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(57) ABSTRACT 
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to nucleic acid molecules encoding those polypeptides. Also 
provided herein are vectors and host cells comprising those 
nucleic acid Sequences, chimeric polypeptide molecules 
comprising the polypeptides of the present invention fused 
to heterologous polypeptide Sequences, antibodies which 
bind to the polypeptides of the present invention and to 
methods for producing the polypeptides of the present 
invention. 

TTTTTAACTTGAACTTCCAAGGCCACGTGCGTCTCCTGGCTCCTGCACGGACTGTGTGACTG 
TCCCCGACAGCTTTCCTGTCTCGTCTCATGAGGGGTCCAGCACATGGCATTCTGGGTCGGCA 
CCTGAAGTCCACCTCTATGAGACCCTCTGGGAGCGTGACGGGGCCTTGGCATGGGTCGGCCG 
AGGCCCTTCTGTCCCAGGTCACTGGTGTGGTCGGCCCAGGCCCTCCTGTCCCACATCACCTG 
TGTGGTCGGCCCAGGCCCTCCTGTCCCAGGTCACCGGTGTGGTCGGCCCAGGCCCTCCTGTC 
CAGGTCCTCCTGTCCAGGTCACTGGTGTGGTCGGCCCAGGCCCTTCTGTCCCAGGTCACCTG 
TGGGTCGGCCCAGGGCCCTCCTGTACCATGTCACTGTTGAGGGGCTGGCTCTGGAAGAGGG 
CAGGGACTTGGCATTGGTGGGGGCAGGGTTCCAAGGTGTGGCCTGTCAGCAGGAAGGGGCAG 
GTGGCATGGGTCCAGGCGGGACTCAGGGCTGGGGTGCCACTGCTGGAGACTGTCCGGAGGCC 
CCTCCAGGGCACCTTGCCATTGCCATTGTCGCTCATGGCCATCTGGTCCCGTTTCAGGGAAC 
AAGAGGAGGATCAGATGCTGCGGGACATGATTGAGAAGCTGGGTGACTGGGCCGGGGATGCT 
GAGGGCTGGGCTGGCTGGCTGGGTGGGCCGGGGATGCTGAGTGCTGGGCTGGCTGGCTGGGT 
GGACCGGGCCTCCAGCTGGGGGTGGGGGGGGGGCGGGTATCGGGTCCCCCCCTCAGCCTTGG 
TGACAGGACAGGCAGGTTCACCCTGAGGGTGAGAGCTCCCTCCCGCCCCTAAGAGAGCCAGG 
GGCAGCTGGTGACCGTGTGGTCATGGTGGGGACCAGCCCTCCGGGGCACCCAGTCGGGGCAG 
GTTCTCACGTGGGAGGGCACAGGGCTTCCTGCAGGCTCGGAGGCCCAGGGCGGATTGTGGCC 
AGTGGAAGGGAAGGATGTTTCTGGCAGGGGGACTTGTGTGGGCCACGGCTGTGCGGCTGCGG 
CGTTGAGCACGGCCTCACTGTCCACCTGTCCCCTAGGCCTCCAGAGGAAGAAGTCCAAGTTC 
CGCTTGTCCAAGATCTGGTCACCAAAAAGCAAAAGCAGCCCCTCCCAGTAGTAGCCAGTAGG 
GCCGTGGGCTCGGCCCGGACCTGGCATCCGGACTTGGACTCGGGGCCATGGGCTTGGCCCGG 
ACCCGGAACCCGGACTTGTACTCGGGGCCGTGGGCTCGGCCCGGACCCGGCATTCGGACTTG 
GACTCGGGAAGGGCCTCCTGTCCCTACAAGGGGCATGTGGACAGCAGGGACCTGCGCTACCG 
TCTGTGGTCTCAATAAAGAAACCGACCACATGGCCCCGGAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAACA 
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FIGURE 1A 
GCAGCCCTAGCAGGGATGGACATGATGCTGTTGGTGCAGGGTGCTTGTTGCTCGAACCAGTG 
GCTGGCGGCGGTGCTCCTCAGCCTGTGCTGCCTGCTACCCTCCTGCCTCCCGGCTGGACAGA 
GTGTGGACTTCCCCTGGGCGGCCGTGGACAACATGATGGTCAGAAAAGGGGACACGGCGGTG 
CTTAGGTGTTATTTGGAAGATGGAGCTTCAAAGGGTGCCTGGCTGAACCGGTCAAGTATTAT 
TTTTGCGGGAGGTGATAAGTGGTCAGTGGATCCTCGAGTTTCAATTTCAACATTGAATAAAA 
GGGACTACAGCCTCCAGATACAGAATGT AGATGTGACAGATGATGGCCCATACACGTGTTCT 
GTTCAGACT CAACATACACCCAGAACAATGCAGGTGCATCTAACTGTGCAAGTTCCTCCTAA 
GATATATGACATCT CAAATGATATGACCGTCAATGAAGGAACCAACGTCACTCTTACTTGTT 
TGGCCACTGGGAAACCAGAGCCTTCCATTTCTTGGCGACACATCTCCCCATCAGCAAAACCA 
TTTGAAAATGGACAATATTTGGACATTTATGGAATTACAAGGGACCAGGCTGGGGAATATGA 
ATGCAGTGCGGAAAATGATGTGTCATTCCCAGATGTGAGGAAAGTAAAAGTTGTTGTCAACT 
TTGCTCCTACTATTCAGGAAATTAAATCTGGCACCGTGACCCCCGGACGCAGTGGCCTGATA 
AGATGTGAAGGTGCAGGTGTGCCGCCTCCAGCCTTTGAATGGTACAAAGGAGAGAAGAAGCT 
CTTCAATGGCCAACAAGGAATTATTATTCAAAATTTTAGCACAAGATCCATTCTCACGTTA 
CCAACGTGACACAGGAGCACTTCGGCAATTATACTTGTGTGGCTGCCAACAAGCTAGGCACA 
ACCAATGCGAGCCTGCCTCTTAACCCTCCAAGTACAGCCCAGTATGGAATTACCGGGAGCGC 
TGATGTTCTTTTCTCCTGCTGGTACCTTGTGTTGACACTGTCCTCTTTCACCAGCATATTCT 
ACCTGAAGAATGCCATTCTACAATAAATTCAAAGACCCATAAAAGGCTTTTAAGGATTCTCT 
GAAAGTGCTGATGGCTGGATCCAATCTGGTACAGTTTGTTAAAAGCAGCGTGGGATATAATC 
AGCAGTGCTTACATGGGGATGATCGCCTTCTGTAGAATTGCTCATTATGTAAATACTTTAAT 
TCTACTCTTTTTTGATTAGCTACATTACCTTGTGAAGCAGTACACATTGTCCTTTTTTTAAG 
ACGTGAAAGCTCTGAAATTACTTTTAGAGGATATTAATTGTGATTTCATGTTTGTAATCTAC 
AACTTTT CAAAAGCATTCAGTCATGGTCTGCTAGGTTGCAGGCTGTAGTTTACAAAAACGAA 
TATIGCAGTGAATATGTGATTCTTTAAGGCTGCAATACAAGCATTCAGTTCCCTGTTTCAAT 
AAGAGTCAATCCACATTTACAAAGATGCATTTTTTTCTTTTTTGATAAAAAAGCAAATAATA 
TTGCCTTCAGATTATTTCTTCAAAATATAACACATATCTAGATTTTTCTGCTCGCATGATAT 
TCAGGTTTCAGGAATGAGCCTTGTAATATAACTGGCTGTGCAGCTCTGCTTCTCTTTCCTGT 
AAGTTCAGCATGGGTGTGCCTTCATACAATAATATTTTTCTCTTTGTCTCCAACTAATATAA 
AATGTTTTGCTAAATCTTACAATTTGAAAGTAAAAATAAACCAGAGTGATCAAGTTAAACCA 
TACACTATCTCTAAGTAACGAAGGAGCTATTGGACTGTAAAAATCTCTTCCTGCACTGACAA 
TGGGGTTTGAGAATTTTGCCCCACACTAACTCAGTTCTTGTGATGAGAGACAATTTAATAAC 
AGTATAGTAAATATACCATATGATTTCTTTAGTTGTAGCTAAATGTTAGATCCACCGTGGGA 
AATCATTCCCTTTAAAATGACAGCACAGTCCACTCAAAGGATTGCCTAGCAATACAGCATCT 
TTTCCTTTCACTAGTCCAAGCCAAAAATTTTAAGATGATTTGTCAGAAAGGGCACAAAGTCC 
TATCACCTAATATTACAAGAGTTGGTAAGCGCTCATCATTAATTTTATTTTGTGGCAGCTAA 
GTTAGTATGACAGAGGCAGTGCTCCTGTGGACAGGAGCATTTT GCATATTTTCCATCTGAAA 
GTATCACTCAGTTGATAGTCTGGAATGCATGTTATATATTTTAAAACTTCCAAAATATATTA 
TAACAAACATTCTATATCGGTATGTAGCAGACCAATCTCTAAAATAGCTAATTCTTCAATAA 
AATCTTTCTATATAGCCATTTCAGTGCAAACAAGTAAAATCAAAAAAGACCATCCTTTATTT 
TTCCTTACATGATATATGTAAGATGCGATCAAATAAAGACAAAACACCAGTGATGAGAATAT 
CTTAAGAAAGTAATTATCAAATTATTGTGAATGTTAAATTATTTCTACTATAAAGAAGCAA 
AACTACATTTTTGAAGGAAAATGCTGTTACTCTAACATTAATTTACAGGAATAGTTTGATGG 
TTTCACTCTTTACTAAAGAAAGGCCAT CACCTTGAAAGCCATTTTACAGGTTTGATGAAGTT 
ACCAATTTCAGTACACCTAAATTTCTACAAATIAGTCCCCTTTTACAAGTTGTAACAACAAAG 
ACCCTATAATAAAATTAGATACAAGAAATTTTGCAGTGGTTATACATATTTGAGATATCTAG 
TATGTTGCCCTAGCAGGGATGGCTTAAAAACTGTGATTTTTTTTCTTCAAGTAAAACTTAGT 
CCCAAAGTACATCATAAATCAATTTTAATTAGAAAAATGAATCTTAAATGAGGGGACATAAG 
TATACTCTTTCCACAAAATGGCAATAATAAGGCATAAAGCTAGTAAATCTACTAACTGTAAT 
AAATGTATGACATTATTTTGATTGATACATTAAAAAAGAGTTTTTAGAACAAATATGGCATT 
TAACTTTATTATTTATTTGCTTTTAAGAAATATTCTTTGTGGAATTGTTGAATAAACTATAA 
AATATTATTTTGTATTGCAGCTTTAAAGTGGCACACTCCATAATAATCTACTTACTAGAAAT 



Patent Application Publication Oct. 2, 2003 Sheet 2 of 246 US 2003/0187.202 A1 

FIGURE 1B 
AGTGGTGCTACCACAAAAAATGTTAACCATCAGTACCATTGTTTGGGAGAAAGAAACAGATC 
AAGAATGCATATTATTCAGTGACCGCTTTCCTAGAGTTAAAATACCTCCTCTTTGTAAGGTT 
TGTAGGTAAATTGAGGTATAAACTATGGATGAACCAAATAATTAGTTCAAAGTGTTGTCATG 
ATTCCAAATTTGTGGAGTCTGGTGTTTTTACCATAGAATGTGACAGAAGTACAGTCATAGCT 
CAGTAGCTATATGTATTTGCCTTTATGTTAGAAGAGACTTTCTTGAGTGACATTTTTAAATA 
GAGGAGGTATTCACTATGTTTTTCTGTATCACAGCAGCATTCCTAGTCCTTAGGCCC"I'CGGA 
CAGAGTGAAATCATGAGTATTTATGAGTTCAATATTGT CAAATAAGGCTACAGTATTTGCT'' 
TTTTGTGTGAATGTATTGCATATAATGTTCAAGTAGATGATTTTACATTTATGGACATATAA 
AATGTCTGATTACCCCATTTTATCAGTCCTGACTGTACAAGATTGTTGCAATTTCAGAATAG 
CAGTTTTATAAATTGATTTATCTTTTAATCTATAACAATTTGTGTTAGCTGTTCATTTCACG 
ANTATATTTTCTACAAGTTCCACTTGTGGGACTCCTTTTGTTGCCCCTATTTTTTTTTAAAG 
AAGGAAGAAAGAAAAATAAGTAGCAGTTTAAAAATGAGAATGGAGAGAAAAGAAAAAGAATG 
AAAAGGAAAGGCAGTAAAGAGGGAAAAAAAAGGAAGGATGGAAGGAATGAAGGAAGGAAGGG 
AGGAAGGGGAGAAGGTAGGAAGAAAGAAAGGATGAGAGGGAAGGAAGAATCAGAGTATTAGG 
GTAGTTAACTTACACATTTGCATTCTTAGTTTAACTGCAAGTGGTGTAACTATGTTTTTCAA 
TGATCGCATTTGAAACATAAGTCCTATTATACCATTAAGTTCCTATTATGCAGCAATTATAT 
AATAAAAAGTACTGCCCAAGTTATAGTAATGTGGGTGTTTTTGAGACACTAAAAGATTTGAG 
AGGGAGAATTTCAAACTTAAAGCCACTTTTGGGGGGTTTATAACTTAACTGAAAAATTAATG 
CTTCATCATA ACATTTAAGCTATATCTAGAAAGTAGACTGGAGAACTGAGAAAATTACCCAG 
GTAATTCAGGGAAAAAAAAAAATATATATATATATAAATACCCCTACATTTGAAGTCAGAAA 
ACTCTGAAAAACTGAATTATCAAAGTCAATCATCTATAATGATCAAATTTACTGAACAATTG 
TTAATTTATCCATTGTGCTTAGCTTTGTGACACAGCCAAAAGTTACCTATTTAATCTTTTCA 
ATAAAAATTGTTTTTTGAAATCCAGAAATGATTTAAANAGAGGTCAGGTTTTTAACTATTTA 
TTGAAGTATGTGGATGTACAGTATTTCAAT AGATATGAATATGAATAAATGGTATGCCTTAA 
GATTCTTTGAATATGTATTTACTTTAAAGACTGGAAAAAGCTCTTCCTGTCTTTTAGTAAAA 
CATCCATATTTCATAACCTGATGTAAAATATGTTGTACTGTTTCCAATAGGTGAATATAAAC 
TCAGTTTATCAATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 2 
></usr/seqdb2/s st/DNA/Dnasegs. full/ss. DNA92259 
><subunit 1 of 1, 354 aa, 1 stop 
><MW: 38719, pI : 6. 12, NX (S/T) : 6 
MDMMLLVQGACCSNQWLAAVLLSLCCLLPSCLPAGQSVDFPWAAVDNMMVRKGDTAVLRCYL 
EDGASKGAWLNRSSIIFAGGDKWSVDPRVSISTLNKRDYSLQIQNVDVTDDGPYTCSVQTOH 
TPRTMQVHLTVQVPPKIYDISNDMTVNEGTNVTLTCLATGKPEPSISWRHISPSAKPFENGO 
YLDIYGITRDOAGEYECSAENDVSFPDVRKVKVVVNFAPTIOEIKSGTVTPGRSGLIRCEGA 
GVPPPAFEWYKGEKKLFNGQQGILIONFSTRSILTVTNVTQEHFGNYTCVAANKLGTTNASL 
PLNPPSTAQYGITGSADVLFSCWYLVLTLSSFTSIFYLKNAILO 

Important features of the protein: 
Signal peptide: 
amino acids l-33 

Transmembrane Conain : 
amino acids 322-343 

N-glycosylation sites. 
amino acids 73-77, 155-159, 275-279, 286-290, 294-298, 307-31 

Tyrosine kinase phosphorylation site. 
amino acids 80-188 

N-myristoylation sites. 
amino acids 9-15, 65-71, 69-75, 153-159, 241-247, 293-299, 
3O4-31 O 321-327 

Myelin P0 protein. 
amino acids 94 - 123 
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FIGURE 3 
CACTGCCCGTCCGCTCTTCAGCAGCCGGTCGCGGGCGGTGGAAAAGCGAGTGAAGAGAGCGC 
GACGGCGGCGGCGGCGGCGGCGCAGCTATTGCTGGACGGCCAGTGGGAGAGCGAGGCCTGAG 
CCTCTGCGTCTAGGATCAAAATGGTTTCAATCCCAGAATACTATGAAGGCAAGAACGTCCTC 
CT CACAGGAGCTACCGGTTTTCTAGGGAAGGTGCTTCTGGAAAAGTTGCTGAGGTCTTGTCC 
TAAGGTGAATTCAGTATATGTTTTGGTGAGGCAGAAAGCTGGACAGACACCACAAGAGCGAG 
TGGAAGAAGTCCTTAGTGGCAAGCTTTTTGACAGATTGAGAGATGAAAATCCAGATTTTAGA 
GAGAAAATTATAGCAATCAACAGCGAACT CACCCAACCTAAACTGGCTCTCAGTGAAGAAGA 
TAAAGAGGTGATCATAGATTCTACCAATATTATATTCCACTGTGCAGCTACAGTAAGGTTTA 
ATGAAAATTTAAGAGATGCTGTTCAGTTAAATGTGATTGCAACGCGACAGCTTATTCTCCTT 
GCACAACAAATGAAGAATCTGGAAGTGTTCATGCATGTATCAACAGCATATGCCTACTGTAA 
TCGCAAGCATATTGATGAAGTAGTCTATCCACCACCTGTGGATCCCAAGAAGCTGATTGATTCT 
TAGAGTGGATGGATGATGGCCTAGTAAATGATATCACGCCAAAATTGATAGGAGACAGACC 
TAATACATACATATACACAAAAGCATTGGCAGAATATGTTGTACAACAAGAAGGAGCAAAAC 
TAAATGTGGCAATTGTAAGGCCATCGATTGTTGGTGCCAGTTGGAAAGAACCTTTTCCAGGA 
TGGATTGATAACTTTAATGGACCAAGTGGTCTCTTTATTGCGGCAGGGAAAGGAATTCTTCG 
AACAATACGTGCCTCCAACAATGCCCTTGCAGATCTTGTTCCTGTAGATGTAGTTGTCA ACA 
TGAGTCTTGCGGCAGCCTGGTATTCCGGAGTTAATAGACCAAGAAACATCATGGTGTATAAT 
TGTACAACAGGCAGCACTAATCCTTTCCACTGGGGTGAAGTTGAGTACCATGTAATTTCCAC 
TTTCAAGAGGAATCCTCTCGAACAGGCCTTCAGACGGCCCAATGTAAATCTAACCTCCAATC 
ATCTTTTATATCATTACTGGATTGCTGTAAGCCATAAGGCCCCAGCATTCCTGTATGATATC 
TACCT CAGGATGACTGGAAGAAGCCCAAGGATGATGAAAACAATAACTCGTCTTCACAAAGC 
TAGGTGTTTCTTGAATATTTCACAAGTAATTCTTGGGTTTGGAATACTGAGAATGTCAATA 
TGTTAATGAATCAACTAAACCCTGAAGATAAAAAGACCTTCAATATTGATGTACGGCAGTTA 
CATTGGGCAGAATATATAGAGAACTACTGCTTGGGAACTAAGAAGTACGTATTGAATGAAGA 
AATGTCTGGCCTCCCTGCAGCCAGAAAACATCTGAACAAGTTGCGGAATATACGTTATGGTT 
TTAATACTATCCTTGTGATCCT CATCTGGCGCATTTTTATTGCAAGATCACAAATGGCAAGA 
AATATCTGGTACTTTGGGTTAGTCTGTGTTACAAGTTTTT GTCATACTTCCGAGCATCCAG 
CACTATGAGATACTGAAGACCAAGGATTCAGCATTAGAACATCTATACATATGGTGATCTAA 
ATGTACAAAATGTAAAATGTATAAGTCATCTCACTTTTTGTCAAGACATTAAACCATCTTAG 
ATCGGAGTGTGAAGTAAATTATGGTATATTTTATGTAACATTTTAATGTTTATGCTCATAAA 
ACTTAGTGAACACACTGTGTTATGCCAGCTCAAATCTACAGTAGCCACCAAAACCATGACTT 
AATATTTTGAGCCCTAGAAGAAAGGGGTGTGCTGAGGACAAGAGTGGGGAAATAGGAACACT 
GACCAGTATAACTGTGCAATTCTGGAACATATTAATTAAAATAATATGCCTTAACATATAGT 
GAATTTCTAATTCTAATGTTCAGTGCAATGGAAGACATTTATTTGGACAGTATACTAGCAAA 
GTTGGTAGATATTTGATTCTTCATTTTTTGTTTTTTTCATTAGTTGAAGTGGGTTTTAGTTT 
TGTTTAAAATTATAACCACCGTATTTTCACATCATTCTGTAAGTTAAATGATATCAAACATG 
AAAGAGATGTTCTCATTTTTCTTTTTCTGATTAAACGTCTGATGCATATCATTTTTCTATAA 
GTAATCAGTTGCTTTTAAAATCAGAAGGCTATATTATTCTAATGACCCTATTCGATCTAAAT 
GGGTTTGAGAATCCATATCAGCAACATACGTGTTTTTTGACAGAAAGTGAAAACAAATTCCG 
TAAAACTGTTAGTATCAAAAAGAATAGGAATACAGTTTTCTTTTCCACAFTATGATCAAATAAA 
AATCTTGTGAGATTGTTAAAAA 
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FIGURE 4 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA94849 
><subunit 1 of 1, 515 aa, l stop 
><MW: 59357, pI: 9.40, NX (S/T) : 3 
MVSIPEYYEGKNVLLTGATGFLGKVLLEKLLRSCPKVNSVYVLVROKAGQTPQERVEEVL 
SGKLFDRLRDENPDFREKI IAINSELTQPKLALSEEDKEVIIDSTNIIFHCAATVRFNEN 
LRDAVQLNVIATROLILLAQQMKNIEVFMHVSTAYAYCNRKHIDEVVYPPPVDPKKLIDS 
LEWMDDGLVNDITPKLIGDRPNTYIYTKALAEYVVOQEGAKLNVAIVRPSIVGASWKEPF 
PGWIDNFNGPSGLFIAAGKGILRTIRASNNALADLVPVDVVVNMSLAAAWYSGVNRPRNI 
MVYNCTTGSTNPFHWGEVEYHVISTFKRNPLEQAFRRPNVNLTSNHLLYHYWIAVSHKAP 
AFLYDIYLRMTGRSPRMMKTITRLHKAMVFLEYFTSNSWVWNTENVNMLMNOLNPEDKKT 
FNIDVROLHWAEYIENYCLGTKKYVLNEEMSGLPAARKHLNKLRNIRYGFNTILVILIWR 
IFIARSQMARNIWYFVVSLCYKFLSY FRASSTMRY 

Important features of the protein: 
Transmembrane domain : 
Amino acids A 69-488 

N-glycosylation sites: 
AIllino acids 283-287; 304-308; 341-345 

Tyrosine kinase phosphorylation site: 
Amino acids 6.O- 169 

N-myristoylation sites: 
Amino acids 219 - 225; 252-258; 260-266; 452-4 58 

Leucine zipper pattern: 
Amino acids 439-4 6 
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FIGURE 6 

></usr/seqdb2/sst/DNA/Dnasegs. min/ss. DNA96883 
><subunit 1 of 1, 514 aa, Stop 
> <MW: 55 687, pl.: 8.78, NX (S/T) : 2 
MPAVSGPGPLFCL,L,L,L,LLDPHSPETGCPPLRRFEY KLSFKGPRLALPGAGIPFWSHHGDA 
ILGLEEVRLTPSMRNRSGAVWSRASVPFSAWEVEVOMRVTGLGRRGAQGMAVWYTRGRGH 
VGSVLGGLASWDGIGIFFDSPAEDTODS PAIRVLASDGHIPSEQPGDGASOGLGSCHWDF 
RNRPHSFRARITYWGORLRMSLNSGLTPSDPGEFCVDVGPLLLVPGGFFGVSAATGTLAG 
EDPTGOVPPQPFLEMQOLRLARQLEGLWARLGLGTREDWTPKSDSEAQGEGERLFDLEET 
LGRHRRILOALRGLSKQLAQAEROWKKOLGPPGQARPDGGWALDASCOIPSTPGRGGHILS 
MSLNKDSAKVGALLHGQWTLLQALQEMRDAAVRMAAEAQVSYLPWGIEHHFLELDHILGL 
LQEELRGPAKAAAKAPRPPGQPPRASSCLQPGIFLFYLLIOTVGFFGYVHFROELNKSLQ 
ECLSTGSLPLGPAPHTPRALGILRROPLPASMPA 

Important features of the protein: 
Signal peptide : 
Alaino acids 1-23 

Transmembrane domain : 
Anino acids 215-232; 450-4 65 

N-glycosylation sites : 
Amino acids 75-79; 47 6-480 

Glycosaminoglycan attachment site: 
Amino acids 5 - 9 

N-myristoylation sites: 
Amino acids , 78-84 ; 122-128; 126-132; 168-174; 172-178; 

2O5-211; 226-232; 230-236; 236-242; 356-362 

Amidation site: 
Amino acids O2- O 6 
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FIGURE 8 

></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNA96894 
><subunit 1 of 1, 361 aa, l stop 
><MW: 40747, pI: 9. 20, NX (S/T) : 1 
MAWQGWPAAWOWVAGCWLLLVLVLVLLVSPRGCRARRGLRGLLMAHSQRLLFRIGYSLYT 
RTWLGYLFYRQOLRRARNRYPKGHSKTQPRLFNGVKVLPIPVLSDNYSYLIIDTQAOLAV 
AVDPSDPRAVOASIEKEGVTLVAILCTHKHWDHSGGNRDLSRRHRDCRVYGSPODGIPYL 
THPLCHODVVSVGRLOIRALATPGHTQGHLVYLLDGEPYKGPSCLFSGDLL FLSGCGRTF 
EGNAETMLSSLDTVLGLGDDTLLWPGHEYAEENLGFAGVVEPENLARERKMOWVORORLE 
RKGTCPSTLGEERSYNPFLRTHCLALQEALGPGPGPTGDDDYSRAOLLEELRRLKDMHKS 
K 

Important features of the protein: 
Signal peptide: 
Amino acids 1-35 

N-glycosylation site: 
Amino acids 106-110 

Glycosaminoglycan attachment site: 
Amino acids 234-238 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 301-305 

Tyrosine kinase phosphorylation site: 
Amino acids 162-171 

N-myristoylation sites: 
Anino acids 41 - 47; 235-241; 242-24 8; 303-309 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 6-17 

cAMP phosphodiesterases class-II proteins: 
Amino acids 14 4-1 61 
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FIGURE 9 

GCTGACAATCCCCTTGACGTTCTATCCCGGAAGCTCCACCTGGGGCCCAATGTTGGGCGTGA 
TGTTCCTCGCCTGTCTCTGCCTGGAAAACTGGTCTTCCCAAGCTCCACTGGCAGCCACTTCT 
CCATGTTGGGCATCGGAGACATCGTTATGCCTGGTCTCCTACTATGCTTTGTCCTTCGCTAT 
GACAACTACAAAAAGCAAGCCAGTGGGGACTCCTGTGGGGCCCCTGGACCTGCCAACATCTC 
CGGGCGCATGCAGAAGGTCTCCTACTCTCACTGCACCCTCATCGGATACTTTGTAGGCCTCC 
TCACTGCTACTGTGGCGTCTCGCATTCACCGGGCCGCCCAGCCCGCCCTTCTCTATTTGGTG 
CCATTTACTTTATTGCCACTCCTCACGATGGCCTATTTAAAGGGCGACCTCCGGCGGATGTG 
GTCTGAGCCTTTCCACTCCAAGTCCAGCAGCTCCCGATTCCTGGAAGTATGATGGATCACGT 
GGAAAGTGACCAGATGGCCGTCATAGTCCTTTTCTCTCAACTCATGGTTTGTTTCCTCTTAG 
AGCTGGCCTGGTACTCAGAAATGTACCTGTGTTTAAGGAACTGCCGTGTGACTGGATTTGGC 
ATTGAAAGGGAGCTCGTTTGCAGGAGAGAGGTGCTGGAGCCCTGTTTGGTTCCTTCTCTTCC 
TGCGGATGTAGAGGTGGGGCCCCTTCCAAGAGGGACAGGCCTCTCCCCAGCGCGCCTTCCTC 
CCACGTTTTTATGGATCTGCACCAGACTGTTACCTTCTGGGGGAGATGGAGATTTGACTGTT 
TAAAAACTGAAAACAGCGAGGAGTCTTTCTAGAACTTTTGAACACTAAAAGGATGAAAAAAT 
TAGC 
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FIGURE 10 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA100272 
><subunit 1 of 1, 108 aa, 1 stop 
><MW: 12055, pI: 4.69, NX (S/T) : 0 
MMDHVESDOMAVI VLFSOLMVCFLLELAWYSEMYLCLRNCRVTGFGIERELVCRREVLEP 
CLVPSLPADVEVGPLPRGTGLSPARL PPFLWICTRLLPSGGDG DL TV 

Important features of the protein: 
Signal peptide : 
Amino acids 1-30 

N-myristoylation site: 
Amino acids 80-86 
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FIGURE 11 
TCGCACACTGGTGGCTTCAGAAGAAATTCTCAACACCTAGCTCGCCAGAGAGTCTATGTATG 
GGATTGAACAATCTGTAAACTAAAGGATCCTAATCAGAAAATAAGTATGATAAATTATAAG 
TCACTATTGGCACTGTTGTTTATATTAGCCTCCTGGATCATTTTTACAGTTTTCCAGAACTC 
CACAAAGGTTTGGTCTGCTCTAAACTTATCCATCTCCCTCCATTACTGGAACAACTCCACAA 
AGTCCTTATTCCCTAAAACACCACTGATATCATTAAAGCCACTAACAGAGACTGAACT CAGA 
ATAAAGGAAATCATAGAGAAACTAGAT CAGCAGATCCCACCCAGACCTTTCACCCACGTGAA 
CACCACCACCAGCGCCACACATAGCACAGCCACCATCCTCAACCCTCGAGATACGTACTGCA 
GGGGAGACCAGCTGCACATCCTGCTGGAGGTGAGGGACCACTTGGGACGCAGGAAGCAATAT 
GGCGGGGATTTCCTGAGGGCCAGGATGTCTTCCCCAGCGCTGATGGCAGGTGCTTCAGGAAA 
GGTGACTGACTTCAACAACGGCACCTACCTGGTCAGCTTCACTCTGTTCTGGGAGGGCCAGG 
TCTCTCTGTCTCTGCTGCTCATCCACCCCAGTGAAGGGGTGTCAGCTCTCTGGAGTGCAAGG 
AACCAAGGCTATGACAGGGTGATCTTCACTGGCCAGTTTGTCAATGGCACTTCCCAAGTCCA 
CTCTGAATGTGGCCTGATCCTAAACACAAATGCTGAATTGTGCCAGTACCTGGACAACAGAG 
ACCAAGAAGGCTTCTACTGTGTGAGGCCTCAACACATGCCCTGTGCTGCACTCACTCACATG 
TATTCTAAGAACAAGAAAGTTTCTTATCTTAGCAAACAAGAAAAGAGCCTCTTTGAAAGGTC 
AAATGTGGGTGTAGAGATTAGGAAAAATTCAATACAATTAGTGTCTCCAAATGCAACAAAG 
AAACAGTTGCAATGAAAGAGAAATGCAAGTTTGGAATGACATCCACAATCCCCAGTGGGCAT 
GTCTGGAGAAACACATGGAATCCTGTCTCCTGTAGTTTGGCTACAGT CAAAATGAAGGAATGC 
CTGAGAGGAAAACTCATATACCTAATGGGAGATTCCACGATCCGCCAGTGGATGGAATACTT 
CAAAGCCAGTATCAACACACTGAAGTCAGTGGATCTGCATGAATCTGGAAAATTGCAACACC 
AGCTTGCTGTGGATTTGGATAGGAACATCAA CATCCAGTGGCAAAAATATTGTTATCCCTTG 
ATAGGATCAATGACCTATTCAGTCAAAGAGATGGAGTACCT CACCCGGGCCATTGACAGAAC 
TGGAGGAGAAAAAAATACTGTCATTGTTATTTCCCTGGGCCAGCATTTCAGACCCTTTCCCA 
TTGATGTTTTTATCCGAAGGGCCCT CAATGTCCACAAAGCCATTCAGCATCTI'CTTCTGAGA 
AGCCCAGACACTATGGTTATCATCAAAACAGAAAACATCAGGGAGATGTACAATGATGCAGA 
AAGATTTAGTGACTTTCATGGTTACATTCAATATCTCATCATAAAGGACATTTTCCAGGATC 
TCAGTGTGAGTATCATTGATGCCTGGGATATAACAATTGCATATGGCACAAATAATGTACAC 
CCACCTCAACATGTAGTCGGAAATCAGATTAATATATTATTAAACTATATTTGTTAAATAACAA 
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FIGURE 12 

></usr/seqdb2/s st/DNA/Dnas eqS. min/ss. DNAl08696 
><subunit l of 1, 544 aa, 1 Stop 
><MW: 62263, pI: 9. 17, NX (S/T) : 7 
MKISMINYKSLLALL FILASWIIFTVFQNSTKVWSALNLSISLHYWNNSTKSLFPKTPLI 
SLKPLTETELRIKEIIEKLDQQIPPRPFTHVNTTTSATHSTATILNPRDTYCRGDOLH II, 
LEVRDHLGRRKQYGGDFLRARMSSPALMAGASGKVTDFNNGTYLVSFTLFWEGOVSLSLL 
LIHPSEGVSALWSARNOGYDRVIFTGQFVNGTSQVHSECGLILNTNAELCOYLDNRDOEG 
FYCVRPQHMPCAALTHMYSKNKKVSYLSKQEKSLFERSNVGVEIMEKFNTISVSKCNKET 
VAMKEKCKFGMTSTIPSGHVWRNTWNPVSCSLATVKMKECLRGKLIYLMGDSTIRQWMEY 
FKASINTLKSVDLHESGKLQHOLAVDLDRNINIQWOKYCYPLIGSMTYSVKEMEYLTRAI 
DRTGGEKNTVIVISLGOHFRPFPIDVFIRRALNVHKAIOHLLLRSPDTMVIIKTENIREM 
YNDAERFSDFHGYIQYLIIKDIFQDLSVSIIDAWDITIAYGTNNVHPPQHVVGNQINILL 
NYIC 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - 22 

N-glycosylation sites: 
Amino acids 29-33; 38-42; 47 -51; 48-52; 92-96; 160-164; 21 O-214 

cAMP- and comP-dependent protein kinase phosphorylation site: 
Amino acids 262-266 

Tyrosine kinase phosphorylation site: 
Amino acids 236-243; 486-494 

N-myristoylation sites: 
Amino acids 2O6-212; 22 O-226; 31 O-316; 424 - 430; 533-539 

Amidation site: 
Amino acids 127-131 

Cell attachment sequence: 
Amino acids 113-116 
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FIGURE 13 
GCAAAGAGAAGACTGAAAGACAAACCTGGGTGCAGCCAGAGAGGTCCAGATAGATGAGCTTG TGGCATCCATTCCCCAAGTTCAGCCTAGGGACTCCACGTACCCCAGCTGGGTCTCATTGTTC 
CAGAACTGCATTAGTTAAGATTACCCAGACTTGGATTTCAAAGGAATACTTTCATTGTTCCG 
TCTGTAACACGAAGTAATTGGGGCCAGCTGGATGTCAGGATGCGTGTGGTTACCATTGTAAT 
CTTGCTCTGCTTTTGCAAAGCGGCTGAGCTGCGCAAAGCAAGCCCAGGCAGTGTGAGAAGCC 
GAGTGAATCATGGCCGGGCGGGTGGAGGCCGGAGAGGCTCCAACCCGGTCAA ACGCTACGCA 
CCAGGCCTCCCGTGTGACGTGTACACATATCTCCATGAGAAATACTTAGATTGTCAAGAAAG 
AAAATTAGTTTATGTGCTGCCTGGTTGGCCTCAGGATTTGCTGCACATGCTGCTAGCAAGAA ACAAGATCCGCACATTGAAGAACAACATGTTTTCCAAGTTTAAAAAGCTGAAAAGCCTGGAT 
CTGCAGCAGAATGAGATCTCTAAAATTGAGAGTGAGGCGTTCTTTGGTTTAAACAAACT CAC 
CACCCTCTTACTGCAGCACAACCAGATCAAAGTCTTGACGGAGGAAGTGTTCATTTACACAC 
CTCTCTTGAGCTACCTGCGTCTTTATGACAACCCCTGGCACTGTACTTGTGAGATAGAAACG 
CTTATTTCAATGTTGCAGATTCCCAGGAACCGGAATTTGGGGAACTACGCCAAGTGTGAAAG 
TCCACAAGAACAAAAAAATAAAAAACTGCGGCAGATAAAATCTGAACAGTTGTGTAATGAAG 
AAAAGGAACAATTGGACCCGAAACCCCAAGTGTCAGGGAGACCCCCAGTCATCAAGCCTGAG 
GTGGACTCAACTTTTTGCCACAATTATGTGTTTCCCATACAAACACTGGACTGCAAAAGGAA 
AGAGTTGAAAAAAGTGCCAAACAACATCCCTCCAGATATTGTTAAACTTGACTTGTCATACA 
ATAAAATCAACCAACTTCGACCCAAGGAATTTGAAGATGTTCATGAGCTGAAGAAATTAAAC 
CTCAGCAGCAATGGCATTGAATTCATCGATCCTGCCGCTTTTTTAGGGCTCACACATTTAGA 
AGAATTAGATTTATCAAACAACAGTCTGCAAAACTTTGACTATGGCGTATTAGAAGACTTGT 
ATTTTTTGAAACTCTTGTGGCTCAGAGATAACCCTTGGAGATGTGACTACAACATTCACTAC CTCTACTACTGGTTAAAGCACCACTACAATGTCCATTTTAATGGCCTGGAATGCAAAACGCCT 
GAAGAATACAAAGGATGGTCTGTGGGAAAATATATTAGAAGTTACTATGAAGAATGCCCCAA 
AGACAAGTTACCAGCATATCCTGAGTCATTTGACCAAGACACAGAAGATGATGAATGGGAAA 
AAAAACATAGAGATCACACCGCAAAGAAGCAAAGCGTAATAATTACTATAGTAGGATAAGGT 
AGAAATTGTTCTGATTGTAATTAGTTTT GTATTTTCTATACTGGTGTTAGAAAACATATGTT 
TACATTTGATTAACTGTGTTGCCTATTTATGCAGGGTAATCCAGCTA AAGGAAGCTTTCTTT 
AATTATAAGTATTATTGTGACTATTATAGTAATCAAGAGAATGCTATCATCCTGCTTGCCTG 
TCCATTTGTGGAACAGCATCTGGTGATATGCAATTCCACACTGGTAACCTGCAGCAGTTGGG 
TCC'TAATGATGGCATTAGACTTTCATAATGTCCTGTATAAATGTTTTTACTGCTTTTAGAAA 
ATAAAGAAAAAAAACTTGGTTCATGTTTAAAA 
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FIGURE 14 
></usr/seqdb2/s st/DNA/Dnasegs . min / ss. DNAll 7935 
><subunit 1 of 1, 440 aa, l stop 
><MW: 51670, pI : 8 - 70, NX (S/T) : 2 
MRVVTIVILLCFCKAAELRKASPGSVRSRVNHGRAGGGRRGSNPVKRYAPGLPCDVYTYL 
HEKYLDCOERKLVYVLPGW PQDLLHMLLARNKIRTLKNNMFSKFKKLKSLDLOONEISKI 
ESEAFFGLNKLTTLL.LOHNOIKVLTEEVFIYTPLLSYLRLYDNPWHCTCEIETLISMLOI 
PRNRNLGNYAKCESPOEOKNKKLROIKSEQLCNEEKEOLDPKPOVSGRPPVIKPEVDSTE 
CHNYVFPIOTLDCKRKELKKVPNNIPPDIVKLDLSYNKINOLRPKE FEDVHELKKLNLSS 
NGIEFIDPAAFLGLTHLEELDLSNNSLONFDYGVLEDLY FILKLLWLRDNPWRCDYNIHY, 
YYWLKHHYNVHFNGLECKTPEEYKGWSVGKYIRSYYEECPKDKLPAYPESFDODTEDDEW 
EKKHRDHTAKKOSVIITIVG 

Important features of the protein: 
Signal peptide: 
Amino acids - 15 

N-glycosylation sites : 
Amino acids 297-301; 324 - 328 

cAMP- and cqMP-dependent protein kinase phosphorylation sites : 
Amino acids 19-23; 39-43; 4 3 O-434 

N-myristoylation sites : 
Amino acids 24-30; 37-43 

Amidation site: 
Amino acids 37 - 4 1. 
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FIGURE 16 
></usr/seqdb2/s st/DNA/Dnaseqs.min / ss. DNA119474 
><subunit l of 2, 141 aa, 1 stop 
><MW: 15240, pI : 8.47, NX (S/T) : 1 
MWVLGIAATFCGLFLLPGFALQIQCYQCEEFQLNNDCSSPEFIVNCTVNVQDMCQKEVME 
QSAGIMYRKSCASSAACLIASAGYQS FCSPGKLNSW CISCCNTPLCNGPRPKKRGSSASA 
LRPGLRTTIL FLKLALFSAHC 

Important features of the protein: 
Signal peptide: 
Amino acids 1-22 

N-glycosylation site: 
Amino acids 45-49 

cAMP- and coMP-dependent protein kinase phosphorylation site: 
Amino acids 113-117 

N-myristoylation sites: 
Amino acids 5-11; 115-121; 124 -130 

Ly-6 / u-PAR domain proteins: 
Amino acids 94 - Ol 
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FIGURE 17 
CGCAAAGCCGCCCTCGGGGCGCTCATGGCGGGACGCCTCCTGGGAAAGGCTTTAGCCGCGGT 
GTCTCTCTCTCTGGCCTTGGCCTCTGTGACTATCAGGTCCTCGCGCTGCCGCGGCATCCAGG 
CGTTCAGAAACTCGTTTTCATCTTCTTGGTTTCATC'T'TAATACCAACGTCATGTCTGGTTCT 
AATGGTTCCAAAGAAAATTCTCACAATAAGGCTCGGACGTCTCCTTACCCAGGTTCAAAAGT 
TGAACGAAGCCAGGTTCCTAATGAGAAAGTGGGCTGGCTTGTTGAGTGGCAAGACTATAAGC 
CTGTGGAATACACTGCAGTCTCTGTCTTGGCTGGACCCAGGTGGGCAGATCCTCAGATCAGT 
GAAAGTAATTTTTCTCCCAAGTTTAACGAAAAGGATGGGCATGTTGAGAGAAAGAGCAAGAA 
TGGCCTGTATGAGATTGAAAATGGAAGACCGAGAAATCCTGCAGGACGGACTGGACTGGTGG 
GCCGGGGGCTTTTGGGGCGATGGGGCCCAAATCACGCTGCAGATCCCATTATAACCAGATGG 
AAAAGGGATAGCAGTGGAAATAAAATCATGCATCCTGTTTCTGGGAAGCATATCTTACAATT 
TGTTGCAATAAAAAGGAAAGACTGTGGAGAATGGGCAATCCCAGGGGGGATGGTGGATCCAGGA 
GAGAAGATTAGTGCCACACTGAAAAGAGAATTTGGTGAGGAAGCTCTCAACTCCTTACAGAA 
AACCAGTGCTGAGAAGAGAGAAATAGAGGAAAAGTTGCACAA ACTCTTCAGCCAAGACCACC 
TAGTGATATATAAGGGATATGTTGATGATCCTCGAAACACTGATAATGCATGGATGGAGACA 
GAAGCTGTGAACTACCATGACGAAACAGGTGAGATAATGGATAATCTTATGCTAGAAGCTGG 
AGATGATGCTGGAAAAGTGAAATGGGTGGACATCAATGATAAACTGAAGCTTTATGCCAGTC 
ACTCTCAATTCATCAAACTTGTGGCTGAGAAACGAGATGCACACTGGAGCGAGGACTCTGAA 
GCTGACTGCCATGCGTTGTAGCTGATGGTCTCCGTGTAAGCCAAAGGCCCACAGAGGAGCAT 
ATACTGAAAAGAAGGCAGTATCACAGAATTTATACTATAAAAAGGGCAGGGTAGGCCACTTG 
GCCTATTTACTTTCAAAACAATTTGCATTTAGAGTGTTTCGCATCAGAATAACATGAGTAAG 
ATGAACTGGAACACAAAATTTTCAGCTCTTTGGT CAAAAGGAATATAAGTAATCATATTTTG 
TATGTATTCGATTTAAGCATGGCTTAAATTAAATTTAAACAACTAATGCTCTTTGAAGAATC 
ATAATCAGAATAAAGATAAATTCTTGATCAGCTATA 
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FIGURE 18 
></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA119498 
><subunit 1 of 1, 350 aa, l stop 
> KMW: 39 125, pI: 8.53, NX (S/T) : 2 
MAGRLLGKALAAVSISLALASVTIRSSRCRGIOAFRNSFSSSWFHLNTNVMSGSNGSKEN 
SHNKARTSPYPGSKVERSQVPNEKVGWLVEWODYKPVEYTAVSVLAGPRWADPQISESNF 
SPKFNEKDGHVERKSKNGLYEIENGRPRNPAGRTGLVGRGLLGRWGPNHAADPI ITRWKR 
DSSGNKIMHPVSGKHILOFVAIKRKDCGEWAIPGGMVDPGEKISATLKREFGEEALNSLQ 
KTSAEKREIEEKLHKLFSODHLVIYKGYWDDPRNTDNAWMETEAVNYHDETGEIMDNLML 
EAGDDAGKVKWVDINDKLKLYASHSOFIKLVAEKRDAHWSEDSEADCHAL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-20 

N-glycosylation site: 
AImino acids 55-59 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 179-183 

N-myristoylation sites : 
Amino acids 53-59; 56-62 

InuitT domain signature : 
Amino acids 215-235 
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FIGURE 20 

></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNAll 95.02 
><subunit 1 of l, 667 aa, 1 Stop 
><MW: 74810, pI: 9.55, NX (S/T) : 3 
MGSSRLAALLLPL,L,IVIDLSDSAGIGFRHL, PHWNTRCPLASHTDDS FTGSSAY IPCRTW 
WALFSTKPWCVRVWHCSRCLCQHLLSGGSGLQRGLFHLLVOKSKKSSTFKFYRRHKMPAP 
AQRKLLPRRHLSEKSHHIS IPSPDISHKGLRSKRTQPSDPETWESL PRLDSQRHGGPEFS 
FDLL PEARAIRVTISSGPEVSWRLCHQWALECEELSSPYDVOKIWSGGHTVEL, PYEFLLP 
CLCIEASYLQEDTVRRKKCPFQSWPEAYGSDFWKSVHFTDY SQHTQMVMALTLRCPLKLE 
AALCQRHDWHTLCKDLPNATARESDGWYVLEKVDLHPQLCFKFSFGNSSHVECPHOTGSL 
TSWNVSMDTOAQOLILHFSSRMHATFSAAWSLPGLGQDTLVPPVYTVSOARGSSP VSI, DL 
IIPFLRPGCCVLVWRSDVOFAWKHLLCPDVSYRHILGLLILALLALLTLLGVVLALTCRRP 
OSGPGPARPVLLLHAADSEAQRRLVGALAELLRAALGGGRDVIVDLWEGRHVARVGPLPW 
LWAARTRVAREQGTVLLLWSGADLRPVSGPDPRAAPLLALLHAAPRPLLLLAYFSRLCAK 
GDIPPPLRAL PRYRLLRDLPRLLRALDARPFAEATSWGRLGARQRRQSRLELCSRLEREA 
ARLADLG 

Important features of the protein: 
Signal peptide : 
Amino acids 1-23 

Transmembrane domain : 
Amino acids A 55-472 

N-glycosylation sites: 
Amino acids 318-322; 34 7-351; 364-368 

Glycosaminoglycan attachment site: 
Anino acids 482-486 

cAMP- and cqMP-dependent protein kinase phosphorylation sites : 
Amino acids 104-108; 64 5 - 6 49 

Tyrosine kinase phosphorylation site: 
Amino acids 322 - 329 

N-myristoylation sites : 
Amino acids 90-96, 358-364; 47 O-47 6 

Eukaryotic cobalamin-binding proteins: 
Amino acids 453-462 
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FIGURE 22 

></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA119516 
><subunit l of 1, 172 aa, 1 stop 
><MW: 18470, pI : 5.45, NX (S/T) : 0 
MSSSGGAPGASASSAPPAOEEGMTWWYRWLCRLSGVLGAVSCAISGLFNCITH PINIAA 
GVWMIMNAFILLLCEA PFCCOFIEFANTVAEKVDRLRSWOKAVFYCGMAVVP VISITIT 
TLLGNAIAFATGVLYGLSALGKKGDAISYARIQQQROQADEEKLAETLEGEL 

Important features of the protein : 
Signal peptide : 
Amino acids 1-42 

transmembrane domains : 
Amino acids 64-77; 109-128 

Tyrosine kinase phosphorylation site: 
Amino acids 1. A 2-150 

N-myristoylation sites: 
Amino acids 5-11; 6-12; 9-15; 35-41; 38-44; 46-52; 124-130; 132-138 

Annidation site : 
Amino acids 4 O-1A 4 
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FIGURE 23 
GTGAAACACCCATGGTTTTATGCTCTATTTCTC'r"TTTCCTCATCTTCTTCCACATCCTCTTT 
CTGAATGTATCAAACTACTTCCTTGAAGTGGGGCACCAGGAGGGCCACTCCAGTCTCCAATG 
CAGGGACTCAGGGGCAGGGATCTCTGAGAAAGTGGCCATCTCGTTATTAAAGCTCTGTCCTC 
TGCTTCCCTCTCACCTCAGAAGCAGCCCGTTTATTCAACAGAGCTCCAGGTTGCCAGCTAGG 
GGTTTTCGGGACCATAGACCAAGCAACCCCGAGAGACTGAGTACTGACCTGCAGTTGTTCCAG 
AAACTCTGCTGGGAATTAGGTTGTGACCTAGAAGTGAACTGACACTAACAGTGAGAAGGCAG 
GGTAAGAATGCAGTCTAGAGCGCAACCTTTCTCCACTAGACTTGTAAGTAATTTAAGTGAAT 
CCTGTCCCCCTGGGGTTCTATCCTGGCTGGCTCTGCTGGTGAACTTGACTGGCCAGCATAGG 
GCACTTGATGAGACCCTGGAATGCTGAGGCCAGTTGGGCAGCAAGCTTTCACCTCATCCTTC 
TGCCCATCTATCCAGCCATTCAAACATTCATTCGCCTGAAGACATTTATCAAGCTCCTGCAA 
TGGGTCAGGCATCTGCTAGGCACTGGGGACACAGAGCTCACAGTCTCCTGGAGGGGGTGAGA 
GATGACTGACAGGTGGTCTGTGGTGCAGTGTGACCTGGGAATGCACACAGTACTGTGGAAAC 
ACGGGAGAGGCATCTAGCACAACCTGAGAGGGCCAGGGGAGGCTTCCTGGCAGGTTTCCCTT 
TAACCATCTTAAGGGAAAGAGGCACTAGGTAGGAAAATAAAGGGACAGTGGTGTCCCAGACA 
GAGGGCACTCTACATGGAA 
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FIGURE 24 

></usr/seqdb2/s st/DNA/Dna seqs. Imin / ss. DNA119530 
><subunit 1 of 1, 113 aa, 1 stop 
><MW: 12799, pI : 7.53, NX (S/T) : 1 
MVLCSISL FLIFFHILFLNVSNYFLEVGHQEGHSSLQCRDSGAGISEKVAISLLKLCPLI, 
PSHLRSSPFIOQSSRLPARGFRDHRPSNPERLSTDLOLFOKLCWELGCDLEVN 

Important features of the protein : 
Signal peptide : 
Amino acids 1-18 

N-glycosylation site: 
Amino acids 19-23 

Glycosaminoglycan attachment site: 
Amino acids 41-45 

N-myristoylation site : 
Amino acids 42 - 48 
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FIGURE 26 

></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNAl21772 
><subunit 1 of l, 242 aa, l stop 
> KMW: 274 65, pI: 7.72, NX (S/T) : 3 
MTEVVPSSALSEVSLRLLCHDDIDTVKHLCGDWFPIEYPDSWYRDITSNKKFFSLAATYR 
GAIVGMIVAEIKNRTKIHKEDGDILATNFSVDTOVAYILSLGVVKEFRKHGIGSLLLESL 
KDHISTTAODHCKAIYLHVLTTNNTAINEYENRDFKOHHYLPYYYSIRGVLKDGFTYWLY 
INGGHPPWTILDYIOHLGSALASLSPCSIPHRVYROAHSLLCSFLPWSGISSKSGIEYSR 
TM 

N-glycosylation sites: 
Amino acids 73-77; 88-92; 143-147 

N-myristoylation sites : 
Amino acids 61-67; 65-71; 198-2O4; 235-241 

Matrixins cysteine switch motif: 
Amino acids 18-31 
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FIGURE 27 
GTTGGGCAGCAGCCACCCGCTCACCTCCATCCCCAGGACTTAGAGGGACGCAGGGCGTTGGG 
AACAGAGGACACTCCAGGCGCTGACCCTGGGAGGCCAGGACCAGGGCCAAAGTCCCGTGGGC 
AAGAGGAGTCCTCAGAGGTCCTTCATTCAGCGGTTCCGGGAGGTCTGGGAAGCCCACGGCCT 
GGCTGGGGCAGGGTCAACGCCGCCAGGCCGCCATGGTCCTGTGCTGGCTGCTGCTTCTGGTG 
ATGGCTCTGCCCCCAGGCACGACGGGCGTCAAGGACTGCGTCTTCTGTGAGCTCACCGACTC 
CATGCAGTGTCCTGGTACCTACATGCACTGTGGCGATGACGAGGACTGCTTCACAGGCCACG 
GGGTCGCCCCGGGCACTGGTCCGGTCATCAACAAAGGCTGCCTGCGAGCCACCAGCTGCGGC 
CTTGAGGAACCCGTCAGCTACAGGGGCGTCACCTACAGCCTCACCACCAACTGCTGCACCGG 
CCGCCTGTGTAACAGAGCCCCGAGCAGCCAGACAGTGGGGGCCACCACCAGCCTGGCACTGG 
GGCTGGGTATGCTGCTTCCTCCACGTTTGCTGTGACCAACAGGGAGGACAGGGCCTGGGACT 
GTTCTCCCAGATCCGCCACTCCCCATGTCCCCATGTCCTTCCCCCACTAAATGGCCAGAGAG 
GCCCTGGACAACCTCTTGCGGCCCTGGCTTCATCCCTTCTAAGGCTGTCCACCAGGAGCCCG 
GTGCTAGGGGAAGCATCCCCAGGCCTGACTGAGCGGCAGGGGAGCACGGCCCGTGGGTTTGA 
TTGTATTACTCTGTTCCACTGGTTCTAAGACGCAGAGCTTCTCACATCT CAATCAGGATGCT 
TCTCTCCATTGGTAGCACTTTAGAGTCCATGAAATATGGTAAAAAATATATATATATCATAA 
TAAATGACAGCTGATGTTCATGGGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 28 

></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA 125148 
><subunit 1 of 1, 124 aa, 1 stop 
> <MW: 13004, pI : 5. 70, NX (S/T) : 0 
MVI,CWLLLLVMALPPGTTGVKDCVFCE LTDSMOCPGTYMHCGDDF, DCFTGHGVAPGTGPW 
INKGCLRATSCGLEEPVSYRGVTYSLTTNCCTGRLCNRAPSSOTVGATTSLALGLGMLLP 
ERLL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-13 

N-myristoylation sites : 
Amino acids 19-25, 52-58; 64 - 7 O; 81-87; 106-112 

Iy-6 / u-PAR domain proteins: 
Amino acids 84 -97 
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FIGURE 29 
GGCATTTTGAAAGCCCAGTGTTGCCCAGGGGGCATCTCCTTTGTGTTTATGAGAGACCTGCA 
TTCTCCCTGGCTCAGTTCTCTCAGGCTCTCCAGAGCTCAGGACCTCTGAGAAGAATGGAGCC 
CTCCTGGCTTCAGGAACTCATGGCT CACCCCTTCTTGCTGCTGATCCTCCTCTGCATGTCTC 
TGCTGCTGTTTCAGGTAATCAGGTTGTACCAGAGGAGGAGATGGATGATCAGAGCCCTGCAC 
CTGTTTCCTGCACCCCCTGCCCACTGGTTCTATGGCCACAAGGAGTTTTACCCAGTAAAGGA 
GTTTGAGGTGTATCATAAGCTGATGGAAAAATACCCATGTGCTGTTCCCTTGTGGGTTGGAC 
CCTTTACGATGTTCTTCAGTGTCCATGACCCAGACTATGCCAAGATTCTCCTGAAAAGACAA 
GATCCCAAAAG"I'GCTGTTAGCCACAAAATCCTTGAATCCTGGGTTGGTCGAGGACTTGTGAC 
CCTGGATGGTTCTAAATGGAAAAAGCACCGCCAGATTGTGAAACCTGGCTTCAACATCAGCA 
TTCTGAAAATATTCAT CACCATGATGTCTGAGAGTGTTCGGATGATGCTGAACAAATGGGAG 
GAACACATTGCCCAAAACTCACGTCTGGAGCTCTTTCAACATGTCTCCCTGATGACCCTGGA 
CAGCATCATGAAGTGTGCCTTCAGCCACCAGGGCAGCATCCAGTTGGACAGTACCCTGGACT 
CATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCTCCAACCAGCGCATGAACAATTTTCTA 
CATCACAACGACCTGGTTTTCAAATTCAGCTCTCAAGGCCAAATCTTTTCTAAATTTAACCA 
AGAACTTCATCAGTTCACAGAGAAAGTAATCCAGGACCGGAAGGAGTCTCTTAAGGATAAGC 
TAAAACAAGATACTACT CAGAAAAGGCGCTGGGATTTTCTGGACATACT"TT"'GAGTGCCAAA 
AGCGAAAACACCAAAGATTTCTCTGAAGCAGATCTCCAGGCTGAAGTGAAAACGTTCATGTT 
TGCAGGACATGACACCACATCCAGTGCTATCTCCTGGATCCTTTACTGCTTGGCAAAGTACC 
CTGAGCATCAGCAGAGATGCCGAGATGAAATCAGGGAACTCCTAGGGGATGGGTCTTCTA" 
ACCTGGGAACACCTGAGCCAGATGCCTTACACCACGATGTGCATCAAGGAATGCCTCCGCCT 
CTACGCACCGGTAGTAAACATATCCCGGTTACTCGACAAACCCATCACCTTTCCAGATGGAC 
GCTCCTTACCTGCAGGAATAACTGTGTTTATCAATATTTGGGCTCTTCACCACAACCCCTAT 
TTCTGGGAAGACCCTCAGGTCTTTAACCCCTTGAGATTCTCCAGGGAAAATTCTGAAAAAAT 
ACATCCCTATGCCTTCATACCATTCTCAGCTGGATTAAGGAACTGCATTGGGCAGCATTTTG 
CCATAATTGAGTGTAAAGTGGCAGTGGCATTAACTCTGCTCCGCTTCAAGCTGGCTCCAGAC 
CACTCAAGGCCTCCCCAGCCTGTTCGTCAAGTTGTCCTCAAGTCCAAGAATGGAATCCATGT 
GTTTGCAAAAAAAGTTTGCTAATTTTAAGTCCTTTCGTATAAGAATTAATGAGACAATTTTCCT 
ACCAAAGGAAGAACAAAAGGATAAATATAATACAAAATATATGTATATGGTTGTTTGACAAA 
TTATATAACTTAGGATACTTCTGACTGGTTTTGACATCCATTAACAGTAATTTTAATTTCTT 
TGCTGTATCTGGTGAAACCCACAAAAACACCTGAAAAAACT CAAGCTGACTTCCACTGCGAA 
GGGAAATTATTGGTTTGTGTAACTAGTGGTAGAGTGGCTTTCAAGCATAGTTTGATCAAAAC 
TCCACTCAGTATCTGCATTACTTTTATCTCTGCAAATATCTGCATGATAGCTTTATTCTCAG 
TTATCTTTCCCCATAATAAAAAATATCTGCCAAA 
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FIGURE 30 

></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNAl25150 
><subunit 1 of 1, 505 aa, l stop 
> <MW: 59086, pI: 9.50, NX (S/T) : 3 
MEPSWLOELMAHPFLLLILLCMS LLL FOVIRLYORRRWMIRALHLFPAPPAHWFY GHKEF 
YPVKEFEVYHKLMEKYPCAVPLWVGPFTMFFSVHDPDYAKILLKRODPKSAVSHKILESW 
VGRGLVTLDGSKWKKHRQIVKPGFN ISILKIFITMMSESVRMMLNKWEEHIAQNSRLELF 
OHVSLMTLDSIMKCAFSHQGSIQLDSTLDSYLKAVFNLSKISNORMNNFLHHNDLVFKFS 
SQGQI FSKFNQELHQFTEKVIQDRKESLKDKLKODTTQKRRWDFLDILLSAKSENTKDFS 
EADLOAEVKTFMFAGHDTTSSAIS WILYCLAKYPEHOORCRDEIRELLGDGSSITWEHLS 
QMPYTTMCIKECLRLYAPVVNISRLLDKPITFPDGRSLPAGITV FINIWALHHNPYFWED 
POVFNPLRFSRENSEKIHPYAFIPFSAGLRNCIGQHFAIIECKVAVALTLLRFKLAPDHS 
RPPQPVRQVVLKSKNGIHVFAKKVC 

Important features of the protein: 
Signal peptide : 
Amino acids 1-28 

Transmembrane domain : 
Amino acids 451 - 470 

N-glycosylation sites : 
Amino acids 145-149; 217-221; 38-385 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 264 - 268 

N-myristoylation sites : 
Amino acids 243-249; 351-35.7; 4 48 - 4 5 4 ; 454 - 460 

Cytochrome P450 cysteine heme-iron ligand signature: 
AItalino acids A 45-4 55 

Cytochrome P450 cysteine heme-iron ligand proteins: 
Amino acids 4 42-473 

FAD-dependent glycerol-3-phosphate dehydrogenase proteins: 
AIllino acids 124 -14 
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FIGURE 31 
TCCGCTGTCGCCCAGTCCCGGCCGCTGGCGGGAACTGACCTGGAGCAAGCAGGACCTTCCCT 
CCCACCTCTCCCGCCTGGCCTCCGCGGGAGTCCCCTACGATCCCGCTCAGCAGTGGGGCACT 
CGCTGAGGACAGCGAGTCCTGGGAGTGAGCCCAAGGCCACCCCTGGCCAGCCCAGGAGAGAT 
AGCCAGGGCAGGCCCAGCAGCCCGAGGCCAGGCTCTGGCCACGGCGGTCTCCGACATGGAGA 
GACATTGTCTGCTTTTTATCCTGTTAACCTGTCTTCGGTGGTTGTGCCACGACATTCCCCAG 
GGTTCAGGTGCCCGGTGGCCGAGGGTCAGTCCAGTGGTAGAGCCTTGCTCTCCTAGGCTCAT 
CCTGCTGGCGGTCCTCCTGCTTCTGCTGTGTGGTGTCACAGCTGGTTGTGTCCGGTTCTGCT 
GCCTCCGGAAGCAGGCACAGGCCCAGCCACATCTGCCACCAGCACGGCAGCCC"I'GCGACGTG 
GCAGTCATCCCTATGGACAGTGACAGCCCTGTACACAGCACTGTGACCTCCTACAGCTCCGT 
GCAGTACCCACTGGGCATGCGGTTGCCCCTGCCCTTTGGGGAGCTGGACCTGGACTCCACGG 
CTCCTCCTGCCTACAGCCTGTACACCCCGGAGCCTCCACCCTCCTACGATGAAGCTGTCAAG 
ATGGCCAAGCCCAGAGAGGAAGGACCAGCACTCTCCCAGAAACCCAGCCCTCTCCTTGGGGC 
CTCGGGCCTAGAGACCACTCCAGTGCCCCAGGAGTCGGGCCCCAATACTCAACTACCACCTT 
GTAGCCCTGGTGCCCCTTGAAGGAGGTAGGAGAACGGACCAGAGCTTGGAGAACTAATGCTT 
GGAGCCAAGGGCCCCAGCCCACCCCACCGTCCCACACATTGCTGTGGCCCCAACCTCGGTGC 
CATGTTACACCGGCCCCTGGCGTCACCCACTAGGCAGGCTGCTGCTTTCAGCCTCAGCCCCT 
GGCCCAGCCCCAGCAGGCCCTCAGCCTGGAAGAGGCCCCTTGGGCCTAAGCCTCGGGTGGGA 
GCTCAGGGCCACCTGTGACGTCTGCATCTTCTTGGAGAGAGAATAAAGTTTGTATTTAAGTGGT 
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FIGURE 32 

></usr/seqdb2/s st/DNA/Dnas eqs. min/ss. DNA 1251.51 
><subunit 1 of 1, 194 aa, l stop 
><MW: 2O882, pI: 6.44, NX (S/T) : 0 
MERHCLL FILLTCT, RWLCHDIPOGSGARWPRVSPVVEPCSPRLILLAVLLLLLCGVTAGC 
VRFCCLRKQAQAQPHLPPAROPCDVAVIPMDSDSPVHSTVTSYSSVOY PLGMRLPLPFGE 
LDLDSTAPPAYSLYTPEPPPSYDEAVKMAKPREEGPALSQKPSPLLGASGLETTPvPOES 
GPNTOL PPCSPGAP 

Important features of the protein: 
Signal peptide : 
Amino acids 1-20 

Transmembrane domain : 
Amino acids 39-58 

N-myristoylation site: 
Amino acids 55 - 61 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 50-61 
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FIGURE 33 
CCTTGCTTGGTGCTTGGCACACACAAATCCAGTGGGCTACACAGGTTTTCCAGAAGCCCCAC 
GAGGTGGTAATGGTGCTGCTGATTCAGACCCTGGGGGCCCTCATGCCCTCGCTGCCCTCCTG 
CCTCAGCAACGGCGTGGAGAGGGCAGGGCCCGAGCAGGAGCT CACCAGGCTGCTGGAGT''CT 
ACGACGCCACCGCCCACTTCGCCAAGGGCTTGGAGATGGCACTGCTCCCCCACCTACATGAA 
CACAATCTGGTAAAAGTCACGGAGCTGGTGGATGCTGTGTATGATCCATACAAACCCTACCAG 
CTGAAGTATGGCGACATGGAAGAGAGCAACCTCCTCATCCAGATGAGTGCTGTGCCTCTGGA 
GCATGGGGAAGTGATTGACTGTGTGCAGGAGCTGAGCCACTCCGTGAACAAGCTGTTTGGTC 
TGGCGTCTGCAGCCGTTGACAGATGCGTCAGATTCACCAATGGCCTGGGGACCTGCGGCCTG 
TTGTCAGCCCTGAAATCCCTCTTTGCCAAGTATGTGTCTGATTTCACCAGCACTCTCCAGTC 
CATACGAAAGAAGTGCAAACTGGACCACATTCCTCCCAACTCCCTCTTCCAGGAAGATTGGA 
CGGCTTTTCAGAACTCCATTAGGATAATAGCCACCTGTGGAGAGCTTTTGCGGCATTGTGGG 
GACTTCGAGCAGCAGCTAGCCAACAGGATTTTGTCCACAGCTGGGAAGTATCTATCTGATTC 
CTGCAGCCCCCGGAGCCTGGCTGGTTTTCAGGAGAGCATCTTGACAGACAAGAAGAACTCTG 
CCAAGAACCCATGGCAAGAATATAATTACCTCCAGAAAGATAACCCTGCTGAATATGCCAGT 
TTAATGGAAATACTTTATACCCTTAAGGAAAAAGGGTCAAGCAACCACAACCTGCTGGCTGC 
ACCTCGAGCAGCGCTGACTCGGCTTAACCAGCAGGCCCACCAGCTGGCTTTCGATTCCGTGT 
TCCTGCGCATCAAACAACAGCTGTTGCTTATTTCGAAGATGGACAGCTGGAATACGGCTGGC 
ATCGGAGAAACCCT CACAGATGAACTGCCCGCCTTTAGTCT CACCCCTCTCGAGTACATCAG 
CAACATCGGGCAGTACATCATGTCCCTCCCCCTGAATCTTGAGCCATTTGTGACT CAGGAGG 
ACTC"I'GCCTTAGAGTTGGCATTGCACGCTGGAAAGCTGCCATTTCCTCCTGAGCAGGGGGAT 
GAATTGCCCGAGCTGGACAACATGGCTGACAACTGGCTGGGCTCGATCGCCAGAGCCACAAT 
GCAGACCTACT GTGATGCGATCCTACAGATCCCTGAGCTGAGCCCACACTCTGCCAAGCAGC 
TGGCCACTGACATCGACTATCTGATCA ACGTGATGGATGCCCTGGGCCTGCAGCCGTCCCGC 
ACCCTCCAGCACATCGTGACGCTACTGAAGACCAGGCCTGAGGACTATAGACAGGTCAGCAN 
AGGCCTGCCCCGTCGCCTGGCCACCACCGTGGCCACCATGCGGAGTGTGAATTACTGACCCC 
ACCACACACCGGACCACCAAGAGAGCCAGGGCTGCTGTTTCGTGACT CACCAGCACAGATTT 
GCTCAGAAACTCTGCCCAAGATTGGGCAGAAGTTACTTTAAAAAGACTTGGTTCAGCTGGTC 
ACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGCCAGATGGATCATGAGGCC 
AGGAGTTCGAGACCAGCCTGACCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAT 
TAACAGCAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAAAAGACTTGGTTCATTTGTATAA 
TCAAAAAGAGTTGTAAATTAAAGATGTATTATTTATCAGAGAAGACTTTTTAGATAATTTTT 
TTAAAGGATCAGATCTTGAAAATGGAATAAATAACTACTGTGAAATGCAAAAA 
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FIGURE 34 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA 1251.81 
><subunit l of 1, 491 aa, 1 stop 
><MW: 54759, pI : 5. 61, NX (S/T) : 0 
MVLLIOTLGALMPSLPSCLSNGVERAGPEOELTRLLEFYDATAHFAKGLEMALLPHILHEH 
NLVKVTELVDAVYDPYKPYQLKYGDMEESNLLIQMSAVPLEHGEVIDCVOELSHSVNKLF 
GLASAAVDRCVRFTNGLGTCGLLSALKSLFAKYVSDFTSTLOSIRKKCKLDHIPPNSL FO 
EDWTAFONSIRI IATCGELLRHCGDFEOQLANRILSTAGKYLSDSCSPRSLAGFOESILT 
DKKNSAKNPWQEYNYLQKDNPAEYASLMEILYTLKEKGSSNHNLLAAPRAALTRLNQQAH 
OLAFDSVFLRIKOOLLLISKMDSWNTAGIGETLTDELPAFSLTPLEY ISNIGOYIMSLPL 
NLEPFVTQEDSALELALHAGKLPFPPEQGDELPELDNMADNWLGSIARATMQTYCDAILQ 
IPELSPHSAKQLATDIDYLINVMDALGLOPSRTLOHIVTLLKTRPEDYRQVSKGLPRRLA 
TTVATMRSVNY 

Important features of the protein: 
Signal peptide : 
Amino acids 1-2O 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 242-24 6 

N-myristoylation sites: 
Amino acids 22-28; 48-5 4 ; 121-127; 13 6-1 42; 14 1-47; 328-334; 

4 47-453 

Leucine zipper pattern : 
Amino acids 295-317 
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FIGURE 36 
></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA 125192 
><subunit 1 of 1, 139 aa, 1 stop 
> <MW: 14841, pI: 9. 20, NX (S/T) : 0 
MGLLVAGVWLLLDCVAVHPSVSSHCGPTCWVPSTALTTAGVARSVRSPEPMASERRPGIG 
TOGMPOEFAGLTELFHWSERSVCRRGLLLGVEGQMGFGWERGGMWAGLIGRREGESQGPL 
WAGRGGVLRRLVOLGRGSC 

Important features of the protein: 
Signal peptide: 
Amino acids 1-22 

N-myristoylation sites: 
Amino acids 2-8; 4 O-46; 86-92; 102-108; 103-109 

AIuidation site: 
Amino acids 1 O 9-113 
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FIGURE 37 
GGCCAGGAATGGGGTCCCCGGGCATGGTGCTGGGCCTCCTGGTGCAGATCTGGGCCCTGCAA 
GAAGCCTCAAGCCTGAGCGTGCAGCAGGGGCCCAACTTGCTGCAGGTGAGGCAGGGCAGTCA 
GGCGACCCTGGTCTGCCAGGTGGACCAGGCCACAGCCTGGGAACGGCTCCGTGTTAAGTGGACA 
AAGGATGGGGCCATCCTGTGTCAACCGTACATCACCAACGGCAGCCTCAGCCTGGGGGTCTG 
CGGGCCCCAGGGACGGCTCTCCTGGCAGGCACCCAGCCATCT CACCCTGCAGCTGGACCCTG 
TGAGCCT CAACCACAGCGGGGCGTACGTGTGCTGGGCGGCCGTAGAGATTCCTGAGTTGGAG 
GAGGCTGAGGGCAACATAACAAGGCTCTTTGTGGACCCAGATGACCCCACACAGAACAGAAA 
CCGGATCGCAAGCTTCCCAGGATTCCTCTTCGTGCTGCTGGGGGTGGGAAGCATGGGTGTGG 
CTGCGATCGTGTGGGGTGCCTGGTTCTGGGGCCGCCGCAGCTGCCAGCAAAGGGACT CAGGA 
AATGCATTCTACAGCAACGTCCTATACCGGCCCCGGGGGGCCCCAAAGAAGAGTGAGGACTG 
CTCTGGAGAGGGGAAGGACCAGAGGGGCCAGAGCATTTATTCAACCTCCTTCCCGCAACCGG 
CCCCCCGCCAGCCGCACCTGGCGTCAAGACCCTGCCCCAGCCCGAGACCCTGCCCCAGCCCC 
AGGCCCGGCCACCCCGTCTCTATGGTCAGGGTCTCTCCTAGACCAAGCCCCACCCAGCAGCC 
GAGGCCAAAAGGGTTCCCCAAAGTGGGAGAGGAGTGAGAGATCCCAGGAGACCTCA ACAGGA 
CCCCACCCATAGGTACACACAAAAAAGGGGGGATCGAGGCCAGACACGGTGGCTCACGCCTG 
TAATCCCAGCAGTTTGGGAAGCCGAGGCGGGTGGAACACTTGAGGTCAGGGGTTTGAGACCA 
GCCTGGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCAG 
CCTGGGCGACAGAGTGAGACTCCGTCT CAAAAAAAAAACAAAAAGCAGGAGGATTGGGAGCC 
TGTCAGCCCCATCCTGAGACCCCGTCCTCATTTCTGTAATGATGGATCTCGCTCCCACTTTC 
CCCCAAGAACCTAATAAAGGCTTGTGAAGAAAAAAAAAAAAAAAA 
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FIGURE 38 

></usr/seqdb2/s st/DNA/Dnas eqs. min/ss. DNA 1251.96 
><subunit 1 of 1, 278 aa, 1 stop 
><MW: 30319, pI: 9. 21, NX (S/T) : 3 
MGSPGMVLGLLVOIWALQEASSLSVOOGPNLLOVRQGSQATLVCOVDOATAWERLRVKWT 
KDGAILCOPYITNGSLSLGVCGPOGRLSWOAPSHLTLOLDPVSLNHSGAYVCWAAVEIPE 
LEEAEGNITRLFVDPDDPTQNRNRIASFPGFLFVLLGVGSMGVAAIVWGAWFWGRRSCQQ 
RDSGNAFYSNVLYRPRGAPKKSEDCSGEGKDORGOSIYSTSFPOPA PROPHLASRPCPSP 
RPCPSPRPGHPVSMVRVSPRPSPTOQPRPKGFPKVGEE 

Important features of the protein: 
Signal peptide : 
Amino acids 1-22 

Transmembrane domain : 
Amino acids 149-166 

N-glycosylation sites : 
Anino acids 73-77; 105-109; 127-131 

Glycosaminoglycan attachment site: 
Amino acids 206-20 

N-myristoylation sites : 
Amino acids 5-11; 37-43 : 63- 69; 108-114 

Amidation site: 
Amino acids l) 3-179 
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FIGURE 39 
ACCAGCAGAAGGCTGGGAGTCTGTAGTTTGTTCCTGCTGCCAGGCTCCACTGAGGGGAACGG 
GGACCTGTCTGAAGAGAAGATGCCCCTGCTGACACTCTACCTGCTCCTCTTCTGGCTCTCAG 
GCTACTCCATTGCCACTCAAATCACCGGTCCAACAACAGTGAATGGCTTGGAGCGGGGCTCC 
TTGACCGTGCAGTGTGTTTACAGATCAGGCTGGGAGACCTACTTGAAGTGGTGGTGTCGAGG 
AGCTATTTGGCGTGACTGCAAGATCCTTGTTAAAACCAGTGGGTCAGAGCAGGAGGTGAAGA 
GGGACCGGGTGTCCATCAAGGACAATCAGAAAAACCGCACGTTCACTGTGACCATGGAGGAT 
CTCATGAAAACTGATGCTGACACTTACTGGTGTGGAATTGAGAAAACTGGAAATGACCTTGG 
GGTCACAGTTCIAAGTGACCATTGACCCAGCACCAGTCACCCAAGAAGAAACTAGCAGCTCCC 
CAACTCTGACCGGCCACCACTTGGACAACAGGCACAAGCTCCTGAAGCTCAGTGTCCTCCTG 
CCCCTCATCTTCACCATATTGCTGCTGCTTTTGGTGGCCGCCTCACTCTTGGCTTGGAGGATG 
ATGAAGTACCAGCAGAAAGCAGCCGGGATGTCCCCAGAGCAGGTACTGCAGCCCCTGGAGGG 
CGACCTCTGCTATGCAGACCTGACCCTGCAGCTGGCCGGAACCTCCCCGCGAAAGGCTACCA 
CGAAGCTTTCCTCTGCCCAGGTTGACCAGGTGGAAGTGGAATATGTCACCATGGCTTCCTTG 
CCGAAGGAGGACATTTCCTATGCATCTCTGACCTTGGGTGCTGAGGATCAGGAACCGACCTA 
CTGCAACATGGGCCACCTCAGTAGCCACCTCCCCGGCAGGGGCCCTGAGGAGCCCACGGAAT 
ACAGCACCATCAGCAGGCCTTAGCCTGCACTCCAGGCTCCTTCTTGGACCCCAGGCTGTGAG 
CACACTCCTGCCTCATCGACCGTCTGCCCCCTGCTCCCCTCATCAGGACCAACCCGGGGACT 
GGTGCCTCTGCCTGATCAGCCAGCATTGCCCCTAGCTCTGGGTTGGGCTTGGGGCCAAGTCT 
CAGGGGGCTTCTAGGAGTTGGGGTTTTCTAAACGTCCCCTCCTCTCCTACATAGTTGAGGAG 
GGGGCTAGGGATATGCTCTGGGGCTTTCATGGGAATGATGAAGATGATAATGAGAAAAATGT 
TATCATTATTATCATGAAGTACCATTATCATAATACAATGAACCTTTATTTATTGCCTACCA 
CATGTTATGGGCTGAATAATGGCCCCCAAAGATATCTGTGTCCTAATCCTCAGAACTTGTGA 
CTGTTACCTTCTGTGGCAGAAAGGGACAGTGCAGATGTATGTAAGTTAAGGACTTTGAGATA 
GAGAGGTTATTCTTGCTGATTCAGGTGGGCCCAAAATAT CACCACAAGGGTCCTCATAAGAA 
AGAGGCCAGAAGGTCAAAGAGGTAGAGACAAAGTGATGATGGAAGTGGACGTGGGTGTGACG 
TGAGCAGGGGCCATGAATGCCGCAGCCTTCAGATGCCAGAAAGGGAAAGGAATGGATTCCCC 
TGCCTGGAGCCTCCAAAAGAAACCAGCCCTGCCCACGCCTTGACTTGAGCCCATTGAAACTG 
ATCTTGAGCTCCTGGCCTCCAGAATTGCAGGAGAATAAATTTGTGTTGTTTTTAATGAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 
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FIGURE 40 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA125200 
><subunit l of 1, 290 aa, 1 stop 
><MW: 32335, pI : 5.82, NX (S/T) : 1 
MPLLTLYLLLFWLSGYSIATOITGPTTVNGLERGSLTVOCVYRSGWETYLKWWCRGAIWR 
DCKILVKTSGSEOEVKRDRVSIKDNOKNRTFTWTMEDLMKTDADTYWCGIEKTGNDLGVT 
VOVTIDPAPVTOEETSSSPTLTGHHLDNRHKLLKLSVILLPLIFTILLL LLVAASL LAWRM 
MKYQQKAAGMSPEQVLQPLEGDLCYADLTLOLAGTSPRKATTKLSSAOVDOVEVEYVTMA 
SLPKEDISYASI.TLGAEDQEPTYCNMGHLSSHLPGRGPEEPTEYSTISRP 

Important features of the protein: 
Signal peptide : 
Amino acids 1-15 

Transmembrane domain : 
Amino acids 155-174. 

N-glycosylation site: 
Amino acids 88-92 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 21.8-222 

Tyrosine kinase phosphorylation site: 
Amino acids 276-285 

N-myristoylation sites: 
AIllino acids 30-36; 109-115; 114-120 
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FIGURE 41 
AAGAACACTGTTGCTCTTGGTGGACGGGCCCAGAGGAATTCAGAGTTAAACCTTGAGTGCCT 
GCGTCCGTGAGAATTCAGCATGGAATGTCTCTACTATTTCCTGGGATTTCTGCTCCTGGCTG 
CAAGATTGCCACTTGATGCCGCCAAACGATTTCATGATGTGCTGGGCAATGAAAGACCTTCT 
GCTTACATGAGGGAGCACAATCAATTAAATGGCTGGTCTTCTGATGAAAATGACTGGAATGA 
AAAACTCTACCCAGTGTGGAAGCGGGGAGACATGAGGTGGAAAAACTCCTGGAAGGGAGGCC 
GTGTGCAGGCGGTCCTGACCAGTGACT CACCAGCCCTCGTGGGCT CAAATATAACATTTGCG 
GTGAACCTGATATTCCCTAGATGCCAAAAGGAAGATGCCAATGGCAACATAGTCTATGAGAA 
GAACTGCAGAAATGAGGCTGGTTTATCTGCTGATCCGTATGTTTACAACTGGACAGCATGGT 
CAGAGGACAGTGACGGGGAAAATGGCACCGGCCAAAGCCATCATAACGTCTTCCCTGATGGG 
AAACCTTTTCCT CACCACCCCGGATGGAGAAGATGGAATTTCATCTACGTCTTCCACACACTT 
GGTCAGTATTTCCAGAAATTGGGACGATGTTCAGTGAGAGTTTCTGTGAACACAGCCAATGT 
GACACTTGGGCCT CAACT CATGGAAGTGACTGTCTACAGAAGACATGGACGGGCATATGTTC 
CCATCGCACAAGTGAAAGATGTGTACGTGGTAACAGATCAGATTCCTGTGTTTGTGACTATG 
TTCCAGAAGAACGATCGAAATTCATCCGACGAAACCTTCCT CAAAGATCTCCCCATTATGTT 
TGATGTCCTGATTCATGATCCTAGCCACTTCCTCAATTATTCTACCATTAACTACAAGTGGA 
GCTTCGGGGATAATACTGGCCTGTTTGTTTCCACCAATCATACTGTGAATCACACGTATGTG 
CTCAATGGAACCTTCAGCCTTAACCT CACTGTGAAAGCTGCAGCACCAGGACCTTGTCCGCC 
ACCGCCACCACCACCCAGACCTTCAAAACCCACCCCTTCTTTAGCAACTACTCTAAAATCTT 
ATGATTCAAACACCCCAGGACCTACTGGTGACAACCCCCTGGAGCTGAGTAGGATTCCTGAT 
GAAAACTGCCAGATTAACAGATATGGCCACTTTCAAGCCACCATCACAATTGTAGAGGGAAT 
CTTAGAGGTTAACATCATCCAGATGACAGACGTCCTGATGCCGGTGCCATGGCCTGAAAGCT 
CCCTAATAGACTTTGTCGTGACCTGCCAAGGGAGCATTCCCACGGAGGTCTGTACCATCATT 
TCTGACCCCACCTGCGAGAT CACCCAGAACACAGTCTGCAGCCCTGTGGATGTGGATGAGAT 
GTGTCTGCTGACTGTGAGACGAACCTT CAATGGGTCTGGGACGTACTGTGTGAACCT CACCC 
TGGGGGATGACACAAGCCTGGCTCTCACGAGCACCCTGATTTCTGTTCCTGACAGAGACCCA 
GCCTCGCCTTTAAGGATGGCAAACAGTGCCCTGATCTCCGTTGGCTGCTTGGCCATATTTGT 
CACTGTGATCTCCCTCTTGGTGTACAAAAAACACAAGGAATACAACCCAATAGAAAATAGTC 
CTGGGAATGTGGTCAGAAGCAAAGGCCTGAGTGTCTTTCTCAACCGTGCAAAAGCCGTGTTC 
TTCCCGGGAAACCAGGAAAAGGATCCGCTACT CAAAAACCAAGAATTTAAAGGAGTTTCTTA 
AATTTCGACCTTGTTTCTGAAGCTCACTTTTCAGTGCCATTGATGTGAGATGTGCTGGAGTG 
GCTATTAACCTTTTTTTCCTAAAGATTATTGTTAAATAGATATTGTGGTTTGGGGAAGTTGA 
ATTTTTTATAGGTTAAATGTCATTTTAGAGATGGGGAGAGGGATTATACT GCAGGCAGCTTC 
AGCCATGTTGTGAAACTGATAAAAGCAACTTAGCAAGGCTTCTTTTCATTATTTTTTATGTT 
TCACTTATAAAGTCTTAGGTAACTAGTAGGATAGAAACACTGTGTCCCGAGAGTAAGGAGAG 
AAGCTACTATTGATTAGAGCCTAACCCAGGTTAACTGCAAGAAGAGGCGGGATACTTTCAGC 
TTTCCATGTAACTGTATGCATAAAGCCAATGTAGTCCAGTTTCTAAGATCATGTTCCAAGCTA 
ACTGAATCCCACTT CAATACACACTCATGAACTCCTGATGGAACAATAACAGGCCCAAGCCT 
GTGGTATGATGTGCACACTTGCTAGACTCAGAAAAAATACTACTCTCATAAATGGGTGGGAG 
TATTTTGGTGACAACCTACTTTGCTTGGCTGAGTGAAGGAATGATATTCATATATTCATTTA 
TTCCATGGACATTTAGTTAGTGCTTTTTATATACCAGGCATGATGCTGAGTGACACTCTTGT 
GTATATTTCCAAATTTTTGTACAGTCGCTGCACATATTTGAAATCATATATTAAGACTTTCC 
AAAGATGAGGTCCCTGGTTTTTCATGGCAACTTGATCAGTAAGGATTTCACCTCTGTTTGTA 
ACTAAAACCATCTACTATATGTTAGACATGACIATTCTTTTTCTCTCCTTCCTGAAAAATAAA 
GTGTGGGAAGAGACA 
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FIGURE 42 
></usr/seqdb2/s st/DNA/Dna seqs. Inin / ss. DNAl25214 
><subunit 1 of 1, 572 aa 1 stop 
><MW: 63953, pI: 6.55, NX (S/T): 12 
MECLYYFLGFLLLAARLPLDAAKRFH DVLGNERPSAYMREHNOLNGWSSDENDWNEKLYP 
VWKRGDMRWKNSWKGGRVQAVLTSDSPALVGSNITFAVNLIFPRCOKEDANGNIVYEKNC 
RNEAGLSADPYWYNWTAWSEDSDGENGTGQSHHNVFPDGKPFPHHPGWRRWNFLYWEHTL 
GQY FOKLGRCSWRVSVNTANVTLGPOLMEVTVYRRHGRAYVPIAQVKDVYVVTDQIPVFW 
TMFOKNDRNSSDETFLKDLPIMFDVLIHDPSHELNYSTINYKWSFGDNTGLFVSTNHTVN 
HTYVLNGTFSLNLTVKAAAPGPCPPPPPPPRPSKPTPSLATTLKSYDSNTPGPTGDNPLE 
LSRIPDENCQINRYGHFOATITIVEGILEVNIIQMTDVLMPVPWPESSLIDFVVTCOGSI 
PTEVCTI ISDPTCEITONTVCSPVDVDEMCLLTVRRTFNGSGTYCVNLTLGDDTSLALTS 
TLISVPDRDPASPLRMANSALISVGCLAIFVTVISLLVYKKHKEYNPIENSPGNVVRSKG 
LSVFLNRAKAVFFPGNQEKDPLLKNQEFKGVS 

Important features of the protein: 
Signal peptide : 
Amino acids 1-21 

Transmembrane domain : 
AImino acids 496 -56 

N-glycosylation sites: 
Amino acids 93-97; 134 - 138; 14 6-15 O ; 2 OO-2O4; 249-253; 275-279; 

296-3OO; 300-30 A; 3 O 6-31 O; 312-316; 459-4 63; 4 67 - 47 l. 

N-myristoylation sites: 
Amino acids 91-97; 147-153; 29 O-296; 418-424 

Prokaryotic membrane lipoprotein lipid attachment site : 
Amino acids 496-5 OT 

Cell attachment sequence: 
Amino acids 64 - 67 
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FIGURE 44 

></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA 125219 
><subunit 1 of 1, 283 aa, l stop 
><MW: 31175, pI: 7. 51, NX (S/T) : 0 
MADPHOLFDDTSSAQSRGYGAQRAPGGLSY PAASPTPHAAFLADPVSNMAMAYGSSLAAO 
GKELVDKNIDRFIPITKLKYY FAVDTMYVGRKLGLI, FFPYLHQDWEVOYQODTPVAPRED 
VNAPDLYIPAMAFITYWLVAGLALGTQDRFSPDLLGLQASSALAWLTLEVLAILLSLY LV 
TVNTDLTTIDLVAFLGYKYVGMIGGVLMGLLFGKIGYYLVLGWCCVAIFVFMIRTLRLKI 
LADAAAEGVPVRGARNOLRMYLTMAVAAAQPMLMYWLTFHLVR 

Important features of the protein : 
Transmembrane domain : 

Anino acids 126-142; 164-179; 215-233 

N-myristoylation sites : 
Amino acids 54 - 6O ; 14 1-147; 15 6-1 62; 2 O1-2O7; 2 O5-21; 2 O 9-215 

Amidation site: 
Anino acids 89-93 
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FIGURE 46 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA 128309 
><subunit 1 of 1, 97 aa, 1 stop 
> KMW: 101 12, pI : 8 - 64, NX (S/T) : 0 
MSHSSCSGSPRKLLRGVASLILAI,SSLAAHAT PAWAFCSLMLDE PLPPOCFSKTDPPEAS 
LNWKTAEVSWL HLSCRKGGWDGPGAPRGPSPLAAFGL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-31 
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FIGURE 48 

></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA1295.35 
><subunit 1 of 1, 222 aa 1 stop 
>KMW: 23566, pI: 6.70, NX (S/T) : 0 
MRVGLALILVGHVNLLLGAVLHGTVLRHVANPRGAVTPEYTVANVISVGSGLLSVSVGLV 
AILASRNLLRPPLHWVLLALALVNLLLSVACSLGLLLAVSLTVANGGRRLIADCHPGLL.D 
PLVPLDEGPGHTDCPFDPTRIYDTALALWIPSLLMSAGEAALSGYCCVAALTLRGVGPCR 
KDGLQGQLEEMTELESPKCKROENEQLLDQNQEIRASORSWV 

Important features of the protein : 
Signal peptide: 
Amino acids 1 - 18 

Transmembrane domain : 
Amino acids 4 4 - 60; 76-96 

N-myristoylation sites : 
Amino acids 94 - 1 OO; 175 - 181 

Amidation site: 
Amino acids 106-110 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 81-92 
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FIGURE 49 
CGTCAGTCTAGAAGGATAAGAGAAAGAAAGTTAAGCAACTACAGGAAATGGCTTTGGGAG 
TTCCAATATCAGTCTATCTTTTATTCAACGCAATGACAGCACTGACCGAAGAGGCAGCCG 
TGACTGTAACACCTCCAATCACAGCCCAGCAAGCTGACAACATAGAAGGACCCATAGCCT 
TGAAGTTCT CACACCTTTGCCTGGAAGATCATAACAGTTACTGCATCAACGGTGCTTGTG 
CATTCCACCATGAGCTAGAGAAAGCCATCTGCAGGTGTTTTACTGGTTATACTGGAGAAA 
GGTGTGAGCACTTGACTTTAACTTCATATGCTGTGGATTCTTATGAAAAATACATTGCAA 
TTGGGATTGGTGTTGGATTACTATTAAGTGGTTTTCTTGTTATTTTTTACTGCTATATAA 
GAAAGAGGTATGAAAAAGACAAAATATGAAGT CACTTCATATGCAATCGTTTGACAAATA 
GTTATTCAGGCCCTATAATGTGTCAGGCACTGACATGTAAAATTTTTTTAATTAAAAAAG 
AGCTGTAATCTGGCAAAAAGTTTCTATGTAATATTTTTCATGCCTTTTCTCATAAACCCA 
GACGAGTGGTAAAAATTTGCCTTCAGTTGTAATAGGAGAGTTCAAACGTACAGTCTCCCT 
TCAACCTATCTCTGTCTGCCCATATCAAAATTATAAATGAGGAGGACAGCAGGCCCCAAG 
AAAGTAGGGACTAAGTATGTCTTGTTCAAAATTGTATATTCAGTGACTTACACTATGCCT 
AGCACACAACACACACTGAGTAAATATTTGTTGAGTGAAATAAAATCAAGAAACAAGTAA 
AAACTGA 
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FIGURE 50 
></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA129549 
><subunit 1 of 1, lê3 aa, 1 stop 
> <MW: 14792, pI: 5.97, NX (S/T) : 0 
MALGVPISVYLLFNAMTALTEEAAVTVTPPITAQQADNIEGPIALKFSHLCLEDHNSYCI 
NGACAFHHELEKAICRCFTGYTGERCEHLTLTSYAVDSYEKYIAIGIGVGLLLSGFI,V IF 
YCYIRKRYEKDKI 

Important features of the protein : 
Signal peptide : 

1-20 (weak) 

Transmembrane domain : 

O3-117 

N-myristoylation site. 
4 - O; O 6-1.12; 11 O-116 

EGF-like domain cysteine pattern signature. 
75-87 

Integrins beta chain cysteine-rich domain proteins 
66-88 
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FIGURE S1 
GGCTCGAGCTTGGCTCTCAGACCATCCTGGTGGAAGAAACACTAGCAGTCTGCCCAATCTGA 
ATGCAAATCCAGAATAATCTTTTCTTTTGTTGTTACACAGTTATGAGTGCAATTTTTAAATG 
GCTGCTACTCTACAGCCTGCCTGCCTTATGCTTTCTCCTGGGCACGCAGGAAAGTGAGAGCT 
TCCACTCCAAAGCAGAGATCCTAGTGACACTAAGTCAGGTAATAATCTCTCCAGCTGGACCT 
CATGCACTCACATGGACAACACACTTCTCTCCTTCAGTGATCATCATCCTTGTACCATGTTG 
GTGGCATGCTGTAATCGTGACT CAACATCCGGTTGCCAATTGCTATGTAACAAACCACCTCA 
ACATTCAGTGGCTTGAATTGAAAGCAGGGTCTTGAAGAGATATTTGCACATTTCATCCTCCC 
AGCAGCATTATTCACAACAGCCAATAGGCAGAAGCAACCCAATGTCCAACCATAGATGAGTG 
GATAACCAAAATGTAGTCCATCCATACAATGAAATATGATTCAGCCTTAACAAGGAAGGAAG 
TCCCGCCACGTGCTACAACATGGATGGACCTTGAGGACACTATGCTAAGTGAAGTAAGCCAG 
GCACAAAAGGACAAATACTCTATGATTCCATTTTATAGGGTACCAAAGAGAATCAAACT CAC 
AGAGATAGAAAGTAGACTGGGGTGGCCAGGGACTCGGGGAGAGAGGAAAGGGCAGTTATTGT 
TTAAAAGGTACAGAGTTTCAGTTTGGGAAGATGAAAATGTTCTGGAAACGGTTAATGGTGAT 
TTTACATTGTTTATGTTACCACGATTTGTAAAAGAGCAGCTGCGCTGAGAATGAGCATGCTT 
GTCATTGGCAGCTCTCTGAGATTTTCAGTGCCTCTTACTGGCTTGTTAAGAAGACGGCAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 52 
></usr/seqdb2/sst/DNA/Dnaseqs. min/ss. DNA 12958.0 
><subunit l of l, ll 4 aa, 1 stop 
><MW: 12886, pI: 7. O4, NX (S/T) : 0 
MQIONNLFFCCYTVMSAIFKWLLLYSLPALCFLLGTQESESFHSKAEILVTLSQVII SPA 
GPHALTWTTHFSPSVIIILVPCWWHAVI VTOHPVANCYVTNHLNIOWLELKAGS 

Important features of the protein : 
Signal peptide: 
Anino acids -33 

Transmembrane domain : 
Amino acids 71-86 

N-myristoylation site: 
Amino acids 35-41 
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FIGURE 53 
TTTTGAAATGGTTTATGACCTCTTCCCCACTTCCCCGCTTGCTTTGCTCATTAGTGTTCCTA 
GGTGGCTGCTGGGTGACGGGCTTTTCATCATCTCTGATGTGGGCCAGTGCGAAAGAGCAGCT 
GCAACATCTGTTTCTAATTGGGTCGTGCCTTTATAAATACTTCTTGCCTATTTGTCACATTG 
CTTCCCTCCCACCCTGTCTTCCTTGGAGTACTGCAGAATCTGTAAGCGTCCCTGGAATGCAC 
ACGTGGACCTTGTCATTCCCAAACAGACTTTCTGCTGGTCAGCACTTTGTAATGTTCGGCTG 
TTACAGGCATTAGTCACTTGTGCTCAGAGAGAGACTGTGGTCTTTGGAAACTGAAGAAAATGTC 
TTTTTTGTTGTTGTTAATTCTTGGCATCCAGTTAGATTTAACTTCTCAAGAGTTTACACAGA 
CTTTTAGAAAAACATTCTGTCTCTAAGAAAAAAGTGCTCTAGCTTTGTACAGTTTTTGGATT 
TTCACACTTGGTGGTTGTTTGCTGAAATGCTGTTTTGCTAGTGATTCCCCTCCTCCCCCTAT 
CTGGGGTTGTAAGCAGCTCTGGGGCTCTGTTCACTTCGGATACCTGTTTCTGGGGACTGCTT 
TTCAACAGCGTTTTTCCTAAGGGCATATGAGAAATTTAATTTCTGATGGAATGAAGGTGAAA 
CTCTAGTCCCAGGTAAACCTGGGTAGGCTGTAGAGACAGAAAGGGGGCTGCAGGTCTAGGTG 
GAAGAACGAGAACGAATGCAGCATGGTATTTCCAGGCCTTTTAGATTCGGCTTCATCCACAA 
CCAATGTGAGTTCTTATCTGCAAAGCGGGCCTAAGTGTAATGGAGGGAAGGTGGGCCAGGCA 
CCAGGGTCCTGGGTTCTCCCGCGCCTCACTCTGTCTCCACCTGGCCCATGCATAAAGAACAC 
TAGTCAAGTAGCCATTGTACCTGTTTCCTTATCTGAAAATGAGAAGGTTGGAGAGTATGACT 
TCTGTTGAAACAACAAGGCGCTTACAAATTTTGGTGAAGTCGAATGAGGGCAGCGTTAAGAG 
AAATATCAAAGTTAGTCATTGGATTTCAGGGCTTAGGGATGGAAACCAGCTGGTAGTAGACT 
GGTTGTAGTTATGTCCAAAGGGCAGAGTGGGAAAAATTTGGCCGAAAAGAGTGTGGTGGGTG 
ACCAGCAAATGTTAGAGGTATACATCAGGGCACAGAGGAGAAAAGCTAACATGATACTGATG 
ACTTCAAGTCTTCACTGTCCAATTCAGAGGATAGGGGAGGGTTTAAGCTGATTAAACAGTGG 
GCTTTTTTTCTCCTGCAAGAGGGTGGAGGTCTATAACTGTGCAGATTTTATCAGATGCATGC 
TAATACATGTTATTCTGGGGGACTCTCTTATACCTTGAAGTAGACATTGCTGCTATTT GCGT 
GAAAAAAATAGGAGGACTTATTTGAATTGAGAATGGGGATAGGCTGAGTTCCACCGAGATGT 
TGGCTTAGAGATGCCTGGGCCATGCTGTACAGTAGGAAGCCCAGCAGAGGAGATTGGGCTGT 
GTGGGTCATGACAAAGGGAGTTGTTAGCTTATGGTTGGCTATTAAAGTCATGGGCAAGGATG 
GGCAAGAAAAGTGTGTAAAATGAGC'TGACAAAAGATAAATATGTTAATTA 
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FIGURE 54 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA1297.94 
><subunit 1 of 1, 102 aa, 1 stop 
><MW: 11382, pI: 8.72, NX (S/T) : 0 
MTSSPL PRLLCSLVFLGGCWVTGFSSSLMWASAKEOLOHL FLIGSCLYKYFLP CHIASL 
PPCLPWSTAESVSVPGMHTWTLSFPNRLSAGOHFVMFGCYRH 

Important features of the protein: 
Signal peptide: 
Amino acids 1-21 

N-myristoylation site: 
Amino acids 18-24 

Prokaryotic membrane lipoprotein lipid attachment sites: 
Amino acids 9-20; 36-47; 

89 - OO 
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FIGURE S6 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNAl31590 
><subunit 1 of 1, 497 aa, l stop 
> KMW: 55906, pI: 8.43, NX (S/T) : 4 
MSCVLGGVIPLGLL FLVCGSQGYLLPNVTLLEELLSKYQHNESHSRVRRAI PREDKEEI 
MLHNKLRGQVQPQASNMEYMTWDDELEKSAAAWASQCIWEHGPTS LLVSIGQNLGAHWGR 
YRSPGFHVOSWYDEVKDYTYPYPSECNPWCPERCSGPMCTHYTOIVWATTNKIGCAVNTC 
RKMTVWGEVWENAVY FVCNYSPKGNWIGEAPY KNGRPCSECPPSYGGSCRNNLCYREETY 
TPKPETDEMNEVETAPIPEENHVWLOPRVMRPTKPKKTSAVNYMTQVVRCDTKMKDRCKG 
STCNRYQCPAGCLNHKAKIFGSLFYESSSSICRAAIHYGILDDKGGLVDITRNGKVPFFV 
KSERHGVQSLSKYKPSSSFMVSKVKVQDLDCYTTVAQLCPFEKPATHCPRIHCPAHCKDE 
PSYWAPVFGTNIYADTSSICKTAVHAGVISNESGGDVDVMPVDKKKTYVGSLRNGVOSES 
LGTPRDGKAFRIFAVRO 

Important features of the protein: 
Signal peptide: 
Amino acids 1-22 

N-glycosylation sites: 
Amino acids 27-31; 41-45; 451 - 455 

cAMP- and cqMP-dependent protein kinase phosphorylation sites: 
Amino acids 181-185; 276-280; 4 64-4 68 

Tyrosine kinase phosphorylation site: 
Amino acids 385 - 393 

N-myristoylation sites: 
Amino acids 111-117; 115-121; 17 4-1.80; 20 4-210; 227-233; 300-306; 

447-453; 47 O-476 

Extracellular proteins SCP/Tpx-1/Ag5/PR-1/Sc7 signature 2: 
Amino acids 195-2O7 

SCP-like extracellular protein : 
Amino acids 5 6-208 
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FIGURE 57 
GCACGAGGCCAAACACAGCAGCCT CAACATGAAGGTGGTTATGGTCCTCCTGCTTGCTGCCC 
TCCCCCTTTACTGCTATGCAGGTTCTGGTTGCGTTCTTCTGGAGAGCGTCGTGGAAAAGACC 
ATCGATCCATCGGTTTCTGTGGAGGAATACAAAGCAGATCTTCAGAGGTTCATCGACACTGA 
GCAAACCGAAGCAGCTGTAGAGGAGTTCAAGGAGTGCTTCCTCAGCCAGAGCAATGAGACTC 
TGGCCAACTTCCGAGTCATGGTGCATACGATATATGACAGCCTTTACTGTGCTGCGTATTAA CTGTCACAAGAACTTTGGCTCAGAGGAATCCAGACGATGCTCACAACCCGACTGTGGACTGG 
CAGAAATCTCAACTTTTCCTTTTGACTTTCCCCTTTGATCAGTAATATGGAAGACGTTGTTG 
AAA CCTGAAGTATAGTTAATTTAAATAAACCCACTGCAAGAAAAAAAAAAAA 
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FIGURE 58 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA135173 
> <subunit l of 1, 93 aa, l stop 
><MW: 10456, pI: 4.37, NX (S/T) : 1 
MKVVMVLLLAALPLYCYAGSGCVLLESVVEKTIDPSVSVEEYKADLQRFIDTEQTEAAVE 
EFKECFLSOSNETLANFRVMVHTIYDSLYCAAY 

Important features of the protein: 
Signal peptide : 
Amino acids 1-18 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 12-23 
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FIGURE 59A 
CAAGTCCGTTGAGGCTGCCAGGCGAGTCAGGTCTCTCTGGACCTCGCCTGACTCGGCTGGGC 
TGTGCCTGAAATTGACCCAGCTCCACCATACTCCTTGATTATGAGAAAACAAGGAGTAAGCT 
CAAAGCGGCTGCAATCTTCCGGCCGCAGCCAGTCTAAGGGGCGGCGCGGGGCCTCCCTCGCC 
CGGGAGCCGGAGGTAGAGGAGGAGGTGGAAAAGTCGGTCCTAGGCGGCGGGAAACTGCCAAG 
GGGCGCCTGGAGGTCCTCCCCGGGGAGGATCCAAAGTCTGAAAGAGCGAAAAGGCTTGGAGC 
TAGAGGTGGTGGCCAAGACCTTTCTTCTCGGCCCCTTCCAGTTCGTCCGTAATTCCCTGGCG 
CAGCTCCGGGAAAAGGTGCAGGAACTGCAGGCGCGGCGGTTCTCCAGCAGAACCACTCTCGG 
CATCGCTGTCTTTGTGGCAATTTTACATTGGTTACATTTAGTAACACTTTTTGAAAATGATC 
GTCATTTCTCTCACCTCTCATCTTTGGAACGGGAGATGACTTTTCGCACTGAAATGGGACTT 
TATTATTCATACTTCAAGACCATTATTGAAGCACCTTCGTTTTTGGAAGGACTGTGGATGAT 
TATGAATGACAGGCTTACTGAATATCCTCTTATAATTAATGCNATAAAACGCTTCCATCTTT 
ATCCAGAGGTAATCATAGCCTCCTGGTATTGCACATTCATGGGAATAATGAATTTATTTGGA 
CTAGAAACTAAGACCTGCTGGAATGTCACCAGAATAGAACCTCTTAATGAAGTTCAAAGCTG 
TGAAGGATTGGGAGATCCTGCTTGCTTTTATGTTGGTGTAATCTTTATTTTAAATGGACTAA 
TGATGGGATTGTTCTTCATGTATGGAGCATACCTGAGTGGGACT CAACTGGGAGGTCTTATT 
ACAGTACTGTGCTTCTTTTTCAACCATGGAGAGGCCACCCGTGTGATGTGGACACCACCTCT 
CCGTGAAAGTTTTTCCTATCCTTTCCTTGTACTTCAGATGTGTATTTTAACTTTGATTCTCA 
GGACCTCAAGCAATGATAGAAGGCCCTTCATTGCACTCTGTCTTTCCAATGTTGCTTTTATG 
CTTCCCTGGCAATTTGCTCAGTTTATACTTTTTACACAGATAGCATCATTATTTCCCATGTA 
TGTTGTGGGATACATTGAACCAAGCAAATTTCAGAAGATCATTTATATGAACATGATTTCAGTT 
ACCCTTAGTTTCATTTTGATGTTTGGAAATTCAATGTACTTATCTTCTTATTATTCTTCATC 
TTTGTTAATGACGTGGGCAATAATTCTAAAGAGAAATGAAATTCAAAAACTGGGAGTATCTA 
AACT CAACTTTTGGCTAATTCAAGGTAGTGCCTGGTGGTGTGGAACAATCATTTTGAAATTT 
CTGACATCTAAAATCTTAGGCGTTTCAGACCACATTCGCCTGAGTGATCTTATAGCAGCCAG 
AATCTTAAGGTATACAGATTTTGATACTTTAATATATACCTGTGCTCCCGAATTTGACTTCA 
TGGAAAAAGCGACTCCGCTGAGATACACAAAGACATTATTGCTTCCAGTTGTTATGGTGATT 
ACATGTTTTATCTTTAAAAAGACTGTTCGTGATATTTCATATGTTTTAGCTACAAACATT''A 
TCTAAGAAAACAGCTCCTTGAACACAGTGAGCTGGCTTTTCACACATTGCAGTTGTTAGTGT 
TTACTGCCCTTGCCATTTTAATTATGAGGCTAAAGATGTTTTTGACACCGCACATGTGTGTT 
ATGGCTTCCTTGATATGCTCTCGACAGCTCTTTGGCTGGCTTTTTCGCAGAGTTCGTTTTGA 
GAAGGTTATCTTTGGCATTTTAACAGTGATGT CAATACAAGGTTATGCAAACCTCCGTAATC 
AATGGAGCATAATAGGAGAATTTAATAATTTGCCTCAGGAAGAACTTTTACAGTGGATCAAA 
TACAGTACCACATCAGATGCTGTCTTTGCAGGTGCCATGCCTACAATGGCAAGCATCAAGCT 
GTCTACACTTCATCCCATTGTGAATCATCCACATTACGAAGATGCAGACTTGAGGGCTCGGA 
CAAAAATAGTTTATTCTACATATAGTCGAAAATCTGCCAAAGAAGTAAGAGATAAATTGTTG 
GAGTTACATGTGAATTATTATGTTTTAGAAGAGGCATGGTGTGTTGTGAGAACTAAGCCTGG 
TTGCAGTATGCTTGAAATCTGGGATGTGGAAGACCCTTCCAATGCAGCTAACCCTCCCTTAT 
GTAGCGTCCTGCTCGAAGACGCCAGGCCTTACTTCACCACAGTATTTCAGAATAGTGTGTAC 
AGAGTATTAAAGGTTAACTGAGAAGGATACTACCCATTTTACTATGGCACAATGCCGTGTGT 
CAAAAACAATCACCCTTTGGCTTATTCACATTAATAAAAATCACAAGCTTTAATAACAGACA 
CTTAAAAATAAGATAAAAATGGATTGGAAATTTTTCTGATTACTAAAAGGTAAATTACTTTT 
CTGTTCATTGAATGTCAGCCTTATTAAGCTTGTCATATAAGTTATTAAATCATTCATGTCAT 
ACTGCATAAACAAATGTTCATTTCAGAATTTTAAAGAGAAATGTATATAAAGAACMATGATT 
TTAATAATCAGGGGTATGTAAGTCCTTTTTCATCCAACTAGGTGAATTGCTTCAGATTTTCT 
CTAGTACCAGAGGGTACCTCCT CAAACTCTTTGAACCACTTAAGGCAGAAGAATGCAAGCTC 
TGAAATGACATCCTTAAAATGCTGATACTGGTCACAGCCTCTTTACCTCTGTGAGGAAATTG 
TAACAGTGTGTCTTTTAAGGTGTTTTTATTTTACCAGCCCTTAAGAAAGATCTCTAATACCT 
TTTAATACTTTTTTTTAATAATTTCAAGTTGAAGTGTTTTTAAAAACACTTTGTTTTGTAAT 
GTTTTGAATCTCTTGAGATGTGTTTACCCCACTAGATACATATTTGCCACTGGTTAGTTCTC 
CATCTAAGCTCAAGAGGTTATTCATCTCTCTTTAGATTCCAGTGGCTTTTCTTTTAACATCC 
AGGTAAAACAGAAACTGCTATGGTATACAACCAAGTTTTGGGGTTAAACATAATCAGAAAAG 
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FIGURE 59B 
AAAATCCAGTTAAATTTATGAAGTGAGATTTTCAGATCCTAGATCTTGAATAAAGGAAAGGT 
CTTTTCATCTTGATGGCCCCAAAGCTTGTTGGTCATGGTCTTTATTTCTGGCCACTATCTTC 
TTAAATAATATATTTTTAAGCCCTCATTTATTTTTGGTTTTGGGTGAGGAAAGTCATGTTTT 
CTAAGTCCTCTCCCCTAATAAAACCTACCCAACAATAGTGCTTTGAAAAGTGGTAGTTATCT 
TGAAGATACTCTTGCCAAATGCAAAGATAAACATTCTTTTTGTCTGCTTTATAAATATGAAA 
TATGCCAGATCTATAGTATTTTAATGTGCATCTACTTTAAATGAGTCATCTTGGGGTTTTTA 
TAATTCCCTTATGTTCTTGCCCCTCTACACTTGAAATAACAAAATGCCTTAATTTTATGGAT 
TAGTTCTCTTATAGTAGACAGGCAGCTATATGCAGCAAAACCAATAAAGTTATTTTTCAACT 
TTCATAGTTGTAAAATATCTTATACCAGAATACAAAACAGCTAAGAAAACATGCCACATTTTAT 
TTTAGCATTTTCAAATAATTTGTTTTTGGTGTAAGCACAGGATAAAAAAGGAGAGCGT CAAA 
GAAAAGAGACATAACACCTAACATTCATAAAAATTAACAAAGTATATTTTGGATGATGTTTT 
TACAGGAAATATTTTAAATAAGTTGGTAGAACTTTTAAAATGGTACTGTATTAGCTAATAAA 
ATATTCAGTACAAATATATGTTTGGATTTATGCATTAAAAAACTAATAAAATTATTTCCAAC 
TTTA 
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FIGURE 60 

></usr/seddb2/s st/DNA/Dna seqs. min/ss. DNA138039 
><subunit 1 of l, 758 aa 1 stop 
><MW: 87354, pI: 9. 36, NX (S/T) : 1 
MRKQGVSSKRLQSSGRSQSKGRRGASLAREPEVEEEVEKSVLGGGKLPRGAWRSSPGRIQ 
SLKERKGLELEVVAKTFLLGPFQFVRNSIAOLREKVOELQARRFSSRTTLGIAVFVAILH 
WLHLVTLFENDRH FSHLSSLE REMT FRTEMGLYYSYFKTITEAPSFLEGLWMMNDRLTE 
YPLIINAIKRFHLYPEVIIASWYCTFMGIMNLFGLETKTCWNVTRIEPLNEVOSCEGLG D 
PACEYVGVIFILNGLMMGLFFMYGAYLSGTOLGGLITVLCFFENHGEATRVMWTPPLRES 
FSYPFLVLQMCILTLILRTSSNDRRPFIALCLSNVAFMLPWOFAQFILFTQIASI, FPMYV 
VGYIEPSKFOKIIYMNMISVTLSFILMFGNSMYLSSYYSSSLLMTWAIILKRNEIOKLGV 
SKLNFWLIQGSAWWCGTIILKFLTSKILGVSDHIRLSDLIAARILRYTDFDTLIYTCAPE 
FDFMEKATPLRYTKTLLLPVVMVITCFIFKKTVRDISYVLATNIYLRKOLLEHSELAFHT 
LQLLVFTALAILIMRLKMFLTPHMCVMASILICSROLFGWLFRRVRFEKVIEGILTVMSIQ 
GYANLRNQWSIIGEFNNLPQEELLQWIKYSTTSDAVFAGAMPTMASIKLSTLHPIVNHPH 
YEDADLRARTKIWYSTYSRKSAKEVRDKLLELHVNYYVLEEAWCVVRTKPGCSMLEIWDV 
EDPSNAANPPLCSVILLEDARPYFTTVFONSWYRVLKVN 

Important features of the protein: 
Transmembrane domain : 
Amino acids 109-124; 191-213; 241-260; 266-283; 302-315; 336-356; 

37 6-391; 430 - 450; 495-509; 541-5 6.O; 584 - 599; 634 - 647 

N-glycosylation site: 
Amino acids 222-226 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 102-106 

Tyrosine kinase phosphorylation site: 
Amino acids 511 - 519 

N-myristoylation sites: 
Amino acids 24-30; 50-56; 151-157; 25 4-2 60; 264-270; 269-275; 

273-279; 639-645 

Amidation site: 
Amino acids 20-24 
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FIGURE 61 
GGCGCGGCCACATCCTTTAAATATGGTCTTTCTTGGGCGCGCGCGACAATGTGAGGAGTGGG 
GTGGAGCGTGTGTGGTGTGTGGCTGCGGCCTGGGCAAGAGCCGCCGCGGACCATGAGCTGAG 
TAAGTTCTGGAGGGATCCTGCCTCTTGGAGCCTTCGCAGCCAGGCAGCTGTGAACTGTGAGC 
TAGAGTGAAGCAGAAATCTAGGAAGATGAGCTCCAAGATGGTCATAAGTGAACCAGGACTGA 
ATTGGGATATTTCCCCCAAAAATGGCCTTAAGACATTTTTCTCTCGAGAAAATTATAAAGAT 
CATTCCATGGCTCCAAGTTTAAAAGAACTACGTGTTTTATCCAACAGACGTATAGGAGAAAA 
TTTGAATGCCTCAGCAAGTTCTGTAGAAAATGAGCCGGCAGTTAGTTCAGCAACTCAAGCAA AGGAAAAAGTTAAAACCACAATTGGAATGGTTCTTCTTCCAAAACCAAGAGTTCCTTATCCT 
CGTTTCTCTCGTTTCTCACAGAGAGAGCAGAGGAGTTATGTGGACTTGTTGGTTAAATACGC 
AAAGATTCCTGCAAATTCCAAAGCTGTTGGAATAAATAAAAATGACTACTTGCAGTACTTGG 
ATATGAAAAAACATGTGAACGAAGAAGTTACTGAGTTCCTAAAGTTTTTGCAGAATTCTGCA 
AAGAAATGTGCGCAGGATTATAATATGCTTTCTGATGATGCCCGTCTCTTCACAGAGAAAAT 
TTTAAGAGCTTGCATTGAACAAGTGAAAAAGTATTCAGAATTCTATACTCTCCACGAGGTCA 
CCAGCTTAATGGGATTCTTCCCATTCAGAGTAGAGATGGGATTAAAGTTAGAAAAAACTCTT 
CTCGCATTGGGCAGTGTAAAATATGTGAAAACAGTATTTCCCTCAATGCCTATAAAGTTGCAG 
CTGT CAAAGGACGATATAGCTACCATTGAAACGTCAGAACAAACAGCTGAAGCTATGCATTA 
TGATATTAGTAAAGATCCAAATGCAGAGAAGCTTGTTTCCAGATATCACCCTCAGATAGCTC 
TAACTAGTCAGTCATTATTTACCTTATTAAATAATCATGGACCAACGTACAAGGAACAGTGG 
GAAATTCCAGTGTGTATTCAAGTAATACCTGTTGCAGGTTCAAAACCAGTTAAAGTAATATA 
TATTAATTCACCACTTCCCCAAAAGAAAATGACTATGAGAGAGAGAAATCAAATCTTTCATG 
AAGTTCCATTAAAATTTATGATGTCCAAAAACACATCTGTTCCAGTCTCTGCAGTCTTTATG 
GACAAACCTGAAGAGTTTATATCTGAAATGGACATGTCCTGTGAAGTCAACGAGTGCCGAAA 
AATTGAGAGTCTTGAAAACTTGTATTTGGATTTTGATGATGATGTCACAGAACTTGAAACTT 
TTGGAGTAACCACCACCAAAGTATCAAAATCACCAAGTCCAGCAAGTACTTCCACAGTACCT 
AACATGACAGATGCTCCTACAGCCCCCAAAGCAGGAACTACAACTGTGGCACCAAGTGCACC 
AGACATTTCTGCTAATTCTAGAAGTTTATCTCAGATTCTGATGGAACAATTGCAAAAGGAGA 
AACAGCTGGTCACTGGTATGGATGGTGGCCCTGAGGAATGCAAAAATAAAGATGATCAGGGA 
TTTGAATCATGTGAAAAGGTATCAAATTCTGACAAGCCTTTGATACAAGATAGTGACTTGAA 
AACATCTGATGCCTTACAGTTAGAAAATTCTCAGGAAATTGAAACTTCTAATAAAAATGATA 
TGACTATAGATATACTACATGCTGATGGTGAAAGACCTAATGTTCTAGAAAACCTAGACAAC 
TCAAAGGAAAAGACTGTTGGATCAGAAGCAGCAAAAACTGAAGATACAGTTCTCTGCAGCAG 
TGATACAGATGAGGAGTGTTTAATCATTGATACAGAATGTAAAAAAACCAGTTATAACAGTG 
TTTAATTTAGATAAGTTTGAGGGAAAATAATCAGTAGGCAAGAGGAACATTTTTCCTGTAGT 
AGCTAGAGTGCCTTGAAAAAATGTGTTGGCTATGTGAAGGAATATTTCAACTAAAATGGAAT 
GGTATGCTTTTCACCCTTAAAGTTTGAGGAGGATCTTGATATGTTTTAACATTATCATGGCA 
GGGAAATATATAAAGAAGAAAAATATTTTTACATTAAACCTTTTCTAAAAATTGTAAATAGA 
AAAATAATTTGGTTTTTTATCAAGAACAACACTTATCGTTATGTATTGTGTTAGTTATATTG 
CCAGTCTGTTGCGACTGACT CAAAAAGTTAAATGTTGCCACTGCTGAAGATGATTATGAGCA 
TCGCAAACTTTGTTTCTGACCCATTTTGACAGTTTTTATATACTCCTTTAAAATGATGAATG 
TTACAGGTTAATAAAGTTAATACCTTTAAA 
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FIGURE 62 
></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNAl395.40 
><subunit 1 of 1, 592 aa, l stop 
><MW: 66453, pI : 5. 42, NX (S/T) : 3 
MSSKMVISEPGLNW DISPKNGLKTFFSRENYKDHSMAPSLKELRVLSNRRIGENLNASAS 
SVENEPAVSSATQAKEKWKTTIGMVLLPKPRVPYPRFSRFSQREQRSYVDLLVKYAKIPA 
NSKAVGINKNDYLOYLDMKKHVNEEVTEFLKFLQNSAKKCAQDYNMLSDDARLFTEKILR 
ACIEQVKKYSE FYTLHEVTSLMGFFPFRVEMGLKLEKTLLALGSVKYVKTVFPSMPIKLQ 
LSKDDIATIETSEQTAEAMHYDISKDPNAEKLVSRYHPQIATSQSLFTLLNNHGPTY KE 
QWEIPVCIOVIPVAGSKPVKVIYINSPLPQKKMTMRERNQI FHEVPLKFMMSKNTSVPWS 
AVFMDKPEEFISEMDMSCEVNECRKIESLENLYLDFDDDVTELETFGVTTTKVSKSPS PA 
STSTVPNMTDAPTAPKAGTTTVAPSAPDISANSRSLSOILMEQLQKEKOLVTGMDGGPEE 
CKNKDDQGFESCEKVSNSDKPLIQDSDLKTSDALOLENSOEIETSNKNDMTIDILHADGE 
RPNVLENLDNSKEKTVGSEAAKTEDTVLCSSDTDEECLIDTECKKTSYNSW 

Important features of the protein: 
N-glycosylation sites: 
Amino acids 56-60; 354-358; 427 - 431 

cAMP- and cGMP-dependent protein kinase phosphorylation sites: 
Amino acids 187-191; 331-335 ; 585-589 

N-myristoylation sites: 
Amino acids 126-132; 4 O7-413 ; 557-5 63 
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FIGURE 64 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA13.9602 
><subunit 1 of 1, 159 aa 1 Stop 
>KMW: 15900, pI : 8.07, NX (S/T) : 0 
MGRPRPFCPRSLVWSAQALLSHITCVVGPGPPVPGHRCGRPRPSCPGPPVOVTGVVGPGP 
SVPGHLCGRPRALLYHVTVEGLALEEGRDLALVGAGFQGVACQQEGAGGMGPGGTQGWGA 
TAGDCPEAPPGHLNIAIVAHGHLVPFOGTRGGSDAAGHD 

Important features of the protein: 
Signal peptide : 
Amino acids -25 

N-myristoylation sites: 
Amino acids 109-115; 113-119; 119-125; 148-154; 151-157; 152-158 
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FIGURE 65 
GGCGACCACCGCCGCCTCCTCACCTGGCCATTGGTGCAGCCCGTTCCCGGCGGCGAGAGAAG 
GCAGGCGCGCTCCTTGCGCCACGCCACACCGTCGGGCCCCCGTCGGGTCCCCCTCGGGCCGCA 
ATGGTGGGCTCCGCGCGGCTGGGTCCGGCACTCTTGACCCCCTTTGTAACCACCGCGGCGGG CACCCAGGGAGTTCGAGCAACGAAGTTGGTGACCTGCCCCGCTCCCAGGCAGTTTGCTGTTG 
GGGCTTTCACGGCTGCTGGAAGGGCATGGCTGTTTGTCCCATCACTGGGCGCCAGCTTCTCA 
AAGCTACGTTCACAGCAACGCAGTAGGGACTTTCGTGGCAGGCTTTTTTTAAGAGCTGAAAG 
AAGGGCGGGAGGGTTTACGTCCTAGGGTGATGATTTCCTCACCAGACAGCGAAGTATCTATT 
GGGAAACTCCAGGTGACCGCACCTCCTTCCGACAGTTCGCCCCGGGGCAAGTTTACCAGCTG 
CGTCAGAAAGCAGGTTTGCAAAATCCTTGGAGAACGGCCTGAGCTAAGGACTGGGGTCAGGA 
GGGTTTTAAACTCATTCTGATTTTCTTGCAATCATATCTCTTGAAAGTTTTTATATTTTCCC 
CAATATTTTTCTGAGTTGCTATATCCAATGAAAACAATGCTGATGTAGAGGTCCACCAGCCA 
ATGCTTTATTGGAAGTCAACGAATGAGACCGAGGGTGGCCCATAATCAATCTCGGCACGCGG 
GAATGTGAACCTCTTCCAAGGTCTGGGCGAGTCCCTAGAGTTACGCAGATGAAGGACATTGG 
CCCTCGAGAATCTCACACCAGCAAAGAAGAGCACAACGAAGCGCAAACTACTTATGATCATT 
GTGGCTTTGGGCAAGTTGTTGTAGCTCCCAGCAACAATTTCTTCACCTGGAGTGCAGCAATA 
AATGATACTGGTGCTGCAGGGCAGCTAATAAGCTTCTGAATAATATATGCAAAGTACTTGGC 
ACCATGAGCAGAACTCAGTATACCGTCACTGAAGAAATAGCTTATTTAATGATTACACTTTT 
CATATGTGCAAGTAAAAGTTTGACTTTTAGGGAGAGCCTCACCTACGGAATGTCTTTTTTAA 
ATTTCTTTTTTAATTATACTTTAAGTTCTGGGATACATGTGCAGAACGTGCAGGTTTGTTAC 
ACAGGTATACATGTGCCATGGTGGTTTGCAGCACCCATCAACCCTTCATCTAGGTTTTAAGC 
TCCGCATGCATTAGTTATTTGTCCTAATGCTCTCCCTCCCCTTGTCCCCCACCCCCCAACAG 
GCCTCAGGGTGTGATGTTCCCCTCCCTGGGTCCATATGTTCTCATTGTTCAACTCCCACTTA 
TGATGAGAACATGCAGTGTTTGGTTTTCT G"'TCCTGTGTTAGTTTGCTGAGAATGATGGTTT 
CCAGCATCATCCACGTCCCTGCAAAGGACATGAATTCATTCTTTTTTATGGCTGCATGGTAT 
TCCATGGTGTATATGTGCCACATTTTCTTCATCCAGTCTATCATTGATGGGCACTTGGGTTG 
GTTCCAAGACTTTGTTATTGTGAACAGTGCTGCAATAAACATACGTTTGTATGTGTCAAAAA 
AAAAAAAAAAAAAAAA 
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FIGURE 66 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA139632 
><subunit 1 of 1, 90 aa, 1 stop 
> <MW: 95.86, pI : 12. 18, NX (S/T) : 0 
MVGSARLGPALLTPFWTTAAGTOGVRATKLVTCPAPROFAVGAFTAAGRAWLFVPSLGAS 
FSKLRSOORSRDFRGRLFLRAERRAGGFTS 

Important features of the protein: 
Signal peptide : 
Amino acids 1-24 

N-myristoylation sites : 
Amino acids 24-30; 42-48; 58 - 64 
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FIGURE 68 

></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA1396.86 
><subunit 1 of 1, 470 aa, 1 stop 
><MW: 52118, pI : 5.06, NX (S/T) : 0 
MSRLGALGGARAGLGLLLGTAAGLGFLCLLYSQRWKRTQRHGRSQSLPNSLDYTOTSDPG 
RHVMLLRAVPGGAGDASVLPSLPREGQEKVLDRLDFVLTSLVALRREVEELRSSLRGLAG 
EIWGEVRCHMEENQRVARRRRFPFVRERSDSTGSSSVYFTASSGATFTDAESEGGYT TAN 
AESDNERDSDKESEDGEDEVSCETV KMGRKDSLDLEEEAASGASSALEAGGSSGLEDVLP 
LLOOADELHRGDEOGKREGFQLLLNNKLVYGSRQDFLWRLARAYSDMCELTEEVSEKKSY 
ALDGKEEAEAALEKGDESADCHLWYAVLCGQLAEHESIQRRIQSGFSFKEHVDKAIALOP 
ENPMAHFLLGRWCYQVSHLSWLEKKTATALLESPLSATVEDALQSFLKAEELQPGFSKAG 
RVYISKCYRELGKNSEARWWMKLALELPDVTKEDLAIOKDLEELEVILRD 

Important features of the protein: 
Signal peptide : 
Anino acids -32 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 209-213 

N-myristoylation sites: 
Amino acids 5-ll; 8-14; 9-15; 15-21; 19-25; 72-78; 164-17 O; 

174 - 18 O; 222-228; 230-236 

Amidation sites : 
Amino acids 207-211; 254 - 258 

Cell attachment sequence: 
Amino acids 250-253 
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FIGURE 69 
CCCACGCGTCCGAAACACTTTAAACCTGACCAGCTAAATGGATAAACCTAGCCTGCATAGCT 
TTTAAACTGGGGTCTCATACAGCACAGGAGGCCTACTTGCTTCAAGAACTGAAAATCCAGAG 
GATGAATTGCTTTATCTGGGAATGGCAAAAGCCAGCACAATAAGGAATGCCAGTTTGTATGG 
GGCTACTAGCTCACATGCGGGATCAGAATGGTGTGAATGACAGCCGCACTGTGTCATGAAGG 
TGGTGGTGGTTTCCGCACAAGAGACCAAATAAGAAGAAAGCTGAGAGAGGGGGGAAACGTTTTT 
GGATGACAAAGGATGGGTTTCCATTTAATTACGCAGCTGAAAGGCATGAGTGTGGTGCTGGT 
GCTACTTCCTACACTGCTGCTTGTTATGCTCACGGGTGCTCAGAGAGCTTGCCCAAAGAACT 
GCAGATGTGATGGCAAAATTGTGTACTGTGAGTCTCATGCTTTCGCAGATATCCCTGAGAAC 
ATTTCTGGAGGGTCACAAGGCTTATCATTAAGGTTCAACAGCATTCAGAAGCT CAAATCCAA 
TCAGTTTGCCGGCCTTAACCAGCTTATATGGCTTTATCTTGACCATAATTACATTAGCTCAGTG 
GATGAAGATGCATTTCAAGGGATCCGTAGACTGAAAGAATTAATTCTAAGCTCCAACAAAAT 
TACTTATCTGCACAATAAAACATTTCACCCAGTTCCCAATCTCCGCAATCTGGACCTCTCCT 
ACAATAAGCTTCAGACATTGCAATCTGAACAATTTAAAGGCCTTCGGAAACTCATCATTTTC 
CACTTGAGATCTAACT CACTAAAGACTGTGCCCATAAGAGTTTTTCAAGACTGTCGGAATCT 
TGATTTTTTGGATTTGGGTTACAATCGTCTTCGAAGCTTGTCCCGAAATGCATTTGCTGGCC 
TCTTGAAGTTAAAGGAGCTCCACCTGGAGCACAACCAGTTTTCCAAGATCAACTTTGCTCAT 
TTTCCACGTCTCTTCAACCTCCGCT CAATTTACTTACAATGGAACAGGATTCGCTCCATTAG 
CCAAGGTTTGACATGGACTTGGAGTTCCTTACACAACTTGGATTTATCAGGGAATGACATCC 
AAGGAATTGAGCCGGGCACATTTAAATGCCTCCCCAATTTACAAAAATTGAATTTGGATTCC 
AACAAGCTCACCAATATCTCACAGGAAACTGTCAATGCGTGGATATCATTAATATCCAT CAC 
ATTGTCTGGAAATATGTGGGAATGCAGTCGGAGCATTTGTCCTTTATTTTATTGGCTTAAGA 
ATTTCAAAGGAAATAAGGAAAGCACCATGATATGTGCGGGACCTAAGCACATCCAGGGTGAA 
AAGGTTAGTGATGCAGTGGAAACATATAATATCTGTTCTGAAGTCCAGGTGGTCAACACAGA 
AAGAT CACACCTGGTGCCCCAAACTCCCCAGAAACCTCTGATTATCCCTAGACCTACCATCT 
TCAA ACCTGACGTCACCCAATCCACCTTTGAAACACCAAGCCCTTCCCCAGGGTTTCAGATT 
CCTGGCGCAGAGCAAGAGTATGAGCATGTTTCATTTCACAAAATTATTGCCGGGAGTGTGGC 
TCTCTTTCTCTCAGTGGCCATGATCCTCTTGGTGATCTATGTGTCTTGGAAACGCTACCCAG 
CCAGCATGAAACAACTCCAGCAACACTCTCTTATGAAGAGGCGGCGGAAAAAGGCCAGAGAG 
TCTGAAAGACAAATGAATTCCCCTTTACAGGAGTATTATGTGGACTACAAGCCTACAA ACTC 
TGAGACCATGGATATATCGGTTAATGGATCTGGGCCCTGCACATATACCATCTCTGGCTCCA 
GGGAATGTGAGATGCCACACCACATGAAGCCCTTGCCATATTACAGCTATGACCAGCCTGTG 
ATCGGGTACTGCCAGGCCCACCAGCCACTCCATGTCACCAAGGGCTATGAGACAGTGTCTCC 
AGAGCAGGACGAAAGCCCCGGCCTGGAGCTGGGCCGAGACCACAGCTTCATCGCCACCATCG 
CCAGGTCGGCAGCACCGGCCATCTACCTAGAGAGAATTGCAAACTAACGCTGAAGCCAACTC 
CFCACTGGGGAGCTCCATGGGGGGGAGGGAGGGCCTTCATCTTAAAGGAGAATGGGTGTCCA 
CAATCGCGCAATCGAGCAAGCTCATCGTTCCTGTTAAAACA''TTATGGCATAGGGAAAAAAA 
AAAAAAAAAAAAAA 
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FIGURE 70 
></usr/seqdb2/s st/DNA/Dnasegs. Imin / ss. DNA142392 
><subunit 1 of l, 590 aa 1 stop 
><MW: 67217, pI: 9. 26, NX (S/T) : 4 
MGFHITOLKGMSVVLVLLPTLLLVMLTGAORACPKNCRCDGKIVYCESHAFADE PENIS 
GGSOGLSLRENSIOKLKSNOFAGLNOLIWLYLDHNYISSVDE DAFOGIRRLKELTLSSNK 
ITYLHNKTFHPVPNLRNLDLSYNKLQTLQSEQFKGLRKLIILHLRSNSLKTVPIRVFQDC 
RNLDFLDLGYNRLRSLSRNAFAGLLKLKELHLEHNQFSKTNFAHFPRLFNLRSIYLOWNR 
IRSISOGLTWTWSSLHNLDLSGN DIQGIEPGTFKCLPNLOKLNLDSNKLTNISOETVNAW 
ISLISITLSGNMWECSRS ICPLFYWLKN FKGNKESTMICAGPKHIOGEKVSDAVETYNIC 
SEVQVVNTERSHLVPQTPQKPLIIPRPTIFKPDVTQST FETPSPSPGFQIPGAEQEYEHV 
SFHKIIAGSVAL FLSVAMILLVIYVSWKRYPASMKQLQOHSLMKRRRKKARESERQMNSP 
LQEYYVDYKPTNSETMDISVNGSGPCTYTISGSRECEMPHHMKPLPYYSYDQPVIGYCOA 
HQPLHVTKGYETVSPEODESPGLELGRDHSFIATIARSAAPAYLERIAN 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - 3 O 

Transmembrane domain : 
Amino acids 425 - 4 4 3 

N-glycosylation sites : 
Amino acids 58-62; 126-13O; 291-295; 501-505 

Tyrosine kinase phosphorylation site: 
Anino acids 136-143 

N-myristoylation sites : 
Amino acids 29-35; 61-67; 24 7-253; 267-273; 271-277; 331-337; 

502-508; 512-518; 5 62-568 

Glycosyl hydrolases family: 
Amino acids 3 O - 3 19 
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FIGURE 71 
TTCCAGTCAGAGTTAAGTTAAAACAGAAAAAAGGAAGATGGCAAGAATATTGTTACTTTTCC 
TCCCGGGTCTTGTGGCTGTATGTGCTGTGCATGGAATATTTATGGACCGTCTAGCTTCCAAG 
AAGCTCTGTGCAGATGATGAGTGTGTCTATACTATTTCTCTGGCTAGTGCTCAAGAAGATTA 
TAATGCCCCGGACTGTAGATTCATTAACGTTAAAAAAGGGCAGCAGATCTATGTGTACT CAA 
AGCTGGTAAAAGAAAATGGAGCTGGAGAATTTTGGGCTGGCAGTGTTTATGGTGATGGCCAG 
GACGAGATGGGAGTCGTGGGTTATTTCCCCAGGAACTTGGTCAAGGAACAGCGTGTGTACCA 
GGAAGCTACCAAGGAAGTTCCCACCACGGATATTGACTTCTTCTGCGAGTAATAAATTAGTT 
AAAACTGCAAATAGAAAGAAAACACCAAAAATAAAGAAAAGAGCAAAAGTGGCCAAAAAATG 
CATGTCTGTAATTTTGGACTGACGT 
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FIGURE 72 
></usr/seqdb2/s st/ DNA/Dna seqs. Imin / ss. DNAll 43076 
><subunit 1 of 1, 128 aa, 1 stop 
><MW: 14332, pI : 4.83, NX (S/T) : 0 
MARILLL FLPGLVAVCAVHGIFMDRLASKKLCADDECWYTISLASAQEDYNAPDCRFINV 
KKGQQIYVYSKLVKENGAGEFWAGSVYGDGODEMGVWGY FPRNLVKEQRVYOEATKEVPT 
TDIDFFCE 

Important features of the protein: 
Signal peptide : 
Amino acids 1-14 

N-myristoylation site: 
Anino acids 84 - 90 
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FIGURE 73 
CTCAGATTTGCCATGGAGAAATTTTCAGTCTCGGCAATCCTGCTTCTTGTGGCCATCTCTGG 
TACTCTGGCCAAAGACACCACAGTCAAATCTGGATCCAAAAAGGACCCAAAGGACTCTCGAC 
CCAAACTACCCCAGACCCTGTCCAGAGGTTGGGGAGATCAGCTCATCTGGACTCAGACTTAC 
GAAGAAGCCTTATACAAATCCAAGACAAGCAACAGACCCTTGATGGTCATTCATCACTTGGA 
CGAATGCCCGCACAGTCAAGCTTTAAAGAAAGTGTTTGCTGAAAATAAGGAGATCCAGAAATTG 
GCAGAGCAGTTTGTTCTCCTCAACTTGATCTATGAAACAACTGACAAGCACCTTTCTCCTGA 
TGGCCAGTACGTCCCCAGAATTGTGTTTGTGGACCCTTCCCTGACGGTGAGGGCAGACATCA 
CCGGAAGATACT CAAACCGTCTCTACGCTTATGAACCTTCTGACACAGCTCTGTTGCACGAC 
AACATGAAGAAAGCTCTCAAGTTGCTGAAGACAGAGTTGTAGAGTCAACTGTACAGTGCCTC 
AGGAGCCGGGAAGGCAGAAGCACTGTGGACCTGCCGATGACATTACAGTTTAATGTTACAAC 
AAATGTATTTTTTAAACACCCACGTGTGGGGAAACAATATTATTATCTACTACAGACACATG 
ATTTTCTAGAAAATAAAGTCTTGTGAGAACTCCAAA 
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FIGURE 74 
></usr/seqdb2/s st/DNA/Dnas eqs. min / ss. DNA 143294 
><subunit l of 1, 175 aa, 1 stop, l unknown 
><MW: 19888.97, pI: 9.08, NX (S/T) : 0 
MEKFSVSAILLLVAISGTLAKDTTVKSGSKKDPKDSRPKLPQTLSRGWGDQLIWTOTYEE 
ALYKSKTSNRPLMVIHHL, DECPHSQALKKVFAENKEIOKLAEOFVLLNLIYETTDKHLSP 
DGOYVPRIWFVDPSLTVRADIT GRYSNRLYAYEPSDTAL, LHDNMKKALKLLKTEL 

Important features of the protein: 
Signal peptide: 
Amino acids - 20 
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FIGURE 75 
GCCGGCGCCAGGGCAGGCGGGCGGCTGGCAGCTGTGGCGCCGACATGGCTGCGCTGGTGGAG 
CCGCTGGGGCTGGAGCGGGACGTGTCCCGGGCGGTTGAGCTCCTCGAGCGGCTCCAGCGCAG 
CGGGGAGCTGCCGCCGCAGAAGCTGCAGGCCCTCCAGCGAGTTCTGCAGAGCCGCTTCTGCT 
CCGCTATCCGAGAGGTGTATGAGCAGCTTTATGACACGCTGGACATCACCGGCAGCGCCGAG 
ATCCGAGCCCATGCCACAGCCAAGGCCACAGTGGCTGCCTTCACAGCCAGCGAGGGCCACGC 
ACATCCCAGGGTAGTGGAGCTACCCAAGACGGATGAGGGCCTAGGCTTCAACATCATGGGTG 
GCAAAGAGCAAAACTCGCCCATCTACATCTCCCGGGTCATCCCAGGGGGTGTGGCTGACCGC 
CATGGAGGCCTCAAGCGTGGGGATCAACTGTTGTCGGTGAACGGTGTGAGCGTTGAGGGTGA 
GCAGCATGAGAAGGCGGTGGAGCTGCTGAAGGCGGCCCAGGGCTCGGTGAAGCTGGTTGTCC 
GTTACACACCGCGAGTGCTGGAGGAGATGGAGGCCCGGTTCGAGAAGATGCGCTCTGCCCGC 
CGGCGCCAACAGCATCAGAGCTACTCGTCCTTGGAGTCTCGAGGTTGAAACCACAGATCTGG 
ACGTTCACGTGCACTCTCTTCCTGTACAGTATTTATTGTTCCTGGCACTTTATTTAAAGATA 
TTTGACCCTCAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 76 
></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNA143514 
><subunit 1 of 1, 207 aa, l stop 
><MW: 22896, pI: 8.93, NX (S/T) : O 
MAALVEPLGLERDVSRAVELLERLORSGELPPQKLQALORVLOSRFCSAIREVYEQLYDT 
LDITGSAEIRAHATAKATVAAFTASEGHAHPRVVELPKTDEGLGFNIMGGKEQNSPIYIS 
RVIPGGVADRHGGLKRGDOLLSVNGVSVEGEQHE KAVELI, KAAOGSVKLVVRYT PRVLEE 
MEARFEKMRSARRRQOHQSYSSLESRG 

Tyrosine kinase phosphorylation site: 
Amino acids 5-59 

N-myristoylation sites: 
Amino acids O2-108; 133-139 

Cell attachment sequence: 
Amino acids 36-139 

PDZ domain (Also known as DHR or GIGF) : 
Amino acids 93-174 
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FIGURE 77 
CTGTCAGCTGAGGATCCAGCCGAAAGAGGAGCCAGGCACTCAGGCCACCTGAGTCTACT CAC 
CTGGACAACTGGAATCTGGCACCAATTCTAAACCACTCAGCTTCTCCGAGCTCACACCCCGG 
AGAT CACCTGAGGACCCGAGCCATTGATGGACTCGGACGAGACCGGGTTCGAGCACTCAGGA 
CTGTGGGTTTCTGTGCTGGCTGGTCTGCTGGGAGCCTGCCAGGCACACCCCATCCCTGACTC 
CAGTCCTCTCCTGCAATTCGGGGGCCAAGTCCGGCAGCGGTACCTCTACACAGATGATGCCC 
AGCAGACAGAAGCCCACCTGGAGAT CAGGGAGGATGGGACGGTGGGGGGCGCTGCTGACCAG 
AGCCCCGAAAGTCTCCTGCAGCTGAAAGCCTTGAAGCCGGGAGTTATTCAAATCTTGGGAGT 
CAAGACATCCAGGTTCCTGTGCCAGCGGCCAGATGGGGCCCTGTATGGATCGCTCCACTTTG 
ACCCTGAGGCCTGCAGCTTCCGGGAGCTGCTTCTTGAGGACGGATACAATGTTTACCAGTCC 
GAAGCCCACGGCCTCCCGCTGCACCTGCCAGGGAACAAGTCCCCACACCGGGACCCTGCACC CCGAGGACCAGCTCGCTTCCTGCCACTACCAGGCCTGCCCCCCGCACTCCCGGAGCCACCCG 
GAATCCTGGCCCCCCAGCCCCCCGATGTGGGCTCCTCGGACCCTCTGAGCATGGTGGGACCT 
TCCCAGGGCCGAAGCCCCAGCTACGCTTCCTGAAGCCAGAGGCTGTTTACTATGACATCTCC 
TCTTTATTTATTAGGTTATTTATCTTATTTATTTTTTTATTTTTCTTACTTGAGATAATAAAGA 
GTTCCAGAGGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAG 
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FIGURE 78 
></usr/sec.cb2/s st/DNA/Dnas eqs. min / ss. DNAll 44 841 
><subunit 1 of 1, 208 aa, l stop 
><MW: 22187, pI : 5. 08, NX (S/T) : 1 
MDSDETGFEHSGLWVSVLAGLLGACQAHPIPDSSPLLOFGGQWRQRYLYTDDAQQTEAHL 
EIREDGTWGGAADOSPESLLOLKALKPGVIQILGVKTSRFLCQRPDGALYGSLHFDPEAC 
SFRELLLEDGYNVYQSEAHGLPLHLPGNKSPHRDPA PRGPARFL, FPLPGLPPALPEPPGIL 
APQPPDVGSSDPLSMVGPSQGRSPSY AS 

Important features of the protein: 
Signal peptide: 
Amino acids 1-27 

N-myristoylation sites: 
Amino acids 12-18; 20-26; 23-29; 66-72; 94-100; 107-13; 168-174 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 15- 26 

HBGF/FGF family proteins: 
Amino acids 57-73; 8 O-31 
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FIGURE 80 
Protein File: 
MW: 73502.97, pI: 9. 26 
MSSOPAGNOTSPGATEDYSYGSWYIDEPOGGEELOPEGEVPSCHTSIPPGLYHACLASLS 
ILVLLLLAMLVRRRQLWPDCVRGRPGLPSPVDFLAGDRPRAVPAAVFMVLLSSLCLLLPD 
EDALPFLTLASAPSQDGKTEAEPRGAWKILGLFYYAALYY PLAACATAGHT AAHLL, GSTLS 
WAHLGVOVWORAECPOVPKIYKYYSLLASLPLLLGLGFLSLWYPVOLVRSFSRRTGAGSK 
GLOSSYSEEYLRNLLCRKKLGSSYHTSKHGFLSWARVCLRHCIYT POPGFHLPLKLVLSA 
TLTGTAIYOVALLILLVGVWPTIOKVRAGVTT DVSYLLAGFGIVLSEDKOEVVELVKHHLW 
ALEVCYISALVLSCLLTFLVLMRSLVTHRTNLRALHRGAALDLSPLHRSPHPSRQAIFCW 
MSFSAYOTAFICLGLLVOOIFFLGTTALAFLVLMPVLHGRNLLL FRSLESSWPFWLTLA 
LAVILQNMAAHWVFLETHDGHPOLTNRRVLYAATFLLEPLNVLVGAMVATWRVLLSALYN 
AIHLGQMDLSLLPPRAATLDPGYYTYRNFLKIEVSQSHPAMTAFCSL.LLOAQSLL PRTMA 
APODSLRPGEEDEGMOLLOTKDSMAKGARPGASRGRARWGLAYTLLHNPTLOVFRKTALL 
GANGAOP 

Important features of the protein: 
Transmembrane domains : 
Amino acids 54 - 69; 102-1 l) ; 148-166; 207-222; 301-32O; 

364 - 380; A3 - 45; 474 - 489, 52-53. 

N-glycosylation site: 
Amino acids 8-2 

N-myristoylation sites : 
Amino acids 50-56; 176-182; 241-247; 317-323; 34-347; 525-53; 

627-633; 631-637; 640-646; 661-667 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 364-375 

ATP/GTP-binding site motif A (P-loop) : 
Amino acids 132-14 O 
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FIGURE 81 
AAAAAATACAGCAGGTGAAGGAGGTTGGAGAGTAGGGGGTGGAGGGCCCACGCAGCACTTGT 
CCTTCACCCTGGAGGGGATCTGTTACATGCCCCAGATTGCTGGTCCCCTAGAAATGTTACTG 
AGGCAGCCTCTGCATTTTTGCAGGGATTGTTTTCTACTGTFTGACATTCACGTAACCTCCTA 
ACGCTGTCTGGGGAAGATGCTACCCCCTGCTCTCCCCGTCTTTCCTGCACTCTCAGCAATGG 
GATGGGCTGACTGATGCCCTGTGGGCTGGAAAGCTGACCACAGTTGCTGCAGACCAGACCCC 
CTCACATAGTGAGTGCTGGGCTGAGGAATCCAGGAGAGCCCGAGGGGGGACACTGAAGGTGT 
ATCGTTGGCCCTGCCAGCTGCAAGTGAACTGCTTCTGATGAATTTTAATAGGGAGAAAGAAG 
TATTTGCTAAGAATGGCAATCCTGACGCTCAGCCTTCAACT CATCTTGTTATTAATACCATC 
AATATCCCATGAGGCTCATAAAACGAGTCTTTCTTCTTGGAAACATGACCAAGATTGGGCAA 
ACGTCTCCAACATGACTTTCAGCAACGGAAAACTAAGAGTCAAAGGCATTTATTACCGGAAT 
GCCGACATTT GCTCTCGACATCGCGTAACCT CAGCAGGCCTAACTCTGCAGGACCTTCAGCT 
ATGGTGTAATTTGAGGTCAGTGGCCAGAGGACAGATCCCGTCTACATTATGAGTGAAGCGGAGA 
GCTACTGCAGGGTTCTGAGCAGAGTCCTAATTTATATTTTAGAAGAATCATCATGGCTCCTA 
GATTAGGAATAAAACGAAGGGGCCCAGGGATGGAAACGATGAGTCCAGTTGGGTTACTGCAA 
AGATCCAGGCCAGAAATCCAGGCACAGTGGCACACACCTGAGTCCCAGATAATTCCACCTAC 
TGGICCTGCTCTGTGGCCTACTGGTCCGAGTCCAGCCCCGACTGATTTCTGGGCCTGTAATG 
TCTAAAAACGCTCCCTGCTGATGTTTTGCAAGTGACTGTGTTACTTGAAGGCAGTTCCTAGG 
ATAAACTAGTCGCTTTATCATTACAGAATCATTCACTGAGCATCAACTATGTAACCAGCATT 
GGGTTGGGTGCCAGAGATCCAAAGCTAAGACACCAAAACCTGCTCTCCAGGAAACGAGAGGC 
TGAGAA 
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FIGURE 82 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA 14.9995 
><subunit l of 1, 95 aa, 1 stop 
><MW: 10704, pI : 10.00, NX (S/T) : 2 
MAILTISLQLILLLIPSISHEAHKTSLSSWKHDQDWANVSNMTFSNGKLRVKGIYYRNAD 
ICSRHRVTSAGLT LODLOLWCNLRSVARGOIPSTL 

Important features of the protein : 
Signal peptide: 
Amino acids 1 - 19 

N-glycosylation sites: 
Anino acids 38 - 42; 4 - 45 

N-myristoylation site: 
Amino acids 89-95 
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FIGURE 84 
></usr/seqdb2/s st/DNA/Dna seqs.min / ss. DNA167678 
><subunit 1 of 1, 304 aa, 1 stop 
> KMW: 32945, pI: 4. 69, NX (S/T) : 3 
MLPPPRPAAALALPVLLLLLVVLTPPPTGARPSPGPDYLRRGWMRLLAEGEGCAPCRPEE 
CAAPRGCLAGRVRDACGCCWECAN LEGOLCDLDPSAHEY GHCGEOLECRLDTGGDLSRGE 
VPEPLCACRSQSPLCGSDGHTYSOICRLQEAARARPDANLTVAHPGPCESGPQIVSHPYD 
TWNVTGODVI FGCEVFAYPMASIEWRKDGLDIQLPGDDPHISVQFRGGPQRFEVTGWLOI 
OAVRPSDEGTYRCLGRNALGOVEAPASLTVLTPDQLNSTGIPOLRSLNLV PEEEAESEEN 
DDYY 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - 30 

N-glycosylation sites: 
Amino acids 1.59-163; 183-187; 277 - 281 

Tyrosine kinase phosphorylation site: 
Amino acids 244-252 

N-myristoylation sites: 
AIllino acids 52-58; 66-72; 113-119; 249-255 

Kazal-type serine protease inhibitor domain : 
Amino acids 121-168 

Immunoglobulin domain : 
Amino acids 186-255 

Insulin-like growth factor binding proteins: 
Amino acids 53-90 
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FIGURE 85 
CAAAGCGGCGGCTGTCCGCGGTGCCGGCTGGGGGCGGAGAGGCGGCGGTGGGCTCCCTGGGG 
TGTGTGAGCCCGGTGATGGAGCCGGGCCCGACAGCCGCGCAGCGGAGGTGTTCGTTGCCGCC 
GTGGCTGCCGCTGGGGCTGCTGCTGTGGTCGGGGCTGGCCCTGGGCGCGCTCCCCTTCGGCA 
GCAGTCCGCACAGGGTCTTCCACGACCTCCTGTCGGAGCAGCAGTTGCTGGAGGTGGAGGAC 
TTGTCCCTGTCCCTCCTGCAGGGTGGAGGGCTGGGGCCTCTGTCGCTGCCCCCGGACCTGCC 
GGATCTGGATCCTGAGTGCCGGGAGCTCCTGCTGGACTTCGCCAACAGCAGCGCAGAGCTGA 
CAGGGTGTCTGGTGCGCAGCGCCCGGCCCGTGCGCCTCTGTCAGACCTGCTACCCCCTCTTC 
CAACAGGTCGTCAGCAAGATGGACAACATCAGCCGAGCCGCGGGGAATACTTCAGAGAGTCAG 
AGTTGTGCCAGAAGTCTCTTAATGGCAGATAGAATGCAAATAGTTGTGATTCTCTCAGAATT 
TTTTAATACCACATGGCAGGAGGCAAATTGTGCAAATTGTTTAACAAACAACAGTGAAGAAT 
TATCAAACAGCACAGTATATTTCCTTAATCTATTTAATCACACCCTGACCTGCTTTGAACAT 
AACCTTCAGGGGAATGCACATAGTCTTTTACAGACAAAAAATTATTCAGAAGTATGCAAAAA 
CTGCCGTGAAGCATACAAAACTCTGAGTAGTCTGTACAGTGAAATGCAAAAAATGAATGAAC 
TTGAGAATAAGGCTGAACCTGGAACACATTTATGCATTGATGTGGAAGATGCAATGAACATC 
ACTCGAAAACTATGGAGTCGAACTTTCAACTGTTCAGTCCCTTGCAGTGACACAGTGCCTGT 
AATTGCTGTTTCTGTGTTCATTCTCTTTCTACCTGTTGTCTTCTACCTTAGTAGCTTTCTTC 
ACT CAGAGCAAAAGAAACGCAAACT CATTCTGCCCAAACGTCTCAAGTCCAGTACCAGTTTT 
GCAAATATTCAGGAAAATTCAAACTGAGACCTACAAAATGGAGAATTGACATATCACGTGAA 
TGAATGGTGGAAGACACAACTTGGTTTCAGAAAGAAGATAAACTGTGATTTGACAAGTCAAG 
CTCTTAAGAAATACAAGGACTTCAGATCCATTTTTAAATAAGAATTTTCGATTTTTCTTTCC 
TTTTCCACTTCTTTCTAACAGATTTGGATATTTTTAATTTCCAG 



Patent Application Publication Oct. 2, 2003 Sheet 88 of 246 US 2003/0187.202 A1 

FIGURE 86 

></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA168028 
><subunit 1 of 1, 334 aa, l stop 
><MW: 37257, pI : 5.95, NX (S/T) : 10 
MEPGPTAAQRRCSLPPWLPLGLLLWSGLALGALPFGSSPHRVFHDLLSEQOLLEVEDLSL 
SLLOGGGLGPLSLPPDLPDLDPECRELLLDFANSSAELTGCLVRSARPVRLCQTCYPLFO 
QVVSKMDNISRAAGNTSESQSCARSLLMADRMQIVVILSEFFNTTWQEANCANCLTNNSE 
ELSNSTVY FLNLFNHTLTCFEHNLQGNAHSLLQTKNYSEVCKNCREAYKTLSSLYSEMOK 
MNELENKAEPGTHLCIDVEDAMNITRKLWSRTFNCSVPCSDTVPVIAVSVFIL FLPVVEY 
LSSFLHSEQKKRKL, ILPKRLKSSTSFANIQENSN 

Important features of the protein : 
Signal peptide : 
Amino acids 1-3 

TranSInelubrane domain : 
Amino acids 278-3OO 

N-glycosylation sites : 
Amino acids 93-97; 128-132; 135-139; 163-167; 177-181; 

184 - 188; 194 - 198; 216-22 O; 263-267; 274 - 278 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 1 O-14 

N-myristoylation sites: 
Amino acids 27-33; 20 6-2 12; 251-257 

Leucine zipper pattern: 
Amino acids 190-212 
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FIGURE 88 

></usr/seqdb2/s st/DNA/Dnas eqs. Imin / ss. DNA173894 
><subunit 1 of 1, 202 aa, l stop 
><MW: 21879, pI: 9.30, NX (S/T) : 2 
MLVAGFLLAL PPSWAAGAPRAGRRPARPRGCADRPEELLEQEYGRLAAGVLSAFHHTLQL 
GPREQARNASCPAGGRPGDRRFRPPTNLRSVSPWAYRISYDPARY PRYLPEAYCLCRGCL 
TGLEGEEDVRFRSAPVYMPTVVLRRTPACAGGRSVYTEAYVTIPWGCTCVPEPEKDADST 
NSSIDKOGAKLLLGPNDAPAGP 

Important features of the protein: 
Signal peptide : 
Amino acids 1-15 

N-glycosylation sites : 
Amino acids 68-72; 181-185 

Tyrosine kinase phosphorylation site: 
Amino acids 97 - 106 

N-myristoylation sites : 
Amino acids 17-23; 49-55; 7 4-8 O ; 118-24 

Amidation site : 
Amino acids 21-25 
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FIGURE 89 
CCGGGGCCTCCGGAGAACGCTGTCCCATGAACGTGCGGGGAGCGGCCCCCGGCGTCCGCGCG 
TCCCCGCGTCCCTGGCAATTCCCGACTTCCCAACGGCTTCCCGCTGGCAGCCCCGAAGCCGC 
ACCATGTTCCGCCTCTGGTTGCTGCTGGCCGGGCTCTGCGGCCTCCTGGCGTCAAGACCCGGT 
TTTCAAAATTCACTTCTACAGATCGTAATTCCAGAGAAAATCCAAACAAATACAAATGACAG 
TTCAGAAATAGAATATGAACAAATATCCTATATTATTCCAATAGATGAGAAACTGTACACTG 
TGCACCTTAAACAAAGATATTTTTTAGCAGATAATTTTATGATCTATTTGTACAATCAAGGA 
TCTATGAATACTTATTCTTCAGATATTCAGACTCAATGCTACTATCAAGGAAATATTGAAGG 
ATATCCAGATTCCATGGTCACACTCAGCACGTGCTCTGGACTAAGAGGAATACTGCAATTTG 
AAAATGTTTCTTATGGAATTGAGCCTCTGGAATCTGCAGTTGAATTTCAGCATGTTCTT TAC 
AAATTAAAGAATGAAGACAATGATATTGCAATTTTTATTGACAGAAGCCTGAAAGAACAACC 
AATGGATGACAACATTTTTATAAGTGAAAAATCAGAACCAGCTGTTCCAGATTTATTTCCTC 
TTTATCTAGAAATGCATATTGTGGTGGACAAAACTTTGTATGATTACTGGGGCTCTGATAGC 
ATGATAGTAACAAATAAAGTCATCGAAATTGTTGGCCTTGCAAATTCAATGTTCACCCAATT 
TAAAGTTACTATTGTGCTGTCATCATTGGAGTTATGGTCAGATGAAAATAAGATTTCTACAG 
TTGGTGAGGCAGATGAATTATTGCAAAAATTTTTAGAATGGAAACAATCTTATCTTAACCTA 
AGGCCTCATGATATTGCATATCTACTAATTTATATGGATTATCCTCGTTATTTGGGAGCAGT 
GTTTCCTGGAACAATGTGTATTACTCGTTATTCTGCAGGAGTTGCATTGTACCCCAAGGAGA 
TAACTCTGGAGGCATTTGCAGTTATTGT CACCCAGATGCTGGCACTCAGTCTGGGAATATCA 
TATGACGACCCAAAGAAATGTCAATGTTCAGAATCCACCTGTATAATGAATCCAGAAGTTGT 
GCAATCCAATGGTGTGAAGACTTTTAGCAGTTGCAGTTTGAGGAGCTTTCAAAATTTCATTT 
CAAATGTGGGTGTCAAATGTCTTCAGAATAAGCCACAAATGCAAAAAAAATCTCCGAAACCA 
GTCTGTGGCAATGGCAGATTGGAGGGAAATGAAATCTGTGATTGTGGTACTGAGGCT CAATG 
TGGACCTGCAAGCTGTTGTGATTTTCGAACTTGTGTACTGAAAGACGGAGCAAAATGT TATA 
AAGGACTGTGCTG CAAAGACTGT CAAATTTTACAATCAGGCGTTGAATGTAGGCCGAAAGCA 
CATCCTGAATGTGACATCGCTGAAAATTGTAATGGAAGCT CACCAGAATGTGGTCCTGACA 
AACTTTAATCAATGGACTTTCATGCAAAAATAATAAGTTTATTTGTTATGACGGAGACTGCC 
ATGATCTCGATGCACGTTGTGAGAGTGTATTTGGAAAAGGTTCAAGAAATGCTCCATTTGCC 
TGCTATGAAGAAATACAATCT CAATCAGACAGATTTGGGAACTGTGGTAGGGATAGAAATAA 
CAAATATGTGTTCTGTGGATGGAGGAATCTTATATGTGGAAGATTAGTTTGTACCTACCCTA 
CTCGAAAGCCTTTCCATCAAGAAAATGGTGATGTGATTTATGCTTTCGTACGAGATTCTGTA 
TGCATAACTGTAGACTACAAATTGCCTCGAACAGTTCCAGATCCACTGGCTGTCAAAAATGG 
CTCTCAGTGTGATATTGGGAGGGTTTGTGTAAATCGTGAATGTGTAGAATCAAGGATAATTAAG 
GCTTCAGCACATGTTTGTTCACAACAGTGTTCTGGACATGGAGTGTGTGATTCCAGAAACAA 
GTGCCATTGTTCGCCAGGCTATAAGCCTCCAAACTGCCAAATACGTTCCAAAGGATTTTCCA 
TATTTCCTGAGGAAGATATGGGTTCAATCATGGAAAGAGCATCTGGGAAGACTGAAAACACC 
TGGCTTCTAGGTTTCCTCATTGCTCTTCCTATTCTCATTGTAACAACCGCAATAGTTTTGGC 
AAGGAAACAGTTGAAAAAGTGGTTCGCCAAGGAAGAGGAATTCCCAAGTAGCGAATCTAAAT 
CGGAAGGTAGCACACAGACATATGCCAGCCAATCCAGCTCAGAAGGCAGCACTCAGACATAT 
GCCAGCCAAACCAGAT CAGAAAGCAGCAGTCAAGCTGATACTAG CAAATCCAAATCAGAAGA 
TAGTGCTGAAGCATATACTAGCAGATCCAAATCACAGGACAGTACCCAAACACAAAGCAGTA 
GTAACTAGTGATTCCTTCAGAAGGCAACGGATAACATCGAGAGTCTCGCTAAGAAATGAAAA 
TTCTGTCTTTCCTTCCGTGGTCACAGCTGAAAGAAACAATAAATTGAGTGTGGATC 
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FIGURE 90 
></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA176775 
><subunit 1 of 1, 787 aa, 1 stop 
> KMW: 87934, pI : 5. 49, NX (S/T) : 4 
MFRLWLLLAGLCGLLASRPGFQNSLLOIVIPEKIOTNTNDSSEIEYEOISYII PIDEKLY 
TVHLKORY FILADNFMIYLYNQGSMNTYSSDIOTQCYYQGNIEGYPDSMVTLSTCSGLRGI 
LQFENVSYGIEPLESAVE FOHVLY KLKNFDNDIAIFIDRSLKEOPMDDNIFISEKSEPAV 
PDLFPLYLEMHIVVDKTLY DYWGSDSM IVTNKVIEIWGLANSMFTOFKV''IVLSSLEWS 
DENKISTVGEADELLOKFLEWKQSYLNLRPHDIAYLLIYMDY PRYLGAVFPGTMCITRYS 
AGVALYPKEITLEAFAVIVTOMLALSLGISYDDPKKCQCSESTCIMNPEVVOSNGVKTFS 
SCSLRSFONFISNVGVKCLONKPQMQKKSPKPVCGNGRLEGNEICDCGTEAQCGPASCCD 
FRTCVLKDGAKCYKGLCCKDCQII.QSGVECRPKAHPECDIAENCNGSSPECGPDITLING 
LSCKNNKFICYDGDCHDLDARCESVFGKGSRNAPFACYEEIOSOSDREGNCGRDRNNKYV 
FCGWRNLICGRLVCTYPTRKPFHOENGDVIYAFVRDSVCITVDYKLPRTVPDPLAVKNGS 
QCDIGRVCVNRECVESRIIKASAHVCSQQCSGHGVCDSRN KCHCSPGYKPPNCOIRSKGF 
SIFPEEDMGSIMERASGKTENTWLLGFLIALPILIVTTAIVLARKOLKKW FAKEEEEPSS 
ESKSEGSTOTYASQSSSEGSTOTYASQTRSESSSQADTSKSKSEDSAEAYTSRSKSODST 
QTOSSSN 

Important features of the protein: 
Signal peptide : 
Amino acids 1-16 

Transmembrane domain : 
Amino acids 309-326; 681 - 7 O 5 

N-glycosylation sites : 
Amino acids 39-43; 125-129; 4 6 5-4 69; 598 - 602 

Glycosaminoglycan attachment site: 
Amino acids 631 - 635 

Tyrosine kinase phosphorylation site: 
Amino acids 269-276 

N-myristoylation sites: 
Amino acids 13-19; 82-88; 99 - 105; 218-224; 4 O - 4 O7; 634 - 64 O; 

726-732; 739 - 745 

EGF-like domain proteins : 
AImino acids 642 - 654 

Disintegrins proteins: 
Amino acids 4 OO - 4 O7; 422-4 7 2; 4 O3-4 53; 4 67-517; 634 - 684 

Reprolysin (M12B) family zinc metalloprotease : 
Amino acids 186-383 

Reprolysin family propeptide : 
Amino acids 63-176 
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FIGURE 91 
CACCAGACAGCACTCCAGCACTCTGTTTGGGGGGCATTCGAAACAGCAAAATCACTCATAAA 
AGGCAAAAAATTGCAAAAAAAAATAGTAATAACCAGCATGGCACTAAATAGACCATGAAAAG 
ACATGTGTGTGCAGTATGAAAATTGAGACAGGAAGGCAGAGTGTCAGCTTGTTCCACCTCAG 
CTGGGAATGTGCATCAGGCAACT CAAGTTTTTCACCACGGCATGTGTCTGTGAATGTCCGCA 
AAACATTCTCTCTCCCCAGCCTTCATGTGTTAACCTGGGGATGATGTGGACCTGGGCACTGTGG 
ATGCTCCCTTCACTC"I'GCAAATTCAGCCTGGCAGCTCTGCCAGCTAAGCC'IGAGAACATTTC 
CTGTGTCTACTACTATAGGAAAAATTTAACCTGCACTTGGAGTCCAGGAAAGGAAACCAGTT 
ATACCCAGTACACAGTTAAGAGAACTTACGCTTTTGGAGAAAAACATGATAATTGTACAACC 
AATAGTTCTACAAGTGAAAATCGTGCTTCGTGCTCTTTTTTCCTTCCAAGAATAACGATCCC 
AGATAATTATACCATTGAGGTGGAAGCTGAAAATGGAGATGGTGTAATTAAATCTCATATGA 
CATACTGGAGATTAGAGAACATAGCGAAAACTGAACCACCTAAGATTTTCCGTGTGAAACCA 
GTTTTGGGCATCAAACGAATGATTCAAATTGAATGGATAAAGCCTGAGTTGGCGCCTGTTTC 
ATCTGATTTAAAATACACACTTCGATTCAGGACAGTCAACAGTACCAGCTGGATGGAAGTCA 
ACTTCGCTAAGAACCGTAAGGATAAAAACCAAACGTACAACCTCACGGGGCTGCAGCCITTT 
ACAGAATATGTCATAGCTCTGCGATGTGCGGTCAAGGAGTCAAAGTTCTGGAGTGACTGGAG 
CCAAGAAAAAATGGGAATGACTGAGGAAGAAGCTCCATGTGGCCTGGAACTGTGGAGAGTCC 
TGAAACCAGCTGAGGCGGATGGAAGAAGGCCAGTGCGGTTGTTATGGAAGAAGGCAAGAGGA 
GCCCCAGTCCTAGAGAAAACACTTGGCTACAACATATGGTACTATCCAGAAAGCAACACTAA 
CCT CACAGAAACAATGAACACTACTAACCAGCAGCTTGAACTGCATCTGGGAGGCGAGAGCT 
TTTGGGTGTCTATGATTTCTTATAATTCTCTTGGGAAGTCTCCAGTGGCCACCCTGAGGATT 
CCAGCTATTCAAGAAAAATCATTTCAGTGCATTGAGGTCATGCAGGCCTGCGTTGCTGAGGA 
CCAGCTAGTGGTGAAGTGGCAAAGCTCTGCTCTAGACGTGAACACTTGGATGATTGAATGGT 
TTCCGGATGTGGACT CAGAGCCCACCACCCTTTCCTGGGAATCTGTGTCT CAGGCCACGAAC 
TGGACGATCCAGCAAGATAAATTAAAACCTTTCTGGTGCTATAACATCTCTGTGTATCCAAT 
GTTGCATGACAAAGTTGGCGAGCCATATTCCATCCAGGCTTATGCCAAAGAAGGCGTTCCAT 
CAGAAGGTCCTGAGACCAAGGTGGAGA ACATI'GGCGTGAAGACGGTCACGATCACATGGAAA 
GAGATTCCCAAGAGTGAGAGAAAGGGTATCATCTGCAACTACACCATCTTTTACCAAGCTGA 
AGGTGGAAAAGGATTCTGTAAGCACGCCCATAGCGAAGTGGAAAAAAACCCCAAGCCCCAGA 
TAGATGCTATGGATAGACCTGTTGTAGGCATGGCTCCCCCATCTCATTGTGACTTGCAACCT 
GGCATGAATCACTTAGCTTCTTTAAATCTCTCTGAAAATGGGGCCAAGAGCACCCACCTTTT 
GGGGTTTTGGGGGTTAAATGAGAGTGAAGTGACAGTACCTGAGAGGAGAGTCCTGAGGAAAT 
GGAAGGAGTTGTTATAATTTGTCCTGGTTAGGCCCTGAATTGACCTCCCGGGAGCTCCCCGA CCATCATTCCCAGGAATGGCGTGCCTGGCTTAAAGAGTGAGGAGGAACAGACCCTGTCACCA 
TGACTTCTACTGCCCCTGCCAAATCATGCTTTTGTTTTTCAGTCCACCTTATCTCCTGACATCT 
TAAATACTGGGCAAGGCTTGGATTCTTGCTTAGGCTAAATAATTTTTTCTTATGGTAAAATA 

- CACGTAAAATATTTTTCCAGTTTAAACATTTGAAAGTGTACAATTTAGTGGCATTAGAAGCA 
TTCACAATATTGTGCAACCATCACCACTATTTCCAGAACTCTTCTATTTCTGCCCAAATAGA 
AGCCCTATACCCATTCATTAGTCACTCCCCATTCCTCTCCTCCCACAGCCCCTGGCAACTAC 
CAAACTGCTTTGTGTCTCTATGGATTGCCTATTTTGGATATTTCATATACATAGAATCATAA 
ANTAAAAAAAAAAAAAAAAAAAA 
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FIGURE 92 

></usr/seqdb2/s st/DNA/Dna secs. min / ss. DNA1773 i3 
><subunit l of 1, 582 aa, 1 stop 
> KMW: 66605, pI: 8.14, NX (S/T): 15 
MCIROLKE FTTACVCECPQNILSPOPSCVNLGMMWTWALWMLPSLCKFSLAALPAKPENI 
SCVYYYRKNLTCTWSPGKETSYTOYTVKRTYAFGEKHDNCTTNSSTSENRASCSFFL PRI 
TIPDNYTIEVEAENGDGVIKSHMTYWRLENIAKTEPPKIFRVKPVLG IKRMIOIEWIKIPE 
LAPVSSDLKYTLRFRTVNSTSWMEVNEAKNRKDKNOTYNLTGLOPFTEYVIALRCAVKES 
KFWSDWSOEKMGMTEEEAPCGLELWRVLKPAEADGRRPVRLLWKKARGAPVLEKTLGYNT 
WYYPESNTNLTETMNTTNQQLELH LGGESFWVSMISYNSLGKSPVATLRIPAQEKSFQC 
IEVMQACVAEDQLVVKWQSSAL DVNTWMIEWFPDVDSEPTTLSWESVSQATNWTIOODKL 
KPFWCYNISVYPMLHDKVGEPYSIOAYAKEGVPSEGPETKVENIGVKTVTITWKEIPKSF 
RKGIICNYTI FYQAEGGKGFCKHAHSEVEKNPKPOIDAMDRPVVGMAPPSHCDLOPGMNH 
LASLNLSENGAKSTHL,LGFWGLNESEVTV PERRVLRKWKEL, 

Important features of the protein: 
Signal peptide : 
Amino acids - 46 

N-glycosylation sites : 
Amino acids 59-63; 69-73; 99-1 O3; 1 O3-107; 125-129; 198-2O2; 

215-219; 2 19-223; 309-313; 315-319; A 12-41. 6; 
427 – 431; 487 - 491; 545 - 549; 563-5 67 

N-myristoylation sites: 
Amino acids 32-38; 137-143; 483-489; 550-556; 5 61 - 567 

Amidation site: 
Amino acids 274 - 278 

Growth factor and cytokines receptors family signature 1 : 
Amino acids 62-75 

Fibronectin type III domain : 
Amino acids 54 -14. A ; 15 4-2 47 
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FIGURE 93 
ATTCTCCTAGAGCATCTTTGGAAGCATGAGGCCACGATGCTGCATCTTGGCTCTTGTCTGCT 
GGATAACAGTCTTCCTCCTCCAGTGTTCAAAAGGAACTACAGACGCTCCTGTTGGCTCAGGA 
CTGTGGCTGTGCCAGCCGACACCCAGGTGTGGGAACAAGATCTACAACCCTTCAGAGCAGTG 
CTGTTATGATGATGCCATCTTATCCTTAAAGGAGACCCGCCGCTGTGGCTCCACCTGCACCT 
TCTGGCCCTGCTTTGAGCTCTGCTGTCCCGAGTCTTTTGGCCCCCAGCAGAAGTTTCTTGTG 
AAGTTGAGGGTTCTGGGTATGAAGTCTCAGTGTCACTTATCTCCCATCTCCCGGAGCTGTAC 
CAGGAACAGGAGGCACGTCCTGTACCCATAAAAACCCCAGGCTCCACTGGCAGACGGCAGAC 
AAGGGGAGAAGAGACGAAGCAGCTGGACATCGGAGACTACAGTTGAACTTCGGAGAGAAGCA 
ACTTGACTTCAGAGGGATGGCTCAATGACATAGCTTTGGAGAGGAGCCCAGCTGGGGATGGC 
CAGACTTCAGGGGAAGAATGCCTTCCTGCTTCATCCCCTTTCCAGCTCCCCTTCCCGCTGAG 
AGCCACTTTCATCGGCAATAAAATCCCCCACATTTACCATCT 
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FIGURE 94. 

</usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA57700 
<subunit l of 1, 125 aa, l stop 
<MW: 14 198, pI: 9. O1, NX (S/T) : 1 
MRPRCCILALVCWITVFLLOCSKGTTDAPVGSGLWLCQPTPRCGNKIYNPSEOCCYDDAI 
LSLKETRRCGSTCTFWPCFELCCPESFGPQQKFLVKLRVLGMKSQCHLSPISRSCTRNRR 
HVLYP 

Important features: 
Signal peptide : 
Amino acids 1-21 

N-myristoylation sites : 
Amino acids 33-39; 7 O-76 

Anaphylatoxin domain proteins : 
Amino acids 50-60 
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FIGURE 95 
GCATTTTTGTCTGTGCTCCCTGATCTTCAGGTCACCACCATGAAGTTCTTAGCAGTCCTGGT 
ACTCTTGGGAGTTTCCATCTTTCTGGTCTCTGCCCAGAATCCGACAACAGCTGCTCCAGCTG 
ACACGTATCCAGCTACTGGTCCTGCTGATGATGAAGCCCCTGATGCTGAAACCACTGCTGCT 
GCAACCACTGCGACCACTGCTGCTCCTACCACTGCAACCACCGCTGCTTCTACCACTGCTCG 
TAAAGACATTCCAGTTTTACCCAAATGGGTTGGGGATCTCCCGAATGGTAGAGTGTGTCCCT 
GAGATGGAATCAGCTTGAGTCTTCTGCAATTGGTCACAACTATTCATGCTTCCTGTGATTTC 
ATCCAACTACTTACCTTGCCTACGATATCCCCTTTATCTCTAATCAGTTTATTTTCTTTCAA 
ATAAAAAATAACTATGAGCAACATAAAAAAAAAAAAA. 
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FIGURE 96 
</usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA62872 
<subunit l of 1, 90 aa, l stop 
<MW: 9039, pI: 4.37, NX (S/T) : 1 
MKFLAVLVLLGVSIFLVSAQNPTTAAPADTYPATGPADDEAPDAETTAAATTATTAAPTT 
ATTAASTTARKDIPVLPKWVGDLPNGRVCP 

Important features : 
Signal peptide : 
AIaino acids 1-19 
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FIGURE 97 
GGACTCTGAAGGTCCCAAGCAGCTGCTGAGGCCCCCAAGGAAGTGGTTCCAACCTTGGACCC 
CTAGGGGTCTGGATTTGCTGGTTAACAAGATAACCTGAGGGCAGGACCCCATAGGGGAATGC 
TACCTCCTGCCCTTCCACCTGCCCTGGTGTTCACGGTGGCCTGGTCCCTCCTTGCCGAGAGA 
GTGTCCTGGGTCAGGGACGCAGAGGACGCT CACAGACTCCAGCCCTTTGTTACCGAGAGGAC 
ACTTGGCAAGGTCCAGCGATGGTCCGGAGTCCACACACAGACTGGCGGCAGGGCAGGAGGGG 
GACAGTTCTGTTGTGCTTGGTTGGACAGTAAGAGGGTCTTGGCCAGTCCAGGGTGGGGGGCG 
GCAAACTCCATAAAGAACCAGAGGGTCTGGGCCCCGGCCACAGAGTCATCTGCCCAGCTCCT 
CTGCTGCTGGCCAGTGGGAGTGGCACGAGGTGGGGCTTTGTGCCAGTAAAACCACAGGCTGG 
ATTTGCCTGCGGGCCATGGTCCCTGTCTAGGGCAGCAATTCTCAACCTTCTTGCTCTCAGGA 
CCCCAAAGAGCTTTCATTGTATCTATTGATTTTTACCACATTAGCAATAAAACTGAGAAAT 
GGGCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGAT 
CACCTGAGATCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCTTGTCTACTAAAAA 
TACAAAAAATTAGCCAGGCACAGTGGTGTGCACTGGTAGTCCCAGTTACTCGGGAGGCTGAG 
GCAGGAAAATCGCTTGAACCCAGGAGGCGGACGTTGCGGTGAGCCGAGATCGCGCCGCTGAT 
TCCAGCCTGGGCGACAAGAGTGAGACTCCATCT CACACA 


































































































































































































































































































































































































































