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[0035] e A7) molemtA o] FAIASQl FH= 8] & 1ol HERAUG.

x 1

[0036] A |k AAA | SNP =] MA(F7IAEAA[ ] 771)

LPL, SLC18A1|8p21.3 |rs10503670 19985382 TTTTTAGCAAATTAAATTTTCTAATTTGCTTTTACTC
AGTACATTGATAT

GCTTAGTATAAATGCACTAACTGTGCTACTTTTAAAC
GCATCCAACACAC

[G/A]
TCATTTTAAAGTGTTTTATGAGAAATTCTGAACCTCC
AGTAGACAACGAC

CCTTCTCCTACAAACTACAGTTATTCCAAGGGCATTT
CACTCTGTCTTCC

2 LINC00499 4g28.3 |rs56823384 139255670 ATACATGAAGACTTATTTCAAGAATTTAAATACTTTT
TAAAGAGTTAACC
ATAAATACAGAGTCCTGGCATGTTCCACCCATACCTG
ACGCCAGGAATTA

[T/C]
GAAATAGGAAGCTGGCAGTGAGTTACGGTGCCTACTC
TGGTTGTAAAGTA
GTTTACTTTCTGCCTGAGTAAAGCATTAAGACGTGCG
TCAGGTATCGTTA

3 IRS2 13q34 rs76507772 110382882 GCCCGTGTCACTCTCAGACTCCATGTCTCAATTTGAA
TGTTTCCATGTCA

CTTAAAAAGTAGAATATTCATAGTGATGTTGAAGATA
CAAAAGATATACC

[A/C]

GGATTAATTTTCTAGTCAATTTTATGTGTCTGTGACC
CAAGACAATAAAA

GTTAAGTCATCGTTAGTTCCTTAGTTGCTGGACACTT
TAGCCCAATATAC

4 PDCD6IP, 3p22.3  |rs138753053 33961435 GTTGACCCCCACTGGCTGGGTACCACAAGTTTTCTGT
L0C101928135 TTCTGAGCTCTTA

GCCAGGGTGGAGCCCTACCCTTCCAGAGATGTGCCTT
TGTGCTTAAGCTG

[G/A]
CAAGAATGCAATCAGCCTAGTTAAAATTTTGATAATC
CACTTGATCCATC
CCAGTTATAGGCTCAAATCCCAGGAGGCATCTTATAG
ACCTGAGCCTTAT

5 CASC15 6p22.3 |rs145397166 22067476 CAAGATTGAGAAAAACATGTCTTTAGGCAGGCTAATC
TAATCACACACAG

AAGGCAGCCTGTTTTCTTACTTGCTGGATCGCTTCCA
CTTTATATTCTCA

[C/G]

AGGGAACAATATATTAAGTACAGTATTTAGAAATATT
TGTTGAATCCTAC

TGTCTGATTTTGGCAAGTCCCAAGGAAAAAAAGAATA
TGTCTTGGACTGC

[0037] 3, AdujA S (Haplotype) #2412 SNP

[0038] Eoabgo Fo) dhrol thakel GWAS Aol FEol Qs yiwkez g thA (imputation)S F718ke] FA
X AAES FFAAT
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rs138753053, rsl45397166014 o]Fojx oz NE Helw ov i} oS o st A 4 g, 7}
2 SNP 7] mAE B 2dehs A 4 9l

e
)
o,
lo
G
v
i
e,
-
r_ﬂi
2
9
=)
i
=)
o
N

] NP Tl A AdEEE 15 o] SNPE A= & A= AAE



[0050]

[0051]

[0052]

[0053]

[0054]

[0055]

[0056]

[0057]

[0058]
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Z3etE AFge 2P o5 =8 JEE AFIT

2 dgolx go] “J|E” & nloll mF AEd ooz Afsts T2HE ke dAE HE UME ZA=E
FEA o] wlolQ wiA el WE £FES PJriE £ Y s w3t ZEE o= 34 #Adste] gdE Jhss
EAS 71AFe] vkgo] oM AFHoZ qA S AR ofyF, AFHoZ HAH TE AlHe] kA
of o3t wAlslE TAAZE HE HHA FAE XSG, v dAAe A ke WA 7)1 g N Al
o 9 7g g g9 58 I ¢ 9o, ALgHE AlYf AES X5 AE 4 Quh. 2l 7]
EE RT-PRS 887 e od 44 o942 Fdas 71EY 4 9oy, nkA %@1}011 gt Solzel 7t
Zrol Eglolw] 24 ok H2E FH, WkE AF5d | dSAIFFHLES(INPs), Tag-gHas, A EaAL,
DNase, RNase SJAA|, B4 5& X 4 dul. T3, J1EE DNA HE 73517 Hd 28 24 245
ﬁﬂé}b 16 A58 FHAAE HESH] A 71IEY & Aok, DNA H JIEE A e 19 ddld dgs)
= cDNAZF Z2H2 Ry Qe V#g sty 7| A g2 A B 29 9 §dshs
cDNAE ¥ & 4 ). & Wge] 7|Ex= o dAld TAFH d= Aot o]d Ass A &&=

E odgo A A7) 7|E (R 7]E T= DNA 3 7]|EY 4 o), DNAS FAsl7] 93t Aolgtd A|skglo]

B oamol Ay 7| EE A whge] Al 3 2R/ e O oo tgE A AHE AHE, §9 T AXE
o X3 5 Q. oAE EW, B AHoA A7) 7IEE gGAA FHALNSS Fds] f6 Has d¢ o
25 9 23 F o, dHAA FFaaNS JEE v didS dsslsle fAA] s SelAel =)
olm] & Xty ztolw= A7 AR ik Al BolAl MAE VA FEHLHERA, o 7
bp WA 50 bpe] Heo], Wt} upghAetAl= °F 10 bp WA 30 bpel Hol& 7Hd & vk, E=3 dixd FH24e
A o] EolAQl ZgtolmE EFE £ vk, 2 ¢ FHA FFEANE JEE HEAE FH EE OE
Adgk &7], g A (pH B mlavle ks O, USAST Eﬂ_?_ o] =(dNTPs), Taq-Ze|wetot] %
AAALE A9 & FA, DNase, RNase A4l DEPC-4=(DEPC-water), B4 5 X3 4= dd
Tgh, & 2] AV] 7IE= DNA HE Fds] f& Z2es A5 o4A5 ¥ ¢ Aok DM J JEs #A
b i 1] 9 sdskE cDNA e 22w S S El=(oligonucleotide) 7t F-2kE o] = 79, 9 ¥
274 Z2EE Azetr] 93 Aok, AAl, a4 55 I F Ak B U]He 2T FAA me 1Y w
el 38k oDNA B P d =S 28e = A
2 ol A7) JEs aAAE ﬂ 23S i, AV 1ZA RS UERAERR , PVDF ZEnd
L2 A (polystyrene) TAE FAdd€ 4 ZHE(Well plate), FE=E & &dtol=

=
o
=
=
=
=
>
)4
%
i}
!
4 feor
it
AC)
>
oo
<

o, olo AgtE= AL ot

wek, ool Y] 7IECA 2z &A1Y BAAE ¥4 RS e B4 dAATE upEAs
HRP(horseradish peroxidase), 7|4 ©<AArsla(alkaline phosphatase), FZo]= HE=(coloid gold),
FITC(Z2] L-gto]Al-EF 2291 ofo]El 2 AJopd|o] E), RITC(ZURI-B-oto] 2E] QAo 0] E) 5o FFEL
(fluorescein) B MA(dye) ¢ FAAZF AHEE F Ao, old AgH= AL o

EY, 2wl A7) FEdAM wae frmsy] A% 2 vjde w wheS S mAAC uhet Akgahs

Aol whgkAlsis, TB(3, 3' 5,5'-HIEetHE WIA®), ABIS[2,2'-opA| ke-H] 2 (3~ I 2 E o}£ H-6-HE2) ],

ofRl) T& AFEE & glrh. ojw, A 71EL 9% 84(0.1 M NaAc, pH 5.5)0 &3l el

RO H}a“‘ shet. MMBSR 22 A1 oAb Al HgAe EAAZ ARG HRPA o3 &
! 2

1o T =4
shslo] A muﬂ-g— WAL, o W AAAe] A ARG ooz oM 4] A wuse

OPD(o- Jﬂéaﬂﬂ}o

=4 f5

2 gy o] A7) 71 W Az No. olate] 9= RN NaCl @ EY 208 F3st= Zo] vizkdsly, 0.02 M ¢l
AF $+E89, 0.13 M NaCl, 2 0.05% E9 2002 ?—*éﬂ 4 BA(PBST) o] HL wA st A& gy
-8k Ag g ? ‘J%—fé}iﬂ A3A 22k FAE AR g AYHS A Hrtste] 3 A 63 Al

HErh, W gA &2 b B (H2504) o] wirAskAl AHEE 4 Sl

2o o2 FE o w2, (1) JIAY AESA A8E Fhlshe B (2) AV AT ARESR
B Al (genomic) DNAE 4+ %74], (3) A7) Als DNAo A GenBank SNP databaseol 4] rs765077729] ©d 7]
gEA 9219 947 89S AEske @A 2 (3) A7) Al DNASIA GenBank SNP database rs76507772 ©<d
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[0059]

[0060]

[0061]

[0062]

[0063]

[0064]

[0065]

[0066]
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47148 A (single nucleotide polymorphism; SNP) $1x19] 7] E}IS AEse @A 2 (4) A7 #H&E3 ¢
7] Bl o2 RE QA A Fasl Eol tgk JFE AAsE dALE 28, AFUs 8 F dF dF
< Y% ARATHHS AT

= AN A A5

2

3 &9 F AT A5 5o Auol WA THFE ABHA g,

shd, 2 dyoA 7] 89S AEske dAle 9@l QUGS B4 AR f8te SR AL
|5 = Holgkd Aggle] ARgE 4 9l Bt} FAHoR2E Al#A(sequencing), A& AlEA (exome

o
sequencing), "ol ZolHolo] <3t EA 3 (microarray hybridization), WHE-FHA Eo]# el PCR(allele
specific PCR), tholuy}e] thy-Fdxt &43} 7Y (dynamic allele-specific hybridization, DASH), &3 -&3i
3 7] (Fluorescence Melting Curve Analysis, FMCA) 2 Tagman 7]'HOE o]Fojz #Oo2XE AMeLE= o

o e sy & AU

Ir

2 oA "SNPE HEZD = dv AAH V] SNPrE SX s A GGl ] NPE EEEE 87
Al 100719] A&E VM ES 2te ZYFEULEHES Bo)dor FE2T ¢ Qe Zofoly EE AV EYW
SUQHESY SolHor AR ¢ v ZEHEE ou|drt. 7] SNPE Xl ZYFEULHE S35 AL
|5 = ZeoldE, A vy Fo HHE 2A(dE W, 49 HE FEUAE EYEAToE Y
DNA, RNA Z&WgA] v FHAF @i 22 FIA) 2 AEs &% st FH-AA] DNA /3 (template-
directed DNA synthesis)®] AlZFH o 2A] 243 4= Qv @drtd jawEeetel=rt € 4 e, 7]

Ao we gebd & glod, B4 15 WA 30 QEfo| =0l &L =

sefolvie] HAg ol AHg
3

av

2 A A "Eetolm ek ghe A 3 Bk AkslY] (free 3" hydroxyl group)E THAE 7] AEE AR
Al F¥ (template) ¥ 1714 (base pair)& FAHE NI FY T BALE e AR AHeRE Vs E
e AEs oujgtt. ZgolreE Adgt F8d % 2EoA FERE (S, DNA L Hol= e
)& 9% AeF B Aold 47k FEHAlE EFEAHOES EA] dtolA DNA S MAE

Z d ARE Bl olEy HFEAE 5T ¢ vk, PR 2, A= 4
SHA 2 Zojoluw o] dol= FyAlel TAE AL VxR WY + 9.

® o] ZelelmE EAa¥2oju|the] E(phosphoramidite) A AAA Wy, EE vl 98 A9 PHE
AHgate] stetqom T = Qltk. o et it MAE w3 FE woell TAE W S-S olgsto] WY
A g glTh oleld W] w-A@H e ddst, s, Ad FEULEels s o] HAR
of A&, B wEUSEe|=gte] WY, dE 5, sdHA F2 AAA (A dEEAEYIE, EAZEL
ZHE, IAF o HolE, JhubilolE ) HEx dhdE AAA(d: FAZREQOE, IAFEUELY0

B oA A7l (1) @A AlE AFyst 28 F o]l aqH= dztelhd AZkE A opysht, wpehy]
A el wE ohAloleld S ot

=

Fu= 4

Atk

71

)

B odbgo A A7) (3) WAlGA rs76507772 9219 917] EFlo] Alo]EAI(Cytosine) &.E 7
57

=}
(4) A A= AFet 8 F AATsol el A= 22 AoR ddst= Ad

29, rs76507772, rsb56823384, rs76507772, rs138753053 % rsl145397166L0.2
]
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[0067]

[0068]
[0069]

[0070]

[0071]

[0072]

[0073]
[0074]

[0075]

[0076]

[0077]

[0078]

[0079]

[0080]

[0081]

[0082]

[0083]

} Anst Zatets
2715874 (SNP) 2]

)=}

B

GAAE A S (polygenic risk score; PRS) WA 7153271 Ho=
AL F U,

of we Heola,
polygenic risk score; wPRS)<!

FAA ARE ofEXT E(Apolipoprotein E; APOE),
ol de] AR ARE ¢ sl AY

B4 (S\P) e )

] rs10503670-A%1 , rs10503670-G31

et
P

rr

A28 0] rs56823384-CSl A9 rs56823384-T¢!

o
-y

rr

o] rs76507772-C%1 rs76507772-A%]

et
&

rr

rs138753053-A¢]

rs145397166-G<1

m

ZIHSd 10-2023-0164962

A71THE 3 (SNP) o] A=elar, 7] Varie, 7

71 wis, 71 Var;el

E = =24 (Haptoglobin; Hp)o =
ATH.

J(SNP)S] FAAY 79 FRBAE

B

e

7ol mlste] £ AL

4

Aol wtel we A

4

-l Hlste] £ AL F

rs138753053-G¢1 7 -l H|sle] Ho AU

¢, rs145397166-Cel A9 Hlgte] Ho AY

Sk,

, rs138753053 ¥ rs145397166.0 2
*ﬂﬂ ﬂmﬁﬂW%@@W)%ﬂﬂ—ﬂiE TS
A7 S AbEsHE AR E 2

PN
2 & ek



[0084]

[0085]
[0086]

[0087]

[0088]

[0089]

[0090]

[0091]

[0092]

[0093]

[0094]

[0095]

ZIHSd 10-2023-0164962

A7 e 1A, A7) ne, 7] §RAA AR 23gekE S A7IAE (NP Y Algrela, ] Varie, A
7] FAA Awor 23t WA GAdAVIGEAH(SNP) Y] FAAEe wE HEola, AV wie, A7) Varel -
¥z kAot 7, A7) PRSe vk @3S (polygenic risk score; PRS) WA 7hgA7F ol
tEF A2 A A (weighted polygenic risk score; wPRS)Sl AU 4= gitt.

B ool s, Bstt ANEYE Feld 4EY ARERE H44 A4S 9ESE 4EVE O £gee
7

2 dge ggst mEs vk £ 3 Ay ] AAGE B ¢ e bk, olE §A AAdES EW 4
AlStaL AgAME Aol AdAIsHAl Aistazt ok, gy, o= E WS EASE AA] e d§)] dAHstHE
Zol ofym, & dtigo] 2 9 V)& W ¥oEE ZE HE, #5E X gAES XdsE AoZ o]
Hojo sy, B IS Aol ojA #HE FXH )& gk FAIH dio] B Ui 9XE Y F
AT FAHEE A T A dYS AEFe

(23 ]

1. A4 g4 54

2 ATE 20161 3€HE 2020 69704 eE "A13] gt EF RS A" AT dlolg o]~ A
w5l &9 (subarachnoid hemorrhage; SAH) 3Hx}FES thiat o= skth. A7) SAH dlolglH|o] oA 1) 184 o)At
o] Aol 3x}, 2) TuUF HId=Z 23 SAH 3k}, 3) GWAS Ay & <¢lx] HAEES e gxp 4 ) 22 T HA

670 F4 A2 FEs TP, 1) 94 B gPgoz d SAH A, 2) GIAS A gl B, 3)

AR A7 9 Q1A HAANE 23S V| Fo] EFEe &2, 4) F4 BFV|Eo] 24% #x, 5) AT HAF
& FIdY F Je FAE A, & AFE VIAAILE] 2 2EHds Y $A8 w % (No. 2016-3
2 2019-06-006), A T I IHOoBHE ALA FoE wolt),

2. A7 T3 @A

WA, SAH F T GVASE ARS8l Qx| Folle} #uE WolAE 2Esditl. o2, APOE ¥ FEFZ
(Ip)¥} 2& dEx FA2 A3 A weE A2 HolAZ mlwstdch. L3, GWASl o fxd A
FAARE 7oz QX FNE «dF38] f& b A A% ASGPRS) B7E Fdssith. A%
AAE d=ro] Mini-mental State Examination(K-MMSE)S AFg3}e] &= QIch. AAME SAH 24 & 6701€Y
Fo dAHow FyPHAor I olFdE md Aoz FyEAEE, MSE 57 27 vnte]d Q1x] ol
2 AYFrt. APOE A= A& (haplotypes, e2: 388T-526T, e3: 388T-526C, e4: 388C-526C)< A GWASS
rs429358 (388T>C) W rs7412 (526C>T) Wolel 93] H7t=Avh. Hp Z@F LS A2 BF #4& AEste &
F ok

¢

[e5

(¢
N

ofr

o

s}

3. FAE 9 £4

ac)

]

AxiomTH Asian Precision Medicine Research Array(APMRA)(Thermo Fisher Scientific, MA, USA)el] 2J&f =
o] A% SAH $Hx}e] Tz gAoA [ Al DNAS AFESIT. 252 ZYoEx AZo] s > 95%2]
ZHolE THEY > 99%] FThE MEO Hit TEFES HTE. 802,688709] SNP F 512,5037H] SNP7F

i
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[0096]

[0097]

[0098]

[0099]

[0100]

[0101]

[0102]

[0103]
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4. aAgF A=gk diA 9 Fd de

Eagle v2.4 % Minimac4d Z2I19H& AR&ste] 7 SNPO] S AR @AISkstal 490,038712] SNP7F d&=
1537 9] ool ois] oiEFe] NP R FEhE A4S @S diASklth. NIH(National Institutes of Health)
National Heart, Lung, and Blood Institute(NHLBI)2] #9128 ¥+ GenomeAsia 100K 2R EojA AAI3E o} A]
ofel #&l Fx I (GRCh37hgl9) S A&t wAF ZAZHg tiAlE 1% AWM= Michigan Imputation
Server v1.5.7(https://imputationserver.sph.umich.edu/index.html#!run/minimac4)olA =AU, GdH
G EAT 292,174,93470 B9 F 21,494,6487) 917k S A 1539l ol AE R AAGE 0.5 o4
o2 ol k. wixwte® | 5,971,372709] SNP7F o] F GWASAIA #AEHJoH, ol FHAE s&FF =
95%, A4 g FHAA W= > 1%, stol-uidw =23 33 P gk > 0.0012 Fd #E HAEE T3

o

o

5. A #+4

RLN

oAk Mg I of MESER FAHAY. ASHSE g 2FHAHSD)E YERNATE. STATA A E9)]
o] v17.0(Stata Corp., College Station, TX, USA ). T4+ E2A(PCA)S 1532 SAH Ao} 2,504 2] 1000-

A= (IKG) =z HE 3, A 5)S 7Hte s ¢ AlE ojdA 9 £x5 F7telr] 98l 3= ATE. PCA w2
4718 g2 HEQADS)E AFEste] WMBEE ST, GAS 7] CPH 34 42 A4, A% 2 1A §2414 71
WDSE =4 & F4 7|3 5 AAGNE 7|dte R S, F71 GVAS sh¢ 24 w42 APCE d1d #H
Z 4 Hp EFEE 7oz FgPFRoer, ol SAH o]F QAX|Aofd izt d&Ez 93 240tk o Ft
GWASSY] dlolEl= "coxph" Z|To® Fd" R HIA LAZEYo "AE" FA Q40 BAHUH
(https://cran.r-project .org/web/packages/survival/index.html). ®W3d|EF] A9 H3= R 7
v3.6.2(https://cran.r-project.org/web/packages/qgman)9]  "qgman"¥} $A¥ Python % R X=IHE
(http://cran.r-project .org/web/packages/qgman) <} LocusZoom vl.30.=2 2 = Aok
(https://locuszoom.org/) .

=1

(]

S

A ko 2 - wPRSE SAH ¥ IAFelE dSste d o] AF G Alxdlo] JhedA oRE AAY] 9
GWAS 719 FdzzE 7Ivho 2 BH7bEQlet. ZF SNPo] wPRS #h2 =1 ¥
0, 1 == 27} AFHE)E F3to] AAFAT. HEF wPRS 2ES GVA A3 FAE 7B SNPe 715 #-4x38S
ghadstel TAEATH(p < 5x10-8). EHe| o5 ZHede AUROC(FAY] As =4d
gk tertiles(Tl, W2 £, T2, T AF, 13, =2 9 E AT & 99 215 19 F7F A#4 S °H~
Eatgitt.

N
i
==
=
2,
fo
o
=
i)

o

2,
_>|4_4
1o,
4
i}l

o,

(43 23]

o

RS

1. IRS2 FHA Ao AR S5

fu[e
™

LINCO0676-1RS2 < %1 (13¢34.3 chr13:109882882-110882882; rs76507772 SNP £ 500kb)olA &34 &4 3hx}9
A oo} FedE F1A A AW/ EXS gQlete] = 1 % 317] F 20 vERTE. olwl, AP S
2% a71g, 9438 &5 29 a71E e, 4 ARS8 A4 Ed Y B
g A 9% A S rs765077729) 39l SNPE WERGL, THE A E A4 E9EES VERATHLD, r2): o]
olH], 0-0.2; ¥, 0.2-0.4; 354, 0.4-0.6; 34, 0.6-0.8; W37+ 0.8-1.

_14_



[0104]

[0105]

[0106]

[0107]

[0108]

[0109]

[0110]

[0111]

[0112]

[0113]

[0114]
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X2

e
L
Jo
2,
R)

A | SNP =4 P gk !

el 2

IRS2 13q34 rs76507772 110382882 Haplotype T-3& % wWolit A#AEH3Y
o] 7d AJogA (Tagging SNP =
rs76507772), UIAIRETE A

RS2 Aol §)A\ate] 917kl Al

-8
3.5%10

AGe T ol o

I Ay, dufAE (Haplotype) T2 % Wolgb AdEFEHo] 3k Aoz (Tagging NP = rs76507772) <]
A%, AT E §H1A RS2 A o] YRIete] AX o WA FEgS F JheAdo] = AL AN

2. rs76507772 SNP 74 A& o] W& Kaplan-Meier A& =4

SAH 3 1A olo]A] rs76507772 SNPe] A o2 18] 918 KaplanNeier A& F4& shelejo] &
29} o] ehilth. FAMORE ¥Rl e By A A Ax

T HAAYE AP Bl AT E
o

o2 Yeplda, oy FAAEE 717 #xle AEFES FIHY 71 diA] Aoz JEhgl

w2 A7)l AE FE 2olE P oz YERAUL.

I Ay, & 2 YERE ZAAHF, rs76507772 SNP7F oY FAAEES JHE AS, X AESEC] W AS
gelskai et

o

RS

3. L0C101928135, LINC00499. CASC15. LPL-SLC18A1 A As X9 dAdd] Z&£

Lot

PDCD6IP—LOC101928135, LINC00499, CASC15 % LPL-SLC18AL 470¢] frdxtzte]l + 500kbe] A9 AwAy Z2H&
i‘fﬂé}@ =3 %4, =5, =63 s & 3 el ofw, AAgE g 2 AVE 7

O:l)]\:}- 13
) 1 1

S w3 371 Jeie, 72 Aae 4 A4 B7Ee neEy. ?zﬂ o, WA 1% A4ge 7} A
Sol g5 SPE ERIT, O A AW A7 BFRE GeATHLD, 12): Mo, 0-0.2 %4, 0.2-0.4;

=4, 0.4-0.6; F3A, 0.6-0.8; W7HA | 0.8-1.

x 3
Adw | Ak B A SNP ol P2 7
o)
2 LINCO0499  |4q28.3  |rs56823384 |139255670 |, o 1y  |ncRNA site
3 IRS2 13434 rs76507772 110382882 |, oo 10" |Haplotype TE B WOl <dybs
' #o] e Ao (Tagging
SNP = rs76507772), ©iAbE gk
AR RS2 Ao 9 A5k <14
Zol] HAlo] kS = JlEA 9|
s
4 PDCD6IP,  [3p22.3  |rs138753053 | 33961435 3 ux10” |9l Al Adl 99k
L0C10192813 ‘ (Hazard ratio, R)7} 7} &
5 site (HR=28.33)
5 CASC15 6p22.3  |rs145397166 | 22067476 Lrx1o®  |[HAAR AR Ee] %2 99

o Ay, 4 §A4A-F3Y AYelA rs138753053(PDCDEIP-LOC101928135),  rs56823384(LINC00499),
rs145397166(CASC15) 2 rs10503670(LPL-SLC18A1) <] SNPollA] SAH & x| AFef Ao J3ks & 7l5Ao] =&
AS A3

4. wPRS E o] thdk AUROC ¥ Kaplan-Meier A& ¢

o
s

Lot

AFEtel FE(SAD) 5 e AR (CDl e 7k tada 913 A= (wPRS) Edlel] gk #4171

2
ol
m|J
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[0115]

[0116]

[0117]

[0118]

A (AUROC) o}l <<
,4 Z‘1§J—Cv— 211—71—

7]
Kaplan-Meier A<=
gelste] = 8 4

228 Zte

AE s =9,
AFE S5 (T,

AL A9 S,

AFs Fd B4 hF B2 A9 45 2D

ZIHSd 10-2023-0164962

7o YERNSITE. o714, wkgka) A
T AE(12) 2 IYE(T3) 1w 2
FA 71 B MY AR AE 1EFS e
¥ 4 Wk, APOE £3/¢e3, APOE ¢4 HA, gEZZMH]

o

rlo W,

1L, E 12, E 5 6 E79 E sl tehigieh, dra, g <)
F7H(12), BS(13) 38912 AZs9 T, €1 A3 T2, ARICE ROC obd) Fg, 744
g gAe FUUL, Wk FAe 29092 el Aot

I 4
All subjects E |Q1A] %ol H] Q1 %] o]} AT E P %k AUROC NAE | Eol%
2 (n=65) (n=88) (95% CI)
T1: < 1.06 26 75 Reference
(40.0%) (85.2%)
T2: 1.06-2.12 16 (24.6%) |9 5.81 4.4><104 0.6 0.852
(10.2%) (2.93-11.48)
T3: 2.12 < 23 (35.4%) |6 18.22 9 1><10-w 0.739 0.354 0.955
(4.6%) (9.12-36.41)
5
APOE e3/€3 1Al | H]IQ1A el AdE P gk AUROC W= [ Sol=
2d (n=40) (n=62) (95% CI)
T1: < 1.06 12 55 Reference
(30.0) (88.7)
T2: 1.06-2.12 10 (25.0) |3 12.67 3.6><104 0.7 0.887
(4.8) (4.77-33.70)
T3: 2.12 < 18 (45.0) |4 26.32 4.5><107H 0.796 0.45 0.936
(6.5) (9.95-69.67)
X6
APOE ¢ 4 el [welAgel 9% Pt [ARC [ugm [Sel=
carrier 28 | (p=1g) (n=15) (95% CI)
T1: < 1.06 12 12 Reference
(66.6) (80.0)
T2: 1.06-2.12 |3 (16.7) 13 1.50 0.55 0.333 0.8
(20.0) (0.39-5.75)
T3: 2.12 < 3 (16.7) 0 18.02 0.002 0.583 0.167 1
(0.0) (3.03-107.33)
x 7
Hp2-1 &= A7) ol H] 12 o] AdE P %k AUROC |7 %= Eolx
(n=18) (n=39) (95% CI)
T1: < 1.06 6 34 Reference
(33.3) (87.2)
T2: 1.06-2.12 6 (33.3) 3 6.36 0.007 0.667 0.872
(7.7) (1.63-24.60)
T3: 2.12 < 6 (33.3) 2 44.59 6.1><10% 0.774 0.333 0.949
(5.1) (8.61-231.08)
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<212> DNA

<213> Homo sapiens
<220><221> allele
<222>  (101)

<223> m=aor c
<400> 1

tttttagcaa attaaatttt

aatgcactaa ctgtgctact
gagaaattct gaacctccag

gggcatttca ctctgtcttce

<210> 2
<211> 201
<212> DNA

<213> Homo sapiens
<220><221> allele
<222>  (101)

<223> y=cort
<400> 2

atacatgaag acttatttca

agtcctggca tgttccacce

gagttacggt gcctactctg

gacgtgegtc aggtatcgtt

<210> 3
<211> 201
<212> DNA

<213> Homo sapiens
<220><221> allele
<222> (101

<223> m=aorc

<400> 3

gcecegtgtceca ctectcagact ccatgtctca atttgaatgt ttccatgtca cttaaaaagt

agaatattca tagtgatgtt gaagatacaa aagatatacc mggattaatt ttctagtcaa

ctaatttgct tttactcagt acattgatat gcttagtata

tttaaacgca tccaacacac mtcattttaa agtgttttat

tagacaacga cccttctcct acaaactaca gttattccaa

C

agaatttaaa tactttttaa agagttaacc ataaatacag

atacctgacg ccaggaatta ygaaatagga agctggcagt

gttgtaaagt agtttacttt ctgcctgagt aaagcattaa

a
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ttttatgtgt ctgtgaccca agacaataaa agttaagtca tcgttagttc cttagttgcet

ggacacttta gcccaatata ¢

<210> 4
<211> 201
<212> DNA

<213> Homo sapiens
<220><221> allele
<222>  (101)

<223> r=aorg

<400> 4

gttgaccccc actggetggg taccacaagt tttctgttte tgagetctta geccagggtgg
agccctacce ttccagagat gtgectttgt gettaagetg rcaagaatge aatcagcecta

gttaaaattt tgataatcca cttgatccat cccagttata ggctcaaatc ccaggaggca

tcttatagac ctgagcctta t

<210> 5
<211> 201
<212> DNA

<213> Homo sapiens
<220><221> allele
<222> (101)

<223> S =gorc

<400> 5

caagattgag aaaaacatgt ctttaggcag gctaatctaa tcacacacag aaggcagcct
gttttcttac ttgctggatc gettccactt tatattctca sagggaacaa tatattaagt

acagtattta gaaatatttg ttgaatccta ctgtctgatt ttggcaagtc ccaaggaaaa

aaagaatatg tcttggactg c
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