Asp

Asn

285

Val

Glu

Lys

Thr

Thr

365

Glu

Leu

Ser

Arg

Pro

270

Ala

Val

Tyr

Thr

Leu

350

Cys

Ser

Asp

Val

Glu

Lys

Ser

Lys

Pro

Leu

Asn

Ser

Phe

240

Pro

Val

Thr

Val

Cys

320

Ser

Pro

Val

Gly

Asp
400
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Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp
405 410 415

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
420 425 430

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 111
<211> 450
<212> PRT
213> ANTLF3)

<220>
221> K&
€223> /ER=" N TIFHIHGER: &0

[0162] HC-16 Z Ik~
<400> 111
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30

Ala Met His Trp Val Arg Arg Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Tle Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr Ala Glu Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Asn
65 70 75 80
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[0163]

Leu

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Leu

Arg

Thr

Pro

Gly

Asn

Ser

Ser

210

Thr

Ser

Met Asp

Gly Tyr

100

Leu Val

Leu Ala

Cys Leu

Ser Gly

Ser Ser

180

Ser Leu

195

Asn Thr

His Thr

Val Phe

Ser

85

Asp

Thr

Pro

Val

Ala
165

Lvs

Cys

Leu
245

Leu

Val

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro
230

Phe

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Ala Glu Asp Thr Ala

Thr Gly
105

Ser Ala
120

Lys Ser

Tyr Phe

Ser Gly

Ser Leu
185

Thr Tyr

200

Lys Lys

Cys Pro

Pro Lys

90

Tyr

Ser

Thr

Pro

Val

170

Ser

[le

Val

Ala

Pro
250

270

Pro

Thr

Ser

Glu

195

His

Ser

Cys

Glu

Pro

235

Lys

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Leu

Tyr

Gly

125

Gly

Val

Phe

Val

Lys

Leu

Thr

Phe

Trp

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

Cys

Gln

Val

Ala

Ser

160

Val

Pro

Lvs

Asp
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[0164]

Ser

Asp

Asn

Val

300

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Thr

Glu

275

Lys

Ser

Lys

Ile

Leu

Asn

Ser

Arg

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp
420

Glu Val

Lys Phe

Lys Pro

Leu Thr

310

Lys Val
325

Lys Ala

Ser Arg

Lys Gly

Gln Pro

390

Gly Ser

Gln Gln

Thr

Asn

Arg

295

Val

Ser

Lys

Glu

Phe T

375

Glu

Phe

Gly

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

[vr

Asn

Phe

Asn

Val Val Val

265

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

Val
425

271

Val

Gln

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Asp

Tyr

Asp

315

Leu

Arg

Asp

Lys

395

Ser

Ser

Asp

Gly

Gly

300

Trp

Pro

Glu

s Asn

Ile

380

Thr

Lys

Cys

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val
430

His

Val

Tyr

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His
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[0165]

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro

435

Gly Lys
450

<210> 112
<211> 450
<212> PRT
213> NTLE%)

220>
<221> R¥F

440

223> /yER=" N LRERIRHR: & R
HC-17 Z Ik~

<400> 112
Gln Val Gln Leu
1

Ser Leu Arg Leu
20

Ala Met His Trp

35

Ala Val Ile Ser

50

Lys Gly Arg Phe
65

Leu Leu Met Asp

Val Glu Ser Gly Gly

5

Ser Cys Ala Ala Ser

25

Val Arg Arg Ala Pro

40

Tyr Asp Gly Gly Asn

05

Thr Ile Ser Arg Asp

70

Ser Leu Arg Ala Glu

85

272

Gly

10

Gly

Gly

Lys

Asn

Asp
90

Val

Phe

Lys

Tyr

Ser

Thr

445

Val Gln Pro Gly

15

Thr Phe Ser Arg
30

Gly Leu Glu Trp

45

Tyr Ala Glu Ser
60

Lys Asn Thr Leu

Ala Leu Phe Tyr

95

Arg

Phe

Val

Val

Asn

80

Cys
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[0166]

Ala

Gly

Phe

Leu
145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Gly

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro
260

Asp

Thr

Pro

Val

Gly

Lys

Cys

Leu

245

Glu

Val

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Thr Gly Tyr Pro

105

Ser Ala
120

Lys Ser

Tyr Phe

Ser Gly

Ser Leu

185

Thr Tyr

200

Lys Lys

Cys Pro

Pro Lys

Cys Val
265

Ser

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

273

Thr

Ser

His

Ser

Cys

Glu

Pro

235

Lys

Val

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Tyr

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser
270

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

Met

235

His

Gln

Val

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu
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[0167]

Asp

Asn

Cys
305

Glu T

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Pro

Ala

290

Val

[yvr

Thr

Leu

Cys

370

Ser

Asp

Ser

Lyvs

Ser

Lyvs

Leu

Asn

Ser

Arg

Leu
435

Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Lys Phe

Lys Pro

Leu Thr

Lys Val
325

Lys Ala L

Ser Arg

Lys Gly

Gln Pro

390

Gly Ser

Gln Gln

Asn His

Asn

Cys

295

Val

Ser

Glu

Phe T

375

Glu

Phe

Gly

Tyr

Trp

280

Glu

Leu

Asn

s Gly

Glu

360

[vr

Asn

Phe

Asn

Thr
140

Tyr Val Asp

Glu

His

Lys

Met

Pro

Asn

Leu

Val

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

274

Tyr

Asp

315

Leu

Arg

Asp

Lys

395

Ser

Ser

Ser

Gly

Gly

300

Trp

Pro

Glu

5 Asn

380

Thr

Cys

Leu

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Thr

s Leu

Ser

Ser
445

Glu

Thr T

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Val

[vr

Gly

Val

Ser

Glu

Pro

Val

415

Met

Ser

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro
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[0168]

Gly

Lys
450

<210> 113
211> 446
<212> PRT
Q213> NTJEF|

220>
221> Fi
223> /BT N LTRAIRSGER . A
HC-18 Z Ik”

<400> 113
Gln Val Gln

1

Ser

Ala

Gly

Lys

65

Met

Ala

Gly

Val

Met

Val

50

Gly

Glu

Arg

Thr

Lys

His

35

Ile

Arg

Leu

Gly

Leu

Leu

Val
20

Trp

Ser

Val

Ser

Tyr

100

Val

Val

Ser

Val

Tyr

Thr

Ser

85

Asp

Thr

Gln

Cys

Ser

Lys

Arg Gln

Asp Gly

Met

70

Leu

Val

Val

55

Thr

Leu

Ser

Gly

Ala

Ala

40

Gly

Arg

Ser

Thr

Ser

Ala

Ser

25

Pro

Asn

Asp

Glu

Gly

105

Ala

Glu

10

Gly

Gly

Lys

Thr

Asp

90

Tyr

Ser

275

Val Lys

Phe Thr

Gln Gly

Tyr Tyr

60

Ser Thr

75

Thr Ala

Pro Asp

Thr Lys

Lys

Phe

Leu

45

Ala

Ser

Val

Tyr

Gly

Pro

Ser

30

Glu

Glu

Thr

Tyr

Trp

110

Pro

Gly

15

Arg

Trp

Ser

Ala

Tyr C

95

Gly

Ser

Ala

Phe

Met

Val

Tyr

80

Gln

Val
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[0169]

Phe

Leu

145

Trp

Leu

Ser

Pro

Glu

225

Leu

Glu

Gln

Lys

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Cys

Phe

Val

Phe

Pro

Leu

Cys

Ser

Ser

Asn

195

Asn

Pro

Pro

Thr

Asn

275

Arg

Ala

Leu

Gly

Ser

180

Phe

Thr

Pro

Pro

Cys

260

Trp

Glu

Pro Cys

Val

Ala

165

Gly

Gly

Lys

Cys

Lys

245

Val

Tyr

Lys

150

Leu

Leu

Thr

Val

Pro

230

Pro

Val

Val

Glu Gln

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Ala

Lys

Val

Asp

Phe

120

Arg

Tyr

Ser

Ser

Thr

200

Lys

Pro

Asp

Asp

Gly

280

Asn

Ser

Phe

Gly

Leu

185

Tyr

Thr

Pro

Thr

Val

265

Val

Ser

Thr

Pro

Val

170

Ser

Thr

Val

Val

Leu

250

Ser

Glu

Thr

276

Ser

His

Ser

Cys

Glu

Ala

235

Met

His

Val

Phe

Glu

140

Pro

Thr

Val

Asn

Arg

220

Gly

Ile

Glu

His

Arg

Ser

Val

Phe

Val

Val

205

Lys

Pro

Ser

Asp

Asn

285

Val

Thr

Thr

Pro

Thr

190

Asp

Cys

Ser

Arg

Pro

270

Ala

Val

Ala

Val

Ala

175

Val

His

Cys

Val

Glu

Lys

Ser

Ala

Ser

160

Val

Pro

Lys

Val

Phe

240

Pro

Val

Thr

Val
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[0170]

Leu

305

Lys

Lys

Ser

Lys

Gln

385

Gly

Gln

Asn

290

Thr

Val

Thr

Arg

Gly

370

Pro

Ser

Gln

His

Val Val

Ser Asn

Lys Gly
340

Glu Glu

355

Phe Tyr

Glu Asn

Phe Phe

Gly Asn

420

Tyr Thr
435

<210> 114
<211> 450
<212> PRT
213> N3

His

Lys

325

Gln

Met

Pro

Asn

Leu

405

Val

Gln

Gln

310

Gly

Pro

Thr

Ser

295

Asp

Leu

Arg

Lys

Asp
375

Tyr Ly:

390

Tyr

Phe

Lys

Ser

Ser

Ser

Trp Leu

Pro Ala

Glu Pro
345

Asn Gln
360

Ile Ala

Thr Thr

Lys Leu

Cys Ser

425

Leu Ser
440

Asn

Pro

330

Gln

Val

Val

Pro

Thr

410

Val

Leu

277

Gly

315

Ile

Val

Ser

Glu

Pro

395

Val

Met

Ser

300

Lys

Glu

Tyr

Leu

Trp

380

Met

Asp

His

Pro

Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

Gly
445

Tyr

Thr

Leu

350

Cys

Ser

Asp

Ser

Ala

430

Lys

Lys

Ile

335

Pro

Leu

Asn

Ser

Arg

415

Leu

Cys

320

Ser

Pro

Val

Gly

Asp

400

Trp

His
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[0171]

220>
221> R

223> /YRR N LIFAHE: & ki
HC-19 Zfk”

<400> 114
Gln Val Gln
1

Ser Val Lys

Ala Met His
35

Gly Val Tle
50

Lys Gly Arg
65

Met Glu Leu

Ala Arg Gly

Gly Thr Leu
115

Phe Pro Leu
130

Leu Gly Cys
145

Leu

Val

20

Ser

Val

Ser

Tyr

100

Val

Ala

Leu

Val

Ser

Val

Tyr

Thr

Ser

85

Asp

Thr

Pro

Val

Gln Ser

Cys Lys

Arg Gln

Asp Gly
55

Met Thr
70

Leu Arg

Val Leu

Val Ser

Ser Ser
135

Lys Asp
150

Gly Ala

Ala Ser
25

Ala Pro
40

Gly Asn

Arg Asp

Ser Glu

Thr Gly
105

Ser Ala
120

Lys Ser

Tyr Phe

Glu

10

Gly

Gly

Lys

Thr

Asp

90

Tyr

Ser

Thr

Pro

278

Val

Phe

Gln

Tyr

Ser

75

Thr

Pro

Thr

Ser

Lys

Thr

Gly

Tyr

60

Thr

Ala

Asp

Lys

Gly

140

Pro

Lys

Phe

Leu

45

Ala

Ser

Val

Tyr

Gly

125

Gly

Val

Pro

Ser

30

Glu

Glu

Thr

Tyr

Trp

110

Pro

Thr

Thr

Gly

15

Arg

Trp

Ser

Ala

Tyr

95

Gly

Ser

Ala

Val

Ala

Phe

Met

Val

Tyr

80

Cys

Gln

Val

Ala

Ser
160
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[0172]

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

300

Glu

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Lvs

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys
325

Leu

Leu

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Ser

Ser

Thr

200

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly Val His

Leu
185

Tyr

5 Lys

Pro

Lys

Val

265

Tyr

Glu

His

Lys

170

Ser

Val

Pro

250

Val

Val

Gln

Gln

Ala
330

279

Ser

Cys

Glu

Pro

235

Val

Asp

Tyr

Asp

315

Leu

Thr

Val

Asn

Pro

220

Glu

s Asp

Asp

Gly

Gly

300

Trp

Pro

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Ala

175

Val

His

Cys

Gly

His

Val

Tyr

Gly

Ile
335

Val

Pro

Lys

Asp

Gly

240

Glu

His

Arg

Lys

320

Glu
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[0173]

Lys Thr

Thr Leu

Thr Cys

370

Glu Ser

380

Leu Asp

Lys Ser

Glu Ala

Gly Lys
450

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu
435

<210> 115
<211> 450
<212> PRT
213> ANTF3)

<220>

<221> k5

223> /IFR=" N L FFINHEE:

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Lys Ala Lys

Ser Arg

Lys Gly

Gln Pro
390

Gly Ser
405

Gln Gln

Asn His

HC-20 % Jik”

Glu

Phe

375

Glu

Phe

Gly

Tyr

Gly Gln Pro Arg

345

Glu Met

360

Tyr Pro

Asn Asn

Phe Leu

Asn Val
425

Thr Gln
440

I

280

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Lys

Asp

Lys

395

Ser

Ser

Ser

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Gln

350

Val

Val

Pro

Thr

Val
430

Leu

Val

Ser

Glu

Pro

Val

415

Met

Ser

Tyr

Leu

Trp

Val

400

Asp

His

Pro
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[0174]

<400> 115
Gln Val Gln

1

Ser

Ala

Gly

Lys

65

Met

Ala

Gly

Phe

Leu

145

Trp

Val

Met

Val

Gly

Glu

Arg

Thr

Pro

130

Gly

Asn

Lys

His

35

Ile

Arg

Leu

Gly

Leu

115

Leu

Cys

Ser

Leu

Val

20

Trp

Ser

Val

Ser

Tyr

100

Val

Ala

Leu

Gly

Val Gln

Ser Cys

Val Arg

Tyr Asp

Thr Met
70

Ser Leu
85

Asp Val

Thr Val

Pro Ser

Val Lys

150

Ala Leu
165

Ser

Lys

Gln

Gly

55

Thr

Arg

Leu

Ser

Ser

135

Asp

Thr

Gly Ala Glu Val
10

Ala Ser Gly Phe
25

Ala Pro Gly Gln
40

Gly Asn Lys Tyr

Arg Asp Thr Ser
75

Ser Glu Asp Thr
90

Thr Gly Tyr Pro
105

Ser Ala Ser Thr
120

Lys Ser Thr Ser

Tyr Phe Pro Glu

155

Ser Gly Val His
170

281

Lys

Thr

Gly

Tyr

60

Thr

Ala

Asp

Lys

Gly

140

Pro

Thr

Lys

Phe

Leu

45

Ala

Ser

Val

Tyr

Gly

125

Gly

Val

Phe

Pro

Ser

30

Glu

Glu

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Gly

15

Arg

Trp

Ser

Ala

Tyr

95

Gly

Ala

Val

Ala
175

Ala

Phe

Met

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

160

Val
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[0175]

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Cys
305

Glu T

Lys

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

[vr

Thr

Ser Ser
180

Ser Leu

195

Asn Thr

His Thr

Val Phe

Thr Pro

260

Glu Val

Lys Thr

Ser Val

Lys Cys

[le Ser
340

Gly

Gly

Lys

Cys

Leu

245

Glu

Lvs

Lvs

Leu

Lvs

325

Lvs

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Cys

295

Val

Ser

Lys

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Tyr

Glu

His

Lvs

282

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Ala
330

Pro

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Gly

300

Trp

Pro

Glu

Val

Val

205

Lys

Leu

Thr

Val

Ser

Leu

Pro

Thr

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr T

Asn

Pro

Gln
350

Val

His

Cys

Gly

Met

205

His

Val

[yr

Gly

[le

335

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lvs

320

Tyr
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[0176]

Thr Leu

Thr Cys
370

Glu Ser

380

Leu Asp

Lys Ser

Glu Ala

Gly Lys
450

Pro

355

Leu

Asn

Ser

Arg

Leu
435

<210> 116
<211> 446
<212> PRT
213> NTE%)

220>

221> k¥
223> /R N LTEFIHR: &3
HC-21 £ ik~

<400> 116
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

Pro

Val

Gly

Asp

Trp

420

His

Ser Arg

Lys Gly

Gln Pro
390

Gly Ser
405

Gln Gln

Asn His

b

Glu

Phe

375

Glu

Phe

Gly

Tyr

Glu Met Thr Lys Asn
360

Tyr Pro Ser Asp Ile
380

Asn Asn Tyr Lys Thr
395

Phe Leu Tyr Ser Lys
410

Asn Val Phe Ser Cys
425

Thr Gln Lys Ser Leu
440

10

283

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Val

Val

Pro

Thr

Val

430

Leu

Ser

Glu

Pro

Val

415

Met

Ser

15

Leu

Trp

Val

400

Asp

His

Pro
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[0177]

Ser

Ala

Gly

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Val

Met

Val

[

50

5 Gly

Glu

Arg

Thr

Gly

Asn

Gln

Lyvs

His

Arg

Leu

Leu

Leu

Cys

Ser

Ser

Val

20

Trp

Ser

Val

Ser

Tyr

100

Val

Ala

Leu

Gly

Ser
180

Ser Cys

Val

Tyr

Thr

Ser

Asp

Thr

Arg

Asp

Met

70

Leu

Val

Val

Pro Cys

Val

Ala
165

Gly

Lys

Leu

Leu

Ala

Gln

Thr

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Ala Ser Gly Phe

25

Ala Pro

40

Gly Asn

Arg Asp

Ser Glu

Thr Gly

Ser Ala

120

Arg Ser

Tyr Phe

Ser Gly

Ser Leu
185

Lys

Asn

Asp

90

Tyr

Ser

Thr

Pro

Val

170

Ser

284

Gln

Tyr

Ser

Thr

Pro

Thr

Ser

His

Ser

Thr

Gly

Tyr

60

Lys

Ala

Asp

Lys

Glu

140

Pro

Thr

Val

Phe

Leu

45

Ala

Asn

Val

Tyr

Gly

125

Ser

Val

Phe

Val

Ser
30

Glu T

Glu

Thr

Tyr T

Trp

110

Pro

Thr

Thr

Pro

Thr
190

Arg

Ser

Ala

Gly

Ser

Ala

Val

Ala

175

Val

Phe

Met

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

Val

Pro
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[0178]

Ser

Pro

Glu

225

Leu

Glu

Gln

Lys

Leu

300

Lys

Lys

Ser

Ser

Ser

210

Cys

Phe

Val

Phe

Pro

290

Thr

Val

Thr

Arg

Asn

195

Asn

Pro

Pro

Thr

Asn

275

Arg

Val

Ser

Lys

Glu
355

Phe

Thr

Pro

Pro

Cys

260

Trp

Glu

Val

Asn

Gly

340

Glu

Lvs

Cys

Lvs

245

Val

Tyr

Glu

His

Lys

325

Gln

Met

Val

Pro

230

Pro

Val

Val

Gln

Gln

310

Gly

Pro

Thr

Gln

Asp

215

Ala

Val

Asp

Phe

295

Asp

Leu

Arg

Lys

Thr
200

Pro

s Asp

Asp

Gly

280

Asn

Trp

Pro

Glu

Asn
360

Tyr Thr Cys

s Thr

Pro

Thr

Val

265

Val

Ser

Leu

Ala

Pro

345

Gln

285

Val

Val

Leu

250

Ser

Thr

Asn

Pro

330

Gln

Val

Glu

Ala

235

Met

His

1 Val

Phe

Gly

315

Ile

Val

Ser

Asn

Arg

220

Gly

Glu

His

Arg

300

Lys

Glu

Tyr

Leu

Val

205

Lys

Pro

Ser

Asp

Asn

285

Val

Glu

Lys

Thr

Thr
365

Asp

Cys

Ser

Arg T

Pro

270

Ala

Val

Tyr

Thr

Leu
360

Cys

His

Cys

Val

Glu

Lys

Ser

Lys

Ile

335

Pro

Leu

Lys

Val

Phe

240

Pro

Val

Thr

Val

Cys

320

Ser

Pro

Val



CN 105143267 B

F 5

179/348

[0179]

Lys Gly Phe Tyr Pro Ser Asp
370 375

Ile Ala Val Glu Trp Glu
380

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu

385 390

Gly Ser Phe Phe Leu Tyr Ser
405

395

Lys Leu Thr Val Asp Lys
410

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu

420

Asn His Tyr Thr Gln Lys Ser
435

€210» 117
<211> 450
<212> PRT
213> NP3

220>
221> R

<223> [{ER=" N LA ik :

HC-22 Z k"

<400> 117

425

Leu Ser Leu Ser Pro Gly
440 445

B

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys

1 5

Ser Val Lys Val Ser Cys Ala
20

Ala Met His Trp Val Arg Gln
35

Gly Val Ile Ser Tyr Asp Gly

10

Ala Ser Gly Phe Thr Phe
25

Ala Pro Gly Gln Gly Leu
40 45

Gly Asn Lys Tyr Tyr Ala

286

Ser Asn Gly

Asp Ser Asp
400

Ser Arg Trp
415

Ala Leu His
430

Lys

Pro Gly Ala
15

Ser Arg Phe
30

Glu Trp Met

Glu Ser Val
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[0180]

Lys

65

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

50

Gly

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Arg

Leu

Gly

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Ser

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Thr

Ser

85

Asp

Thr

Pro S

Val

Ala

165

Gly

Gly

Lys

Cys

Met

70

Leu

Val

Val

Lys

150

Leu

Leu

Thr

Val

Pro

Thr

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Arg

Ser

Thr

Ser

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Asp

Glu

Gly

105

Ala

Ser

Phe

Gly

Leu

185

Tyr

Lys

Pro

Asn

Asp

90

Tyr

Thr

Pro

Val

170

Ser

Ile

Val

Ala

287

Ser

75

Thr

Pro

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Pro

60

Lys

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asn

Val

Tyr

Gly

125

Gly

Val

Phe

Val

Lys S

Leu

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Leu

Ala

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

Tyr

80

Cys

Gln

Val

Ala

Ser

160

Val

Pro

Lys

Asp

Gly
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[0181]

225

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Phe Leu
245

Pro Glu

260

Val Lys

Thr Lys

Val Leu

Cys Lys
325

Ser Lys

340

Pro Ser

Val Lys

Gly Gln

Asp Gly

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Gly

Pro

390

Ser

Pro Pro Lys

Thr

Asn

Arg

295

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Val

265

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

Pro
250

Val

Val

Gln T

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

288

Lys

Val

Asp

Tyr

Asp

3156

Leu

Arg

Lys

Asp

Lys

395

Ser

Asp

Gly

Gly S

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Thr

Val

Val

285

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Met

255

His

Val

Tyr

Gly

Ile

335

Val

Ser

Glu

Pro

Val

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp
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[0182]

410

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His

420

425

430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro

435

Gly Lys
450

210>
211>
212>
213

118
450
PRT
N5

220>
221>
223>

> 3/
HC-23 % fik”
<400> 118

Gln Val Gln Leu Val Gln Ser
1 5

Ser Val Lys Val Ser Cys Ala
20

Ala Met His Trp Val Arg Gln
35

Gly Val Ile Ser Tyr Asp Gly

50 55

Lys Gly Arg Val Thr Met Thr
65 70

NERE=" N LSRR :

440

Gly Ala
10

Ala Ser
25

Ala Pro

40

Gly Asn

Arg Asp

289

Glu Val

Gly Phe

Gly GIn

Lys Tyr

Asn Ser

75

445

Lys Lys Pro

Thr Phe Ser
30

Gly Leu Glu
45

Tyr Ala Glu
60

Lys Asn Thr

Gly Ala

15

Arg Phe

Trp Met

Ser Val

Ala Tyr
80
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[0183]

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Glu

Arg

Thr

Pro

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Leu

Gly

Leu

Leu

Cys

Ser

Ser

Ser

Asn

His

Val

Ser

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Ser

85

Asp

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu
245

Leu

Val

Val

Ser

Lys

Leu

Leu

Thr

Val

Pro

230

Phe

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Ser Glu Asp Thr

Thr Gly
105

Ser Ala
120

Lys Ser

Tyr Phe

Ser Gly

Ser Leu
185

Thr Tyr

200

Lys Lys

Cys Pro

Pro Lys

90

Tyr

Ser

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro
250

290

Pro

Thr

Ser

His

Ser

Cys

Glu

Pro

235

Lys

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Val

Tyr

Gly

125

Gly

Val

Phe

Val

Val

209

Lys

Leu

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

Met
255

Cys

Gln

Val

Ala

Ser

Val

Pro

Lys

Asp

Gly

240

Ile
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[0184]

Ser

Asp

Asn

Cys
305

Glu T

Lys

Thr

Thr

Glu

380

Leu

Lys

Arg

Pro

Ala

290

Val

[vr

Thr

Leu

Cys

370

Ser

Asp

Ser

Thr

Lys

Ser

Lys

Pro

355

Leu

Asn

Ser

Arg

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp
420

Glu Val

Lys Phe

Lys Pro

Leu Thr

310

Lys Val
325

Thr

Asn

Cys

295

Val

Ser

Lys Ala Lys

Ser Arg

Lys Gly

Gln Pro
390

Gly Ser
405

Gln Gln

Glu

Phe

375

Glu

Phe

Gly

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Val

Tyr

Glu

His

Lys

Met

Pro

Asn

Leu

Val
425

291

Val

Val

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Val

Asp

Tyr

Asp T

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Gly

Gly

300

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
270

Glu

Thr T

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val
430

His

Val

[vr

Gly

Val T

Ser

Glu

Pro

Val

415

Met

Glu

His

Arg

Lys

320

Glu

[yr

Leu

Trp

Val

400

Asp

His
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[0185]

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro

435

Gly Lys
450

<210> 119
<211> 446
<212> PRT

213> A%

<220>
221> kiE

<223> /IHFR=" N L FFIHEE:

HC-24 Z IK”

<400> 119
Glu Val Gln
1

Ser Leu Arg

Ala

Met

Val

50

Ala

Arg

Gln

Leu Met

His T

Leu

Leu
20

[rp

Ser

Phe

Asn

Leu Glu Ser

-

J

Ser Cys Ala

Val Arg Gln

Tyr Asp Gly

B
J9

Thr Ile Ser
70

Ser Leu Arg

85

440

Gly Gly

Ala Ser

25

Ala Pro

40

Gly Asn

Arg Asp

Ala Glu

292

Gly
10

Lys

Asn

Asp
90

Leu

Phe

Tyr

Ser

Thr

Val

Thr

s Gly

Tyr
60

Ala

5 Asn

445

Gln Pro Gly

15

Phe Ser Arg

30

Leu

45

Glu Trp

Ala

Glu Ser

Thr Leu

Val Tyr Tyr

95

Gly

Phe

Val

Val

Tyr

80

Cys



CN 105143267 B

F

5

=

186/348 T

[0186]

Ala

Gly

Phe

Leu
145

Trp

Leu

Ser

Pro

Glu

225

Leu

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Cys

Phe

Val

Gly

Leu

115

Leu

Cys

Ser

Ser

Asn

195

Asn

Pro

Pro

Thr

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Phe

Thr

Pro

Pro

Cys
260

Asp

Thr

Pro

Val

Lvs

Cys

Lvs

245

Val

Val

Val

Cys

Lys

150

Leu

Leu

Val

Pro

230

Pro

Val

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Ala

Val

Thr

Ser

120

Arg

Tyr

Ser

Ser

Thr

200

Pro

s Asp

Asp

Gly Tyr Pro

105

Ser

Phe

Leu
185

Tyr

s Thr

Pro

Thr

Val
265

293

Ser

Thr

Pro

Val

170

Ser

Thr

Val

Val

Leu

250

Ser

Thr

Ser

His

Ser

Cys

Glu

Ala

235

Met

His

Lys

Glu

140

Pro

Thr

Val

Asn

Arg

220

Gly

Glu

Tyr

Gly

125

Ser

Val

Phe

Val

Val

205

Lys

Pro

Ser

Asp

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asp

Cys

Ser

Arg T

Pro
270

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Val

Glu

Gln

Val

Ala

Ser

160

Val

Pro

Lys

Val

Phe

240

Pro

Val
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[0187]

Gln

Lys

Leu

305

Lys

Lys

Ser

Lys

Gln

385

Gly

Gln

Asn

Phe

Pro

290

Thr

Val

Thr

Arg

Gly

370

Pro

Ser

Gln G

His

Asn

275

Arg

Val

Ser

Lys

Glu
355

Phe

Phe

Tyr
435

Trp

Glu

Val

Asn

Gly

340

Glu

Tyr

Asn

Phe

Asn

420

Thr

Tyr Val

Glu Gln

His Gln
310

Lys Gly
325

Gln Pro

Met Thr

Pro Ser

Asn Tyr

390

Leu Tyr
405

Val Phe

Gln Lys

Asp

Phe

295

Asp

Leu

Arg

Lys

Asp

375

Lys

Ser

Ser

Ser

Gly

280

Asn

Trp

Pro

Glu

Asn

360

Ile

Thr

Lys

Cys

Leu
440

Val Glu Val

Ser

Leu

Ala

Pro

345

Gln

Thr

Leu

Ser

425

Ser

Thr

Asn

Pro

330

Gln

Val

Val

Pro

Thr

410

Val

Leu

294

Phe

Gly

315

Ile

Val

Ser

Glu

Pro

395

Val

Met

Ser

His

Arg

300

Lys

Glu

Tyr

Leu

Trp

380

Met

Asp

His

Pro

Asn

285

Val

Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

Ala

Val

Tyr

Thr

Leu

350

Cys

Ser

Asp

Ser

Ala

430

Lys

Lys

Ser

Lys

Ile

335

Pro

Leu

Asn

Ser

Arg T

415

Leu

Thr

Val

Cys

320

Ser

Pro

Val

Asp
400

His
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[0188]

<210> 120
<211> 450
<212> PRT
213> NTLTF%

<220>

<221> K

223> /IFER=" NLFERIHRGER: &%
HC-25 £ fik”

<400> 120

Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val
1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr
20 25

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly
35 40

Ala Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys
65 70 75

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
85 90

Ala Arg Gly Tyr Asp Val Leu Thr Gly Tyr Pro Asp
100 105

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys
115 120

295

Gln

Phe

Leu

45

Ala

Asn

Val

Tyr

Gly
125

Pro

Ser
30

Glu T

Glu

Thr

Tyr

Trp

110

Pro

Gly

-

15

Arg

Ser

Leu

Tyr

95

Gly

Ser

Gly

Phe

Val

Val

Tyr

80

Cys

Gln

Val
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[0189]

Phe

Leu
145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu
275

Asn Ala Lys

290

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Pro

Val

Lvs

Cys

Leu

245

Glu

Lys

Lys

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg
295

Lys Ser Thr Ser

Tyr Phe

Ser Gly

Ser Leu
185

Thr Tyr
200

Lys Lys

Cys Pro

Pro Lys

Cys Val
265

Trp Tyr
280

Glu Glu

Pro

Val

170

Ser

Val

Ala

Pro

250

Val

Val

Gln

296

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Gly
300

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Ala

Val

Ala

175

Val

His

Cys

Gly

Met

235

His

Val

Tyr

Ala

Ser

160

Val

Pro

Lvs

Asp

Gly

240

Ile

Glu

His

Arg
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[0190]

Val Val
305

Glu Tyr

Lys Thr

Thr Leu

Thr Cys

370

Glu Ser
385

Leu Asp

Lys Ser

Glu Ala

Gly Lys
450

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu
435

<210> 121
<211> 450
<212> PRT
213> ANT3

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Leu

Lys

325

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Thr Val
310

Val Ser

Ala Lys

Arg Glu

Gly Phe

375

Pro Glu

390

Ser Phe

Gln Gly

His Tyr

Leu His Gln

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

Lys

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

297

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro
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[0191]

220>

221> KR

223> /TER=" NLTFEHHER :

HC-26 ZJIk”

<400> 121

Glu Val
1

Ser Leu

Ala Met

Ala Val
50

Lys Gly
65

Leu Gln

Ala Arg

Gly Thr

Phe Pro

130

Leu Gly

Gln

Arg

His

35

Ile

Arg

Met

Gly

Leu

115

Leu

Cys

Leu

Leu

20

Trp

Ser

Phe

Asn

Tyr

100

Val

Ala

Leu

Leu

5

Ser

Val

Tyr

Thr

Ser

Asp

Thr

Pro

Val

Glu Ser

Cys Ala

Arg Gln

Asp Gly

55

Ile Ser
70

Leu Arg

Val Leu

Val Ser

Ser Ser

135

Lys Asp

Gly Gly Gly Leu
10

Ala Ser Gly Phe
25

Ala Pro Gly Lys
40

Gly Asn Lys Tyr

Arg Asp Asn Ser
75

Ala Glu Asp Thr
90

Thr Gly Tyr Pro
105

Ser Ala Ser Thr

120

Lys Ser Thr Ser

Tyr Phe Pro Glu

298

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Lys

Gly

140

Pro

Gln

Phe

Leu

45

Ala

Asn

Val

Tyr

Gly

125

Gly

Val

Pro

Ser

30

Glu

Glu

Thr

Tyr

Trp

110

Pro

Thr

Thr

Gly

15

Arg

Trp

Ser

Leu

Tyr

95

Gly

Ser

Ala

Val

Gly

Phe

Val

Val

Tyr

80

Cys

Gln

Val

Ala

Ser
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[0192]

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Asp

Asn

Cys

305

Glu

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Cys

295

Val

Ser

Ser Gly

Ser Leu
185

Thr Tyr
200

Lys Lys

Cys Pro

Pro Lys

Cys Val

265

Trp Tyr

280

Glu Glu

Leu His

Asn Lys

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Gln

Ala

299

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Gly

300

Trp

Pro

Phe

Val

Val
205

Lys S

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Thr

190

Asn

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu
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325 330 335
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
340 345 350
Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu
355 360 365
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
370 375 380
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415
[0193]
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445
Gly Lys
450
210> 122
<211> 446
<212> PRT
213> AT
2200
221> R
223> /HER=" N LIFFIHHR: & i
HC-27 ZJik”

300
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[0194]

<400> 122

Gln Val
1

Ser Leu

Ala Met

Ala Val
50

Lys Gly
65

Leu Gln

Ala Arg

Gly Thr

Phe Pro
130

Leu Gly
145

Trp Asn

Gln

Arg

His

35

Ile

Arg

Met

Gly

Leu

115

Leu

Cys

Ser

Leu

Leu

20

Trp

Ser

Phe

Asn

Tyr

100

Val

Ala

Leu

Gly

Leu

Ser

Val

Tyr

Thr

Ser

Asp

Thr

Pro

Val

Ala
165

Glu

Cys

Arg

Asp

Ile

70

Leu

Val

Val

Cys

Lys

150

Leu

Ser

Ala

Gln

Gly

55

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Gly Gly Gly Leu
10

Ala Ser Gly Phe
25

Ala Pro Gly Lys
40

Gly Asn Lys Tyr

Arg Asp Asn Ser
75

Ala Glu Asp Thr
90

Thr Gly Tyr Pro
1056

Ser Ala Ser Thr
120

Arg Ser Thr Ser

Tyr Phe Pro Glu
155

Ser Gly Val His
170

301

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Lys

Glu

140

Pro

Thr

Gln

Phe

Leu

45

Ala

Asn

Val

Tyr

Gly

125

Ser

Val

Phe

Pro

Ser

30

Glu

Glu

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Gly

15

Arg

Trp

Ser

Leu

Tyr

95

Gly

Ser

Ala

Val

Ala
175

Gly

Phe

Val

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

160

Val
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[0195]

Leu

Ser

Pro

Glu

225

Leu

Glu

Gln

Lys

Leu

305

Lys

Lys

Gln

Ser

Ser

210

Cys

Phe

Val

Phe

Pro

290

Thr

Val

Thr

Ser

Asn

Asn

Pro

Pro

Thr

Asn

275

Arg

Val

Ser

Lys

Ser

180

Phe

Thr

Pro

Pro

Cys

260

Trp

Glu

Val

Asn

Gly
340

Gly Leu

Gly Thr

Lys Val

Cys Pro
230

Lys Pro
245

Val Val

Tyr Val

Glu Gln

His Gln
310

Lys Gly
325

Gln Pro

Tyr

Gln

Asp

215

Ala

Lys

Val

Asp

Phe

295

Asp

Leu

Arg

Ser

Thr

200

Lys

Pro

Asp

Asp

Gly

280

Asn

Trp

Pro

Glu

Leu Ser Ser

185

Tyr

Thr

Pro

Thr

Val

265

Val

Ser

Leu

Ala

Pro
345

Thr

Val

Val

Leu

250

Ser

Glu

Thr

Asn

Pro

330

Gln

302

Cys

Glu

Ala

235

Met

His

Val

Phe

Gly

315

Ile

Val

Val

Asn

Arg

220

Gly

Ile

Glu

His

Arg

300

Lys

Glu

Tyr

Val

Val

209

Lys

Pro

Ser

Asp

Asn

285

Val

Glu

Lys

Thr

Thr

190

Asp

Cys

Ser

Arg

Pro

270

Ala

Val

Tyr

Thr

Leu
350

Val

His

Cys

Val

Thr

205

Glu

Lys

Ser

Lys

Ile

335

Pro

Pro

Lys

Val

Phe

240

Pro

Val

Thr

Val

Cys

320

Ser

Pro
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Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
3566 360 365

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
370 375 380

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp
385 390 395 400

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp
405 410 415

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
420 425 430

[0196] Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 123
<211> 450
<212> PRT
213> NP3

<220>

221> K

223> /IFER=" AL : &%
HC-28 £ ik~

<400> 123

Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30

303
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[0197]

Ala

Ala

Lys

65

Leu

Ala

Gly

Phe

Leu
145

Trp

Leu

Ser

Met

Val

20

Gly

Gln

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

His

35

Ile

Arg

Met

Gly

Leu

115

Leu

Cys

Ser

Ser

Ser
195

Trp Val

Ser Tyr

Phe Thr

Asn Ser

85

Tyr Asp

100

Val Thr

Ala Pro

Leu Val

Gly Ala

Ser Gly

180

Leu Gly

Arg

Asp

Ile

70

Leu

Val

Val

Ser

Lys

150

Leu

Leu

Thr

Gln

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Ala Pro Gly Lys Gly

40

Gly Asn Lys

Arg Asp Asn

Ala Glu Asp

90

Thr Gly Tyr

105

Ser Ala Ser

120

Lys Ser Thr

Tyr Phe Pro

Ser Gly Val

170

Ser Leu Ser

185

Thr Tyr Ile

200

304

Tyr Tyr

60

Ser Lys

Thr Ala

Pro Asp

Thr Lys

Ser Gly

140

Glu Pro

His Thr

Ser Val

Cys Asn

Leu

45

Ala

Asn

Val

Tyr

Gly

125

Gly

Val

Phe

Val

Val
205

Glu

Glu

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Trp

Ser

Leu

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

His

Val

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

160

Val

Pro

Lys



CN 105143267 B

F

5

3

198/348 T

[0198]

Pro Ser
210

Lys Thr
225

Pro Ser

Ser Arg

Asp Pro

Asn Ala

290

Val Val
305

Glu Tyr

Lys Thr

Thr Leu

Thr Cys
370

Asn Thr

His Thr

Val Phe

Thr Pro

260

Glu Val

275

Lys Thr

Ser Val

Lys Cys

[le Ser

340

Pro Pro

Leu Val

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lvs
325

Lys !

Ser

Lvs

Val

Pro

230

Phe

Val

Phe

Pro

Thr
310

Arg

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Glu

Phe T

375

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

s Gly

Glu
360

[vr

Lys Val Glu

Pro

Lys

Val

265

Tyr

Glu

His

Lys

Met

Pro

305

Ala

Pro

250

Val

Val

Gln

Ala

330

Pro

Thr

Ser

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Asp

Pro

220

Glu

Asp

Asp

Gly

Gly
300

Trp

Pro

Glu

5 Asn

380

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Cys

Gly

His

Val

Tyr

Gly

Val

Ser

Glu T

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu
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[0199]

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly Lys
450

<210> 124
<211> 450
<212> PRT
213> ANTF3)

{2200
221> i
223> /{FER=" NTeal g : & i
HC-29 % ik~
<400> 124
Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

306
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[0200]

Ala

Leu

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Val

[

50

5 Gly

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser
210

Arg

Met

Leu

115

Leu

Cys

Ser

Ser

Ser

Asn

Ser

Phe

Asn

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Tyr

Thr

Ser

Asp

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Asp

70

Leu

Val

Val

Ser

Lys

Leu

Leu

Thr

Val

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp
215

Gly

Arg

Ala

Thr

Ser

120

Tyr

Ser

Ser

Thr

200

Lys

Asn Lys Tyr

Asp

Glu

3 Ser

Phe

Gly

Leu

185

Tyr

Lys

307

Asn

Asp
90

y Tyr

Ser

Thr

Pro

Val

170

Ser

Ile

Val

Ser

Thr

Pro

Thr

Ser

His

Ser

Cys

Glu

Tyr

60

Lys

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro
220

Ala

Asn

Val Tyr 1

Tyr

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Glu

Thr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Ser

Leu

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

Val

Pro

Lys

Asp
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[0201]

Lys

225

Pro

Ser

Asp

Asn

Cys

305

Glu

Lys

Thr

Thr

Glu
385

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

370

Ser

His

Val

Thr

Lyvs

Ser

Lys

Ile

Pro

355

Leu

Asn

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Cys

Leu

245

Lvs

Lys

Leu

Lys

325

Lys

Ser

Lys

Gln

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Gly

Pro
390

Pro

Pro

Thr

Asn

Cys

295

Val

Ser

Lys

Glu

Phe

375

Glu

Cys Pro Ala Pro

Pro Lys

Cys Val

Trp Tyr

280

Glu Glu

LLeu His

Asn Lys Ala

Gly Gln
345

Glu Met

360

Tyr Pro

Asn Asn

308

Pro

250

Val

Val

330

Pro

Thr

Ser

Tyr

235

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys
395

Glu

Asp

Gly

Gly

300

Trp

Pro

Glu

Asn

Ile
380

Thr

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Leu

Ser

270

Glu

Thr T

Asn

Pro

Gln

350

Val

Val

Pro

Gly

His

Val

[vr

Gly

Ile

335

Val

Ser

Glu

Pro

Gly

240

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val
400



CN 105143267 B F % *

202/348 Tl

[0202]

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp

405 410

415

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His

420 425

430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro

435 440 445

Gly Lys
450

210> 125
211> 446
<212> PRT
213> NTLJF%|

220>

221> KR

223> /R NLEHIRHE: &
HC-30 £ Jik”

<400> 125
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
1 5 10

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Thr Phe
20 25

Ala Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
35 40 45

Gly Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr Ala
50 55 60

Lys Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser

309

Pro

Ser

30

Glu

Glu

Thr

Gly Ala

15

Arg Phe

Trp Met

Ser Val

Leu Tyr
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[0203]

65

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Glu

225

Leu

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Cys

Phe

Leu

Gly

Leu

115

Leu

Cys

Ser

Ser

Asn

195

Asn

Pro

Pro

Ser

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Phe

Thr

Pro

Pro

Ser

85

Asp

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Lys

70

Leu

Val

Val

Cys

Lys

150

Leu

Leu

Thr

Val

Pro

230

Pro

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Ala

Lys

Ser Glu

Thr Gly
106

Asp
90

Tyr

Ser Ala Ser

120

Arg Ser

Tyr Phe

Ser Gly

Ser Leu

185

Thr Tyr

200

Lys Thr

Pro Pro

Asp Thr

Thr

Pro

Val

170

Ser

Thr

Val

Val

Leu

310

Thr

Pro

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Ala

235

Met

Ala

Asp

Lys

Glu

140

Pro

Thr

Val

Asn

Arg

220

Gly

Ile

Val

Tyr

Gly

125

Ser

Val

Phe

Val

Val

205

Lys

Pro

Ser

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asp

Cys

Ser

Arg

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

His

Val

Thr

80

Cys

Gln

Val

Ala

Ser

160

Val

Pro

Lys

Val

Phe

240

Pro
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[0204]

Glu

Gln

Lys

Leu

305

Lys

Lys

Ser

Lys

Gln

385

Gly

Gln

Val

Phe

Pro

290

Thr

Val

Thr

Arg

Gly

370

Pro

Ser

Gln

Thr

Asn

275

Arg

Val

Ser

Lys

Glu

355

Phe

Glu

Phe

Gly

Cys

260

Trp

Glu

Val

Asn

Gly

340

Glu

Tyr

Asn

Phe

Asn

Val

Tyr

Glu

His

Lys

325

Gln

Met

Pro

Asn

Leu

405

Val

Val

Val

Gln

Gln

310

Gly

Pro

Thr

Ser

Tyr
390

Tyr S

Phe

Val

Asp

Phe

295

Asp

Leu

Arg

Lys

Asp

375

Lys

Ser

Asp

Gly

280

Asn

Trp

Pro

Glu

Asn

360

Ile

Thr

Lys

Cys

Val

265

Val

Ser

Leu

Ala

Pro

345

Gln

Ala

Thr

Leu

Ser

Ser

Glu

Thr

Asn

Pro

330

Gln

Val

Val

Pro

Thr

410

Val

311

His

Val

Phe

Gly

315

Ile

Val

Ser

Glu

Pro

395

Val

Met

Glu

His

Arg

300

Lys

Glu

Tyr

Leu

Trp

380

Met

Asp

His

Asp

Asn

285

Val

Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

Pro

270

Ala

Val

Tyr

Thr

Leu

350

Cys

Ser

Asp

Ser

Ala

Glu

Lys

Ser

Lys

Ile

335

Pro

Leu

Asn

Ser

Arg

415

Leu

Val

Thr

Val

Cys

320

Ser

Pro

Val

Gly

Asp

400

Trp

His
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[0205]

420

425

430

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys

435

<210> 126
<211> 450
<212> PRT
213> A%

220>
<221> KI5

440

223> /HER=" N LESHER . &R
HC-31 Z k"

<400> 126
Gln Val Gln Leu
1

Ser Val Lys Val
20

Ala Met His Trp
35

Gly Val Ile Ser
50

Lys Gly Arg Val
65

Met Glu Leu Ser

Ala Arg Gly Tyr
100

Val

Ser

Val

Tyr

Thr

Ser

Asp

Gln Ser

Cys

Lys

Arg Gln

Asp Gly

Met
70

Thr

Leu Arg

Val

Leu

Gly Ala Glu
10

Ala Ser Gly
25

Ala Pro Gly
40

Gly Asn Lys

Arg Asp Thr

Ser Glu Asp

90

Thr Gly Tyr
105

312

Val

Phe

Gln

Tyr

Ser

Thr

Pro

445

Lys Lys

Thr Phe

Gly Leu

45

Tyr Ala

60

Thr Ser

Ala Val

Asp Tyr

Pro

Ser

30

Glu

Glu

Thr

Tyr

Trp
110

Gly

15

Arg

Trp

Ser

Leu

Tyr

Gly

Ala

Phe

Met

Val

Tyr

80

Cys

Gln



CN 105143267 B

F

5

=

206/348 Tl

[0206]

Gly Thr

Phe Pro
130

Leu Gly
145

Trp Asn

Leu Gln

Ser Ser

Pro Ser

210

Lys Thr

225

Pro Ser

Ser Arg

Asp Pro

Leu Val
115

Leu Ala

Cys Leu

Ser Gly

Ser Ser
180

Ser Leu
195

Asn Thr

His Thr

Val Phe

Thr Pro

260

Glu Val
275

Thr

Pro

Val

Lys

Cys

Leu

245

Glu

Lys

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Ser

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp
280

Ala Ser Thr

Ser

Phe

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Tyr

313

Thr

Pro

Val

170

Ser

Val

Ala

Pro

250

Val

Val

Ser

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val
285

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

His

Val

Val

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His
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[0207]

Asn

Val

300

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Ala

290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

Lys

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu
435

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Lys

Leu

Lys

325

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Pro

Thr

310

Val

Ala

Arg

Gly

Pro

390

Ser

Gln

His

Arg

295

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Glu Glu Gln

Leu His Gln

Asn Lys Ala
330

Gly Gln Pro
345

Glu Met Thr
360

Tyr Pro Ser

Asn Asn Tyr

Phe Leu Tyr
410

Asn Val Phe
425

Thr Gln Lys
440

314

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Gly

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Thr

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Tyr

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro
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[0208]

<210> 127
<211> 450
<212> PRT
213> ANTF3)

<220>

221> kiE

<223> /IHFR=" N L FFIHEE:

HC-32 £ JIK”

<400> 127

Gln Val

1

Ser Val

Ala Met

Gly Val

50

Met Glu

Ala Arg

Gly Thr

Gln

Lys

His

35

Arg

Leu

Leu
115

Leu

Val

20

Trp

Ser

Val

Ser

Tyr

100

Val

Val

o

Ser

Val

Tyr

Thr

Ser

Asp

Thr

Gln

Cys

Arg

Asp

Met

70

Leu

Val

Val

Ser

Lys

Gln

Thr

Arg

Leu

Ser

I

Gly Ala

Ala Ser

25

Ala Pro

40

Gly Asn

Arg Asp

Ser Glu

Thr Gly

Ser Ala
120

315

Glu

10

Gly

Gly

Lys

Thr

Asp

90

Tyr

Ser

Val

Phe

Gln

Tyr

Ser

Thr

Pro

Thr

Lys

Thr

Gly

Tyr

60

Thr

Ala

Asp

Lys

Lys

Phe

Leu

45

Ala

Ser

Val

Tyr

Gly
125

Pro

Ser

30

Glu

Glu

Thr

Tyr T

Trp
110

Pro

Gly

Arg

Trp

Ser

Leu

Gly

Ser

Ala

Phe

Met

Val

Tyr

80

Cys

Gln

Val
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Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala
130 135 140

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser
145 150 155 160

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val
165 170 175

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro
180 185 190

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys
195 200 205

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp

[0209]
210 215 220

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
225 230 235 240

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
245 250 255

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu
260 265 270

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
275 280 285

Asn Ala Lys Thr Lys Pro Cys Glu Glu Gln Tyr Gly Ser Thr Tyr Arg
290 295 300

316
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[0210]

Cys Val
305

Glu Tyr

Lys Thr

Thr Leu

Thr Cys

370

Glu Ser
385

Leu Asp

Lys Ser

Glu Ala

Gly Lys
450

Ser

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu
435

<210> 128
<211> 446
<212> PRT

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Leu

Lys

325

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Thr

310

Val

Ala

Arg

Gly

Pro

390

Ser

Gln

His

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

His Gln

Lys Ala
330

Gln Pro
345

Met Thr

Pro Ser

Asn Tyr

Leu Tyr

410

Val Phe
425

Gln Lys

317

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Leu Asn

Ala Pro

Pro Gln
360

Gln Val
365

Ala Val

Thr Pro

Leu Thr

Ser Val

430

Ser Leu
445

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro
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213> NTFEH
220>
221> FKiF
223> /HEB="ANLTFAIRE: &R
HC-33 Z Ik”
<400> 128
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30
Ala Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
Gly Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr Ala Glu Ser Val
[0211]
50 b5 60
Lys Gly Arg Val Thr Met Thr Arg Asp Thr Ser Lys Ser Thr Ala Tyr
65 70 75 80
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Ala Arg Gly Tyr Asp Val Leu Thr Gly Tyr Pro Asp Tyr Trp Gly Gln
100 105 110
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125
Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala
130 135 140

318
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[0212]

Leu
145

Trp

Leu

Ser

Pro

Glu

225

Leu

Glu

Gln

Lys

Leu
3056

Gly

Asn

Ser

Ser

210

Cys

Phe

Val

Phe

Pro

290

Thr

Cys

Ser

Ser

Asn

195

Asn

Pro

Pro

Thr

Asn

275

Arg

Val

Leu

Gly

Ser

180

Phe

Thr

Pro

Pro

Cys

260

Trp

Glu

Val

Val

Lys

Cys

Lys

245

Val

Tyr

Glu

His

Lys

150

Leu

Leu

Thr

Val

Pro

230

Pro

Val

Val

Gln

Gln
310

Asp

Thr

Tyr

Gln

Asp

215

Ala

Lys

Val

Asp

Phe

295

Asp

Tyr

Ser

Ser

Thr

200

Pro

Asp

Asp

Gly

280

Asn

Trp

Phe

Leu
185

Tyr

s Thr

Pro

Thr

Val

265

Val

Ser

Pro Glu

155

Val His
170

Ser Ser

Thr Cys

Val Glu

Val Ala

235

Leu Met

250

Ser His

Glu Val

Thr Phe

Leu Asn Gly

319

315

Pro

Thr

Val

Asn

Arg

220

Gly

Ile

Glu

His

Arg

300

Lys

Val

Phe

Val

Val

205

Lys

Pro

Ser

Asp

Asn

285

Val

Glu

Thr

Pro

Thr

190

Asp

Cys

Ser

Arg

Pro

270

Ala

Val

Tyr

Val

Ala

175

Val

His

Cys

Val

Thr

205

Glu

Lys

Ser

Lys

Ser

160

Val

Pro

Lys

Val

Phe

240

Pro

Val

Thr

Val

Cys
320
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Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser
325 330 335

Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro
340 345 350

Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
355 360 365

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
370 375 380

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp
385 390 395 400

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp

405 410 415
[0213]

GIn Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
420 425 430

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

210> 129
211> 450
<212> PRT
213> NTJ#3|

220>

221> R

223> /FER="NTREFINHE: AR
HC-34 % Jik”

400> 129
GIn Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

320
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[0214]

1

Ser

Ala

Gly

Lys

65

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Val

Met

Val

Gly

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Lys

His

Ile

Arg

Leu

Gly

Leu

115

Leu

Cys

Ser

Ser

Val Ser Cys
20

Trp Val Arg

Ser Tyr Asp

Val Thr Met
70

Ser Ser Leu
85

Tyr Asp Val
100

Val Thr Val

Ala Pro Ser

Leu Val Lys
150

Gly Ala Leu
165

Ser Gly Leu

Lys

Gln

Thr

Arg

Leu

Ser

Thr

Tyr

10

Ala Ser Gly
25

Ala Pro Gly
40

Gly Asn Lys

Arg Asp Thr

Ser Glu Asp
90

Thr Gly Tyr
105

Ser Ala Ser
120

Lys Ser Thr

Tyr Phe Pro

Ser Gly Val

170

Ser Leu Ser

321

Phe

Gln

Tyr

Ser

Thr

Pro

Thr

Ser

Glu

155

His

Ser

Thr

Gly

Tyr

60

Lys

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Phe

Leu

45

Ala

Ser

Val

Tyr

Gly

125

Gly

Val

Phe

Val

Ser

30

Glu

Glu

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

15

Arg

Trp

Ser

Ala

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

Phe

Met

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

160

Val

Pro
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[0215]

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Thr

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

325

Lys

Ser

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Glu

185

Thr Tyr
200

Lys Lys

Cys Pro

Pro Lys

Cys Val

265

Trp Tyr
280

Glu Glu

Leu His

Asn Lys

Gly Gln

345

Glu Met

Ile

Val

Ala

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Thr

322

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asn

Pro

220

Glu

Asp

Asp

Gly

Gly

300

Trp

Pro

Glu

Asn

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Gln

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

His

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile

335

Val

Ser

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu
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365 360 365
Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
370 375 380
Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400
Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415
Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430
Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445
[0216]
Gly Lys
450
<210> 130
<211> 450
<212> PRT
213> N3
<220>
221> KI5
223> /HER=" NLIBFIHIE: &R
HC-35 % Jik”
<400> 130

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Thr Phe Ser Arg Phe

20

25

323

30
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[0217]

Ala

Gly

Lys

65

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Met

Val

20

Gly

Glu

Arg

Thr

Pro

Gly

Asn

Gln

Ser

His

35

Ile

Arg

Leu

Gly

Leu

Leu

Cys

Ser

Ser

Ser

Trp

Ser

Val

Ser

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Leu

Val

Tyr

Thr

Ser

85

Asp

Thr

Pro

Val

Ala

165

Gly

Gly

Arg

Asp

Met

70

Leu

Val

Val

Ser

Lys

150

Leu

Leu

Thr

Gln

Thr

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Ala Pro Gly Gln

40

Gly Asn

Arg Asp

Ser Glu

Thr Gly
105

Ser Ala
120

Lys Ser

Tyr Phe

Ser Gly

Ser Leu
185

Thr Tyr
200

Lys

Thr

Asp
90

Tyr

Ser

Thr

Pro

Val
170

Ser

Ile

324

Tyr

Ser

Thr

Pro

Thr

Ser

His

Ser

Cys

Gly

Tyr

60

Lys

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Leu

45

Ala

Ser

Val

Tyr

Gly

125

Gly

Val

Phe

Val

Val
205

Glu

Glu

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Trp

Ser

Ala

Tyr

95

Gly

Ser

Ala

Val

Ala

Val

His

Met

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

Val

Pro

Lys
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[0218]

Pro Ser
210

Lys Thr
225

Pro Ser

Ser Arg

Asp Pro

Asn Ala

290

Cys Val

305

Glu Tyr

Lys Thr

Thr Leu

Thr Cys
370

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

325

Lys

Ser

Lys

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Gly

Asp

215

Pro

Pro

Thr

Asn

Cys

295

Val

Ser

Lys

Glu

Phe
375

Lys Lys Val Glu

Cys Pro

Pro Lys

Cys Val
265

Trp Tyr
280

Glu Glu

Leu His

Asn Lys

Gly Gln
345

Glu Met
360

Tyr Pro

Ala

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Thr

Ser

325

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Pro

220

Glu

Asp

Asp

Gly

Gly

300

Trp

Pro

Glu

Asn

Ile
380

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Cys

Gly

Met

205

His

Val

Tyr

Gly

Ile

335

Val

Ser

Glu

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp
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[0219]

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
385 390 395 400

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
405 410 415

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
420 425 430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly Lys
450

210> 131
<211> 446
<212> PRT
213> N3

<220>

<221> RiE

223> /VERE" N LFEHIHGR: A
HC-36 £ fik”

<400> 131

Gln Val Gln Leu Val Glu Ser Gly Ala Glu Val Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

326
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[0220]

Gly

Met

Ala

Gly

Phe

Leu
145

Trp

Leu

Ser

Pro

Val

=

50

5 Gly

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser
210

[le

Arg

Leu

Gly

Leu

115

Leu

Cys

Ser

Ser

Asn

195

Asn

Ser

Val

Ser

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Phe

Thr

Tyr

Thr

Ser

Asp

Thr

Pro

Val

Lys

Asp

Met

70

Leu

Val

Val

Cys

Lys

150

Leu

Leu

Val

Gly Gly

Thr Arg

Arg Ser

Leu Thr

Ser Ser
120

Ser Arg
135

Asp Tyr

Thr Ser

Tyr Ser

Gln Thr

200

Asp Lys
215

Asn Lys Tyr Tyr

Asp

Ser

Phe

Leu
185

Tyr

Thr

Thr

1 Asp

90

y Tyr

Ser

Thr

Pro

Val

170

Ser

Thr

Val

327

60

Ser Thr

Thr Ala

Pro Asp

Thr Lys

Ser Glu

140

Glu Pro

His Thr

Ser Val

Cys Asn

Glu Arg
220

Ala

Ser

Val

Tyr

Gly

125

Ser

Val

Phe

Val

Val

205

Lys

Glu Ser

Thr Leu

Tyr Tyr

Trp Gly

110

Pro Ser

Thr Ala

Thr Val

Pro Ala

175

Thr Val
190

Asp His

Cys Cys

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

160

Val

Pro

Lys

Val
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[0221]

Glu

225

Leu

Glu

Gln

Lys

Leu

309

Lys

Lys

Ser

Lys

Gln
385

Cys

Phe

Val

Phe

Pro

290

Thr

Val

Thr

Arg

Gly

370

Pro

Pro Pro

Pro Pro

Thr Cys

260

Asn Trp

275

Arg Glu

Val Val

Ser Asn

Lys Gly

340

Glu Glu

Phe Tyr

Glu Asn

Cys

Lys

245

Val

Tyr

Glu

His

Lvs

325

Met

Pro

Asn

Pro

230

Pro

Val

Val

Gln

Gln

310

Pro

Thr

Ser

Tyr
390

Ala

Lys

Val

Asp

Phe

295

Asp

Leu

Arg

Asp
375

Pro

Asp

Asp

Gly

280

Asn

Trp

Pro

Glu

s Asn

360

;5 Thr

Pro Val Ala Gly

Thr

Val

265

Val

Ser

Leu

Pro
345

Thr

Leu

250

Ser

Glu

Thr

Asn

Pro

330

Val

Val

Pro

328

235

Met

His

Val

Phe

Gly

315

Val

Ser

Glu

Pro
395

Ile

Glu

His

Arg

300

Lys

Glu

Tyr

Leu

Trp
380

Met

Pro

Ser

Asp

Asn

285

Val

Glu

Lys

Thr

Thr

365

Glu

Leu

Ser

Arg

Pro

270

Ala

Val

Tyr

Thr

Leu

350

Cys

Ser

Asp

Val

Thr

205

Glu

Lys

Ser

Lys

Pro

Leu

Asn

Ser

Phe

240

Pro

Val

Thr

Val

Cys

320

Ser

Pro

Val

Gly

Asp
400
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[0222]

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp

405

410

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His

420 425

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro

435 440

<210> 132
<211> 450
<212> PRT
213> NTE%)

<2205

221> KIE

223> [ER=" NTRAIRRR: AR
HC-37 % fik”

<400> 132

Gln Val Gln Leu Val Glu Ser Gly Ala Glu Val Val

1 o

10

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Thr

20 25

Ala Met His Trp Val Arg Gln Ala Pro Gly Gln Gly

35 40

Gly Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr

20 55

60

Lys Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr

65 70

329

75

Lys Ser Arg Trp
415

Glu Ala Leu His
430

Gly Lys
445

Lys Pro Gly Ala
15

Phe Ser Arg Phe

Leu Glu Trp Met
45

Ala Glu Ser Val

Ser Thr Leu Tyr
80
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[0223]

Met

Ala

Gly

Phe

Leu
145

Trp

Leu

Ser

Pro

Lys

225

Pro

Glu

Arg

Thr

Pro

130

Asn

Gln

Ser

Ser

210

Thr

Ser

Leu

Leu

115

Leu

Cys

Ser

Ser

Ser

Asn

His

Val

Ser

Tyr

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Ser

Asp

Thr

Pro

Val

Gly

Gly

Lys

Cys

Leu
245

Leu

Val

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Arg

Leu

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Ser

Thr

Ser

120

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Glu Asp Thr

3 Ser

Phe

Leu

185

Tyr

Lys

Pro

Lys

330

90

Tyr

Ser

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro
250

Pro

Thr

Ser

His

Ser

Cys

Glu

Pro

235

Lys

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Val

Tyr

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Tyr T

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Gly

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

Met
255

Cys

Gln

Val

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile
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[0224]

Ser

Asp

Asn

Val
305

Glu T

Lys

Thr

Thr

Glu

380

Leu

Lys

Arg

Pro

Ala

290

Val

[yvr

Thr

Leu

Cys

370

Ser

Asp

Ser

Thr

Lyvs

Ser

Lyvs

Pro

355

Leu

Asn

Ser

Arg

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp
420

Glu Val

Lys Phe

Lys Pro

Leu Thr

310

Lys Val
325

Thr

Asn

Arg

295

Val

Ser

Lys Ala Lys

Ser Arg

Lys Gly

Gln Pro
390

Gly Ser
405

Gln Gln

Glu

Phe

375

Glu

Phe

Gly

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Val

Tyr

Glu

His

Lys

Met

Pro

Asn

Leu

Val
425

331

Val

Val

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Val

Asp

Tyr

Asp T

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Gly

Gly

300

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
270

Glu

Thr T

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val
430

His

Val

[vr

Gly

Val T

Ser

Glu

Pro

Val

415

Met

Glu

His

Arg

Lys

320

Glu

[yr

Leu

Trp

Val

400

Asp

His
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[0225]

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
435 440 445

Gly Lys
450

<210> 133
<211> 450
<212> PRT
213> ANIF3

<2200
221> R
223> /IEFER=" NTRAIHR: A

HC-38 £ fik”
<400> 133
Gln Val Gln Leu Val Glu Ser Gly Ala Glu Val Val Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr Ala Glu Ser Val
50 55 60

Lys Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Leu Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Tyr Asp Val Leu Thr Gly Tyr Pro Asp Tyr Trp Gly Gln

332
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[0226]

Gly Thr

Phe Pro
130

Leu Gly
145

Trp Asn

Leu Gln

Ser Ser

Pro Ser

210

Lys Thr

225

Pro Ser

Ser Arg

Asp Pro

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

100

Val Thr

Ala Pro

Leu Val

Gly Ala
165

Ser Gly
180

Leu Gly

Thr Lys

Thr Cys

Phe Leu
245

Pro Glu
260

Val Lys

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Ser

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

Ala

Ser

Phe

Gly

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Tyr

Ser Thr

Thr Ser

Pro Glu
155

Val His
170

Ser Ser

Ile Cys

Val Glu

Ala Pro

235

Pro Lys

250

Val Val

Val Asp

333

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Val

Ala

Ser

160

Val

Pro

Asp

Gly

240

Ile

Glu

His
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[0227]

Asn

Cys

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Ala
290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp S

Ser

Ala

Lys

Lys

Ser

Lys

Ile

Pro

355

Leu

Asn

Arg

Leu
435

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Lys Pro

Leu Thr
310

Lys Val
325

Lys Ala

Ser Arg

Lys Gly

Gln Pro

390

Gly Ser
405

Gln Gln

Asn His

Cys

295

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

Gln

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

334

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Gly Ser Thr

300

Trp Leu

Pro Ala

Asn

Pro

Glu Pro Gln

Asn Gln
365

Ile Ala
380

Thr Thr

350

Val

Val

Pro

Lys Leu Thr

Cys Ser

Leu Ser
445

Val
430

Leu

Tyr

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro
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450
<210> 134
211> 446
<212> PRT
213> NTLF#%)|
220>
221> FiH
223> /{ER=" NLIFFHR: & i
HC-39 £ fik”
<400> 134
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr
20 25 30

[0228] )

Ala Met His Trp Val Arg Gln Ala Ser Gly Lys Gly Leu Glu Trp Val
35 40 45
Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80
Leu Leu Met Ser Ser Leu Arg Ala Glu Asp Thr Ala Val Phe Tyr Cys
85 90 95
Ala Arg Gly Tyr Asp Ile Leu Thr Gly Tyr Pro Asp Tyr Trp Gly Gln
100 105 110
Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val
115 120 125

335
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[0229]

Phe Pro
130

Leu Gly
145

Trp Asn

Leu Gln

Ser Ser

Pro Ser

210

Glu Cys

225

Leu Phe

Glu Val

Gln Phe

Lys Pro
290

Leu

Cys

Ser

Ser

Asn

Asn

Pro

Pro

Thr

Asn

275

Arg

Ala

Leu

Gly

Ser

180

Phe

Thr

Pro

Pro

Cys

260

Trp

Glu

Pro Cys

Val Lys
150

Ala Leu
165

Gly Leu

Gly Thr

Lys Val

Cys Pro

230

Lys Pro

245

Val Val

Tyr Val

Glu Gln

Ser

135

Asp

Thr

Tyr

Gln

Asp
215

Ala

Lys

Val

Asp

Phe
295

Arg

Tyr

Ser

Ser

Thr

200

Lys

Pro

Asp

Asp

Gly

280

Asn

Ser Thr Ser

Phe

Gly

Leu

185

Tyr

Thr

Pro

Thr

Val

265

Val

Ser

336

Pro

Val

170

Ser

Thr

Val

Val

Leu

250

Ser

Glu

Thr

His

Ser

Cys

Glu

Ala

235

Met

His

Val

Phe

Glu

140

Pro

Thr

Val

Asn

Arg

220

Gly

Ile

Glu

His

Arg
300

Ser

Val

Phe

Val

Val

209

Lys

Pro

Ser

Asp

Asn

285

Val

Thr

Thr

Pro

Thr

190

Asp

Cys

Ser

Arg

Pro

270

Ala

Val

Ala

Val

Ala

Val

His

Cys

Val

Glu

Lys

Ser

Ala

Ser

Val

Pro

Lys

Val

Phe

240

Pro

Val

Thr

Val
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[0230]

Leu Thr
3056

Lys Val

Lys Thr

Ser Arg

Lys Gly

370

Gln Pro

389

Gly Ser

Gln Gln

Asn His

Val

Ser

Lys

Glu

355

Phe

Glu

Phe

Gly

Tyr
435

<210> 135
<211> 450
<212> PRT
213> ANTLF3)

<220>

Val

Asn

Gly

340

Glu

Tyr

Asn

Phe

Asn

420

Thr

His

Lys

325

Gln

Met

Pro

Asn

Leu T

405

Val

Gln

310

Gly

Pro

Thr

Ser

Tyr

390

Phe

Lys

Asp

Leu

Arg

Lys

Asp

375

Lys

Ser

Ser

Ser

Trp Leu Asn Gly

Pro Ala

Glu Pro
345

Asn Gln
360

Ile Ala

Thr Thr

Lys Leu

Cys Ser

425

Leu Ser
440

Pro

330

Gln

Val

Val

Pro

Thr

410

Val

Leu

337

315

Ile

Val

Ser

Glu

Pro

395

Val

Met

Ser

Lys

Glu

Tyr

Leu

Trp

380

Met

Asp

His

Pro

Glu

Lys

Thr

Thr

365

Glu

Leu

Lys

Glu

Gly
445

Tyr

Thr

Leu

350

Cys

Ser

Asp

Ser

Ala

430

Lys

Lys

Ile

335

Pro

Leu

Asn

Ser

Arg

415

Leu

Cys
320

Ser

Pro

Val

Gly

Asp
400

Trp

His
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[0231]

221> f¥

223> /HER=" N TR :

HC-40 Z Jik”

<400> 135

Gln Val
1

Ser Leu

Ala Met

Ala Val

Lys Gly

65

Leu Leu

Ala Arg

Gly Thr

Phe Pro

130

Leu Gly
145

Gln

Arg

His

35

Ile

Arg

Met

Gly

Leu

115

Leu

Cys

Leu

Leu

20

Trp

Ser

Phe

Ser

Tyr

100

Val

Ala

Leu

Val

Ser

Val

Tyr

Thr

Ser

Asp

Thr

Pro

Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Ile

Val

Ser

Lys
150

Ser

Ala

Gln

Gly

55

Ser

Arg

Leu

Ser

Asp

£ Y

Gly

Ala

Ala

40

Ser

Arg

Ala

Thr

Ser

120

Lys

Tyr

Gly Gly Val
10

Ser Gly Phe

Ser Gly Lys

Asn Lys Tyr

Asp Asn Ser
75

Glu Asp Thr
90

Gly Tyr Pro

105

Ala Ser Thr

Ser Thr Ser

Phe Pro Glu

155

338

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Lys

Gly

140

Pro

Gln

Phe

Leu

45

Ala

Asn

Val

Tyr

Gly

125

Gly

Val

Pro

Ser

30

Glu

Asp

Thr L

Phe

Trp

110

Pro

Thr

Thr

Gly

156

Arg

Trp

Ser

Tyr
95

Gly

Ala

Val

Arg

Tyr

Val

Val

Tyr

80

Cys

Gln

Val

Ala

Ser
160
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[0232]

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val
305

Glu T

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

[yr

Ser

Ser

Ser

Asn

His

Val

Thr

Lys

Ser

Lys

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Lvs

Lvs

Leu

Lvs
325

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly Val His Thr

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Tyr

Glu

His

Lys

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Ala
330

339

Ser Val

Cys Asn

Glu Pro
220

Pro Glu
235

Lys Asp

Val Asp

Asp Gly

Tyr Gly
300

Asp Trp
316

LLeu Pro

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr T

Asn

Pro

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

[yr

Gly

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu
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[0233]

Lys Thr

Thr Leu

Thr Cys

370

Glu Ser

385

Leu Asp

Lys Ser

Glu Ala

Gly Lys
450

Ile

Leu

Asn

Ser

Arg

Leu
435

<210> 136
<211> 450
<212> PRT
213> N3

220>

221> FKY&E
223> /TER=" AT ARy
HC-41 £ fik”

<400> 136

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Lys Ala Lys

Ser Arg Glu

Lys Gly Phe
375

Gln Pro Glu
390

Gly Ser Phe
405

Gln Gln Gly

Asn His Tyr

Gly Gln Pro Arg
345

Glu Met Thr Lys
360

Tyr Pro Ser Asp

Asn Asn Tyr Lys
395

Phe Leu Tyr Ser
410

Asn Val Phe Ser
425

Thr Gln Lys Ser
440

340

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Gln
350

Val S

Val

Pro

Thr

Val

430

Leu

Val

Glu

Pro

Val

415

Met

Ser

Tyr

Leu

Trp

Val

400

Asp

His

Pro
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[0234]

Gln

1

Ser

Ala

Ala

Leu

Ala

Gly

Phe

Leu

145

Trp

Val

Leu

Met

Val

=

50

s Gly

Leu

Arg

Thr

Pro

130

Gly

Asn

Gln

Arg

His T

Arg

Met

Gly

Leu

Cys

Ser

Leu

Leu

20

Irp

Ser

Phe

Ser

Tyr

100

Val

Ala

Leu

Gly

Val

Ser

Val

Tyr

Thr

Ser

89

Asp

Thr

Pro

Val

Ala
165

Cys

Arg

Asp

70

Leu

Ile

Val

Ser

Lys

150

Leu

Ser

Ala

Gln

Ser

Arg

Leu

Ser

Ser

135

Asp

Thr

Gly Gly Gly Val

Ala Ser

25

Ala Ser
40

Ser Asn

Arg Asp

Ala Glu

Thr Gly

105

Ser Ala

120

Lys Ser

Tyr Phe

Ser Gly

341

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

Ser

Thr

Pro

Val

Phe

Lys

Tyr

Ser

Thr

Pro

Thr

Ser

Glu

195

His

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Lys

Gly

140

Pro

Thr

Gln

Phe

Leu

45

Asn

Val

Tyr

Gly

125

Gly

Val

Phe

Pro

Ser
30

Glu T

Asp

Thr

Phe T

Trp

Pro

Thr

Thr

Pro

Gly

Arg

Irp

Ser

Leu

Gly

Ser

Ala

Val

Ala
175

Arg

Tyr

Val

Val

Tyr

80

Cys

Gln

Val

Ala

Ser

160

Val
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[0235]

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Cys

300

Glu

Lys

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser
340

Lys

Cys

Leu

245

Lys

Lys

Leu

Lys

325

Lys

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Cys

295

Val

Ser

Ala Lys

Ser

Thr

200

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Leu Ser Ser

185

Tyr

5 Lys

Pro

Lys

Tyr

Glu

His

Lys

Gln
345

342

Val

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Cys

Glu

Pro

235

Val

Asp

Tyr

Asp

315

Leu

Arg

Val

Asn

Pro

220

Glu

Asp

Gly

Gly

300

Trp

Pro

Glu

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln
350

Val

His

Cys

Gly

His

Val

Tyr

Gly

Ile

335

Val

Pro

Lys

Asp

Gly

240

Glu

His

Arg

Lys

320

Glu

Tyr
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[0236]

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr

355

Thr Cys Leu Val Lys Gly Phe
370 375

Glu Ser Asn Gly Gln Pro Glu
385 390

Leu Asp Ser Asp Gly Ser Phe
405

Lys Ser Arg Trp Gln Gln Gly
420

Glu Ala Leu His Asn His Tyr
435

Gly Lys
450

210> 137
<211> 449
<212> PRT
213> NTLF%

<220>
<221> kU

223> /VER=" NLFAFHER:

HC-42 £ Jik”

<400> 137

360

Tyr

Asn

Phe

Asn

Pro

Asn

Leu

Val
425

Ser

Tyr

Tyr

410

Phe

Thr Gln Lys

440

TR

Lys Asn

Asp Ile
380

Lys Thr

395

Ser Lys

Ser Cys

Ser Leu

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Val Ser Leu

Val Glu Trp

Pro Pro Val
400

Thr Val Asp
415

Val Met His
430

Leu Ser Pro

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5

10

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr

343
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[0237]

Gly

Gly

Met

Ala

Trp

Pro

Thr

145

Thr

Pro

Thr

Ile

Trp

50

Gly

Glu

Arg

Gly

Ser

130

Ala

Val

Ala

Val

Ser

35

Ile

Arg

Leu

Glu

Gln

115

Val

Ala

Ser

Val

Pro

20

Trp

Asn

Val

Arg

Leu

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Val

Ala

Thr

Ser

85

Glu

Thr

Pro

Gly

Asn

165

Gln

Ser

Arg

Tyr

Met

70

Leu

Leu

Thr

Leu

Cys

150

Ser

Ser

Asn

Gln

Asn

55

Thr

Arg

Arg

Val

Ala

135

Leu

Gly

Ser

Phe

Ala

40

Gly

Thr

Ser

Ser

Pro

120

Pro

Val

Ala

Gly

Gly

25

Pro

His

Asp

Asp

Phe

105

Val

Cys

Lys

Leu

Leu

185

Thr

Gly

Thr

Thr

Asp

90

Tyr

Ser

Ser

Asp

Thr

170

Tyr

Gln

344

Gln

Asn

Ser

Thr

Tyr

Ser

Arg

Ser

Ser

Thr

Gly

Tyr

60

Thr

Ala

Phe

Ala

Ser

140

Phe

Gly

Leu

Tyr

Leu

45

Ala

Ser

Val

Gly

Ser

125

Thr

Pro

Val

Ser

Thr

30

Glu

Gln

Thr

Tyr

Met

110

Thr

Ser

Glu

His

Ser

190

Cys

Trp

Thr

Ala

Tyr

95

Asp

Lys

Glu

Pro

Thr

175

Val

Asn

Met

Phe

Tyr

80

Cys

Val

Gly

Ser

Val

160

Phe

Val

Val
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[0238]

Asp

Cys

225

Ser

Arg

Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

His

210

Cys

Val

Thr

Glu

Lys

290

Ser

Lys

Ile

Pro

Leu

195

Lys

Val

Phe

Pro

Val

275

Thr

Val

Cys

Ser

Pro

355

Val

Pro

Glu

Leu

Glu

260

Gln

Lys

Leu

Lys

Lys

340

Ser

Lys

Ser

Cys

Phe

245

Val

Phe

Pro

Thr

Val

325

Thr

I

Arg

Gly

Asn Thr
215

Pro Pro
230

Pro Pro

Thr Cys

Asn Trp

Arg Glu

295

Val Val

310

Ser Asn

Lys Gly

Glu Glu

Phe Tyr

200

Lys

Cys

Lys

Val

Tyr

280

Glu

His

Lys

Gln

Met

360

Pro

Val

Pro

Pro

Val

265

Val

Gln

Gln

Gly

Pro

345

Thr

Ser

Asp

Ala

Lys

250

Val

Asp

Phe

Asp

Leu

330

Arg

Lys

Asp

345

Lys

Pro

235

Asp

Asp

Gly

Asn

Trp

315

Pro

Glu

Asn

Ile

Thr

220

Pro

Thr

Val

Val

Ser

300

Leu

Ala

Pro

Gln

Ala

205

Val

Val

Leu

Ser

Glu

285

Thr

Asn

Pro

Gln

Val

365

Val

Glu

Ala

Met

His

270

Val

Phe

Gly

Ile

Val

350

Ser

Glu

Arg Lys

Gly Pro
240

Ser

Glu Asp

His Asn

Arg Val

Lys Glu

320

Glu Lys
335

Tyr Thr

Leu Thr

Trp Glu
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370 375 380

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu
385 390 395 400

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445

Lys

[0239]

<210> 138
<211> 449
<212> PRT
213> N3

220>

221> R

223> /VER=" N TSI : & il
HC-43 % fik”

<400> 138

Gln Val Gln Leu Val GIn Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 3] 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

346
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[0240]

Gly Trp
50

Gln Gly
65

Met Glu

Ala Arg

Trp Gly

Pro Ser

130

Thr Ala

145

Thr Val

Pro Ala

Thr Val

Asp His
210

Ile

Arg

Leu

Glu

Gln

Val

Ser

Val

Pro

195

Lys

Asn

Val

Arg

Leu

100

Gly

Phe

a Leu

Trp

Leu
180

Ser

Pro

Ala

Thr

Ser

85

Glu

Thr

Pro

Asn

165

Ser

Ser

Tyr

Met

70

Leu

Leu

Thr

Leu

Cys

150

Ser

Ser

Asn

Asn

Asn

cc

[81]

Thr

Arg

Arg

Val

Ala

135

Leu

Gly

Ser

Phe

Thr
215

Gly His Thr Asn

Thr Asp

Ser Asp

Ser

Thr

120

Pro

Val

Ala

Gly

Gly
200

Phe

105

Val

Cys

Lys

Leu

Leu

185

Thr

s Val

Thr

Asp

90

Tyr

Ser

Ser

Asp T

Thr
170

Tyr

Ser

Thr

Tyr

Ser

Arg

Ser

Ser

Thr

Asp Lys

347

Tyr

60

Thr

Ala

Phe

Ala

Ser

140

Phe

Gly

Leu

Tyr

Thr
220

Ala

Ser

Val

Gly

Ser

125

Thr

Pro

Val

Ser

Thr

205

Val

Gln

Thr

Tyr

Met

110

Thr

Ser

Glu

His

Ser

190

Cys

Glu

Thr

Ala

Tyr

95

Asp

Lys

Glu

Pro

Thr

175

Val

Asn

Arg

Phe

Tyr

80

Cys

Val

Gly

Ser

Val

160

Phe

Val

Val

Lys
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[0241]

Cys

225

Ser

Arg

Pro

Ala

Tyr

Thr

Leu

Cys

Ser
385

Cys

Val

Thr

Glu

Lys

290

Ser

Lys

Ile

Pro

Leu

370

Asn

Val

Phe

Pro

Val

275

Thr

Val

Cys

Ser

Pro

355

Val

Gly

Leu

Glu

260

Gln

Lys

Leu

Lys

Lys

340

Ser

Lys

Gln

Cys

Phe

245

Val

Phe

Pro

Thr

Val

325

Thr

Arg

Gly

Pro

Pro
230

Pro

Thr

Asn T

Arg G

Val

310

Ser

Lys

Glu

Phe

Glu
390

Pro

Pro

Cys

Val

Asn

Gly

Glu

Tyr

375

Asn

Cys

Lvs

Val

Tyr

280

Glu

His

Lys

Gln

Met

360

Pro

Asn

Pro

Pro

Val

265

Val

Gln

Gln

Gly

Pro

345

Thr

Ser

Tyr

Ala Pro
235

Lys Asp

250

Val Asp

Asp Gly

Phe Asn

Asp Trp

Leu Pro

330

Arg Glu

Lys Asn

Asp Ile

Lys Thr
3956

348

Pro

Thr

Val

Val

Ser

300

Leu

Ala

Pro

Gln

Ala

380

Thr

Val

Leu

Glu

285

Thr

Asn

Pro

Gln

Val

365

Val

Pro

Ala

Met

His

270

Val

Phe

Gly

Ile

Val

350

Ser

Glu

Pro

Gly

@

o
ol =
w

Glu

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

Met

Pro

240

Ser

Asp

Asn

Val

Glu

320

Lys

Thr

Thr

Glu

Leu
400
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[0242]

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415

Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
420 425 430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445

Lys

<210> 139
<211> 447
<212> PRT
213> NP3

220>

221> K5

223> /HEB=" NLFAINHIR: &R
HC-44 % fik”

<400> 139
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Ser Gly Ala
1 5 10 15

Ser Leu Lys Val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Arg Tyr
20 25 30

Gly Val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Thr Thr Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

349
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[0243]

Gln

65

Met

Ala

Gln

Val

Ala

145

Ser

Val

Pro

Lys

Val
225

Gly

Glu

Arg

Gly

Phe

Leu

Trp

Leu

Ser

Pro

210

Glu

Arg

Leu

Arg

Thr

Pro

Gly

Asn

Gln

Ser

Ser

Cys

Val

Arg

Val

100

Leu

Leu

Cys

Ser

Ser

180

Asn

Asn

Pro

Thr

Ser

85

Arg

Val

Ala

Leu

Gly

165

Ser

Phe

Thr

Pro

Met

70

Leu

Tyr

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys
230

Thr

Arg

Ser

Val

Cys

135

Lys

Leu

Leu

Thr

Val

215

Pro

Ile

Ser

Gly

Ser

120

Ser

Asp

Thr

Tyr

Gln

200

Asp

Ala

Asp Thr Ser

Asp

Gly

105

Ser

Arg

Tyr

Ser

Ser

185

Thr

Lys

Pro

Asp

90

Tyr

Ala

Ser

Phe

Gly

170

Leu

Tyr

Thr

Pro

350

75

Thr

Ser

Ser

Thr

Val

Ser

Thr

Val

Val
235

Thr

Ala

Phe

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Ala

Ser

Val

Asp

Lys

125

Glu

Pro

Thr

Val

Asn

205

Arg

Gly

Thr

Tyr

Asn

110

Gly

Ser

Val

Phe

Val

190

Val

Lys

Pro

Ala

Tyr

95

Trp

Pro

Thr

Thr

Pro

175

Thr

Asp

Cys

Ser

Tyr

80

Cys

Gly

Ser

Ala

Val

Ala

Val

His

Cys

Val
240
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[0244]

Phe Leu

Pro Glu

Val Gln

Thr Lys
290

Val Leu
305

Cys Lys

Ser Lys

Pro Ser

Val Lys
370

Gly Gln
385

Asp Gly

Phe

Val

Phe

275

Pro

Thr

Val

Thr

Pro

Ser

Pro

Thr

260

Asn

Arg

Val

Ser

Lys
340

g Glu

Phe

Glu

Phe

Pro

245

Cys

Trp

Glu

Val

Asn

325

Glu

Tyr

Asn

Phe
405

Lys

Val

Tyr

Glu

His

310

Lys

Met

Pro

Asn

390

Leu

Pro

Val

Val

Gln

295

Gln

Gly

Pro

Thr

Ser

375

Tyr

Tyr

Lys Asp

Val Asp

265

Asp Gly

280

Phe Asn

Asp Trp

Leu Pro

Lys Asn

360

Asp Tle

Lys Thr

Ser Lys

351

Thr Leu
250

Val Ser

Val Glu

Ser Thr

Leu Asn
315

Ala Pro
330

Pro Gln

Gln Val

Ala Val

Thr Pro

395

Leu Thr
410

Met

His

Val

Phe

300

Gly

Ile

Val

Ser

Glu T

380

Pro

Val

Ile

Glu

His

285

Arg

Lys

Glu

Tyr

Leu

365

Met

Asp

Ser

Asp

270

Asn

Val

Glu

Lys

Thr

350

Thr

Glu

Leu

Lys

Arg

205

Pro

Ala

Val

Tyr

Thr

335

Leu

Cys

Ser

Asp

Ser
415

Thr

Glu

Lys

Ser

Lys

320

Ile

Pro

Leu

Asn

Ser

400

Arg
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Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
420 425 430

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440 445

<210> 140
211> 447
<212> PRT
213> N3

220
<221> KA
223> /VERE=" NLIFFIHIR: & R
HC-45 Z Jik”
<400> 140
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Ser Gly Ala
[0245] 1 i 10 15

Ser Leu Lys Val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Arg Tyr
20 25 30

Gly Val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Thr Thr Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

352



CN 105143267 B

F

5

=

246/348 Tl

[0246]

Ala Arg

Gln Gly

Val Phe
130

Ala Leu
145

Ser Trp

Val Leu

Pro Ser

Lys Pro

210

Val Glu
225

Phe Leu

Pro Glu

Arg

Thr

115

Pro

Gly

Asn

Gln

Ser

195

Ser

Cys

Phe

Val

Val

100

Leu

Leu

Cys

Ser

Ser

180

Asn

Asn

Pro

Pro

Thr
260

Arg

Val

Leu

Ser

Phe

Thr

Pro

Pro

245

Cys

Tyr

Thr

Pro

Val
150

Gly

Lys

Cys

230

Lys

Val

Ser

Val

Cys

135

Lys

Leu

Leu

Thr

Val

215

Pro

Pro

Val

Gly

Ser

120

Ser

Asp

Thr

Tyr

Gln

200

Asp

Ala

Lys

Val

Gly Tyr Ser

105

Ser

Arg

Tyr

Ser

Ser

185

Thr

Lys

Pro

Asp

Asp
265

353

Ser

Phe

Gly
170

Leu

Tyr

Thr

Pro

Thr

250

Val

a Ser

Thr

Val

Ser

Thr

Val

Val

235

Leu

Ser

Phe

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Ala

Met

His

Asp

Lys

125

Glu

Pro

Thr

Val

Asn

205

Arg

Gly

Ile

Glu

Asn T

110

Gly

Ser

Val

Phe

Val

190

Val

Lys

Pro

Ser

Asp
270

Pro

Thr

Thr

Pro

175

Thr

Asp

Cys

Ser

Arg

235

Pro

Gly

Ser

Ala

Val

160

Ala

Val

His

Cys

Val

240

Thr

Glu
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[0247]

Val Gln

Thr Lys
290

Val Leu
305

Cys Lys

Ser Lys

Pro Ser

Val Lys

370

Gly Gln
385

Asp Gly

His Asn

Phe

275

Pro

Thr

Val

Thr

Pro

Ser

Gln

His
435

Asn T

Arg G

Val

Ser

Lys

340

Glu

Phe T

Glu

Phe

Gly

420

Tyr

Val His

310

Asn Lys

325

Glu Met

[vr Pro

Asn Asn

390

Phe Leu T

405

Asn Val

Thr Gln

Val

Gln

295

Gln

Gly

Pro

Thr

Ser

375

Tyr

[vr

Phe

Asp

280

Phe

Asp

Leu

Arg

360

Asp

Ser

Ser

s Ser

440

Gly Val Glu Val

Asn

Trp

Pro

5 Asn

s Thr

Lys

Cys
425

Leu

Ser

Leu

Ala
330

1 Pro

Thr

Leu

410

Ser

Ser

354

Thr Phe
300

Asn Gly
315

Pro Ile

Gln Val

Val Ser

Val Glu

380

Pro Pro

395

Thr Val

Val Met

Leu Ser

His

285

Arg

Lys

Glu

Tyr

Leu

365

Trp

Met

Asp

His

Pro
445

Asn

Val

Glu T

Lys

Thr

350

Thr

Glu

Leu

Lys

Glu

430

Gly

Ala

Val

[vr

Thr

335

Leu

Cys

Ser

Asp

Ser

415

Ala

Lys

Lys

Ser

Lys

320

Pro

Leu

Asn

Ser

400

Arg

Leu
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[0248]

<210> 141
211> 447
<212> PRT
213> ANTLFF%)

220>

221> FPE
223> /B ANTEFIMHELR: &K
HC-46 £ JIk”

<400> 141

Gln Val
1

Ser Leu

Gly Val

Gly Trp

50

Gln Gly

65

Met Glu

Ala Arg

Gln Gly

Val Phe

Gln

Lys

Ile

Arg

Leu

Arg

Thr

115

Pro

Leu

Val

20

Trp

Thr

Val

Arg

Val

100

Leu

Leu

Val

Ser

Val

Thr

Thr

Ser

85

Arg

Val

Ala

Gln Ser

Cys Lys

Arg Gln

Tyr Asn

a5

Met Thr

70

Leu Arg

Tyr Ser

Thr Val

Pro Cys

Gly

Ala Glu Val
10

Ala Ser Gly Tyr

25

Ala Pro Gly Gln

40

Gly

Thr

Ser

Gly

Ser

120

Ser

Asn Thr Asn

Asp Thr Ser
75

Asp Asp Thr
90

Gly Tyr Ser

105

Ser Ala Ser

Arg Ser Thr

355

Lys

Ile

Gly

Tyr

60

Thr

Ala

Phe

Thr

Ser

Lys

Phe

Leu

45

Ala

Asn

Val

Lys
125

Glu

Ser

Thr

30

Glu

Gln

Thr

Tyr

Asn

110

Gly

Ser

Gly

Arg

Trp

Lys

Ala

Tyr

95

Trp

Pro

Thr

Ala

Tyr

Met

Leu

Tyr

80

Cys

Gly

Ser

Ala
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[0249]

Ala

145

Ser

Val

Pro

Lys

Val

225

Phe

Pro

Val

Thr

Val

130

Leu

Trp

Leu

Ser

Pro

210

Glu

Leu

Glu

Gln

Lys

290

Leu

Gly Cys

Asn Ser

Gln Ser
180

Ser Asn
195

Ser Asn

Cys Pro

Phe Pro

Val Thr
260

Phe Asn
275

Pro Arg

Thr Val

Leu

Gly

165

Ser

Phe

Thr

Pro

Pro

245

Cys

Trp

Glu

Val

Val
150

Ala

Gly

Lys

Cys

230

Lys

Val

Tyr

Glu

His

Lys

Leu

Leu

Thr

Val

215

Pro

Pro

Val

Val

Gln

295

Gln

Asp Tyr

Thr Ser

Tyr Ser
185

Gln Thr
200

Asp Lys

Ala Pro

Val Asp
265

Asp Gly
280

Phe Asn

Asp Trp

Phe

Gly

170

Leu

Tyr

Thr

Pro

Thr

250

Val

Val

Ser

Leu

356

Pro

155

Val

Ser

Thr

Val

Val

235

Leu

Ser

Glu

Thr

Asn

140

Glu

His

Ser

Cys

Glu

220

Ala

Met

His

Val

Phe

300

Gly

Pro

Thr

Val

Asn

205

Arg

Gly

Ile

Glu

His

285

Arg

Lys

Val

Phe

Val

190

Val

Lys

Pro

Asp

270

Asn

Val

Glu

Thr

Pro

175

Thr

Asp

Cys

Ser

Pro

Ala

Val

Tyr

Val

160

Ala

Val

His

Cys

Val

240

Thr

Glu

Lys

Ser

Lys
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[0250]

305

Cys Lys Val

Ser Lys Thr

Pro Ser Arg
355

Val Lys Gly
370

Gly Gln Pro
385

Asp Gly Ser

Trp Gln Gln

His Asn His
435

<210> 142
<211> 444
<212> PRT

Ser

Lys

340

Glu

Phe

Glu

Phe

Gly

420

Tyr

213> NI

220>
Q221> R

Asn

325

Gly

Glu

Tyr

Asn

Phe
405

Asn

Thr

310

Lys Gly

Gln Pro

Met Thr

Pro Ser

375

Asn Tyr

390

Leu Tyr

Val Phe

Gln Lys

Leu

Arg

Lys

360

Asp

Lys

Ser

Ser

Ser
440

Pro

Glu
345

Asn

Ile

Thr

Lys

Cys

425

Leu

223> /R N LA AR A i
HC-47 Z k"

Ala

330

Pro

Gln

Ala

Thr

Leu

410

Ser

Ser

357

315

Pro

Gln

Val

Val

Pro

395

Thr

Val

Leu

Ile

Val

Ser

Glu

380

Pro

Val

Met

Ser

Glu Lys

Tyr Thr
350

Leu Thr
365

Trp Glu

Met Leu

Asp Lys

His Glu

430

Pro Gly
445

Thr

335

Leu

Cys

Ser

Asp

Ser

415

Ala

Lys

320

Ile

Pro

Leu

Asn

Ser

400

Arg

Leu
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[0251]

<400> 142

Gln Val
1

Thr Leu

Tyr Trp

Gly Arg
50

Ser Arg
65

Lys Leu

Ile Ile

Leu Val

Leu Ala
130

Cys Leu
145

Ser Gly

Gln

Ser

Ser

35

Ile

Val

Ala

Thr

115

Pro

Val

Ala

Leu

Leu

20

Trp

Tyr

Thr

Ser

Ser

100

Val

Cys

Lys

Leu

Gln

Thr

Ile

Thr

Met

Val

Arg

Ser

Ser

Asp

Thr
165

Glu

Cys

Arg

Ser

Thr

Gly

Ser

Arg

Tyr

150

Ser

Ser

Thr

Gln

Gly

55

Ile

Ala

Trp

Ala

Ser

135

Phe

Gly

Gly

Val

Pro Gly Leu
10

Ser Gly Gly
25

Pro Ala Gly Lys

40

Ser

Gly

Thr Asn Tyr

Thr Ser Lys
75

Ala Asp Thr Ala

Tyr

Ser

120

Thr

Pro

Val

90

Phe Asp Leu
105

Thr Lys Gly

Ser Glu Ser

Glu Pro Val

155

His Thr Phe
170

358

Val

Ser

Gly

Asn

60

Asn

Val

Trp

Pro

Thr

140

Thr

Pro

Lys

Ile

Leu

45

Pro

Gln

Tyr

Gly

Ser

125

Ala

Val

Ala

Pro

Ser

30

Glu

Ser

Phe

Tyr

Arg

110

Val

Ala

Ser

Val

Ser

15

Ser

Trp

Leu

Ser

Cys

95

Gly

Phe

Leu

Trp

Leu
175

Glu

Tyr

Ile

Lys

Leu

80

Ala

Thr

Pro

Gly

Asn

160

Gln
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[0252]

Ser

Asn

Asn

Pro

225

Pro

Thr

Asn

Arg

Val

305

Ser

Lys

Ser

Phe

Thr

210

Pro

Pro

Cys

Trp

Glu

290

Val

Asn

Gly

Gly

Gly

195

Lys

Cys

Lys

Val

Tyr

275

Glu

His

Lys

Gln

Leu

Thr

Val

Pro

Pro

Val

260

Val

Gln

Gln

Gly

Pro
340

Tyr

Gln

Asp

Ala

Lys

245

Val

Asp

Phe

Asp

Leu

325

Arg

Ser

Thr

Lys

Pro

230

Asp

Asp

Gly

Asn

Trp

310

Pro

Glu

Leu

Tyr

Thr

215

Pro

Thr

Val

Val

Ser

295

Leu

Ala

Pro

Ser

Thr

200

Val

Val

Leu

Ser

Glu

280

Thr

Asn

Pro

Gln

Ser Val Val

185

Cys

Glu

Ala

Met

His

265

Val

Phe

Gly

Ile

Val
345

Asn

Arg

Gly

Ile

250

Glu

His

Arg

Lys

Glu

330

Tyr

359

Val

Lys

Pro

235

Ser

Asp

Asn

Val

Glu

315

Lys

Thr

Thr

Asp

Cys

220

Ser

Arg

Pro

Ala

Val

300

Tyr

Thr

Leu

Val

His

205

Cys

Val

Thr

Glu

Lys

285

Ser

Lys

Ile

Pro

Pro

190

Lys

Val

Phe

Pro

Val

270

Thr

Val

Cys

Ser

Pro
360

Ser

Pro

Glu

Leu

Glu

205

Gln

Lys

Leu

Lys

Lys

335

Ser

Ser

Ser

Cys

Phe

240

Val

Phe

Pro

Thr

Val

320

Thr

Arg
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Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly
3566 360 365

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro
370 375 380

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser
385 390 395 400

Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln
405 410 415

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
420 425 430

[0253] Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
435 440

<210> 143
<211> 445
<212> PRT
213> NP3

<220>

221> K

223> /IFER=" AL : &%
HC-48 £ ik~

<400> 143

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Gly
20 25 30

360
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[0254]

Gly Tyr

Trp Ile
50

Leu Lys
65

Ser Leu

Cys Ala

Thr Thr

Pro Leu
130

Gly Cys

145

Asn Ser

Gln Ser

Ser Asn

Tyr

35

Gly

Ser

Lys

Arg

Val

115

Leu

Ser

Phe
195

Trp

Tyr

Arg

Leu

Gly

100

Thr

a Pro

Val

Ala

Gly

180

Gly

Ser Trp

Ile Tyr

Val Thr
70

Arg Ser
85

Gly Ala

Val Ser

Cys Ser

Lys Asp

150

Leu Thr
165

Leu Tyr

Thr Gln

Ile

Tyr

55

Ile

Val

Ala

Ser

Arg

135

Tyr

Ser

Ser

Thr

Arg Gln
40

Ser Gly

Ser Gly

Thr Ala

Arg Gly

105

Ala Ser
120

Ser Thr

Phe Pro

Gly Val

Leu Ser

185

Tyr Thr
200

361

His Pro

Asn Thr

Asp Thr
75

Ala Asp

90

Met Asp

Thr Lys

Ser Glu

Glu Pro

His Thr

170

Ser Val

Cvs Asn

Gly

Tyr

60

Ser

Thr

Val

Gly

Ser

140

Val

Phe

Val

Val

Lys

45

Tyr

Lys

Ala

Trp

Pro

125

Thr

Thr

Pro

Thr

Asp
205

Gly

Asn

Asn

Val

Gly

Ser

Val

Val
190

His

Leu

Pro

Gln

Tyr

95

Gln

Val

a Ala

Ser

Val

175

Pro

Lys

Glu

Ser

Phe

80

Tyr

Gly

Phe

Leu

Trp

160

Leu

Ser

Pro
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[0255]

Ser

Cys

225

Phe

Val

Phe

Pro

Thr

305

Val

Thr

Arg

Gly

Asn

210

Pro

Pro

Thr

Asn

Arg

290

Val

Ser

Lys

Glu

Phe T

370

Thr

Pro

Pro

Cys

Trp

275

Glu

Val

Asn

[yr

Lys

Cys

Lys

Val

260

Tyr

Glu

His

Lys

Gln

340

Met

Pro

Val

Pro

Pro

245

Val

Val

Gln

Pro

Thr

Ser

Asp

Ala

230

Lys

Val

Asp

Phe

310

Leu

Arg

Lys

Asp

Lys

215

Pro

Asp

Asp

Gly

Asn

295

Trp

Pro

Glu

Asn

Ile
375

Thr

Pro

Thr

Val

Val

280

Ser

Leu

Ala

Pro

Gln

360

Ala

Val Glu Arg

Val

Leu

Ser

265

Glu

Thr

Asn

Pro

Val

Val

362

Ala

Met

250

His

Val

Phe

330

Val

Ser

Gly

235

Ile

Glu

His

Arg

Lys

315

Glu

Tyr

Leu

Lys

220

Pro

Ser

Asp

Asn

Val

300

Glu

Lys

Thr

Thr

Glu
380

Cys

Ser

Arg

Pro

Ala

285

Val

Tyr

Thr

Leu

Cys

365

Ser

Cys

Val

Thr

Glu

270

Lys

Ser

Lys

[le

Pro

350

Leu

Asn

Val

Phe

Val

Thr

Val

Cys

Ser

335

Pro

Val

Gly

Glu

Leu

240

Glu

Gln

Lys

Leu

Lys

320

Lys

Ser

Lys

Gln
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Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly
385 390 395 400
Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln

405 410 415
Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
420 425 430

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys

435 440 445
<210> 144
<211> 449
<212> PRT
Q213> NTFEH

[0256]
{2200
221> ey
223> /HEBE=" NLIFHIMHE: & ki
HC-49 Z Ik”
<400> 144
Gln Val Gln Leu Gln Gln Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
| 5 10 15
Thr Leu Ser Leu Thr Cys Ala Ile Ser Gly Asp Ser Val Ser Ser Asn
20 25 30

Ser Ala Ala Trp Asn Trp Ile Arg Gln Ser Pro Ser Arg Gly Leu Glu

35 40 45
Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Arg Trp Tyr Asn Asp Tyr Ala

20 a5

363

60
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[0257]

Val

65

Gln

Tyr

Pro

Thr

145

Thr

Pro

Thr

Asp

Cys
225

Ser

Phe

Tyr

Gly

Ser

130

Val

Ala

Val

His

210

Cys

Val

Ser

Cys

Gln

115

Val

Ala

Ser

Val

Pro

Lys

Val

Lys

Leu

Ala

100

Gly

Phe

Leu

Trp

Leu

180

Ser

Pro

Glu

Ser Arg
70

Gln Leu

Arg Gly

Thr Met

Pro Leu

Gly Cys

150

Asn Ser

165

Gln Ser

Ser Asn

Ser Asn

Cys Pro
230

Ile

Asn

Val

Val

Ala

135

Leu

Gly

Ser

Phe

Thr

215

Pro

Thr

Ser

Phe

Thr

120

Pro

Val

Ala

Gly

Gly

200

Lys

Cys

[le Asn Pro

Val

Tyr

105

Val

Cys

Lys

Leu

Leu

185

Thr

Val

Pro

Thr

90

Ser

Ser

Ser

Asp T

Thr
170

Tyr

Gln

Asp

Ala

364

75

Pro

Ser

Arg

Ser

Ser

Thr

Lys

Pro
235

Glu

s Gly

Ala

Ser

140

Phe

Gly

Leu

Tyr

Thr

220

Pro

Thr

Asp

Ala

Ser

125

Thr

Pro

Val

Ser

Thr

205

Val

Val

Ser Lys

Thr Ala

95

Phe Asp
110

Thr Lys

Ser Glu

Glu Pro

His Thr
175

Ser Val

190

Cys Asn

Glu Arg

Ala Gly

Asn

80

Val

Gly

Ser

Val

160

Phe

Val

Val

Lys

Pro
240
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[0258]

Ser Val Phe

Arg

Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

Ser

380

Asp

Thr

Lys

290

Ser

Lys

Ile

Pro

Leu

370

Asn

Ser

Pro

Thr

Val

Cys

Ser

Pro

355

Val

Gly

Asp

Leu

Glu

260

Gln

Lys

Leu

Lys

Lys

340

Ser

Lys

Gln

Gly

Phe

245

Val

Phe

Pro

Thr

Val

325

Thr

Arg

Gly

Pro

Ser
405

Pro

Thr

Asn

Arg

Val

310

Ser

Lys

Glu

Phe

Glu

390

Phe

Pro

Cys

Trp

Glu

295

Val

Asn

Gly

Glu

Tyr

375

Asn

Phe

Lys

Val

Tyr

280

Glu

His

Gln

Met

360

Pro

Asn

Leu

Pro Lys Asp

Val

Val

Pro

345

Thr

Ser

Tyr

Tyr

250

Val

Asp

Phe

Asp

Leu

330

Arg

Lys

Asp

Lys

Ser
410

365

Asp

Gly

Asn

Trp
315

Pro

Glu

Asn

Ile

Thr

395

Lys

Thr

Val

Val

Ser

300

Leu

Ala

Pro

Gln

Ala

380

Thr

Leu

Leu

Ser

Glu

285

Thr

Asn

Pro

Gln

Val

365

Val

Pro

Thr

Met

His

270

Val

Phe

Gly

Ile

Val

350

Ser

Glu

Pro

Val

oo
o o=
@ @

Glu

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

Met

Asp
415

Ser

Asp

Asn

Val

Glu

320

Lys

Thr

Thr

Glu

Leu

400

Lys
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[0259]

Ser Arg Trp GIn Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu

420 425

430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly

435 440

Lys

<210> 145
<211> 445
<212> PRT
213> ANTJF%

220>

221> K

223> /HERE=" N LFFIRHIR: A B
HC-50 % Jik”

<400> 145

Gln Val Gln Leu Gln Glu Ser Gly Pro
1 5

Thr Leu Ser Leu Thr Cys Thr Val Ser
20 25

Gly Tyr Tyr Trp Ser Trp Ile Arg Gln
35 40

Trp Ile Gly Tyr Ile Tyr Tyr Ser Gly
50 55

Leu Lys Ser Arg Val Ile Ile Ser Gly
65 70

Ser Leu Lys Leu Arg Ser Val Thr Ala

Gly Leu Val
10

Gly Gly Ser

His Pro Gly

Asn Thr Tyr
60

Asp Thr Ser
75

Ala Asp Thr

366

445

Lys

Ile

Lys

Tyr

Lys

Ala

Pro Ser Gln
15

Ser Arg Gly
30

Gly Leu Glu

Asn Pro Ser

Asn Gln Leu

80

Val Tyr Tyr
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[0260]

Cys

Thr

Pro

Gly

145

Asn

Gln

Ser

Ser

Cys

225

Phe

Val

Ala Arg Gly

Thr

Leu

130

Cys

Ser

Ser

Asn

Asn

210

Pro

Pro

Thr

Val

115

Ala

Leu

Gly

Ser

Phe

195

Thr

Pro

Pro

Cys

100

Thr

Pro

Val

Ala

Gly

180

Gly

Lys

Cys

Lys

Val

85

Gly

Val

Cys

Lys

Leu

165

Leu

Thr

Val

Pro

Pro

245

Val

Ala

Ser

Ser

Asp

150

Thr

Tyr

Gln

Asp

Ala

230

Lys

Val

Ala

Ser

Arg

135

Tyr

Ser

Thr

Lys

215

Pro

Asp

Asp

Arg

Ala

120

Ser

Phe

Gly

Leu

Tyr

200

Thr

Pro

Thr

Val

Gly

105

Ser

Thr

Pro

Val

Ser

185

Thr

Val

Val

Leu

Ser

90

Met

Thr

Ser

Glu

His

170

Ser

Cys

Glu

Ala

Met

250

His

367

Asp

Lys

Glu

Pro

155

Thr

Val

Asn

Arg

Gly

235

Ile

Glu

Val

Gly

Ser

140

Val

Phe

Val

Val

Lys

220

Pro

Ser

Asp

Trp

Pro

125

Thr

Thr

Pro

Thr

Asp

205

Cys

Ser

Arg

Pro

Gly

110

Ser

Ala

Val

Ala

Val

190

His

Cys

Val

Thr

Glu

95

Gln

Val

Ala

Ser

Val

175

Pro

Val

Phe

Pro

255

Val

Gly

Phe

Leu

Trp

160

Leu

Ser

Pro

Glu

Leu

240

Glu

Gln
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[0261]

Phe

Pro

Thr

305

Val

Thr

Arg

Gly

Pro

385

Ser

Gln

His

Asn

Arg

290

Val

Ser

Lys

Glu

Phe

370

Glu

Phe

Gly

Tyr

260

Trp Tyr
275

Glu Glu

Val His

Asn Lys

Gly Gln
340

Glu Met
355

Tyr Pro

Asn Asn

Phe Leu

Asn Val

420

Thr Gln

Val

Gln

Gln

Gly

325

Pro

Thr

Ser

Tyr

Tyr

405

Phe

Lys

Asp

Phe

Asp

310

Leu

Arg

Lys

Asp

Lys

390

Ser

Ser

Ser

Gly

Asn

295

Trp

Pro

Glu

Asn

Ile

375

Thr

Lys

Cys

Leu

265

Val Glu
280

Ser Thr

Leu Asn

Ala Pro

Pro Gln

345

Gln Val
360

Ala Val

Thr Pro

Leu Thr

Ser Val

425

Ser Leu

Val

Phe

Gly

Ile

330

Val

Ser

Glu

Pro

Val

410

Met

Ser

368

His

Arg

Lys

315

Glu

Tyr

Leu

Trp

Met

395

Asp

His

Pro

Asn

Val

300

Glu

Lys

Thr

Thr

Glu

380

Leu

Lys

Glu

Gly

Ala

285

Val

Tyr

Thr

Leu

Cys

365

Ser

Asp

Ser

Ala

Lys

270

Lys

Ser

Lys

Ile

Pro

350

Leu

Asn

Leu
430

Thr

Val

Cys

Ser

335

Pro

Val

Gly

Asp

Trp

415

His

Lys

Leu

Lys

320

Lys

Ser

Lys

Gln

Gly

400

Gln

Asn
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[0262]

210>
211>
212>
213>

220>

221>
223>

146
445
PRT
N5

K
ERET N TIPSR & R

HC-51 ZHk”

<400> 146
Gln Val Gln Leu Gln Glu

1

Thr

ly

Trp

Leu

65

Ser

Cys

Thr

Leu

Tyr

Ile

Lys

Leu

Thr

Thr

Ser

Tyr

35

Gly

Ser

Lys

Arg

Val
115

Leu

20

Trp

Tyr

Arg

Leu

Gly

100

Thr

5

Thr

Ser

Ile

Val

Arg

85

Gly

Val

Cys

Trp

Tyr

Thr

70

Ser

Ala

Ser

440

Ser Gly

Thr Val

Ile Arg

40

Tyr Ser

55

Ile Ser

Val Thr

Ala Arg

Ser Ala
120

Pro Gly Leu
10

Ser Gly Gly
25

Gln His Pro

Gly Asn Thr

Gly Asp Thr

75

Ala Ala Asp
90

Gly Met Asp
105

Ser Thr Lys

369

Val

Ser

Gly

Tyr

60

Ser

Thr

Val

Gly

Lys

Ile

Lys

45

Tyr

Lys

Ala

Trp

Pro
125

Pro

Ser

30

Gly

Asn

Asn

Val

Gly

110

Ser

Ser

Ser

Leu

Pro

Gln

Tyr

95

Gln

Val

Gln

Gly

Glu

Ser

Phe

80

Tyr

Gly

Phe
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[0263]

Pro

Gly

145

Asn

Gln

Ser

Ser

Cys

225

Phe

Val

Phe

Pro

Leu

130

Cys

Ser

Ser

Asn

Asn

210

Pro

Pro

Thr

Asn

Arg
290

Ala Pro Cys

Leu

Gly

Ser

Phe

Thr

Pro

Pro

Cys

Trp

275

Glu

Val

Ala

Gly

180

Gly

Lys

Cys

Lys

Val

260

Tyr

Glu

Lys

Leu

165

Leu

Thr

Val

Pro

Pro

245

Val

Val

Gln

Ser

Asp

150

Thr

Tyr

Gln

Asp

Ala

230

Lys

Val

Asp

Phe

Arg

135

Tyr

Ser

Ser

Thr

Lys

215

Pro

Asp

Asp

Gly

Asn
295

Ser

Phe

Gly

Leu

Tyr

200

Thr

Pro

Thr

Val

Val

280

Ser

Thr Ser Glu

Pro

Val

Ser

185

Thr

Val

Val

Leu

Ser

265

Glu

Thr

Glu

His

170

Ser

Cys

Glu

Ala

Met

250

His

Val

Phe

370

Thr

Val

Asn

Arg

Gly

235

Ile

Glu

His

Arg

Ser

140

Val

Phe

Val

Val

Lys

220

Pro

Ser

Asp

Asn

Val
300

Thr

Thr

Pro

Thr

Asp

209

Cys

Ser

Arg

Pro

Ala

285

Val

Ala

Val

Ala

Val

190

His

Cys

Val

Thr

Glu

270

Lys

Ser

Ala

Ser

Val

Pro

Lys

Val

Phe

Val

Thr

Val

Leu

Trp

Leu

Ser

Pro

Glu

Leu

240

Glu

Gln

Lys

Leu
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[0264]

Thr Val Val His Gln Asp Trp Leu Asn Gly Lys

305 310

Val Ser Asn Lys Gly Leu Pro Ala Pro
325

Thr Lys Gly Gln Pro Arg Glu Pro Gln
340 345

Arg Glu Glu Met Thr Lys Asn Gln Val
356 360

Gly Phe Tyr Pro Ser Asp Ile Ala Val
370 375

Pro Glu Asn Asn Tyr Lys Thr Thr Pro
385 390

Ser Phe Phe Leu Tyr Ser Lys Leu Thr
405

Gln Gly Asn Val Phe Ser Cys Ser Val
420 425

His Tyr Thr Gln Lys Ser Leu Ser Leu
435 440

210> 147

<211> 449

212> PRT

213> ANTLFE%

<220>

371

Ile

330

Val

Ser

Glu

Pro

Val

410

Met

Ser

315

Glu

Tyr

Leu

Trp

Met
395

Glu

Lys

Thr

Thr

Glu

380

Leu

Asp Lys

His

Pro

Glu

Gly

Tyr

Thr

Leu

Cys

365

Ser

Asp

Ser

Ala

Lys
445

Lys

Ile

Pro

350

Leu

Asn

Ser

Arg

Leu
430

Cys

Ser

335

Pro

Val

Gly

Asp

Trp

415

His

Lys

320

Lys

Ser

Lys

Gln

Gly

400

Gln

Asn
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[0265]

221> f¥

223> /HER=" N TR :

HC-52 ZJik”

<400> 147

Gln Val
1

Thr Leu

Gly Tyr

Trp Ile

Leu Lys
65

Ser Leu

Cys Thr

Thr Thr

Pro Leu
130

Gly Cys
145

Gln

Ser

Tyr

35

Gly

Ser

Lys

Arg

Val

115

Ala

Leu

Leu

Leu

20

Trp

Tyr

Arg

Leu

Gly

100

Thr

Pro

Val

Gln

5

Thr

Ser

Ile

Val

Gly

Val

Ser

Lys

Glu

Cys

Trp

Tyr

Thr

70

Ala

Ser

Ser

Asp
150

Ser

Thr

Ile

Tyr

55

Ile

Val

Ala

Ser

Lys

135

Tyr

£ Y

Gly Pro Gly Leu
10

Val Ser Gly Gly
25

Arg Gln His Pro
40

Ser Gly Asn Thr

Ser Gly Asp Thr
75

Thr Ala Ala Asp
90

Arg Gly Met Asp
105

Ala Ser Thr Lys
120

Ser Thr Ser Gly

Phe Pro Glu Pro

155

372

Val

Ser

Gly

Tyr

60

Ser

Lys

Ile

Lys

45

Tyr

Lys

Thr Ala

Val

Gly

Gly

140

Val

Trp

Pro

125

Thr

Thr

Pro

Ser

30

Gly

Asn

Asn

Val

Gly

110

Ser

Ala

Val

Ser

156

Ser

Leu

Pro

Gln

Tyr

95

Gln

Val

Ala

Gln

Gly

Glu

Ser

Phe

80

Tyr

Gly

Phe

Leu

Trp
160
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[0266]

Asn

Gln

Ser

Ser

Thr

225

Ser

Arg

Pro

Ala

Val

305

Tyr

Ser

Ser

Ser

Asn

210

His

Val

Thr

Glu

Lys

290

Ser

Lys

Gly

Ser

Leu

195

Thr

Thr

Phe

Pro

Thr

Val

Cys

Ala

Gly

180

Gly

Lys

Cys

Leu

Glu

260

Lys

Lys

Leu

Lys

Leu

165

Leu

Thr

Val

Pro

Phe

245

Val

Phe

Pro

Thr

Val
325

Thr

Tyr

Gln

Asp

Pro

230

Pro

Thr

Asn

Arg

Val

310

Ser

Ser

Ser

Thr

Lys

215

Cys

Pro

Cys

Trp

Glu

295

Leu

Asn

Gly

Leu

Tyr

200

Lys

Pro

Lys

Val

Tyr

280

Glu

His

Lys

Val His Thr

Ser
185

Ile

Val

Ala

Pro

Val

Gln

373

170

Ser

Cys

Glu

Pro

Lys

250

Val

Asp

Tyr

Asp

Leu
330

Val

Asn

Pro

Glu

235

Asp

Asp

Gly

Gly

Trp

315

Pro

Phe

Val

Val

Lys

220

Leu

Thr

Val

Val

Ser

300

Leu

Ala

Pro

Thr

Asn

205

Ser

Leu

Leu

Ser

Thr T

Asn

Pro

Ala

Val

His

Cys

Gly

Met

His

270

Val

[vr

Gly

Val

175

Pro

Lys

Asp

Gly

Ile

255

Glu

His

Arg

Lys

Glu
335

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp

Asn

Val

Glu

320

Lvs
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Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
340 345 350
Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr
355 360 365
Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
370 375 380
Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
385 390 395 400
Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
405 410 415
Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
[0267] 420 425 430
Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
435 440 445
Lys
<{210> 148
211> 445
{212> PRT
213> ANTLFF
220>
221> k5
223> /HER=" N TRSIHNR: &
HC-53 % Jik”
<400> 148

374
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[0268]

Gln

1

Thr

Gly

Leu
65

Ser

Cys

Thr

Pro

Gly
145

Asn

Val

Leu

Phe T

Lys

Leu

Ala

Thr

Leu

130

Cys

Ser

Gln Leu

Ser Leu

20

Iyr Trp

Gly Tyr

Ser Arg

Lys Leu

Arg Gly

100

Val Thr

Ala Pro

Leu Val

Gly Ala

Gln Glu

($)]

Thr Cys

Ser Trp

[le Tyr T

Val Ile
70

Ser Ser

89

Gly Ala

Val Ser

Cys Ser

Lys Asp

150

Leu Thr
165

Ser

Thr

[le

[le

Val

Ala

Ser

Arg

135

Tyr

Ser

Gly Pro Gly Leu

Val Ser

25

Arg Gln
40

Ser Gly

Ser Gly

Thr Ala

Arg Gly

105

Ala Ser

120

Ser Thr

Phe Pro

Gly Val

10

Gly

His

Asn

Asp T

Met

Thr

Ser

Glu

His

375

Gly

Pro

Thr

a Asp

Asp

Lys

Glu

Pro

195

Thr

Val

Ser

Gly

Tyr

60

Ser

Thr

Val

Gly

Ser

140

Val

Phe

Lys

Tyr

Lys

Trp

Pro

125

Thr

Thr

Pro

Pro

Ser
30

s Gly

Asn

Asn

Val T

Gly

Ser

Ala

Val

Ala

Ser

Ser

Leu

Pro

Gln

Gln

Val

Ala

Ser

Val
175

Gln

Gly

Glu

Ser

Phe

80

Tyr

Gly

Phe

Leu

Trp

160

Leu
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[0269]

Gln

Ser

Ser

Cys

225

Phe

Val

Phe

Pro

Thr

300

Val

Thr

Ser

Asn

Asn

210

Pro

Pro

Thr

Asn

Arg

290

Val

Ser

Lys

Ser

Phe

195

Thr

Pro

Pro

Cys

Trp

275

Glu

Val

Asn

Gly

Gly

180

Gly

Lys

Cys

Lys

Val

260

Tyr

Glu

His

Lys

Gln
340

Leu

Thr

Val

Pro

Pro

245

Val

Val

Gln

Gln

Gly

325

Pro

yr

Gln

Asp

Ala
230

Lys

Val

Asp

Phe

Asp

310

Leu

Arg

Ser

Thr

Lys

215

Pro

Asp

Asp

Gly

Asn

295

Trp

Pro

Glu

Leu

Tyr

200

Thr

Pro

Thr

Val

Val

280

Ser

Leu

Ala

Pro

Ser

185

Thr

Val

Val

Leu

Ser

265

Glu

Thr

Asn

Pro

Gln
345

376

Ser

Cys

Met

250

His

Val

Phe

Gly

Ile

330

Val

Val

Asn

1 Arg

a Gly

235

Glu

His

Arg

Lys

315

Glu

Tyr

Val

Val

220

Pro

Ser

Asp

Asn

Val

300

Glu

Lys

Thr

Thr

Asp
205

5 Cys

Ser

Arg

Pro

Ala

285

Val

Tyr

Thr

Leu

Val

190

His

Cys

Val

Thr

Glu

270

Lys

Ser

Lys

Ile

Pro
350

Pro

Lys

Val

Phe

Val

Thr

Val

Cys

Ser

335

Pro

Ser

Pro

Glu

Leu

240

Glu

Gln

Lys

Leu

Lys

320

Lys

Ser
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[0270]

Arg Glu Glu Met Thr Lys Asn Gln Val Ser

355

Gly Phe Tyr Pro Ser Asp Ile
370 375

Pro Glu Asn Asn Tyr Lys Thr
385 390

Ser Phe Phe Leu Tyr Ser Lys
405

Gln Gly Asn Val Phe Ser Cys
420

His Tyr Thr Gln Lys Ser Leu
435

<210> 149
<211> 108
<212> PRT
213> NTLF%

220>
<221> KR

223> /HER=" AN LFFIRHA:

LV-01 £ fik”

<400> 149

360

Ala Val Glu

Thr Pro Pro

Leu Thr Val

410

Ser Val Met
425

Ser Leu Ser

440

R

LLeu Thr

Trp Glu
380

Met Leu

395

Asp Lys

His Glu

Pro Gly

Cys Leu
365

Ser Asn

Asp Ser

Ser Arg

Ala Leu

430

Lys
445

Val Lys

Gly Gln

Asp Gly
400

Trp Gln
415

His Asn

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5

10

15

Asp Arg Ile Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Arg Tyr

20

25

30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile

377
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[0271]

35 40

Tyr Ala Ala Ser Ser Leu Gln Ser Gly
50 55

Ser Gly Ser Gly Thr Asp Phe Thr Leu
65 70

Glu Asp Phe Ala Thr Tyr Phe Cys Gln
85

Thr Phe Gly Pro Gly Thr Lys Val Asp
100 105

<210> 150
<211> 108
<212> PRT
213> NP4

220>

<221> R

223> /IER=" ANTRAIMHR: A
LV-02 % fik”

<400> 150
Glu Ile Val Leu Thr Gln Ser Pro Asp
1 5

45

Ile Pro Ser Arg Phe Ser Gly
60

Thr Ile Asn Ser Leu Gln Pro
75 80

Gln Ser Tyr Ser Pro Pro Phe
90 95

Ile Lys Arg

Phe GIn Ser Val Thr Pro Lys
10 15

Glu Lys Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Ser Ser

20 25

Leu His Trp Tyr Gln Gln Lys Pro Asp
35 40

Lys Tyr Ala Ser Gln Ser Leu Ser Gly
50 55

30

Gln Ser Pro Lys Leu Leu Ile
45

Ile Pro Ser Arg Phe Ser Gly
60

378
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[0272]

Ser Gly Ser Gly Thr His Phe Thr Leu Thr Ile Asn Ser Leu Glu Ala
65 70 75 80

Glu Asp Ala Ala Thr Tyr Tyr Cys His Gln Ser Ser Arg Leu Pro Phe
85 90 95

Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg
100 105

<210> 151
<211> 108
<212> PRT
213> N7

2200
221> KR
223> /TER=" NLFHIRHER: &R
LV-03 Z fik”
<400> 151
Asp Ile Gln Leu Thr Gln Ser Pro Ser Phe Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Arg Ser
20 25 30

Leu His Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Lys Tyr Ala Ser Gln Ser Leu Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

379
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[0273]

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Ser Ser Arg Leu Pro Phe

85

90

Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg

100

<210> 152
<211> 108
<212> PRT
213> ANLF3)

Pro

105

Asp Phe Gln Ser Val

2200

221> FiF

223> /HEB=" NLIFFIMHHE: &
LV-04 Z Ik”

<400> 152

Glu Tle Yal Leu Thr Gln Ser

1 5

Glu Lys Val Thr Ile Thr Cys
20

Leu His Trp Tyr His Gln Lys

35

Lys Tyr Ala Ser Gln Ser L

50

n B
o @

Ser Gly Ser Gly Thr Asp Phe
65 70

Glu Asp Ala Ala Thr Tyr Tyr

85

Arg

Pro

40

Ser

Thr

Cys

10

Ala Ser Gln Ser Val

25

Asp Gln Ser Pro Lys

45

Gly Val Pro Ser Arg
60

Leu Ile Ile Asn Ser
75

His Gln Ser Ser Arg
90

380

95

Thr Pro Lys

15

Gly Arg Ser
30

Leu Leu Ile

Phe Ser Gly

Leu Glu Ala
80

LLeu Pro Phe
95
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[0274]

Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg

<2105
<21
212>
<213

<220

<2215
223>

100

153
108
PRT
NI

e
[ER=" NTFSIR A -

LV-05 % Jik”

<400> 153
Asp Ile Gln Leu Thr Gln Ser

1

Asp

Leu

Lys

Ser

65

Glu

Thr

Arg

His

Tyr

50

Gly

Asp

Phe

5

Val Thr Ile Thr
20

Trp Tyr Gln Gln
35

Ala Ser Gln Ser

Ser Gly Thr Glu
70

Phe Ala Thr Tyr
85

Gly Pro Gly Thr
100

<210> 154

Cys

Lys

Leu

Phe

Tyr

Lys

105

B R

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Ser

Gly

Gly

Leu

His

Asp
105

Phe Leu Ser
10

Ser Gln Ser

Lys Ala Pro

Val Pro Ser
60

Thr Ile Ser
75

Gln Ser Ser
90

Ile Lys Arg

381

Ala

Ile

Lys

Arg

Ser

Arg

Ser

Gly

30

Leu

Phe

Leu

Leu

Val

15

Arg

Leu

Ser

Gln

Pro
95

Gly

Ile

Gly

Pro

80

Phe
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[0275]

<211> 108
<212> PRT
213> NLJF%|

<220>
221> FeiF
223> YR N LSR5 )

LV-06 % fik”
<400> 154
Asp Ile Gln Leu Thr Gln Ser Pro Ser Phe Leu
1 5 10

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln
20 25

Leu His Trp Tyr His Gln Lys Pro Gly Lys Ala

Lys Tyr Ala Ser Gln Ser Leu Ser Gly Val Pro

Ser Gly Ser Gly Thr Glu Phe Thr Leu Ile Ile
65 70 75

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Ser
85 90

Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys
100 105

<210> 155
211> 108
<212> PRT
213> NLJF%|

220>

382

Ser Ala

Ser Ile

Pro Lys

Ser Arg

60

Ser Ser

Ser Arg

Arg

Ser

Gly

30

Leu

Phe

Leu

Leu

Val

15

Arg

Leu

Ser

Gln

Pro
95

Gly

Ser

Ile

Gly

Pro

80

Phe
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221> KR
223> /{ER=" N LIRFIRHR: &

LV-07 £ fik”
<400> 155
Glu Ile Val Leu Thr Gln Ser Pro Asp Phe Gln Ser Val Thr Pro Lys
1 5 10 15
Glu Lys Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Val Gly Arg Ser
20 25 30
Leu His Trp Tyr Gln Gln Lys Pro Asp Gln Ser Pro Lys Leu Leu Ile
35 40 45
Lys Tyr Ala Ser Gln Ser Leu Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

[0276] Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Asn Ser Leu Glu Ala
65 70 75 80
Glu Asp Ala Ala Thr Tyr Tyr Cys His Gln Ser Ser Arg Leu Pro Phe

85 90 95
Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg
100 105
210> 156
<211> 108
212> PRT
213> N T3
220>
221> KF
223> /ER=" N LFFIMHGE: AR
LV-08 £ fik”

<400> 156

383
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[0277]

Glu

1

Glu

Leu

Lys

Ser

Glu

Thr

Ile

Arg

His

Tyr

20

Gly

Asp

Phe

Val Leu

Ala Thr
20

Trp Tyr

35

Ala Ser

Ser Gly

Phe Ala

Gly Pro
100

<210> 1567
<211> 108
<212> PRT
213> NTLF%

<220>
<221> kU

223> /VER=" NLFAFHER:

Thr Gln
5

Leu Ser

Gln Gln

Gln Ser

Thr Asp
70

Val Tyr

85

Gly Thr

LV-09 ZJik”

<400> 157
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly

1

5

Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly

Cys Arg

Lys Pro

40

Leu Ser

Phe Thr

Tyr Cys

Lys Val

10

Ala Ser Gln
25

Gly Gln Ala

Gly Ile Pro

Leu Thr Ile

75

His Gln Ser
90

Asp Ile Lys
105

TR

10

15

Ser Val Gly Arg Ser

30

Pro Arg Leu Leu Ile

45

Ala Arg Phe Ser Gly

60

Ser Ser Leu Glu Pro

80

Ser Arg Leu Pro Phe

Arg

95

15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Gly Arg Ser

384
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[0278]

20 25 30

Leu His Trp Tyr Gln Gln Lys Pro Gly GIn Ala Pro Arg Leu Leu Ile
35 40 45

Lys Tyr Ala Ser Gln Ser Leu Ser Gly Ile Pro Asp Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Ser Ser Arg Leu Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg
100 105

<210> 158
<211> 108
<212> PRT
213> N3

220>

221> R

223> /R NTRPIMHER: & i
LV-10 % fik”

<400> 158

Glu Ile Val Leu Thr Gln Ser Pro Asp Phe Gln Ser Val Thr Pro Lys
1 o 10 15

Glu Lys Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Arg Ser
20 25 30

Leu His Trp Tyr Gln Gln Lys Pro Asp Gln Ser Pro Lys Leu Leu Phe
35 40 45

385
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[0279]

Lys Tyr Ala Ser Gln Ser Leu Ser Gly Val Pro Ser Arg Phe Ser Gly

Le
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Asn Ser Leu Glu Ala
65 70 75 80

Glu Asp Ala Ala Thr Tyr Tyr Cys His Gln Ser Ser Arg Leu Pro Phe
85 90 95

Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg
100 105

<210> 159
<211> 108
<212> PRT
213> ANTF3)

220>
<221> kB
223> /ER=" AN LFHIRHR: &R

LV-11 Zfik”
<400> 159
Asp Ile Gln Leu Thr Gln Ser Pro Ser Phe Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Gly Arg Ser
20 25 30

Leu His Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Phe
35 40 45

Lys Tyr Ala Ser Gln Ser Leu Ser Gly Val Pro Ser Arg Phe Ser Gly

Le
50 55 60

386
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[0280]

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser
65 70 75

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Ser Ser
85 90

Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys Arg
100 105

<210> 160
<211> 108
<212> PRT
213> ANTF3)

<220>
221> FKIE
€223> /YER=" N TIFHIHGER: &

LV-12 Z K"
<400> 160
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser
1 5 10

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser
20 25

Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala
35 40

[le Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro
50 55 60

Asn Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile
65 70 75

387

Ser Leu Gln Pro
80

Arg Leu Pro Phe
95

Leu Ser Pro Gly

15

Val Ser Ser Ser

30

Pro Arg Leu Leu

45

Asp Arg Phe Ser

Ser Arg Leu Glu
80
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[0281]

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Arg Tyr Gly Ser Ser Arg

85

90

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg

100

<210> 161
€211> 113
<212> PRT
213> N3

<220>

221> K

223> /{ER=" N LIFH| ) :

LV-13 ZJik”

<400> 161

Asp Ile
1

Glu Pro

Asn Gly

Pro Gln
50

Asp Arg
65

Ser Arg

Leu Gln

Val Met Thr Gln

5

Ala Ser Ile Ser
20

Tyr Asn Tyr Leu

Leu Leu Leu Tyr

Phe Ser Gly Ser
70

Val Glu Ala Glu
85

Thr Pro Phe Thr

Ser

Cys

Asp

Leu

55

Gly

Asp

Phe

105

R

Pro Leu Ser Leu
10

Arg Ser Ser Gln
25

Trp Tyr Leu Gln
40

Gly Ser Asn Arg

Ser Gly Thr Asp
75

Val Gly Val Tyr
90

Gly Pro Gly Thr

388

Pro

Ser

Lys

Ala

60

Phe

Tyr

Lys

Val

Leu

Pro

Ser

Thr

Cys

Val

Thr

Leu

30

Gly

Gly

Leu

Met

Asp

95

Pro Gly

15

His Ser

Gln Ser

Val Pro

Gln Ile
80

Gln Thr
95

Ile Lys
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[0282]

100

Arg

<210> 162
211> 113
<212> PRT
213> NI

220>
<221> k¥

223> /IR NLIFHHER: ARkl
LV-14 Zfik”

<400> 162
Asp Ile Val Met
1

lu Pro Ala Ser
20

Asn Gly Tyr Asn
35

Pro Gln Leu Leu
50

Asp Arg Phe Ser
65

Ser Arg Val Glu

Leu Gln Thr Pro
100

Thr Gln Ser Pro Leu

5

Ile Ser Cys Arg Ser
25

Tyr Leu Asp Trp Tyr
40

Leu Tyr Leu Gly Ser
55

Gly Ser Gly Ser Gly
70

Ala Glu Asp Val Gly

85

Phe Thr Phe Gly Pro
105

Ser Leu

10

Ser Gln

Leu Gln

Asn Arg

Thr Asp

Val Tyr
90

Gly Thr

389

Pro Val

Ser Leu

Lys Pro

45

Ala Ser

60

Phe Thr

Tyr Cys

Lys Val

110

Thr

Leu

30

Gly

Gly

Leu

Met

Asp
110

Pro

His

Gln

Val

Lys

Ile

Gly

Ser

Ser

Pro

Ile

80

Thr

Lys
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Arg
<210> 163
<211> 109
{212> PRT
213> NLF3
2200
221> KI5
223> /{HERE=" NLIFAIHE: & ki
LV-15 Z ik~
<400> 163
Glu Ile Val Leu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
| 4] 10 15
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Thr Val Ser Arg Ser
[0283] 20 25 30
Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu
35 40 45
[le Tyr Gly Ala Ser Ser Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser
50 55 60
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu
65 70 78 80
Pro Glu Asp Phe Ala Val Phe Tyr Cys Gln Gln Phe Gly Ser Ser Pro
85 90 95
Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys Arg
100 105

390
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[0284]

<210> 164
<211> 114
<212> PRT
213> ANTF3)

220>

<221> K&

223> /VER=" N LFFIMHEdR: A
LV-16 Z ik~

<400> 164

Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu

1 2 10

Glu Arg Ala Thr Ile His Cys Lys Ser Ser Gln

20 25

Ser Asn Asn Lys Asn Phe Leu Thr Trp Tyr Gln

35 40

Pro Pro Lys Leu Leu Ile Tyr Arg Ala Ser Thr

a0 95

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr

65 70 75

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val

85 90

Tyr Tyr Ser Ala Pro Phe Thr Phe Gly Pro Gly

100 105

Lys Arg

391

Ala

Asn

Gln

Arg

60

Asp

Tyr

Thr

Val

Val

Lys

45

Glu

Phe

Phe

Lys

Ser

Leu

30

Pro

Ser

Thr

Cys

Val
110

Leu
15

Tyr

Gly

Gly

Leu

Gln
95

Asp

Gly

Ser

Gln

Val

Thr

80

Gln

Ile
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<210> 165
211> 114
<212> PRT
213> NP3
220>
<221> SRR
223> /iEB=" N LFFIMHA: &
LV-17 Z k"
<400> 165
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15
Glu Arg Thr Thr Ile Lys Cys Lys Ser Ser Gln Ser Val Leu Tyr Arg
20 25 30
Ser Asn Asn Asn Asn Phe Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln
35 40 45
[0285]
Pro Pro Lys Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val
50 55 60
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80
Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Phe Cys Gln Gln
85 90 95
Tyr Tyr Ile Ser Pro Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile
100 105 110
Lys Arg
<210> 166

392
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211> 114
212> PRT
213> ANTLF5|
220>
221> R
223> /iEB=" N LIFFIMA: AR
LV-18 % fik”
<400> 166
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala Val Ser Leu Gly
1 5 10 15
Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Leu Tyr Ser
20 25 30
Ser Asn Asn Lys His Tyr Leu Ala Trp Tyr Arg Gln Lys Pro Gly Gln
35 40 45
[0286] .
Pro Pro Lys Leu Leu Ile Tyr Arg Ala Ser Thr Arg Glu Ser Gly Val
50 55 60
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr
65 70 75 80
Ile Ser Ser Leu Gln Pro Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln
85 90 95
Tyr Tyr Ser Ser Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp Ile
100 105 110

Lys Arg

210> 167
211> 114

393
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[0287]

212> PRT
213> NLJF%)|

220>
221> K
223> /iFEBE=" NTEAIHA . A Rki
LV-19 ZJik”

<400> 167
Asp Ile Val

1

Glu

Ser

Pro

Pro

65

Ile

Tyr

Lys

Arg

Asn

Pro

Asp

Ser

Tyr

Arg

Ala

Asn

35

Lys

Arg

Ser

Ser

<210> 168
211> 114
<212> PRT

Met

Thr

20

Lys

Leu

Phe

Leu

Ala
100

Thr

Ile

Asn

Leu

Ser

Gln

85

Pro

Gln Ser Pro Asp Ser Leu
10

His Cys Lys Ser Ser Gln
25

Phe Leu Thr Trp Tyr Gln
40

Ile Tyr Arg Ala Ser Thr

55

Gly Ser Gly Ser Gly Thr
70 ko)

Ala Glu Asp Val Ala Val
90

Phe Thr Phe Gly Pro Gly
106

394

Ala Val

Ser Val

GIn Lys

45

Arg Glu

60

Asp Phe

Tyr Phe

Thr Arg

Ser

Leu

30

Pro

Ser

Thr

Cys

Val
110

Leu Gly
15

Tyr Ser

Gly Gln

Gly Val

Leu Thr
80

Gln Gln
95

Asp Ile
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[0288]

213> AT

220>

221> HyE

223> /ER=" N LTSGR : & R
LV-20 £ Jik”

<400> 168
Asp Ile Val Met Thr Gln Ser Pro Asp Ser Leu Ala
1 5 10

Glu Arg Ala Thr Ile His Cys Lys Ser Ser Gln Ser
20 25

Ser Asn Asn Arg Asn Phe Leu Ser Trp Tyr Gln Gln
35 10

Pro Pro Lys Leu Leu Ile Tyr Arg Ala Ser Thr Arg
50 55 60

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp
65 70 75

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr
85 90

Tyr Tyr Ser Ala Pro Phe Thr Phe Gly Pro Gly Thr
100 105

Lys Arg

210> 169
211> 114
<212> PRT
213> N5

395

Val

Val

Glu

Phe

Phe

Thr

Ser Leu
15

Leu Tyr
30

Pro Gly

Ser Gly

Thr Leu

Cys Gln

95

Val Asp
110

Gly

Ser

Gln

Val

Thr

80

Gln

Ile
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[0289]

220>
221> FKE

223> /HER=" N LIFHIR#6R :

Lv-21 Zfik”

<400> 169
Asp Ile Val Met Thr Gln Ser

Glu Arg Ala Thr Ile Asn Cys
20

Ser Asn Asn Lys Asn Tyr Leu

35

Pro Pro Lys Leu Leu Ile Tyr

Pro Asp Arg Phe Ser Gly Ser G

65 70

[le Ser Ser Leu Gln Ala Glu

85

Tyr Tyr Ser Ser Pro Phe Thr
100

Lys Arg

210> 170
211> 123
<212> PRT
213> NP3

A R

Pro

Lys

Ala

40

Arg

Asp

Phe

Asp Ser Leu

10

Ser Ser Gln

Trp Tyr Arg

Ala Ser Thr

Ser Gly Thr

Val Ala Val

90

Gly Pro Gly
105

396

Ala

Ser

Gln

Arg

60

Asp

Tyr

Thr

Val

Val

Glu

Phe

His

Lys

Ser

Leu
30

;s Pro

Ser

Thr

Cys

Val
110

Leu Gly

16

Tyr Ser

Gly Gln

Gly Val

Leu Thr
80

Gln Gln

95

Asp Tle
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[0290]

220>
221> R

<223> [{EREET N L5 Hhid

HV-01 Zfik”

<400> 170
Gln Val Gln
1

Thr Leu Ser

Ser Ala Thr
35

Trp Leu Gly
50

Val Ser Val
65

Gln Phe Ser

Tyr Tyr Cys

Trp Gly Gln
115

210> 171
211> 120
<212> PRT

Leu

Leu

20

Trp

Arg

Lys

Leu

Ala

100

Gly

213> ANTLFF4

220>

Gln

Thr

Asn

Thr

Ser

Gln

85

Arg

Thr

Gln

Cys

Trp

Tyr

Arg

70

Leu

Gly

Leu

Ser

Ala

Ile

Ile

Asn

Thr

Val

Gly Pro

Ile Ser
25

Arg Gln
40

Arg Ser

Thr Ile

Ser Val

Trp Lys

105

Thr Val
120

Gly

10

Gly

Ser

Lys

Asn

Thr

90

Gln

Ser

397

Leu

Asp

Pro

Trp

Pro

75

Pro

Leu

Ser

Val

Ser

Ser

Ser

60

Asp

Glu

Trp

Lys

Val

Arg

45

Asn

Thr S

Asp

Phe

Pro

Ser

30

Gly

His

Thr

Leu
110

Ser

15

Ser

Leu

Tyr

Lys

Ala

95

Asp

Gln

Asn

Glu

Ala

Ser

80

Val

His
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[0291]

221> Feii
223> /IER=" N LEFIHGR: &R
HV-02 ZJik”

<400> 171

Gln Val
1

Ser Leu

Ala Ile

Ala Val

50

Lys Gly

69

Leu Gln

Ala Arg

Gly Thr

Gln

Arg

His

35

Ile

Arg

Met

Gly

Leu
115

€210 172
<211> 120
<212> PRT
213> NTLF%

220>

221> kY&

Leu

Leu

20

Trp

Ser

Phe

Asn

Tyr

100

Val

Val

(53]

Ser

Val

Tyr

Thr

Ser

85

Asp

Thr

Glu

Cys

Arg

Asp

Ile

70

Leu

Leu

Val

Ser

Ala

Gln

Gly

25

Ser

Arg

Leu

Ser

Gly

Ala

Ala

40

Ser

Arg

Ala

Thr

Ser
120

Gly

Ser

Pro

Asn

Asp

Glu

Gly
105

Gly

10

Gly

Gly

Lys

Asn

Asp

90

Tyr

398

Val

Phe

Lys

Tyr

Ser

75

Thr

Pro

Val

Thr

Gly

Tyr

60

Lys

Ala

Asp

Gln

Phe

Leu

Ala

Asn

Val

Tyr

Pro

Ser

30

Glu

Asp

Thr

Tyr

Trp
110

Gly Arg

15

Tyr Tyr

Trp Val

Ser Val

Leu Tyr
80

Tyr Cys
95

Gly Gln



CN 105143267 B ,?'._

5l %=
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[0292]

223> /HER=" AN TSGR : A R
HV-03 Z Jik”

400> 172
Gln Val Gln Leu Val Glu Ser Gly Gly
1 5

Ser Leu Arg Leu Ser Cys Ala Ala Ser
20 25

Ala Met His Trp Val Arg Arg Ala Pro
35 40

Ala Val Ile Ser Tyr Asp Gly Gly Asn

Lys Gly Arg Phe Thr Ile Ser Arg Asp

Leu Leu Met Asn Ser Leu Arg Ala Glu
85

Ala Arg Gly Tyr Asp Val Leu Thr Gly
100 105

Gly Thr Leu Val Thr Val Ser Ser
115 120

210> 173
211> 120
{212> PRT
213> NTJF#3

€220
221> FkyH

223> /PR NTIERRE: &R

Gly Val Val
10

Gly Phe Thr

Gly Lys Gly

Lys Tyr Tyr
60

Asn Ser Lys
75

Asp Thr Ala
90

Tyr Pro Asp

399

Gln

Phe

Leu

Ala

Asn

Leu

Tyr

Pro

Ser

30

Glu

Glu

Thr

Phe

Trp
110

Gly Arg
15

Arg Phe

Trp Val

Ser Val

Leu Asn

80

Tyr Cys
95

Gly Gln



CN 105143267 B ,?'._ §IJ %54 293/348 T
HV-04 Z k"
<400> 173
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30
Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
Ala Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr Ala Glu Ser Val
50 56 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Asn
65 70 75 80
[0293]
Leu Leu Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Leu Phe Tyr Cys
85 90 95
Ala Arg Gly Tyr Asp Val Leu Thr Gly Tyr Pro Asp Tyr Trp Gly Gln
100 105 110
Gly Thr Leu Val Thr Val Ser Ser
115 120
<210> 174
211> 120
212> PRT
213> N4
220>
221> R
223> /HER=" NLFRHIMHR: & ki

HV-05 £ Jik”

400



CN 105143267 B ,?'._ §IJ %54 294/348 T
400> 174
GIn Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
l 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe

20 25 30
Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
Ala Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr Ala Glu Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

0294

[ : Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Leu Phe Tyr Cys

85 90 95
Ala Arg Gly Tyr Asp Val Leu Thr Gly Tyr Pro Asp Tyr Trp Gly Gln
100 105 110
Gly Thr Leu Val Thr Val Ser Ser
1156 120

210> 175
211> 120
<212> PRT
213> N7
2200
221> KI5
223> /IERE=" NLIFAHE: &k

HV-06 % Jik”

401
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400> 175
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Phe
20 25 30
Ala Met His Trp Val Arg Arg Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45
Ala Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr Ala Glu Ser Val
5 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Asn
65 70 75 80
[0295] Leu Leu Met Asp Ser Leu Arg Ala Glu Asp Thr Ala Leu Phe Tyr Cys
85 90 95
Ala Arg Gly Tyr Asp Val Leu Thr Gly Tyr Pro Asp Tyr Trp Gly Gln
100 105 110
Gly Thr Leu Val Thr Val Ser Ser
115 120
<210> 176
211> 120
<212> PRT
213> NP3
220>
221> FiF
223> /{ER=" NLIFFHR: & i
HV-07 ZJik”
<400> 176

402



CN 105143267 B

F

5l %=

296,348 Tl

[0296]

Gln

1

Ser

Ala

Gly

Lys

65

Met

Ala

Gly

Val

Val

Met

Val

Gly

Glu

Arg

Thr

Gln

Lys

His

35

Ile

Arg

Leu

Gly

Leu
115

210> 177
211> 120
<212> PRT
213> NTF#3|

220>
221> FeiF

223> /IR N LIESR A

Leu

Val

20

Trp

Ser

Val

Ser

Tyr

100

Val

Val

Ser

Val

Tyr

Thr

Ser

Asp

Thr

HV-08 % fik”

400> 177
GIn Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

Gln

Cys

Arg

Asp

Met

70

Leu

Val

Val

Ser

Lys

Gln

Gly

55

Thr

Arg

Leu

Ser

Gly Ala Glu Val Lys Lys

Ala

Ala

40

Gly

Arg

Ser

Thr

Ser
120

Ser

25

Pro

Asn

Asp

Glu

Gly
105

AR

10

Gly Phe Thr Phe

Gly Gln Gly Leu
45

Lys Tyr Tyr Ala
60

Thr Ser Thr Ser
75

Asp Thr Ala Val
90

Tyr Pro Asp Tyr

403

Pro

Ser

30

Glu

Glu

Thr

Tyr

Trp
110

Arg

Trp

Ser

Ala

Tyr

Gly

Ala

Phe

Met

Val

Tyr

80

Cys

Gln
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[0297]

1

Ser

Ala

Gly

Lys

65

Met

Ala

Gly

Val

Met

Val

50

Gly

Glu

Arg

Thr

Lys

His

35

Ile

Arg

Leu

Gly

Leu
115

<210> 178
211> 120
<212> PRT
213> ANTLF%

220>
221> R
223> /R N TIRHIHER: &R
HV-09 % fik”

<400> 178
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1

Val

20

Trp

Ser

Val

Ser

Tyr

100

Val

Ser Cys

Val

Tyr

Thr

Ser

85

Asp

Thr

5

Arg

Asp

Met

70

Leu

Val

Val

Ala

Gln

Thr

Arg

Leu

Ser

10

Ala Ser Gly Phe Thr Phe Ser

25

30

Ala Pro Gly Gln Gly Leu Glu

40

45

Gly Asn Lys Tyr Tyr Ala Glu

60

Arg Asp Asn Ser Lys Asn Thr

5

Ser Glu Asp Thr Ala Val Tyr

90

Thr Gly Tyr Pro Asp Tyr Trp

105

Ser
120

10

404

110

15

Arg Phe

Trp Met

Ser Val

Ala Tyr

80

Tyr Cys
95

Gly Gln

15
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F 5

298/348 Tl

[0298]

Ser Leu Arg Leu Ser Cys Ala
20

Ala Met His Trp Val Arg Gln
35

Ala Val Ile Ser Tyr Asp Gly
50 55

Lys Gly Arg Phe Thr Ile Ser
65 70

Leu Gln Met Asn Ser Leu Arg
85

Ala Arg Gly Tyr Asp Val Leu
100

Gly Thr Leu Val Thr Val Ser

<210> 179
211> 120
<212> PRT
213> NTLE%)

220>
<221> R

<223> /HFRE" N LFEFI) A -

HV-10 Z ik~

<400> 179

Ala Ser Gly Phe Thr Phe Ser
25 30

Ala Pro Gly Lys Gly Leu Glu
40 45

Gly Asn Lys Tyr Tyr Ala Glu
60

Arg Asp Asn Ser Lys Asn Thr
75

Ala Glu Asp Thr Ala Val Tyr
90

Thr Gly Tyr Pro Asp Tyr Trp
105 110
Ser
120
R

Arg Phe

Trp Val

Ser Val

Leu Tyr
80

Tyr Cys
95

Gly Gln

Gln Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5

10

405

15



CN 105143267 B

F 5

299/348 i

[0299]

Ser Leu Arg Leu Ser Cys Ala
20

Ala Met His Trp Val Arg Gln
35

Ala Val Ile Ser Tyr Asp Gly
50 55

Lys Gly Arg Phe Thr Ile Ser
65 70

Leu Gln Met Asn Ser Leu Arg
85

Ala Arg Gly Tyr Asp Val Leu
100

Gly Thr Leu Val Thr Val Ser

<210> 180
<211> 120
<212> PRT
213> NTE%)

220>
<221> R

<223> /HRE" N LFEFI R -

HV-11 Z ik~

<400> 180

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5

Ala Ser Gly Phe Thr Phe Ser
25 30

Ala Pro Gly Lys Gly Leu Glu
40 45

Gly Asn Lys Tyr Tyr Ala Glu
60

Arg Asp Asn Ser Lys Asn Thr
75

Ala Glu Asp Thr Ala Val Tyr
90

Thr Gly Tyr Pro Asp Tyr Trp
105 110
Ser
120
R

10

406

Arg Phe

Trp Val

Ser Val

Leu Tyr

80

Tyr Cys
95

Gly Gln

15



CN 105143267 B

F

5l %=

300/348 17T

[0300]

Ser Val Lys

Ala Met His

35

Gly Val Ile

20

Lys Gly Arg
65

Met Glu Leu

Ala Arg Gly

Gly Thr Leu
115

<210> 181
211> 120
<212> PRT

213> ANLFF

<220>
<221> kU

223> /VER=" NLFAFHER:

Val Ser Cys
20

Trp Val Arg

Ser Tyr Asp

Val Thr Met
70

Ser Ser Leu
85

Tyr Asp Val
100

Val Thr Val

7

HV-12 ZJik”

<400> 181

Lys

Gln

Gly

a5

Thr

Arg

Leu

Ser

Ala

Ala

40

Gly

Arg

Ser

Thr

Ser
120

Ser Gly Phe Thr Phe
25

Pro Gly Gln Gly Leu
45

Asn Lys Tyr Tyr Ala
60

Asp Thr Ser Thr Ser
75

Glu Asp Thr Ala Val
90

Gly Tyr Pro Asp Tyr
105

TR

Ser Arg Phe
30

Glu Trp Met

Glu Ser Val

Thr Leu Tyr
80

Tyr Tyr Cys

95

Trp Gly Gln
110

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Thr Phe Ser Arg Phe

407
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301/348 17T

[0301]

Ala Met

Gly Val

50

Met Glu

Ala Arg

Gly Thr

20

His Trp
35

Ile Ser

Arg Val

Leu Ser

Gly Tyr

100

Leu Val
115

<210> 182
<211> 120
<212> PRT
213> NILF%

220>

221> K&
223> /IR N LR AISGA: &R
HV-13 £ k"

<400> 182
Gln Val Gln Leu Val Glu Ser Gly Ala Glu Val Val Lys Pro Gly Ala

1

Val

Tyr

Thr

Ser

85

Asp

Thr

5

Arg Gln

Asp Gly
55

Met Thr

70

Leu Arg

Val Leu

Val Ser

Arg

Ser

Thr

Ser
120

45

30

a Pro Gly Gln Gly Leu Glu

Asn Lys Tyr Tyr Ala Glu

60

Asp Thr Ser Lys Ser Thr

75

Glu Asp Thr Ala Val Tyr

90

Gly Tyr Pro Asp Tyr Trp

105

10

110

Trp Met

Ser Val

Ala Tyr
80

Tyr Cys
95

Gly Gln

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Thr Phe Ser Arg Phe

20

25

408

30
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Ala Met

Gly Val
50

Lys Gly
65

Met Glu

Ala Arg

[0302] Gly Thr

His

35

Ile

Arg

Leu

Gly

Leu

<210> 183

211>

120

<212> PRT
213> NTLFH

<2200

<221> kiE
<223> /IR N LTRSS &R
HV-14 ZJik”

<400> 183
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1

Trp Val Arg

Ser Tyr Asp

Val Thr Met
70

Ser Ser Leu
85

Tyr Asp Val
100

Val Thr Val

5

Gln

Thr

Arg

Leu

Ser

Ala Pro Gly Gln
40

Gly Asn Lys Tyr

Arg Asp Thr Ser
75

Ser Glu Asp Thr
90

Thr Gly Tyr Pro
105

Ser
120

10

Gly Leu Glu Trp Met
45

Tyr Ala Glu Ser Val
60

Thr Ser Thr Leu Tyr
80

Ala Val Tyr Tyr Cys
95

Asp Tyr Trp Gly Gln
110

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr

20

25

409

30
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[0303]

Ala Met

Ala Val
50

Lys Gly

65

Leu Leu

Ala Arg

Gly Thr

His Trp
35

Ile Ser

Arg Phe

Met Ser

Gly Tyr

100

Leu Val
115

<210> 184
<211> 123
<212> PRT
213> ANTF3)

<220>

<221> K5

223> /IFR=" N L FAINHEE:

Val Arg

Tyr Asp

Thr Ile
70

Ser Leu
85

Asp Ile

Thr Val

HV-15 Z Ik~

<400> 184
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

-

J

Gln

Ser

Arg

Leu

Ser

Ala Ser Gly Lys

40

Ser Asn Lys Tyr

Arg Asp Asn Ser
75

Ala Glu Asp Thr
90

Thr Gly Tyr Pro

105

Ser
120

I

10

Gly Leu Glu
45

Tyr Ala Asp
60

Lys Asn Thr

Ala Val Phe

Asp Tyr Trp
110

Trp Val

Ser Val

Leu Tyr
80

Tyr Cys
95

Gly Gln

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr

20

25

410

30
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[0304]

Gly Tle

Gly Trp
50

Gln Gly

65

Met Glu

Ala Arg

Trp Gly

Ser Trp Val Arg
35

Ile Asn Ala Tyr

Arg Val Thr Met
70

Leu Arg Ser Leu
85

Glu Leu Glu Leu
100

Gln Gly Thr Thr
115

<210> 185
<211> 123
<212> PRT
213> N3

220>

221> k¥
223> /{ER=" N LIFA i A
HV-16 £ Jik”

<400> 185
GIn Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

Gln

Asn

55

Thr

Arg

Arg

Val

Ala Pro Gly Gln Gly Leu Glu
40 45

Gly His Thr Asn Tyr Ala Gln
60

Thr Asp Thr Ser Thr Ser Thr
75

Ser Asp Asp Thr Ala Val Tyr
90

Ser Phe Tyr Tyr Phe Gly Met
105 110

Pro Val Ser Ser
120

10

Trp Met

Thr Phe

Ala Tyr

80

Tyr Cys

Asp Val

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr

20

25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met

411
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[0305]

35

Gly Trp Ile Asn Ala Tyr Asn
50 55

GIn Gly Arg Val Thr Met Thr
65 70

Met Glu Leu Arg Ser Leu Arg

Ala Arg Glu Leu Glu Leu Arg
100

Trp Gly Gln Gly Thr Thr Val
115

<210> 186
211> 121
<212> PRT
213> N3

220>

221> R

223> /VER=" N L5 HE:
HV-17 % fik”

<400> 186

Gln Val Gln Leu Val Gln Ser

1 o

Ser Leu Lys Val Ser Cys Lys
20

Gly Val Ser Trp Val Arg Gln

35

40 45

Gly His Thr Asn Tyr Ala Gln Thr Phe
60

Thr Asp Thr Ser Thr Ser Thr Ala Tyr
75 80

Ser Asp Asp Thr Ala Val Tyr Tyr Cys
90 95

Ser Phe Tyr Tyr Phe Gly Met Asp Val
105 110

Thr Val Ser Ser
120

AR

Gly Ala Glu Val Lys Lys Ser Gly Ala
10 15

Ala Ser Gly Tyr Ile Phe Thr Arg Tyr
25 30

Ala Pro Gly Gln Gly Leu Glu Trp Met
40 45

412
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[0306]

Gly Trp Ile
50

Gln Gly Arg
65

Met Glu Leu

Ala Arg Arg

Gln Gly Thr
115

<210> 187
<211> 121
<212> PRT

Thr

Val

Arg

Val

100

Leu

213> NTLTF%

<2200
<221> RJ&

Thr Tyr

Thr Met
70

Ser Leu
85

Arg Tyr

Val Thr

Asn Gly Asn Thr Asn Tyr Ala Gln
55 60

Thr Ile Asp Thr Ser Thr Ser Thr
75

Arg Ser Asp Asp Thr Ala Val Tyr
90

Ser Gly Gly Tyr Ser Phe Asp Asn
105 110

Val Ser Ser

120

223> /IEBR=" AN LTFEHIMHGR: &
HV-18 ZJik”

<400> 187

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Ser

1

5

10

Ser Leu Lys Val Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr

20

25 30

Gly Val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu

35

40 45

413

Lys Leu

Ala Tyr
80

Tyr Cys
95

Trp Gly

Gly Ala

15

Arg Tyr

Trp Met



CN 105143267 B
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[0307]

Gly Trp Ile Thr Thr Tyr

50

Gln Gly Arg Val Thr Met

65

70

Met Glu Leu Arg Ser Leu

85

Ala Arg Arg Val Arg Tyr

100

Gln Gly Thr Leu Val

115

<210> 188
<211> 121
<212> PRT
213> ANTF3)

<220>
221> kA

€223> /IFR=" N LA A :

HV-19 £ JIk”

<400> 188

Thr

Thr

Arg

Ser

Val

Gln Val Gln Leu Val Gln Ser

1 2

Ser Leu Lys Val Ser Cys Lys

20

Gly Val Ser Trp Val Arg Gln

35

Gly Asn Thr Asn Tyr Ala Gln Lys Leu
60

Thr Asp Thr Ser Thr Ser Thr Ala Tyr
75 80

Ser Asp Asp Thr Ala Val Tyr Tyr Cys
90 95

Gly Gly Tyr Ser Phe Asp Asn Trp Gly
105 110
Ser Ser
120
A Y

Gly Ala Glu Val Lys Lys Ser Gly Ala
10 15

Ala Ser Gly Tyr Ile Phe Thr Arg Tyr
25 30

Ala Pro Gly Gln Gly Leu Glu Trp Met
40 45

414
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F

5l %=
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[0308]

Gly Trp Ile Thr Thr Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu

50 55

Gln Gly Arg Val Thr Met Thr
65 70

Met Glu Leu Arg Ser Leu Arg
85

Ala Arg Arg Val Arg Tyr Ser
100

Gln Gly Thr Leu Val Thr Val
115

<210> 189
<211> 118
<212> PRT
213> N3

220>
221> kP&

223> /=" N TRAIHIHEAR :

HV-20 £ Jik”
<400> 189

Gln Val Gln Leu Gln Glu Ser
1 5

Thr Leu Ser Leu Thr Cys Thr
20

Tyr Trp Ser Trp Ile Arg Gln

35

Gly Arg Ile Tyr Thr Ser Gly

60

Thr Asp Thr Ser Thr Asn Thr Ala Tyr

75 80

Ser Asp Asp Thr Ala Val Tyr Tyr Cys

90 95

Gly Gly Tyr Ser Phe Asp Asn Trp Gly
105 110

Ser Ser

120

Gly Pro Gly Leu Val Lys Pro Ser Glu

10 15

Val Ser Gly Gly Ser Ile Ser Ser Tyr

25

30

Pro Ala Gly Lys Gly Leu Glu Trp Ile

40

45

Ser Thr Asn Tyr Asn Pro Ser Leu Lys

415
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[0309]

50

(4]
()]

Ser Arg Val Thr Met Ser Ile Gly Thr
65 70

Lys Leu Ser Ser Val Thr Ala Ala Asp
85

Ile Ile Ala Ser Arg Gly Trp Tyr Phe
100 105

Leu Val Thr Val Ser Ser
115

<210> 190
211> 119
<212> PRT
213> NTF¢%

220>

221> R¥#

223> /IEB=" N TFEFIMEGR: &
HV-21 % fik”

<400> 190
Gln Val Gln Leu Gln Glu Ser Gly Pro
1 5

Thr Leu Ser Leu Thr Cys Thr Val Ser
20 25

Gly Tyr Tyr Trp Ser Trp Ile Arg Gln
35 40

Trp Ile Gly Tyr Ile Tyr Tyr Ser Gly
50 55

60

Ser Lys Asn Gln Phe Ser Leu
75 80

Thr Ala Val Tyr Tyr Cys Ala
90 95

Asp Leu Trp Gly Arg Gly Thr
110

Gly Leu Val Lys Pro Ser Gln
10 15

Gly Gly Ser Ile Ser Ser Gly
30

His Pro Gly Lys Gly Leu Glu
45

Asn Thr Tyr Tyr Asn Pro Ser
60

416
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310/348 7T

[0310]

Leu Lys Ser Arg Val Thr Ile Ser Gly Asp Thr Ser Lys Asn Gln Phe
65 70 75 80

Ser Leu Lys Leu Arg Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Arg Gly Gly Ala Ala Arg Gly Met Asp Val Trp Gly Gln Gly
100 105 110

Thr Thr Val Thr Val Ser Ser
115

<210> 191
<211> 123
<212> PRT
213> NP3

220>

221> FKIE

223> /HEB=" NLFAINHIR: &R
HV-22 % fik”

<400> 191
Gln Val Gln Leu Gln Gln Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala Ile Ser Gly Asp Ser Val Ser Ser Asn
20 25 30

Ser Ala Ala Trp Asn Trp Ile Arg Gln Ser Pro Ser Arg Gly Leu Glu
35 40 45

Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Arg Trp Tyr Asn Asp Tyr Ala
50 55 60

417
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[0311]

Val Ser Val Lys Ser Arg
65 70

Gln Phe Ser Leu Gln Leu

85

Tyr Tyr Cys Ala Arg Gly
100

Trp Gly Gln Gly Thr Met
115

<210> 192
<211> 119
<212> PRT
213> ANTF3)

<220>
221> kiF

223> /HER=" ATFYMER: &

HV-23 %Ik~

400> 192
Gln Val Gln Leu Gln Glu

1 2

Thr Leu Ser Leu Thr Cys
20

Gly Tyr Tyr Trp Ser Trp
35

Trp Ile Gly Tyr Ile Tyr
50

Ile

Asn

Val

Val

Ser

Thr

Ile

Thr Ile Asn Pro Asp Thr Ser Lys Asn
75 80

Ser Val Thr Pro Glu Asp Thr Ala Val
90 95

Phe Tyr Ser Lys Gly Ala Phe Asp Ile
105 110

Thr Val Ser Ser
120

Gly Pro Gly Leu Val Lys Pro Ser Gln
10 15

Val Ser Gly Gly Ser Ile Ser Arg Gly
25 30

Arg Gln His Pro Gly Lys Gly Leu Glu
40 45

Ser Gly Asn Thr Tyr Tyr Asn Pro Ser
60

418
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[0312]

Leu Lys Ser Arg Val Ile Ile Ser Gly Asp Thr Ser
65 70 75

Ser Leu Lys Leu Arg Ser Val Thr Ala Ala Asp Thr
85 90

Cys Ala Arg Gly Gly Ala Ala Arg Gly Met Asp Val
100 105

Thr Thr Val Thr Val Ser Ser
115

<210> 193
<211> 119
<212> PRT
213> N5

220>

<221> K

223> /HER=" ALFFINAE: Ak
HV-24 £ fik”

<400> 193
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val
1 5 10

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser
20 25

Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly
35 40

Trp Ile Gly Tyr Ile Tyr Tyr Ser Gly Asn Thr Tyr
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser Gly Asp Thr Ser

419

Lys Asn Gln Leu
80

Ala Val Tyr Tyr
95

Trp Gly Gln Gly
110

Lys Pro Ser Gln
15

Ile Ser Ser Gly

30

Lys Gly Leu Glu

Tyr Asn Pro Ser

Lys Asn Gln Phe
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[0313]

65 70

5

80

Ser Leu Lys Leu Arg Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr

85

90

95

Cys Thr Arg Gly Gly Ala Ala Arg Gly Met Asp Val Trp Gly Gln Gly

100 105

Thr Thr Val Thr Val Ser Ser
115

<210> 194
<211> 119
<212> PRT
213> NP3

<220>

221> ey

223> /TER=" NLEFIMHAE: &
HV-25 % fik”

<400> 194

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu

1 3]

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly

20 25

Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro

35 40

Trp Tle Gly Tyr Ile Tyr Tyr Ser Gly Asn Thr

50 55

Leu Lys Ser Arg Val Thr Ile Ser Gly Asp Thr

65 70

10

420

75

Val Lys

Ser Ile

Gly Lys
45

Tyr Tyr
60

Ser Lys

110

Pro

Ser

30

Gly

Asn

Asn

Ser

15

Ser

Leu

Pro

Gln

Gln

Gly

Glu

Ser

Phe
80
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314/348 7T

[0314]

Ser Leu Lys Leu Arg Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr

85 90

95

Cys Thr Arg Gly Gly Ala Ala Arg Gly Met Asp Val Trp Gly Gln Gly

100 105

Thr Thr Val Thr Val Ser Ser
115

<210> 195
<211> 119
<212> PRT
213> ANTLF3)

<220>
221> K&
€223> /ER=" N TIFHIHGER: &0

HV-26 £ JIk”
<400> 195
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys
1 5 10

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile
20 25

Gly Phe Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys
35 40 45

Trp Ile Gly Tyr Ile Tyr Tyr Ser Gly Asn Thr Tyr Tyr
50 55 60

Leu Lys Ser Arg Val Ile Ile Ser Gly Asp Thr Ser Lys
65 70 75

421

110

Pro Ser Gln

15

Ser Ser Gly
30

Gly Leu Glu

Asn Pro Ser

Asn Gln Phe
80
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315/348 1T

[0315]

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Arg Gly Gly Ala Ala Arg Gly Met Asp Val Trp Gly Gln Gly
100 105 110

Thr Thr Val Thr Val Ser Ser
115

<210> 196
Q211> 11

<212> PRT
213> NTR3

<220>

221> K

223> /{ER=" N LIPAHIHA: & i
CDRL1-1 fik”

<400> 196
Arg Ala Ser Gln Ser Ile Gly Arg Ser Leu His
1 5 10

<210> 197
211> 11

<212> PRT
213> NILFH|

<220>

221> R

223> /ER=" NLRESINHEA: &)
CDRL1-2 Jik”

<400> 197

Arg Ala Ser Gln Ser Val Gly Arg Ser Leu His
1 5 10
<210> 198

422



CN 105143267 B

F

5

=
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Q1> 11
<212> PRT
213> N LEH

220>
<221> RiF

223> /IER=" NTFFIRHGE: &

CDRL1-3 Jik”

<400> 198

Arg Ala Ser Gln Ser Ile Ser Arg Tyr Leu Asn

1 5

<210> 199
211> 12
<212> PRT
213> N3

2200

[0316] €221> kiF

223> /R N TSGR &

CDRL1-4 fik”

<400> 199

Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu Ala

| o

<210> 200
211> 12
<212> PRT
213> NTE%)

220>
<221> R

223> /R N LTEFIHR: &3

CDRL1-5 Jik”

<400> 200

Arg Ala Ser Gln Thr Val Ser Arg Ser Tyr Leu Ala

1 5

423

10

10

10
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[0317]

<210> 201
<211> 16

<212> PRT
213> N3

<220>

<221> FKiE

223> /YER=" N LFAIRHE: & ki
CDRL1-6 Jik”

<400> 201
Arg Ser Ser Gln Ser Leu Leu His Ser Asn Gly Tyr Asn Tyr Leu Asp
1 5 10 15

<210> 202
211> 17
<212> PRT
213> N3

<220>

221> K

223> [ER=" NLTFEANHAR: & ki
CDRL1-7 Jik”

<400> 202
Lys Ser Ser Gln Asn Val Leu Tyr Ser Ser Asn Asn Lys Asn Phe Leu
1 5 10 15

Thr

<210> 203
211> 17

<212> PRT
213> NIFH

<220>

<221> KUE

223> /{ER=" N LIPS HA: &R
CDRL1-8 Jit”

424
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[0318]

<400> 203

Lys Ser Ser Gln Ser Val Leu Tyr Arg Ser Asn Asn Asn Asn Phe Leu
10

1 5

Ala

<210> 204
21> 17

<212> PRT
213> NIFF%

220>

221> KE

223> /ER=" NLTREFIMRE: ARl
CDRL1-9 fIk”

<400> 204

Lys Ser Ser Gln Ser Val Leu Tyr Ser Ser Asn Asn Lys His Tyr Leu
10

1 5

Ala

<210> 205
21> 17

<212> PRT
213> NIFF%

220>

221> K¥E

223> /HER=" NLTIFFIMHE: &k
CDRL1-10 fik”

<400> 205

Lys Ser Ser Gln Ser Val Leu Tyr Ser Ser Asn Asn Lys Asn Phe Leu
10

1 5

Thr

425
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<210> 206
211> 17
<212> PRT
213> NTE%)

<220>

221> KU

223> /{EB=" NTFFIFL: AR
CDRLI-11 fik”

<400> 206
Lys Ser Ser Gln Ser Val Leu Tyr Ser Ser Asn Asn Lys Asn Tyr Leu
1 5 10 15

Ala

<210> 207
[0319]  <211> 17

<212> PRT

213> NTLE%)

<220>

221> K

223> /HEB=" NTFFIFL: AR
CDRL1-12 fik”

<400> 207

Lys Ser Ser Gln Ser Val Leu Tyr Ser Ser Asn Asn Arg Asn Phe Leu
1 5 10 15

Ser

210> 208
211> 11
<212> PRT

426
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320/348 T

[0320]

213> AT

220>

221> K

223> /HER=" NLRFEFIME: &
CDRL1-13 Jik”

<400> 208
Arg Ala Ser Gln Ser Ile Gly Ser Ser Leu His
1 5 10

210> 209
Q115> 7

<212> PRT
213> NIFF%

220>

221> FKE

223> /HER="ALFFIMIE: &
CDRL2-1 fik”

<400> 209
Tyr Ala Ser Gln Ser Leu Ser
1 5

210> 210
211> 7

<212> PRT
213> NLF¢%)

(220>

221> ki

223> /IFERE=" NTRFIMR: A i
CDRL2-2 Jik”

<400> 210

Ala Ala Ser Ser Leu Gln Ser
1 5

210> 211

211> 7

427
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321/348 T

[0321]

<212> PRT
213> N4

<220>
221> FyE
223> /HER=" N TEAIHGE . A

CDRL2-3 Jik”
400> 211
Gly Ala Ser Ser Arg Ala Thr
1 5
210> 212
211> 7
{212> PRT

213> NTFHF%|

220>

221> FF

223> /YER=" N LRAIHGE: ARk
CDRL2-4 fik”

400> 212
Leu Gly Ser Asn Arg Ala Ser
1 5

210> 213
211> 7

<212> PRT
213> N4

220>

<221> RiH

223> [YER=" N TRAA: AR
CDRL2-5 Jik”

<400> 213
Arg Ala Ser Thr Arg Glu Ser
1 5

<210> 214

428
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322/348 T

[0322]

Q11> 7
<212> PRT
Q13> NTFD)

<220>

221> R

223> /B NTIFAIMHER: &k
CDRL2-6 Jik”

<400> 214

Trp Ala Ser Thr Arg Glu Ser
1 5

210> 215

211> 9

212> PRT

213> ANTLFE%)

<220>

221> kB

223> /VER=" N LIFFIRHER: A
CDRL3-1 Jik”

<400> 215
His Gln Ser Ser Arg Leu Pro Phe Thr

| G

<210> 216
211> 9

<212> PRT
213> NTF%

<220>

221> K

223> /iER=" N LFHIHEAR: &
CDRL3-2 Jik”

<400> 216

Gln Gln Ser Tyr Ser Pro Pro Phe Thr

1 5

429
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[0323]

<210> 217
211> 8

<212> PRT
213> N3

<220>

221> KU

223> /IR AN LIFHHR: &R
CDRL3-3 Jik”

400> 217
Gln Arg Tyr Gly Ser Ser Arg Thr
1 5

<210> 218
211> 9

<212> PRT
213> N3

220>

221> K

223> /{ER=" NLTFAIHEE: A ki
CDRL3-4 fik”

<400> 218
Gln GIn Phe Gly Ser Ser Pro Trp Thr
1 5]

<210> 219
211> 9

{212> PRT
213> N3

<220>

221> Ky

223> /HER=" NTRFINHR: A i
CDRL3-5 fik”

<400> 219

Met Gln Thr Leu Gln Thr Pro Phe Thr
1 b

430
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[0324]

<210> 220
211> 9

<212> PRT
213> N3

<220>

<221> KU

223> /{ER=" N LIFF ik : A
CDRL3-6 Jik”

400> 220
Gln Gln Tyr Tyr Ser Ala Pro Phe Thr
1 3]

<210> 221
211> 9

<212> PRT
213> NP3

<220>

<221> KR

223> /HER=" NLIFHIMIA: A R
CDRL3-7 fik”

<400> 221
Gln Gln Tyr Tyr Ile Ser Pro Leu Thr
1 5

<210> 222
211> 9

<212> PRT
213> NP3

220>

221> KiE

223> /IFER=" NTIFHIMHEA: AR
CDRL3-8 fik”

<400> 222

Gln Gln Tyr Tyr Ser Ser Pro Phe Thr
1 5

431



CN 105143267 B F % *
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[0325]

<210> 223
211> 5

<212> PRT
213> A3

220>

<221> KyE

223> [iER=" N LFFIMER: & ki)
CDRH1-1 Jik”

<400> 223
Arg Phe Ala Met His
1 5

<210> 224
QL T

<212> PRT
213> N7

220>

<221> KA

223> /HER=" N LFFIME: &Rk
CDRH1-2 fik”

<400> 224
Arg Gly Gly Tyr Tyr Trp Ser

1 ]

<210> 225
211> 5

<212> PRT
213> NP4

220>

<221> kyE

223> [{ER=" N LIFFIMER: & ki)
CDRH1-3 Jik”

<400> 225
Arg Tyr Ala Met His

432
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[0326]

1

()]

<210> 226
211> 5

<212> PRT
213> NI

<220>

221> K

223> [VER=" N LIFSMFGR: & R
CDRH1-4 Jik”

<400> 226
Arg Tyr Gly Val Ser

1 3]

<210> 227
211> 7

<212> PRT
213> NLF3

<220>

221> K5

223> /HER=" NLTESHER: &R
CDRH1-5 Jik”

<400> 227
Ser Gly Gly Phe Tyr Trp Ser

1 b

<210> 228
211> 7

<212> PRT
213> N3

<220>

221> K

223> [VER=" N LIFSmFR: & R
CDRH1-6 Jik”

<400> 228

433
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[0327]

Ser Gly Gly Tyr Tyr Trp Ser

1 5

<210> 229
211> 7

<212> PRT
213> N3

<220>
221> kK

223> /R N TIFFIRHA:

CDRH1-7 fik”

<400> 229
Ser Asn Ser Ala Ala Trp Asn
1 b

<210> 230
Q211> 7

<212> PRT
213> NLF%)

<2200
<221> K5

<223> /R N TR

CDRH1-8 fik”

<400> 230
Ser Asn Ser Ala Thr Trp Asn
1 b

<210> 231
211> 5

<212> PRT
213> NTF3

<220>
221> KJF

223> /RS N LIFAHAE -

CDRH1-9 JIk”

£ Y

TR

434
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[0328]

<400> 231
Ser Tyr Gly Ile Ser
1 5

<210> 232
211> 5

<212> PRT
<213> ANILF%

220>

221> R

223> /{ER=" NTFEFIRR: & Rr
CDRH1-10 fik”

<400> 232
Ser Tyr Tyr Trp Ser

1 5

210> 233
¢211> B

<212> PRT
213> NTLJF%

220>

221> FKYE

223> /BT NLFAIRE: A&
CDRHI-11 JI&”

<400> 233
Tyr Tyr Ala Ile His
1 5

<210> 234
<211> 16
<212> PRT
213> AN TE%

220>

221> kIR

223> /HER="ALFHIMHE: & ki
CDRH2-1 fik”

435
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[0329]

€400> 234

Arg Ile Tyr Thr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys Ser
1 5 10 15
<210> 235

211> 18

<212> PRT

213> ANTLFE%|

<220>

221> RKIF

223> /¥ER=" N LFFIMGER: & ki)
CDRH2-2 fik”

<400> 235
Arg Thr Tyr Tyr Arg Ser Lys Trp Ser Asn His Tyr Ala Val Ser Val
1 5 10 15

Lys Ser

<210> 236
<211> 18

<212> PRT
213> ANLFF3

<220>

221> kg

223> /{ER=" N LFPFIMHE: & i
CDRH2-3 Jik”

<400> 236

Arg Thr Tyr Tyr Arg Ser Arg Trp Tyr Asn Asp Tyr Ala Val Ser Val
1 5 10 15

Lys Ser

436
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<210> 237
211> 17
<212> PRT
213> NTLFF|

220>

<221> RiE

223> /TER=" N TRFIMHGER: AR
CDRH2-4 Jik”

<400> 237
Val Ile Ser Tyr Asp Gly Gly Asn Lys Tyr Tyr Ala Glu Ser Val Lys
1 5 10 15

Gly

<210> 238
211> 17
<212> PRT
0330
[ ] 213> NLR/F%|
220>
221> FIH
223> /ER=" N TEAIFHGEE . A
CDRH2-5 Jik”

<400> 238

Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val Lys
1 3] 10 7]

Gly

210> 239
211> 17
212> PRT
213> N4

220>

437
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[0331]

221> FiF
223> /{EBR=" NTEFHIHGR: &
CDRH2-6 Jik”

<400> 239

Trp Ile Asn Ala Tyr Asn Gly His Thr Asn Tyr Ala Gln Thr Phe Gln
10

1 5

Gly

<210> 240
&> 13

<212> PRT
213> NP5

220>

221> R

223> [YER=" NTESIMHGE:
CDRH2-7 fik”

<400> 240

Trp Ile Thr Thr Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu Gln

1 5

Gly

<210> 241
211> 16
<212> PRT
213> A%

220>

221> KU

223> /ER=" ANTEFIMER: &M
CDRH2-8 Jik”

<400> 241

Tyr Ile Tyr Tyr Ser Gly Asn Thr Tyr Tyr Asn Pro Ser Leu Lys Ser

10

438
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[0332]

1 5 10 15

<210> 242
211> 14

<212> PRT
213> N3

<220>

221> kU5

223> /YER=" N LRAMHGE: AR
CDRH3-1 fik”

<400> 242
Glu Leu Glu Leu Arg Ser Phe Tyr Tyr Phe Gly Met Asp Val
1 5 10

<210> 243
211> 9

<212> PRT
213> NTLF4H

<220>
<221> ki
223> /FEBR=" NLTRAIHR: Ak

CDRH3-2 Jik”
<400> 243
Gly Gly Ala Ala Arg Gly Met Asp Val
1 5
210> 244
211> 11
<212> PRT

213> AT

220>

221> K

223> [IER=" NLIFFIHR: A& ki
CDRH3-3 Jik”

400> 244

439
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[0333]

Gly Thr Trp Lys Gln Leu Trp Phe Leu Asp His
1 5 10

<210> 245
211> 11

<212> PRT
213> NP3

220>

221> K

223> /{EB=" N FEHIMHAR: &R
CDRH3-4 fik”

<400> 245
Gly Val Phe Tyr Ser Lys Gly Ala Phe Asp Ile
1 5 10

<210> 246
211> 11

<212> PRT
213> NLF%)|

220>

221> ki

223> /iER=" ANLTRAIHER: A i
CDRH3-5 Jik”

<400> 246
Gly Tyr Asp Ile Leu Thr Gly Tyr Pro Asp Tyr
1 9 10

<210> 247
211> 11

<212> PRT
213> N3

<220>

221> FK¥E

223> /iER=" ANLRAIHEGR: A i
CDRH3-6 Jik”

440
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<400> 247
Gly Tyr Asp Val Leu Thr Gly Tyr Pro Asp Tyr
1 5 10

<210> 248
211> 10

<212> PRT
213> N3

220>
221> RYg
223> /HER=" NTIFFIRHE: & i

CDRH3-7 ik”
<400> 248
Ile Ala Ser Arg Gly Trp Tyr Phe Asp Leu
1 5 10

<210> 249
[0334]  <211> 12
<212> PRT
213> N3

220>
221> FyE
223> /IER=" N LFEAI0HGA: & ki

CDRH3-8 fIk”
<400> 249
Arg Val Arg Tyr Ser Gly Gly Tyr Ser Phe Asp Asn
1 5 10
<210> 250
211> 11
<212> PRT

213> NTJF%
€220>

<223> NTFAIMHEGER: A i
CDRH3-9 Jik

441
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[0335]

<400>

250

Gly Tyr Asp Leu Leu Thr Gly Tyr Pro Asp Tyr

1

210>
211>
212>
213>

<220>
221>
<223>

<220>
221>
222>
223>

220>
221>
222>
223>

220>
221>
222>
223>

<220>
221>
2225
<223>

220>
221>
222>
223>

220>
221>
222>

5 10

251
12

PRT
ANTLF5

K
SER=" N LFEPImHGAR: A R
CDRL1-C1 fik”

ik
(5)..(5)
/EA="Thr”

ik
(6)..(6)
/ERE"T1e”

Ak
(M.
/BER="61y”

A
(8)..(8)
/EAR="Ser”

5 ik
©).. ©
/R

ik
(10).. (10)

442
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[0336]

<223> /B A="Ser”

<220>
221> Afk

222> (12).. (12)

<223> /E="His" 8 "Asn”

<220>

<221> misc_feature

222> (1)..(12)

223> /{ERE=" A 28 th AR ARFRFE N T AR AR T IV 1 AR e A (w32

<400> 251

Arg Ala Ser Gln Ser Val Ser Arg Ser Tyr Leu Ala
1 5 10

210> 252

211> 17

<212> PRT
Q213> NTRFF

<220>

<221> KUE

223> /IR N LFHIMAR: &Rk
CDRL1-C2 fik”

<220>
221> Atk

<222> (5).. (5)
223> /EM="Asn"

<220>
221> ik

<222> (9)..(9)

<223> /BR="Arg”

<220>

221> Ak

222> (13)..(13)

223> /B="Asn"8"Arg”

220>

443
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[0337]

<221> ABfk
<222> (14).. (14)
223> /B="His”"

<220>
<221> ABfk

<222> (15).. (15)
223> /BA="Tyr”

<220>

<221> A fk

222> (17).. (7

<223> /H="Ala"8k"Ser”

<2200
<221> misc_feature
<222> (1)..(17)

223> [ERE="EE 4 AR SRR T AR A B R P I AR L 8 AT i 52

<400> 252

Lys Ser Ser Gln Ser Val Leu Tyr Ser Ser Asn Asn Lys Asn Phe Leu

-

1 5

Thr

<210> 253
211> 7

<212> PRT
<213> NTLFF3

<220>
<221> ki

223> /ER=" N T FHIR A

CDRL2-C1 Jik”

<220>
<221> A fk

<222> (1)..(1)
223> /BM="Ala"

10 15

&R

444
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[0338]

<220>
<221> ARk

222> (4)..(4)
223> /&{="Ser”

<220>
<221> Apfk

<222> (5).. ()
<223> /H="Lev”

220>

221> ARk

<222> (6)..(6)
<223> /F="G1n"

220>
221> misc_feature
222> (1)..(7)

223> /TERE="FF5h 45 th B AR LN T 22 AL T R R o 0 A8 L AT i 22

<400> 253
Tyr Ala Ser Gln Ser Leu Ser

=

1 5

<210> 254
N

<212> PRT
213> NP5

220>

221> SkYE

223> [VER=" NTESIGE:
CDRL2-C2 fik”

220>
221> ARk

SR (Da. (1)
223> /B="Lev”

<220>
221> ABfk
<222> (2)..1(2)

445
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[0339]

<2235

220>
221>
222
223>

220>
221>
222>
223>

220>
221>
222>
223>

<400>

/B="61y”

221k
(4).. (a)
/=" Asn”

ik
@.. D
/" Ser”

misc feature
(1)..(M
JVERE=" PR3 TP & AR AR SN T A L B R R R A w2

254

Gly Ala Ser Ser Arg Ala Thr

1

210>
211>
212>
213>

220>
221>
223>

220>
221>
222>
223>

<220>
221>
{222>
223>

<400>

5

255

7

PRT
ANTLR3

KR
[ERE N TR R A i
CDRL2-C3 Jik”

A ik
(1).. ()
/R="Trp”

misc feature
(D). (@
JVERE=" R 3 T 4 AR AR T2 A B TR R R IR A A w52

255
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[0340]

Arg Ala Ser Thr Arg Glu Ser

1

210>
211>
212>
213>

<2200
221>
223>

<220>
221>
222>
223>

{2200
221>
222>
223>

220>
221>
222>
223>

220>
221>
222>
223>

220>
221>
222>
223>

220>
221>
£222>
223>

5

256

9

PRT
ANTR3

KR

SRR N LRSS R Sy

CDRL3-C1 fk”

A7 i
(). (1)
/A="His"

1k
(3)=« (3)
/B A="Tyr 8" Phe”

ik
(4).. ()
/E="Ser” 8" Gly”

A fk
(5)..(5)
JRE="Arg" B T1e”

AR
(6)..(6)

/EAR="Ser” 8" Ala” 8" Leu”

Ak
8)..(8)
/B AE"Leu” B Trp”

447
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F 5 =
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[0341]

220>
221>
222>

misc feature

(1)..)

223> /VERE="FPA 4 HH AR AR BRI X T A2 (AL L R o AR L B A M 52

<400>

256

Gln Gln Ser Tyr Ser Pro Pro Phe Thr

1

210>
211>
212>
213>

<220>
221>
223>

<220>
221>
222>
223>

220>
221>
222>
223>

2200
221>
222>
223>

220>
221>
222>
223>
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