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GTGCTATACATGCAAGTCGAACGAACTCTGGTATTGATTGGTGCTTGCATCATGAT TTACAT TTGAGTGAGTGECGAACTGGTGAGTAACACGTGGGAAACCTGOCCAGAAGCGGGGGATAACACCTGGAA
ACAGATGCTAATACCGCATAACAACTTGGACCGCATGGTCCGAGTTTGAAAGATGGCTTCGGCTATCACT T TTGGATGGTCCCGCGGCGTATTAGC TAGATGGETGGGGTAACGGCTCACCATGGCAATGATA
CGTAGLCGACCTGAGAGGGTAATCGGLCACATTGGGACTGAGACACGGLCCAAACTLCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGLAACGLCGCGTGAGTGAA
GAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGLGGTAATACGTAGGTGE
CAAGCGTTGTCCGGATTTATTGGGECGTAAAGLGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAAGTGLATCGGAAACTGGGAAAL TTGAGTGCAGAAGAGGACAGTG
GAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGLGAAGGCGGCTGTCTGGTCTGTAACTGACGLTGAGGLTCGAAAGTATGGGTAGCAAACAGGAT TAGATACCCTGGTAGT
CCATACCGTAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGCCTGGEGAGTACGGCCGCAAGGCTGAAMCTCAAAGGAATTGACGGGGGCCCG
CACAAGCGGTGGAGCATGTGGT TTAAT TCGAAGLTACGCGAAGAACCTTACCAGGTCT TGACATACTATGCAAATCTAAGAGATTAGACGTTCCCTTCGGGGACATGGATACAGGTGGTGCATGGTTGICGT
CAGCTCGTGTCGTGAGATGTTGGGT TAAGTCCCGCAACGAGCGCAACCCTTATTATCAGT TGCCAGCATTAAGT TGGGCACTCTGGTGAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCA
AATCATCATGCCCCTTATGACCTGGGCTACACACGTGLTACAATGGATGGTACAACGAGTTGCGAACTCGCGAGAGTAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGUCTACA
TGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTEAATACGT TCCCGGGLCTTGTACACACCGCCCATCACACCATGAGAGT TTGTAACACCCAAAGTCOGTGGGGTAACCTTTTAGGAACT
AGCCGCTAAG
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API API API
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0. control - 17. Inositol - 34. Melezitose +
1. Glycerol - 18. Mannitol + 35. D-Raffinose

2. Ertythritol - 19. Sorbitol + 36. Amidon -
3. D-Arabinose - 20. a ethyl-D-mannoside - 37. Glycogene -
4. L-Arabinose + 21. amethyl-D-glucoside + 38. Xylitol -
5. Ribose + 22.N Acetyl glucosamine + 39. BGentiobiose +
6. D-Xylose - 23. Amygdaline + 40. D-Turanose +
7. L-Xylose - 24. Arbutine + 41. D-Lyxose -
8. Adonitol - 25. Esculine + 42. D-Tagatose -
9. BMethyl-xyloside - 26. Salicino + 43. D-Frcose -
10. Galactose + 27. Cellobiose + 44 . L-Fucose -
11. D-Glucose + 28. Maltose + 45. D-Arabitol -
12. D-Fructose + 29. Lactose + 46. L-Arabitol -
13. D-Mannose + 30. Melibiose + 47. Gluconate +
14. L-sorbose - 31. Saccharose + 48. 2 Keto—gluconate -
15. Rhamnose + 32. Trehalose + 49. 5 Keto-gluconate -
16. Dulcitol - 33. Inuline -
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Tartaric Malic Lactic Acetic

Oxalic

1743.10£3.66

Control 167.2243.69 5312.78+144.7" [768.12+18.88° |758.11+10.39

1780.29+47.59

0. oeni” 181.77+1.57" 176.92+3.56°  |6748.31493.85 |2010.13+17.53"

1775.36 £60.03

L. plantarun |201.69+9.79" 154.92+17.64" |7326.20449.68 |1272.10+55.26

1 . . . . Ce. . .
Means £SD. Values with different superscripts are significantly different by Duncan's multiple ranges

test at **x: p<0.001 and #**: p<0.01.
2)
’ 0. oeni was commercially purchased from viflora.

3) . .
L. plantarum was isolated from Meoru wine.
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GTGCTATACATGCAAGTCGAACGAACTCTGGTATTGATTGGTGCTTGCATCATGAT TTACAT TTGAGTGAGTGGCGAACTGGTGAGTAACACGTGGGAAACCTGCCCAGAAGCGGGGGATAACACCTGGAA
ACAGATGCTAATACCGCATAACAACTTGGACCGCATGGTCCGAGTTTGAAAGATGGCTTCGGCTATCACT T TTGGATGGTCCCGCGGCGTATTAGCTAGATGGTGGGGTAACGGCTCACCATGGCAATGATA
COTAGCCGACCTGAGAGGGTAATCGGUCACATTGGGACTGAGACACGGLLCAAACTCCTACGGGAGGCAGCAGTAGEGAATETTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAA
GAAGGGTTTCGGCTCGTAAAACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTAT TTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTARTACGTAGGTGG
CAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTT TTTTAAGTCTGATGTGAAMGCC TTCGGCTCAACCGAAGAAGTGCATCGGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTG
GAACTCCATGTGTAGC GGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTETCTGETCTGTAACTGACGCTGAGGCTCGAAAGTATGGGTAGC AAACAGGAT TAGATACCCTGGTAGT
CCATACCGTAAACGATGAATGCTAAGTGT TGGAGGGTTTCCGOCCTTCAGTGCTGCAGCTAACGCATTAAGCATTCCGLCTGGGCGAGTACGGLCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCG
CACAAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCTTACCAGGTCTTGACATACTATGCAAATCTAAGAGAT TAGACGT TCCCTTCGGGGACATGGATACAGG TGGTGCATGGTTGTCGT
CAGCTCOTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTATCAGTTGCCAGCATTAAGTTGGGCACTCTGGTGAGACTGLCGGTGACAAACCGGAGGAAGGTGGGGATGACGTCA
AATCATCATGCCCCTTATGACCTGGGCTACACACGTGCTACAATGGATGGTACAACGAGTTGCGAACTCGCGAGAGTAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACA
TGAAGTCGGAATCGCTAGTAATCGCGGATCAGCATGLCGCGGTEAATACGTTCCCGGGCCTTGTACACACCGCCCATCACACCATGAGAGT TTGTAACACCCAAAGTCGGTGGGGTAACCTTTTAGGAACC
AGCCGCTAAG
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Lactobacillus pentosus strein ..

oy Lactobacillus pentosus gene for 165 rRMA, partial sequence, strein: MRIC 0400

] firmicutes | 11 leaves

0 Lactobacillus pentosus gene for 165 rRMA, parfial sequence, strain: MRIC 0599

o Lactobacillus pentosus gene for 165 rRMA, parfial sequence, steain: MRIC 0398

< Lactobacillus pentosus gene for 165 rRMA, parfial sequence, stain: MRIC 0397

@ Lactobacillus pentosus gene for 165 rRMA, parfial sequence, stain: MRIC 0396

< Lactobacillus pentosus gene for 165 rRMA, parfial sequence, strain: MRIC 0595

< Lactobacillus pentosus gene for 165 rRMA, parfial sequence, shein: MRIC 0394

@ Lactobacillus pentosus gene for 165 rRMA, parfial sequence, strain: MRIC 0591

a1 Lactobacillus planterum gene for 165 rRMA, parfial sequence, strain: MRIC 0387

O Lactobacillus planfarum gene for 165 rRMA, partial sequence, strain: MRIC 0386

@ Lactobacillus planfarum gene for 165 rRMA, parfial sequence, strain: MRIC 0385

1 Lactobacillus plantarim gene for 165 rRMA, parfial sequence, strain: MRIC 0354

O Lactobacillus planfarum strain BFE &34 165 ribosomal RMA gene, parfial sequence

@ Lactobacillus plantarum stain BFE 5202 165 ibosomal RMA gene, parfial sequence

2 Lactobacillus planfarum srain BFE 200 165 ribosomal RRA gene, parfial sequence

O Lactobacillus plantarum strain BFE 5239 165 ribosomal RMA gene, partial sequence

o Lactobacillus planfarum stain L3 165 ibosomal RMA gene, partial sequence

o Lactobacillus sp. L03 gene for 165 ibosomal RAA, parfial sequence

@ Lactobacillus sp. B5407 gene for 165 rRMA

@ Lactobacillus arizonensis parfial 165 rRMA gene, strain NRRL B- 14771

< Lactobacillus arizonensis partial 165 rRMA gene, strain MRRL B 14769

@ Lactobacillus arizonensis parfial 165 PRMA gene, strain MRRL B 14765

< Lactobacillus planterm strein WEFS1 complete genome; seament 7011

< Lactobacillus planfarum shain WCFS 1 complete genome; seament 2111

@ Lactobacillus plantarum gene for 165 rRMA, parfial sequence

@ Lactobacillus pentosus gene for 165 rRNA, partial sequence

< Lactobacillus pentosus strain L1 165 ribosomal RMA gene, parfial sequence

@ Lactobacillus plantarum stain EWtp 165 Hbosomal RMA gene, partial sequence

< Lactobacillus pentosus strain P 165 ribosomal RMA qene, parfial sequence

O Lactobacillus pentosus strain Lp- B 165 ribosomal RMA gene, parial sequence

0 Lactobacillus pentosus stain Lp- 5 165 ribosomal RMA gene, parfisl sequence

o Lactobacillus pentosus strain Ind- 1 165 rbosomal RMA gene, parfial sequence

O Lactobacillus pentosus strain C- 32 165 ribosomal RMA gene, parfial sequence

@ Lactobacillus pentosus strain C- 30 165 ribosomal RMA gene, partial sequence

< Lactobacillus pentosus strain C-25 165 ribosomal RMA gene, parial sequence

O Lactobacillus pentosus gene for 165 rRMA, parfial sequence, steain: MRIC 1537

© Lactobacillus pentosus gene for 165 rRMA, parfial sequence, sfrain: MRIC 1536

< Lactobacillus pentosus gene for 165 rRMA, parfial sequence, strain: MRIC 1535

@ Lactobacillus plantarum gene for 165 rRMA, parfisl sequence, strai

@ Lactobacillus pentosus gene for 165 FRMA, parfial sequence, strai

7 Lactobacillus pentosus gene for 165 rRMA, parfial sequence, st

@ Lactobacillus pentosus gene for 165 FRMA, parfial sequence, st

o Lactobacillus planfarum gene for 165 rRMA, parfial sequence, strai

4 Lactobacillus pentosus gene for 165 rRMA, parfial sequence, strain: MRIC 1761

@ Lactobacillus pentosus gene for 165 rRA, parfial sequence, strain: MRIC 1780

< Lactobacillus pentosus gene for 165 rRMA, parfial sequence, stain: MRIC 1759

< Lactobacillus pentosus gene for 165 rRMA, parfial sequence, stain: MRIC 1758

@ Lactobacillus plantarum gene for 165 rRMA, parfial sequence, strain: MRIC 1724

& Lactobacillus pentosus gene for 165 FRMA, parfial sequence, strai

9 Lactobacillus pentosus gene for 165 PRMA, parfial sequence, st

@ Lactobacillus plantarum gene for 165 rRMA, parfial sequence, strain: M

< Lactobacillus pentosus gene for 165 rRMA, parfial sequence, strain:

O Lactobacillus pentosus gene for 165 rRMA, parfial sequence, strain: MRIC 1555

O Lactobacillus sp. KLDS 1.0706 165 ribosomal RMA gene, parfial sequence

@ Lactobacillus sp. KLDS 1.0704 165 ribosomal RMA 9ene, parfial sequence

9 Lactobacillus plantarum sfrain KLDS 1.0610 165 ribosomal RMA gene, parfial sequence
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<211> 1449
<212> DNA
<213> Lactobacillus plantarum meoru0711

<400> 1

gtgctataca tgcaagtcga acgaactctg gtattgattg gtgcttgecat catgatttac 60
atttgagtga gtggcgaact ggtgagtaac acgtgggaaa cctgceccaga agcegggggat 120
aacacctgga aacagatgct aataccgcat aacaacttgg accgcatggt ccgagtttga 180
aagatggctt cggctatcac ttttggatgg tcccgeggeg tattagetag atggtggggt 240
aacggctcac catggcaatg atacgtagcc gacctgagag ggtaatcgge cacattggga 300
ctgagacacg gcccaaactc ctacgggagg cagcagtagg gaatcttcca caatggacga 360
aagtctgatg gagcaacgcc gcegtgagtga agaagggttt cggctcgtaa aactctgttg 420
ttaaagaaga acatatctga gagtaactgt tcaggtattg acggtattta accagaaagc 480
cacggctaac tacgtgccag cagccgeggt aatacgtagg tggcaagegt tgtccggatt 540
tattgggcgt aaagcgagcg caggeggttt tttaagtctg atgtgaaage cttcggetca 600
accgaagaag tgcatcggaa actgggaaac ttgagtgcag aagaggacag tggaactcca 660
tgtgtagcgg tgaaatgegt agatatatgg aagaacacca gtggcgaagg cggetgtcetg 720
gtctgtaact gacgctgagg ctcgaaagta tgggtagcaa acaggattag ataccctggt 780
agtccatacc gtaaacgatg aatgctaagt gttggagggt ttccgeectt cagtgetgea 840
gctaacgcat taagcattcc gecctggggag tacggecgea aggctgaaac tcaaaggaat 900
tgacggggge ccgcacaage ggtggageat gtggtttaat tcgaagectac gecgaagaacc 960

ttaccaggtc ttgacatact atgcaaatct aagagattag acgttccctt cggggacatg 1020

_11_



gatacaggtg

aacgagcgca

cggtgacaaa

gctacacacg

ctcttaaagc

cgctagtaat

ccecgtcacac

gcecgcetaag

gtgcatggtt

acccttatta

CCggaggaag

tgctacaatg

cattctcagt

cgcggatcag

catgagagtt

gtcgtcaget

tcagttgcca

gtggggatga

gatggtacaa

tcggattgta

catgccgegg

tgtaacaccc

cgtgtcgtga

gcattaagtt

cgtcaaatca

cgagttgcga

ggctgcaact

tgaatacgtt

aaagtcggtg

gatgttgggt taagtcccgce

gggcactctg gtgagactgce

tcatgccect tatgacctgg

actcgcgaga gtaagctaat

cgcctacatg aagtcggaat

ccecgggectt gtacacaccg

gggtaacctt ttaggaacca

_12_

1080

1140

1200

1260

1320

1380

1440

1449

ZIHSd 10-2010-0101723



	문서
	서지사항
	요 약
	대 표 도
	특허청구의 범위
	명 세 서
	발명의 상세한 설명
	기 술 분 야
	배 경 기 술
	발명의 내용
	해결 하고자하는 과제
	과제 해결수단
	효 과

	발명의 실시를 위한 구체적인 내용

	도면의 간단한 설명

	도면
	도면1
	도면2a
	도면2b
	도면3
	도면4
	도면5
	도면6
	도면7

	서 열 목 록



문서
서지사항 1
요 약 1
대 표 도 1
특허청구의 범위 2
명 세 서 2
 발명의 상세한 설명 2
  기 술 분 야 2
  배 경 기 술 2
  발명의 내용 3
   해결 하고자하는 과제 3
   과제 해결수단 3
   효 과 4
  발명의 실시를 위한 구체적인 내용 4
 도면의 간단한 설명 7
도면 7
 도면1 7
 도면2a 8
 도면2b 8
 도면3 9
 도면4 9
 도면5 9
 도면6 10
 도면7 10
서 열 목 록 10
