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(57) Abstract: The present invention pertains to: an anti-human CRTH2 antibody which specitically recognizes and binds to human
CRTH2; a fragment of the antibody; DNA which encodes the amino acid sequence of the antibody; a vector including the DNA; an
antibody-producing cell and a hybridoma which produce the antibody; a production method for the antibody; a composition which
includes the antibody or antibody fragment; a treatment method and a diagnostic method which use the antibody or antibody frag-
ment for diseases, such as allergenic diseases, autoimmune diseases, diseases associated with eosinophilia and hyperfunction, and
diseases associated with an increase in and/or hyperfunction of Th2 cells; and a medicine and a diagnostic agent which include the
antibody or antibody fragment.
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[E10]B01 Ok, E hCDA4MBMTHRICNT S MELym2iAL VO
HV1ORGMEZ7O—4A4 A N)—TEFTLEEREZRY, Forwa
rd scatter (LUF, FSC&5EYd) —Side scatter
(LU, SSC&iEEY) BRAICKY UV skEoBE L, I 5ICCD 3kGEMHEHM
DCD4GMMiEToE LR IcEd s, E ML ym2#H4ALVOH
VIICLDENALEDELEES LVCDAMMAICL2EHARBORNEE
EENETNMES L UEEICTRT,

[R11I1 1 (A) L1 1 (B) & TE ACRTH2E /4 0—7F
IWIEDE MFEIkS L ' MFIBERIKICH T MBS EEE 70 —H 4
MARNY—TEITLEEREZTT, LEIIE MFEEER. TERIGE MFIBEEK
IR T SHREEEEERT. ThEAORICSWT, MEicar ho—i
E—X1000@HEY ODRMBOEHEZ, BHICHFREERT, OlkE
NMELym25ALVOHV 1, Oidhul19A2 v52, Aldhu8B
1 vi1, Aldch3C12, ®ldch3 1AL, XIE7A4V4«4Fav b
O— Ik ERT,

[E12]012 (A) BLUE12 (B) &, itk NCRTH2E/ 40—+
WHREDOERTh28&TTh 144 M VRDEMEETLBERE R
T ®12 (A) BEMEERMULABOTh 24 NAS >V THD | L —
BELIIL-13DRELMEICTT, FE12 (B) FREMEAERM
LD, Th1Ha4 Mh4 > THD | FN—y DBEEREIRT,
[13]13 (A) ~B13 (C) i&. CRTH2UHYRTHBDKPG
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D2HEFICHITZHMENCRTH2E 7 0—FLREORBEEL %,
ENCRTH2HIE293EBNAMBZAWT, 7A—HYA4 kXK —T
BT LERRERT, RBAICRTHE RCRTH2E/ 7O0—FLKDE
EAO0. 3ug/mL, Tug/mL, 8LU3 ug / mMLICEIT2HER%
EFNENE13 (A) . B13 (B) 8LUE1 3 (C) IZTF-T, ENEh
OEICBEWNT, MEIIDKPGD 2 BEETCORNBELA100%E L
EEXDHRNBEDEIEZTRT,

[1411 4%, | gESLT7ORY) Y I/RBNMEBICLYRBLEZE b
bFEY X MARBRICHT5HME RCRTH2®/ 7 O0—FILREORIGHE%E
704 MX KN —THERLEBEREZTT,. TNRETNORIE. HOLEICR
THAEORMBEE T L TH Y., MEICHBER s, BEcEtEEs Ry, B
YDRULEDDTAVIYA 7Y bO—IEDORIGEEZ, ERTHENWE
HOPMERCRTH2E/ 7 O0—FIRFEOKRIGHEEZ, ThEThRT,
[E15]B01 51, & LEBET h 1HRRICH T2 2MENCRTH2E/ S
O—FIAEORIGEZ 70— 4 MA N —TEFLEERERT. Th
ZhOBIE. OLIKTRTRAEORIGEEZRLTSY, HancHliaks, &
BHCHABEERT, BY DRLEBBIATAYVIA4 7Y bO—IIAGEOK
BE%E, ERTEZINASHOIHME RCRTH2E/ 7O0—F UKD RG
HE. ThEhRT,

[B161K 1 61F. & MFEIROMEELERBZICLILL ym2EDOT7 V4
=R MNEUFEOBERETR T, V27O TICRTEMADEFEFH/IE3E
BETT, AWBAIICRTBEDODKPGD 2&#MIB L AKIC, 7O0—HA M X
— 5 —EICBITEEF SCHRIFBICKRE I N IFRRIKDEIS (%) ZHtshiC
=Y,

[B171K1 7 1F. & MFBIROBEELERBZICLAL ym2nk0o7 I
2 NEEFTHEOERE TR, OISR TRBEDOL y m 2iEE 08 L 2BRIC
. @mF SCHEEBICHREINSHFIEIKOEE (%) ZHEICTRT,

[E181 18 (A) ~18 (C) FWwIht., b MNFEEIROWMEL(L %
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BICLEMEMNCRTH2E/7O0—FLLBEOT7I=R NEME, 74T
“ANEES I AY RICELZEMH EOEREEOTMOBRETT,
18 (A) B MEGEEAIEFASHE. K18 (B) 1E5 v Mk,
18 (C) YV ATAEICOVWTORREETNENTRT, FEUTBEWT, #it
#hid,. DKPGD20DFE. ELWEFIHFFEETT, AFIIKRTIZMERNCRT
H2E/ 70— IVIRBEELRTAVIA THREZLBLUERIC. 70—
A MA=9—BITICHBITHEHF S CHEBICHREINSFRIKOEIE (%) %
=Y,
[K19]E01 9IECRTH2RIFMBORES~DGTP¥SFE/ALIZGDPL
BICLD, CRTH20OY 74 A=Y 3 vOEENCRTHZ2E/ 70—
FLREORGEICSZ28E8%, EL | SAEICLYEBRLEBRERT
o MEIZG TP YySHBLUGDPRUNEBIFDIRHES 1& LEEOFo | d
change#%nd, BHIIGTPyYySHELUVGDPUNEBOEE, LV
. iMiinR (hul19A2 vE28&LTEMELYym2FALVOHV I
) T,
[E20]B02 Ok, 7HXJ)—VR&ERCRTH2RIECHO /DG4 4
MESLVCHAZIAHFILICRTH2HIRCHO /DG4 4MEICHEITZ T
)=V ORRAE, 7O0—HA4 M RMN)—TEFTLEBREZTRT, HEiC
MRSz, MEICTFIT ) -V ORNBEEZTRT, BY DX LUERY DM
BTHHCHO /DGA4AMBICHTIHNMESL, RIGTHRENLIHN
THIJ)—VRAENCRTH2HIECHO /DG4 4MBBICH T BN
BEE, RIRCTEEFNALRINTYIT)—VBEA= V(A HFICRTH2
HECHO /DG4 4MRRICHIIZ2HABELE T ETNTRT,
[RA]7HI5Y— VA& EMCRTH2HIRCHO /DG4 4ilab L O
A=V AHFICRTH2HIBWCHO /DG4 44EICNT DL ML ym?2
HAELVOHVIBLTTA VYA THREORIEMEEZ7O—H A M A M) —
TR LIERRETRT,. ORT7HIJT)—VRBEEMCRTH2HIKECHO
/DG4 AHBEICNTBLVOHV 1 ORGYE. @ETFHIST)—VEEn
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[0021]

[0022]

ZHOAYILCRTH2HIECHO /DG4 4MIRICHTALVOHV1IODK
B, ABRTHYIJTY—VEEERCRTH2HEKECHO /DG4 4#E3IC
NTBTAVIA TREORIGE. ARTHFITY—v@&Eh=/14HILC
RTH2HIRCHO DG4 4MBICNT 7MYV HM THREDRIGEETR
L. ML ESRE %, MEESREOREREZTR Y,
FAZEERT BDDOFE

AFEBPICBITDERMCRTH2E LTI, BIEFES2F/IEGenBan
k70tyvsavBESBAATA518TRINDT7I/BEINEETKRY
RTFRBZESFONDS, BIES2F/IEGenBank 7oty avE
SBAAT74518TRINDTI/BEIICEVT, 1UEDT I /ERA
RE, B, FABLIV/ FTLEMMEINAET I /BESHNSRY, DL
NCRTH2DHBEELZBE Y Z2R)RTF RAERICEIIES2FIEGenB
ank79ty> avBSBAATA4518TRINDTI/BESNE60
%RLE, FFELLIEB80%UE, LYHFFLLIE90%LUE, EHITHEL
KIF95%ULE, REWFELIX8RULOERMEZET 27 I /BEES
oY, DOERCRTH2OWEZET 2RIYRTFRE, AFERICH
72 NCRTH2IZB8E3N %,

BcP®&S23F/iEGenBank7/ty>av&FSBAAT74518T
REINDT7I/BENICBEWT, TUEDOT7I/VEARE, B #BASL
C/FERAMINET I/ BENEZETHIRYRTF R, BLURFENE
FHE A% [Molecular Cloning, A Laboratory Manual, Second Edition, Col
d Spring Harbor Laboratory Press (1989). Current Protocols in Molecul
ar Biology, John Wiley & Sons (1987-1997). Nucleic Acids Research, 1
0, 6487 (1982), Proc. Natl. Acad. Sci. USA, 79, 6409 (1982). Gene, 34
, 315 (1985), Nucleic Acids Research, 13, 4431 (1985). Proc. Natl. Ac
ad. Sci. USA, 82, 488 (1985)] & ZBWT, BIZIEEINES2TERI N
273 /BRNEBETDIRIRTFREZI—-RTSDNAICHURENER
ZEANTBIEICLIYRBDEIENTES, RE, BERFLIEIAMEINET X
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[0023]

[0024]

[0025]

JEEOBITRHICREINGAVWD, FELETE~H+THE. fAE 1~2
O, SWUHFFELLEF1E~HE. FIAIE 1~5@OFI/BTHS,
EFMCRTH2%#J—R92EEFELTIE. GenBank7o Y3
VESABOO08535FAIFEINES 1 TRINDIEERIINFEITOND
- GenBank7/t>av&SAB008535FAkIFEIBEE1 TR
INZEBEEBEIICEWT, 1TUEDERENRE, BERFLEFNMNMINEE
BNy, "OEMCRTH2DHEZET2EAEZI1—RK3T5DN
ASUEETF. GenBank79t2vav®85AB008535&FkIE
BEFIES 1 TRINDEBEERINE DR EE6 0%BULDERYEZET 5B
EfRAl, FELLIF8 0%ULEDHERMEZET 2BEBI. ILHIHFFELL
X9 5%ULDHEAEZET 2BERINNLRY., HDERMCRTH2OH
BEEEITARIRTIFREI—-—RITBDNAZELEGRT. TCICERIES
1 CRINDEEAEIEEFEITAEDNAEARN I VDTV MNBREHETTNAMT
)4 XFTBDNALSHRY, "DODERCRTH2DHMAEEEETBZRYRS
FREI-—RTZDNAZSUEBEBLTFRESEAFRPEOCRTH2%23— KT

EGFICEEIND,
AMNY Tz NREETTNNAATIVIAXTBDNALELTIE BHNE
21 TRINDEERIAETBDNAEZTO—JICAWE, JO0=— - /\

ATVEAE=2aviEk T5—0 N TVIFA4E=—2avik V7T
Ay b -NATNVIFAE-Vavii, FLEDNATA7O7 LA EREIC
FYUBLNBENAT) YA XTEEDNAZEIKRT 5,

BHMICIE. N TYFA4 XL =—BLLIETS5—IBEEODNA
. FREEENEBTSPCREMD LLIEAYIDNAZEELLEZT «
W —FWERAZA4A RASREAVWT, 0. 7~1. Omo | /LDIELF
F)DOLEFEET. 65CTNATYHA4E—>3> [Molecular Cloning, A
Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory Pres
s (1989), Current Protocols in Molecular Biology, John Wiley & Sons
(1987-1997). DNA Cloning 1: Core Techniques, A Practical Approach, Se
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cond Edition, OxfordUniversity, (1995)] #1T->7/=f%. 0. 1 ~2{ZEE
DSSCHER (1 ZFREDS SCHRKRDIMEMIZ. 150mmo | /LGS
)DL, 15mmo | /LVZVEFNYDLLYRS) ZAEW, 65T
KETTIANI—FRBASARITSREEETDIEICLYBETESD
DNAZZEFLIENTED,

[0026] /NATYUH A XAIRERDNALLTIE, GenBank7/tyavES
ABOO8535FLIIEIET1 TRINDBERNEDLLELE60%
UEDHEEMZETSDNA, HFELLIZ80%ULDERMEZETSDN
A, EHIEFFLKI IS BULDOERM%ZHEITSHDNAZETFLIENT
X5,

[0027] E&&EWOEREZI— RNT2EGTFORERICKE. LIEFLITERFOD
ZENBOLND, AREBICBEVWTHAVWLNSELGFIC. TDLIAZRIC
Lo TREBRIICNRBELEREZE ULERTFH. ARHAOEMCRTH?2
Zd— R BHEEFICTEIND,

[0028] ARERICHITZ2HEEMEOHER. FICHARLALBEZRE, HXFICQA
DOHEMHRRTOV S LEAVWTEHINZBETH > TLIWD, REET
ICDWTIik, BLAST [J. Mol. Biol., 215, 403 (1990)] ICHWVWTF Y
ANWBRDNRSA = EZRVWTERINIRIERE, 7I/BEINICOVWTIE
. BLASTZ2 [Nucleic Acids Res., 25, 3389 (1997). Genome Res., 7,
649 (1997). http://www.ncbi.nlm. nih.gov/Education/BLASTinfo/informati
ond. html] ICEWVWTT 74N MDRSA—FEZRVTEHINIBEREAD
2ifonhbd,

[0029] FTT7AIERDIRSA—=HELTIE, G (Cost to open ga
p) MEEEIIDIZFEIEE, 77X /BESDIFEIE1 1, —E (Cos't
to extend gap) MEEERIDFEER2. 7/ BEJNDIFE
1. —g (Penalty for nucleotide misma
tch) #—3, —r (reward for nucleotide m

atch) 1, —e (expect value) 810, —W (wor
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[0030]

[0031]

ds i ze) NMEEBEIDZEIF T 1RE. 73 /BEIDOFEEIE 3 FEE.
—y [Dropoff (X) for blast extensions
in bits]dblastn DEFEAIF20. blastndHoFO
TS5SLTIRT. — X (X dropoff value for gapp
ed alignment in bits) HA158L—Z (fina
| X dropoff value for gapped align
ment in bits) Ablastn®DF&EIE50, blastnld
ADOTOTSLTIE25THS (http://waw.ncbi.nlm, nih.gov/blast/html/
blastcgihelp. html),

RIES25/EGenBank7/ vy avBEEBAAT74518T
TINDT7 I/ BEINOEDEIINSMRBR)RTF RIZ, HEZICAKD
FEICL>THRTEZIENTES, HIZIE, RIES2TRINDTI/
BN 1—RF3F2DNAD—BEZREIE., ChEEUCRRENIIY—%28
ALEHEGREEZEE TSI EICLYERETHIENTES, £/, £
DHETHEEINDZRYRTFRELIEDNAICEDOWT, LEBEAKEOA
EICL Y, BB EE2F/EGenBank7 vy avBEEBAAT4
518 THRINDTI/EBERIOHPEBINCENTIULEDT I /JENRE
 BERFELEMNMINETI / BRNEETSIRIRTFNEEDLIENT
X%, X5, BRIBEES2F/1EGenBank 7oy avBEEBAA
74518 TRINDTI/BEBIOMDEINNSKRDIRYRTF R, £k
HENBEES 2%/ EGenBank 7oy avESBAAT74518T
REINDT7 I/ BENOEDEINICEWVWTIULEDOT I JBIREK, EBE
I I N7 I VBERINEETZRYRTFRIE. JIFLZILXAFI
FFIHIVRZI (Fmoc) E. t —TFLAFTHIKRZIL (tBoc
) FREDILEENEICL>THETEHIEHETES,

EMCRTH2&ELTOMEEE LTI, TDYHY K, FIZIEPGD2&

DfEEICE Y. E FCRTH2EENQMRERS JFILMEIN, ERC
RTH2%RIRYSHMIEOEE. ZMENSOY A MhaA VELETE, Tk
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[0032]

[0033]

[0034]

[0035]

[0036]

EHIRAR. MlEREELCEORCER D MBEEEELIFEEIhI e
NEF LN B,

ENCRTHZ2OMEAEEE LTI, EBINES2TRINSIERMCRT
H207 3 /BEID1~33FEDT7 I /BEEEZSUNREEH. 95~
111 BEO7I/VBERES2SOIL—T148E,. 169~206&FBD7 I
JBREESUIN—T2EEH L V264 ~285FBBDT7 I/ BEEES
I — T 34EEMIAZET SN S [J Immunol, 1999. 162(3): p.1278-86.1 . N
KRB, L—7 18, V—T2@ES LTI —T3%8EEHE LT, EFMIC
. TNTN, BBIES 2 TRINDT7I /BEBENICEITS1~3 3FE.
95~111&H, 169~206FBHLVU264~285FHDT7 I
BEEASURYRTF REIPETFLNS,

AFERICBT2REELTE. B/ 70—F Ik, R 7 O0—F LA
ZEVWThOMATH-oTHELWD, HFFELLEE/ 7O—FILIREDEITFS
N3, AEFOHAEE L TEEANICIK. N TY R—TICLYEEINDH
. FRIEEGCTHRBRABRMICL > TEEIN I EGTHRANAKEETS
ZENTED, FREGTFHRBAGE LTI, BIAIE. BnTHEMEZ M
ICE > THEEINBTY A, Sy Mk, B MX XSHEA, £ MuR
FERUE MR EDEITFLEN D,

T/ /O0-—FLikElE. B—0— Y ORBEEMEN DM T 26T
HY, EE—D2OIEINT MEREEEHWVD) Z8R#HL. /70—
TG EEBNRT 27 3/ BES (1R8E) MI—TH S,

AEBICBWTCE/7O0—FIHAFE LTI N TY R—<ICLYEE
INBMAE. FERMABRGCTFEECHRENI Y —CHEGHR L HEGHR
FICKYVEEINLIMARE, BEFHEBAERMICE > THERINZELRTF
MmAMKEB S EMNTE S,

RYvO—FLHEEE. 2DOUEOE/ 7O0—FILRENE TN &
BTHY. TOMBRBEEBNRT 2E8HOMARICL > TEROIEN—T%ER
BIHENTES,



WO 2017/010567 19 PCT/JP2016/071027

[0037]

[0038]

[0039]

[0040]

AFERBICBWTIIEN—FELTE, B/ 70—FTILRGENERE L. HE
THE—DTI/BRENS LT I /BEHH SRS ILEEELCICEIERE
BERICKEYIBMINAT I /VBEISLUTET I /BRI SRDILAFEEES
RENBIFOLND,

BERBEMICLYEBMHINAT I/ BES S LTIE. EEFAOHBHRES
BT22LA 0BT VICHAELALOBEAENEHE. NH. BRELET
2UINIIVBIUVTRANRSFVICHEE LNBEUEHEHD CICHRES 72
OHEB#MEZBTHRALFA=ZVILHEE LEMBELRENMEELAT I/ BE
FNETF NS,

AEBFOTAENRHTBERNCRTH2OIE N—T1E, EFCRTH?2
D—ED KX A v EREIERIBHR, EFCRTH20D—80D7 X /BR%
BEEMOT7 I/ BEEICBRIELERE OSSR IBEREKRO RSV
CEBMIHAEZERERBLTVE NCRTH2DEARTF RITEE5 AW
BOBERBET I CEILIYRETZZENTES, T ARBORKE
BEETIERNCRTH2OIE M=, 4 VRV BHRBERICTHELEL
e NRCRTH2ICAHKBORGEERML., BBNOEEANEEAVWETIE
=BV TETIEILLYRET DI ENTE S,

AEFOTAENRHTBERCRTH2OIE N—TICEENBZ T I /B
BREE LT, FIZEET I/ BEEOBRICLY. ARBORFEORIGHE
WHRT DT IV BRENESSND,

AEBICH T 2MEORIGHEIR. flAE, BEEE NCRTH2RERKE
iE7 2/ BBRAEZRET2MBICN T 2NMAOREE (BFEURUVER
EORREILISUTHEIND) 270—HYA4 M RMN)—FZHWTHET
B2ZEIE>TRDBIENTED, T, MAOHKEEIR. BHETY A
FERREERWESYFAL/TyEA, FLIGEBERRENEE (EL |
SA) B#EEAVELEMCRTH2ICHT 2MOREEMREE. £hid
Biacore RThL (V= —ANILRTTH) REEAVAERA TS X
EVHRHIBREDHETHRT DI ENTES,
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[0041]

[0042]

[0043]

[0044]

[0045]

F/-. DNHOREZHNMEE [Monoclonal Antibodies-Principles and Pr
actice, Third edition, Academic Press(1996)., Antibodies—A Laboratory
Manual, Cold Spring Harbor Laboratory(1988)., 4/ O— ViA=L <v =2
TIBRHEYA I VT4 74 v 70987)] R lAEDLETHER TSI &
£t TE D,

AEBICBITEMEORIGHEDHE R E G, FERE NCRTH2ZRRY
SHRRICH T SMEDORBMEESLER LT, 73X/ BERGFZRIRY SMAEIC
NI DMEDORBENT7 0%ULE, FFLLIF80%ULE, LYFFLLIF
90%LULE, THICHFFELLIFIOSRULETTIBIEZETT,

AREBAOMAEIEET I IEN—TE LT, BHIES2TRINBE
CRTH2D7I /EEESID1 92BBEDT ) VELTT1 94FBBDT A
NRSFVBOVPREETDOT7I/BEEEZECIEN—THEFLND

e, ARBAOMKEIEETZIEN—TE LT, EFMICIE. TED (
a) ~ (c) ODIEMN=—TBEIFLNB,

(a) EEHBES2TRINDERCRTH2D7
TV VEECIERN—T,

(b) EEHIES2TRINDERCRTH2D7
FPANSFUBESUCIE M-,

(c) EBBIBB2TRINBEEMCRTH20D7 X /JEEERFID1 9 2FBD
TV vBLP194FBEOTANSFVBEEUIE N7,

e, ARBOMKEIEETZIEN—TE L TR, BIFES2TRIN
2ENCRTH20O7I/BEND1 9 2FEO/ Y vHL1 94FE
DT RANSZFUVBOPRLLEHL1 D207 I/ BEEEZEH. DOEINES2
TRINDEMCRTH2D7I /BESIO1 2EB070) Y. 14%EH
oOq4> v, 15FBOTNVIIVEE 17T TEHEBOT7RNNSF U, 17
BEBODV ULV, 17T9BBOT7LFZV, 180FBHDAYVOA Y,
181HBDAFAZ=V, 183FHOFAOAI Y, 184FHOFOY .

i

JEEEESID 1 9 2FEHD

i

JEEEESID 1 9 4 FBHD
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[0046]

[0047]

1865FBDVRANSFY, 187THFBHDAMT Y, 1 88FHDOAAD Y
189FBDOMY Y, 195FBBOT7ILF=V, 196FBDT RIS

FUB., 8L 98FBEHDRALAZVUALHIENSRIIND T /R

EDDVRLCEBT1DEECIEN—THEIFEN D,

Fro. REFOREIEETIIEN—TE L TUIRIBES 2 TRIND
ERCRTH2D7 I /BESID192BBDV ) UHLT1 94FBBED
FARSEVBOVPREE1 D07 I /BEEEEH. IO TRO (a)
~ (g) OHPBLLEBEVWTNINT DEEZLIEN—THEFOSN S,

(a) BBIIBES2TRINDEMNCRTH20D 7 /JEEETD1 2FBD Y
Oy, 14FB0o04>v8L”15FBBDTILY I VB,

(b) BEIBES2TERINDZEIMNCRTH2D7 I /JEESD17 7TEED
TARRZFX U 178FBOIV) Y, 8LP”1T7T9FBBOT7ILF=V,
(c) BBIBEBS2TRINDBEEMNCRTH20D7 X /JEEERSID1 80FBD
AVOAS VLTI 81 BEDAF A=V,

(d) BB9BES2THRINDBEEMNCRTH20D7 X /JEEERSID1 8 3FZBBD
FOY Y, 184FBEHOFOLYELUT185FBHDT RIS F U,

(e) BBIIBS2TRINDBEEMNCRTH20D7 X /JEEERSID1 8 7THZBD
O/4>>, 188FHDAAMYYH LU 89FFDOA YV,

(f) BBIBES2TRINDBEMNCRTH20D7 X /JEEERFID1 95FBD
TIVFZV, WIS
(g) BBIBEBS2TRINDBEMNCRTH20D7 X /JEEERFID1 96 BB D
TARSFEFUBBELIUP®198FBEDALA =Y,

Fro. REPOMEIEETIIEN—TICEETN2MOT7 I/ BREE
LT, ARPOMAENCRTH2AKEET BRIC. BIFES2TRIND
ENCRTH20D7 X /BEIICHFEL., MOEEMNICHRHLBEELTWS
TI/BERETHNIEVWTNOT7I /VBERETE L. EEMICIEEINES
2TRINBENCRTH20O7I /BEIIO1 2FBB0 /OY Y. 14%
BooA4vy, 15FBOTIVSIVEE 17T T7THEBOT7R/INSF U 1
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[0048]

[0049]

[0050]

78FBDI) Y. 17T9FBO7ILF¥=v, 180FBEDAVOAY
18 1FEEHOAFA=Y, 183FBOFAOY Y, 184FHOFOTY
. 185FBO7RNASFy, 187HFBOO(MY Y, 188FBEOOAY
Y. 189FBOOMY Y, 192FBDV Yy, 194FEHDT RIS
XU, 195FBBHOT7LF=V, 196FBBDOTRIASF VR, LU
Q8FBDRALAZUNLAZENLEEINDT I /BEEREEIAEE LR
BELTEELTWS 7 I /VBEE, MICENES 2 TRINDEMCRT
H207 3 /BEs501 2F8070) >, 14FBOO0(4> >, 15%FH
DTINVIIVEE 17T TEBOFRNSEUR, 178FBBDT)Y v, 1
79FBHO7ILF=V, 180FBBOAVOM>YY, 181 BBDOAFA=
v, 183FBOFOYY, 184FBOFOY Y, 185FBHDTR/INS
v, 187FB0O(> v, 188FBOOMY Y, 189BBEDOAM Y
V. 192FBBDT YV, 1 94FBBOT7RINSF V. 195FBD7
WF¥=ZV, 196FBHOT7ANRTF U L1 98FEOALA=VH
LIRBBENLRBIENDITI/VEIASOREIINSG 7 I /BEREE 1 REY LR
LTWB7 I /BEELELNETFLND,

mESFRRAL7 707y (LT, | g&RiEBTS) &BHIN. b
HiElE, 2FBEDEWMIBLT, 1 gAT, 1 gA2, 1 gD, I gE,
l gG1, 1gG2, 1gG3, 1 gG4BLVI gMDTAYVYA TILH
BING, 7I/BEHNOERMENEBRNEWNT gG1, 1gG2, 1 gG
B3HLITI gGAEMHLTI gGE&HEWVD,

MAESFIZEH (Heavy chain, UFHHEET) SLTEHE
(Light chain, UMFL#EHEEYT) EMENZRY)RTFRLY
BRIN2, £/, HEIINRHRA L Y HETEHEE (VHEEREIND
) . HEEEESEE (CHEHXREINS) . LBEIINKFRILY LETEE
i (VLEEREIND) . LEERERE (CLEBRRBINDG) ORMEH
L&Y, ENENEHRINS,
CHIZBYTISRITEIL, a. 8. e, Yy BLIUuEIrETRLThEA LN
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[0051]

[0052]

[0053]
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TW3, CHIZEISIZ, NRIFRILWCHT RXS Y, EVYIRXSLY, C
H2 RXA4 Y, CH3 RXAAVDERAAVICLYBRINDG, FXSV &
i, MEDFORRIRTF NEEBRT DBBENLEERME VD, F i,
CH2 RAALVECHS KX VAEMETF clBIBFELIBEICF c &V,
CLiIZ. CASEBLUVC kEISTMOLNTWS,
AFRBOWEKICEITBZCHELTE, | gICBThIEVWAARZEDTE &
W 1 gGIZRADEDNFETHY., IHICI gGIFRICETS | g
G1l, 1gG2, 19gG3, 1gG4EVEHTISAOVWTNERWS
ZENTED,
AFEPOWKFICHITZCLOT I /VBESIE LTIE. EMUBOTIVE
BRIl E it NEMIIMIAED T X VBEFIOWTHTE L WA, & MIED
73/ BEIDC k T CANFE LWL,
AFEPOMMKITEINES 2 TRINDZEMNCRTH20D7 X /BEEID 1
Q2BBDV ) VvELT194BEDTRANSFUVBODREEL—FD
TI/BBEEEREBL. BETIRETHD,

AFEREOTEE L TEFEMICIE. TR (a) ~ (c) hoBIFN2HE
rEFSND,

(a) BBAIIFES2TRINDBERCRTH20D7
T v ERELEEST DTE.

(b) BBHIEFES2TRINDEICRTH2D7
TANRNS X UBRERHLEET 204,

(c) BBIBEBS2TRINDBEMNCRTH20D7 X /JEEERSID1 9 2FBD
T)orvELT194FBBOT7RANSFUVEBOBAZEHKL. BET HME

i

JEEEESID 1 9 2FEHD

i

JEEEESID 1 9 4 FBHD

(o)

g, AFEPOMMAEE LTE, BHIBES2TRINSZENCRTH20D7
T/BERIN192BBDS )V UBELT1 94BBDTANRSFVEROD
BLEHET1 D207 I /VBEEEZRHE L. POEINEFES2TERINDEICR
TH20D7 3 /BEFO1 2&FBO7OY Y, 14FB0O1>Y, 16%F
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BOJIWYIVEE 17 7TEHEBOT7ANSEUEE 178FBDT) >,
179&BO7IF=v, 180FBHDAVOMY, 181HFBHDAFA
—v,. 183&BEHOFOYY., 184FBDFAOYY, 185BBDT AN
S¥y, 187FHBmO(4v v, 188FBoO(4>y., 189FBDOA
YU, 195FBBOT7LF=Y, 196FBEOTFTRIASFUVESLV198
BEODRLAZUDNOLRDZBENSREIINDGTI/BEEDVLGCEE1 D%
BRE L. BETIMENBESF SN D,

Fleo AEBOHRMKE L TIEINES 2 TRINDEMNCRTH2D7 X
JBBERSID1 9 2FBBED V) VvBLT1 94FBDT RIS FUVBOVRE
KEBTDO2OT7I/VBBEEZEH L. DDOTED (a) ~ (g) P &
HLWThH1 DERBBL THRET I2NEDIETFLNh S,

(a) BBIIBES2TRINDEMNCRTH20D 7 /JEEETD1 2FBD Y
aYy, 14FBoO0(4> V8L 5FBDTILY I VBB,

(b) BEIBES2TERINDZEIMNCRTH2D7 I /JEESD17 7TEED
TARRZFX U 178FBOIV) Y, 8LP”1T7T9FBBOT7ILF=V,
(c) BBIBEBS2TRINDBEEMNCRTH20D7 X /JEEERSID1 80FBD
AVAaAIUBLT1 8B1EBEHDAFAZ YV,

(d) BB9BES2THRINDBEEMNCRTH20D7 X /JEEERSID1 8 3FZBBD
FOY Y, 184FBEHOFOLYELUT185FBHDT RIS F U,

(e) BBIIBS2TRINDBEEMNCRTH20D7 X /JEEERSID1 8 7THZBD
O/4>>, 188FHDAAMYYH LU 89FFDOA YV,

(f) BBIBES2TRINDBEMNCRTH20D7 X /JEEERFID1 95FBD
TILFZV, BLT
(g) BBIBEBS2TRINDBEMNCRTH20D7 X /JEEERFID1 96 BB D
TARSFEFUBBELIUP®198FBEDALA =Y,

FEAEBORMAESE LT, EFEMICIE. TED (a) ~ (d) EEIEFN
DIMENBIFONh D,

(a) VHOBMBHMREMRE (complementary determ
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ining region;CDR, UFCDR&BEET D) 1~3DF7 3
JBRECAIAS, TN ETNEIES 20, 21 BLU22TRIND 7 /BE
HaeEgdH, "MMVLDODCDR1~30D7 3 /BEIAS. ThEThiiES 2
3. 24BLVT25THRINDT7 I/ BEEIZSTHIE.

(b) g2 (a) IKRBEDOMAEFHRELTE NCRTH2ICHEET 25,
(c) giEE (a) KKRBBROMAEIRETZ2IEN—TE2ELIEMN—TIHE
BT k. LY
(d) g2 (a) IKRBBROMEIRETZ2IEN—TERLCIE M-I
BT 2%,

AFBOLE (b) OMFEEIF. £E (a) ORFEESENCRTH2E®D
BEEZEETI2MENCRTHZ2RADZ E%ZRT, £ AFRBADLEER (
c) OmF &I, L& (a) IKERBEONGFEEZE 1A, BLUE 1 RENE
BIBIEN—TEEIIEN—TELABE, 4FEFE1IEN—T280
IEN—FICHEETDREDI EERT,

FEAEBORAEE LT, EFEMICIE. TED (a) ~ (c) MHEIEFN
DIMENBIFONh D,

(a) BEIES4 9 TRINDT7I/BENFZLITEBINESL49TRINDS
T /BEENFD 1 8FEBOOA LV EAFAZVIC, TTEBDT RN
Fratyvil, 93FBEBONYVEALAZVIZ, LT 1 TEEODR
LAZ2V &N VICBEBRT I2HRENLBENDE DAL EH 1 DOBRENEA
INET7I/BEINZSOCVHELVENES 3 3 TRIND 7 I /BEES
FIFRIESI I TRIND T I /BENFO2FEHOA VO V&N
JoIl, ABBOAFAZVEOAMIVIC, 16&B0 O y&2O0(4> Y
I, BLVBEBFEEDOT7S=vAa7OY VILBRT Z2HENHZEIENZ DR
KEBTDODOHRENEAINLT I /VBEIEZSTV LESUHMA
(b) EE5IZES49, 51, 53, 55, 5 7HLVUVE9TRINBEFTI/
BEIOVWThN1 DESLVHLICERIEZES 33, 35, 37, 39,
41, 43, 458LV4T7TTRINZTI/BRIOVThNT DESD
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[0061]
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VL EZETHE, BT

(c) BBAIES17TRINDTI/BEINEZECVHELVRIES19
TRINDTI/BEIZECVLEZEUHE,

+E (b)) OMEELT. HFELLLIEUTD (1) ~ (3) MrHRBIEND
m@EIBF SN,

(1) EEFES49TRINDT7I/BEIEZECVHETICEIES 3 3
.35, 37,39, 41, 43, 4584L04 7 TRINZDTI /BET
OVWIFhN 1 DEELV L EELHE.

(2) EEFE SS9 TRINDT7I /BRI EZECVHETICEIES 3 3
.35, 37,39, 41, 43, 4584L04 7 TRINZDTI /BET
OWITHhMN T D2ESOVLESUHRE, BTIC
(3) EFIHEESS51, 563, 658LUS7TTRINDT7I/BEREIOWT
M1 DS VHUENICENES I 3 TRINDT7I /VBEINEAESTVL
ST,

+5E (b)) OMAFEE LT HICHEFLIE, BAUESS 1 TRINDTI
JBEINAEASOVHELVEINES I I TRINDT7I /VBEIAESTLVL
EESCHREIBF SN D,

AEEOHEE LTIE. ERCRTH2MD192FBDF YL VB LV
QA4BBDTANSFUBOVAL EH—FE2T7 7 VICBRLETI /B
BIEICH L RBEISHR T 2IENRITF 5N 3,

T/, KFEBOHEKICIE, ENCRTH20D Y AY REETFTT, EACR
TH2ADORIGENMET LAVWRAEIEEINSE, ENCRTH20DY AV
FEETFTEMCRTHZ2ADORGEMET LAWTRAEIE, EACRTH2
ANDRGEMET T 2TURICLENT, RERMOLIICERNCRTH2DY)
HY RPIBRETHEETZ2RETTEH, BVWRBEERTIENTES,
2T, EFCRTH2UHAY FEKENICE RCRTH2AKRENITES
2ZENTE, BEWERIETDHENTED,

AFERICEWT, ECRTH20DY Y REETFTRADRIGHESMMET

i
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§5&1E. ENCRTH2ODYAY RFEFETFTOE NCRTH 2 HKIRH
KR 2IEORIEEELEELT. ENCRTH20D ) A REETFTDH
REDDRL EEERUEBETTEEERT, LYRERICIET 0%ULE
BFT252&%5T17,

ERCRTH2OYAHY R&ELTIK. ERCRTH2IZKRENICHEET
LEDOTHNIEWTNhEGEINDID, FELIFPGD2F/4IEDKPGD
2HBEIFONS, FYUFELKIEDKPGD 2AEIFoN 5,

AFERICEWT, JEMHEREFZRERNEHRBOENCRTH2ICNT
ZRSEIEELBRVWER, FT7 /22 ) VB (GDP) £ L<IZGDP
THOvEREEITT I/ OV U (GTP) $ LKEGTP7HO/EE
TEHEFEETT, ED, E RCRTH2ICRTBRIGUENZELL LAV &
WD,

GDP7+O7 & LTUIBAEE T T />y 5-0-(B-FA)=Y VEE (GD
PBS) HN&EIFLNSE, GTPF7ZFOJ& LT BIZAIETT7 /2> 5-0-(
vy-FA)Z)UEE (GTPv¥S) AEFLND,

AFEBAOTARITIE., PIEEEE LAVIE, 7IZZ MNEEEE LAV
Hitk. ERCRTH2D Y HY RICK BV TV FILEER LABWRE, £l
SEHECIREF ZIEREEEIREBOE FCRTH2ICHT 2 RIGHEHNE(L LA
WAL EEI N,

AFEBPICEWT, HAEOHIELE X, HESEODERCRTH20D4Y
SEMEEETIEHDOIEEWD, BIZIE. ERCRTH2EZDYHY R
EDREEEBEETZEMEY, E NCRTH2ICLB VTV HIGERBEET S
SEMEREDOT VY TR MNEEEWD,

AEBICEWT, POZRMEMHEEIE. EFCRTH20DY HY ROEY)
BREEAERT B5EE AW, CRTH2OFEMERY, FHICHESE
7 DRIGEFETHEMEEVD, AFRBICHIT27I=ANEHELT, B
REYICIE MR E TS, M ORRBRELCFEEM AN ETF SN D,

AFEBICBWT, ENCRTH2D YAV RICEZYTFILER, ERC
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[0073]
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RTH2OYHYKRAERMCRTH2ICHEAL, E RCRTH2%FEM X
HEBIEIHIVITFILDIEEWND,

ERCRTH2ODVAY NICLD Y TFIULBLICTI=RNEEIZ, E K
CRTH2DFEMHALICHIBELZDORIGEBTTHIEICLYFTFETE S, I
ZWE, EFCRTH2ARMEOHELELZENT I EICLYFMTES

EMNCRTH2HEEMEES LTI, ENCRTH2ZFRIELTWRIEVWT
NOMIETH LW, BIXIE, FEEER. FIREIK, Th 24, 28R Y
Ik (I LC2) . nonclassical monocyte. Th
2/Th17H#BERESBETFLNS,

AEBICBWT, kB RCRTH2D Y HY RICL BV FFILAER
LiawEid, EMCRTH2IZE L, ERNCRTH2DY) AV REBMTHE
XS, ENCRTH2DY) AV REmAERICERIE L&
T, ENCRTH2DEMARY, ZEHICHIBLADRIGZIERE LA
WZ & %IET,

AFBOHAEICIE. £ PCRTH2REMARICH LMIREGEEMERTH
EHEEND, AKBICH T 2HMIEEEMES LTI, BRKREEEREGE
SEME (LUF. CDCEMERET D) H2 W IENMAFREFEMIRESEEE (M
T. ADCCEMERET 2) RENRISFLN D,

ARERICHITHCDCHEME LTIE, MlEREALOE NCRTH2IES
LEiE a7, FeBoasN L THERDC 1 qilEHEL. ZORR. C
105 CODERMERDHEMEL L. BREIICIECE NS C INEREES
KEEENDATRESHEAEBE L TEMA L CHBESHEAE X8I TRIL
MNEF SN2 [Immunol Today. 1999 Dec;20(12):576-82.7 .

AEBICHIFTHADCCHEME LTIE, MlBRELOE FCRTH2ICHE
BLENESFN. FcBNZN LT FcZERFRERR LA, HIAE. F
Fao)F>—HlE (LIF. NK#ilEERET 3) ALEEM T &I
&2, R=T7F VIR ITSUHTA LREOHBEEEMEDFORECERER
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[0076]

[0077]

[0078]

[0079]

[0080]

DIREREICL > TE LU BHMEEERIENEIF SN S [Chemical Immunology
, 65, 88 (1997) ; Immunol Today, 20, 576 (1999)] .
AEPOTAEICIE Y X MERRICH T 2MRGEMEZE L 2VWiRAEI TN
%, COL k. YA MIBOBEICERT Z2REMEAT 1 T —49—
DEREIC L ZEMERORIDVEVE VWS FRZET S,
AFEBOHEICIKIAEDF cFBIHICN - 7)) O NigEEEIMEE L. &
N—27Y 3> REEEEOBITRKEON —FEFIL TN IYIVICT7I—2R
e L TWRWRAIEEZINS, IiADOF clBEICN—-7) 3Y Figs

RS L. EN-7Y Y FEEREDOETRIEON -7EFILJI 3

BIVICT7I-ABREELTWAVWGREE LTR, AlIZEal, 6—-73—
AEGBBRELTNIRIELALZCHOME (BREAKE2005,703558
65. EEARAEO02,/311408) ZRVWTHEINZIMAENEITFLN
%, MADF cHBIRICN - I NiFEREEI EE L. &ZN-J YV R
BEEBEORITRIKON —FEFL NI IVICTI-IAMNEE LTV
WEAEBOHEIE, BWADCCEMEEET 3,

AFEPEOTFICITEDOF cBHOT7 I /BEEE, Fc2RFLOES
EUEDNBLC RS LIICHELLRAENEEIND, HIEDF cBEOT7 I /

BEEEZ., FcRBAEOBEEMUNE L ADIIICHE LA E LTI
 PIZECKEREFSET7 31709 1 SEEMIERHOGETHERI NG D

FaZBEITH5IENTES,
AFRBOTUFICTIE. MAOTEEHEEZEORIRTF RORESH PR
IVRY—LRTOp HICHBITSMRBEEMELZNE LIAFEHIMEV

nErgEEInd,

NMAESFOAERRELZZORYRTF ROREEF PRI NV —LR
TOpHICH T Z2MEREFMZHRE L MPRFFEAAEC ks LT,

FBIZIZEBAEESRE2013—-1657 1621, BAEEFE2012-0

21004 BSRMEROHETHERS NEHEERTE Z ENTE S,
AREOMKICE, £ NFX STk AT, BILFASHEEERET
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%) . E NBEICDRBIENE (UTE MeAEHREET D) BLTE MM
FaEDBEGTFHRBZRENEEIND,

[0081] FXSHiAlE. & NUADEM (FEE hEWD) OREFEOVHE LUV L E
EMAGFEOCHEBSLVCLILAZREEWD, I MEYPEL TR, <
TR, TYR NLRY—, FEYRNE NT)N—T%EEHTHIEN
ARETHNIE. WHRDEDBHAWVWD I ENTES,

[0082] AHBOFASHIAIR, ENCRTH2ICBENICRIGT 3L MUADE)
OMEDVHELVPVLEI—-RTZcDNAEZEREBL. & MKDCH
BLIVTCLEZI-RTHELCTFEZETIEMERARIRRII—ICEFNETN
BALTHFASMAERRI Y —%EBEL, BPHE~AEATIZEICLY
RIAIH, BETDHIENTES,

[0083] E Mbfitkld., & NUADEMOMEDVHELTVLOCDRAEE M
FEOVHB IOV LOFENAMBICHEE L NEEREKT 5,

[0084] AHBDE MeHifsid, E FCRTH2ICBRENICRIGT 3L MUADE)
MOMADVHELIUVVLOCDREZEREDE MIADVHELTVLDY
L—4b7—2 (LUF., FR&EKRET D) ICBELLTRMSEE (LT VEEs
t£5RELT D) 20— RTBcDNAZEREL, CHBLUCLEZI—FRT S
DNAZBY2EMMIRARENRI S —ICETNEThIEAL T MeinARIR
NY)H—%EEL, ZRENRNIT I —ZHPHEAZEAT DI EICH YRR
t, WETDIENTE D,

[0085] bk MAADOVHBLUPVLOFROF7I /BESNE LTI, b MutkEsk
D72 /BENTHNIE. WHRDBZEDTHERAWVWEIENTES, HIZIE,
Protein Data Bank&Q&EDF—4R—RICEHFHEINTWD
EMUADVHELTVLOFROT7 I /BB, FkiFbe MUADVHS
JUVLOFROEY T —TOHET X /BECH (Sequences of Protei
ns of Immunological Interest, US Dept. Health and Human Services, 199
1) REBEFTOND,

[0086] cChoHO7X/BEEIICEWT. TUEOT7 I JEENREK, 1. BHF
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[0087]

[0088]

[0089]

[0090]

[0091]

IEEAIh, pDOERMCRTH2 ERFENICHEE LT, D, BIZIE
REEEHEFOEELICEVWTEEORREEZE T 2K I IEEZNA A
LARAOIAKICEBEINDS,

AEBOMBICIEYICRTH2ICREET 2TEIrEEINS, HICR
TH2&LTWEBAIAEY—FEEY NCRTH2, 3=Z24HFICRTH2$
FCTATHFICRTH2AEFOND, HELLEAZIAHFICRTH
2HEIFLNDS,

AEBPOTAEE LT, FeceAiim e EELEF cRSYV/INIE
. FCERRICEET BV AV RFLIFIZEHRENMEE LEF cgy v
VE AL/ TRADVEBWD) . BEOF cHlZMEIELF cRE
SUNJBEELARRERICEEIINDG, T, MFeRELIELLHFLIF
M EEEHE Y 57Ol I/ BEEBREZIT o7 I/ BEEREE
ZSUREF cBEAR L ARPOREICAWS ZENTE S,

AERBICBEWT, kTR &1IE, BEIES2TRINDEMCRTH20D
TI/BEND1 9 2FBOTI O UESLUT1 94FBEHDOT AN F VD
D B —FH%FHL. BETIMRBEERNAM v 2E2H. BOMERS
EMEET MR THD, AEPOTAEMFE LTI, Fab, Fab’ |
F (ab’”),. single chain Fv (LU, scFv&igd)
. diabody, dsFvBIUVEHRDCDREELRTF RAEHNET
bNnd,

Fabid, | gGEZEHERHER/ /A VTUEBLTHELONDIMFDD
5 (HEO224FBO7 I/ BEETUHRING) . HEHD NRiRAKF
DELEHEEDA VR T 1 REETHRE LA FEN S HORMRGBESELZ
BEYSMEMATH %,

AFEBEDF abid, XFEFADODE NRCRTH2IIHFEMICKES T 2MFAEE
HEDMRER/N/NA VU TRIBLTEZIENTES, L. ZMAEODF a
bZJ1—FIZDNAZRBREMARBENI Y —HDWVIZEREYPARIREN
D —ITHAL, BRIV Y —%ZERENMH D VNEEREDAEATE &I
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[0092]

[0093]

[0094]

[0095]

[0096]

[0097]

FYRRIE, WETEHIENTES,

F (ab’ ) & | gGEERESBBRRTO VU TUEBL TR LN DM
FD>t (HED234BBO7 I /BEETUMHIND) . FabieY
VHEEBOYZAINT 4 FEEENLTREINLEDLYPPREWV, 2FE
1 0O BFDMEBEEEEET 2MERTHF TH 2,

AFEBADF (ab’ ) &, AEBEOE FCRTH2ICEENICEST 34
FEEHENRBRR TV TRELTE2IENTES, £k, TR
Fab A#FAI—FIEEHIZWEI AT 1 RiFEXHE, FETDE
MNTE S,

Fab’ [& LiEF (ab’ ) ,ObYIBEBOIRILT 1 RiEEZLIMTL
A TENS BOMEREEEEET 2MEMAFTH S,

AFEBEDF ab’ &, AFEBAOEMNCRTH2ICKEMICESTSF (a

T) HEBMEERTRIVFARALA NI LTESZIENTES, -
k. EMAEDF ab’ WiFEZd—RFRF3DNAZEREMARRENI Y —H
DWIEEREMARRRII—ICHA L, BRIV —EREREYH D WVIEE
BEPABATEIEICLYRBEIE, BT/ TES,

scFvid,. TKOVHETAXADVLEZABEDG | yBLUT1EDS e
rEENMNSLDY) Vv H— (G4S) ZFEEDOEHORIFL) VY A—RTFKR
REDBELUBRRTFRYVA— (P) ZAVWTERKLEL, VH-P-VLA
WLIEVL—P—-VHRYURTFRT, HIREEEMEEET KA TH
%,

AFEBADs c Fvid, AFBEOE NCRTH2ICBENICHEAT 24D
VHBLUPVLEI—RFTHcDNAZREL, scFvAI—KR3$23DN
AZIBEL., ZDNALZREREMARRENRNI 4 —5H 25V IEEREMAREN
D —ICHAL, ZRBENII—ZEREDH D WVEEREMPANEAT S
EICEYRIRIE, HETEHIENTED,

diabodylid scFvaZEHELELTERET ZMORERES
SEMEEET MG TH D, ZMOMEREEEIE. A—THZIEHT
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[0099]

[0100]

[0101]
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TBL. —FAZELIMEREERETEIEHTES,

AFBEDD i abodyld, AFPOLMNCRTH2IEENICKEST S
HAEDVHBLUYVLEI—RTBcDNAEZREL, scFvEaI—RY
5DNAZPO7I/BENDORINSHEUT LA LDICHESEL, &D
NAZBEZREMARENI Y —FLIEEREMBARBENI S —ICEAL, &
REN Y- ERENTIIEREPANEAT I EICLIYRREIE, &
BYTHIENTES,

dsFvid, VHBELUTVLHFDZENETNITI/VBEREESATA VR
BILBBMULERIRTFREZVRATA VEREROIVRANLT 4 REEENL
TREITLEEDEWVWD, YRATAVEEIIBRTZ7I /BEEIFIRe i
terbilLYmIN/=AE (Protein Engineering, 7,697-704, 1994) (C
> T. MEDIIEBETRICEIVWTRIRT 22 ENTE S,

AFEBDd s Fvid, AFBOEFNCRTH2ICEENICHKAET 240D
VHBLUPVLEI—RFTHcDNAZREL, dsFvAI—KR3$23DN
AZBEL, ZDNAZEREMBRRENI 4 —FLEEREMBRIRENY
—ICHEAL. BRENIV Y —ZEREMEITEREN~ABATSH I &I
FYRRIE, WETEHIENTES,

CDREEURTFRIE. VHEARVLOCDROAVAL & 15EEHL
EEBATHERINDG, BHOCDREZSORTF NIZ, BEFHIIEYA
RTIFRYVVA—ENLTHEIEDZENTES,

AFEBEDCDREZEURTF NiE, AFEADE FCRTH 2 ICRHEMNICHE
BIBHEDVHELIVPVLOCDRAI—RIZDNAEEEL, %DN
A% BREMARIRRNI Y —HDZWTEREMRARBIRRI 4 —ICHEAL. &
REN Y- ERENTIIEREPANEAT I EICLIYRREIE, &
BYTHIENTES,

F/o. COREZSURTFRIEZ, Fmocik (FNALZIAFILEFY
HIVKRZIVE) « tBocik (t —TFINAFTVAIRINE) BREDLFE
BREICE > THERIETSEIEETED,
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HEf S ARREEEB T2/ 70—FIRGFELIEERAE S, KK
BROMATLEEMAEFFICEEINS, RK. B, BAZLIEMMEN
57I/BOBIETEULTHY ZOBIFHICREI NGV, ELFa 7
— - JA—ZVJH2R ALY -TOMI-LX - AV - ELFa5—
- N4 A0 —, Nucleic Acids Research, 10, 6487 (1982). Proc. Natl.
Acad. Sci., USA, 79, 6409 (1982). Gene, 34, 315 (1985). Nucleic Acids
Research, 13,4431 (1985). Proc. Natl. Acad. Sci. USA, 82, 488 (1985)
FILEBROMAUFENEESNEZSORMORMICE Y., RE, BHE LL
IAMTEBREORTHY., FIAE, 1~8+E FELIE1~201E
cFYFFLLET~TO0M@E, SHIKHEFLLIFT~5RETHS,

[0105] AFEBAOEMCRTHZ2ZHALIREDT I /BEINICEWTTIUEDT X
JBBRENRK, B, BAFLEEMMINEEE. B—RBIFOERHLD
135 LIREROT7 I /BEIPICEVWT, 1 TLEEROT7 I/ BERED
REK., B, BAFTLRENMMAHZ I EEBKRL. RE, B, BAFTLIF
MMAERFHCELTH &< B BATLEMMINE T I /VBEEIEX
REVEFERARE & ZRIDA,

[0106] XRABFTI/BEREEL TR, HIZE L
L=TRRSFUBE L-UNIIV LTSI VEE )V U0 L

S

—bZFVy,. L—qvyOqAsy, L—O4> v, L=YTy, L—AFH
—v. L-7xz=075=v, L-7aYyy, L—-wYy, L—-2Z2LF=V
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EiFfons,

[0107] LITIC, MEICBRAER7I /VBREOFE LWIERYT., A—EICS
FND7I/BREIEEICEBRTETH D,
AEE:OA4 >y, AvaAa>y, a4y, Ny JIRNYy, 75
=V, 2—TFII)THVEE AFFZY, O—XFILtEYY, t—TFILY
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[0108]

[0109]

Vov, t—TFILNTS3=ZV, O0ONFIINT IV
BE: PRANSXUEE TSI VEE AVTFTRANSEUE AV ITNFX
VB, 2—-TI/TVEVE. 2-TIJARYVE
CE:TANSFTY, JLIIY
DEf: VDY, PIF=v, FI=FV, 2, 4=IUTI/)THVE. 2,
3—-YT7X/ oA VEE
EE: oYy, 3—kkox>7OYy, 4—krRkOox>7 oYy
FEt: kYUY, AbF =V, RERY Y
GE:7xzZNT7>=v, FOYV
AFPORGeriheE LTIE, E NCRTH2ICRENICRS T A
F&HI1— N3 2DNAZBEFMEICEALTEONSHEEIRATH > T,
ARBPOMBZEET 2HEGRAETHNITVWHI Q2 HEHRETHEEZI
Nz, B4MAFELTIE, ENCRTH2ICRENICREST 2HADTFE
O—RITZDNAZLUTOD (a) ~ (1) REODBEBEHMBICEALTELSN
ZWEEGIREI’EFR E L TEITFLON S,

(a) Fv¥4 =Z—XNLRY—INERMAMBERC H O ;

(b) Sy hITO—<#BEA%YB2 /3HL. P2. G11. 16Ag.
2 OHERa ;

(c) ¥HUAITO—<HAEKNS OHARE ;

(d) ¥OZRIITO—VHME¥SP2 7 0—Ag 1440 ;

(e) V)T UNLRY—BEMHEMBAREBH K ;

(f) EREEET D/ 1 T1) R—<HIf ;

(g) b bBIMFwEHMRLLT <L/ SHERE ;

(h) BEMEEERE ;

(i) SZIE0NHERE,

Fr. HADF cfBEICN—71) 3y RESE#EI S L. EN-J1 0
Y REEREEORITRKEON —T7EFL A IVICTI—ADNEELT
WRWRAEZEET 2AXKBPOMEGEREE LTI, EFNCRTH2IIKHE
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[0110]

[0111]

[0112]

[0113]

[0114]

[0115]

HICHRES T 2MANFE2I1—RIBDNALEKARE2005 /0355
865, ERARKEOC2 /3114 08ILREDHETHERIN-EEGBE
FOBTELIIRELLBEBIMBEICEALTEONHMEGREN T E L
TETFLN S,

AFEBAOTARF = IE AT ORIEE & L TR, ARBORAFIEE
AR 2 £E T 2 HEGRFEERT 2REAEZTHNIE, WHRDIHE
BEFETHEEEINDD, Fhle LT, AEFORMEE L IEZEMA %
SETIMEGRGEEE L. BEEYPICRAEEIEENEE R 2 £ERER
I, BMAELEBMAE 2RI L., BET 2R E L EERERTE O
HEHFEDET LN S,

FREEERICLYVREEINIMAEIERERA Y. ARBPORKEL
EEIMAIT R & LTEIF 5N D,

AFEBOMEAE L TR, AFEROMAF L L IEBMETE 2 SCERM T
HNUIEWTNOMBEATH > THE L. MAICHEET 2HEENBE—DORGEFD
FEEOEMRY. FLEREROREHEBELE T 2MALTEETHBRITH
STHELW, T, BHARME., NvI77—F28CHERITH-TH &L
W, AFEBOMBEIE LTI, FFE L IEARRBOREE 2 IEZREMA %
BWRDE LTEETIERE. BHESIZSFLND,

AFPOERERFLIEBEES LTIE. ARBORGEELIEEZREEHE %28
KD ELTEBT2EEFTLEBHETHNITVARDZERT ILME
t2EIND, #FHlELT, E NCRTH2RIBHMICEEL - EKRDER
XIFBMENEITFONS,

AFEBAOBESREE LT, ARBORGEIEEMGE 2 80ERS
THEBEAETHNIEVWDIRDIEBEEAEZEZEND D, FELE, BERC
RTH2XFEMARICEELLEEDEBRAENZITONS,

AEBPOMGBTIEZMARFOERE LT, E SCRTH 2 RIFH
ICBEE LR BOREREEET 2 /- O OARFKBOTA & 7 ISR H O
FERATHNIE, WHARIMEFLREBRAMAFOERbEENS, - K
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[0116]

[0117]

FHKEDOIMAF LM AR IEE NCRTH 2 EIBHEHAER T EEL -
REBDEBESLTCFHOD R EH—FICAWS I ENTE S,

ENCRTHZ2HEFMENRERT Z2EEZLEIERELTE. RETSH
DTIRBRWD, FIXIE, PLILF—MERE BCRBERSR. IFBKES S L
UHETEDD RS EB—FZ/IER. Th 2HIBEOES & L CHETE
DY EEHE—AFEZHEIRBUWICI LC20DELZHS L UMEETTED DL
EHE—HEEDIERQREDN BT LN S,

S YEBEHEMICIE, BIZIE. TUILF—MHEXIFIETLILF—HEELXILE
Rk, BHRIREAXERL. BR) -7 BR) —TE4) B1HEIRE

. mBEktRISER. [ERISZEE. KR, DERE. PLILF-UEKE
%, PhpE%., BXOEE (Farmer' s disease) . BHES
B, B A2 MEXIETMINVAXIIERRITEREXIEREEYZOM
DRRICERT 27 LI F—MUEERE. [IEXKISMER,. [EXILRE

. BRAMIRIBEERE,. [SEXRVOMZE. Ko GER. fIZEEHX, &
K[IOEE RAICERT 2B K ISMEREIEBEEEMEL. D2,
X#R BEHR, AEFEEICERT 2 [E X K XL fififisi 28 X 13 B8 A fi 4
BE®FE. HIAET) T b—FTR, 25MEKREICEE =52, 3°4> 4]
FERSISEE MR, R, rRMEMMRME (| PF) | fkaARIR
OEEMMEB X IEE ML, flx X, BiEE. EME. m. Boe
c kXIEHILdM R—Y R, BHFEE. BREMEBREEIZLIESY F—Y X
CXiFa 1l =) T REE. FRIREELSA M (BRI We | |
TEIREE) | IFERIRMERT AR (FIZIE, Loe f f | e riE(EEE (SMIFEAIRM:
Fi) . IFERIRMARIR S (BZIE. Shu |l ma nfEEE) . MERIKIEAE
%, MEIKEIEIREE. EEIB. FTLILF—MURE. EPFRUERE
TUNGE ; B EMNESE (COPD) . AMKSER#. BUHESEXX. I
SE; 28774 7F 0 —XIEBHMERG. BT LILF— (BIZE,
Rz, E77AZAR)VIEHLT) « BRI T 77 20OERICE
DUTBMHIELHBREEE. BRAGT7LILX—; BCRZESR. HIA IXEEH

)4+» e
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[0118]

[0119]

[0120]

Vo< F, ERERK. SRUEFBIE. 28T T N—TR, EERH
|AOFE, REMI/NEDE (RA | TP, SFERMMREDE, NEIT
P) . REMERNUEEN (BSREKRVEMSF) . Evan siERERE (I
IMRBRORIBR R MBRRDE) . FTERDORhER, Goodpast
urefElzE JIGBMEKR) . EY7v/JfE (Cel iac) ., BERE
MEDEIE. BERERERR ; REKGEBX. BCREMERREBER. XR—Fv
N BAERIER (BIXIE. BREICEWT) . flaid, BEBENERXIE
BERNEEIR ; XEMBER. AL 00— VREROEELERES ; B
FIENAE ; BRRIE ; 88 (THIRENREA 2O T) RUKEMHRER. flA
. REXR. BB, TAE—MEEX TLILF—MEBEEX. ERD (
Bz, BrEzRRME. BHEaRNE. MENERD) . KEHEXERE ; IE
# (BIZIE, HEEME. HEM. AFBEUERCESHELE X, MEBKESHN
ERUASEE) ; BEIEAH ; IFERIRMER 4. IFERIRMERAEL. HEXIE
REOBRMKEEZHFIBESOLKEMERIET LIV F—MHEERBRTIREN
EiFfons,

EMCRTH2HERME/ERT ZESFLBEEE LT FELLIEMH
2. MEHE, BUEAEMMES. TANE—HERER FLLEF-—HELS
JURMFELIFEURIREENESF SN D,

AEBOMGES L ZERFEE. XIEChos0ZERE2E8T5EER
. BYES E LTOBHGED L IRERARNE. XEZhoOFEEHROH%
BEUCHEDOTH>THIVWY, BEFEREBZNICHEIND 1 ULOBEFE—
BICRA L. EH2OEMOBTICSVTAROITEICEL Y 8IS L EREH
ELTRMHEI NS,

BEREE LT, Al 8Os, XBOER, [ERN. BEBERN. K
. SRR, F#BIRA. &L IXEERAGEDIEROZENETONS, &5
BREE LTIE. Bz, EER. H7ELE. &, 8F. BRE. 2oy
TE RLAL AF EHEL HKE. XET—TRRENRSF LN D,

BO/SICELLQEFE LTE, AIZE AR, Oy 7E. A7EzILE
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. SREL. BEL. RISFEERIFIRETHBIFSNh D,

[0121] AFBOWKITIE, RNFEAOMMA L 13T OMAEE FICHRHAERMITE.
BRFOER, ERFOXRH., EHE, MBLLE2EFNFLIERFIZ
MICHEIERFEOEEFRE2EET 5,

[0122] AEDHEEFEBERE. FHHE AEERIFLIGEERS LTERTS
BEICIE. ANEROMAETLIEZOMEMAICEE T 2EF & LT, LFE
FE. MAER. REEEE. S0TOEFRENBTFOND, /1 0E
ELTIE, YA bAq v, BERT. BRI VIVERENEFOND, &
e LT, a4, PVFEVZ s i RNA, mi RNAGENZETFS
na,

MAEOFEEEMERZE EEHE MERRE. FLEEEREERSL
THEATIHEICIE. ARBOREE/IETOREMAICHEET 2EH& L
T, BEOREFZFHHREFIAISAEELETHVONZEBEIZESF SN D,

[0123] AHEBICHT 2. MEOFEFE. AFEAORKZ LI ZOMMKEFOH
SHE 2 IE LHO NRImfAl & 7213 CHRIRMAlL. A E I ZOMAEIT AP OHEY
REBBREFIGHHE. S SICIEREFIEEREME POFEHED S IC, Kt
MR ITTR. B TOEE., S0 TFTOXRE., EHEALSELENFZE [F
THEAM HAZE (1994) BFOAZEARE] ICLYRBEIERZZ &I
SYBETDHIENTES,

[0124] ZF/. AFBRICB T 2. REOFERIE. ARBORELLIERFNHA %
A—R¥SDNAL, BEIELAVWEHEZI-RISDNAZERIET
ANV —ICHEAL, ZRENRI Y —ZEHERBEIHBE~AEAL. BRI
HEBEGFIEMFRLVEETZ &N TES,

[0125] REMERAITTRE LTk, BIAIE 1811, 125 ] 80y 84Cuy, 99T
c, 7TLu, FEE2ITAtBRENBEFSNDG, REERAMTERIZ. 7053
VTEREIN I > THRFBICEERAIE 22N TE S, o, REERA
TLREFL—MNI2MEZRAICKEEIETE LIV, FL—MFIELTIE.
BIZIE 1 —AYFFITR=—IMRYIN—BZ3—AFLIIFLYRINYTZ
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[0126]

[0127]

[0128]

[0129]

[0130]

[0131]

[0132]

YRVAEERE (MX—DTPA) BRENEFSND,

BOFOEFELTUE BIZAIE 72V Z0LIRT LB LLIEOT 1
VIREDRENME, FlkINFLEA VAV FFITR—N (FITC)
ELKRTIIAFNA—FIVAYFASTR—N (RITC) BREDHE
HPERELZEITF SN,

BOFORFEMALEZR/EIEDZHEELTE. BIZE. TILs—ILT
WTEREZENLTEREMAOT I/ EFAZEEIE I HA. £LEKANE
ANKRIAZIRENLTEROT7I /JEERBEOANREFVIEEZRFTEIH
DHEEREDNEIFLEN S,

BOFOERELTE. AI2E. RYTFLyJ)a—)L (LUF. PEG
ERELTD) . TIVTIV, THFAMSZY, RUFFVIFLY, AFLY
RLAVEBIOR)<T—, RYyEZEQ) Ry, ESvaRyYv—, Tk
EROFSTOELAS I )ILT I RBRENBEITFLNS,

REFHRBEFIGNEREEIE. EBERELERREEFLENEAERAVT
 MAERFELEMREEMEEAITAET 2 HETH D, REFHRESEL
SRIEAEE LT, B EE#AERAEE (R A) | BRAEAE
= (ETAFEIZEL I SA) , @aREAEZE (F1A) . EXAREAE
% (luminescent immunoassay). 9IR49>70
v NEELIIYBEZENFRRENETF SN D,

AFEBOMEFIEZMEMHE 2B WT, LEOAEICHKWVWE RCRTH
2HARBELIMBEZREIAIFRAET S &ICLY,. ERCRTH2HAEE
TEERBEZMTHIENTES,

AEBICBWTCEFCRTH2 ZREFILIFAET 2R E DD EHREN
& LT, MR, Mk, mEF, miE. BOR. R, EE. BRUR. %
BRFIIBERRE., MEAMCOBINZENCRTH2ELIEED—
MESORTF REFE., XIFEMCRTH2AHFR L TWAHBA 2T T4
MDHDEDTHNIFTFFICRE I MR,

AFEPEOTGEE L IZZTOMEEE. FLEChSOFEFREERFT 2
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[0133]

[0134]

[0135]

[0136]

[0137]

BIZ. BROBINEICH U T, MIERARISZITRD LHODEE. RN
DREHAHEEZZATHE LV, IEFIARISZTRDI LHODEEE LTI,
mER. BREPBETFONS, MEAERE LT, EAEL CIEZOR
TR, TR INSOFECERHET 2EHI N ZRUE. TI3EH
IS L BEE R EDREDRBEZIRE I ITAERICAV SN HHEN
2ifonhbd,

LIRS, AEBOEDRESE. RREOBETE ROKBOZEEE
ICDOWT, BAERICERBAT %,

1. AROEEHE
(1) MROAR

MREMBEMCRTH2XIGE FCRTH2 #FHMIE/MiEK. &
CRTH2Z2RXIZZDEHHORZI—RFT2cDNAZSURRENII—%
 ABE. R, ERMRE. XRBEMHRASICEATEIEICLY. B85
ZENTED,

Fle. EFCRTH2ZZEICHRBE L TWAREL MEEHMRE., b MEBE
BRENSBERNCRTH2EZBRTHIEILE>TH, BHIENTES, &
fo. BRIBEME. XEEMEBOEZ2Z0FFEFMEELTHWSZIEBHTES
o IBIC, Fmocik, XIEtBocZREDEEEREICLYENCRT
H2 DB ERNEETHEMRTF REZRAR L. MRICAVWSZEETES

ERCRTH2Z/AIGE NCRTH2DEAERINEET 2ERRTF RIC
&, CRImEH LLIENRIFICFLAGE LLIFH | sREDRFD S JHMT
MINTWTH L,

AFBETHWONSE NCRTH 24, Molecular Cloning, A Laboratory

Manual. Second Edition, Cold Spring Harbor Laboratory Press (1989)X
{ZCurrent Protocols in molecular Biology, John Wiley & Sons (1987-19
MAEIEBEINEAEREZRW, FIAEUTOREICELY, ZEKCR
TH2%J— K3 ZDNAZBEMBEATRRIET. RETLHILHTE
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[0138]

[0139]

[0140]

[0141]

[0142]

[0143]

[0144]

%,

FY9. EFCRTH2%Z3— NI 2922 RERCcDNAZELELRE
BRI —OTOT—F—DFRICEATSZZEICLY, HBANRI Y —%
E8T 5, LEETERcDNADKRDYIL, BRERcDNA%ZH&ITLTH
Hihlk, RURTFREI-RT B2 2CHELURRIODNAKA%
AVWTHLWL, RIC. TONDIEMPANRI I —%, ZREENIY—IEE
LEBEMBICEAT S &ICLY, RURTF RELET 2HEEGRAS
/BB ENTES,

RERIH—E LTIE. EATI2EEMBICS T2 BEERIILEHFSP
ANDHRAHDARET, RUYRTFREOI—-—RITEDNALZEKLETEXDMNEIC
BHELRTOE—4Y—%E2BLTVWREDTHNIEVWTNERWVWSE I EMNT
x5,

BIMEELTR. KBEAEOIVIYETEREICET 2MEY. B
3. BRME. XA, BMETI2EETFERIRTEZ2HDOTH
NIEWTNERBVWDE I ENTE S,

ABEAEORZENEBEMEE LTHAVWSEBE. MiRANRI 54—
EREYMTF CERERNTRETHD ERABIC. TOE—Y—. YURY—LHE
&5, EFCRTH2%ZO—RFR9 28222 DNA. RUEGEKRIGES
HEUNR)I—THBIETFELL,

Flo. BHBEART S =TI, BERBEINIESHT LEBETIEAWD,
BEEGETOBETNICGEKRIBRIIZRET 2 &M FELL, I5HIC. &M
WEZNRVH—ICR, TAE—Y—%2HETHELCTFEEATVTE LW,

SR ARG S =& LT, YRY — LEERIITHDIvA Y - FILA
I/ BE5 (SDEFIEHEWD) EHRBI RNV EOEZEHAEER (FIxIE6
~1 81EH) ICAMLETSZAI REAVS I EANFFLL,

Ff. ZEMCRTH2%23—RI2DNADEERIE LTI BER
TORRBICKBERI RV ERD LD ICEEEBIRT LA TE, ThiCk
YEHETAEMNCRTH2ODAEERZBLEIELIENTES

b2
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[0145] RIENIH—ELTE, FRTIEEMEATREZRIETESHDTH
NIFVWTNERAVWSZEDNTE, HIZE. pBTrp2, pBTacl, p
BTac2 (Uk OYa - 5477/ X714 vV R%E) . pKK233 -
2 (77 7%#) . pSE280 (1vENOY V%) . pGEME
X—=1 (FaxAw) . pQE—-8 (F74r#) . pKYP10 (HAE
BEES58—-—11060085R%#,) . pKYP20O0 [Agricultural Biolog
ical Chemistry, 48, 669(1984)] . pL SA 1 [Agric Biol. Chem., 53, 2
77(1989)]1 . pGEL 1 [Proc. Natl. Acad. Sci. USA, 82, 4306 (1985)]
. pBluescript ||l SK (=) (R34 —=28) . pT
rs30 [KIEEJM109 /pTrS30 (FERM BP—-5407)
JYRAR] ., pTrs32 [KBEIJM109 " pTrS32 (FERM
BP—-5408) SYAR] ., pGHA2 [KIFE I GHA2 (FERM
BP—-400) YRR, BAERKMEB60—2210915A/%K] . pG
KA2 [KIBE | GKA2 (FERM BP6798) YRR, HAEYS
MIEE60—22109185R%] . pTerm2 (KEHRHFHFE468619
1 SHAHE. KERFHEL4 939094 SHME. KERFHFES16073
SEMEME) . pSupex, pUB110, pTP5, pC194, pE
G4 00 [J.Bacteriol., 172, 2392 (1990)] . pGEX (77l <> 74
) o PETLRFL (VXY zott) . XIEpME 1 8SFLI3GENES
bnhd,

[0146] 7RE—4—&LTIE HRETIEEMEPTHREEZRIETEZ2EDTH
NIEWIRZEDTHELN, BIZE, t rp7OE—49— (Pt rp) . |
ac7O€E—%—. PL7AE—%— PR7OE—%— XRT770%
—H—RED, KBREXEFE 77 —YVRAEICHRXRTZTOE—49—%2FIF5C
ENTES, £/, Pt rp%a 208X EAY VY TFLTOE—9—. ta
c7OE—4%—, lacT770F—%—. XiFlet | TOE—4—A&
DABICEREIBEINETOE—FY—RBELRVWB I ENTE D,

[0147] fEEXMEE LTIE. FIAE. RIBEXL-1Blue, RKIFEXL2-B
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lue, KIEEDH1, XKEEMC1000,. XKEEKY3276., XKEBEE
W1485, XKBEJM109, XIBEHB101, XIBENo. 49, K
BEW3 110, KIBENY 49, NIEKIBEDHS af@AEFo5n3,

[0148] TEEMBE~NOHMB|ARI Y —OBARZE LTIE. ERT 2EEMEBAD
NAZBATEZHETHNIEVWTNERVD I EANTE, BIZIE. ALTD
LA FHBWSDHEE [Proc. Natl. Acad. Sci. USA, 69, 2110 (1972); Ge
ne, 17, 107 (1982); Molecular & General Genetics, 168, 111 (1979)] A%
EiFfons,

[0149] EMMRE%ETEEE LTRAWSHBE, RENI S —& LT, 8T T
KMELRIETEZ2H5DOTHNIEVWTNERAWVWSE I EMNTE, FlZIE. pcD
NA |, pcDM8 (7+3Y%) . pAGE107 [HAEHRHKEFEO3I
—2297 98/ ; Cytotechnology, 3, 133 (1990)] . pAS3—3 (
BAERMEFT02-22707 5852%) . pcDMS8 [Nature, 329, 840
(1987)] . pcDNA | /Amp (fvEMOY V). pcDNA3

1T (1vEdMOYzVH) . pPREP4 (1EMNOYIVH) . PAG
E 103 [J. Biochemistry, 101, 1307 (1987)] ., pAGE 210, pME
18SFL3. pKANTEX93 (EEAKES7./10354%5) . N
EKG1lval (KES#F$E6001358=MHMHE). INPEP4 (B
iogen— IDEC#) BLTIS VYRRV YRI5 — (EELARAE20
10/143698%5) LENEFLND,

[0150] TOE—4—& LT, EMHEPTREZRETIZHDOTHNIEWT
NEAWSZENTE, BFIZE, Y4 M XHOVAILZ (CMV) O imm
ediate early (|lE) &EFOTOT—4—., SV40D#H
7OE—49—. LMODAMLRAOTOE—Y—, A¥O0FF 47T 0O0F—
#— bE—hrravsy7OE—%—, SRa7OE—%9—. XEEOD=—%
DARMBEIVAINADTAE—Y—FBLLRBIVUNYH—DEFLND, &
=. ERCMVOD | EEBGEFOIVNYH—E2TOF—9—EHICAWVWTE
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[0151]

[0152]

[0153]

[0154]

AN

BEEMEE LT, BIAIE. £ MEIEHARENama | waififg. L
FCOSHE., FvA4=—XNLRY—IPRMAEC HOMA [Journal of Ex
perimental Medicine, 108, 945(1958); Proc. Natl. Acad. Sci. USA, 60,
1275(1968) ; Genetics, 55, 513(1968); Chromosoma, 41, 129(1973); Metho
ds in Cell Science, 18, 115(1996); Radiation Research, 148, 260(1997)
; Proc. Natl. Acad. Sci. USA, 77, 4216(1980); Proc. Natl. Acad. Sci.U
SA, 60, 1275(1968); Cell, 6, 121(1975); Molecular Cell Genetics, Appe
ndix I, II(pp.883-900)] . CHO "DG44, CHO—K1 (ATCCH
5:CCL—-61), DUkKkXB11 (ATCC&HS:CCL—-9096)
. Pro—5 (ATCCHS:CCL—-1781), CHO—-S (Life

Technologies, Cat#11619), Pro—3, 5w bk
Tro—<v#EEYB2 3HL., P2, G11. 16Ag. 20 (XIXYB
2/0&H5W0WD) [\ YURIIO-—YMENSO, YURITIO—HEES
P2/70—-Agl14, Y)FUNLRY—HBEBHKXIIHBTS5637 (
HAESHEG6 3—00029 98R%H) REMNEBFLNB,

BEMREADHEBANI S —DEARFEE LTI, BHMRICDNAZE
ATE2HETHNEVWTNHERAWDZENTES, flziE, TV bOoRL
—< 3 vk [Cytotechnology, 3. 133(1990)] . Y YVBAILY U LE (HAR
ERFET02—-2270755R%) . XIEVRTI I aViE [Proc. Nat
. Acad. Sci. USA, 84, 7413 (1987)] EHNEIFEN D,

PEDESICLTHESNBERCRTH2%ZO—-K933DNALRMAA
FERE AN & — % RE T 5WMEY. XISEHREG & OBROF EERRE
HEEMICESL, EEYHPICEKE NCRTH2 Z2EMERBI ., HIEEYH
SIEIMT A EICEY, ENCRTH2A8ETZIENTE S, ZWES
BAEZEMICEST 255, BEOEEICHVWOLNIBEDHEICHK ST
THZENTES,

EREVBEROMBE TRIRIELBSICE., BXIEEHEIMIMIhEE
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[0155]

[0156]

[0157]

[0158]

[0159]

CRTH2%BHI&EMNTES,

FEMOTOE—Y—ERWHBANRY 4 —CHEGHR L HEY &S
BIHEEICE BERICHLTA YT a—Y -SRI L TEH LW, f
ZWE, lac7OE—49—ZAVWEHBANI S —THEGE L BEYE
BEIEAICEAMYTOEN-—B—D—FAAS I NS/ KL%k,
t rp7OE—Y—ZBWEHRANI Y —THEGSE L AMEMEIEERET
BHEITIFA Y R=IT IV EZB/MIHRML TH LU,

MR EEEE LTRONIWEGHRAZEET iEME LT, AIX

—BICEREINTWABRPMI 164 051 [The Journal of the Amer

ican Medical Association, 199, 519(1967)] . Eag | e DME M#Zih [S
cience, 122, 501(1952)] . #IRv ORZEME MiEH#h [Virology, 8, 396(
1959)]1 . 1 9 95t [Proc. Soc. Exp. Biol. Med., 73, 1(1950)] . | s
cove s Modified Dulbecco s Medium (
| MDM) s5ith, XIEZ N SBEMICHRRIRME (FBS) L&KM E
HWRENBITFOND, BEEIF. BEpH6~8, 30~40C, 5%CO.,.F%F
ETREDFHETTI~THREITI, F, BERALZEICIKEL T, AF<A
DURERZD) VIR EDQIMEME EB/MITHIML TH LU,

ENCRTH2%ZI—RI2EEFORRAEE LTI, BEFERUAIC
. DIREEXIIBMEELRERIRELEDAE [Molecular Cloning, A Laborato
ry Manual, Second Edition, Cold Spring Harbor Laboratory Press(1989)
1 ZAW2 &N TE S,

ERCRTH2DEERZXE LT, BEMERICEEIE2HE BE
MMM IEDEHE. XBBETHRARELICEEI S HEN DY, &
AT 2EIME. XIIEEIEZ2EMCRTH2OEBEEZEADZ&ICLY
BURFEEERTDIENTED,

ErMCRTHZ2HMEEMEAXEIMEMMELICEEINDBE, R—
WY v 50h% [J. Biol. Chem., 264, 17619(1989)] . Ov 5MA% [Pro
c. Natl. Acad. Sci. USA, 86,8227 (1989); Genes Develop., 4, 1288 (199
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[0160]

[0161]

[0162]

[0163]

[0164]

0)] . HAERBFEOS5-33696 35 . XITEEAREIL 23
021 BREICEHBOAEEAWVWSZ&ICLY. ENCRTH2A2EEHAE
HICTEIBRIIC DM I BB 2 &N TE S,

T, PENOEBERBREGCTAEZAVLERTIBRESR (BAER
BEF02—-227075801H) 2FALTCENCRTH2D.EE. LR
IEBHIEHTES,

BONBERMCRTH2IE, HIZIE. UTFOLDICL THEE. BRI L
ENTED, E FNCRTH2AMBRICEHRRETRRELALBZSICIE. BB
RTRICHBEZZOSBICEYEIN L, KRBERICRBR, BERBRE
CIZLYFTLRA RVRNVAD ) VREFFAY - XEYM /IR E
ERAVTHEZRR L. BERBLEERES S,

AR MR EBO DB T 22 &ICLYBELNE EENL, BEDE
BEOREEBRE. b, AlHMbE MELEICL2ENE. BEE B
BREICL2BA. PIFILTI/IFIL (DEAE) —E770—2X,
DIAION HPA—-75 (ZEZFEHR) REDLIYVERWRA TV
Xy OAT NS5 T4—%. S—Sepharose FF (J7ITY7F
) REDLYVERWERBAF RBI/OTNT ST 14 —E TFILED
7FAO—R, 7o) EI77O0—RBREDLIVERWERKEI O NS
T4 =% PFHERAVWETIVEEE P74 =274 —8O<XMNI5T 14—
R 7O NI+ —HhIUTE RIFEFERETIAB R EDBRIREEMRE
DFFEERUIHEAEDE TRV, BEEREB2IENTE S,

ENCRTH2AMBERICHABREERE L THRLLHEIE. LR Bk
ICHRR Z O L. BODBZTO 2 &ICL Y. MBES & LT&E
CRTH2ODA&AE®KZEINYT %, @I L7AZE NCRTH2DFR AR EZEH
BEMEITAAILLT %, ZABRLREFRUIBERT S &ICLY. &EE b
CRTH2ZEELQIBEBEICR LK. LREAKROERBEIRICIYR
JRTF ROBERIERERFTLIENTE S,

E hCRTH2XIZZDHEEMEAEDFEFNMRMCIBINIIZE
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I3, BELEFICBVWTEE FCRTH2XIEZDMEBEELE DFEKE
BT B ENTE S, FIEED % LR EARISGRODBEREDFIRICELY
MIBTZZEICLYTBRMESZIEG L. ZTBAMESD S, LEE&BHRO
BREEREEZAVDS I EICLY, BRBRRZBLENTES,

[0165] &/, AEBICEVWTHAVWSLNEZEMCRTH2IE, Fmocik, Nidt
BocEREDEEREICL>OTHRIETHIENTES, Ffeo RN
VANTLTY O, R=Fv - T)v—#, TFITITR FOTFAY
FTO/ATVAVANLAY ME YL -RAR A—ETFTH X
EERREFAHAEDRTF REREEFAL TLEERTHIEHTED

[0166] (2) B0 REEMESBRAEEMREORER

B3~20BEDY VA, Ty MR NLRY—REOEYIC, (1) THE
LN2HREREL T, TOEDOERE. )/ . RELPOHTIFELM
EEEINT %, . REREMNME LEEOEBY TR AQMAMO EF A ER
HHENABWESRICIE, ERCRTH2/ w70 MDA EBREEE L
TRW5ZEBTES,

[0167] H®RZEX. EMWORT. BRER. #BIRAXIZEEZERIC, AIZEL 72042 F
DRETFIVany b XBKBIETNIZOLTFIVEEBERETIF U RE
DEZEAT T2 bEEBIIMRERETEIEICEYITI, MRELED
RTFRTHBIFEICKE, BSA (DVMBE7ILTIV) . XIEKLH (K
eyhole Limpet Hemocyanin) 0¥+ T7EH
Beavvasr— el IhzfERRELTRAWS,

[0168] MMEDOHESIE. 1EEOHRSDE. 1 ~2HBESHEIC1~10[ETI, &
5% 3~7HEICREFRRED 2 WIEFRRLYRIL., ZOMEOCHGE
ARG ZERAEE [Antibodies-A Laboratory Manual, Cold Spring Harbo
r Laboratory (1988)] W &%#BWTHIEYT %, REICEBWEMRICH L., £
DIFEN+DAHAME R L B EMESRARAEEMBEORGRE 72,

[0169] HMEROEKKE%RI~THBIC, RELLBMLYERLS E OTIAELM
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fRz2CHBIZHEE L. MAELEMREZRNY 5, BEMEZBVWSIEEIC
i, IR ZE MR, IE< LR EO00REL. ISICHRMIkKEREL TRER
MFEELMREZIEY 5.
[0170] (3) BHEREHMARORAR
BEREMEE LT, YO ZANSR/ONSHREMREZAWL. fIxE. 8—
TPHITT7ZUmE~ X (BALB cH%k) SHEMEKP 3—X63A
g8—U1 (P3—U1) [Current Topics in Microbiology and Immunolo
gy, 18, 1(1978)] . P3—NS1 7 1Ag41 (NS—1) [European J.
Immunology,6, 511(1976)] . SP2 " 0—Ag14 (SP—2) [Nature,
276, 269(1978)] . P3—X63—-Ag8653 (653) [J. Immunology
, 123, 1548(1979)] . XIEFP3—X63—-Ag8 (X63) [Nature, 256,
495(1975)] 7w EZ=RW 3,
[0171] X BHEMERE. EBEMR (Vs3I 2—-XWAT IS/ =N, T
TR AY v, FBS, RUB—TF7HIT7=V%MARPMI 1640
] TR L. MRERED 3 ~4 BRIICESEHMICHA L, MEeEHH2X
1 07AL EOHREB = HRY 5,
[0172] (4) fEMEEE/ /7 O0—FTIIEEE/NA T R—<DRHA
(2) TEShIRERNKELMEEE (3) THLONSEHEMREEZM
inimum Essential Medium (MEM) ¥E#hXIZPB
S (VYEBRZFhYDLT1, 839, YVER—HYDL0. 219, RIET
659, HEK1Yy L, pH7. 2) TLHEAEL, MBEBD., BME
RAEEME : EHEME=5~10: 1ILR2LIBEL. BOVEL
&, EEZERL,
[0173] @ LMREEZLIESC LR RUTFLYFYTI-)L—-1000 (
PEG—1000) . MEMEMRUIXFIZNEFY RORKES 7T
T, BRLAPOMNA S, ISICT~20BBICMEME# 1 ~2mL 5%
BIMNA7%. MEMEBHZMATE2ENS50mMLICRSZLDICT S, BDD
Bk, EBZRR<,
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[0174] B U7-MBEEZ2 2 0MMIIEC LK. MARMAEEMEICH A T
#leERFHYFU, FIIV, RUOTI/TF)VEMAEESER] F
KPR ZRET 5, COBBKREZ37C. 5%CO,MrFan—
H—h, 7~14HBEEBET S,

[0175] IE&E%. HELBO—BAREIMY. ok NCRTH 2 FHIRMAICH
TAERIGERTREDNA T K=Y DBIRFEICLY, e NCRTH2%
SECHMRICKIGEL. EFCRTH2ZEFRVIMERICKE LRV % 3%
RT3, RIZ. BEASREAICLY70—=v/%2a1YRL [1EBIZH
TiEM (HATEMANASTI ) FF7) v aBRWEM) | 20 8IFESEH
AEATZ] . ZRELTRVWRAKEORD SN2 E0% T/ /7 O0—FILHE
EENAT) K=& LTRIRT %,

[0176] (5) H¥EE/ /O—FIILAKDOFRES

TRV [2, 6, 10, 14—FrSAFILRVETHY (Pr
istane) 0. 5mLZRIEANKSEL. 2:BEAEETS] Li8~10
BSOIIAXERXR—RIIRIC, (4) TELNhDE/ VO0—FIREE
EngT) R—<&BERICERT S, 10~21HTN T F—~<I3f8
KA T B, COTTVADNLIEKEZRIRL., BODE L CEARD ZRER
. A0~50%MBT7VE-VLTIENL. ATV IEELEE DEAE-—
L7 7O0—2A5 L, TATAVA-NSLIETIVEBRHS LICL ZHEE
ZiTew, | gGXIF | gMESZESH,. BRET/ /70—l ET 5,

[0177] /. (4) TELNWDE/VJO0—FTIREEENITY)R—<%, 10
%FBSHRMERMULAERPMI 164 0Bl TIEELLER. EO0E
ICEY EFE%ZRE, Hybridoma—SFMEH#ICREL., 3~7HHA
BET S, SoNnSHMEREREZOSBL. Sohs EELYTOFTA Y
A—ASLXETOTFAVG—HFLICLZBEEETRN, | gGEDEE
O, BEE//70—FIinksaB832&H5TES, &8, Hybridom
a—SFMEMICIZIE %YM TGF2155MTBIEETES,

[0178] HGEOY T IS ZADRER. YTIVSRI91EV Ty NEAVWTERE
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[0179]

[0180]

[0181]

[0182]

[0183]

[0184]

BRAEEICLYITY, EHEOEEIK. O—)—%EXIE28 0 nmTORY
ELYEHET S,

(6) £/ 70—FILIEDRER

T/ 7A—FIAEOZERIZ. UTFICRTEY. e NCRTH2AHIEY
HEICN T A RGMEZ7O—H A X M) —TEATEZEICELYITI,

EMCRTH2%ZRIRTZMEE LTIE B (1) THELSNhBERC
RTH2%Z3—RY$2cDNAZSIURIENT S — %P EICEAL
TIRONDELTFEAMEY. & OFEEK, FEEK. Th2, |LC2
. non classical monocyted&8sUUTh2 " Th17
HMREAaENEIFONS,

MEEIG6VINTIL— REDTL—MIDELLEK. B1HMEELT
&, NATY R—vOIEELEXIIRBET / 7 0—FILRELREDOHEBRY
BznEL. RSt 5, RISEROMEEZ1~10%bovine ser
um albumin (BSA) #25PBS (L. BSA—PBS¢E
T) MET, LLHHE LR B2iAhe L TEARELRETEHEL LA
L2707 UHRGFEEDFELTREIES, BSA-PBSRETLHE
Lict. 70—H%A X =4 —EBVWTEHRLLREOENXELAET Z &
ICE Y, HRRMEICN L TRENICRIGT 2T/ 70— IR EZERT S

Tl AEBPOE/ /0—FIHAEEFEELTEMNCRTH2IEET 2
T/ 70—FLHEE. ERo7O0—%41 M M) —E2BVEEERGBRE
RIS, ERAAFERMULTRIGIE D& TRIETE 3,

TRbL, WRINAZNALBEICAREBOE/ 70— T EOEEHNHE
EINIMEERI) -T2 EICELY, ENCRTH20D7 X /88
25, XIEZFDIAEEEADRESICDOWT, ARBATMELEE/ 70—F
WHEEBATHE/ /O—FLVREERBT DI ENTE S,

IHIC, AFEBOEMCRTH20O7 X /BRI, XIEEDILAEEICHE
BISE/7O0—FTIRGEDNRETHIIEN—TERALCIE N—TILHEE
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[0185]

[0186]

[0187]

[0188]

DIEIE. ERo7O0—%4 M M) —ERVEEERIGRERTEREIh
REOIEN—T5RAEL. AELAIEN—T0D, MOMBERRTF
R, RIBTE =T O FEEICBEIELARRTF RELEEL. R
TBHIET, BIBTHENTES,

2, BETFHEBAMEOER
EETFHEBEZAEOERFE LT, BLTICE MR ASHRERTE M
HOERFEERT,

(1) BEFHEBIMAERRRANS § —DHEE
BEFHBAMAERRANX Y-, E MIAOCHRUCLZID—RY
5D NANHAAFNEDMBERARIRRI Y —THY. BWHEAREREAN
J9—ICE MABDCHRUTCLAZI—-—RTBDNAZETRETRIO—Z2V
TE2ZEICLYBRTEIENTE S,

bt MO CIESIEEROE MIBKDCHRUVCLARWS I ENTED
o BIZIE, EMNAEDY 1 HTISAOCHR UK IS ADCLAEERW
%, E MAKOCHRUCLEI—RTSBDNAICIE. cDNAEFVLEH
CIFVYEAMNOVDSRBREEADNAZRAVWS I EETES,
BRIV Y —ICIE. £ MAGFOCHEEEZI— RT3 EBET%EH
AARIBRTEBZEOTHNUITWARDZEDTERWVWSLIENTES, HIAIEF
. PAGE 107 [Cytotechnol.,3, 133(1990)] . pAGE 103 [J. Bio
chem., 101, 1307(1987) 1. pHS G2 7 4 [Gene, 27, 223(1984)] . p
KCR [Proc. Natl. Acad. Sci. USA, 78, 1527(1981)] . pSG1bd?2
— 4 [Cytotechnol., 4, 173(1990)] . XIFpSETUK1Sed1—-3 [C
ytotechnol., 13, 79(1993)] & A BHW 3,
EMMBERARERIY—0>bOTE—49—cIT NI HY—(Tik, SV4
OD#WEATOE—4— [J. Biochem,, 101, 1307(1987)] . EO=—T T X
HmM®%> A JLAL TR [Biochem. Biophys. Res. Commun,, 149, 960(1987)
1. XidgRE/O7Y VHEOTOE—4— [Cell, 41, 479(1985)] &>
NvH— [Cell, 33, 717(1983)] R EEAWV 3,
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[0189] EEFHEEBARAREANRYY—ICE. BEEFREIAGRERIS—0
BEOEZI. BYHME~OBADEZE. BIHMERNTOMEHERTL
SBHORIREONSVANE T H2REORLNL, AHERULEFE—D
ROG—FICBETET D941 T (AT LE)DEBEGTFHBAMARERRI S
— [J. Immunol. Methods, 167, 271 (1994)] #BW2H', HAEHERTL
LB A DRI —EILBEET 2L — MRS —FAVDEIEETED
o VT LBEOBEGRFHBAMAFERANRII—ICIE. pKANTEX93
(EI/ABEEE97./10354%5) . pEE 18 [Hybridoma, 17, 559 (199
8)] mEERWS,

[0190] (2) & FUAOEHMHEOREDVEEHEZI—RTS5c DNADERBRY
7 X J BBERS D FEMT

FEeMAEDOVHRUOVLEZI—-RFTS5cDNADRGRUT X/ BEES!
DEFEMIEATOLDIICLTITI ZENTE S,

[0191] 3Eb MRAFRZEETEZ/NATY F—THlELYmRNAZHEL., cDN
ALEMT %, M LIEcDNAZT 7 —IXRB TSR RREDRY & —
I/ O0—=v%Z LTcDNASH TS —%EET 3,

[0192] ®IEBS4A 73V —&Y. ¥O RAAFEOCHEEFILINIEVEREBL,EZI— R
TB5DNAEO—7&ELTHAW, VHXIEVLAEO—RTBcDNALRE
THMBMA T 7 — VRSB TS RAI REZFhThERT 5, i 7 7
—IRIFHMBRATSRAI RLEOENETHI IV AMEOVHRIEV L OLIE
Az ZnETNREL. BERBINLYVHXIIVLOL2T7 I /B %%
NZENHEET 3,

[0193] 3Eb MAKEEETD/N\M4 7Y R—<Hla&FET 2 £ NUADEMICIE
CNYTVARL DY R NLRY— RIESEY NREEZBWED NA TR
—THIREAE ST D EATRTHNIE. WHARZEMEBAVWEIENTE
%,

[0194] NATY R—THEISOLSRNADRAKICIE, FFITFVBIT=VY
— NY T F Ot Y L5k [Methods in Enzymol., 154, 3 (1987)] .
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[0195]

[0196]

[0197]

[0198]

XIERNA easy kit (F75 %) EDFy NREERWS,

ZRNANSOMRNADHREFICIZ, #VIT (dT) EBEbEIO—RAD
S L3k [Molecular Cloning, A Laboratory Manual, Second Edition, Cold
Spring Harbor Laboratory Press (1989)] . XixO |l i go—d T30S
uper>mRNA Purification Kit (h5/81F%
) REDFy NpEZERWS, £/, Fast Track mRNA |
solation Kit («vEMOYZVH) . XIEQuickPre
p mRNA Purification Kit (7737 &
DFy FEAWTNAT) R—THENMNSMRNAZFRTHIEELTES

cDNADERE T cDNASA TS —DERICIE. RAMDIFE [Molec
ular Cloning, A Laboratory Manual, Second Edition, Cold Spring Harbor

Laboratory Press(1989), Current Protocols in molecular Biology. Supp
lement 1, John Wiley&Sons(1987-1997)] . SperScript Plasmid System fo
r cDNA Synthesis and Plasmid Cloning(4 yE hOY T v4), XIFZAP
—cDNA Synthesis Kit (R NSHI—28) BREDFY
MNrEZERWS,

cDNASA T3 —DERDER, N4 7)) R—<#ifah ot L/amR
NAZGERE LTEBLIECcDNAAHAIAL R Y —ICIE, ZcDNA%
WHARADBRI Y —THNIEWDNRZEDTERVDIENTES,

BlzlE, ZAP ExPress [Strategies, 5 58(1992)] . pB |l u
escript |1 SK (+) [Nucleic Acids Research, 17, 9494(19
89)]. AZAPI | (R34 —=Uf) Agt 10, Agt11 [DNA
Cloning:A Practical Approach, I, 49(1985)] . Lambda Bl ueM
id (yO—rYFv o). AEx Cel |, pT7T3-18U (77
I TF#) . pcD2 [Mol. Cell. Biol., 3, 280 (1983)] . XixpUC
18 [Gene, 33, 103 (1985)] REZERAWS,
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[0199]

[0200]

[0201]

[0202]

[0203]

77 —VRBTSAIRRIG—ICIYBEINEcDNASA TS —
ZEANTBKRIBEICIE. ZcDNASA TS —%28A, RERUHRETE
2H5DTHNIEVARDZEDTHEAVWSZIENTES, fIXEF. XL—-18B
|l ue MRF [Strategies, 5, 81(1992)] . C6 00O [Genetics, 39, 44
0(1954)] . Y1088, Y1090 [Science, 222, 778(1983)] . NM5
22 [J. Mol. Biol., 166, 1(1983)] . K8 02 [J. Mol. Biol., 16, 118
(1966)] . XIEJM1 05 [Gene, 38, 275(1985)] I &=AW3,

cDNASATS)—DoD MAEDVHXIEVLEZI—-RT3cD
NAZO—VORBRITKE. AV M—TXRERAFH L TO-TZHWE
A0=Z— - N TNVIME=vavik XET5—07 - N TIVF1E—-Y
3 % [Molecular Cloning, A Laboratory Manual, Second Edition, Cold
Spring Harbor Laboratory Press(1989)] & A& FHW5,

Fre. 7547 —%FABL. mRNANSERLEZcDNAXIZcDNA
SATS5)—%ERS LT, Polymerase Chain Reac
t i onjk [LAF, PCRiE&E29 . Molecular Cloning, A Laboratory Manual
, Second Edition, Cold Spring Harbor Laboratory Press(1989), Current
Protocols in molecular Biology, Supplement 1, John Wiley&Sons(1987-1
997)] #7522 &L YVHXIEVLEZI—-—RFTHcDNAZFARTEZIED
TZ %,

BREINICc DNAZ, BULHRERQETYMHER. pBluescr
ipt SK (=) (RhF4Y—v) REDTSRINIC/A—=T
L. BEAWVWONSIRERINZENAELEICELYSEc DNADKRERT %R
EY 5, BEBIIENTEICIE, BIAIE. PTFF25%k [Proc. Natl. Acad.
Sci. USA, 74, 5463(1977)] mEDRINET> 7<% ABIl PR I1SM3
700 (PENMAYRATLRXt) XIFA. L. F. DNAY =/ T H—
(Z7I=o7H) REDRERIBEDINEELEEZRWVS,

RELEBEEINSVHRUOVLOL27 I /BRI EZFNTNHEEL.
BrROHTEDVHRUV LOET I /BRESS [A.L.F.DNA, US Dept. Health
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[0204]

[0205]

[0206]

[0207]

[0208]

and Human Services(1991)] &t&T B2 &ICL Y, BSLAZc DNARY
W TV EECMEAOVHRUVLOTLRT7 I /BESZI—RL
TWaH%EENENERT 5,

DT TFHIVENEECHEDOVHRUV LOTERT I /BESICEL
T, BROIAEDVHROV LOET X /ERES) [A.L.F.DNA, US Dept. H
ealth and Human Services(1991)] &thE T B &ICL Y. 9> JFIVE
HIOREIRVCNRIRT X /BRI ZHETE, SSHICEETNONEBTZYT
TJIW—TEHDENTES, /. VHRUVLOEZECDROT X/ BE
FHEDOWTH, BROMAEDVHRUVLODO7 X /EBELS [A.L.F.DNA, US D
ept. Health and Human Services(1991)] &b T A &EICEL>TRHET
ENTED,

T, BONBVHRUVLOELART I /BEEIZRAWT, flZiE S
WISS—PROTXIEPIR-—Prote i nREDERDT—HIR—2
WL TBLAST % [J. Mol. Biol., 215, 403(1990)] % & MAERMIRZERE
ZTW. VHERUOVLORERT I /BEJNFRLCL DO %HEBTE S,

(3) B MBI XSIAERIENRT § —DER

(1) THESNIEGFHBEZAMAERRERANI S —0OL MEDOCHXIZ
CLZI—RTBENETNOEGFOLRIC. TNhENIEE MALFDVHX
BVLEZI—RTBcDNAZENENRI/O—=VJT5H52&T B MEF
ASTAERERI I —%EEBRTBHENTED,

e MIFEDODVHXIEIVLEZOI—-RFRTScDNADI RimfilE, & M
BEOCHXIFCLME™ Rimfll& 2 EHET 57010, EiEERD DIRERHD
EYIRT7 I/ BEI—RL, DOBEHQHIRERBHECINICR D L OIS
LEZVHRUVLODcDNAZERT S,

FERINAEVHROVLOCcDNA%, (1) TR5N2E MEREFKIR
AR —OE MUEOCHXIECLAEI— RT2ZNThOBGFOLR
WKENONBEY L TRRT 2H%ICENRETNIO—=VJ L. EMEIE XS
TERRENRI 5 —%EBRT 2,
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[0209]

[0210]

[0211]

[0212]

[0213]

[0214]

T/, FEMIAVHXIEIVLAZOD—RTScDNA%L, BHAFHIRESR
DERFEFT EMmIKICE T H2EXKDNAEZRAWTP CRZEICKLY FhEhiBIE
L. (1) THROWSEGFHEBAMBRERANIS4—II/O0—Z2TT 3
ZEHETED,

(4) & MERADOVEEEEZDI— KT 25 c DNADHESE

EMEEDOVHXIEVLAEDI—RTZcDNAR, UFTOLDICLTHE
LITDHIENTED,

b MAKDOVHXIZIVLOCDRD7 X /IR ARBIET % & MAD
VHXIEVLOFROT7 X /BEINEZFNETNERT S, BIRTEZFROT7
T /BRECAICIE. B MRAEREOEDTHNIE, WTHhDEDTERWS
ENTED,

Bz, Protein Data Bank&QEDTF—IR—ZICESR
INTWBE MUEOF ROT X/ BEERS, XiEe MuAOFROZEY TS
W—TDOHET7 I /BEELS) [A.L.F.DNA, US Dept. Health and Human Servic
es(1991)] A EEAWD, MADEEEUDERTEZIMA SO, TOHMED
VHXIEVLOFRO7I/BEFI&ETEZRITEVWERNE (D&t 6
0%Lht) OF ROT I/ BEERS%BIRT 2,

RIS, BIRLULAZE MABOVHXIEVLOFRO7 X JBEESIC. H&D
MAEDOCDROT7 I /BEIEZTNETABEL. & MEREOVHIZV L
DT I/ BENEETNETNRET D, RETLAET I/ BENERAEDERLGT
DOIREMINICR 5N 25 R OFEMRSHE [A.L.F.DNA, US Dept. Health and H
uman Services(1991)] #EZE L TDNABIICE#HL. b MFAEDV HX
BVLOF7I/BEEN%Z1—RF32DNARIIZENENEETT 2,

BREtLADNARRINCETE, 10 0EHMARORINSARIEEADEK
DNAZER L. ThEERAVWTPCRREEITY., CDBAE. PCRRIN
TORBIERCERATBERDNAORINS, FFELCIEHHE, LiHZh
FTNICDWTRB O ADEKDNAZKRETT 5, . MRICAHET 5EKD
NADS' RifICEZEQHIREROZBHENZEATSHIET, BFZIC.
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[0215]

[0216]

[0217]

[0218]

MeEOVHXIEVLEZOD—RTBcDNA%E, (1) THELNBE M
RAERBERARIY—IZ, 70—V T4 ENTED,

PCRRIGE, EigEM%AZpBluescript SK (=) (RkS
HT—=U) BREDTSAIRICERETRIO—=VT L. (2) ICERED
FEERROFEICIY ., BERIEREL, FMEOE MomEDOHESR
XIGLELROT7I /BES*I—RNIS5DNARIEETEZ SR NE
NET 5,

Frold, FREFLADNABAICEDE, VHERBLUVVLERER AT
AOREDNAL LTEKLAEED%E, LEEP CRIBEEMICRKATAWS
TEETED, I5IC, ANEMEDNADOEHHRICEY AL REEDRHES
HEEATBIET, EMEMAOVHERIRVLEDI—RTBcDNA%,
(1) TH/OHNDE MARIBERANI Y —~ABBIC/O—Z0TT 32L&
NTED,

(5) & MeIEDVIEIEO T X/ BEHI DHNE

b Mefiikld, ke MAKOVHRUTVLOCDRODA%E MMkDV H
RUVLOFRICBELEZLET T, ZOREREEFESEETOEE MEIC
LEXTIET 9% [BIO/TECHNOLOGY, 9, 266 (1991)] ., & hMbHiATIE. E b
ADOVHRUGVLOFROT7 X/ BENOHRT, BEERREORBEEICES
LTW27I/BEE. CORO7I/VBEECHEERTZ7I/BEE
 RUOAOIIHRBEE S L. BENICHREOBEICESELTWE TS
JBBEEEREL. ThHOT I/ BEELZTTOF L MIGOT I/ BERE
KBTI HEICEY, BFLARRBEEMZ LR IEZENTES,

NEREEHICEDLIFROTIV/VBEEZREY 57010, XiFHEaHEH
M [J. Mol. Biol., 112, 535 (1977)] XigAvEa—4—F7 7 [Pro
tein Engineering, 7, 1501 (1994)] ¥ A#BWBZ &IIC& Y., MEDILIE
BEDEERUVEIT AT LN TE S, Fo. ThETNOREICOVWTH
BOREFZFERL., ThETNORERBEESELHE OHEBEZRN TS &%
YR L. BITHRT S E THELANERREEEZET 2t MK ZEG
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TZE %,

[0219] EMAADOVHRUVLOFROT7I/BEEIER. XERAEKDNAZA
WT (4) KEREMOPCRRIGZITI Z&EICELY, BRI ZIENTES,
PCRIRMEDEBIEBENICOWT (2) ICEBOAZEICELY. BERIZIR
EL. BRNORENBIN E%HEET S

[0220] (6) b MEMMEREIRANT 5 —DESE

(1) THESNIEGFHBEZAMAERRERANI S —0OL MEDOCHXIZ
CLZI—RTBENTNOEGFOLRIC. BELALBGFHIEZED
VHXIEVL%ZI—RF2cDNAZZERENRIO—=vJ L. & MELE
RN Y —%EBRTDIENTED,

[0221] HIAE. (4) RV (5) THLHNSDE MEUADVHXIZV L 2B
BEICAHWSEXDNADS S, MiRICHET 2EMDNADSE’ RifilE
LAFIREROBHOEIZBEATSZIET. (1) THELNSE MoEH
RBEARXIY—0Ob MAOCHXIECLEZOI—-RETB2FTNETNDELTD L
MICENSHABYRHTRIETSLDICENERIO—=V T T B,

[0222] (7) ELFHEBZITAEO—EMRIR

(3) RO (6) THRONDELFHEBIATERERII— XIFENS
ZWEULERBENI Y —ZRVWCEGTFHRBAMGO—BAMRIREZITWV. F
U ESEEOEGFHREAMAOHE/EEEZDENICHET 5 2 &N
TZE %,

[0223] RIENI S —%2ZEATHEIMBICIE. BEEFHEBAMGBERRTESE
FHEETHNIE. WHRDHMETHERAVWE I ENTESDN, HIZAIECOS—
7HE (ATCCES:CRL1651) A#FHWS [Methods in Nucleic Ac
ids Res., CRC Press, 283(1991)] ,

COS—7THIIRENDRIENIS—DEAICIE. DEAE-TFAISVE
[Methods in Nucleic Acids Res., CRC Press(1991)] . XixYR7 o>

3 V% [Proc. Natl. Acad. Sci. USA, 84, 7413(1987)] “x& %MW 3,
[0224] RIBNIH—DEAR, BELBFPOBRGFHEZNEBORRER VTR
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EAEMILERAENMAE (Monoclonal Antibodies-Principles and practi
ce, Third edition, Academic Press(1996); Antibodies—A Laboratory Manu
al, Cold Spring Harbor Laboratory(1988), B/ O—VHAER~Y -2 T
BEBREYM VT4 74y 201987)] REERBVWTUET %,

[0225] (8) BTFHBAMAEZLREICKIRT 2HEGEKORG & BEFHEIEZ

N OEHES

(3) RV (6) THONDEGLFHBAMGBRENI S -2 ELLREE
MRICEAT S EICLYBRFHRBANGEREICRIRY M Eamittk%
"BHIENTED,

[0226] fEEMREADRBENIIY—DFEAILIE, TLI b ORL—YaviE [HR
EEREFE02—-257 89 152% ; Cytotechnology, 3, 133(1990)] # &
=RWS,

[0227] EEFHEBIMERBENII—EBATZEIMBICIE, BEFHERZHR
FERFEITZENTEIBEHERETHNIE. WHARBZBIRETERAWVWSZ
ENTES, fliiE, CHO—K1 (ATCC&HS:CCL—-61) ., DU
kXB11 (ATCC&HS:CCL—-9096)., Pro—5 (ATCC%
5:CCL—-1781), CHO—-S (Life Technologie
s, Cat#f11619) ., SvybhrXITO—<vHilEYB2 "3HL. P2,
G11. 16Ag. 20 (XIFYB2/0&%HWD) . YORITHO—<Hl
NSO, vw2XxO—<#ilESP2/0-Ag14 (ATCC&HES:C
RL1581), Y9ZAP3-X63—-Ag8653#lg (ATCCHS:
CRL1580). YeENOEMETHERELF (Dihydrofora
te Reductase, U, DHFR&FRET ) AR#ELEZCHO
#MRE [Proc. Natl. Acad. Sci. USA, 77, 4216(1980)] . L &/ F Vit &%
BL~Lec 13 [Somatic Cell and Molecular Genetics, 12, 55(1986) ]
cal,6—7 - AEGEBBRELCFNIRELLZCHOME (BEARE200
5770355865, ERARE027311405) . SvhYB2/3
HL. P2, G11. 16Ag. 20#if8 (ATCCHS:CRL1662
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) BREZRWD,

[0228] HRIENISH—DEAR, E-FHEBRITAEZZTEICRIRY 2 EEGMEKIE
. G4 1 8MERIER E DEA 2 T CEMRIEERIBHM TR T &ICE
YERT 2 (AAERRHFEO02—-25789154A%K) ,

[0229] EWMRRIEEAEMICIE. RPM I 164 08t (fvEMAY T V)
. G| THth (BASEM) . EX—CELL30 1t (Yz47—IT
A4AF%) . |MDMiEHh (fEMOY V%) . Hybridoma—S
FMEH (F1vErOY V) | RIEINSEMICF B SACDRERM
MERMLUEBHAEERW 5,

[0230] EBoONIHMEGRKEERMPTEEYT 2 & TEE LERIGER TR
N ZR\EEIE S, BELFPORGFHEBRINEORRER CHRE
BEMIFEL | SAEZREIRIYRNETE S, /2. DHF REBER (BX
ERFFE02-2578915n%K) RCZMALT. WEGBRKIEEY
PEGFHBANMBORRELZ LRIELENTES,

[0231] EEFHEEANKIE. PEGEKOBEELELY 7O0TA VA-N546%
FAWTEESLd 2 [Monoclonal Antibodies-Principles and practice, Third
edition, Academic Press (1996); Antibodies—A Laboratory Manual, Cold
Spring Harbor Laboratory (1988)] ., &F/=. FIIEE. 1A X O< b
T274—RUCBHBEBGEDELEDRETHVWOND A EEZHAEDLT
ZEHTED,

[0232] HEEU-BEFHIBZHAOHYE., LEFARRESF2AEODFEIL.
RYTV )T I RTIVERIKENE [Nature, 227, 680(1970)] . XIED T
2> 7J0Ov T4 4%k [Monoclonal Antibodies-Principles and practice
, Third edition, Academic Press(1996); Antibodies—-A Laboratory Manual
, Cold Spring Harbor Laboratory(1988)] REAWVWTRAIET DI ENTED

[0233] 3.FRHE /7 O—FIVIAEXIEEZIUART A OSE T

WM LUARRBOE /70— FIVHAESUSEZIERT F OEMEEEE. BT
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[0234]

[0235]

[0236]

[0237]

[0238]

DEIICTIZENTES,

ERNCRTH2HERFEMBKICHT SEEEEIE. FIAEERO 1. (6)
BEOT7O0—F4 M KN —ZRAVEEESRRHERGEDERHAZE [Can
cer Immunol.Immunother., 36, 373(1993)] #FAWTHIETE 3,

EhCRTH2EBMEEEMREKICHT HCDCHEM. XIFADCCHEME
NEIDRIEAE [Cancer Immunol. Immunother., 36, 373(1993); Current p
rotocols in Immunology, Chapter7. Immunologic studies in humans, Edit
or, John E, Coligan et al., John Wiley & Sons, Inc., (1993)] (& YHIE
¥ %,

4, MAEOTT7 /5 —FHERET BHE

AERBOE/ /7O0—FIEOI 7789 —EMaHEHT 5HEE LTE
. EDF cBIBD297TEBDOFTR/IASFY (Asn) ILHEETINEE
BERBHOBITRRICEETDON-—T7EFLILIYIY (Gl cNAc
) ICal, 6FEYS5731— (AT773—-R&HWVD) OBZHIET ST
% (EEAREE2005,/70355868, EREARAE2002,73114
05, EREAREC061739%) . NIHHAHDF cRFDT I /MK
BEE2WET B ETHETHHERESMONTWS, AFEBOE/ /70—
TIHFAEICEWThOBEERVW T, T7x 089 —EEEeHET &N
TZE %,

T/ —EHER. ADF cHigEN L TEIERI I NI MEKRE
MDFEMEZWLN, ADCCEM, CDCEM., XiEv /a7 7—YELLCIE
BRI A S ORMIRICE 2MAKREET7 7 IY/A =2 (Antibo
dy—dependent phagocytosis, ADPEMY) A&
BHMS5NTWS,

I7x V9 —FEHOREERE LT, FIZIE. B E L TREMMR. =7
V45— LT MRELIEMKEK (PBMC) . L TRAEMHMESENL
nEZREL. 4REARRESA v FaR—2a v LR HEESOEZEEL
TRt U CE MR KRER (LDH) ZRETDZIENTES, HLL
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[0239]

[0240]

[0241]

[0242]

[0243]

iZ. ERPBMCIZ, HIAIECD 2 0 DA MKRMIREEENREREZRHT
DHAEEREL. 1 vFarR—vav L% EEHLDHORESZO—Y
AMXRMNY)—ICLZEMBHRORDZT T4 —GHELTAET S &
NTED,

HAEDF c DNBEEEAEEHEOIT7 I I—ADSEEFIHT 52 & T,
MEOI 7/ —FHEENIIBETIEZENTES, IFOF ciC
BELTWANESEAEEHEHICES TS5 71— ROEEZRTIE I AE
ELTE, BIZE, a1, 6 -7 1—REGBBREGCTFIREBELLZCHOM
BAEBAVWTREEZRRIE 2 HENBF SN, 731—2AMEE L TUVARVR
HERBTZIENTES, 7I—ARAELTVWAVREIEEWADCC
EMEBET 5,

—hH. MAEDOF cIBELTWANBEEESUEHICES TS5 71 -0
SEAEMIEIHEE LT BIAE a1, 6—7I1—REBERER
FEBALLBEMREEZBVWTRFEEFRRIEZFEIESFSN, 71—
PMEELTVWARAERBTZIENATES, 7I—-ANHEE L TWBHKE
i, Z3—ZA’FELTVWRVWRELIYEEVWADCCHEREZET %,

. MAEODOF cBBOT7 I/ BEEEHNET 22 TADCCEMENIE
CDCHEMZIBMXIFETIHLIENTES, HIAIE. KXERFFLRHE2
0070148165 SHMEBICEEEDF cBHDT I /BEEIZRAWS
ZET, MAEOCDCEMEBMIETZIENTES,

e, KERFHHEOC673 705 cSHME. KERHHE729777565
BBMIE XIS KERFHFFE7 31709 1 SEEMEICEHOD 7 I /BAEA1TD
Z&ET, ADCCEMXIFCDCEN%EZ, BMIE2ZLERTIEDLIE
£ TED,

FEAFEPOMAKICTIE, LROMAEERZICEITZ7 I/ BRECHEH
WEICEhETHXIZEAERKE2013—-1657 1680 HAER
M2012-0210048RMALICEEHDT7TI/EREEZTII&ICEL
Y, FcBEREAORIGMEAHIET 2 & clHREFEHEHEL2REES
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[0244]

[0245]

[0246]

[0247]

[0248]

[0249]

Fnd,

I, EROFERERAF}EDLET. —DORFICHERTDZEICELY.
MAEOT 7 274 —EECMAPEREENEEINAERAEEZERGET 5 ENT
x5,

5. AFHEDE/ / O—FIRGEIEEREETHE = AW EEO/RERE

AEBOHMEIE, EMCRTH2HAERTZ2EBOBRICAVWDZENT
x5, BEREE LTE FlziE, BOKS. XEORR. S8R, BEA
. BT BAN. #BIRN. BHLIZEEANZEOERORSHEF SN D,
BEmEE LTk, Bz BER. b 7eLEL STF. BEL. ERE. >
O 7#&l. ZLF. &F FHEF. B XRET—TRRELNEF SN D,

ROFSIOELSARFE LT Bz 2F. 2oy TH. hFeILE
. EEFEI AIEL. XISERNAFIARENZEF SN B,

AFIE> Oy THRO L S AREREEDIE. K. > akE VILEN—LE
LLIERELREDHEE, RYVIFL V) - LELLIEFOELY S YO
—LREDTY) AV TEH. £ —THEL IFKEHAE DM,
p—bEROFILEFBMIZATIELGEDORHBER., XiFZ2 hAX) =27 L —
N=F LLIERNRN=ZIV MR EDOT L —N—FREERMFIE LTHEWTE
&Y 5,

AT EIVEL SRRl BEIIZENFR S I, B TRORE v aEEL
KRV ZM—IREDOHEFE. Ty TUVBELLETILF VTN D LR
EDREZEE. RATT7 )V VBT IR LELLEYILIREDERA, R
EZ)7)Lad—b, EROF>TOELELO—RELLIGESFVRED
e, BHRBIRATIVAEORIMEURINIESY ) viEOTERIRE
ERmMElE LTAWTELRET 5,

FEROKSICEG LA E LTE, IR ERHAL. LF, XIIEER L
ENFEF LN B,

ERFIE. EBR. 7 RUEBRKR. XIETOmEDEAYH, S 5BER
EERAVWTHET 5,
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[0250]

[0251]

[0252]

[0253]

[0254]

[0255]

[0256]

[0257]

AFNTH A ARE. KFELIERH. XEHILRVBREDEEEBVWTEET
%,

EEFISETEOORKRVCKEMHELZRBEE T, MOEARKBEOE/ /0—
TIRE IS A AR T & LTI E, RIVEBRZICIES
HELREERWTEET %, BAE LTI FIZIEHBEIE T2 vigE
ERAWS, . I7AVYILIXIERSANRNDFT—ELTHETSIIEHTE
%,

X 50, EERFIFROFNCEVWTEH, BOKSIELLREFITHRMAIE LT
BIRLIEKDZERINT BT EEHETES,

6. RFE\OMMAEIEFMAEIF % RAWRBOZIEE

AEBFOMAEISEMFFEZAVWTC. e FCRTH2XIFEMCRTH
2HRBLEMBEZREXIGHE TS &ICEY, ENCRTH2AEETY
DEBEZMTDIENTE S,

ENCRTH2HAEETZHEBEO—DTHIT7 LILF—HEOBHIE. B
ZIE, BEREOREM. BRER. ST FEMEESRASICEET DRE
MHEICRIE L TWSERCRTH2%270—HA M =49 —REDHBEZR
MFEZEZAVWTHRETEIEICLYTIENTES,

REFHFEER. BEHEZELZRRXERGAZEVWT. AEXRTRR
EEMEXITAET 2HETH D, BlAE. BEHEmEEERAEREE B
RAFAEE, BAREAUEE EAREAEE VTS T70v MEX
EEBILENFEREERWS,

BEHEMEESREREEE. F2E RRIGHRERERER L MR
IC. ARBOMEIEEMA A 2 RGI ., I OICHREREZREL M
1L/707Y) VRGXIBESHAFZRIESELE SV FL—2arvhy
VH—RETRAET %,

BRAEEAEEIE. fAE,. MEXERERZRE L MEAGEIC. AFBE
OIRENILHAAIA AR I, ISICESERLAAL /70T ) Y
MAEXITHEEMAF ZRISIE%R. REBREZBAXLESTHET %, HlX
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[0258]

[0259]

[0260]

[0261]

[0262]

YRy FEL | SAEREZRWS,

BREFAEELTHVWSREHRGE LT, 2F [BREEAELR EFEE
Bt (1987) 1 OBFEBERVWEIENTES, HIAE. 7ILAY T2
A7 78 —EFEHE. NAFIHS-EEH LTS5 -ERE. XES
FUEHREERWS,

B R4y FEL I SAKER BHEICAGFEZHESIELER. REXIEAE
WRTHBMEE Ry TIE, NSy TINERRICE2 ORAE RIS
H2H5ETHD, ZEL | SAKETR, REXIGAE LEEWRREZER#T S
A IIHTARF TH > T, MRESRHILOELD 2EADHKZERK L.
ZDO5. Bl ORGAXERAHFEZTFHTL—F (BIXIE 96077
L—K) IKIREIHE., RICHE2OMGBXIGHAFZF | TCAEDEEY
B, RWFFOFT-—ELREDHER. XRBEFFULETEHL TS,

EEROIENRE LT L — ML, EHRRISDBES N, HREXIEZD
Btk FHIUIE T OIR. MIREE LS. B, MK, K. XIERK
BREERGIEZR. EHLAT/ 70— ILREXIIHENRF 2RI E

FHAEICIS CRERIBZT D, IRERFMOMRZRERMICHERL THE
HUEKRERLY., #HRY Y TIVFROMRBRELZELT 2,

YU R4y FEL I SAKICRAWRHMAE LTE. R I7O0-FILinhEX
FE/7O0—FLAEAOVWTNhERBWTCE LS. Fab, Fab’ | XI&F
(ab’ ) ,BREDHMBETIZITAY MERAWTHE LW, YV RSAYFEL IS
AZTHW? 2BEOMAOHEAEDLEE L TR, EQ2IE N—T%5H
T5E/ 70— ImERERFOEAEDETE LWL, R 70O—
FTITAEE/ 7 O—F I RAEXETAER F & DEAEDETH LU\,

Y RERIEEIL,. @k [Monoclonal Antibodies-Principles and practi
ce, Third edition, Academic Press (1996), B/ O—ViiAER~Y -1 7
. BRHYAIVUT 47409 201987)] REICEBHEHINAAHETAET
o BMARBERHEZTHWSESE A S LTE. AIZIE. 28 [RAHREE vV
T4 T3 (1983) ] ORXFEENETOND, BIAIE. TA



WO 2017/010567 67 PCT/JP2016/071027

[0263]

[0264]

[0265]

[0266]

LA AYFAFIT7ER—F (FITC), XIFFISXFILO—F A
YFAITER—KM (RITC) BREREIFLND,

RARBAEZE I [EMRASCERS BERKRESL 2. BIESE (
1998) ] REIKHBBINLAETAET %, EARBUEEZTHWSE
EAE LT, BIZE, AMOEAKEHIZETON, FIVIZOLIR
T, A7 4 VIREDRBEIFOLN S,

DIRSVTAY MNEIG MREXERRZRRELCHEEAEZSDS (K
FIUNEEEF MY L) —PAGE [Antibodies-A Laboratory Manual Cold
Spring Harbor Laboratory (1988)] THEL7/=%. T INERY 7yl
—YFv (PVDF) BEXiE=ZrOorOo—REIC7TOvFa VT L. &
ICHMRZRH T 5MAEX A Z RIS, SHICF | TCAED®RN
ME, RIVAFF-—EREOBREH. XIFEFFUEHLEEZRELER
YUR| gGHRARIIBEEIFEZRBIELE. ZEHETRELTEI &I
Lo TAET S5, —HBIZLLTICRT,
RIES2TRINDTI/BEIEBEITZ2RIRTFRERERELTWS
MR IEHEEEZ@E L. Ex&ETTL—rHYDEREELTO. 1~
B30ug%xaSDS—PAGERICKYIXEIT S, KEISh/&EHEZPVD
FIRICKRSYZ277—L1~10%BSA—-—PBSICEETIONRRMBI
H7OvFVITBREETD.

CTAFREBOMGFAERIGEE, 0. 056~0. 1%DTween—20
EESLPBS (U, Tween—PBS&EEY) THEL. RILAFUSY
—EEHLAVFRYIOR I gGZERT2HEARIGIES, Tween—
PBST#%L. ECL Western Blotting Detec
tion Reagents (FPYIvLttHl) RX2BWTCE/V7O0—7F
WIENMREE LY REeRBET 52 &8I0k Y, BIES2TRINE T2
/BRI EBTEIRIRTFRERET S, VIR T7OYvT4 VI TD
BREICAVWLONSHEE LTE, RABOILFEELZREL TWRWERY R
TFRICEETE2HHEI’AVLNS,
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[0267]

[0268]

[0269]

[0270]

[0271]

[0272]

MIBILENFER, I METHZ2EMNCRTH2 EAFEBOE/ ¥
O—FILRGEIEEZREMA &S A BAI T2 EICL Y BRERETERIET
. COREFRERETHIEICLYITI, TOMICYBERIEEMFEE LT,
BIZIE, EMEE —RTRELEE RELBEXEST v I ARELE
& [BRAEREAIRE. €FHMR (1998) 1 RENFBIFLN B,

STV ARELEEE. MAXETHREZBEIELMZEO. 1~1Tum
BEORYRFLYSTvIRAREDEFERBV., WhT 2REXILHIEIC
SYNMEMARBZREIITZ &, RDEFOELAIFIBEML. EBIITH
DB, COEERIEEXIIESKBEE L THRET D &ICL YRERY
YTIWAHORRREREZRET 5,

AFEBAORE IS A AW T, SEREICEL 2 ABEEME S LR
FIARIICHIBT T 2 A& & LT, BIZITUTAZETF LN S,

F9. AERBRIIC. BEARDSHIAERMEMI, KE, Mk 2
AREEFRIML. TOBBRICARBONFILZNAEEERNL. —F
FrfElfd. REMMIEOMERTh 284 THA M4 VIREDERFRBENTF
KR SEEEEZIFCHE L, MAEMMREEZAET 5, REDHE
R, MAEMMEEEIREINAEES,. TORMI, B, 8148458
T HREOBERICIE. ARBOREXILZHRFAE AN B TH 2 &AERFA
RICHIMT T 2 2 &N TE B,
== e )

BATIC, EMBICEYARRREZRFT D, FRREINLICRESIND
H D TR,

(=M1 ]

ENCRTH2HREMEBEOENK

(1) EFNCRTH2RIERISY—DER

ERNCRTH2 (UFCRTH2&ETIEEHD) DcDNAIFZLERK
L. UBEORRICAW:, ERCRTH2Dc DNARIIAZEINES1IC,
7 X /BRI = RIIES 2 ICEEEHT B,
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[0273] (i) ECRTH2EGFHERp KANTEX 93RS H—DIiEE
FIRBEZREcoR | 8&LUKpn | ZHVWTC, ERNCRTH2MDcDNA
ZRO)H—pKANTEXO93 (EERARKEI7 1035458) &&EHKL
. ENCRTH2EGEFRIEpPKANTEX93RI Y —%EELT,
[0274] (i i) EFMCRTH2EGTFHEP AMo hRJ 45 —DIESE
pAMo h (ERAREO03 /7 087366%F) IILTH, HIREEREK
pn I BLUPHIind | | | 2ZAVWTENCRTH2EGEFEHAAHS. k&
FCRTH2EBEFRIEp AMo hRI S —%EBEL .
[0275] (2) E RCRTH2HIEHCHO DG4 4#IBDER
DHFREBEFRECHO (FyvAZ—XNLRY—IR) #HIEDG4 4
¥ (CHO /DG4 4#fd) =. ZELFEMASH - WEREMARMEIY A
FL. E FCRTH2REMIERICHER L, EEICIE1 O%BEHRY VA
BmE (dFBS) (GIBCO#) . HT [ERFHVFY (H) . F3
Y (T)] supplement (GIBCO#) . RU'50ug./mL
ToIIADY (FASATARI%) ZRmMLZ I MDM (G 1 BCO%t
) (. | MDMISESBEIREET 5) 2V,

[0276] &9, (1) — (i) THEEINAZEMCRTH2EEFREp KANT
EX93RV 4 —%&IRERAat | | NBICL->TUEL. Boh-EE
IKDNAZBEL., BEKICE@E Lz, TODNAEZIL S ~ORL— 3
VRICEY, CHO /DG4 4#REICEAL., HT supplement
HIRWZ | MDMEBEEMICT3IHEEES L

[0277] D%k, 10%dFBS, 0. 5mg./mL G418 (FAZ3457RY
) . RUS0ug./ mL U494 (FASATAV#) #A
| MDM (BLF. | MDMZERIEM S BREET ) TEAIMIEMEAZEZRL L
o BIR L AEHMWMEMBEE, 969z TL—NMI75cel | s/ FL—
MERDRICEREL, ISIC2E[IFE | MDMBIRIBHICTEE L, 7
TIEBICEMEBETTREL, >/ /O0—rER>TWSEDEIRRILK
EELL,
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[0278] HBon/-EKHMMUEMEEZO0. O2%EDTAR®K (FASA TRV T
=, PBS (phosphate buffered saline)
THELI%. 2%V UBBIEME (FBS) . 0. 05%NaN;&EU'T mM

EDTAA2ESEPBS (Staining Medium, UFSM&BE
29 B) TRBLKE, RIC. 2X10°%cel Il s/ wel |l &ER83LD5IC9
6 UTINTL—NIEEL, 1700 r pmT20BOEDDEAET> /2,

[0279] LEFE%ERRWEE., SMTRELALZPEE#HMENCRTHZ2HAE (Ry )
TUI—y—#) ZHRML. 4CTIREORBZT>7k, HMEBEZEEL
f-t%. MlERESMTREBL, HXBEZ70—Y1( hX—45— (BD/X(F
ATV RX%t. FACS Cantol |) TEMHfLE, EFCRTH2A
BREITZ/A-—VERRL, COMIEEZEEMCRTH2EIRCHO /DG
4 4R E Uz,

[0280] (3) FLAGRIEE RCRTH2RERENRY Y —DIEH
(i) FLAGRAEENCRTH2EEGEFREP AMo hRJ 4§ —DESE

(1) — (i i) THEEINAZERCRTH2EETFEE P, AMo hhb
. 7524¥—humanCRTH2FLAG—-A (E53&HF=S3) X®hum
anCRTH2FLAG—-B (E3&S4) #BWT. CRRICFLAGY
ThMIMIn~e RCRTH2 (f5&FES5) #polymerase ¢
hain reaction (LT, PCR&EY) THEIEL. HIREEK
pn I BELUVHIind Il | | Z#ZAWVWT. RY99—pAMo h (EEABEEO
3/087366%5) ¢E#EL. FLAGRMEERNCRTH2EELRFHIRP
AMo hRy & —% L,

[0281] (i i) FLAGRAEICRTH2EGFEEpPKANTEX93RY Y

—DESE

(3) — (i) THEIN/LFLAGMAENCRTH2EGRFREEPA
Mo hRJ& -5, F54<—humanCRTH2FLAG-C (&3l
£S56) RhumanCRTH2FLAG—-D (BEHHES7) #AHWVT,
CHRIRICFLAGH IDMIMINZE RCRTH2%PCRTIBIEL, HIR
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[0282]

[0283]

[0284]

[0285]

BEZEEcCOR I BLUKpn | #BWVWT, RIFY—pKANTEX93 (E
BRARAEE97 /1035458) L&#EEL. FLAGRSENCRTH23ER
FRIFEpKANTEX93RV Y —AEELL,

(4) FLAGRAENCRTH2%IE3Y 1 —BHIFADER

Sy h3Y1-Biifa%z. BHNNAF )Y —XtEVS—-FYAFL. FL
AGRIAE FCRTH2HRMARERICER LA, EEICIET10%FBS (
GIBCO#) . RU'S50ug./ mL FU¥ITA4Y (FHSIATRI#
) ZRMUAZDMEM (G 1 BCO#t) (BIF. DMEMISEEMEBREET
%) =ARAWE,

(3) — (i i) CTHEXNEFLAGBAENCRTH2EGFERP
KANTEXO93RV S —%HIRERAat | | WEBICL>TURL. 5
NE-BEFHIADNAZBRL, BEKICEHE L, CODNA%Z, Fugen
e6 (FOXAH#) #HAVW/ELipofectioniEIlkY3Y 1 —Bif
BRICBAL., DMEMEBEEHICTIHBEREEEE L, TO®R. 1 0%F
BS. 0. 8mg/mL G418 (FAS47RV%) . RU'50ug/
mL S840 (FASATAV%) #KMLIEZDMEM (I, D
M E MiBiREEH) CEAFIMMEMRES RIR U,

BONLEAMIEMEEZ0. 05% M) F>VBK (invitroge
ntt) TRIBEL., PBSTHELA®K. SMTRELA, RIC. 2X105c
el ls/wel | &ERBEIICI6TILTL—MIHEREL, 1700
PmMT2HBDRODBMET o/, LiEERWER, SMTHEELAPERZ
HMIMEMNCRTH2HME (Ryy<wra—)Ly—%t) &#RML. 4CTI1HE
BORIGETo>l, MBEZESELLE HEZSMTREL. RABEEZD
O—HYA "A—4— (BDNRXAAHYA1 TV At. FACS Aria) THE
Mrl7ce FLAGRSENCRTH2Z8RIREITIENES VY TILEILY —
T4Vl AREEZTW., FLAGHMEAEERNCRTH2HIE3Y1-B
MR & L7,

(=M 2]
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EMNCRTH2IIHT2HMAEE/ 7 O0—FILTEDEFER

(1) Sy bh~DRE

ERNCRTH2IINTZE/ /70—FTIGALZEET 220, #EH%S
D EED O BEDIEMWKY /NCr ICr | jSv b (WKYSY )
(Fv—ILRYIN—4) ILREL,

[0286] #I@E3%5iE. 5X106cel | sODFLAGRAERNCRTH2HIE3Y
1 -BH#ifg%= 100 u LOEERIER (RFREETIFH) ICREBL. Sig
ma Adjuvant System (BHEBEE (VF<TFIRKYyvF
#) 100 uL&EHLET200u L OMEMEREZRAE L. 1 yFIHLY
100uLZWKY Sy NOREREICEE 2 v ATEIRNRS LT,

[0287] ZF/-#E#%5 2 BE%KIC. 5X106ce |l | sPDFLAGBAERCRT
H2RIE3Y 1 —BHilgZ2200u LOAEBREBRICEREBL. AKROAET
BE5%1To7,

[0288] (2) NA T R—< D

(1) C2RIBOREAT>H3BRIC. ARMICWKY Sy kDSBS
U REEREE L. MEsSICHE L,

[0289] 9. AELAEBEY) V/IEIZRX54 RASZATTYDRL, H#EEIE<
L7ze COBREY V/REHEAMinimum Essential Me
dia (MEM) (invitrogentt) ICEBL. BILRAMNL—F—
ZBTZEICELY. RYGHEBERWE, 1200 r pmT5 RO DEE
TEHIEICLY EEEBKRWER, BUMEMTREEBL., BEY v/ \&ifiig &
L7z,

[0290] /{onkiEe') v/ ElREBICH L. 1/ 5#BEKOYY AT TO— <
P 3—-U1T (ATCC) #RE LKL, BODBEICLY LIFZERRW1E,
37CORADHTEDDD, 500uLDPEGHEK [Polyethy
lene glycol 1000 (#iE{ZH) RCMEMEZNRETN 1
mLFDEEAL. DMSO (UAFILANKFYR) (T TFILRY v F
#) #350uLlmMaidd] 2PMTHML. TIIK 1 HEBICTMEM
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ITmLASEMAABISIC45mLOMEMERML T,

[0291] QOO rpmTSESPEREROAMT DI &ICLY EFZRWLE, Mgz H
AT [500mLORPMI —1640 (FIYMEZE) ICHL., 10m
LOHAT (ERFHYFY (H) . PR/T7F)y (A) . FIIU (T
) ) &K (GIBCO#), 0. 5mLM55mmo | /L 2—Merc
aptoethanol (invitrogentt). 50mLDOYYEEE
mE (Moregate Biotech#t)., BLTO. 5mLDO10m
g/ MLFVIRALVVBER (FAZATRI%#) ZRmMLEED] TRE
L. 969z L—MICHEBEL, BB L,

[0292] (3) NA TV R=<RY)—=V7

(2) THEINANAT) -2 THEBELLE. BV IILOEE
EFEZHEWML. E FCRTH2IINT 2 RIGHEZEENT L. BHENRMEER
VRt BBMIRE I, FNhEFRE RCRTH2RIECHO /DG4 4RV
CHO /DG4 4fifae Lz, £, BHESRERER RS RMEREEO.
O2%EDTARK (FHAZATRAV1HE) TRHEL, 17 zLHiYEN
Fh1X105cel | s/ 50uLe&ARdLIIC96VTITL—MIERE
L. 50uLEELEEZRIML. 4CTI0OREADRIGETIT

[0293] #AREAME&EL/-%. SMT30O0fEICERLIEANt i—rat 149G
(Fc) Dyl ight488 (abcamft) 100uLTESEL. 4
CT30NEORINZEITo>, BUMMEZRE LK. HBZSMTEEL
. BXBEETO—YA MAN)— (BDNASMFHY LTV %, FACS
Cantol |) TEHfLE,

[0294] ERFCRTH2RI{RCHO DG4 4HBRICKENARIENARLONEY T
LWDNA T R=TICDOWT, yO0—=-VJ# [TR-90Y sO0—=
VIATF21—LCM—B (ZT—F47%) iIZ. 0. 5mLD1Omg, mL
JOoIIADVBR (FHSATAI%) . 5mLOHT supplem
ent (Gibcoft) ZRMIMLAED] ZAVWTRABREICLD VT
Ve o0—=v 7% 207>/, &I, ENCRTH2RIECHO
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[0295]

[0296]

[0297]

[0298]

[0299]

[0300]

DG4 4fifgIcHRBEVIO—HA b A MN) —RISEERTNATY K=<
Lym2s0—> (WUIF. N T7YR—=<Lym2&87) 28Il %,
(4) NMTYR=—Lym20EELBICEETNI2REOH T IS5 ADAE
E

NATYR—<Lym2%3BHEEELLEELEEZPBS (FH514 7
AUHE) T1OB/ICHERL, TOFMEZ150uLAVWTRat Mo

noclonal Antibody I|Isotyping Test K
it (AbD Serotectt) THRINDERPEIKWNY TS XD
X RReY (o

ZTOMER NMTYR—TLym20DFEELERICZEEINS Sy Mk b
CRTH2E//7O—F)ffks (LUTF, BICL ym 24k EiRiET 5158
H5) 7Yy b1 gG2biETHDZENHELNMIA DT,

(5) Lym2inAniEH
Hybridoma—SFM (invitrogen#t) IC5%DFet
al Bovine Serum Ultra Low 1gG (invi

t rogen#t) ZMAEBHMT, "M TYF—Lym2% 1:BEEEL
foo EEEEAREUNLRERICH L,

EELEENS, Prosep—G (GEANILRSTTFH) #HWT, Lym
2HAERE L, 9. BELEEHSLICO—RNL, PBSTAHSLE
FELZE. pHS5., O, 3. 58LT3. 0EEHNYy 77— (0. 1M
JIVB—KHMHM—NaOH pH5. 0, 3. 5&8&LU3. 0) TIEICEA
HU%&, MHLAET7S72 3 VEEPNMIFNNYy 77— (2M Tris
—HC | /pHS8. 5) THHML,

FNETNOI7Z7 3 VvORKEE (280nm) ZRIEL. AEBEBDOEWV
B 7 27 aveaEnfAESE LTER LA, PBSTEMZTWLW,. 0. 2
2umDI7 AN —%FBLEEDEBRY VN IJEE L, 280nmODIk
HEE %=1, 4&LT BEEZEH LK,

[EHEHI 3 ]
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Lym2E070—44 b XN —IC & DRERES MR
FLAGRAERCRTH2HEIY 1 —-B#ilEZ0. 05% KU TV
BR (invitrogentt) TRBL, PBSTHELALK, SMTHR
WL, RICC 19z)dHizY2X105cel | sERZELIICI96T I
TU—HMIHEEL, 1700 r pmT20BDOELDBEZIT o/, LIBEER
Wz, SMT10ug,/ mMLICAZEDICARLELYm2HEF% 100
wliBmmL, 4 CTI1BEORIEEITo 2.
[0301] HAEEHREL/%. SMTI1O00EICERLIEEANt i—rat |l gG—
FITC (Ryo<rvd—Iy—%) ZFHML. 4CTIREAORBETT
oo BUMIIEES%E LR, MEEESMTREL. EXBEE270—Y1 k
ARY)— (BDNRNAAHA TV RHE, FACS Cantol |) TEH
Lo TR, Lym2iADOFLAGRAENCRTH2RIE3IY 1 —
BiifE~DIEENED b,
[0302] [ZEHEHI4 ]
Lym2RfAEHERCBRETERGERFOI/O—=v T
RNAiso plus (A5 F#) ZAVWT, RNTOHRMASEICR
W, PBSTHELIENAT Y R—<Lym2%3 L. total RN
AAFESLS, B5N/-total RNAIF. DEPC treated
water (invitrogen#t) ITE#BLAE, RIS, Ol igot
ex—dT30<Super>mRNA Purification Ki
t (FromTotal RNA) (B384 4%) ZRAVT. RNHDEH
BAEICREW, BoNhitotal RNAASMRNAZBRLAE, XI5IC
. SMART RACE c¢cDNA Amplification Kit
(Clontech#tt) ZAWVWT, RNDOFHRBAEICRKWL. BHLEMRNA
HNS5cDNAZEFSL L,
[0303] EBS5h7/icDNAZFRII, FS/1Y¥—RatlgG2bH—A (BBHHE
58) kRU'Rat 1 gG2bH—-B (EANES9) ZAWVWT, v b1 gG
2bEHELFE. Y71/ ¥v—Ratk—A (BB5FES10) RU*Ratk
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[0304]

[0305]

[0306]

[0307]

[0308]

—B (BEF&ES11) ZAWVWT, Sv b&EH («#H) BEFE2. ThThP
CRICLYIEIEBL, BIERLAEBRFEZY T /0—=V 7 L. BERT %
L7,

ZORR. YT FNVBNZECL ym2HEDOVHBE LUV L OEEEES
BLTT7I/BENZBE L, VH., VLEREThOBERI ZENES
12, 14, 7X/BERH%ZENES13,. 15ICnrLEk, £, Kaba
t 5 [Sequences of Proteins of Immunological Interest, US Dept. Healt
h and Human Services(1991)] DIREHI S, I FIEIZSEAR VWL ym
2HADVHB LTV LOEIEZRE L,

ST FIVEHNERWLEVH, VLEREhOIRERIZEIES1 6. 1
8. P /BB ZEMANES17, 19ICRLE, e Lym2Fo
VHOCDR1, CDR2, RU'CDR3D7 I /BEIN %, ThEThET!
BS520. 21, RU'221C, Lym2HHEOVLOCDRT, CDR2,
ROCCDRI3IDT7I/EENE, ThETNEIES23. 24, RU25(C
~L7
[=Hef5 ]
2y hERNEXSEL ym 25 E0OFR
(1) Sy b/ERFXSEL ym2REREERT 5 —DESR

Sy b ERFASHELym2HERERTS—13, UTFTOAZET, Ly
m 2 A ERRVCEHATEREELRFZ. ThThEe b | gG1EHKU«
HEBRBELTFICER IS EICKYHFR LK,

FTVHELT, BIES260DEI%E, VLELT, BEIES2 7O
Ha2EM Lk, BRINERINS, T54v—chLym2VH-A (
FRES28) LUV SS54¥—chLym2VH-B (BBHES29) %
AWTVH%, 754%Y—chLym2VL—-A (B5&EFS30) L0
74X%X—chLym2VL-B (ENBS3 1) ZHVWTVLZPCRICE
Y 1R L 7,

BEFEFERT7AO-XTFIVEIIKEZITW. QlAgquick Gel
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[0309]

[0310]

[0311]

[0312]

Extraction Kit (QIAGEN#) IC&>THELL, C
DR &, B b e HEBBEERAIRENIS— (Bgl | 1 /Bs iWILE)
BIUVEMEH (1 gG1) EBRERRERII— (Sal 1 /Nhelll
) AWV, In—Fuision HD Cloning Kit (¥
AYTyI#) IKEBRIGY—~DHY T/ O—Z JEZRMNDOFHRBEICHKL
To7,

RKBEEDHS adYEFTY b (§A51F4) ICHESEBRLT. 7
ZAI M, =7V AMRERETHIET, Ty b EMEASHL
ym2#fE (BUF. chLym2&58ET) RENIS %R LT,

(2) chLym2—@MRRMAEKORESR

chLym2D—BYERKEZHFRT DO, FreeStyle (BR
) MAX CHO Expression System (Lifetec
hnologies#t) Z, RNOFHEASICK>TERL. UTDAET,
BEMRIIC (1) THERINLEREBENII—EBALL, BEMBICIE, F
UT8 /v o7 hCHOMIRE (ERAMFE2005 70355865, H
BRAREEE02, /7 31140%) #FreeStyle (B CHO Ex
pression Medium (Lifetechnologiesth
WCEBIME U 7=®k % EA L 7,

(1) THEELA312, S5ugDchlLym2fEARIRERI Y — (84
RNV H —CEFEFEERIY—%1 : 2TRELEHD) 220mL DO
pti—Pro SFM(invitrogentt) IZ. £/. 312. 5
wuLDFreestyle MAX Reagent (invitroge
n#) #20mLMDOpti—Pro SFMIZEFhThERL., EEBTH
PERE LR, LBIREZREEGL. EETI1 50BREL L, ZEEBR%E
250mLOBEMBEER (1X10%cel | s/mL) ICRERMLc
hLym2—@8H4RBHMEKEZS,

(3) chLym2DEH

(2) THELNh/cchLym2—BMEEMAENKE. 8mMODL—g | u
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[0313]

[0314]

[0315]

[0316]

tamine (invitrogentt) ZRML/EZFree style

CHO expression medium (invitrogentt
) IKRRBL. ZATJSAOTOHAEE LR, BELEBEZEIL &, O
LEEELEAE008L. 0. 22um7 4Ly —52HVWTABT S &
TchLym2%280CEEFELARARLL,

R LEELENOMabSelect SuRe (GEALRTTH
) ZAVWT, chLym2%ZiB& Lk, 9. BELFEHASLICO—FL
. PBSTHSLERE L%, pHS5. 0. 3. 5. 3. OD&EWENY Y
7— (0. TMYTVEE—KM#HI—-—NaOH pH5, 0, 3. 5, 3. 0
) TIEICAE L, BHLE7S 72 aviE@eMNohfnNy 77— (2M

Tris—HCI| pHS8. 5) THML%,

FNEFRDTIS592avD280 nmDBHKE (Azso) ZREL. AIEME
DEWERZ SV avaffEas s LTEIX L, AES%PBSTE
ML, O, 22umDT7 4 —%BLIELDERBREYVINIEE L, 2
8O0nmOIFENFREE1., 37&LT, BEAEH L,

[EHEHI6 ]

b MEiED R

(1) B MLy m 2 ik B R OB A EEE DS

(i) EMELYM2AEDVLELITVHDT I /EBERTIDERE

EMMELYmMm2EDOVLOT7 I/ BENZUTOLDICLTEE LK,

FFLYym2HAEDVLOCDR 1 ~3 073 /B8R (BHES2 3.
24, 25) OBBEICELAE NAKOVLOFROT7 I /BEIIZ. LT
DLHICLTBERL =,

Bsnoo b MuAEHETTEEEMNIE The National Cent
er for Biotechnology Informationhig
HITBBLASTPT—ANR—XIZLY, Lym2AEDOVLODOF RET &
MEMOEWE MBI EZ®RE L, TORER., GeneBank ID

:ABA71374. 1 EHERMEOEVE MUGENTH> /s, Z
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[0317]

[0318]

[0319]

[0320]

[0321]

DHAEDFREZFER L, MEDEDICLTRE LZE MUAF REFIODE
PR EICEIES 23, 24, 25TRINZLym2HFEOVLOCD
R1~30D73 /W5 %aBETSHET, LVO (FBIES3 3) %255

L7z,

RIS EMELym2BAEDOVHODO 7 X VBEINEUTO & S IC L TEE
L7ze Lym2BEOVHOCDR 1 ~307 3 /EES (BZ5ES20,
21, 22) OBBEICELZE MIAVHOFRO7 I /BEIAZLITO &
SICLTBIRLAE, VLEKBICBLASTPF—4R—IC&Y, Lym?2
OVHODF REF EHEREDEVE MUARI 2R L,

ZORER. GeneBank ID:AAY33331., 1AREERM
DEWE MAEERIITH /D, TOMEDOFRAEZRIRL-, UEDLD
ICLTRELLE MuAF RESIOERABICETIEZES20, 21, 22
TRINBLYymM2HEDVHDCDR 1 ~30D7 3 /BRERNABIET S5
ET. HVO (BBH&ES49) =5/t L1

FETHRETLZEMEL Yy m2ADVLOT7 I /BEEFIILV O, LT
VHO7 X /BEFIHV OIF. BIRLEZE MAGBOF ROT7 X/ BREFIIC,
Sy RNE/VA—FILRETHDZLym2BHEDCDRODT I/ BEFIDH
EBELZENTHS, UL, —MRIC. & MEREEERT BI58ICIE.
B> EEHEREDCDROT7 I /IS % & MAKDF RABIET %
DHTIE, BEFEMETLTLED 2&DBW,

COEDBBEEFEOETEEET 5726, CDRDOT I/ BEIIDEIE
EEHIT, BEMAKEF - EBRATER>TWHAFROT7I/VBEEDD
L, BEENHICEEEZEA2EEAONDTI/BREZERT 5 &7
bhTWwb, 2IT, AEZERHAICEWVWTE., BEBHICKEESZDEEX
LBNB5FRO7I/VEBEREZUTOLIICLTAEL., B#LE,

F9. LETHRESLAEEMEL ym2iFEOVLOT I JEEESIL VO,
BLITCVHOT7 I /BEIHVOLYBRINI AL RS (L. LV
OHVO&KRET D) O=RnEEexz1vEa—49%—EF7 )V JOFE%2HR
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[0322]

[0323]

[0324]

[0325]

WTHEL
ERTEEERERB L VPERTEEDRRICIE, Discovery
Studio (Z7EILYRH) #AWVE, T/, Lym2inE0aE5EE
D=RTEEDIAVE 21— —FETLEEHRICLTHEELA, BIC. LVO
HVODVLELTVHDFROT7 X /VBEINOHRT, Lym2iFsEnR
STWBT7I/BEEEBRL. Lym2RAOT7 I/ BEEARELLT
/BB EEREL. ABRICZERTEBEETINEERE L, ThHEELE
Lym2#ifk, LVOHV OB LVHREFDRARBEHDZRTHEIE Z LEE
L. MAOEESEHICKEEZSZETFRHINET7I /VBEREZRE L,
ZORR. LVOHVODFRO7I/BEEDOH THEFEESIMLDO=R
TEEAELIE. MBORAEMICHEE522EEXONET7I /BRE
H&ELT, LVOTIE, BAIBFSIIOT7I/BEIOD2FBDI| e, 4
Z#BOMe t, 15BBHDPro. 8LU85FBDA | a%, HVOTIE
. BIES490T7 I /BEHNDO1 8FEBHDLeu, 7T7TEBHDAsN, 9

3EBEODOVal, BLU®TT17HFEEHDOTh rz, ThEThERLL,

INLDBIRLAETI/VBEEDY S, DA< &1 DULEDOT7 I/ BEE
Bl ym2iADOR UEBMLICERET 27 I /BREEANBRT 27 I/ BK
B L. RALWEEZETHE MERAEDOV LB IV HERE Lz, Bk
BIICIE, VLICDWTI, BANES3I3D7I/BEFND2FED | | e®
Valll, 4EZBBDOMet%ZLeull, 15FEHDPro%zLeull. Fik
I8 5FEHDA | aZP roll BRI D7 I/BIREDIL., LAk &t 1
DOBREEBAL, VHIZOWTIE, BIES4907 I /BEFIO18
ZBHODLeuEMe til, 7T7TEBHDAsNAESe r(l, 93FBEDVa l
HThril, FLE117EEBDThr&aVa l ICBERTZTI/BRED
B, DERLLEHETDODOHREEEAL,

LVOHVO, F#/ZIELVOHVODFRICEZETZVDACEE1DDT
IUBBREARELLE ML ym 2K OMAEATESERE LT, LVOH
VO, LVIHVO, LV2aHVO, LV2bHVO, LV2cHVO,
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[0326]

[0327]

[0328]

[0329]

LV3aHVO, LV3bHVO, LV4HVO, LVOHV4, LV1H
VA4, LV2aHV4, LV2bHV4, LV2cHV4, LV3aHV4
. LV3bHV4, LV4HV4, LVOHV1, LVOHV2a, LVO
HV2b, &0, LVOHV3AZFhEThES L,
LIBEDERICHBWTIE, EROTEBEEHELEECE ML ym2HidaZh
FRLVOHVO, LVIHVO, LV2aHVO, LV2bHVO, LV
2¢cHVO, LV3aHVO, LV3bHVO, LV4HVO, LVOHYV
4, LVIHV4, LV2aHV4, LV2bHV4, LV2cHV4, L
V3aHV4, LV3bHV4, LV4HV4, LVOHV1, LVOHV
2a, LVOHV2b, 8&U, LVOHV3&BERET 3,
BEHAEREIEL VO (BE5ES33) . LV 1 (BAFES3I5) . LVv2
a (BBAIES37) . LV2b (BEFES39) . LV2c (EEINESS 1
). LV3a (BB51ES43). LV3b (BE5ES45). LV4A (EF
BES47) . BIUEHTEHEEBHV O (BEHNES49) . HV 1 (BHE
551) ., HV2a (E5&ES53) ., HV2b (E%&ESE55) ., HV3
(Be5&ES57) . HV4 (BEHNESS59) O7I/BENZZEFNTNIE1
BLUVH2ICRT,

(i i) EMEL y m2IEDrEMEEEER T DR

E MEMADOAERERO T I /B4 21— K9 21EEE5IE. EWibE
TREETHERAINIIRVYEZRHVWTEE L, InOBERIZAWVWT,
BLTICRTE MEL ym2IGEFRIRRI 9 —OBERS LUK T 2MEOH
RxiTo 7,

(2) EMEL y m 2RI 4 —DEE

RHEFIS — (1) ICRBOAEICELT. EMEL ym2TRGERENRVS
—%5HELE, ThADLSE, BIES33, 35, 37, 39, 41, 43,
45, 47, 49, 51, 53, 55, 57HLUV59TRINDTI /BB
B ZEzEthETNnI—RT5, BHHES3 2, 34, 36, 38, 40, 42
.44, 46, 48, 50, 52, 54, 568LU'5 8 TRINDEHER



WO 2017/010567 82 PCT/JP2016/071027

FIODNAZLEK L. BIES28 -3 1 TCRI T4 —ICLY. ik
$5V0L, VHEGTFHARZPCRICE->THEIEL, E-FEAE7Z7AHO
—AFNETKE%ETW. QlAquick Gel Extractio
n Kit (QI AGEN#) ICk>THELT,

[0330] ZOVLFEAIEVHEF%, In—Fuision HD Clonin
g Kit (/OvFyos) 2AVWTCRNORBAEICKWN. ThEThe b
K SHEBMBERRENIS— (Bg |l | | /Bs iWINE) BLUE FEH
(1 gG1) EHEFEEHRERIS— (Sal 1l /Nhe ) ~4J74o0O
—=—V Ll EELERIS—EAWVWTKIEBE DHS5adYEFY L
W (BAZNRAAH) 2WEEGBRLT. 7523 Nl v — 7V AER%E
Ee L, ELWEAMEASIN /OO0 —%:8R L. —BEREREOLDICT
SAI NRERARETo T

[0331] (3) EMMbEL ym2intkD—BMEHRIR

ER L MEL y m2HA0—BMRIRIX. EEMS — (2) ICEED
FreeStyle () CHO Expression Medium
(Lifetechnologiestt) ICEELAZCHOMBEEZEEEL
. FreeStyle (B8) MAX CHO Expression S
ystem(Lifetechnologies#t) ZFALTIT>%&, 7
5 AX RBADOFERRNOHRPEICHK >z, BEERNI S - EHRR
NyH—F. 1 : 2OLERTREELTER LA,

[0332] EBHR=EIFI200mLTiTW, 37C, 8%CO0,, 125 rpmDEKRESE
HTT. SHEEELL, BEER MRREROEOIEZTVL. 0. 2u
m74)I%— (ThermoScientific#t) #2&LTCEMNELY
m2HFA e 2UHEBELFEENL .

[0333] (4) E~EL y m2HADER

UFICRY, MabSelect SuRe (GE Healthcar
eft) EAVWAET 74 =74 —RBEICLY., EMEL ym 2k ERBE L
o LY V%ZPBSTYEAME LAEHZE., (3) THREIhAEELEEZO—FNL
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. PBST2@E%%&E L1,

[0334] %%, AENSNYy 77— (20mM S TVEg 50mM NaCl, p
H3. 4) ZzRVWThkzaEL, ANy T77— (1M JUE—-NaO
Ho pH 7. 0) 21 /1 08MATHMLE, WTINAP25 (GE

Healthcareft) ZEVWTCPBSICNy 77 —B#%ET>/~, A
micon Ultra—4 Centrifugal Filter U
nits (TYRTH) ZRVTRARRBICESIRFEEZTVL. Nanodr
op8000 (Thermo Scientifictt) Z#EELT280
NmMICHBITDIRAE (Azso) ZRIEL. MABEDRENES L VAR ET
> 7z,

[0335] [EHefI7 ]
chLym2&&UE MeL y m2HE0nREESEME

FLAGRAEMCRTH2EEIY 1 -B#ifg%0. 25%Tryps
in—EDTA (FAZA4TRV%) THEEL. PBSTHELALE., SM
TRABLL, RIS, MEBEBZ17z)HY 1 X1 0FERBLDIICI6T
I FL—hMICHEBEL, 50000, 12500, 3125, 781, 19
5, 49, 12B4LU3ng / MLEARKREDchLym23FkiZE My
Lym2#ifa%zRmL,. 4CT6 0OEDOREZIT> I,

[0336] #IREASMTHEEL/E. SMT500RZICERLAEGoat F (ab
"), Anti—Human |1 gG PE (ychain specif
ic) (Southern Biotechtt) #&KmML., 4CT6 0
ORIG%EIT>Tc, SMTHiflEZRF LK. MBZ50uLDOSMTERE
L. ®ABEZ7O0-HYA bA M) — (BDNNSAH ATV, FACS

Cantol I) TRIEL,

[0337] F—4%WEFlowJo 7. 65 (FhI—FIVHLNAMFOY—%) IT&
STHITL, RBEICBITEGeomeanf@nMbLogist i cHfRIC
LBN—TT74v T4 T%ITV, BEHEAEER (Ver. 3. 02) %
FAWTchLym28&LULEBEMELYM2IEDREDSE 0%e f fec
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tive concentration (EC.,) EHELUVEFDstand
ard error (SE) {[EZ8H Lk, BERERTIITT,
[0338] [51]

No. mAb ECso value (pg/mL) No. mAb ECs, value (ug/mL)
1| chLym?2 0.54 + 0.072 13| chLym?2 0.50 + 0.077
2] LVOHVO 0.87 + 0.052 14| LV2bHV4 0.59 + 0.038
3] LVIHVO 0.69 + 0.057 15| LV2cHV4 0.54 + 0.070
4| Lv2aHV0 0.66 + 0.053 16| LV3aHV4 0.76 + 0.135
5| LV2bHVO 0.67 + 0.061 17| LV3bHV4 0.53 + 0.095
6| LV2cHVO 0.68 = 0.071 18| LV4HV4 0.68 £ 0.116
7| LV3aHV0 0.70 + 0.078 19 LVOHVO 0.55 = 0.052
8| LV3bHVO 0.81 +0.050 20| LVOHV1 0.78 £ 0.088
9| LV4HVO 0.74 £ 0.076 21| LVOHV2a 0.65 £ 0.077

10| LVOHV4 0.58 + 0.052 22| LVOHV2b 0.72 + 0.064
11| LVIHV4 0.58 + 0.045 23| LVOHV3 0.69 + 0.032
12| LV2aHV4 0.51 £ 0.068 24| LVOHV4 0.67 + 0.023

[0339] =ZODO®ER. RV1ICTTLIIC, BEE MeIAED’FASTGBERFOE b
CRTH2RIGMEET S I ENRBI NI,
[0340] [=HefI8]
chLym28&UE MbL y m2HADFEDK. HFREKICNT 2RE
(depletion) &k
ANRYYF M) LFERBREMATERIRLAZE NRELEZ4C, 1500
rpm, 307EE0ODEEL. MEBEBEWNL .
[0341] MEFZEURLABROFRLIKEZZLCRL Y M, PBS (FASA4 TR 7%
) ZMATTHOMBRBEICEL, BBLALED I mLIIN LT, BORABK
[TOXRBC Lysis buffer (e—biosciencett
) ZREKTI OFBICHERLAEBD] 21 0mLARML CEBERA L, =
BET1OEMNELAE, BE. 1500 rpm, S5HBDEODEEZITV
. LEEBRE PBST2@%% L1,
[0342] Zmt&, MERLy b, EIRLTWNRTHEEL, 300ul /we
| 1 T48we | | FL—hiICHEREL, 1000, 100, 33, 11, 3
7. 1. 2, 0. 48&00. O1Tng / mMLERKEBEDchLym?2
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E&eMELYM2iRALVOHVO, LVOHV1, LVOHV2a, &
W74V 494 72> hO—JLidk [Clin Cancer Res 2005, 11(8), 3126-3
13652& D2, 4—dinitrophenol (DNP) | gG1i#nEks
JO—RTZRV5—%RAW., ERBISICEEHOFAICECTHERLE I gG
154k (AR, iDNP 1 gG1#HfkaEERY) 1 2R/mML. 37C, 5%
CO,MvFanR—4—AT. 20FERKIEL,

[0343] [iS&. &we | | OMEKRZEIRL. SMZ1OmLAML, 3> ~O
—JILE—X¢ L TCCountBright Absolute Count
ing Beads, for flow cytometry (Mol ec
ular Probestt) #2200ulL B> FITHMLEZE., 4C,
2000 rpm, 10EDELDEEZITV, EBEZRWE, SMT2E%
L. SMTHERLAZ10000ug. mL 1 gG from huma
n serum (Y7 RYyF#) 2300ul HTFILTHRML
T, ®BLALRE, 4C. I0RARIKTEL,

[0344] ZD#%. 40ul  we |l I TO96DTITL—MNIRBEL., HFEBRO®K
H& LT, PE anti—human Siglec—8 Antibo
dy (BioLegend#t) . FEEKOKMEELTPE—-Cy7 Mo
use Anti—Human CD123 (BDNAFHAAITVR%) &
LUOAnti—Human Fc epsilon Receptor |

alpha (FceR1) APC (eBioscienceft) %#, 1
Thoul we l IRIML, 4C, 4 0pEREIEL,

[0345] SMT20%%%. 7—AAD Staining Solution (
BDNAAHFAITVRAK) 21 % 2B LALSMTHEZ®REL., 4C. 10
DEMEL 2%, BAEBEEZ7O—YA M RN)— (BDRNAFHA TV R
#8, FACS Cantol |) #EWTEFLE,

[0346] & biFEEEkIZ. FSC—SSCRHADEMIKEDICHITH 7 —AADEN
siglec8—PERMESE L THRELA, & MAEEDKIZ, FSC—
SSCEH®DY v/ \3k@EDIcHTH7—-—AADEME, CD123-PC-C
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y 7B, FceR | —APCHBIEESE LTHE LA, MREEBREEME.
—EHDCountBrightDcountHUELEYDEFNREFNOMED
coun t#{EFENT S &THAL

[0347] ZODHFER. B3 (A) ~E3 (C) T LHIC, FEMLAEZE MELYm
2HMAELVOHVO, LVOHVISBLUYLVOHV2aldwihs, FX
SLym2#ifdc hL ym2 & EFOFBIRS & CFEERICT T 2 MRS
EEMART I ENBELIE R DT,

[0348] [ZEHEHIO]
LEEWHERBE RCR T H 2 HiikD %L
(1) LEENERIE NRCRTH2ARIBERY 4 —DFESL
ERARE2014 /14486558 DOIMENCRTH2E /70—
FILHERU19A2 v52, hu8B1 vi1, mu8B1, mu3C
128&UmMu31ASOVHELPVLOT7 I /EBEERY (ZhEh, BERE
REE2014/71448655HTIHSEQ ID NOs:578LV
40, 64BL0V52, 6254050, 63BLUE 1, BUIC65H&
V53 TRIND) 21— NT2EERIEZ. 268K LT

[0349] E=HEHIS — (1) ICERHEOFERICEL T, THETNOREDOVHBE LTV
LoMAEDLEEARD LD, LREERIARFRRERY S —ITHAAH.
SREDLBRERAE MeFEIFFASHMEMNCRTHZ2HE (EhEhhu
19A2 v52, hu8B1 vi1, ch8B1, ch3C128&Uc
h31A5) RENIS—ZEFTNETNERL L,

[0350] (2) LE&WEBEIE NRCRTH2MAO—BMERIBMBOERS L UHE
DIEH
EfEBIs — (2) LY (3) IKRBOFEICELT, hul9A2 v
52, hu8B1 v1, ch8B1, ch3C12%7%ldch31A5D
MAERERI S —aBEMRICTEERREIE, FELEMS TR ThON
HEOREEETo T,

[0351] [=HEHI1 0]
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[0352]

[0353]

[0354]

ENCRTH273/MEHRGEREMIEEZABWL MEMCRTH2E/ S
O—FILHEDOIE ~— T8

(1) ERCRTH27 I/ BEREFRIRNY & —DFEEH

ENCRTH20D7X /BEREIND> S, MEABREOT I/ BEELIS
BICRIDOT X /EEAREICEBR LTI/ BEREFEORIRENV Y- FE L
o EAEMICIE. BANBS2TRINDT7I/BEIICS2A; N4A; T6
ABLUTLTA; K8A, PIABLULIOA; P12A, L14ABL
TE15A;Q16E, R19HBLUVQ2T1R; H23A, S24A8&L
UN25A; T26A, S27TABLTI28A;DT171A, T172A
LI 173A;S174A, R175ABLUPL176A;D177A
. G178ABLURI179A; 1 180ABLUMI81A; YT183A
. Y184ABLUN1I185A;L187A, L188ABLTLI8I9A
s N1T90OA;P191A;G192A;P193A;D194A;R19
EA;D196ABLUT198A;N275A, G277ABLUL27
8A;P276A;P279ABLUL281A;P280A; FkixV2
82A, R283ABLUR284ADEBHA LTI/ BEBEREERIRT
ERO)—EFNTNER L, B8, RIRT I /BEBEROGKSIE (B
OF7 I /BEED 1 xFRE] INKEIrOBALBROME] [BRZO
7I/BBRED 1 XFRE] #KRT.

RENJY—& LT, phmAGT-MNLinker (MBL#) %
AW, BamHIBLTHIind | | | OIBREERY A MIKEBIRVER
RIFLEETI/BERFEEI—RTI2EETEHEATSIET. BN
CRIRMBIHICTH IV -2y ITM™MfImInsd L5IC L,

TEROTIVBBEREEZRRETINIS—IE. 1) 7/ BERAKAED—
R 2EGTFERINEZEEM L. RIY—IHATIHETIE. 2) BIE
B1ITRINZHFLEEEEMNCRTH27 /BB — K3 5DNADE
AINERTE—D5, BBARENEREAZTO Z&ICLYER L,
(2) EFCRTH27 3/ BEHRF—AMEFKIRMIEOENK

i
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[0355]

[0356]

[0357]

ERCRTH27 I /BERGOREMEHROARICIE. CHO— SHifE
(LifeTechnologiestt) 2RV, MREOBBLICIEEmMM
L—Glutamine (invitrogentt) #2858 Free s
tyle CHO expression medium (invitro
gentt) ZEAL. 37C, 5%COFZHETTIRE DIBEEL K,

(1) THEEIN/L25ugDERCRTH27I /BBEBRERERVS
—%400uL®Opti—Pro SFM(invitrogentt) IC
.. 25 uLDFreestyle MAX Reagent (inv
itrogenft) #400uL®Opti—Pro SFMIZFNEFNZ
L., B RCOPEMRELL, LEZRZREL. EETI1 50EAREL L
o ZEABRELRBCHO-SEBRICAML. 24KRAEETSHIETE
NCRTH27 X/ BEHRGRRMEKEZS T,

(3) ErNCRTH27 X/ BEMGRIRMEZBW L, BUSHAD R
AEAT

(2) TRUIhAEFNCRTH27I/BEHRGFERRECHO - SHlilgz
. SMTH&ELEE. 19z 0HEY2X10%5cel | s&ERBLHIZ96
DT —KMIBEL, 1700 r pmT2HRBDELDEAT >z, £
BERWEE, SMT10ug / mMLICARSEDICEARE LEchLym2,
LVOHV 1, ErEflo THEIhie N\CRTH2#Ahu19A2
vE2, hu8B1 vi1, ch3C12%L<IEch3 1AL, FXkiEm
RSy hiE NACRTH2#4ABM16 (santa cruzft) &K
L. 4CT1IHEDOKRIGETT> 7,

MAEESESE L% chLym2, LVOHV1, hul9A2 v52
. hu8B1 vi1, ch3C12F/&IEch31ALSHRMINEY IV
ICIZFSMTHEFRL/-goat anti—HumanlgG alexab
47 (Molecular Probestft) #, BM16aGMINED
TILICIESMTEHEIRLE goat anti—RatlgG alexa
647 (Molecular Probes#t) 2FNhFNERELEEI10 L
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[0358]

[0359]

[0360]

[0361]

[0362]

[0363]

g/ mLTHEML., 4CTI1HEADORINEIT>

Rk, MpEEES L, MEEASMTREL. HXMEEA7O0—H 4 b X
F)— (BDNAFH ATV Rt FACS Cantol |) T#EHALE
o FMTICEEL TE., &MifErL7HIJ) —VoEMilEZgat ingl
. TOEBICE T 2 EMAEDRGME% BET L 7=,

. BEEFETORBRLARIVEFET 2720, SRAEOHEEICLDA
lexa 64 7DRNBEEZ, CRIFEFICHMMLATYIT) -2 D&
TR L THENMEABEEZEH L, SMBEORBEE L, LT B
8 FCRTH2RIEMBICH T 28MADELEEEZ100%E LK
D, ENCRTH27X/BEBHRARRMHEEADENSHNHNEBESL, SHK
IR L TR L =,

TORR. MA4~H7ICRTELIIC. EMELYM2ALVOHV 11X
.P12A, L14ABLTETIBA;D177A, G178ABLURI1
79A; 1 180ABLUMI81A;Y183A, Y184ABLUNI
85A;L187A, L188ABLULIB8I9A;G192A;D194
A;R195A; FLIED196ABLUTI98ADERCRTH273
J BEMRAERIRMEADRIGEAERT 5 2 EABEOLMNMIA S,

e FASLym2ffkchLym2iE, MAT. D171A T17
2ABLV I 173ADENCRTH2 73/ BBEBRGEREMEEADRIGGE
PHERT D ENBELMIAR K, EMELYM2BALVOHV 1 DD 1
71A, T1I72ABLT I 173A%ECENCRTH2 73 JBRE#RA
RIRMARADORIGMEIE, KIBICETLTWSZENS, LVIHVOBLT
cLym2BWIFNtRULIER-—TICRELTWS I ENRRINT,
—F. SOt LMot RCRTH2#4KkIE, AFEBEDHE ACRT
H2Hk & IZERZEMOE NCRTH2 73/ BMBREARREMEEADRG
MABEZITETLTW eI En b, BIFOMOIE NCRTH2HMEE, K
FERBIDMAEIEERZIEN—TARE L TVWB I ENBHLMIA S T,
BIZ, &7 3/ BERARREMERAORINES ZHMICHR LER. BF



WO 2017/010567 oli) PCT/JP2016/071027

[0364]

[0365]

[0366]

[0367]

OHEMCRTH2HEIEWTINEG192AFEIED194AE2LT S
JBBEMARRMEANDORGHEIFMETEY. KERBORGEOHD, il
ANDORGEMET LEeZ &S, RRERAOHE NCRTH 25K, B b
CRTH2DG I y1928LUAsp194D0AaLEE1DT7I/BE
BE2EBCIEN—TICRET DI EMPELMIAR S,

[EREGIT 1]

b NFERIKICN 9 B RS

AN YT R D LFREREMA TR LZE MREILICH L. FE20F
SRAEEREBKERML., BMLA, 50mLEEDRKAEICF icol |
—Paque PREMIUM1, 084 (GEANJRTT#) #15mL
WL, EERBKTHERLALRBE FARENLE3OMLEEL. =R, 1
500 rpmT30BELDEAITo =,

EOOBER. MFE. BRHREBESLUVFicol | BO¥EETAEL—
4 —THREL. TCIGROBEOBREICHE L TWAI/MRZRE L 2ifE%
AWTHRW:, Z0%. BELLKSK2TmLEZEF21—TIIHEL3O0
MERMI &k,

D%, KHLZTOXP I PESEEHR [500mLD&EBEKIC, 32

15gDBIbF M) DL (FINMEM) . 1. 859gDBIbAY VL (F
HS5AFTA9#) . 38gDPIPES (piperazine—1, 4-—
bis (2—ethanesulfonic acid FTHZA4AFTRAV%
). 8. 4gDKBIEFT NI VL (FAZATRAVH) ZAEIELEOD]
Z3mLARMULTERICEL, 4C, 1200 rpm, 59B=ELDHEL -
o BODOBER TR, £EEREIL. 2mL D1 XP | PESIEENR [FHEK
ZAWT1OXP | PESIEE®RAE 1 OfFICHERLAA®R] 2MA THRER
Ly h&iE< L,

BELERAMZEELZEYRL, Soh/MIERLY %, aut oMAC
S Rinsing Solution (TIF=Z—NN(FF5%) ICMA
CS BSA Stock Solution (ZIF=—NAFFU%)
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[0368]

[0369]

[0370]

[0371]

[0372]

ERMLEZEDO (U, MACSNNy D 7—&B8EET D) ZAWT 20EI%E%
L7,

MEBADY Y NLAE% CD16 MicroBeads, human
(ITZ=RAMFTU%) ZAVT, RNOFHASICRWFERIXE AT
172L 7Y aVvRICEYERLT
BEEIN/MIEESMTHESELEE. 19z LHY1X105cel |s
ERBEIIC96TIITL—MIEEL, 2000 r pmT20EDRED
DEEAEIToIc, EEFEERVWEE., SMTHERLA, 10, 3. 3. 1. 1,
0. 37, LU0, 12ug/ mMLIEKEREDL ym 2%k, mIRCR
TH2#HAEDBM16 (santa cruz#) F/E301108 (R
&D#t) ZHRMmL., 4CTIRBORIEETT >,

MEZRFLAE. Lym2AZAIEBM T 6 R IMINALD TILICIE
. SMTHRLACELL LAB Mouse Anti—-Rat Ka
ppa (kappa | ight chain specific) FIT
C (Ryoxvd—ILy—%) &, 301 108HHRMINAY TILITIE.
SMTHRLECELL LAB Goat Anti—-Mouse |Ig
G(y chain specific)Fluorescein (FIT
C) Conjugate (RyIIvI—)¥—%) 2FZNTNEKREE 1
Ouwg / mMLTHML, 4CTIREORIGZT>/, BUMRZREL L
%, MilEZSMTREL, RABEZ70—HUAMAKN)— (BDRA1FY
1TVZAHE, FACS Cantol |) TETLE,

ZORER. Fv MEMCRTH24AEL ym 23 MFBIRICH L T,
mlROZY MAEMCRTH2HEAEBM1 6 5L YU RIMERNCRTH2
MAE301108&Y ERMVWRINEEZTRY CEMHELAERo7 (H8)
[EhEHI1 2]

E MAHEEIKICH TS chlLym2DRIGHE

ANRD)YF M) DLFERREMA TEHRIR L2 MRMEMICH L. FE20FE
SASERIBKEZRML, BFMLL, SOmLBEEDRAEICF ico | |
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[0373]

[0374]

[0375]

[0376]

—Paque PREMIUM 1, 084 (GEAJRH T#) #15m
LamL, EEREKTERLAE MRELEZ30mLEBL., BB, 15
OO0 rpmT3O0OEELDBERTT DT,

E=ODE®R., BRIKEBEERy NTEIRL, MACSNKRy 7 7—%BWT
2EE&E L=, Ml EHh D MNL%, Basophil Isolat

ion Kit |1, human (SIF=Z—NMFFI&E) #2BWVT
. RETORBEICHWFEERAE R AT T 2L I aviEIC I YEE L

BEIN/ZMEESMTHRSLEE. 10z )HiEYE5X 104 cel |l s
ERBEIIC96TIITL—MIEEL, 2000 r pmT20EDRED
NEEEIT o, LBFZERWLE, 100 uLOSMTHIREZ®EBEL., Zen
on Alexa Fluor 647 Human | gG Label
ing Kit (Molecular Probes##) #BVWTHRTD
SIS WERFEZ1T o/, chLym2 FLEERLISHHDOT AV H A
ZavihO—-iikE, BREREE1Owg /mLIZAZESITHEML. 4T
TIHNEORINZETo 7, MBEZRFLAE. MBZSMTREL. HIXR
BEx70—H4A4 X N)— (BDNRSAAHBH ATV R$t. FACS Cant
ol I') THEMLL,

TORR., E MFEERICF LT, chLym2DRESEEINEL (
B9) . ®>T. AERXBAOFASMEMCRTHZ2HMAcLym2id, #
BERICEST 2 &M BHLAICR S,

[EhEHI1 3]
ENCDARFMETHEICHTSE ML y m 2540 RIGH

EfEfI1 21C# L, Ficoll—Pague PREMIUM 1., 0O
84DKDHLYICFicol |l —Paqgue PREMIUM (GEANJILRY
7)) ERVWTHRRE L AEKIKBEOMERERE100uL /we | | TO
6L —hCEREL, EZ-—Link Sulfo—NHS—-LC-—
Biotin, No—Weigh Format (PIERCE%) #HW
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THRNOBRRASICWEFFUE# L ML ym2HALVOHV 1 %
BRRE1OLg, / mMLIZAZLSICHRML, 4CTIRBEORKEZIT>

[0377] #MREZ%EFLAKR. SMTHERLAEEREE1Oug /ML strep
tavidin, BIORNORPEICHRHINIEDA Il exa Flu
or647 conjugate (Molecular Probe s#tt)
. FITC anti—human CD3 Antibody (/1741
v R#) BLUCD4 Antibody, Clone SK3, PE
—Conjugated (stem cell technol ogy#tt)
ZARML, 4CTIRBORIGZETT> .

[0378] BUMREERSE LK. MEEZSMTEEBEL, BXHBEE7O0—H4 M X
N)— (BDNNMFH (TR, FACS Cantol |) TEALE
o fRMTIZ., FSC—SSCEMICLY ) UN\EkZzoBEL. I5ICCD 3B
NDCD 4G TOE L /MIEEFICHLT. e ML ym2fAL VO
HV 1 ICEDHRARBOERSBEZMEMIC. CDA4HFIKICIDIHARBEDE
HREZEHICRTIET. CD3BMCDA4BMMERICEITSE MEL y
m2HAELVOHV 1 ORISEBESDEIGEE8EH L, TOER., CD 3B
MHCDABMED THIRRESDW2~3%ICE MELym23ALVOHV 1
ARIELE (B10),

[0379] [=mEHI1 4]
WFEEEK. FIREIKICNT 2 HIRESEEN

KRG8 EEIC L TR L /cMifEite. 95ul we l 1 TO6

we | | FL—hMICHEREL, 1000, 10, 3, 1, 0. 3, 0. Tnyg
/mLBREREOHEBRIAZAML., 37C. 5%CO, M VFan—F—
WT20RERIGI 2, WBRIMAE LTI, EMELYm2ALVOH
V1, 69 THEEIN/AMENCRTH2HAh U1 9A2 v52,
hu8B1 v1, ch3C128&Uch31TASZRHWL 74V454
FaAvhbO—iiEE LTRIDNP | g G1HAZRWE,
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[0380] RiSEDZEwe |l 1ICSMAZ100ulL we l | THML, O bO—
IE—ZX&LTCountBright Absolute Count i
ng Beads, for flow cytometry (Molecu
lar Probestt) #20ulL we |l | THmML, 4C, 2000
rom, 22BOELDBEZTV., EFZBRWE, SMT2O%%L. SM
THERLA10000ug. ML 1gG from human ser
um (I T7ILRYyF#) #100ul we | | THRMLT, 4TC,
SONERISE i, LBIE, EEHI8 ERRDAETITo> .,

[0381] ZD#R. £ MeIE RCRTH2HELVOHV 11k, HABEKRERN
ICHFBRIK S S CIFIREIROWT N OMEERE L, BIFOME SNCRTH
2ffAch3C1 21k, EMEMERNCRTH2HALVOHV 1 &ERT
MIEERET 2EENTE,I, - (11 (A) LT 1 (B) 1, #-
T, AFEFEPOHRE FCRTH2#HkIE, CRTH2AKIRY S FHRIKSE
FIFREIREZENE LIARDREZRE LB I &ATERINDS,

[0382] [=feHI1 5]

T h 2#RICN 9 2 HEIRRGEEM
EEfl1 3 EEMRICL THELERKEZ, 1 /10volume F
BS (Gibco#t), 200mM—L—-Glutamine Stock
Solution (FAZA47AXY4) . 10mM MEM Non-—-E
ssential Amino Acids Solution (Gibc
oft) . 1T00mM Sodium Pyruvate (Gibco#t).
TM HEPES Buffer Solution (Gibcott) &
1,/ 100volume Penicillin—Streptomyc
in, Liquid (Gibco#tt) ZRMLAZRPMI 1640 (St
#2t) [LLF. PBMC (peripheral blood monon
uclear cel |) IBE&EEMEET] T2[0%%EL. 1X107ce |

| s /m LB RE AL 7,
[0383] A& L/-HMREBHRE100uL we |l I TIBUTILTL—MCIHER
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[0384]

[0385]

[0386]

[0387]

L. chLym2#ifk, £ MEIRE RCRTH2ALVOHV 1 E£/Id=E
B 8RBHDT A VYA FAY bO—IIHKERKBEE1 O g /mLEM
L. 37C, 5%CO,MVFaN—4—RNT2O0RERBIEL,

RE%OME%E P BMCEEEMT7 0% L. #HBRRAEZ+2ICKREL
%, 100 uLOPBMCEEEMICEREL. MCD3MEOKT I3 (A
bcam#t) T ug / mMLORETEEELETL—MIBEELEL, TO
%, 2ug,/ MLICAELACD 28k (BDNRNAAHY ATV R) %
100uLl we l I THML, 37C, 5%CO,4MFaR—F—RHT3
HERGE B,

RO EEADBINL, Human |IFN—y Flex Set (B
DA AH ATV R*%t) . Human |IL—5 Flex Set (BD
NAFHALA TV AE) . Human |1 L—13 Flex Set (BD
NAFH ATV R%) ZAVWT, RNOGBRBPEICKWVWEERY A NHA1 VD
EEZT>7,

ZORR. FASMEMCRTH2HMAKAchLym28LTE MufE b
CRTH2HMALVOHV 1, Th2HS AV THBIL-58LV
| L—13DEXZRHPIELLS. EO—AT, Th1HA MAAVTHS
| FN— vy QEE£RELI AN ok, BIE. XEPOHRMAEIET h 2HE%
BIRMICRELTWR I ENREBINAE [M12 (A) 8LUR1 2 (B)
1o H>T. AFRPEDOIMEMCRTH2HEIE, Th 2MEA2ENE LA
BEWRERETE LI ENATRINL,

[EHEGIT 6]

DAY REETICHS T2 RIGETE (29 3EBNA)

EfEfI1— (1) — (i i) THERELEENCRTH2EGRFHEREP AM
ohRO4H—% Fugeneb (FOXH) ZEWVWT29 3 EBNA{H
B (invitrogentt) ICEAL, TO%FBS, 0. 25mg./m
L G418 (FHAZA4FRXU%) . 100ug/ mL R=2J2, 10
OU/mL RMLTIIA2Y (FHFATRIE) BLU'300ug/
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[0388]

[0389]

[0390]

[0391]

mL /N 70342 VB (ML) DME MDA S A4 5 Kt T KA
fMREEABIRL. EFMCRTH2HIE2 9 3EBNAMEARIIL .,

ENCRTH2%HE293EBNAKIZO. O2%EDTARRK (4
ZATAUH) THBEL., PBSTHE LR, LREHTHRE L. RIC
. 1X105cel ls/90ulL "wel | ERBEDIC96DTITL—
Nc#BfEL., DKPGD2 (Cayman chemicalft) #8KE
B10uMIZAZEDICHML L,

37C, 5%CO,M1vFaN—4—RATI5HERELRE. 0. 3. 1
BLU3ug / MLEGKREDOE MEL ym25&LVOHV 1, KD
MeEMCRTH2EAhul19A2 v52, hu8B1 v1, ch3C
12, ch31A5, BM16 (santa cruz#ft) £/<Ix3011
08 (R&D#t) Z&mML. BERET3I0ONBEORIGZETT 27,
MiEASMTEEMELA%. LVOHV1, hul9A2 v52, h
u8B1 vi1, ch3C12F/&IEch31TALSHRMINAEY ZILICIE
SMTHERLAET1Oug,  mL goat anti—HumanlgG
Alexa647 (Molecular Probest) %# BM1624
BNINATIIINICIESMTERLAEZ1TOug, ML goat anti
—RatlgG Alexa647 (Molecular Probes#t
) . 301108 RMINAEY TIVICIE. SMTHRLAEZTOuwg m
L goat anti—Mouse 1gG Alexat647 (Mol
ecular Probes#t) ZZhETNHERRE1Ou g mLTHM
L. 4C. 40EDORIEZITo/z, BUMIBEZRS L%, #HIEEZSMT
MBEL. BXBEEZ70—Y M bX M) — (BDNAAFHA IR, FA
CS Cantol |) TEBFLE,

ZORR. B13 (A) ~ (C) IZRT&LDIC. BIFEOMERCRTH2
EE. WIhbBeE hCRTH2Y AV RTHBDKPGD2HFETFRT, k&
NCRTH2HEBHBEADESMETLAZDICH LT, £ MEL ym 241k
LVOHV 1 R LEVWTNOREREICSWTHE, EACRTH2H
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RMREADRSIXIBERT LD o7,

[0392] BiH6. AEBAOHGEIE. SRED)AY REETTEaVWRIEEEZET S
ZEDBROEMTR oo, 2T AFEBHOME NCRTH2HAE, JAY
REAETTHE RCRTH2EBEMRERICHL T, YAV RFEFETTORIE
MERFIKEETHIENTE, X NCRTH2RIBMEICERTS &
DTEXLERLMAETHD Z ENTEI N,

[0393] [=EreH1 7]
2MEFEE b7 R MARICN T B RIS

Nature Protocols 2006, 1(4), 2178-2183&2#H D AEICHE L T R MR
R, HMEFERBLLO T 1TBERROY MIBZSMTHEL, 1
DINHEYEXT104ce |l | s&ERBELEIIC96VTNTL—MIBEL
. PE anti—human CD203c (E—-NPP3) Antib
ody (BioLegend#&®) . Brilliant Violet
421 (FHE) anti—human CD117 (c—kit)  Anti
body (BioLegend#&®) ., Anti—Human Fc ep
silon Receptor | alpha (FceR1) PE (eB
iosciencett®) ZHRML., 4CTIHEORIGZT>, Mgz
L%, SMTREBEL, ®EBELZ270—YA MXM)— (BD/NAF
ATV A, FACS Cantol |) TEFLK,

[0394] ZDHER. HMEFEEET o< X MERBIF. Y X MElEREY—H—TH
2CD203c, CD117, FceRIZVWTNERRELTWEI &I
BMTET

[0395] #MLEZEEMmEH S 1 5 BERERKROT X MEREERIC. ;iDNP 1 gG
1O EEMEEEZ | g ERICHAMEZI/E N | gEZERIRET1Ong /S
mLTHML, 37C. 5%CO,,MvFan—49—RNT3IHBERBIE,,

[0396] RINEOTA MIRRERIERE100ug, /ML R=Z2 ¥ 100U
/mL AMLTRRAYY (FHSATRAIHE) BLTPE5uM B—M
E (Gibco#t) #%KMLAEIMDM (Gibcoft) (LLF. basi
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[0397]

[0398]

[0399]

c culture medium&lgicdsd) T2E%%EL. 4mLODb
asic culture medi umTEEL. BXREE1OuLg./m
L rabbit polyclonal ant. human | g E
antibody (Dako#t) #%ML. MACS mix tube
rotator (INTZ—NAFTI#) ZAVWTHEGRIELNS37TC
c B%CO, M vFaNR—4—ATIHKEARIGT T,
RISEOMIEAESMTIENGE L. 17 TLHiYEX104EERD LD
96z FL—HMIHEREL, 2000 r pmT245BDELDEEE1T o
2o EEFHEBRWE, SMTHERLAZ10000ug,/ mL 1gG fr
om human serum (U< F7IRK)yF#) #100ul w
el | THRMLT, 4C, 30/ARIEEE, EZ—-Link Sul fo
—NHS—-LC—Biotin, No—-Weigh Format (PIE
RCE#) ZAWTRNDERBEICKWL., TNETNELFUER LZE My
MEMCRTH2ALVOHV 1, itk F\CRTH2#HAhu19A2
v562, ch8B1, ch3C12%L<IEch31A5, FhIFIKREHD
RO NRCRTH2#4ABM16 (santa cruzft) 1L<IE
301108 (R&D#) #&KRE10ug mLTHRML, 4CT1H
BDRISZTT> 7,

BRE PAVIATaAv bO— ke LT BM16ICHLTIEPuUr
ified Rat lgG2a, «k |Isotype Ctrl Ant
ibody (BioLegend#t) #, 301108ICxLTIENega
tive Control Mouse | gG2a (Dako#tt) #., #*
NUADOTFEICH L TIHDNP | g G1Hlk%E. ThEhAWE,
ML %SE L’ EFFUEHLALLVOHV I, hul9A2 v5
2, ch8B1, ch3C12F/AlEch31TASZERMLED ZILITIES
MTHERHRL/-streptavidin, Alexa Fluor 647
conjugate (Molecular Probestt) ., BMI1
BERMLEYTIICIESMTEHERL/I-goat anti—RatlgG
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[0400]

[0401]

[0402]

[0403]

Alexa647 (Molecular Probestft) &, 3011
O8ZRMLEYD ZINICIEFSMTHIRLIcgoat anti—Mouse
lgG Alexab647 (Molecular Probestt) #5#
RE1Oug, / mLTHEML, 4C, 4 0pEORBZT>7. BUHRE%
L% MEEZSMTREL., BmEZ70—YA X M)— (BD
NRAFHYA TV R%, FACS Cantol |) THEHLE,

ZORRE. M14ICRTLIIC. hul9A2 v 52T NERICK
LTRBEETRT—AHT. LVOHV1Z2Thul 9A2v 5 2LUADHR
EERISEETRI AN >,

[EHEHIT 8]

PEFEET h 1 IIHT 2 RIGHERENT

(1) PBMCHh oD+ 4 —7 THIEDODEE

BEABREFEFZPBMC (Al lcel | s#t) . DNase | r
ecombinant, RNase—free (Roche Diagno
sticstt) #250uLEZBLA20mLOPBMCEEREMTI Q%%
L. BE0DNase | recombinant, RNase—free
#50ulL2BL=20mLOPBMCEEREMICEEBL. 37C, 5%C
O, 1M vFanR—4—RT2HENREL L,

FD%., EFEGI1 1ICBHEOMACS buffer CZEK%k%EL. Na
ive CD4+ T Cell lIsolation Kit |1l hu
man (ITZ—NAFFTI%) ZAVT. REOHRBASICKWT 1 —T
CDABMTHRZXAT 7L IV aVvEICLYERLE, F14—TC
DA THMREOMEASOH S0, LEExAT1 7LV avE20E
#eL 7=,

(2) 74—JCDABMTHENSDT h 1 O SLFHES

J Immunol, 2002. 169(5):p. 2498-250652& M iEICHE L THEL=F 1
—JCD4MBMETHESA, 10%FBS (Gibco#t) LU2mM &
WEIVER (FAZATAI%#) ZR/RMLEZRPMI 1640 (Gibco
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i) (R, EEEMERET2) T1X108ce | | s/ mLIZEEL.
RBDOIRRE LT, SiCD3HMFEOKTI3 (Abcamtt) Z#1ug mL
ORETERELEZTL—MIEEL, RKRE2ug /ML #CD28
ilk (BDNAFH ATV R%) . 100ng,/mL recombina
nt human | L—12 (peprotech#ft). 1T0ng./mL

recombinant human | L—2 (peprotechtt
) . BFUVSEug/ mL I L-45E (BDNNMFY ATV RHE) kK
L. 37C, 5%CO, M1 vFarR—4—RAT4HEARIGTE,

[0404] D&, MEZLOUIXL. FOSBICELY EBEEZRE LR, BEEMHRTI
X10¢cel | s/ mLICEEL. BECTIRELT, REIRE100ng
/mL recombinant human IL—12 (peprot
echft) . TO0ng/mL recombinant human |L
—2 (peprotechtt) 8&U5ug /mL I L—-44k (BD
NAFHY ATV R%E) ZR/RMLI3TC, 5%CO,, 41 vFax—4—RT3H
BRI S 7,

[0405] _EEEORIF, EEOIRZSEI3EEYIRT I & T, 2MEEET h 14k
AR L 7=,

[0406] (3) DMEEHEET h 1ML SOY A bhA VEERR

(2) OPLEET h 1 HRREERIC. FKREE20ng/ mMLOPho
rbol 12—-—myristate 13—acetate (V<7
KYywF#) ., Tug/ mLOlonomycin calcium sa
It from Streptomyces (YJTTFIR)yFH) &
®10ug/ mLO Brefeldin A from Penicil
lium brefeldianum (737N RYyF) ZHML.
37C, 5%CO,MvFan—45—RNTORKARIEIEL, TDH, 2X1
Oscel ls/wel IT96DTITL—hMICiEEL, PBS (FH34
TAUH) THFL,

[0407] *#mn%. LIVE "DEAD Fixable Aqua Dead C



WO 2017/010567 101 PCT/JP2016/071027

[0408]

[0409]

[0410]

[0411]

[0412]

ell Stain Kit, for 405nm excitation
(Molecular Probes#t) ZRWTRNOFRBEICHKEVIEM
el PBSTZEME LK, £E%ZRE, Fixation B
uffer (BDRNAAY ATV R2L) ZAVWTATC, 45 pERIGIEL

kb, PBSTI1[E, 1XPerm/Wash Buffer (BDN
AFFA TV R%) T2EEH LR, EREE2. SulLOPEant i
—human | FN—y Antibody (BioLegend#t).
5uLDODAPC anti—human |IL—4 Antibody (B
ioLegend#ft), TOuL®danti—IL—5 antibodi
es APC (SIT=Z—N1MFF70%) BLUV20uLDAPC ant
i—human |IL—13 Antibody (BiolLegend#th)
ZARML, 4CT30OpERIGEH,

ZQDH%., 1XPerm/Wash BufferT2EMEL. MiE%ES
MTREB L., RHABEZT7O0—FA X N)— (BD/NMFH ATV A%,
FACS Cantol |) T#fHfLE,

FTOER, DMEEETh1E, IL—4./5 7130 KE4ETHY., 90%
NIFNYBMEDpopulati onTHBIZENERIN, Th1Hg
hOA Y BRNICEET 2MIETHD I EAHRTE .

(4) 2MEEBEET h 1 RIS T 55 fCR T H 25k D RIS AT

(2) IKEWTHILINEFEET h 1HlEZSMTHEELLE, 1D
INHEYEXT04cel | sERBEIIC96VTITL—MIEREL.
2000 rpmT29BORLDEEZ=TTo>/-, LFERWEER., SMTHER
LZEZ1O0ug / mLSyYy MrEFCRTH2#HAL ym2, REOIE ~C
RTH2#itk BM16 (santa cruzf) /4301108 (
R&D#t) #&RML. 4 CTIREORBEIT> %,

FAVIATaAv bO—iaEE LT, Lym2ICLTERat | g
G2b., kappa monoclonal [RTK4530] —-BSA/~
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[0413]

[0414]

[0415]

[0416]

Azide free (abcam#t) 2. BM16ICHLTIEPuUrif
ied Rat 1gG2a, « |Isotype CtrlAntibo
dy (BioLegend#) #, 301108ICLTENegativ
e Control Mouse 1gG2a (Dakoft) #, Th¥h
AWz,

MEERELEEB. Lym2RAEEAIEBMT 625 MLAY TILICIES
MTHIRL/Z10ug, / mL CELL LAB Mouse Anti-—
Rat Kappa (kappa |light chain specif
ic) FITC (Ryyvxvd—-)Ly—%) Z. 301 108%K/mMLEY
T, SMTHERLEZ1O0ug /mL CELL LAB Goat
Anti—Mouse 1gG(y chain specific)F|I
uorescein (FITC)Conjugate (RysTvd—)¥
—f) ZREEE1Oug / MLTERENRAINNL, 4CTI1REORLE
To7, BUMBEZRE L%, MBEZSMTREL. HXBEZ7O0—
A MARN)— (BDNNAFHA TV R%, FACS Cantol |) TH
Ml

ZTORR. M1 5ICRTELIIC. Yy MIEMCRTH2HFELYm2 8
LUOHTBRDS Y b ACRTH24ABM1 6 IZEEET h 11ICIEKRS
MERIAMNs, —AT, MIROYVAMERNCRTH2#AE3I 0110
BIFMLZEZETh 1ICH L TRIEMEEZR L&,

L7=A>T. AFEBEOHE FCRTH2HAKIE, TR FEERS L
Th2#BEICIIRIGTZE5O0, Th 1HEICIERE LBV &S HIC
Bot=. F/-. 301108k, CRTH2ARKIRT ZMELUNCEIFEE
IR ZE RS Z EDBELMIR - .

[EREGIT 9]

b MFERIROREZE L EHEIC L. Lym2iED 7Yy T2 MEMET
i
EiEf1 1 EEBOITRICE Y. b MREEMA SIFEERIRD DB %17 5 72,
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BEEXNh/Zb NFERERE SNy Y ABBREEIERIEK (UIF. D—PB
S () &8&Y) (FHSA4T7RXU#) TREAL., 37C. 5%CO,,1vF
ANR—HY—HNTI1RHEIORLIEL, D%, 10%FBSEZARPM
1 16405EWVWT2X105cel Is/wel IT969 IS L—FIIC
BELL, TO®% EREEI1Oug / mMLOFPAYVSHA4 7Y bO—iin
& [CELL LAB Rat lgG2b I sotype Contr
ol (Ryo=rvd—)y—%) 1. BLLELym2#uE, FLERYT
473 bO0—NELTHERRET1IOuM CRTH2ESFHEMEOCO
00459 (Cayman chemical#ft) #5%mL. 37C. 5%
CO,MvFanR—49—RTI0OAIRBIE,

[0417] RIS, 0. 1, 1, 10, 1008LVT1000 nMERKEEDDKP
GD2 (Cayman chemicalft) #%&KMML. IBHIC37C., 5
%C O, M >FaNR—F—KNTO6 0NEIRIIEL, RINE. KBSPBST2
E%%L. FixationBuffer (BDNAAHAITVRH) 52
OOuL / we |l I'/RML., £<BBLAE, 4CTI0ONBEREL. %
D%, SMTZEM%EEHL., 70— A X K)— (BDNNSMAH ATV A%
. FACS Cantol |) THEBEROBEELZETL L,

[0418] (FEEIKDOWEEILIZ. 70—H 4 M X =4 —(ICL BBTICEVWTHRORKR
XX, MREOXEEZITMERDIEETHSFoward Scatte
r Light (FSC) YOv hDIEBIMAEBZICENTEZITWN. DKPGD
2RUBDFHIKOF SCZEEEL LT, SFSChgat ellREIND
HFEHKOEIE (%) 28E Lk,

[0419] ZOD#ER. B16ICRTLIIC. ENCRTH2YH Y RDKPGD 21&
RERENQIFRIKOBREELCFEZ LN, CRTH2ESFEREO
CO000459(%, DKPGD 2&KEMLDIFEEIKOMEBLZLZIMFEILEL, I
NICH LT, AEEOMEMCRTH2HMALym2BLBFPAVYIA T3
v hO—LHEIE. WEFhE DK P G D 2 RFMAFEBR O EEZ L % i
Liad o7, BIB, AEBEOMEMCRTH2HEKIE TV TZZ MNES%E
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[0420]

[0421]

[0422]

[0423]

[0424]

BLBWIZ ENRBI N,

[EMEHI2 0]

b MFBEROBEZLAERZICLA. Ly m2Hiko7 T2 MEME

FaREREFI 1 9 EARODERRICEWVWT, 0. 0. 01, 0. 1, 18&
P10ug, / MLERKREDS Y MMIENCRTH2Z2HAEL ym2%M%

1BEERIGI T, FBEROBEEL 5T L .

ZORR. BT 7ICRTEIIC Lym2HAFEHRAEREO-10ug ./
mL OFEHE TUIREIT> THFBRIROBMEBELEZRI IRV ENRINE
o BB, AEROME FNCRTH2EITIZAMNEEEZB LAV &N
~BINh,

[EREGI2 1]

b MFERKOMREBELEEZIC L, MEMCRTH2HREADTZIZZ ME
M, TS TR NEME. VAV RICK 2 T OEaEE MO

EReB 11 EEZROFEICLY ., B NREMD SFBERO DB % 1T 2 7.
BL. MRICFEOINBEEREKERNT 5BERZTHT. BEF i c
ol l—Pagque PREMIUM 1. 084 (GEAJIRTT#) IC
EELL, BBIN/AE MFEEIKEZD —PBS (=) (FAZ47XV%)
TREBL. 5%CO,1vFaX—49—HNT37C. 1KEIONRLIEL

ZDH%, 10%FBSE2BRPMI 1640%#BWVWT0., 7X105ce l
s/ wel | TO6DzITL—MNIERELEL, TD®R., 7A4V49%4 73
vhO—fk EMELym 2L VOHV 1, EMFIO THERI I
HERCRTH2#Ahul19A2 v52, ch8B1, ch3C12%
L<IEch31AL5, FLEmBROMEMCRTH2HAEBM16 (san
ta cruz#) HL<IZ301108 (R&D#) 2#R&KEE10ug
/mLTHRML, 37C, 5%CO, M vFar—4—HNTI30NERBIE
720

BE. TAVHATaAy bO—IikE LT, BMTBICHLTIEP U r
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[0425]

[0426]

[0427]

[0428]

[0429]

ified Rat lgG2a, k |Isotype Ctrl Ant
ibody (BioLegend#t)., 301108ICxLTIENegat
ive Control Mouse |1 gG2a (Dakott). 0Dt
OHTFICH LTIZMDNP | gG1HEFEZRW,

R, T00nMEKREEDDKPGD?2 (Cayman chemic
al#) £/IZ10%FBSEERPMI 164 0%5%KML. I5IC37C
. B%CO, M FaR—4—RT6 ORI EL, RIGE. KASPBS
T2E%E%L, Fixation Buffer (BDNAAYA TV R
) #100ul we |l IFRIML., £<KBBLLE. 4CTI3I0DERKEL
Teo D%, SMTZELEE L., EMREFI1 9 &ERRD G ETHFBIROMER
16 % 34T U f=s

ZTORR. B118 (A) ~ (C) IKRTLDIC. YHY RFEFERTICET
2ME FMCRTH2HADUBICL ZHEE/ICEALTIE hul9A2
vVE2ILBWTETOREBELDEENRD LN EDD, BWHEELE
BITHAREFEEET. WThOMAEL7I=X MNEEEZB LAV ENR
X hi,

F/-. DKPGD2MBEHTICHITHIE NCRTH2HADMNIRIC &
DHEEZLICREAL T, ch8B1, ch3C12, ch31ASMDNIEIC
&Y, DKPGD2ICLYBREINDIBEEZLMIBINZZIENE, Th
SOMEET VY TR NEEEET D ENTRBINL, AERIZ. &£1T
et (EREABE2014/144865%8) IKLBIT2HMRE—HT 5,

—%H. hul9A2 Vv528LUBMI16IE, DKPGD2IC&LYFER
INBWELTLEEE L, BIChul9A2 v52iF 100nM®DD
KPGD2ICLYFBRINIEBELEZW 2B TIERT DI ENHALNIC
A (N

ERD@EY., hul9A2 v52HLUBMI 6HEIZ) HY RIEEHE
TTRHEEELZFRELAVEDNL, ThHOMEFEIFCRTH2 YAV R
THDDKPGD2ILLBV T FIDERELEETZ I ENTEINE,

o
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[0430] —ALVOHVI1IBBLU301108ik. 7PAVH4 7Y hO—ILitk
EEBRIC. DKPGD2FEFET. FETFTOVWTHORETICEVWTH, F
BEICEEERIAN oo EhB, DKPGD2ILL2 Y FFILDiEH
EMAEBL TUWRWTI ENREBRI N,

[0431] AFEBOHIE NCRTH2HAIK, £ JFH IV BT LI3IE®HT 2
ZEMNBVWKTET L,

[0432] [=fEHI2 2]
CRTHZ2EMHREOEBICHEI IV 74X —a VELICRTSBCRT
H2 ¥/ 70—+ A0 KR
(1) F=RA5F 1y variFFo4—t (HRP) ZHADESR

Peroxidase Labeling Kit—NH2 (Dojin

do#t) ZHVWT, REAXEICRW. EMELYM2HALVOHV 1 8&

Thul9A2 v52|ICHRPEZEEEHSLL®R D—PBS (—-) (+
AZATXAU%) TImg / mLICERL %,
[0433] (2) &£ RCRTH2REMIEADOEES DL

EREHI1 THRIILAE RCRTH2HIECHO /DG4 4485 0. 02

%EDTABRK (FHSAFRV%) ICHBEL, 4CICAMLAD-PBS

(=) #ZEVWTHRBEAE %% L7~ Minute Plasma Membr

ane Protein I|Isolation Kit (Invent B
iotechnologies) #ZHAVWT, RIXEICRKVIEEY RS L
7o

[0434] (3) £ FCRTH2REEFEMEOEKREDICHY 5 FCRTH2HEDR
i 14 OD LA

50mM HEPES (Gibco#). 5mM MgCl, (+A547F
2U%) . 100mM NaCl (FHSAF7RV#) 8L 1mM ED
TA(invitorgentt) #&/mMLAEZ50mM Tris—HCI
buffer pH7. 4 (FAZ4F7X0%) (UTF. EL | SARBRK
E8E7) &, (2) ICTHREBLAEEEDICMA, Tmg./ mLIZASLDIC
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[0435]

[0436]

[0437]

[0438]

[0439]

[0440]

AL, FOFFE—T1. SmLy4/0F2—7 (FERR—754 bt
) I, 50l tube THMLT,

RIS, 500uM GTPYS (Roche Diagnosticsi#t
) £/1Z500uM GDP (Sigma—Aldrich#t) a&mLrE
ELISARINEAESOuL tubeTHML, 30CICT, 1BREA Y
FanrR—hkLT,

HBWT,. D—PBS (=) T10mg/ mLIZHERLAEZ1gG from

human serum (Sigma—Aldrichtt) 8LUP30%
w/v BSA—PBS fatty acid free (Wako#t)
ZENENRS50uL tubeTHRIML, 30CT, 304EA Fa—

b L7,

RIC (1) THEELZ. HRPEEBEINAZLVOHV I E/AIEhul9
A2 vB2%ZELI|ISARBKRICEYBug  mMLIZHERL., 50ul ./
tube THRMLAZRIOCTIREAM YFar— T2 &ILY. EE
oW T BMAERBET >/, 16000gIcT4CTI30ONBEELLEHE
. EEEREL

ZDH%k. HEHEGTPYySERMLTWAF I —TICIF100uM G
TPyYySZRMULELZEL | SARIGKR., GDPZRML TWEeFa—TIliF
100uM GDP&AEMULAEZEL | SARISGKEAEZFRENRIML “tub

THRMLT, BE16000gICT4CT3IONEED L%, LEAR
E L, A%OEZEFEZ4OEYIRLE. D-PBS (—-) 2100ulL/

tube THML., REZZ+2ICREL .

BBREIGVINLTL—MI30uLl we | | THML, 1—-Ste
p Ultra TMB—ELISA®EZ (Thermo scient.i
fic#t) 2100ul  "wel | THMLE, EET1 OoBRIEIEE
#%. 0. 5mo | /L %t (Wako#) #100ulL we | | THEM
L. RISZELEIHEE,

SPECTRA max 340PCIC&Y480nmIlBIT2RNLES
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[0441]

[0442]
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BEL. Bonh/kEREGraphpad Prism{(ver, 6. 05
) BEWTEMNLE, £/, Tukey' s multiple comp
arisons test%z#itl. BEEERELAHETERL L,
ZORR, 1 9ICRTLIICGDPAIEEICEITEhul19A2 v5b
2OBEEXICHT I RIGMEIE. GTP y SHIBRICLERTERICET LA (
p<0. 0001) , —A., LVOHV1IODOKIGHIX, GTPYySE&IZG
DPAIEBRFICEVWTH, BlELAN>E (p>0. 1),
CRTH2IZGPCRT#HY, GPCRIZ—MMIC, SEMHIEIY 74 X
—2 a3V TRGTPABEL, MEMEEEOIY T4 X -3V TIEGDPY
BELTWBZENHLNTWS, LEEROBY. AFEBOMEMCRT
H2#ikiE, GTP7+HOYDGTPYySEAIEIGDPICLZUEBOEREIC
BH5FCRTH2AORBEDELL LGS > END, CRTH20DE
MBSOV I+ A= a3 VEBICHEINY, —EORBEETRT TJHE
HENREBINE,

[EHEHI2 3]
THIJ)—VMEE bBLIUVCHAZ VA HFICRTH2HEREPp hmAG 1T —
MNL inkerRy4—DFEsE

(1) PHI V) — V&S ERCRTH2HBREp hmAG1T—MNL i nk
e rNy 4y —DIESEL

EFEGITO (1) — (i i) TEREIhAEZERCRTH2EGRTFHREREP A
Mo hiZwlL, 754¥—humanCRTH2azami—A (EHIEE
60) BthumanCRTH2azami—B (FE3&E=261) #EAWT
BRI PCRTIBIEL., FIlREZEBamH I BLTHind | | | 2
WT, X4 —phmAG1—-MNLinker (MBL#) &EHEL., 7
HIJY—VBMAENCRTH2HEphmAGTI —MNL inke rR%
Y-,

(2) PHXJY)—VREHA=ZIVAMHICRTH2RHEp hmAG1 —MN
Linker~Ryy—DiEs
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LERINEZA=ZIAHPICRTH2MDcDNA (c DNAERY : B2E
562, 73 /B : B25ES63) VL. EEFMIDO (1) — (i i
) CRARDAETHEELAEDAZIJAHYICRTH2REEpMo hRJ4H—(C
L., 724¥—cynoCRTH2azami—A (Ej&ES64) &
PTcynoCRTH2azami—B (EF3ES65) #AW. (1) &F
BRICLTTZHITY—VREH=ZVAHYFICRTH2REEp hmAG1 —M
NLinkerRyH—%HEELL,

[EHEGI2 4]

T —VEEE NCRTH2RIECHO /DG4 4l LTAH=ZY
AHFICRTH2HIKECHO DG4 4MBEDIER

RG22 STHERINZEMNBSLIVHZIVIHILCRTH2EEFHERE P
hmAG1—-—MNL inke r~NJ4—%HIRERBs a | WIBITL>TH]
BiL, FONEHIKDNAZBRL, BEKICAE L, CODNAZT
L2 bARL—aviEilLY., CHO /DG4 4#REICEAL., | MDM
EEEMICTIHREEE L

ZM%., 0. 5mg./ mL G418 (FASAFTRI%) #MAl I M
D MiBIR £ 1th © AT MMM 584K L 7o, BIR L A FFImEME%E. 0. 2
5% Trypsin—EDTA (FA547RV%) THEEL., PBST
E Lk, | MDMZBRIEMTRE L, TD%. Cel | Sorte
r SH80O0O (Sony#t) ZBAWT. E FCRTH2EIRMRES L UH
ZUJAFNCRTH2RERMBTEREDO 7 IV —vENBELZRTH
BERME*ZFhEFRS—M L, Tcel |l /we l | TY—F4 Y TETW,
WKREEL, 7YIJY—VEAESE RCRTH2HIECHO /DG4 4 #ifE
BLIVHAZVAHICRTH2HIECHO /DG4 4#fa% FhENBIIL
720

THIJ)—VEEEMCRTH2HEIECHO /DG4 4ilabLUAh=
OL4HFICRTH2HIECHO /DG4 4#ifICDWT, LREABOAE
THIREARZTW,. 7O0—HA4 MX M) — (BDNSAH ATV R4, FA
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CS Cantol ) ZBRBWTTF7H¥IJTY—VORRERZTo, TD
R HM20IKRTLIIC. TRThOMEOTHYI S -V ORBEFESE
TH>dI EEER LT

[EMBFI2 5]
ERNFEAGHZIAHFILCRTH2ICH TS MEL ym23ALVOHYV
1 OfEE &M

EREGI2 4 TRIUIINETYIJT) —VREE NELEA=Z V14 FILCR
TH2HIHECHO DG4 4#ils%. 0. O2%EDTAR®K (FHZ14F
AU%) THBEEL, PBSTHELALE., SMTREBELL, RIC, il %
1Oz )HEY2X10@EERDZEHIC967 I TL—MIEREL, 30
000, 7500, 1875, 469, 117, 29, 78L02ng,/m
LEBREEDOE MEL Yy m23ALVOHV 1 F/4EHMDNP 1 gG 1
mEERmML., 4CT4 00EDRBZEIT> T,
HMBEZSMTIEEELE. SMT10ug / mMLOREICHERLEG
oat anti—Humanl|lgG alexa647 (Molecul
ar Probest) #17zUHYT100uLliFmL. 4CTT40%
BORIG%=IT>/. SMTHIlEZXFL%E. #MBBZ100uLDOSMTE
BEBL, BAMEEO—YA MXN)— (BDRIFH LIV, FA
CS Cantol |) TRIZEL,

F—#%IFFlowJo 7. 65 (bX—=FIHNNNAA4AO0Y—%) IT&
ST Lz, TR, M2 1I1IL37TEY., LVOHV 1A, EACRT
H2BELUVHILCRTH2ICH L, IZEREOHEEERT I ENPELNE
A (N
EEX EDOFI AT

ARERICLYEMCRTH2ORHEMNAIE N—T7%28RHL. #E5T3C
ETHREDEMEAT B NCRTH 240k, ki, ZEO7 2
JBRECSIA I— RTBDNA, EDNAAZESORI Y —, BHMAEEEETD
N T R= BLOMAEEEMR. ZnAORERE SMAEFIEnE
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BT 2 2CHERY. AT RERARFZAVWS T LILX—MRE. B2
RERER. FBRIKIEZ CHEELHEIER. Th 2HllROBL PHEEE
EMDRRLEDBRERES LB AE. TCICERES I RERE %
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N3 ERBFLARBRERESLVEHIARETH D &I1E, HEEZICE>TH
S0 THd, P, AHEIK. 201 5F781 58I THEIWAZAAR
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BEHIRT7 ) —TF R b

REHBES3 : AIERHODEEH : humanCRTH2FLAG—ADIEER
ol

RHBES4 : AIERHODOSEEH : humanCRTH2FLAG—-BDIEER
ol

RHESS : ATERIDESE : FLAGY U IERCRTH2 c¢cDNA®

IREACS

B5ES6 : ATESDEH : humanCRTH2FLAG-COEER
ol

RHBES7 : AIERHODOEEH : humanCRTH2FLAG—-DMIEER
ol

&S 8 : ALEHDESE : Rat | gG2bH—-ADIREES
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Be5lES 10 : ATEIDES : Ra t k — ADIREEEES!

BEFlES 1 1 : ATESDES : Ra t k —BDIEEEES!

BEH7&ES20 : ALESDRE : Lym2#Hik VH CDRI1OF7PIJVEE

(iRl

BEH&ES21 : ALESORE : Lym2#Hik VH CDR2O7IVEE

(iRl
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[55KIA1]

[553K1R2]

[553KIR3]

fa R D&

RIBFS2 TRINBZEMNCRTH20D7 X /BEFIOD1 9 2FEH
DTV ELIVT194BBEOT AN FVEBOVRL EH—H%ER
BLU. BETIMEEIEHMAR,

AN, EEHNES2TRINBEMNCRTH20D7 X JEERETID 1
2FBO7O0) v, 13FBOAVOMY Y, 14FBHOOM 2,
15FBOVIVSIVEE 17T T7THEBOT7R/NSFXFUEE 17 8%H
oT)v. 1T7T9FBO7ILF=V, 180FBBDAYVOAT U,
181BBDOAFA=V. 182FBDYRATM4>. 183FHDF
aOvy, 184FEHDFOYY, 185FBBDF7R/ISF, 186
#BONY Y, 187&FBoO/M>YY, 188FBDO(Y >, 18
9OBBOOAMYY, 195FBOTILFZV, 196RBDT R/
¥V 197BBO75=V. L1 98FBDALA=UH S
BABENOBENZTI VBEREDODIRCEH1DEEHL. BET
DIMAETH ZFRIE 1 ICEBOMMA L IS ET A,

AL, LUTD (a) ~ (g) oR2BEIASRIEND T I /BE
BEOPK &b 1 2%RHT A THD, BHKRIE1FLIE2IC8HE
DR E Fo (S I H .

(a) INBES2TRINDERCRTH20D7 I /EBERID1 2%
Bo7oyy, 14BB0o04> L1 5BBDV LY I VER,
(b) BLFIBES 2 TERINBZE I CRTH2D7 I JBRESID1 7 7
HEEOFPRANSX U 178FBOITVY Y, LT 17 9FBOD
TIVFZ,

(c) BLFIB/BE 2 TERINBERCRTH2D7 X /JEESID1 80
BEOAVOAYYBLUPTI 81 BHDAFAZV,

(d) Be5IB/BES 2 TERINBZEMCRTH20D7 X /JEEESID 183
BEOFOYY, 184BHOFOIVYELT 1 85BEHDT R/
F.
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[553K1R4]

(e) BHIWBE2TRINBEINCRTH2OD7I /JBREEFID1 87
ZBoOAYY, 188FEBHOAOAMYYHLV1 89FBDOAMY Y

(f) BHIEFES2TRINDBEICRTH20D7
EHOT7ILF=V, T
(g) BCFIB/BES 2 TERINBEMCRTH2D7 X /JBEECSID 196
BEHOTRANRSKXUVBSLIT1 98FBEHDRAL A=V,

ELS, UTD (a) ~ (d) oAz EMASEENRDIVWT AT
DOMETH B, BREBE1~30WVWTFhh 1 BICERHOREE I3
EIREN
(a) HAEHETELEE UUF. VHERRET ) OBEBIERESES
(L. CDREBREET ) 1 ~3H, ThEhEENES20~22
TRINDT7I /BRI ESH. M ORASRETLES (LT, VL
EB&EEd3) DCDR1~3H, ENEFIEIES23~25TKRS
h27 3 /BRI %= ETHhE.

(b) EEIES4 9 THRIND 7 I /BEIFELIEENES 4 9TK
INDT7I/BENFD1 BFEBOOA DV EAFAZVIC, TTH
BOPRANRNSFrat)oil, 93FBBONYVEIALFZVIT, B
JUCTTTEBEOALAZ VAN VICEBRT Z2HRENSEEIN DD
B EH T DOWRENEAINLT I /BRI EZECV HIETICES
ES33TRINDT7I/BEENFIEERIESI I TRINE T2
JBEIFD2FEEDA VALY VENY VI, ABEOAFAZY
HOAT VI, 1 5FEO O yA2042 I, BLT85FEBD
To5ZvE7OYVICERTIZRELNLBIIND DA ED 1 D0H
EHNEAINLTI/BEINZETV LEZEUHMGE.

(c) BBF&ES49,. 51, 53, 55, 57HLU59THRIND
TI/BEIOWThNMN 22UV HECICRENFES3 3. 35,
37. 39, 41, 43, 458&V4T7TRINDT7I/BEND

i

JBEERFID 1 95
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[553KIR7]

[53K1R8]

[553KIR9]

[55K1R10]

WFNHN 1 D2EE0V L ESTHRE. BT

(d) BBHES17TRINDT7I/BEIEZSOVHBICENE
51 9TRINDT7I/BENZZOV L Zz2830HEF,

EN, i (a) ~ (h) HoAZEILEEINEZ DR ES
DOREEBETIMETHZERET ~40VWThh 1 IRICEHOR
R E ISR R,

(a) ENCRTH2QYH Y RFEETFTERCRTH2IINT SR
ISEAMET LAy,

(b) FIEMEEA LW,

(c) MFREMMEESE (ADCC) EMHE2ET 3.

(d) YA MERSLUT h THEODRL EH—HITRIEG LRV,
(e) WFEREK. fFREIK. Th2MESLIT2EERY) N8k (I L
C2) H"oBIENZDIR< EH—DOMBICRIGT %,

(f) Pd=Z MEMEB LW
(g) ERNCRTH2DYHY RILLKDU T HILEER LAV, W
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SEH O E IS A
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BOTUEE 7 B IIAST A

EETHBARGEDS, £ MNIF X SHE. & MBIC D REERGFD
LV MEAENSEIENZVWThA 1 DOBEGEFHRIEAMETH B,
F5ORIE 8 ICERE DB G T A A F IR BRI A,

MEDS., YIVCRTH2ILHEET 2METHIERETI ~90WVT
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[E5KIR17]

[55K1R18]
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N1 IBICEBOTF E T A,

Fab, Fab’, F (ab’ ), scFv, diabody,
dsFvBLUPCDRESURTF ML EEIhBZVWTNA T DOHM
U THDERE1 ~1 00WThh 1 BICEEHOSZIIAR A,

BXRE1~110VWThd 1 IBICREOREE LN H % &
£ ATY K==,

BXRE1~110VWThd 1 BICREHOREE 2 IE&REE A %23
—RK¥3BDNA,

AEKIE1 BICEEHODNAZEERT HHEMA GRS —,

FEORIE 4 ICEHOMBAGRI Y —2BEETHMIBICEALTESN
BB Rk,

EKIE 2ICEED/NA T =T F£LIFEKIE 5 ICEHOEE
BRI A IEMICIERE L, BEYHPRICERETI ~1 10nWTnh 15
EBHOMALLEBNAEHE 2 EEEESE. BEBEYL SRS
EEMAIT R A RINT 2 A RBETHERET~1 1TOoVWTFhh
1 BICEREH O & 7o LIRS F ORE %,

BRE1~110VWThd 1 IBICREHOREE - IE&REEH 28
MRS ELTEETS, E ACRTH2AERT 2EBOABER,

BRE1~110VWThd 1 IBICREHOREE - IE&REEH 28
MRS ELTEETS, E NCRTH2AERT 2EBOZHF,

CRTH2H /BRI ZEENTLILXF—MHER BCRERE. &
BRIKIE S B L UHBEAE DD AR EE—FA5#EIKE. Th 2MED
BEBIUBENEDD RS EL—AZHEIESR. FLIF2EERY
VIRER (1 LC2) DEZELUBEAEDD MRS EE—HEMHEIE
BTHDEKRETD 7 FIE 1 8ICEFHDH

BXRE1~1 100V 1 IBICREHORE 2 IL&REE 08
MEERETEEEET, E NCRTH2ABERT 2EEDBES
o
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IE RN DER,
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. FEEHRIEZE L UHBEAEDDI RS EH—HFE%EIKE Th2i
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Description
Technical Field

[0001] The present invention relates to an anti-human CRTH2 antibody which specifically recognizes and binds to
human CRTH2; the antibody fragment thereof; DNA which encodes the amino acid sequence of the antibody; a vector
which comprises the DNA; hybridomas and antibody producing cells which produce the antibody; a method of producing
the antibody; a composition which comprises the antibody or the antibody fragment thereof; a treatment method and a
diagnostic method of an allergic disease, an autoimmune disease, a disease accompanied by increase or hyperergasia
of eosinophilis, and a disease accompanied by increase or hyperergasia of Th2 cells using the antibody or the antibody
fragment thereof; and a medicine and a diagnostic agent which comprise the antibody or the antibody fragment thereof.

Background Art

[0002] Human CRTH2 (chemoattractant receptor-homologous molecule on Th2 cells) is a seven transmembrane type
G protein-coupled receptor (hereinafter, referred to as GPCR) that is also known as the aliases of GPR44, CD294, DP2,
and the like. Further, it is known that human CRTH2 is one of receptors of prostaglandin D2 (hereinafter, referred to as
PGD2) (Non-Patent Document 1). It is disclosed that CRTH2 was cloned as human Th2-specific protein in 1996 and
referred to as B19 (Patent Document 1).

[0003] Itis known that CRTH2 binds to PGD2 and PGD2 metabolites typified by 13, 14-dihydro-15-keto prostaglandin
D2 (hereinafter, referred to as DKPGDZ2) which are ligands, transmits a Gai protein-mediated signal into cells, and
accordingly, is involved in migration and activation of CRTH2-expressing cells (Non-Patent Document 1).

[0004] Human CRTH2 is recognized to be expressed on Th2 cells, eosinophils, basophils, type 2 innate lymphoid
cells (hereinafter, referred to as ILC2), or the like (Non-Patent Documents 1 and 2). Itis reported that CRTH2 is a surface
marker specifically expressed on Th2 cytokine-producing cells (Non-Patent Document 3).

[0005] Moreover, ILC2is a novel cell population involved in allergic responses identified in humans in 2011 and CRTH2
is exemplified as a specific surface marker defining the cells (Non-Patent Document 2). Further, itis reported that CRTH2
is expressed on non-classical monocyte or Th2/Th17 cells (Non-Patent Documents 4 and 5).

[0006] In allergic diseases including asthma, it is known that CRTH2-expressing cells contribute to the pathology. It
is reported that CRTH2-positive T-cells are recognized at a higher frequency in cells in bronchoalveolar lavage fluid of
asthma patients than in cells of the healthy people (Non-Patent Document 6) and CRTH2-positive T-cells increase in
correlation with the severity of atopic dermatitis (Non-Patent Document 7).

[0007] Since eosinophils contain granule protein having cellular cytotoxicity and deposition of the protein is found in
respiratory tract tissues of chronic bronchial asthma patients or lesions of atopic dermatitis patients, it is considered that
eosinophils play an important role in pathogenesis of allergic diseases such as chronic bronchial asthma or atopic
dermatitis (Non-Patent Documents 8 and 9).

[0008] Basophils are involved in induction of an allergic reaction by storing inflammatory molecules such as histamine
and leukotriene in cells and releasing them by crosslinking an Fce receptor or an Fcy receptor that is expressed on the
cell surface to release the molecules (Non-Patent Document 10).

[0009] ILC2is acell presentin alocal area such as respiratory tract mucosa or skin. It has characteristics of producing
a large amount of Th2 cytokines in response to cytokines such as interleukin (hereinafter, referred to as IL)-25 and IL-
33 produced due to tissue injury, and is considered to be involved in pathogenesis of allergic diseases (Non-Patent
Document 11).

[0010] As monoclonal antibody against CRTH2, 301108 (R&D) is commercially available. Further, BM16 is also known
(Patent Document 2). These are rodent antibodies and have not been developed as medicine.

[0011] Moreover, itis also disclosed that a recombinant chimeric antibody and a humanized antibody regarding clone
19A2 remove CRTH2-expressing cells by effector activity and a humanized antibody regarding clone 8B1 and mouse
antibodies regarding clones 3C12 and 31A5 have antagonist activity against CRTH2.

[0012] Further, it is disclosed that an antibody regarding clone 19A2 has reactivity to human mast cells (Patent Doc-
ument 3).

Related Art
Patent Document
[0013]

[Patent Document 1] Japanese Patent No. 3144805
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[Patent Document 2] Pamphlet of International Publication No. 97/46677
[Patent Document 3] Pamphlet of International Publication No. 2014/144865

Non-Patent Document
[0014]

[Non-Patent Document 1] The Journal of Experimental Medicine, 2001. 193(2): p. 255 to 261.
[Non-Patent Document 2] Nature Immunology, 2011. 12(11): p. 1055 to 1062.

[Non-Patent Document 3] European Journal of Immunology, 2000. 30(10): p. 2972 to 2979.
[Non-Patent Document 4] Blood, 2011. 118(5): e16 to 31

[Non-Patent Document 5] Journal of Allergy and Clinical Immunology, 2014. 134(5): p. 1175 to 1186. e7.
[Non-Patent Document 6] Clinical & Experimental Immunology, 2010. 161(1): p. 34 to 40.
[Non-Patent Document 7] Journal of Investigative Dermatology, 2002. 119(3): p. 609 to 616.
[Non-Patent Document 8] Advances in Immunology, 1986. 39: p. 177 to 253.

[Non-Patent Document 9] Immunology Today, 1992. 13(12): p. 501 to 507.

[Non-Patent Document 10] Journal of Allergy and Clinical Immunology, 2013. 132(4): p. 789 to 801.
[Non-Patent Document 11] Journal of Allergy and Clinical Immunology, 2014. 134(3): p. 671 to 678.

Disclosure of Invention
Problems to Be Solved by the Invention

[0015] A plurality of human CRTH2 antibodies have been established so far, but there has been a demand for estab-
lishment of an anti-human CRTH2 antibody having desired activity such as reactivity to various human immune cells,
specific binding activity to human CRTH2, or an effect on human CRTH2 ligand-dependent activity.

[0016] An object of the present invention is to provide an anti-human CRTH2 antibody which has desired activity by
recognizing and binding to a specific epitope of human CRTH2; the antibody fragment thereof; a DNA which encodes
the amino acid sequence of the antibody; a vector which comprises the DNA; hybridomas and antibody producing cells
which produce the antibody; a method of producing the antibody; a composition which comprises the antibody or the
antibody fragment thereof; a treatment method and a diagnostic method for an allergic disease, an autoimmune disease,
a disease accompanied by increase or hyperergasia of eosinophilis, and a disease accompanied by increase or hyper-
ergasia of Th2 cells using the antibody or the antibody fragment thereof; and a medicine and a diagnostic agent which
comprise the antibody or the antibody fragment thereof.

Means for Solving the Problems
[0017] The present invention relates to the following (1) to (26).

(1) An antibody or the antibody fragment thereof which recognizes at least one of 192th glycine and 194th aspartic
acid in the amino acid sequence of human CRTH2 represented by SEQ ID NO: 2 and binds thereto.

(2) The antibody or the antibody fragment thereof according to (1), wherein the antibody recognizes at least one
amino acid residue selected from the group consisting of 12th proline, 13th isoleucine, 14th leucine, 15th glutamic
acid, 177th aspartic acid, 178th glycine, 179th arginine, 180th isoleucine, 181th methionine, 182nd cysteine, 183rd
tyrosine, 184th tyrosine, 185th asparagine, 186th valine, 187th leucine, 188th leucine, 189th leucine, 195th arginine,
196th aspartic acid, 197th alanine, and 198th threonine in the amino acid sequence of human CRTH2 represented
by SEQ ID NO: 2 and binds thereto.

(3) The antibody or the antibody fragment thereof according to (1) or (2), wherein the antibody recognizes at least
one amino acid residue selected from the group consisting of the following (a) to (g):

(a) 12th proline, 14th leucine, and 15th glutamic acid in the amino acid sequence of human CRTH2 represented
by SEQ ID NO: 2;

(b) 177th aspartic acid, 178th glycine, and 179th arginine in the amino acid sequence of human CRTH2 repre-
sented by SEQ ID NO: 2;

(c) 180th isoleucine and 181st methionine in the amino acid sequence of human CRTH2 represented by SEQ
ID NO: 2;

(d): 183rd tyrosine, 184th tyrosine, and 185th asparagine in the amino acid sequence of human CRTH2 repre-
sented by SEQ ID NO: 2;
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(e) 187th leucine, 188th leucine, and 189th leucine in the amino acid sequence of human CRTH2 represented
by SEQ ID NO: 2;

(f) 195th arginine in the amino acid sequence of human CRTH2 represented by SEQ ID NO: 2; and

(g) 196th aspartic acid and 198th threonine in the amino acid sequence of human CRTH2 represented by SEQ
ID NO: 2.

(4) The antibody or the antibody fragment thereof according to any one of (1) to (3), wherein the antibody is any
one selected from the group consisting of the following (a) to (d):

(a) an antibody in which complementarity determining regions (hereinafter, abbreviated as CDR) 1 to 3 of an
antibody heavy chain variable region (hereinafter, abbreviated as VH) comprise amino acid sequences repre-
sented by SEQ ID NOS: 20 to 22, respectively, and CDRs 1 to 3 of an antibody light chain variable regions
(hereinafter, abbreviated as VL) comprise amino acid sequences represented by SEQ ID NOS: 23 to 25, re-
spectively;

(b) an antibody which comprises VH comprising the amino acid sequence represented by SEQ ID NO: 49 or
the amino acid sequence obtained by introducing at least one modification selected from modifications of sub-
stituting 18th leucine with methionine, 77th asparagine with serine, 93th valine with threonine, and 117th thre-
onine with valine in the amino acid sequence represented by SEQ ID NO: 49 and VL comprising the amino acid
sequence represented by SEQ ID NO: 33 or the amino acid sequence obtained by at least one modification
selected from modifications of substituting 2nd isoleucine with valine, 4th methionine with leucine, 15th proline
with leucine, and 85th alanine with proline in the amino acid sequence represented by SEQ ID NO: 33;

(c) an antibody which comprises VH comprising any one of the amino acid sequences represented by SEQ ID
NOS: 49, 51, 53, 55, 57, and 59 and VL comprising any one of the amino acid sequences represented by SEQ
ID NOS: 33, 35, 37, 39, 41, 43, 45, and 47; and

(d) an antibody which comprises VH comprising the amino acid sequence represented by SEQ ID NO: 17 and
VL comprising the amino acid sequence represented by SEQ ID NO: 19.

(5) The antibody or the antibody fragment thereof according to any one of (1) to (4), wherein the antibody has at
least one characteristic selected from the group consisting of the following (a) to (h):

(a) reactivity of the antibody against human CRTH2 does not decrease in the presence of a ligand of human
CRTHZ2;

(b) neutralizing activity is not shown by the antibody;

(c) antibody-dependent cell-mediated cytotoxicity (ADCC) is shown by the antibody;

(d) a reaction of the antibody with at least one of mast cells and Th1 cells does not occur;

(e) a reaction of the antibody with at least one selected from eosinophils, basophils, Th2 cells, and type 2 innate
lymphoid cells (ILC2) occurs;

(f) agonist activity is not shown by the antibody;

(9) a signal caused by the ligand of human CRTH2 is not enhanced by the antibody; and

(h) reactivity of the antibody against human CRTH2 in an activated or inactivated state does not changed.

(6) The antibody or the antibody fragment thereof according to any one of (1) to (5), wherein the antibody comprises
a human Fc region.

(7) The antibody or the antibody fragment thereof according to any one of (1) to (6), wherein the antibody is a
monoclonal antibody.

(8) The antibody or the antibody fragment thereof according to any one of (1) to (7), wherein the antibody is a
recombinant antibody.

(9) The recombinant antibody or the antibody fragment thereof according to (8), wherein the recombinant antibody
is any one recombinant antibody selected from a human chimeric antibody, a human CDR-grafted antibody, and a
human antibody.

(10) The antibody or the antibody fragment thereof according to any one of (1) to (9), wherein the antibody is an
antibody which binds to monkey CRTH2.

(11) The antibody fragment according to any one of (1) to (10), wherein the antibody fragment is any one selected
from Fab, Fab’, F(ab’),, scFv, diabody, dsFv, and peptide including CDR.

(12) A hybridoma which generates the antibody or the antibody fragment thereof according to any one of (1) to (11).
(13) ADNA which encodes the antibody or the antibody fragment thereof according to any one of (1) to (11).

(14) A recombinant vector which comprises the DNA according to (13).

(15) A transformant which is obtained by introducing the recombinant vector according to (14) into a host cell.
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(16) A method of producing the antibody or the antibody fragment thereof according to any one of (1) to (11),
comprising:

culturing the hybridomas according to (12) or the transformant according to (15) in a culture medium;
producing and accumulating the antibody or the antibody fragment thereof according to any one of (1) to (11)
in a culture; and

collecting the antibody or the antibody fragment thereof from the culture.

(17) A therapeutic agent for a disease associated with human CRTH2, comprising:

the antibody or the antibody fragment thereof according to any one of (1) to (11) as an active ingredient.

(18) A diagnostic agent for a disease associated with human CRTH2, comprising:

the antibody or the antibody fragment thereof according to any one of (1) to (11) as an active ingredient.

(19) The agent according to (17) or (18), wherein the disease associated with CRTH2 is an allergic disease; an
autoimmune disease; a disease accompanied by at least one of increase and hyperergasia of eosinophils; a disease
accompanied by at least one of increase and hyperergasia of Th2 cells; or a disease accompanied by at least one
of increase and hyperergasia of type 2 innate lymphoid cells (ILC2).

(20) A method of treating a disease associated with human CRTH2 comprising:

administrating an effective amount of the antibody or the antibody fragment thereof according to any one of (1) to (11).
(21) A method of diagnosing a disease associated with human CRTH2 comprising:

administrating an effective amount of the antibody or the antibody fragment thereof according to any one of (1) to (11).
(22) The method according to (20) or (21), wherein the disease associated with human CRTH2 is an allergic disease;
an autoimmune disease; a disease accompanied by at least one of increase and hyperergasia of eosinophils; a
disease accompanied by at least one of increase and hyperergasia of Th2 cells; or a disease accompanied by at
least one of increase and hyperergasia of ILC2.

(23) The antibody or the antibody fragment thereof according to any one of (1) to (11), for a use in at least one of
treatment and diagnosis for a disease associated with human CRTH2.

(24) The antibody or the antibody fragment thereof according to (23), wherein the disease associated with human
CRTH2 is an allergic disease; an autoimmune disease; a disease accompanied by at least one of increase and
hyperergasia of eosinophils; a disease accompanied by at least one of increase and hyperergasia of Th2 cells; or
a disease accompanied by at least one of increase and hyperergasia of ILC2.

(25) Use of the antibody or the antibody fragment thereof according to any one of (1) to (11), for the manufacture
of at least one of a therapeutic agent and a diagnostic agent for a disease associated with human CRTH2.

(26) The use according to (25), wherein the disease associated with human CRTH2 is an allergic disease; an
autoimmune disease; a disease accompanied by at least one of increase and hyperergasia of eosinophils; a disease
accompanied by at least one of increase and hyperergasia of Th2 cells; or a disease accompanied by at least one
of increase and hyperergasia of ILC2.

Effects of the Invention

[0018] According to the present invention, an antibody or the antibody fragment thereof or the like which recognizes
at least one of 192th glycine and 194th aspartic acid in the amino acid sequences of human CRTH2 represented by
SEQ ID NO: 2 and binds thereto can be provided.

[0019] The antibody of the present invention specifically reacts with cells expressing CRTH2 such as eosinophils,
basophils, Th2 cells, or ILC2, exhibits high reactivity to CRTH2-expressing cells even in the presence of high concentration
of a ligand, and does not have agonist activity, neutralizing activity, or activity of enhancing the signal caused by the
ligand of human CRTH2. Therefore, the antibody or the antibody fragment thereof of the present invention is capable
of exhibiting therapeutic effects that target the cells expressing CRTH2 such as eosinophils, basophils, Th2 cells, or
ILC2 which express CRTH2.

Brief Description of the Drawings
[0020]

[Fig. 1] Fig. 1 shows amino acid sequences of the light chain variable region of Lym2 antibody and the light chain
variable region of each humanized Lym2 antibody (LVO, LV1, LV2a, LV2b, LV2c, LV3a, LV3b, and LV4) which do
not include signal sequences. The regions surrounded by frames in each sequence show CDR sequences.

[Fig. 2] Fig. 2 shows amino acid sequences of the heavy chain variable region of Lym2 antibody and the heavy
chain variable region of each humanized Lym2 antibody (HVO, HV1, HV2a, HV2b, HV3, and HV4) which do not
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include signal sequences. The regions surrounded by frames in each sequence show CDR sequences.

[Fig. 3] Figs. 3(A) to 3(C) show the results of analyzing cytotoxic activity against human eosinophils and human
basophils of rat/human chimeric Lym2 antibody (hereinafter, also referred to as chLym2) and humanized Lym2
antibodies using flow cytometry. In Figs. 3(A) to 3(C), each of the figures on the left side shows cytotoxic activity
against human eosinophils and each of the right figures shows cytotoxic activity against human basophils. The
vertical axis in each figure represents the number of cells per 2000 control beads and the horizontal axis in each
figure represents the antibody concentration. In Fig. 3(A), O represents chLym2, @ represents a humanized Lym2
antibody LVOHVO, and A represents an isotype control antibody. In Fig. 3(B), O represents chLym2, B represents
a humanized Lym2 antibody LVOHV1, and A represents an isotype control antibody. In Fig. 3(C), O represents
chLym2, A represents a humanized Lym2 antibody LVOHV2a, and A represents an isotype control antibody.

[Fig. 4] Fig. 4(A) shows reactivity of a humanized Lym2 antibody LVOHV1 against each of cells which express
mutated human CRTH2 with amino acid substitution and Fig. 4(B) shows reactivity of chLym2 against each of cells
which express mutated human CRTH2 with amino acid substitution. In each figure, the vertical axis represents the
value (%) of reactivity against each of cells which express mutated human CRTH2 with amino acid substitution
wherein the value of reactivity, which is relative fluorescent intensity obtained by correcting fluorescent intensity of
each anti-human CRTH2 monoclonal antibody with fluorescent intensity of Azami-Green tag, against wild-type
human CRTH2-expressing cells is set to 100%. In each horizontal axis, WT represents wild-type human CRTH2
and the others represent mutants with amino acid substitution. The symbol """ means that 90% or greater of relative
fluorescent intensity decreases from the relative fluorescent intensity of wild-type CRTH2. Hereinafter, the same
applies to Figs. 5to0 7.

[Fig. 5] Fig. 5(A) shows reactivity of hu19A2 v52 against each of CRTH2 mutants with amino acid substitution and
Fig. 5(B) shows reactivity of hu8B1 v1 against each of CRTH2 mutants with amino acid substitution.

[Fig. 6] Fig. 6(A) shows reactivity of ch3C12against each of CRTH2 mutants with amino acid substitution and Fig.
6(B) shows reactivity of ch31A5 against each of CRTH2 mutants with amino acid substitution.

[Fig. 7] Fig. 7 shows reactivity of BM16 against each of CRTH2 mutants with amino acid substitution.

[Fig. 8] Fig. 8 shows the results of analyzing reactivity of an anti-human CRTH2 monoclonal antibody against human
eosinophils using flow cytometry. @ represents Lym2 antibody, O represents BM16, A represents 301108. The
vertical axis represents fluorescent intensity, and the horizontal axis represents the antibody concentration of each
anti-human CRTH2 monoclonal antibody.

[Fig. 9] Fig. 9 shows the results of analyzing reactivity of chLym2 against human basophils using flow cytometry. A
portion painted with black represents reactivity of an isotype control antibody and a portion surrounded by a solid
linerepresents reactivity of chLym2. The vertical axis represents the number of cells and the horizontal axis represents
the fluorescent intensity.

[Fig. 10] Fig. 10 shows the results of analyzing reactivity of a humanized Lym2 antibody LVOHV1 against human
CD4-positive T-cells using flow cytometry. The vertical axis represents fluorescent intensity of fluorescence staining
using a humanized Lym2 antibody LVOHV1 against a cell population in which lymphocytes are fractionated by
Forward scatter (hereinafter, referred to as FSC)-Side scatter (hereinafter, referred to as SSC) deployment and
further fractionated by CD3-positive cells and CD4-positive cells and the horizontal axis represents fluorescent
intensity of fluorescence staining resulting from a CD4 antibody with respect to a cell population in which lymphocytes
are fractionated by FSC- SSC deployment and further fractionated by CD3-positive cells and CD4-positive cells.
[Fig. 11]Fig. 11(A) and Fig. 11(B) show the results of analyzing cytotoxic activity of an anti-human CRTH2 monoclonal
antibody against human eosinophils and human basophils using flow cytometry. The upper figure shows cytotoxic
activity against human eosinophils and the lower figure shows cytotoxic activity against human basophils. In each
figure, the vertical axis represents the number of cells per 1000 control beads and the horizontal axis represents
the antibody concentration, O represents a humanized Lym2 antibody LVOHV1, O represents hu109A2 v52, A
represents hu8B1 v1, A represents ch3C12, ¢ represents ch31A5, and X represents an isotype control antibody.
[Fig. 12] Fig. 12(A) and Fig. 12(B) show the results of analyzing activity of reducing human Th2 and Th1 cytokine
of an anti-human CRTH2 monoclonal antibody. In Fig. 12(A), the vertical axis represents the concentration of IL-5
or IL-13 which is Th2 cytokine under the condition that each antibody is added. Further, in Fig. 12(B), the vertical
axis represents the concentration of IFN-y which is Th1 cytokine under the condition that each antibody is added.
[Fig. 13] Figs. 13(A) to 13(C) show results of analyzing a change in reactivity of an anti-human CRTH2 monoclonal
antibody in the presence of DKPGD2 which is a CRTH2 ligand using human CRTH2 expressing 293 EBNA cells
using flow cytometry. When the concentrations of the anti-human CRTH2 monoclonal antibody shown in the legends
are 0.3 ng/mL, 1 pg/mL, and 3 pg/mL, the results thereof are shown in Fig. 13(A), Fig. 13(B), and Fig. 13(C),
respectively. In each figure, the vertical axis represents the percentage of fluorescent intensity when the fluorescent
intensity in the absence of DKPGD2 is set to 100%.

[Fig. 14] Fig. 14 shows the results of analyzing reactivity of an anti-human CRTH2 monoclonal antibody against
human differentiation induced mast cells stimulated by IgE and a crosslinking antibody treatment using flow cytom-
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etry. Each figure shows reactivity of an antibody described on the top of each figure. The vertical axis represents
the number of cells and the horizontal axis represents the fluorescentintensity. A portion painted with black represents
reactivity of an isotype control antibody and a portion surrounded by a solid line represents reactivity of the anti-
human CRTH2 monoclonal antibody.

[Fig. 15] Fig. 15 shows the results of analyzing reactivity of an anti-human CRTH2 monoclonal antibody against
human differentiation induced Th1 cells using flow cytometry. Each figure shows reactivity of an antibody described
on the top of each figure. The vertical axis represents the number of cells and the horizontal axis represents the
fluorescent intensity. A portion painted with black represents reactivity of an isotype control antibody and a portion
surrounded by a solid line represents reactivity of the anti-human CRTH2 monoclonal antibody.

[Fig. 16] Fig. 16 shows the results of evaluation of antagonist activity of Lym2 antibody using shape change of human
eosinophils as an index. The vertical axis represents the percentage (%) of eosinophils detected in a high FSC
region by flow cytometer analysis when DKPGD2 was treated at the concentrations shown in the legends in the
presence or absence of each antibody described on the bottom of the graph.

[Fig. 17] Fig. 17 shows the results of evaluation of antagonist activity of Lym2 antibody using shape change of human
eosinophils as an index. The vertical axis represents the percentage (%) of eosinophils detected in a high FSC
region when the Lym2 antibody was treated at the concentrations shown in the legends.

[Fig. 18] Figs. 18(A) to 18(C) all show the results of evaluation of agonist activity, antagonist activity and enhancing
activity of ligand-induced activation of an anti-human CRTH2 monoclonal antibody using shape change of human
eosinophils as an index. Fig. 18(A) shows the result regarding a humanized antibody or a chimeric antibody, Fig.
18(B) shows the result regarding a rat antibody, and Fig. 18(C) shows the result regarding a mouse antibody. In
each figure, the vertical axis represents the percentage (%) of eosinophils detected in a high FSC region by flow
cytometer analysis when each anti-human CRTH2 monoclonal antibody or isotype antibody shown in the legends
is treated in the presence or absence of DKPGD2.

[Fig. 19] Fig. 19 shows the results of analyzing an effect of a change in conformation of CRTH2, caused by GTPyS
or GDP treatment applied to membrane fraction of CRTH2-expressing cells, on the reactivity of a CRTH2 monoclonal
antibody by ELISA. The vertical axis represents Fold change where the absorbance when GTPy and GDP are
untreated is set to 1. The horizontal axis represents the presence or absence of GTPyS and GDP treatment and
evaluated antibodies (hu19A2 v52 and a humanized Lym2 antibody LVOHV1).

[Fig. 20] Fig. 20 shows the results of analyzing Azami-Green expression in Azami-Green fusion human CRTH2
expressing CHO/DG44 cells and cynomolgus monkey CRTH2 expressing CHO/DG44 cells using flow cytometry.
The vertical axis represents the number of cells and the horizontal axis represents fluorescent intensity of Azami-
Green. A portion pained with black represents fluorescent intensity in CHO/DG44 cells which are parent cells, a
portion surrounded by a solid line represents fluorescent intensity in Azami-Green fusion human CRTH2 expressing
CHO/DG44 cells, and a portion surrounded by a dotted line represents fluorescent intensity in Azami-Green fusion
cynomolgus monkey CRTH2 expressing CHO/DG44 cells.

[Fig. 21] Fig. 21 shows the results of analyzing reactivity of a humanized Lym2 antibody LVOHV1 and an isotype
antibody against Azami-Green fusion human CRTH2 expressing CHO/DG44 cells and cynomolgus monkey CRTH2
expressing CHO/DG44 cells using flow cytometry. O represents reactivity of LVOHV1 against Azami-Green fusion
human CRTH2 expressing CHO/DG44 cells, @ represents reactivity of LVONV1 against Azami-Green fusion cy-
nomolgus monkey CRTH2 expressing CHO/DG44 cells, A represents reactivity of anisotype antibody against Azami-
Green fusion human CRTH2 expressing CHO/DG44 cells, and A represents reactivity of an isotype antibody against
Azami-Green fusion cynomolgus monkey CRTH2 expressing CHO/DG44 cells. Further, the vertical axis represents
fluorescent intensity and the horizontal axis represents the antibody concentration of each antibody.

Embodiments for Carrying Out the Invention

[0021] Ashuman CRTH2 in the present invention, a polypeptide comprising the amino acid sequence represented by
SEQ ID NO: 2 or GenBank accession number BAA74518 may be exemplified. A polypeptide comprising an amino acid
sequence, in which one or more amino acids are deleted, substituted, inserted, and/or added in the amino acid sequence
represented by SEQ ID NO: 2 or GenBank accession number BAA74518, and has a function of human CRTH2 and a
polypeptide whichis formed of an amino acid sequence having 60% or greater, preferably 80% or greater, more preferably
90% or greater, still more preferably 95% or greater, and most preferably 98% or greater homology with the amino acid
sequence represented by SEQ ID NO: 2 or GenBank accession number BAA74518 and having a function of human
CRTH2 are incorporated in human CRTH2 of the present invention.

[0022] A polypeptide comprising an amino acid sequence represented by SEQ ID NO: 2 or GenBank accession number
BAA74518, in which one or more amino acids are deleted, substituted, inserted, and/or added can be obtained by site-
directed mutagenesis [Molecular Cloning, A Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory Press
(1989), Current Protocols in Molecular Biology, John Wiley & Sons (1987 to 1997), Nucleic Acids Research, 10, 6487
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(1982), Proc. Natl. Acad. Sci. USA, 79, 6409 (1982), Gene, 34, 315 (1985), Nucleic Acids Research, 13, 4431 (1985),
Proc. Nat1. Acad. Sci. USA, 82, 488 (1985)], for example, by introducing site-directed mutation to DNA that encodes a
polypeptide comprising the amino acid sequence represented by SEQ ID NO: 2. The number of amino acids to be
deleted, substituted, or added is not particularly limited, but preferably in a range of 1 to several tens of amino acids, for
example, 1to 20 amino acids and more preferably in a range of 1 to several amino acids, for example, 1 to 5 amino acids.
[0023] As a gene encoding human CRTH2, a base sequence represented by GenBank accession number AB008535
or SEQ ID NO: 1 may be exemplified. A gene which comprises a base sequence represented by GenBank accession
number AB008535 or SEQ ID NO: 1 in which one or more base is deleted, substituted, or added and includes DNA
which encodes a protein having a function of human CRTH2; a gene which comprises a base sequence having at least
60% or greater, preferably 80% or greater, and more preferably 95% or greater homology with the base sequence
represented by GenBank accession number AB008535 or SEQ ID NO: 1 and comprises DNA which encodes a polypep-
tide having a function of human CRTH2; and a gene which comprises DNA hybridizing with DNA comprising the base
sequence represented by SEQ ID NO: 1 under stringent conditions and comprises DNA encoding a polypeptide having
a function of human CRTH2 are included in the genes encoding CRTH2 of the present invention.

[0024] The DNA hybridizing under stringent conditions indicates DNA which is obtained by a colony hybridization
method, a plaque hybridization method, a southern blot hybridization method, or a DNA microarray method using DNA
comprising the base sequence represented by SEQ ID NO: 1 as a probe and is capable of hybridizing.

[0025] Specifically, DNA which can be identified by performing hybridization at 65°C in the presence of 0.7 to 1.0 mol/L
of sodium chloride using a filter or a slide glass with a hybridized colony- or plaque-derived DNA, a PCR product
comprising the sequence or an oligo DNA immobilizing there on, and then washing the filter or slide glass at 65°C with
0.1 to 2-fold concentration of SSC solution (SSC solution having a 1-fold concentration consists of 150 mmol/L of sodium
chloride and 15 mmol/L of sodium citrate) [Molecular cloning, A Laboratory Manual, Second Edition, Cold Spring Harbor
Laboratory Press (1989), Current Protocols in Molecular Biology, John Wiley & Sons (1987 to 1997), DNA Cloning 1:
Core Techniques, A Practical Approach, Second Edition, Oxford University, (1995)] may be exemplified.

[0026] As DNA which is capable of hybridizing, DNA having at least 60% or greater, preferably 80% or greater, and
more preferably 95% or greater homology with the base sequence represented by GenBank accession number AB008535
or SEQ ID NO: 1 may be exemplified.

[0027] In a base sequence of a gene which encodes protein of a eukaryote, gene polymorphism is frequently found.
A geneinwhich abase sequence of genes used in the presentinvention is mutated in a small scale by such polymorphism
is also included in genes encoding human CRTH2 of the present invention.

[0028] The value of homology in the present invention may be a value calculated using a homology search program
known to those skilled in the art unless otherwise noted. Further, in regard to base sequences, values calculated using
default parameters in BLAST [J. Mol. Biol., 215, 403 (1990)] and the like may be exemplified. In regard to amino acid
sequences, values calculated using default parameters in BLAST2 [Nucleic Acids Res., 25, 3389 (1997), Genome Res.,
7, 649 (1997), http://www.ncbi.nlm.nih.gov/Education/BLASTinfo/information3.html] and the like may be exemplified.
[0029] As the default parameters, G (Cost to open gap) is 5 for a base sequence and 11 for an amino acid sequence;
-E (Cost to extend gap) is 2 for a base sequence and 1 for an amino acid sequence; -q (Penalty for nucleotide mismatch)
is -3; -r (reward for nucleotide match) is 1; -e (expect value) is 10, -W (wordsize) is 11 residues for a base sequence
and 3 residues for an amino acid sequence; -y [Dropoff (X) for blast extensions in bits] is 20 for blastn and 7 for a program
other than blastn; -X (X dropoff value for gapped alignment in bits) is 15; and -Z (final X dropoff value for gapped alignment
in bits) is 50 for blastn and 25 for a program other than blastn (http://www.ncbi.nlm.nih.gob/blast/html/blastcgihelp.html).
[0030] The polypeptide comprising a partial sequence of the amino acid sequence represented by SEQ ID NO: 2 or
GenBank accession number BAA74518 can be produced by a method known to those skilled in the art. For example,
it can be produced by deleting a part of DNA encoding the amino acid sequence represented by SEQ ID NO: 2 and
culturing a transformant into which an expression vector containing the DNA is introduced. In addition, using the same
method as described above, a polypeptide comprising an amino acid sequence represented by the partial sequence of
the amino acid represented by SEQ ID NO: 2 or GenBank accession number BAA74518 in which one or more amino
acids are deleted, substituted, or added can be obtained based on the polypeptide or the DNA produced according to
the above-described method. Moreover, the polypeptide comprising a partial sequence of the amino acid sequence
represented by SEQ ID NO: 2 or GenBank accession number BAA74518 or the polypeptide comprising the partial
sequence of the amino acid represented by SEQ ID NO: 2 or GenBank accession number BAA74518 in which one or
more amino acids are deleted, substituted, or added can be produced using a chemical synthesis method such as a
fluorenylmethyloxycarbonyl (Fmoc) method or a t-butyloxycarbonyl (tBoc) method.

[0031] Examples of the functions of human CRTH2 include migration of cells expressing human CRTH2, enhancement
of production of cytokine from the cells, and induction of a change in cell shape accompanied by a change in diameter
or surface area in cells by human CRTH2-dependent intracellular signal transduction caused by binding to the ligand
thereof, for example, PGD2.

[0032] Examples of extracellular regions of human CRTH2 include an N-terminal region comprising 1 st to 33th amino
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acid residues; a loop 1 region comprising 95th to 111st amino acid residues; a loop 2 region comprising 169th to 206th
amino acid residues; and a loop 3 region comprising 264th to 285th amino acid residues [J Immunol, 1999. 162(3): p.
1278 to 1286] in the amino acid sequence of human CRTH2 represented by SEQ ID NO: 2. As the N-terminal region,
the loop 1 region, the loop 2 region, and the loop 3 region, specifically, polypeptide portions comprising 1st to 33th amino
acid residues, 95th to 111th amino acid residues, 169th to 206th amino acid residues, and 264th to 285th amino acid
residues in the amino acid sequence represented by SEQ ID NO: 2, respectively, may be exemplified.

[0033] The antibody of the presentinvention may be any kind of antibody such as a monoclonal antibody or a polyclonal
antibody, but a monoclonal antibody is preferable. Specific examples of the antibody of the present invention include
an antibody produced by hybridomas or a recombinant antibody produced by a recombinant DNA technology. Further,
examples of the recombinant antibody include a mouse antibody, a rat antibody, a human chimeric antibody, a humanized
antibody, and a human antibody produced by a recombinant DNA technology.

[0034] The monoclonal antibody is an antibody secreted by antibody-producing cells of a single clone and recognizes
only one epitope (also referred to as antigenic determinant), and amino acid sequences (primary structure) constituting
the monoclonal antibody are uniform.

[0035] Examples of the monoclonal antibody of the present invention include recombinant antibodies produced using
arecombinant DNA technology such as an antibody produced by hybridomas and an antibody produced by a transformant
transformed by an expression vector including antibody genes.

[0036] The polyclonal antibody is an antibody group including two or more monoclonal antibodies and a plurality of
epitopes can be recognized by a plurality of antibodies constituting the antibody group.

[0037] Example of the epitope of the present invention include a single amino acid sequence, a three-dimensional
structure comprising the amino acid sequence, an amino acid sequence modified by post-translational modification, and
a three-dimensional structure comprising the amino acid sequence, and the like which is recognized and bound by the
antibody.

[0038] As the amino acid sequence modified by post-translational modification, an amino acid sequence which is
bound by an O-binding type sugar chain in which sugar chain binds to threonine and serine which have a OH substituent,
a N-binding type sugar chain in which a sugar chain binds to glutamine and asparagine which have a NH, substituent,
a sulfate group in which a sulfuric acid molecule binds to threonine which has a OH substituent, or the like may be
exemplified.

[0039] The epitope of human CRTH2 recognized by the antibody of the present invention can be determined by
performing a binding experiment of an antibody using a deletion variant obtained by deleting a domain as a part of human
CRTH2, a mutant obtained by substituting an amino acid residue as a part of human CRTH2 with another amino acid
residue, a mutant substituted with a domain derived from other proteins, and a partial peptide fragment of human CRTH2
and the like. Further, the epitope of human CRTH2 to which the antibody of the present invention binds can be determined
by adding the antibody of the presentinvention to human CRTH2 digested by a protease and performing epitope mapping
using known mass spectrometry.

[0040] As the amino acid residue included in the epitope of human CRTH2 recognized by the antibody of the present
invention, an amino acid residue identified by the loss of reactivity of the antibody of the present invention due to
substitution of the amino acid residue may be exemplified.

[0041] Thereactivity of the antibody of the presentinvention can be determined, for example, by measuring the amount
(corrected according to the amount of the wild-type human CRTH2 receptor or the mutant with amino acid substitution
to be expressed) of the antibody which bind to cells expressing a wild-type human CRTH2 receptor or a mutant with
amino acid substitution using flow cytometry or the like. Further, the amount of the antibody which bind can be confirmed
by radioimmunoassay using a solid-phase sandwich method or the like; a known immunological detection method with
respect to human CRTH2 using an enzyme immunoassay (ELISA) method or the like; or a surface plasmon resonance
method using a Biacore system (GE Healthcare) or the like.

[0042] Further, the amount can be confirmed by combining a known immunological detection method [Monoclonal
Antibodies-Principles and Practice, Third edition, Academic Press (1996), Antibodies-A Laboratory Manual, Cold Spring
Harbor Laboratory (1988), monoclonal antibody experiment manual, Kodansha Scientific (1987)] or the like.

[0043] The expression of "the reactivity of the antibody of the present invention is lost" means that the reactivity of the
antibody against cells expressing a mutant with amino acid substitution decreases by 70% or greater, preferably 80%
or greater, more preferably 90% or greater, and still more preferably 95% or greater, compared to reactivity of the
antibody against cells expressing wild-type human CRTH2.

[0044] As the epitope to which the antibody of the present invention binds, an epitope comprising at least one amino
acid residue of 192th glycine and 194th aspartic acid in the amino acid sequence of human CRTH2 represented by SEQ
ID NO:2 may be exemplified.

[0045] Moreover, specific examples of the epitope to which the antibody of the present invention binds include the
following epitopes (a) to (c).
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(a) an epitope comprising 192th glycine in the amino acid sequence of human CRTH2 represented by SEQ ID NO: 2;
(b) an epitope comprising 194th aspartic acid in the amino acid sequence of human CRTH2 represented by SEQ
ID NO: 2; and

(c) an epitope comprising 192th glycine and 194th aspartic acid in the amino acid sequence of human CRTH2
represented by SEQ ID NO: 2.

[0046] Moreover, examples of the epitope to which the antibody of the present invention binds include an epitope
which comprises at least one amino acid residue of 192nd glycine and 194th aspartic acid in the amino acid sequence
of human CRTH2 represented by SEQ ID NO: 2 and comprises at least one amino acid residue selected from the group
consisting of 12th proline, 14th leucine, 15th glutamic acid, 177th aspartic acid, 178th glycine, 179th arginine, 180th
isoleucine, 181th methionine, 183rd tyrosine, 184th tyrosine, 185th asparagine, 187th leucine, 188th leucine, 189th
leucine, 195th arginine, 196th aspartic acid, and 198th threonine in the amino acid sequences of human CRTH2 repre-
sented by SEQ ID NO: 2.

[0047] Moreover, examples of the epitope to which the antibody of the present invention binds include an epitope
which comprises at least one amino acid residue of 192th glycine and 194th aspartic acid in the amino acid sequence
of human CRTH2 represented by SEQ ID NO: 2 and includes at least one of the following (a) to (g).

(a) 12th proline, 14th leucine, and 15th glutamic acid in the amino acid sequences of human CRTH2 represented
by SEQ ID NO: 2;

(b) 177th aspartic acid, 178th glycine, and 179th arginine in the amino acid sequences of human CRTH2 represented
by SEQ ID NO: 2;

(c) 180th isoleucine and 181st methionine in the amino acid sequences of human CRTH2 represented by SEQ ID
NO: 2;

(d): 183rd tyrosine, 184th tyrosine, and 185th asparagine in the amino acid sequences of human CRTH2 represented
by SEQ ID NO: 2;

(e) 187th leucine, 188th leucine, and 189th leucine in the amino acid sequences of human CRTH2 represented by
SEQ ID NO: 2;

(f) 195th arginine in the amino acid sequences of human CRTH2 represented by SEQ ID NO: 2; and

(g) 196th aspartic acid and 198th threonine in the amino acid sequences of human CRTH2 represented by SEQ ID
NO: 2.

[0048] Other amino acid residue included in the epitope to which the antibody of the present invention binds is not
particularly limited as long as the amino acid residue is present in the amino acid sequence of human CRTH2 represented
by SEQ ID NO: 2 and substantially recognized and binded when the antibody of the present invention binds to human
CRTH2, and specific examples thereof include an amino acid residue present, on the three-dimensional structure, in
the vicinity of the amino acid residue selected from the group consisting of 12th proline, 14th leucine, 15th glutamic acid,
177th aspartic acid, 178th glycine, 179th arginine, 180th isoleucine, 181st methionine, 183rd tyrosine, 184th tyrosine,
185th asparagine, 187th leucine, 188th leucine, 189th leucine, 192nd glycine, 194th aspartic acid, 195th arginine, 196th
aspartic acid, and 198th threonine in the amino acid sequences of human CRTH2 represented by SEQ ID NO: 2; and
an amino acid residue present, in the primary sequence, in the vicinity of the amino acid sequence selected from amino
acids selected from the group consisting of 12th proline, 14th leucine, 15th glutamic acid, 177th aspartic acid, 178th
glycine, 179th arginine, 180th isoleucine, 181st methionine, 183rd tyrosine, 184th tyrosine, 185th asparagine, 187th
leucine, 188th leucine, 189th leucine, 192nd glycine, 194th aspartic acid, 195th arginine, 196th aspartic acid, and 198th
threonine in the amino acid sequences of human CRTH2 represented by SEQ ID NO: 2.

[0049] Anantibody molecule is also referred to asimmunoglobulin (hereinafter, referred to as Ig) and human antibodies
are classified into isotypes of IgA1, IgA2, IgD, IgE, IgG1,1gG2, IgG3, 1gG4, and IgM according to a difference in molecular
structure. IgG1, 1gG2, IgG3, and 1gG4 having relatively high homology of an amino acid sequence are also collectively
referred to as 1gG.

[0050] An antibody molecule is constituted with a polypeptide referred to as a heavy chain (hereinafter, referred to as
an H chain) and a polypeptide referred to as a light chain (hereinafter, referred to as an L chain). Further, the H chain
is constituted with each region of an H chain variable region (also referred to as VH) and an H chain constant region
(also referred to as CH) from the N terminal side and the L chain is constituted with each region of an L chain variable
region (also referred to as VL) and an L chain constant region (also referred to as CL) from the N terminal side.
[0051] In the CH, an o chain, a & chain, a ¢ chain, a y chain, and a . chain are known for each sub-class. The CH is
constituted with each domain of a CH1 domain, a hinge domain, a CH2 domain, and a CH3 domain from the N terminal
side. A domain indicates a functional structural unit constituting each polypeptide of an antibody molecule. Moreover,
the CH2 domain and the CH3 domain are collectively referred to as an Fc region or simply referred to as Fc. In the CL,
a CA chain and a Ck chain are known.
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[0052] The CH in the antibody of the present invention is not particularly limited as long as the CH belongs to Ig, but
any one of the IgG class is preferable and any one in the sub-class such as IgG1, 1gG2, IgG3, or IgG4 belonging to the
IgG class can be also used.

[0053] The amino acid sequence of the CL in the antibody of the present invention may be any of an amino acid
sequence of a human antibody or an amino acid sequence of a non-human animal antibody, but Cx or CA of an amino
acid sequence of a human antibody is preferable.

[0054] The antibody of the present invention is an antibody that recognizes at least one amino acid residue of 192th
glycine and 194th aspartic acid in the amino acid sequence of human CRTH2 represented by SEQ ID NO: 2 and binds
thereto.

[0055] Specific examples of the antibody of the present invention include an antibody selected from the following (a)
to (c).

(a) An antibody which recognizes 192th glycine in the amino acid sequence of human CRTH2 represented by SEQ
ID NO: 2 and binds thereto;

(b) An antibody which recognizes 194th aspartic acid in the amino acid sequence of human CRTH2 represented
by SEQ ID NO: 2 and binds thereto; and

(c) An antibody which recognizes both of 192th glycine and 194th aspartic acid in the amino acid sequence of human
CRTH2 represented by SEQ ID NO: 2 and binds thereto.

[0056] Further, as the antibody of the present invention, an antibody which recognizes at least one amino acid residue
of 192nd glycine and 194th aspartic acid in the amino acid sequence of human CRTH2 represented by SEQ ID NO: 2
and recognizes at least one amino acid residue selected from the group consisting of 12nd proline, 14th leucine, 15th
glutamic acid, 177th aspartic acid, 178th glycine, 179th arginine, 180th isoleucine, 181st methionine, 183rd tyrosine,
184th tyrosine, 185th asparagine, 187th leucine, 188th leucine, 189th leucine, 195th arginine, 196th aspartic acid, and
198th threonine in the amino acid sequences of human CRTH2 represented by SEQ ID NO: 2 and binds thereto may
be exemplified.

[0057] Further, as the antibody of the present invention, an antibody which recognizes at least one amino acid residue
of 192th glycine and 194th aspartic acid in the amino acid sequence of human CRTH2 represented by SEQ ID NO: 2
and recognizes at least one of the following (a) to (g) and binds thereto may be exemplified.

(a) 12th proline, 14th leucine, and 15th glutamic acid in the amino acid sequences of human CRTH2 represented
by SEQ ID NO: 2;

(b) 177th aspartic acid, 178th glycine, and 179th arginine in the amino acid sequences of human CRTH2 represented
by SEQ ID NO: 2;

(c) 180th isoleucine and 181th methionine in the amino acid sequences of human CRTH2 represented by SEQ ID
NO: 2;

(d): 183th tyrosine, 184th tyrosine, and 185th asparagine in the amino acid sequences of human CRTH2 represented
by SEQ ID NO: 2;

(e) 187th leucine, 188th leucine, and 189th leucine in the amino acid sequences of human CRTH2 represented by
SEQ ID NO: 2;

(f) 195th arginine in the amino acid sequences of human CRTH2 represented by SEQ ID NO: 2; and

(g) 196th aspartic acid and 198th threonine in the amino acid sequences of human CRTH2 represented by SEQ ID
NO: 2.

[0058] Specific examples of the antibody of the present invention include an antibody selected from the following (a)
to (d).

(a) An antibody in which the amino acid sequences of complementary determining regions (CDRs, hereinafter,
abbreviated as CDRs) 1 to 3 of VH comprises the amino acid sequences represented by SEQ ID NOS: 20, 21, and
22, respectively, and the amino acid sequences of CDRs 1 to 3 of VL includes the amino acid sequences represented
by SEQ ID NOS: 23, 24, and 25, respectively;

(b) An antibody which competes with the above-described antibody (a) and binds to human CRTHZ2;

(c) An antibody which binds to an epitope having an epitope to which the above-described antibody (a) binds; and
(d) An antibody which binds to the same epitope as the epitope to which the above-described antibody (a) binds.

[0059] The above-described antibody (b) of the present invention indicates an anti-human CRTH2 antibody which

inhibits the binding of the above-described antibody (a) to human CRTH2. Further, in a case where the above-described
antibody (a) is set to a first antibody and the epitope to which the first antibody binds is set to a first epitope, the above-
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described antibody (c) of the present invention indicates an antibody which binds to an epitope having the first epitope.
[0060] Further, specific examples of the antibody of the present invention include an antibody selected from the
following (a) to (c).

(a) An antibody which comprises VH comprising the amino acid sequence represented by SEQ ID NO: 49 or the
amino acid sequence which is obtained by introducing at least one modification selected from modifications of
substituting 18th leucine with methionine, 77th asparagine with serine, 93th valine with threonine, and 117th threonine
with valine in the amino acid sequence represented by SEQ ID NO: 49 and VL comprising the amino acid sequence
represented by SEQ ID NO: 33 or the amino acid sequence which is obtained by introducing at least one modification
selected from modifications of substituting 2th isoleucine with valine, 4th methionine with leucine, 15th proline with
leucine, and 85th alanine with proline in the amino acid sequence represented by SEQ ID NO: 33;

(b) An antibody which comprises VH comprising any one of the amino acid sequences represented by SEQ ID NOS:
49, 51, 53, 55, 57, and 59 and VL comprising any one of the amino acid sequences represented by SEQ ID NOS:
33, 35, 37, 39, 41, 43, 45, and 47; and

(c) An antibody which comprises VH comprising the amino acid sequence represented by SEQ ID NO: 17 and VL
comprising the amino acid sequence represented by SEQ ID NO: 19.

[0061] Preferred examples ofthe above-described antibody (b) include an antibody selected from the following (1) to (3).

(1) An antibody which comprises VH comprising the amino acid sequence represented by SEQ ID NO: 49 and VL
comprising any one of the amino acid sequences represented by SEQ ID NOS: 33, 35, 37, 39, 41, 43, 45, and 47;
(2) An antibody which comprises VH comprising the amino acid sequence represented by SEQ ID NO: 59 and VL
comprising any one of the amino acid sequences represented by SEQ ID NOS: 33, 35, 37, 39, 41, 43,45, and 47; and
(3) An antibody which comprises VH comprising any one of the amino acid sequences represented by SEQ ID NOS:
51, 53, 55, and 57 and VL comprising the amino acid sequence represented by SEQ ID NO: 33.

[0062] Particularly preferred examples of the above-described antibody (b) include an antibody which comprises VH
comprising the amino acid sequence represented by SEQ ID NO: 51 and VL comprising the amino acid sequence
represented by SEQ ID NO: 33.

[0063] As the antibody of the present invention, an antibody whose reactivity against a mutant with amino acid sub-
stitution obtained by substituting at least one of 192th glycine and 194th aspartic acid of human CRTH2 with alanine is
lost may be exemplified.

[0064] Further, the antibody of the present invention includes an antibody whose reactivity against human CRTH2
does not decrease in the presence of a ligand of human CRTH2. The antibody whose reactivity against human CRTH2
does not decrease in the presence of the ligand of human CRTH2 is capable of exhibiting high reactivity under conditions
in which the ligand of human CRTH2 is present at a high concentration such as a local inflammation area, compared to
an antibody whose reactivity against human CRTH2 decreases. Accordingly, the antibody can specifically bind to human
CRTH2 in a human CRTH2 ligand-independent manner and thus drug efficacy can be exhibited.

[0065] In the present invention, the expression of "the reactivity of the antibody decreases in the presence of a ligand
of human CRTH2" means that the reactivity of the antibody against human CRTH2-expressing cells decreases by 5%
or greater in the presence of the ligand of human CRTH2 compared to the reactivity in the absence of the ligand of
human CRTH2. More precisely, the expression means that the reactivity decreases by 10% or greater.

[0066] The ligand of human CRTH2 is not particularly limited as long as the ligand specifically binds to human CRTH2,
and preferred examples thereof include PGD2 and DKPGD2. Among the examples, DKPGD2 is more preferable.
[0067] Inthe presentinvention, the expression of "the reactivity against human CRTH2 in the activated or inactivated
state does not change" means that the reactivity of the antibody against human CRTH2 does not change in the presence
or absence of guanosine diphosphate (GDP), GDP analog, guanosine triphosphate (GTP), or GTP analog.

[0068] As the GDP analog, guanosine 5-O-(B-thio) diphosphate (GDPPS) may be exemplified. As the GTP analog,
guanosine 5’-O-(y-thio) triphosphate (GTPyS) may be exemplified.

[0069] The antibody of the presentinvention include an antibody which does not have neutralizing activity, an antibody
which does not have agonist activity, an antibody which does not enhance the signal caused by the ligand of human
CRTH2, and an antibody whose reactivity against human CRTH2 in the activated or inactivated state does not change.
[0070] In the presentinvention, the neutralizing activity of the antibody indicates activity of inhibiting biological activity
of human CRTH2 of the antibody. Examples thereof include antagonist activity such as activity of inhibiting binding of
human CRTH2 to the ligand thereof or activity of inhibiting transduction of the signal caused by the human CRTH2.
[0071] In the present invention, the agonist activity indicates activity that mimics biological activity of the ligand of
human CRTH2 such as activity of inducing activation of CRTH2 or various reactions accompanied by the activation.
Specific examples of the agonist activity of the present invention include cell migration activity and activity of inducing
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cell shape change.

[0072] Inthe presentinvention, the signal caused by the ligand of human CRTH2 indicates the signal as a consequence
of activation of human CRTH2 by binding of the ligand of human CRTH2.

[0073] The signal caused by the ligand of human CRTH2 and the agonist activity can be evaluated by analyzing
various reactions as a consequence of activation of human CRTH2. For example, the signal and the agonist activity can
be evaluated by analyzing shape change of human CRTH2-expressing cells.

[0074] Any cells may be used as human CRTH2-expressing cells as long as the cells express human CRTH2, and
examples thereof include eosinophils, basophils, Th2 cells, type 2 innate lymphoid cells (ILC2), non-classical monocyte,
and Th2/Th17 cells.

[0075] In the present invention, the expression of "the antibody does not enhance the signal caused by the ligand of
human CRTH2" indicates that activation of human CRTH2 and various reactions as a consequence of the activation
are not enhanced when human CRTH2 is treated with both of the ligand of human CRTH2, compared to a case where
human CRTH2 is treated with only the ligand of human CRTH2.

[0076] The antibody of the present invention includes an antibody exhibiting cytotoxic activity against human CRTH2-
expressing cells. Examples of the cytotoxic activity of the present invention include complement-dependent cytotoxic
activity (hereinafter, referred to as CDC activity) and antibody-dependent cellular cytotoxic activity (hereinafter, referred
to as ADCC activity).

[0077] As the CDC activity of the present invention, a reaction in which an antibody molecule which binds to human
CRTH2 on the cell surface binds to C1q of a complement system through an Fc portion and, as a result, each complement
component from C1 to C9 is activated so that C5 to C9 finally form a hole-forming polymer referred to as a membrane
attack complex on the cellmembrane to cause cytolysis may be exemplified [Immunol Today. 1999 Dec; 20(12): 576 to 82]
[0078] Asthe ADCC activity of the present invention, a cytotoxic response caused by release of cytotoxic molecules
such as perforin and granzyme or enhancement of phagocytosis caused by activation of Fc receptor-expressing cells
such as natural killer cells (hereinafter, referred to as NK cells) through the Fc portion by binding of an antibody molecule,
which binds to human CRTH2 on the cell surface may be exemplified [Chemical Immunology, 65, 88 (1997); Immunol
Today, 20, 576 (1999)].

[0079] The antibody of the present invention includes an antibody which does not have cellular cytotoxicity against
mast cells. Such an antibody has an advantage that there is no fear of side effect caused by release of an inflammatory
mediator due to the injury of the mast cells.

[0080] The antibody of the present invention include an antibody in which a N-glycoside-linked sugar chain binds to
an Fcregion of the antibody and fucose does not bind to N-acetyl glucosamine of a reducing terminal of the N-glycoside-
linked sugar chain. As the antibody in which a N-glycoside-linked sugar chain binds to an Fc region of the antibody and
fucose does not bind to N-acetyl glucosamine of a reducing terminal of the N-glycoside-linked sugar chain, an antibody
produced using CHO cells (Pamphlet of International Publication No. 2005/035586, Pamphlet of International Publication
No. 02/31140) in which a1,6-fucose transferase genes are deficient may be exemplified. The antibody of the present
invention in which a N-glycoside-linked sugar chain binds to an Fc region of the antibody and fucose does not bind to
N-acetyl glucosamine of a reducing terminal of the N-glycoside-linked sugar chain has high ADCC activity.

[0081] The antibody of the present invention includes an antibody in which amino acid residues of an Fc region of the
antibody are modified such that the binding activity of the amino acid residues to an Fc receptor becomes high. As the
antibody in which amino acid residues of an Fc region of the antibody are modified such that the binding activity to an
Fc receptor becomes high, and antibody molecules produced by a method described in US Patent No. 7317091 may
be exemplified.

[0082] Theantibody ofthe presentinventioninclude an antibody in which the surface charge of a polypeptide comprising
a variable region of the antibody or an antigen-binding activity in the pH in an early endosome is modified so that half-
life in blood is extended.

[0083] As the antibody in which the surface charge of a polypeptide comprising a variable region of the antibody
molecule or antigen-binding activity in the pH in an early endosome is modified so that half-life in blood is extended,
antibodies produced by the methods described in JP-A-2013-165716 and JP-A-2012-021004A may be exemplified.
[0084] The antibody of the present invention include recombinant antibodies such as a human chimeric antibody
(hereinafter, also simply referred to as a chimeric antibody), a human CDR-grafted antibody (hereinafter, also referred
to as a humanized antibody), and a human antibody.

[0085] The chimeric antibody indicates an antibody comprising VH and VL of an antibody of animal other than humans
(non-human animal) and a CH and a CL of a human antibody. Any animal such as a mouse, a rat, a hamster, or a rabbit
can be used as the non-human animal as long as hybridomas can be prepared.

[0086] The chimeric antibody of the present invention can be produced by obtaining cDNA that encodes the VH and
the VL of an antibody of a non-human animal specifically reacting with human CRTHZ2, inserting the cDNA into an
expression vector for animal cell comprising genes encoding the CH and the CL of a human antibody, respectively, and
thus constructing a chimeric antibody expression vector and by introducing the vector into animal cells to express the
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antibody.

[0087] The humanized antibody indicates an antibody in which the CDRs of the VH and the VL of an antibody of an
animal other than humans is grafted into suitable positions in the VH and the VL of a human antibody.

[0088] The humanized antibody of the presentinvention can be produced by constructing cDNA that encodes a variable
region (hereinafter, also referred to as a V region) constructed by grafting the CDRs of the VH and the VL of an antibody
of a non-human animal specifically reacting with human CRTH2 to a framework (hereinafter, also referred to as an FR)
of the VH and the VL of a suitable human antibody, inserting the cDNA into an expression vector for animal cell comprising
DNA encoding the CH and the CL, respectively, and thus constructing a humanized antibody expression vector and by
introducing the vector into animal cells to express the antibody.

[0089] Anyamino acid sequence can be used as the amino acid sequence of the FR of the VH and the VL of a human
antibody as long as the amino acid sequence is derived from a human antibody. Specific examples thereof include amino
acid sequences of the FR of the VH and the VL of a human antibody registered in the database such as Protein Data
Bank and common amino acid sequences of each sub group of the FR of the VH and the VL of a human antibody
(Sequences of Proteins of Imunological Interest, US Dept. Health and Human Services, 1991) may be exemplified.
[0090] The antibody of the present invention include antibodies comprising these amino acid sequences in which one
or more amino acids are deleted, added, substituted, or inserted and which specifically binds to human CRTH2 and has
the same function in the biological activity such as cytotoxic activity; and the antibody fragments.

[0091] The antibody of the presentinvention includes an antibody bonded to monkey CRTH2. Examples of the monkey
CRTH2 include marmoset CRTH2, cynomolgus monkey CRTH2, and rhesus monkey CRTH2. Among these, cynomolgus
monkey CRTH2 is preferable.

[0092] The antibody of the present invention include Fc fusion protein in which Fc and an antibody fragment are bound
to each other, Fc fusion protein in which Fc and a naturally-occurring ligand or a receptor are bound to each other (also
referred to as immunoadhesion), and Fc fusion protein in which a plurality of Fc regions are fused. Further, modified Fc
regions including amino acid residue modification in which amino acid residue substitution is carried out for stabilizing
an antibody or for controlling half-life in blood can be used for the antibodies of the present invention.

[0093] Inthe presentinvention, the antibody fragment is a fragment which comprises an antigen-binding domain which
recognizes atleast one of 192th glycine and 194th aspartic acid in the amino acid sequence of human CRTH2 represented
by SEQ ID NO: 2, and binds thereto, and has antigen-binding activity. Examples of the antibody fragment of the present
invention include Fab, Fab’, F(ab’),, single chain Fv (hereinafter, also referred to as scFv), diabody, dsFv, and peptides
comprising a plurality of CDRs.

[0094] Fab is an antibody fragment with a molecular weight of approximately 50000 in which the approximately half
of an H chain on an N terminal side and the entire L chain are bonded to each other with a disulfide bond and which has
antigen-binding activity, among fragments obtained by treating IgG with a protease papain (cleaving at the 224th amino
acid residue of the H chain).

[0095] The Fab of the present invention can be obtained by treating the antibody of the present invention which
specifically binds to human CRTH2 with a protease papain. Alternatively, the Fab can be produced by inserting DNA-
encoding Fab of the antibody into an expression vector for prokaryote or an expression vector for eukaryote and intro-
ducing the vector into a prokaryote or a eukaryote.

[0096] F(ab’), is an antibody fragment with a molecular weight of approximately 100000 which is slightly larger than
Fab fragments bonded to each other through a disulfide bond of the hinge region and has antigen-binding activity, among
fragments obtained by treating 1gG with a protease pepsin (cleaving at the 234th amino acid residue of the H chain is cut).
[0097] The F(ab’), of the present invention can be obtained by treating the antibody of the present invention which
specifically binds to human CRTH2 with a protease pepsin. Alternatively, the F(ab’), can be produced by bonding the
following Fab’ through a thioether bond or a disulfide bond.

[0098] Fab’ is an antibody fragment which is obtained by cutting the disulfide bond of the hinge region of the F(ab’),
and has antigen-binding activity with a molecular weight of approximately 50000.

[0099] The Fab’ of the present invention can be obtained by treating the F(ab’), composition which specifically binds
to human CRTH2 of the present invention with a reductant dithiothreitol. Alternatively, the Fab’ can be produced by
inserting DNA encoding Fab’ fragment of the antibody into an expression vector for prokaryote or an expression vector
for eukaryote and introducing the vector into a prokaryote or a eukaryote to express the Fab’.

[0100] scFv is an antibody fragment having antigen-binding activity, which is a VH-P-VL or VL-P-VH polypeptide in
which one VH and one VL are linked to each other using an appropriate peptide linker (P) such as a linker peptide
obtained by connecting an arbitrary number of linkers formed of four Glys and one Ser residue (G4S).

[0101] scFv of the present invention can be produced by obtaining cDNA that encodes the VH and the VL of the
antibody of the present invention which specifically binds to human CRTH2, constructing DNA which encodes scFv,
inserting the DNA into an expression vector for prokaryote or an expression vector for eukaryote and introducing the
vector into a prokaryote or a eukaryote to express the scFv.

[0102] A diabody is an antibody fragment in which scFv is dimerized and which has divalent antigen-binding activity.
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The divalent antigen-binding activity may be the same as each other or may be made to be different from each other.
[0103] The diabody of the present invention can be produced by obtaining cDNA that encodes the VH and the VL of
an antibody of the present invention which specifically binds to human CRTH2, forming DNA encoding scFv such that
the length of the amino acid sequence of P becomes 8 residues or less, inserting the DNA into an expression vector for
prokaryote or an expression vector for eukaryote and introducing the vector into a prokaryote or a eukaryote.

[0104] dsFv is obtained by binding polypeptides in which one amino acid residue in each VH and VL is substituted
with a cysteine residue through a disulfide bond between the cysteine residues. The amino acid residue to be substituted
with a cysteine residue can be selected based on the three-dimensional structure prediction of an antibody according
to a method shown by Reiter et al. (Protein Engineering, 7, 697, 704, 1994).

[0105] The dsFv of the present invention can be produced by obtaining cDNA that encodes the VH and the VL of the
antibody of the present invention which specifically binds to human CRTH2, constructing DNA encoding dsFv, inserting
the DNA into an expression vector for prokaryote or an expression vector for eukaryote and introducing the expression
vector into a prokaryote or a eukaryote to express the dsFv.

[0106] The peptide comprising CDR is formed to include at least one region of the CDR of VH or VL. The peptide
including a plurality of CDRs can be bound to each other directly or through an appropriate peptide linker.

[0107] The peptide comprising CDR of the present invention can be produced by constructing DNA encoding CDR of
VH and VL of the antibody of the present invention which specifically bound to human CRTH2, inserting the DNA into
an expression vector for prokaryote or a expression vector for eukaryote, and introducing the expression vector into a
prokaryote or a eukaryote to express the peptide comprising CDR.

[0108] Moreover, a peptide comprising CDR can be produced by a chemical synthesis method such as a Fmoc method
(fluorenylmethyloxycarbonyl method) or a tBoc method (t-butyloxycarbonyl method).

[0109] The antibody or the antibody fragment thereof of the present invention includes a monoclonal antibody or the
antibody fragment thereof in which one or more amino acids comprising an amino acid sequence constituting the above-
described antibody or the antibody fragment thereof are deleted, substituted, inserted, or added and has the same
activity as that of the above-described antibody or the antibody fragment thereof. The number of amino acids to be
deleted, substituted, inserted, or added is not particularly limited as long as the number is 1 or greater, but is almost the
number of amino acids which can be deleted, substituted, or added by a known technique such as site-specific muta-
genesis described in Molecular Cloning, Second Edition, Current Protocols in Molecular Biology, Nucleic Acids Research,
10, 6487 (1982), Proc. Natl. Acad. Sci., USA, 79, 6409 (1982), Gene, 34, 315 (1985), Nucleic Acids Research, 13, 4431
(1985), and Proc. Natl. Acad. Sci. USA, 82, 488 (1985). The number of amino acids may be 1 to several tens, preferably
1 to 20, more preferably 1 to 10, and still more preferably1 to 5.

[0110] The expression of "one or more amino acid residues are deleted, substituted, inserted, or deleted in the amino
acid sequence of human CRTH2 or the antibody of the present invention" means that one or a plurality of amino acid
residues are deleted, substituted, inserted or added at optional positions in one or a plurality of amino acid sequences
in the same sequence. The deletion, substitution, insertion, or addition may occur simultaneously and amino acid residues
to be substituted, inserted, or added may be natural type or non-natural type residues.

[0111] Examples of natural type amino acid residue include L-alanine, L-asparagine, L-aspartic acid, L-glutamine, L-
glutamic acid, glycine, L-histidine, L-isoleucine, L-leucine, L-lysine, L-methionine, L-phenylalanine, L-proline, L-serine,
L-threonine, L-tryptophan, L-tyrosine, L-valine, and L-cysteine.

[0112] Preferred examples of the amino acid residues which can be substituted with each other are as follows. Amino
acid residues included in the same group can be substituted with each other.

A group: leucine, isoleucine, norleucine, valine, norvaline, alanine, 2-aminobutanoic acid, methionine, O-methylser-
ine, t-butylglycine, t-butylalanine, and cyclohexylalanine;

B group: aspartic acid, glutamic acid, isoaspartic acid, isoglutamic acid, 2-aminoadipic acid, and 2-aminosuberic acid;
C group: asparagine and glutamine;

D group: lysine, arginine, ornithine, 2,4-diaminobutanoic acid, and 2,3-diaminopropionic acid;

E group: proline, 3-hydroxy proline, and 4-hydroxy proline;

F group: serine, threonine, and homoserine; and

G group: phenylalanine and tyrosine.

[0113] Thetransformant of the present invention is not particularly limited as long as the transformant which is obtained
by introducing DNA encoding an antibody molecule which specifically binds to human CRTH2 into a host cell and
produces the antibody of the present invention. Specific examples thereof include transformants obtained by introducing
DNA encoding antibody molecules which specifically binds to human CRTH2 into host cells such as the following (a) to (i).

(a) Chinese hamster ovary tissue-derived CHO cells;
(b) rat myeloma cell line YB2/3HL. P2. G11. 16Ag. 20 cells;
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(c) mouse myeloma cell line NSO cells;

(d) mouse myeloma cell line SP2/0-Ag14 cells;

(e) Syrian hamster kidney tissue-derived BHK cells;
(f) hybridoma cells producing an antibody;

(g) human leukemia cell line Namalwa cells;

(h) embryonic stem cells; and

(i) amphicytula.

[0114] Further, preferred examples of the transformant of the present invention that produces an antibody in which a
N-glycoside-linked sugar chain binds to an Fc region of the antibody and fucose is not bonded to a N-acetyl glucosamine
of areducing terminal of the N-glycoside-linked sugar chain include a transformant obtained by introducing DNA encoding
an antibody molecule which specifically binds to human CRTH2 into a host cell in which glycosyltransferase is decreased
or deficient which is produced by a method described in Pamphlet of International Publication No. 2005/035586 and
Pamphlet of International Publication No0.02/31140.

[0115] A method of producing the antibody or the antibody fragment thereof of the present invention is not particularly
limited as long as the method is for culturing a transformant that produces the antibody or the antibody fragment thereof
of the present invention, and preferred examples thereof include a method of producing an antibody or the antibody
fragment thereof by culturing a transformant that produces the antibody or the antibody fragment thereof of the present
invention, secreting and accumulating the antibody or the antibody fragment thereof in a culture, and collecting and
purifying the antibody or the antibody fragment thereof.

[0116] The antibody or the antibody fragment thereof produced by the above-described production method is also
exemplified as the antibody or the antibody fragment thereof of the present invention.

[0117] The composition of the present invention is not particularly limited as long as the composition comprises the
antibody or the antibody fragment thereof of the presentinvention, and examples thereofinclude a composition comprising
antibody molecule in which single type of sugar chain binds thereto and a composition comprising antibody molecules
comprising a plurality of sugar chain structures. Further, a composition comprising an appropriate additive and a buffer
may be used. Preferred examples of the composition of the present invention include medicine and diagnostic agents
comprising the antibody or the antibody fragment thereof of the present invention as an active ingredient.

[0118] The medicine or the diagnostic agent of the present invention is not particularly limited as long as the medicine
or the diagnostic agent contains the antibody or the antibody fragment thereof of the present invention as active ingre-
dients. Preferred examples thereof include medicine or diagnostic agent for diseases associated with human CRTH2-
expressing cells.

[0119] The treatment method of the present invention is not particularly limited as long as the method is a treatment
method of administering an effective amount of antibody or antibody fragment thereof of the present invention, and
preferred examples thereof include a method of treating diseases associated with human CRTH2-expressing cells.
[0120] The use of the antibody or the antibody fragment thereof of the present invention is not particularly limited as
long as the antibody or the antibody fragment thereof of the present invention is used for producing a therapeutic agent
for a disease associated with human CRTH2-expressing cells. Further, the antibody or the antibody fragment thereof
of the present invention can be used for at least one of treatment and prevention of a disorder or a disease associated
with human CRTH2-expressing cells.

[0121] The disorder or the disease associated with human CRTH2-expressing cells is not particularly limited, and
examples thereof include an allergic disease, an autoimmune disease, a disease accompanied by atleast one ofincrease
and hyperergasia of eosinophilis, and a disease accompanied by at least one of increase and hyperergasia of Th2 cells
and a disease accompanied by at least one of increase and hyperergasia of ILC2.

[0122] Specific examples thereof include allergic or non-allergic rhinitis or sinusitis, chronic sinusitis or rhinitis, nasal
polyp, chronic sinusitis accompanied by nasal polyp, eosinophilic sinusitis, acute sinusitis, asthma, childhood asthma,
allergic bronchitis, alveolitis, farmer’s disease, hypersensitivity respiratory tract, infections, for example, allergic con-
junctivitis caused by bacteria, virus, worms, fungi, protozoa, and other pathogens, bronchitis or pneumonitis, bronchiecta-
sis, adult respiratory distress syndrome, bronchus and lung edema, bronchitis, pneumonitis, or interstitial pneumonitis
caused by various sources such as poison gas and suction or inhalation of vapor, bronchitis, pneumonitis, or interstitial
pneumonitis caused by heartfailure, X-ray, radiation, or chemotherapy, bronchitis, pneumonitis, or interstitial pneumonitis
associated with collagen disease, for example, erythematosus or generalized scleroderma, pulmonary fibrosis, idiopathic
pulmonary fibrosis (IPF), interstitial lung disease or interstitial pneumonitis of various origins, for example, asbestosis,
silicosis, m. Boeck, or sarcoidosis, granulomatous disease, cystic fibrosis, mucoviscidosis, a.1-antitrypsin deficiency,
eosinophilic cellulite (for example, Well syndrome), eosinophilic pneumonia (for example, Loeffler syndrome or chronic
eosinophilic pneumonia), eosinophilic fasciitis (for example, Shulman syndrome), eosinophilic esophagitis, eosinophils
increased syndrome, delayed-type hypersensitivity, non-allergic asthma, exercise-induced bronchoconstriction; chronic
obstructive pulmonary disease (COPD), acute bronchitis, chronic bronchitis, emphysema, systemic anaphylaxis, hyper-
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sensitivity reaction, drug allergy (for example, with respect to penicillin or cephalosporin), eosinophilia myalgia syndrome
caused by ingestion of pollution tryptophan, insect sting allergy; autoimmune disease, for example, rheumatoid arthritis,
psoriatic arthritis, multiple sclerosis, systemic lupus erythematosus, myasthenia gravis, immune thrombocytopenia (adult
ITP, neonatal thrombocytopenia, pediatric ITP), immune hemolytic anemia (autoimmune and drug-induced), Evans
syndrome (platelet and red blood cell immune cytopenia), Rh disease of a newborn, Goodpasture syndrome (anti-GBM
disease), celiac disease (Celiac), autoimmune cardiomyopathy, juvenile-onset diabetes; glomerulonephritis, autoim-
mune thyroiditis, Behcet's disease, graft rejection (for example, in transplantation), for example, homograft rejection or
graft-versus-host disease; inflammatory bowel disease, for example, Crohn’s disease or ulcerative colitis; spondyloar-
thropathy; scleroderma; psoriasis (including T-cell mediated psoriasis) and inflammatory skin disease, for example,
dermatitis, eczema, atopic dermatitis, allergic contact dermatitis, urticaria (for example, chronic idiopathic, chronic spon-
taneity, or physical urticaria), bullous pemphigoid; vasculitis (for example, necrotic, cutaneous, granulomatous and
hypersensitive angiitis, eosinophilic polyneuropathy vasculitis granulomatous disease); erythema nodosum; eosinophilic
myositis, eosinophilic fasciitis, and inflammatory or allergic diseases and conditions including cancer with leukocyte
infiltration of the skin or organ.

[0123] Preferred examples of the disorder or the disease associated with human CRTH2-expressing cells include
asthma, childhood asthma, chronic obstructive pulmonary disease, atopic dermatitis, allergic rhinitis, and acute or chronic
sinusitis.

[0124] The medicine containing the antibody or the antibody fragment thereof of the present invention or a derivative
of these may include only the antibody or the antibody fragment thereof or a derivative of these as an effective component,
but is typically provided as a medicinal formulation produced by being mixed with one or more carriers pharmacologically
acceptable according to a known method in the technical field of pharmaceutics.

[0125] Examples of administration routes include oral administration and parenteral administration such as oral cavity
administration, tracheobronchial administration, rectally administration, subcutaneous administration, intramuscular ad-
ministration, intravenous administration, or intraperitoneal administration. Examples of administration forms include
sprays, capsules, tablets, powders, granules, syrups, emulsions, suppositories, injections, ointments, and tapes.
[0126] Examples of the formulation suitable for oral administration include emulsions, syrups, capsules, tablets, pow-
ders, and granules.

[0127] The antibody of the present invention include a derivative of an antibody in which a radioisotope, a small
molecule drug, a macromolecule drug, protein, or nucleic acid binds to the antibody or the antibody fragment thereof of
the present invention chemically or in a genetic engineering manner.

[0128] In a case where a derivative of an antibody is used as a treatment method, a prophylaxis method, therapeutic
agent or therapeutic agent, examples of the drug bound to the antibody or the antibody fragment thereof of the present
invention include a chemotherapeutic agent, an antibody drug, an immunostimulant, and a macromolecule drug. Exam-
ples of protein include cytokine, growth factors, and toxic protein. Examples of nucleic acid include decoy, antisense,
siRNA, and miRNA.

[0129] In a case where a derivative of an antibody is used for a detection method, a quantification method, a reagent
for detection, or a reagent for quantification, examples of the drug bound to the antibody or the antibody fragment thereof
of the present invention include a marker used for a typical immunological detection method or immunological meas-
urement method.

[0130] Inthe presentinvention, a derivative of an antibody can be produced by bonding a radioisotope, a small molecule
drug, a macromolecule drug or protein to the N terminal side or the C terminal side of an H chain or an L chain of the
antibody or the antibody fragment thereof, an appropriate substituent or a side chain in the antibody or the antibody
fragment thereof, or a sugar chain of the antibody or the antibody fragment thereof of the present invention, by a chemical
method [methods described in Antibody Engineering Introduction, Chijin Shokan (1994) or the like].

[0131] Inthe presentinvention, a derivative of an antibody can be produced by a genetic engineering method wherein
DNA encoding the antibody or the antibody fragment thereof of the present invention is connected with DNA encoding
protein intended to be connected, the DNA is inserted into an expression vector, and the expression vector is introduced
into an appropriate host cell to express the derivative.

[0132] Examples of the radioisotope include 131, 125] 90y 64Cy, 99T¢, 77Lu, and 211At. The radioisotope can be directly
bonded to an antibody by a chloramine-T method or the like. Further, a substance that chelates the radioisotope may
be bonded to an antibody. Examples of the chelating agent include 1-isothiocyanatobenzyl-3-methyldiethylenetriamine
pentaacetate (MX-DTPA).

[0133] Examples of the small molecule drug include a light emitting substance such as acridinium ester or lophine
and a fluorescent substance such as fluorescein isothiocyanate (FITC) or tetramethyl rhodamine isothiocyanate (RITC).
[0134] Examples of the method of bonding a small molecule drug to an antibody include a method of bonding a
chemical agent to an amino group of an antibody using glutaraldehyde and a method of bonding an amino group of a
chemical agent to a carboxyl group of an antibody using water-soluble carbodiimide.

[0135] Examples of the macromolecule drug include polyethylene glycol (hereinafter, referred to as PEG), albumin,
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dextran, polyoxyethylene, a styrene-maleic acid copolymer, polyvinylpyrrolidone, a pyran copolymer, and hydroxypropyl
methacrylamide.

[0136] The immunological detection method or the immunological measurement method is a method of detecting or
measuring the amount of antibody or the amount of antigen using the antigen or antibody which is labeled. Examples
of the immunological detection method or the immunological measurement method include a radioactive substance-
labeled immunoantibody assay (RIA) method, an enzyme immunoassay (EIA or ELISA) method, a fluorescent immu-
noassay (FIA) method, a luminescentimmunoassay method, a western blotting method, and a physico-chemical method.
[0137] Diseases associated with human CRTH2 can be diagnosed by detecting or measuring human CRTH2-express-
ing cells according to the above-described method using the antibody or the antibody fragment thereof of the present
invention.

[0138] A biological sample which is a subject for detecting or measuring human CRTH2 of the present invention is
not particularly limited as long as the sample may include human CRTH2 or a peptide fragment having a part thereof
secreted out of cells, or human CRTH2-expressing cells, such as tissue cells, blood, plasma, serum, pancreatic juice,
urine, feces, tissue fluid, bronchoalveolar lavage, or a culture solution.

[0139] The diagnostic agent containing the antibody or the antibody fragment thereof of the present invention or a
derivative of these may include a reagent for carrying out an antigen-antibody reaction or a reagent for detecting the
reaction according to a diagnostic method. Examples of the reagent for carrying out an antigen-antibody reaction include
a buffering agent and salts. Examples of the reagent for detecting the reaction include reagents used for a typical
immunological detection method or immunological measurement method, such as a secondary antibody labeled which
recognizes the antibody, the antibody fragment thereof or a derivative of these, or a substrate corresponding to the label.
[0140] Hereinafter, a method of producing the antibody of the present invention, a method of treating a disease, and
a method of diagnosing a disease will be described in detail.

1. Method of producing antibody
(1) Preparation of antigen

[0141] Human CRTH2 as an antigen or cells expressing human CRTH2 can be obtained by introducing an expression
vector comprising cDNA that encodes the full length or the partial length of human CRTH2 into E. coli, yeast, insect
cells, or animal cells.

[0142] Further, the antigen can be also obtained by purifying human CRTH2 from various human cultured cells or
human tissues or the like which express a large amount of human CRTH2. Moreover, the cultured cells or the tissues
can be used as an antigen as they are. Further, a synthetic peptide comprising a partial sequence of human CRTH2 is
prepared by a chemical synthetic method such as an Fmoc method or a tBoc method and then can be used as an antigen.
[0143] A known tag such as FLAG or His may be added to the C terminal or the N terminal of the synthetic peptide
comprising human CRTH2 or a partial sequence of human CRTH2.

[0144] The human CRTH2 used in the present invention can be produced by expressing DNA encoding the human
CRTH2 in a host cell using a method described in Molecular Cloning, A Laboratory Manual, Second Edition, Cold Spring
Harbor Laboratory Press (1989) or Current Protocols in Molecular Biology, John Wiley & Sons (1987 to 1997), for
example, the following method.

[0145] First, a recombinant vector is prepared by inserting full-length cDNA comprising a part that encodes human
CRTH2 into the downstream of a promotor of an appropriate expression vector. A DNA with suitable length fragment
which is prepared based on the full-length cDNA, has a part that encodes a polypeptide may be used in place of the
above described full-length cDNA. Next, a transformant that produces the polypeptide can be obtained by introducing
the recombinant vector to be obtained into a host cell suitable for the expression vector.

[0146] The expression vectoris not particularly limited as long as the expression vector can be autonomously replicated
or integrated into a chromosome in a host cell being used and includes a suitable promotor at a position where DNA
encoding a polypeptide can be transcribed.

[0147] The host cell is not particularly limited as long as the host cell can express a target gene and the example there
of is a microorganism belonging to the genus Escherichia such as E. coli, yeast, insect cells, or animal cells.

[0148] In a case where a prokaryote such as E. coli is used as a host cell, it is preferable that the recombinant vector
enables autonomous replication in a prokaryote and includes a promotor, a ribosome-binding sequence, DNA comprising
a part that encodes human CRTH2, and a transcription termination sequence.

[0149] Moreover, the recombinant vector does not necessarily have a transcription termination sequence, but it is
preferable that a transcription termination sequence is arranged immediately right after a structural gene. Further, the
recombinant vector may include genes controlling a promotor.

[0150] As the recombinant vector, it is preferable to use a plasmid in which the distance between a Shine-Dalgamo
sequence (also referred to as an SD sequence) which is a ribosome-binding sequence and initiation codon is appropriately
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adjusted (for example, 6 to 18 bases).

[0151] Moreover, in a base sequence of DNA encoding the human CRTH2, a base can be substituted so as to be a
codon optimal for expression in a host and thus the production rate of desired human CRTH2 can be improved.
[0152] The expression vector is not particularly limited as long as the expression vector is capable of exhibiting the
function in a host cell being used, and examples thereof include pBTrp2, pBTac1, pBTac2 (all Roche Diagnostics K.K.),
pKK233-2 (Pharmacia Corp.), pSE280 (Invitrogen), pPGEMEX-1 (Promega Corporation), pQE-8 (QIAGEN), pKYP10 (JP-
A-S58-110600), pKYP200 [Agricultural Bilogical Chemistry, 48,669(1984)], pLSA1 [Agric Biol. Chem., 53, 277 (1989)],
pGEL1 [Proc. Natl. Acad. Sci. USA, 82, 4306 (1985)], pBluescript Il SK (-) (Stratagene), pTrs30 [prepared from E. coli
JM109/pTrS30 (FERM BP-5407)], pTrs32 [prepared from E. coli JM109/pTrS32 (FERM BP-5408)], pPGHA2 [prepared
from E. coli IGHA2 (FERM BP-400), JP-A-S60-221091], pGKA2 [prepared from E. coli IGKA2 (FERM BP6798), JP-A-
S60-221091], pTerm2 (US Patent No. 4686191, US Patent No. 4939094, and US Patent No. 5160735), pSupex, pUB110,
pTP5, pC194, pEG400 [J. Bacteriol., 172, 2392 (1990)], pGEX (Pharmacia Corp.), pET system (Novagen), and
pME18SFL3.

[0153] The promotor is not particularly limited as long as the promotor can exhibit the function in a host cell being
used. Examples thereof include promotors derived from E. coli or phage such as a trp promotor (Ptrp), a lac promotor,
a PL promotor, a PR promotor, and a T7 promotor. Further, promotors whose designs are artificially changed, such as
a tandem promotor in which two Ptrps are serially arranged, a tac promotor, a lacT7 promotor, and a letl promotor can
be used.

[0154] Examples ofthe host cellinclude E. coli XL-1Blue, E. coli XL2-Blue, E. coli DH1, E. coliMC1000, E. coli KY3276,
E. coli W1485, E. coli JM109, E. coli HB101, E. coli No. 49, E. coli W3110, E. coli NY49, and E. coli DH5q.

[0155] The method of introducing a recombinant vector into a host cell is not particularly limited as long as the method
is for introducing DNA into a host cell being used, and examples thereof include a method of using calcium ions [Proc.
Natl. Acad. Sci. USA, 69, 2110 (1972); Gene, 17, 107 (1982); Molecular & General Genetics, 168, 111 (1979)].
[0156] In a case where animal cells are used as host cells, the expression vector is not particularly limited as long as
the vector can exhibit the function in animal cells and examples thereof include pcDNAI, pcDM8 (Funakoshi Co., Ltd.),
pAGE107 [JP-A-H03-22979; Cytotechnology, 3, 133 (1990)], pAS3-3 (JP-A-H02-227075), pcDM8 [Nature, 329, 840
(1987)], pcDNA I/Amp (Invitrogen), pcDNA 3.1 (Invitrogen), pREP4 (Invitrogen), pAGE103 [J. Biochemistry, 101, 1307
(1987)], pAGE210, pME18SFL3, pKANTEX93 (Pamphlet of International Publication No. 97/10354), N5SKG1val (US
Patent No. 6001358), INPEP4 (Biogen-IDEC), and a transposon vector (Pamphlet of International Publication No.
2010/143698).

[0157] The promotor is not particularly limited as long as the promotor can exhibit the function in animal cells, and
examples thereof include a promotor of immediate early (IE) genes of cytomegalovirus (CMV), an early promotor of
SV40, a promotor of retrovirus, a metallothionein promotor, a heat shock promotor, an SRa. promotor, and a promotor
or an enhancer of Moloney mouse leukemia virus. Further, an enhancer of IE genes of human CMV may be used with
a promotor.

[0158] Examples of host cells include human leukemia cell Namalwa cells, monkey cell COS cells, Chinese hamster
ovary cell CHO cells [Journal of Experimental Medicine, 108, 945 (1958); Proc. Natl. Acad. Sci. USA, 60, 1275 (1968);
Genetics, 55, 513 (1968); Chromosoma, 41, 129 (1973); Methods in Cell Science, 18, 115 (1996); Radiation Research,
148, 260 (1997); Proc. Natl. Acad. Sci. USA, 77, 4216 (1980); Proc. Natl. Acad. Sci. USA, 60,1275 (1968); Cell, 6, 121
(1975); Molecular Cell Genetics, Appendix |, Il (pp. 883 to 900)]], CHO/DG44, CHO-K1 (ATCC No: CCL-61), DUkXB11
(ATCC No: CCL-9096), Pro-5 (ATCC No: CCL-1781), CHO-S (Life Technologies, Cat #11619), Pro-3, rat myeloma cells
YB2/3HL. P2. G11. 16Ag. 20 (or referred to as YB2/0), mouse myeloma cells NSO, mouse myeloma cells SP2/0-Ag14,
and Syrian hamster cells BHK or HBT5637 (JP-A-S63-000299).

[0159] The method of introducing a recombinant vector into a host cell is not particularly limited as long as the method
is for introducing DNA into an animal cell, and examples thereof include an electroporation method [Cytotechnology, 3,
133 (1990)], a calcium phosphate method (JP-A-H02-227075)), and a lipofection method [Proc. Natl. Acad. Sci. USA,
84, 7413 (1987)].

[0160] Human CRTH2 can be produced by culturing a transformant derived from a microorganism or an animal cell
that includes a recombinant vector in which DNA encoding human CRTH2 is integrated obtained in the above-described
manner in a culture medium, secreting and accumulating the human CRTH2 in a culture, and collecting the human
CRTH2 from the culture. The method of culturing the transformant in a culture medium can be carried out according to
a typical method used for culturing a host.

[0161] In a case where cells derived from a eukaryote are used for expression, human CRTH2 to which sugar or a
sugar chain is added can be obtained.

[0162] When a microoraganism transformed by a recombinant vector using an inductive promotor is cultured, an
inducer may be added to a culture medium if necessary. For example, isopropyl-B-D-thiogalactopyranoside may be
added to a culture medium in which a microorganism transformed by a recombinant vector using a lac promotor is
cultured and indole acrylic acid may be added to a culture medium in which a microorganism transformed by a recombinant
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vector using a trp promotor is cultured.

[0163] Examples of the culture medium for culturing a transformant obtained from animal cells as a host include
generally used RPMI1640 culture medium [The Journal of the American Medical Association, 199, 519 (1967)], an
Eagle’s MEM culture medium [Science, 122, 501 (1952)], Dubecco’s modified MEM culture medium [Virology, 8, 396
(1959)], 199 culture medium [Proc. Soc. Exp. Biol. Med., 73, 1 (1950)], Iscove’s Modified Dulbecco’s medium (IMDM)
culture medium, and culture media obtained by adding fetal bovine serum (FBS) or the like to these culture media. The
culturing is usually carried out under the conditions of pH of 6 to 8 at 30°C to 40°C for 1 to 7 days in the presence of 5%
CO,. Further, antibiotics such as kanamycin or penicillin may be added to a culture medium during the culturing if
necessary.

[0164] As a method of expressing genes encoding human CRTH2, a method of secretory production or fusion protein
expression [Molecular Cloning, A Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory Press (1989)] can
be used in addition to direct expression.

[0165] Examples of the method of producing human CRTH2 include a method of producing human CRTH2 in a host
cell, a method of secreting human CRTH2 out of a host cell, and a method of producing human CRTH2 on an outer
membrane of a host cell, and an appropriate method can be selected by changing the host cell being used or the structure
of human CRTH2 to be produced.

[0166] In a case where human CRTH2 is produced in a host cell or on an outer membrane of a host cell, human
CRTH2 can be actively secreted outside the host cell using a method of Paulson et al. [J. Biol. Chem., 264, 17619
(1989)], a method of Lowe et al. [Proc. Natl. Acad. Sci. USA, 86, 8227 (1989); Genes Develop., 4, 1288 (1990)], and
methods described in JP-A-H05-336963) and Pamphlet of International Publication No. 94/23021.

[0167] In addition, the amount of producing human CRTH2 can be increased with a gene amplification system (JP-
A-H02-227075) using dihydroforate reductase genes.

[0168] The human CRTH2 to be obtained can be isolated or purified in the following manner for example. In a case
where human CRTH2 in cells is expressed as a soluble protein, cells are recovered by centrifugation after culturing and
disrupted using an ultrasonic crusher, a French press, a Manton Gaulin homogenizer, or a dynomill after suspension in
an aqueous buffer, thereby obtaining a cell-free extract.

[0169] A purified preparation can be obtained from a supernatant obtained by centrifugation of the cell-free extract is
centrifuged, using a typical method of isolating and purifying protein, that is, a solvent extraction method, a salting-out
method using ammonium sulfate and the like, a desalting method, a precipitation method using an organic solvent, anion
exchange chromatography using a resin such as diethylaminoethyl (DEAE)-Sepharose or DIAION HPA-75 (Mitsubishi
Chemical Corporation), cation exchange chromatography using a resin such as S-Sepharose FF (Pharmacia Corp.),
hydrophobic chromatography using a resin such as butyl Sepharose or phenyl Sepharose, gel filtration using a molecular
sieve, affinity chromatography, a chromatofocusing method, or an electrophoresis method such as isoelectric point
electrophoresis. These methods may be used alone or in combination.

[0170] In a case where human CRTH2 is expressed as an insoluble matter in cells, the insoluble matter of the human
CRTH2 are recovered as a precipitate fraction by disrupting the cells in the above-described manner after recovering
and performing centrifugation. The recovered insoluble matter of the human CRTH2 is solubilized by a protein denaturing
agent. A purified preparation of a polypeptide can be obtained by diluting or dialyzing the solubilized solution after the
human CRTH2 is restored to have a normal three-dimensional structure using the same isolation and purification method
as described above.

[0171] In a case where human CRTH2 or the derivative thereof such as glycosylated product is secreted outside the
cells, the derivative of human CRTH2 or a sugar modification can be recovered from a culture supernatant. A soluble
fraction is obtained by treating the culture through a method of centrifugation or the like in the same manner as described
above and the same isolation and purification method as described above is used, thereby obtaining a purified preparation
from the soluble fraction.

[0172] Human CRTH2 used in the present invention can be produced by a chemical synthesis method such as an
Fmoc method or a tBoc method. Further, human CRTH2 can be chemically synthesized using a peptide synthesizer of
Advanced Chem Tech, PerkinElmer Inc., Pharmacia Corp., Protein Technology Instruments, Synthecell-Vega Corp.,
Perceptive Inc., Shimadzu Corporation or the like.

(2) Immunization of animal and preparation of antibody-producing cells for fusion

[0173] An animal such as a mouse, rat, or hamster which is 3- to 20-week-old is immunized with the antigen obtained
in (1) described above and antibody-producing cells in the spleen, the lymph node, and the peripheral blood of the animal
is collected. Further, in a case where immunogenicity is low and the antibody titer is not sufficiently increased in the
animal, human CRTH2 knockout mouse can be used as an animal to be immunized.

[0174] An animal is immunized by subcutaneous administration, tail administration, intravenous administration, or
intraperitoneal administration of an antigen together with an appropriate adjuvant such as Freund’s complete adjuvant

20



10

15

20

25

30

35

40

45

50

55

EP 3 323 832 A1

or aluminum hydroxide gel or pertussis vaccine. In a case where the antigen is a partial peptide, conjugate are prepared
with carrier protein such as bovine serum albumin (BSA) or keyhole limpet hemocyanin (KLH) and these are used
immunogens.

[0175] An antigen is administered 1 to 10 times at one- to two-week interval after first administration. The blood is
collected from venous plexus of eye fundus or tail vein at the third to seventh day after each administration and the
antibody titer of the serum is measured using an enzyme immunoassay method [Antibodies-A Laboratory Manual, Cold
Spring Harbor Laboratory (1988)] or the like. An animal whose serum shows sufficient antibody titer with respect to an
antigen used for immunization is used as a supply source of antibody-producing cells for fusion.

[0176] At the third to seventh day after final administration of an antigen, tissues including antibody-producing cells
of the immunized animal, such as the spleen or the like, are resected and antibody-producing cells are collected. In a
case of using spleen cells, the spleenis cut, loosened, and centrifuged and red blood cells are removed, thereby obtaining
antibody-producing cells for fusion.

(3) Preparation of myeloma cells

[0177] As myeloma cells, established cells obtained from a mouse, for example, 8-azaguanine-resistant mouse
(BALB/c-derived) myeloma cell line P3-X63Ag8-U1 (P3-U1) [Current Topics in Microbiology and Immunology, 18, 1
(1978)], P3-NS1/1Ag41 (NS-1) [European J. Immunology, 6, 511 (1976)], SP2/0-Ag14 (SP-2)[Nature, 276, 269 (1978)],
P3-X63-Ag8653 (653) [J. Immunology, 123, 1548 (1979)], or P3-X63-Ag8 (X63) [Nature, 256, 495 (1975)] are used.
[0178] The myeloma cells are subcultured in a normal culture medium [RPMI1640 culture medium to which glutamine,
2-mercaptoethanol, gentamicin, FBS, and 8-azaguanine are added] and subcultured in a normal culture medium before
3 to 4 days of cell fusion to ensure 2107 or more cells on the day of fusion.

(4) Cell fusion and preparation of monoclonal antibody-producing hybridomas

[0179] The antibody-producing cells for fusion obtained in (2) described above and the myeloma cells obtained in (3)
described above are washed with a minimum essential medium (MEM) culture medium or PBS (1.83 g of disodium
phosphate, 0.21 g of monopotassium phosphate, 7.65 g of salt, 1 L of distilled water, pH of 7.2) mixed with each other
so as to yield the ratio of the cell number of antibody-producing cells for fusion : myeloma cells = 5:1 to 10:1, and the
supernatant is removed after centrifugation.

[0180] After the precipitated cell group is sufficiently loosened, a mixed solution of polyethylene glycol-1000 (PEG-
1000), MEM culture medium, and dimethyl sulfoxide is added while being stirred at 37°C. Further, 1 to 2 mL of the MEM
culture medium is added several times at 1- to 2-minute interval, and then MEM culture medium is added to yield a total
amount of 50 mL. After centrifugation, the supernatant is removed.

[0181] After the precipitated cell group is gently loosened, antibody-producing cells for fusion are gently suspended
in HAT culture medium [normal culture medium to which hypoxanthine, thymidine, and aminopterin are added]. The
suspension is cultured in a 5% CO, incubator at 37°C for 7 to 14 days.

[0182] Apart of the culture supernatant is sampled after culturing, a cell group which reacts with an antigen including
human CRTH2 and does not react with an antigen that does not include human CRTH2 is selected according to a
method of selecting hybridomas, such as reactivity analysis against human CRTH2-expressing cells described below.
Next, cloning is repeated twice by a limiting dilution method [an HT culture medium (culture medium obtained by removing
aminopterin from an HAT culture medium) is used for the first cloning and a normal culture medium is used for the
second cloning] and then hybridomas recognized to stably have strong antibody titer are selected as monoclonal antibody-
producing hybridomas.

(5) Preparation of purified monoclonal antibody

[0183] The monoclonal antibody-producing hybridomas obtained in (4) described above are intraperitoneally injected
to a Pristine-treated [0.5 mL of 2,6,10,14-tetramethylpentadecane (Pristane) is intraperitoneally administered and the
animal is bred for 2 weeks] 8- to 10-week-old mouse or nude mouse. The hybridomas develop ascites cancer after 10
to 21 days. After the ascites fluid is collected from the mouse and the solid content is removed by centrifugation, the
fluid is subject to salting out with 40 to 50% ammonium sulfate, purification is carried out using a caprylic acid precipitation
method, a DEAE-sepharose column, a protein A-column, or a gelfiltration column, and then IgG fractions or IgM fractions
are collected to obtain a purified monoclonal antibody.

[0184] Furthermore, after the monoclonal antibody-producing hybridomas obtained in (4) described above are cultured
in an RPMI1640 culture medium to which 10% FBS is added, the supernatant is removed by centrifugation, suspended
in a Hybridoma-SFM culture medium, and cultured for 3 to 7 days. The obtained cell suspension is centrifuged, the
obtained supernatant is purified using a protein A-column or a protein G-column, and IgG fractions are collected, thereby
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obtaining a purified monoclonal antibody. Further, 5% Daigo’s GF21 can be added to the Hybridoma-SFM culture medium.
[0185] The subclass of the antibody is determined by an enzyme immunoassay method using a subclass typing kit.
The amount of protein is calculated by a Lowry method or using absorbance at 280 nm.

(6) Selection of monoclonal antibody

[0186] A monoclonal antibody is selected by analyzing the reactivity against human CRTH2-expressing cells using
flow cytometry as described below.

[0187] Examples of the human CRTH2-expressing cells include transgenic cells obtained by introducing an expression
vector comprising cDNA encoding human CRTH2 obtained in (1) described above into animal cells or the like, human
eosinophils, basophils, Th2, ILC2, nonclassical monocyte, and Th2/Th17 cells.

[0188] After the cells are dispensed to a plate such as a 96 well plate, the substance to be tested such as the serum,
a culture supernatant of hybridomas, or a purified monoclonal antibody as a first antibody is dispensed for reaction. The
cells after the reaction are washed with PBS including 1% to 10% of bovine serum albumin (BSA) (hereinafter, referred
to as BSA-PBS) or the like, and then an anti-immunoglobulin antibody labeled with a fluorescent reagent as a second
antibody is dispensed for reaction. After the cells are washed with BSA-PBS or the like, a monoclonal antibody specifically
reacting against expressing cells is selected by measuring the amount of fluorescence of the labeled antibody using
flow cytometer.

[0189] Inaddition, a monoclonal antibody that competes the monoclonal antibody of the presentinvention in the binding
to human CRTH2 can be obtained by adding a test antibody to a binding reaction-detecting system using the above-
described flow cytometry to cause a reaction.

[0190] Thatis, a monoclonal antibody that competes the monoclonal antibody obtained in the present invention in the
binding to an amino acid sequence of human CRTH2 or the three-dimensional structure thereof, can be obtained by
screening an antibody in which the binding of the monoclonal antibody of the present invention is inhibited at the time
when the test antibody is added.

[0191] An antibody which binds to the same epitope as the epitope recognized by the monoclonal antibody of the
present invention which binds to the amino acid sequence or the three-dimensional structure of human CRTH2 can be
obtained by identifying the epitope of the antibody obtained by the binding reaction-detecting system using the above-
described flow cytometry and preparing a partial synthetic peptide of the identified epitope or a synthetic peptide mimicking
the three-dimensional structure of the epitope and immunize with the peptide.

2. Preparation of recombinant antibody

[0192] As an example of preparing a recombinant antibody, a method of preparing a human chimeric antibody and a
humanized antibody will be described below.

(1) Construction of recombinant antibody expression vector

[0193] A recombinant antibody expression vector is an expression vector for animal cell in which DNA encoding CH
and CL of a human antibody is incorporated and can be constructed by cloning DNA encoding the CH and the CL of
the human antibody to the expression vector for animal cell.

[0194] As C region of a human antibody CH and CL of any human antibody may be used. For example, CH of a y1
subclass and CL of a «k class of a human antibody are used. cDNA is used as DNA encoding CH and CL of a human
antibody, but chromosome DNA formed of an exon and an intron can be used.

[0195] The expression vector for animal cell is not particularly limited as long as a vector in which genes encoding the
C region of a human antibody are incorporated and expressed. For example, pAGE107 [Cytotechnol., 3, 133 (1990)],
pAGE103 [J. Biochem., 101, 1307 (1987)], pHSG274 [Gene, 27, 223 (1984)], pKCR [Proc. Natl. Acad. Sci. USA, 78,
1527 (1981)], pSGIbd2-4 [Cytotechnol., 4, 173 (1990)], pSE1UK1Sed1-3 [Cytotechnol., 13, 79 (1993)] or the like is used.
[0196] Asapromotor and an enhancer used for an expression vector for animal cell, an initial promo promotor of SV40
[J. Biochem., 101, 1307 (1987)], Moloney mouse leukemia virus LTR [Biochem. Biophys. Res. Commun., 149, 960
(1987)], a promotor of the immunoglobulin H chain [Cell, 41, 479 (1985)] or the like, and an enhancer [Cell, 33, 717
(1983)] are used.

[0197] From the viewpoint that a recombinant antibody expression vector is easily constructed and easily introduced
into animal cells and the amount of expressing an antibody H chain and the amount of expressing an antibody L chain
in animal cells are balanced, a tandem type recombinant antibody expression vector [J. Immunol. Methods, 167,271
(1994)] in which the antibody H chain and the antibody L chain are present on the same vector is used as the recombinant
antibody expression vector, but a separator vector in which the antibody H chain and the antibody L chain are present
on vectors different from each other can be used. pKANTEX93 (Pamphlet of International Publication No. 97/10354) or
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pEE18 [Hybridoma, 17, 559 (1998)] is used as the tandem type recombinant antibody expression vector.
(2) Obtaining of cDNA encoding V region of antibody derived from non-human animal and analysis of amino acid sequence

[0198] Obtaining of cDNA encoding VH and VL of a non-human antibody and analysis of the amino acid sequence
can be performed in the following manner.

[0199] mRNA is extracted from hybridoma cells producing a non-human antibody and cDNA is synthesized. The
synthesized cDNA is cloned to a vector such as a phage or a plasmid, thereby preparing a cDNA library.

[0200] A recombinant phage or a recombinant plasmid comprising cDNA encoding VH or VL is isolated from the above
described library using DNA encoding a C region portion or a V region portion of a mouse antibody as a probe. The
entire base sequences of VH or VL of a mouse antibody of interest on the recombinant phage or recombinant plasmid
are respectively determined and the entire amino acid sequences of VH or VL are respectively estimated by the base
sequences.

[0201] The non-human animal for preparing hybridoma cells producing a non-human antibody, a mouse, a rat, a
hamster, or a rabbit may be used, but the animal is not particularly limited as long as hybridoma cells can be prepared.
[0202] A guanidine thiocyanate-cesium trifluoroacetate method [Methods in Enzymol., 154, 3 (1987)] or a kit such as
RNA easy kit (QIAGEN) is used for preparation of total RNA from hybridoma cells.

[0203] An oligo (dT) immobilized cellulose column method [Molecular Cloning, A Laboratory Manual, Second Edition,
Cold Spring Harbor Laboratory Press (1989)] or a kit such as an Oligo-dT30<Super>mRNA Purification Kit (TAKARA
BIO INC.) is used for preparation of mMRNA from total RNA. Further, mRNA can be prepared from hybridoma cells using
a kit such as a Fast Track mRNA Isolation Kit (Invitrogen) or a QuickPrep mRNA Purification Kit (Pharmacia).

[0204] A known method [Molecular Cloning, A Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory
Press (1989), Current Protocols in molecular Biology, Supplement 1, John Wiley & Sons (1987 to 1997)], a SperScript
Plasmid System for cDNA Synthesis and Plasmid Cloning (Invitrogen), or a kit such as a ZAP-cDNA Synthesis Kit
(Stratagene) is used for synthesis of cDNA and preparation of cDNA library.

[0205] When cDNA library is prepared, the vector in which cDNA obtained by synthesis using mRNA extracted from
hybridoma cells as a template is incorporated is not particularly limited as long as the cDNA can be incorporated in the
vector.

[0206] For example, ZAP Express [Strategies, 5,58 (1992)], pBluescript Il SK (+) [Nucleic Acids Research, 17, 9494
(1989)], AZAPII (Stratagene), Agt10, Agt11 [DNA Cloning: A Practical Approach, 1,49 (1985)], Lambda BlueMid (Clontech
Laboratories, Inc.), AEx Cell, pT7T3-18U (Pharmacia), pcD2 [Mol. Cell. Biol., 3,280 (1983)], or pUC18 [Gene, 33, 103
(1985)] is used.

[0207] E. coliinto which cDNA library to be constructed by a phage or a plasmid vector is introduced is not particularly
limited as long as the cDNA library can be introduced, expressed, and maintained. For example, XL-1Blue MRF [Strat-
egies, 5,81 (1992)], C600 [Genetics, 39,440 (1954)], Y1088, Y1090 [Science, 222, 778 (1983)], NM522 [J. Mol. Biol.,
166, 1 (1983)], K802 [J. Mol. Biol., 16, 118 (1966)], or JM105 [Gene, 38,275 (1985)] is used.

[0208] A colony hybridization method, a plaque hybridization method using an isotope or a fluorescence-labeled probe
[Molecular Cloning, A Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory Press (1989)] or the like is
used for selection of a cDNA clone encoding VH or VL of a non-human antibody from the cDNA library.

[0209] Further, cDNA encoding VH or VL can be prepared by preparing a primer and performing a Polymerase Chain
Reaction method [hereinafter, referred to as a PCR method, Molecular Cloning, A Laboratory Manual, Second Edition,
Cold Spring Harbor Laboratory Press (1989), Current Protocols in molecular Biology, Supplement 1, John Wiley & Sons
(1987 to 1997)] using cDNA or cDNA library synthesized from mRNA as a template.

[0210] After selected cDNA is cut by an appropriate restriction enzyme or the like, the fragment is cloned to a plasmid
such as pBluescript SK(-) (Stratagene) and the base sequence of the cDNA is determined by a base sequence analysis
method being typically used. The base sequence analysis method is carried out using a base sequence automatic
analyzer such as ABI PRISM 3700 (PE Biosystems) or A. L. F. DNA sequencer (Pharmacia) after the reaction of a
dideoxy method [Proc. Natl. Acad. Sci. USA, 74, 5463 (1977)] or the like.

[0211] The entire amino acid sequences of VH and VL are respectively deducted from the determined base sequence
and it is confirmed whether the obtained cDNA encodes the complete amino acid sequences of VH and VL of an antibody
comprising the secretory signal sequence by comparing with the entire amino acid sequences [A. L. F. DNA, US Dept.
Health and Human Services (1991)] of VH and VL of a known antibody.

[0212] In regard to the complete amino acid sequences of VH and VL of an antibody including the secretory signal
sequence, the length of the secretory signal sequence and the N terminal amino acid sequence can be estimated by
comparing the complete amino acid sequences of VH and VL of a known antibody [A. L. F. DNA, US Dept. Health and
Human Services (1991)] and the sub-group to which they belong can be known. Further, amino acid sequences of each
CDR of VH and VL can be also found by comparing the amino acid sequences of VH and VL of a known antibody [A.
L. F. DNA, US Dept. Health and Human Services (1991)].
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[0213] It is possible to confirm whether the complete amino acid sequences of VH and VL are new by performing
homology search such as a BLAST method [J. Mol. Biol., 215, 403 (1990)] in any database such as SWISS-PROT or
PIR-Protein using the complete amino acid sequences of VH and VL to be obtained.

(3) Construction of human chimeric antibody expression vector

[0214] A human chimeric antibody expression vector can be constructed by cloning cDNA encoding VH and VL of a
non-human antibody to the upstream of each gene encoding CH or CL of a human antibody of the recombinant antibody
expression vector obtained in (1) described above.

[0215] Inorderto connectthe 5’ terminal side of CH or CL of a human antibody to the 3’ terminal side of cDNA encoding
VH or VL of a non-human antibody, cDNA encoding VH and VL is prepared so as to encodes appropriate amino acids
and have an appropriate recognition sequence of a restriction enzyme at a linkage position.

[0216] A human chimeric antibody expression vector is constructed by cloning the prepared cDNA of VH and VL to
the upstream of each gene encoding CH and CL of a human antibody of a humanized antibody expression vector
obtained in (1) described above so as to be expressed in an appropriate form.

[0217] Further, cDNA encoding VH or VL of a non-human antibody is amplified by a PCR method using synthetic DNA
comprising recognition sequences of an appropriate restriction enzyme at both ends and can be cloned to the recombinant
antibody expression vector obtained in (1) described above.

(4) Construction of cDNA encoding V region of humanized antibody

[0218] cDNA encoding VH and VL of a humanized antibody can be constructed in the following manner.

[0219] Amino acid sequences of FR of VH or VL of a human antibody for transplanting amino acid sequences of CDR
of VH or VL of a non-human antibody are respectively selected. The amino acid sequence of FR to be selected is not
particularly limited as long as the amino acid sequence is derived from a human antibody.

[0220] For example, the amino acid sequences of FR of a human antibody registered in the database such as Protein
Data Bank or common amino acid sequences in each sub-group of FR of a human antibody [A.L.F. DNA, US Dept.
Health and Human Services (1991)] or the like are used. In order to suppress decrease of binding activity of an antibody,
an amino acid sequence of FR having homology (at least 60%) as high as possible with the amino acid sequence of FR
of VH or VL of an original antibody is selected.

[0221] Next, the amino acid sequences of CDR of the original antibody are transplanted to the amino acid sequences
of selected FR of VH or VL of the human antibody, respectively to design the amino acid sequences of VH or VL of a
humanized antibody. The designed amino acid sequences are converted to DNA sequences in consideration of the
frequency of use of codon shown in the base sequences of genes of the antibody [A.L.F. DNA, US Dept. Health and
Human Services (1991)] to design the DNA sequences encoding the amino acid sequences of VH or VL of the humanized
antibody are respectively designed.

[0222] Based on the designed DNA sequences, several strands of synthetic DNA comprising the length of approxi-
mately 100 bases are synthesized and PCR reaction is carried out using this synthetic DNA. In this case, based on the
reaction efficiency of the PCR reaction and the length of DNA which can be synthesized, six strands of synthetic DNA
are respectively designed preferably for the H chain and the L chain. Further, cDNA encoding VH or VL of a humanized
antibody can be easily cloned to the humanized antibody expression vector obtained in (1) described above by introducing
the recognition sequence of an appropriate restriction enzyme into the 5’ terminal of synthetic DNA positioned at both ends.
[0223] After the PCR reaction, each of the amplified product is cloned to plasmids such as pBluescript SK (-) (Strat-
agene), the base sequence is determined in the same manner as the method described in (2), and then plasmids
comprising DNA sequences encoding the amino acid sequences of the entire H chain and the entire L chain of a desired
humanized antibody are obtained.

[0224] Alternatively, based on the designed DNA sequences, the full-length VH and the full-length VL which are
respectively synthesized as one strand of long-chain DNA can be used in place of the above described PCR amplified
product. Further, cDNA encoding VH or VL of a humanized antibody can be easily cloned to the humanized antibody
expression vector obtained in (1) described above by introducing the recognition sequence of an appropriate restriction
enzyme into both ends of the synthetic long-chain DNA.

(5) Modification of amino acid sequence in V region of humanized antibody
[0225] When only CDR of VH and VL of a non-human antibody is transplanted to FR of VH and VL of a human antibody,
the antigen-binding activity of the humanized antibody decreases compared to that of an original non-human antibody

[BIO/TECHNOLOGY, 9, 266 (1991)]. In a humanized antibody, antigen-binding activity which has decreased can be
improved by identifying amino acid residues involved in direct binding to an antigen, amino acid sequences interacting
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with the amino acid residues of CDR and amino acids which maintain the three-dimensional structure of the antibody
and thereby involved in indirect binding to an antigen among the amino acid sequences of FR of VH and VL of a human
antibody, and substituting these amino acid residues with amino acid residues of an original non-human antibody.
[0226] By using X-ray crystallographic analysis [J. Mol. Biol., 112, 535 (1977)] or computer modeling [Protein Engi-
neering, 7,1501 (1994)] or the like to identify amino acid residues of FR associated with the antigen-binding activity,
construction and analysis of the three-dimensional structure of an antibody can be performed. Further, when multiple
variants are prepared for respective antibodies and the correlation between the variants and the antigen-binding activities
thereof is repeatedly examined, a humanized antibody having necessary antigen-binding activity can be obtained after
trial and error.

[0227] The amino acid residue of FR of VH and VL of a human antibody can be substituted by carrying out the PCR
reaction described in (4) using synthetic DNA for modification. Regarding the amplified product after the PCR reaction,
the base sequence is determined by the method described in (2) and desired modification which has been carried out
is confirmed.

(6) Construction of humanized antibody expression vector

[0228] A humanized antibody expression vector can be constructed by cloning cDNA encoding VH or VL of the
constructed recombinant antibody to the upstream of gene encoding CH or CL of a human antibody in the gene recom-
binant expression vector obtained in (1) described above respectively.

[0229] For example, among the synthetic DNA used for constructing VH or VL of the humanized antibody obtained in
(4) and (5) described above, a recognition sequence of an appropriate restriction enzyme is introduced into the 5’ terminal
of synthetic DNA positioned at both ends, whereby DNA is cloned to the upstream of each gene encoding CH or CL of
a human antibody of the humanized antibody expression vector obtained in (1) described above so as to be expressed
in an appropriate form.

(7) Transient expression of recombinant antibody

[0230] The antigen-binding activity of plural kinds of prepared gene recombinant antibodies can be efficiently evaluated
by performing transient expression of a recombinant antibody using the recombinant antibody expression vectors ob-
tained in (3) and (6) described above or expression vectors obtained by modifying the recombinant antibody expression
vectors.

[0231] The host cell into which an expression vector is introduced is not particularly limited as long as the host cell is
capable of expressing a recombinant antibody, and for example COS-7 cells (ATCC No: CRL1651) are used [Methods
in Nucleic Acids Res., CRC Press, 283 (1991)].

[0232] An expression vector is introduced into COS-7 cells using a DEAE-dextran method [Methods in Nucleic Acids
Res., CRC Press (1991)], a lipofection method [Proc. Natl. Acad. Sci. USA, 84, 7413 (1987)] or the like.

[0233] After an expression vector is introduced, the expression amount and the antigen-binding activity of the recom-
binant antibody in the culture supernatant are measured using an enzyme immunoassay antibody method [Monoclonal
Antibodies-Principles and practice, Third edition, Academic Press (1996); Antibodies-A Laboratory Manual, Cold Spring
Harbor Laboratory (1988), monoclonal antibody laboratory manual, Kodansha Scientific (1987)] or the like.

(8) Acquisition of transformant which stably expresses recombinant antibody and preparation of recombinant antibody

[0234] A transformant which stably expresses a recombinant antibody can be obtained by introducing the recombinant
antibody expression vectors obtained in (3) and (6) described above into an appropriate host cell.

[0235] The expression vectors are introduced into a host cell using an electroporation method [JP-A-H02-257891;
Cytotechnology, 3, 133(1990)] or the like.

[0236] The host cell into which a recombinant antibody expression vector is introduced is not particularly limited as
long as the host cell is capable of expressing a recombinant antibody. For example, CHO-K1 (ATCC No: CCL-61),
DUkXB11 (ATCC No: CCL-9096), Pro-5 (ATCC No: CCL-1781), CHO-S (Life Technologies, Cat #11619), rat myeloma
cells YB2/3HL. P2. G11. 16Ag. 20 (also referred to as YB2/0), mouse myeloma cells NSO, mouse myeloma cells SP2/0-
Ag14 (ATCC No: CRL1581), mouse P3-X63-Ag8653 cells (ATCC No: CRL1580), CHO cells [Proc. Natl. Acad. Sci. USA,
77,4216 (1980)] in which dihydroforate reductase (hereinafter, referred to as DHFR) genes are deficient, Lec13 obtaining
lectin-resistance [Somatic Cell and Molecular Genetics, 12, 55 (1986)], CHO cells in which a1,6-fucose transferase
genes are deficient (Pamphlet of International Publication No.2005/035586 and Pamphlet of International Publication
No0.02/31140), or rat YB2/3HL. P2. G11. 16Ag. 20 cells (ATCC No: CRL1662) are used.

[0237] Atfter introduction of an expression vector, the transformant which stably expresses a recombinant antibody is
selected by culturing in a culture medium for culturing animal cells including an agent such as G418 sulfate (JP-A-
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H02-257891)).

[0238] As the culture medium for culturing animal cells, RPMI1640 culture medium (Invitrogen), GIT culture medium
(Nihon Pharmaceutical Co., Ltd.), EX-CELL301 culture medium (Jay Earl H., Inc.), IMDM culture medium (Invitrogen),
Hybridoma-SFM culture medium (Invitrogen), or culture media obtained by adding various additives such as FBS to
these culture media is used.

[0239] A recombinant antibody is produced and accumulated in the culture supernatant by culturing an obtained
transformant in a culture medium. The expression amount and the antigen-binding activity of a recombinant antibody in
the culture supernatant can be measured by an ELISA method. Further, the expression amount of arecombinant antibody
produced by a transformant can be increased using a DHFR amplification system (JP-A-H02-257891) or the like.
[0240] The recombinant antibody is purified using a protein A-column from the culture supernatant of a transformant
[Monoclonal Antibodies-Principles and Practice, Third edition, Academic Press (1996); Antibodies-A Laboratory Manual,
Cold Spring Harbor Laboratory (1988)]. Moreover, methods used for protein purification such as gelfiltration, ion exchange
chromatography, and ultrafiliration may be used in combination.

[0241] The molecular weight of the H chain, the L chain, or the entire antibody molecules of the purified recombinant
antibody can be measured using a polyacrylamide gel electrophoresis method [Nature, 227, 680 (1970)], a western
blotting method [Monoclonal Antibodies-Principles and Practice, Third edition, Academic Press (1996); Antibodies-A
Laboratory Manual, Cold Spring Harbor Laboratory (1988)] or the like.

3. Activity evaluation of purified monoclonal antibody or antibody fragment thereof

[0242] The activity of the purified monoclonal antibody or the antibody fragment thereof of the present invention can
be evaluated in the following manner.

[0243] The binding activity against the human CRTH2-expressing cell line can be measured using a fluorescent
antibody method [Cancer Immunol. Immunother., 36, 373 (1993)] such as a binding reaction-detecting system using the
flow cytometry in 1. (6) described above.

[0244] The CDC activity or the ADCC activity against the human CRTH2-positive cultured cell line is measured by a
known measurement method [Cancer Immunol. Immunother., 36, 373 (1993); Current protocols in Immunology, Chapter
7. Immunologic studies in humans, Editor, John E, Coligan et al., John Wiley & Sons, Inc., (1993)].

4. Method of controlling effector activity of antibody

[0245] As the method of controlling the effector activity of the monoclonal antibody of the present invention, a method
of controlling the amount of fucose which is a1,6-bound (also referred to as core fucose) to N-acetyl glucosamine
(GlIcNACc) present in the reducing terminal of a complex type N-linked sugar chain bound to 297th asparagine (Asn) in
the Fcregion of an antibody (Pamphlet of International Publication No.2005/035586, Pamphlet of International Publication
N0.2002/31140, and Pamphlet of International Publication No.00/61739) and a method of controlling the activity by
modifying the amino acid residues in the Fc region of an antibody are known. The effector activity of the monoclonal
antibody of the present invention can be controlled by any of the method.

[0246] The effector activity indicates antibody-dependent activity caused through the Fc region of an antibody, and
ADCC activity, CDC activity, and antibody-dependent phagocytosis (ADP activity) by phagocytes such as microphages
or dendritic cells are known.

[0247] As an example of the method of measuring effector activity, inflammatory cells as a target, human peripheral
blood mononuclear cells (PBMC) as an effector, and inflammatory cell-specific antibody are mixed with each other and
incubated for approximately 4 hours, and then lactate dehydrogenase (LDH) released as an index of cell injury can be
measured. Alternatively, an antibody that recognizes a blood cell-specific antigen such as CD20 is mixed with human
PBMC and incubated, then released LDH and a decrease in number of cells as effector activity can be measured using
flow cytometry.

[0248] The effector activity of an antibody can increase or decrease by controlling the content of core fucose in the
complex type N-linked sugar chain of Fc of the antibody. A method of expressing an antibody using CHO cells in which
a1,6-fucose transferase genes are deficient may be exemplified as the method of decreasing the content of fucose
bound to the complex type N-linked sugar chain which binds to Fc of the antibody, and an antibody to which fucose does
not bind can be obtained. The antibody to which fucose does not bind has high ADCC activity.

[0249] On the other hand, method of expressing an antibody using a host cell into which a1,6-fucose transferase
genes are introduced may be exemplified as the method of increasing the content of fucose bound to the complex type
N-linked sugar chain which binds to Fc of the antibody, and an antibody to which fucose binds can be obtained. The
antibody to which fucose binds has lower ADCC activity than the antibody to which fucose does not bind.

[0250] Moreover, the ADCC activity or the CDC activity can increase or decrease by modifying the amino acid residues
in the Fc region of an antibody. For example, the CDC activity of an antibody can be increased using the amino acid

26



10

15

20

25

30

35

40

45

50

55

EP 3 323 832 A1

sequences in the Fc region described in US-A-2007/0148165.

[0251] In addition, the ADCC activity or the CDC activity can be increased or decreased by performing amino acid
modification described in US Patent No. 6737056, US Patent No. 7297775, or US Patent No. 7317091.

[0252] The antibodies of the present invention include an antibody whose half-life in blood is controlled by performing
amino acid modification described in JP-A-2013-165716 or JP-A-2012-021004 or the like according to the amino acid
modification or sugar chain modification in the antibody constant region described above to control the reactivity to an
Fc receptor.

[0253] Further, an antibody whose effector activity or half-life in blood is controlled can be obtained by combining the
above-described methods and using the combined method for one antibody.

5. Method of treating disease using monoclonal antibody or antibody fragment thereof of the present invention

[0254] The antibody of the present invention may be used for treating a disease associated with human CRTH2.
Examples of administration routes include oral administration and parenteral administration such as oral cavity admin-
istration, tracheobronchial administration, rectally administration, subcutaneous administration, intramuscular adminis-
tration, intravenous administration, or intraperitoneal administration. Examples of administration forms include sprays,
capsules, tablets, powders, granules, syrups, emulsions, suppositories, injections, ointments, and tapes.

[0255] Examples of the formulation suitable for oral administration include emulsions, syrups, capsules, tablets, pow-
ders, and granules.

[0256] Liquid preparations such as emulsions or syrups are produced using, as additives, water; saccharides such as
sucrose, sorbitol, and fructose; glycols such as polyethylene glycol and propylene glycol; oils such as sesame oil, olive
oil, and soybean oil; preservatives such as p-hydroxybenzoic acid esters; and flavors such as strawberry flavor and
peppermint.

[0257] Capsules, tablets, powders, or granules are produced using, as additives, excipients such as lactose, glucose,
sucrose, and mannitol; disintegrating agent such as starch and sodium alginate; lubricants such as magnesium stearate
and talc; binders such as polyvinyl alcohol, hydroxy propyl cellulose, and gelatin; surfactants such as fatty acid ester;
and plasticizers such as glycerin.

[0258] Examples of the formulation suitable for parenteral administration include injections, suppositories, and sprays.
[0259] An injection is produced using a carrier formed of a salt solution, a glucose solution, or a mixture of these.
[0260] A suppository is produced using a carrier such as cacao butter, hydrogenated fats, or carboxylic acid.

[0261] A spray is produced using a carrier which doesn’t stimulate the oral cavity and the respiratory tract mucosa of
a recipient, and enables the monoclonal antibody or the antibody fragment thereof of the present invention to disperse
as fine particles to be easily absorbed. As the carrier, for example, lactose or glycerin is used. Further, a spray can be
produced as an aerosol or dry powder.

[0262] Moreover, the components exemplified as additives for oral administration can be also added to the above-
described parenteral agents.

6. Method of diagnosing disease using antibody or antibody fragment thereof of the present invention

[0263] A disease associated with human CRTH2 can be diagnosed by detecting or measuring human CRTH2 or
human CRTH2-expressing cells using the antibody or the antibody fragment thereof of the present invention.

[0264] The allergic disease which is one of the diseases associated with human CRTH2 can be diagnosed, for example,
by detecting human CRTH2 expressed on inflammatory cells present in peripheral blood, sputum, nasal discharge, or
bronchoalveolar lavage derived from patients using an immunological technique such as flow cytometer.

[0265] The immunological technique is a method of detecting or measuring the amount of antibody or the amount of
antigen using a labeled antigen or antibody. For example, a radioactive substance-labeled immunoantibody method, an
enzyme immunoassay method, a fluorescent immunoassay method, a luminescent immunoassay method, a western
blotting method, and a physico-chemical method are used.

[0266] The radioactive substance-labeled immunoantibody method is carried out, for example, by reacting the antibody
or the antibody fragment thereof of the present invention with an antigen or cells expressing an antigen, reacting a
radiation-labeled anti-immunoglobulin antibody or a binding fragment with the antigen or the cells, and then measurement
is carried out using a scintillation counter or the like.

[0267] Examples of the enzyme immunoassay method include a method in which the antibody or the antibody fragment
thereof of the present invention is allowed to react with an antigen or cells expressing an antigen or the like, then an
anti-immunoglobulin antibody or a binding fragment which has been labeled thereof is allowed to react therewith, and
then the coloring dye is measured using an spectrophotometer. For example, a sandwich ELISA method or the like is used.
[0268] As a marker used for the enzyme immunoassay method, known enzyme labeling [Enzyme Immunoassay
method, Igaku-Shoin Ltd. (1987)] can be used. For example, alkaline phosphatase labeling, peroxidase labeling, luci-
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ferase labeling, or biotin labeling is used.

[0269] The sandwich ELISA method is a method of trapping an antigen which is a subject for detection or measurement
after an antibody binds to a solid phase and reacting a second antibody with the trapped antigen. According to the ELISA
method, two kinds of antibodies which are antibodies or the antibody fragments thereof recognizing an antibody intended
to be detected or measured and have antigen recognition sites different from each other are prepared, the first antibody
or the antibody fragment among these are adsorbed to a plate (for example, 96-well plate) in advance, and then the
second antibody or the antibody fragment is labeled using a fluorescent substance such as FITC, an enzyme such as
peroxidase, biotin, or the like.

[0270] Cells or a disrupted liquid thereof, tissues or a disrupted liquid thereof, a cell culture supernatant, serum, pleural
effusion, ascites fluid, or intraocular fluid, which are separated from a living body are allowed to react with the plate to
which the above-described antibody is adsorbed, then allowed to react the labeled monoclonal antibody or the antibody
fragment thereof with the plate, and then a detection reaction is carried out corresponding to the labeling substance.
The antigen concentration in a test sample is calculated using a calibration curve prepared by gradually diluting the
antigen of a known concentration.

[0271] As the antibody used for the sandwich ELISA method, any of a polyclonal antibody or a monoclonal antibody
may be used, and an antibody fragment such as Fab, Fab’, or F(ab’), may be used. As the combination of two kinds of
antibodies used for the sandwich ELISA method, a combination of monoclonal antibodies or antibody fragments thereof
recognizing different epitopes may be used or a combination of a polyclonal antibody and a monoclonal antibody or an
antibody fragment thereof may be used.

[0272] Afluorescence immunoassay method is carried out by a method described in literature [Monoclonal Antibodies-
Principles and practice, Third edition, Academic Press (1996), monoclonal antibody experiment manual, Kodansha
Scientific (1987)] or the like. As the label used for the fluorescence immunoassay method include known fluorescent
labels [fluorescent antibody method, Soft Science Inc. (1983)] may be exemplified. Further, fluorescein isothiocyanate
(FITC) or tetramethyl rhodamine isothiocyanate (RITC) may be exemplified.

[0273] A luminescent immunoassay method is carried out by a method described in literature [bioluminescence and
chemiluminescence clinical examination 42, Hirokawa Shoten (1998)] or the like. As a marker used for the luminescent
immunoassay method, known luminescent label may be exemplified. Examples thereof include acridinium ester and
lophine.

[0274] Western blotting method is a method in which an antigen or cells expressing an antigen is fractionated by
sodium dodecyl sulfate (SDS)-PAGE [Antibodies-A Laboratory Manual Cold Spring Harbor Laboratory (1988)], the gel
is blotted onto a polyvinylidene fluoride (PVDF) membrane or a nitrocellulose membrane, the membrane is allowed to
react with an antigen-recognizing antibody or the antibody fragment, further allowed to react with an anti-mouse 1gG
antibody or a binding fragment which is labeled with a fluorescent substance such as FITC, enzyme such as peroxidase
or biotin, or the like, and the label is visualized to confirm the reaction. An example will be described below.

[0275] Cells or tissues that express a polypeptide comprising the amino acid sequence represented by SEQ ID NO:
2 are dissolved and 0.1 to 30 pg of protein per lane is electrophoresed under reducing conditions by an SDS-PAGE
method. A blocking operation is performed by transferring the electrophoresed protein to a PVDF membrane and causing
a reaction with 1% to 10% BSA-PBS at room temperature for 30 minutes.

[0276] Here, the antibody of the presentinvention is reacted and washed with PBS containing 0.05% to 0.1% of Tween-
20 (hereinafter, referred to as Tween-PBS), and then a peroxidase-labeled goat anti-mouse IgG is reacted at room
temperature for 2 hours. It is washed with Tween-PBS and a band to which a monoclonal antibody binds is detected
using ECL Western Blotting Detection Reagents (manufactured by Amersham plc) or the like to detect a polypeptide
comprising the amino acid sequence represented by SEQ ID NO: 2. As the antibody used for detection in western
blotting, an antibody which can bind to a polypeptide that does not have a natural type three-dimensional structure is used.
[0277] The physico-chemical method is performed by binding the monoclonal antibody or the antibody fragment thereof
of the present invention to human CRTH2 which is an antigen to form an aggregate and detecting the aggregate. Other
examples of the physico-chemical method include a capillary tube method, a one-dimensional immunodiffusion method,
an immunoturbidimetory method, and a latex immunoturbidimetory method [Kanai’'s Manual of Clinical Laboratory Med-
icine, Kanehara-Shuppan (1998)].

[0278] In alatex immunoturbidimetory method, when an antigen-antibody reaction is carried out by the corresponding
antigen or antibody using a carrier such as polystyrene latex in which an antibody or an antigen is sensitized and which
has a particle diameter of approximately 0.1 to 1 wm, scattered light in the reaction solution increases and transmitted
light decreases. The antigen concentration in a test sample or the like is measured by detecting this change as the
absorbance or integrate sphere turbidity.

[0279] The method of determining therapeutic efficacy, of the antibody before treatment is started, using the antibody
or the antibody fragment thereof of the present invention is exemplified as follows.

[0280] First, before treatment is started, the peripheral blood, sputum, bronchoalveolar lavage, and nasal discharge
or the like are collected from a patient, the antibody or the antibody fragment thereof of the present invention is added
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to the suspension, and anti-inflammatory cell activity including removal of inflammatory cells and inhibitory activity against
biofunctional molecules such as Th2 type cytokine is measured after a certain period of time. In a case where anti-
inflammatory cell activity is detected as the result of measurement, it is possible to determine, before treatment, that the
antibody or the antibody fragment thereof of the present invention is effective for the treatment for patients having the
peripheral blood, sputum, nasal discharge or the like.

Examples

[0281] Hereinafter, the present invention is described by examples, but the present invention is not limited thereto.
[Example 1]

Establishment of human CRTH2-expressing cells

(1) Preparation of human CRTH2 expression vector

[0282] cDNA of human CRTH2 (hereinafter, also referred to as CRTH2) was entirely synthesized and used for the
following test. The cDNA sequence of human CRTH2 is represented by SEQ ID NO: 1 and the amino acid sequence
thereof is represented by SEQ ID NO: 2.

(i) Construction of human CRTH2 gene expression pKANTEX93 vector

[0283] A human CRTH2 gene expression pKANTEX93 vector was constructed by connecting cDNA of human CRTH2
with a vector pPKANTEX93 (Pamphletof International Publication No.97/10354) using restriction enzymes EcoRl and Kpnl.

(ii) Construction of human CRTH2 gene expression pAMoh vector

[0284] A human CRTH2 gene expression pAMoh vector was constructed by incorporating human CRTH2 genes in
pAMoh (Pamphlet of International Publication No.03/087366) using restriction enzymes Kpnl and Hindlll.

(2) Establishment of human CRTH2-expressing CHO/DG44 cells

[0285] DHFR gene-deficient CHO (Chinese hamster ovary) cell DG44 lines (CHO/DG44 cells) were obtained from
Mitsubishi Chemical Corporation, Yokohama Research Institute. and used for establishment of human CRTH2-express-
ing cells. IMDM (GIBCO Inc.) to which 10% dialyzed fetal bovine serum (dFBS) (GIBCO Inc.), HT [hypoxanthine (H)
and thymidine (T)] supplement (GIBCO Inc.) and 50 png/mL of gentamicin (NACALAI TESQUE, Inc.) was added (here-
inafter, abbreviated as IMDM culture medium) were used for culturing.

[0286] First, the human CRTH2 gene expression pKANTEX93 vector prepared in (1)-(i) was cleaved by restriction
enzyme Aatll treatment and then the obtained linear DNA was purified and dissolved in sterile water. This DNA was
introduced to CHO/DG44 cells by an electroporation method and cultured in IMDM culture medium from which HT
supplement was removed for approximately 3 days.

[0287] Thereafter, drug-resistant cells were selected using IMDM to which 10% dFBS, 0.5 mg/mL of G418 (NACALAI
TESQUE, Inc.), and 50 pg/mL of gentamicin (NACALAI TESQUE, Inc.) were added (hereinafter, abbreviated as IMDM
selection medium). The selected drug-resistant cells were seeded in a 96-well plate at 75 cells/plate and cultured in
IMDM selection medium for approximately 2 weeks. The cells in each well were observed using a microscope and a
single clone was sequentially expanded.

[0288] The obtained drug-resistant cells were peeled using a 0.02% EDTA solution (NACALAI TESQUE, Inc.), washed
with phosphate buffered saline (PBS), and suspended with PBS containing 2% fetal bovine serum (FBS), 0.05% NaN,
and 1 mM EDTA (staining medium, hereinafter, abbreviated as SM). Next, the cells were seeded in a 96-well plate such
that each well had 2x105 cells and centrifuged at 1700 rpm for 2 minutes.

[0289] Afterthe supernatant wasremoved, a PE-labeled anti-human CRTH2 antibody (Beckman Coulter Inc.) prepared
using SM was added thereto to cause a reaction at 4°C for 1 hour. The cells were washed and suspended with SM, and
the fluorescent intensity was analyzed by flow cytometer (BD Biosciences, FACS Cantoll). A clone which expressed
human CRTH2 at a high level was selected and this cell was set to human CRTH2 expressing CHO/DG44 cell.
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(3) Preparation of FLAG fusion human CRTH2 expression vector
(i) Construction of FLAG fusion human CRTH2 gene expression pAMoh vector

[0290] Human CRTH2 (SEQID NO: 5) with a C terminal to which a FLAG tag was added was amplified by polymerase
chain reaction (hereinafter, referred to as PCR) from the human CRTH2 gene expression pAMoh prepared in (1)-(ii)
using primer human CRTH2FLAG-A (SEQ ID NO: 3) and human CRTH2 FLAG-B (SEQ ID NO: 4) and was connected
to a vector pAMoH (Pamphlet of International Publication No.03/087366) using restriction enzymes Kpnl and Hindlll,
thereby constructing a FLAG fusion human CRTH2 gene expression pAMoh vector.

(i) Construction of FLAG fusion human CRTH2 expression vector pKANTEX93 vector

[0291] Human CRTH2 with a C terminal to which a FLAG tag was added was amplified by PCR from the FLAG fusion
human CRTH2 gene expression pAMoh vector prepared in (3)-(i) using primer human CRTH2FLAG-C (SEQ ID NO: 6)
and human CRTH2 FLAG-D (SEQ ID NO: 7) and was connected to a vector pKANTEX93 (Pamphlet of International
Publication No.97/10354) using restriction enzymes EcoRl and Kpnl, thereby constructing a FLAG fusion human CRTH2
gene expression pKANTEX93 vector.

(4) Establishment of FLAG fusion human CRTH2 expressing 3Y1-B cells

[0292] Rat 3Y1-B cells were obtained from Riken BioResource Center and used for extablishment of FLAG fusion
human CRTH2-expressing cells. 10% FBS (GIBCO Inc.) and DMEM (GIBCO Inc.) to which 50 pg/mL of gentamicin
(NACALAI TESQUE, Inc.) was added (hereinafter, abbreviated as DMEM culture medium) were used for culturing.
[0293] The FLAG fusion human CRTH2 gene expression pKANTEX93 vector prepared in (3)-(ii) was cleaved by
restriction enzyme Aatll treatment and then the obtained linear DNA was purified and dissolved in sterile water. This
DNA was introduced to 3Y1-B cells according to a Lipofection method using Fugene6 (Promega Corporation) and
cultured in DMEM culture medium for 3 days. Thereafter, drug-resistant cells were selected using the DMEM to which
10% FBS, 0.8 mg/mL of G418 (NACALAI TESQUE, Inc.), and 50 png/mL of gentamicin (NACALAI TESQUE, Inc.) were
added (hereinafter, abbreviated as DMEM selection medium).

[0294] The obtained drug-resistant cells were peeled using a 0.05% trypsin solution (Invitrogen), washed with PBS,
and suspended with SM. Next, the cells were seeded in a 96-well plate at 2x10° cells/well and centrifuged at 1700 rpm
for 2 minutes. After the supernatant was removed, a PE-labeled anti-human CRTH2 antibody (Beckman Coulter Inc.)
prepared using SM was added thereto to cause a reaction at 4°C for 1 hour. The cells were washed and suspended by
SM, and the fluorescent intensity was analyzed by flow cytometer (BD Biosciences, FACS Aria). A fraction which ex-
pressed FLAG fusion human CRTH2 at a high level was sorted out and expansively cultured, and this cell was set to
FLAG fusion human CRTH2 expressing 3Y1-B cell.

[Example 2]
Preparation of antibody monoclonal antibody against human CRTH2
(1) Immunization to rat

[0295] In order to obtain a monoclonal antibody against human CRTH2, a female WKY/NCrICrlj rat (WKY rat) (Charles
River Laboratories) who was 9 weeks old at the time of first administration was immunized.

[0296] At the time of first administration, 5x106 cells of FLAG fusion human CRTH2-expressing 3Y1-B cells were
suspended in 100 pL of physiological saline (Otsuka Pharmaceutical factory Inc.) and combined with 100 pL of Sigma
Adjuvant System (registered trademark) (Sigma-Aldrich Co. LLC) to prepare 200 pL of cell suspension, and then 100
wL of the cell suspension was administered intramuscularly to both right and left portions of the base of the tail of a WKY rat.
[0297] After 2 weeks from the first administration, 5X 106 cells of FLAG fusion human CRTH2-expressing 3Y1-B cells
were suspended in a 200 pL physiological saline and administered in the same manner as described above.

(2) Preparation of hybridomas
[0298] After 3 days from the second immunization described in (1), iliac lymph nodes were surgically removed from
the WKY rat for cell fusion.

[0299] First, the removed iliac lymph nodes were ground using slide glass so that the tissues were loosened. The iliac
lymph node tissues were suspended by Minimum Essential Media (MEM) (Invitrogen) and unnecessary tissues were
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removed by passing through a cell strainer. The supernatant was removed by centrifugation at 1200 rpm for 5 minutes
and resuspended with MEM to obtain iliac lymph node cells.

[0300] To the obtained iliac lymph node cells, 1/5 number of mouse myeloma cell lines P3-U1 (ATCC) were added.
The supernatant was removed by centrifugation and warmed in a warm bath at 37°C, 500 pL of a PEG solution [solution
obtained by mixing 1 mL of polyethylene glycol 1000 (Junsei Chemical Co., Ltd.) with 1 mL of MEM and adding 350 pL
of DMSO (dimethyl sulfoxide) (Sigma-Aldrich Co. LLC) thereto] was gently added thereto, and 1 mL of MEM was added
every minute for five times and then 45 mL of MEM was added thereto.

[0301] The supernatant was removed by centrifugation at 900 rpm for 5 minutes, and the cells were suspended with
HAT culture medium [500 mL of RPMI-1640 (Wako Pure Chemical Industries) to which 10 mL of HAT (hypoxanthine
(H), aminopterin (A), and thymidine (T)) solution (GIBCO Inc.), 0.5 mL of 55 mmol/L 2-mercaptoethanol (Invitrogen), 50
mL of fetal bovine serum (Moregate Biotech), and 0.5 mL of 10 mg/mL gentamicin solution (NACALAI TESQUE, Inc.)
were added], seeded in a 96-well plate, and cultured.

(3) Hybridoma screening

[0302] After hybridomas seeded in (2) were cultured for 7 days, the culture supernatant of each well was collected
and the reactivity against human CRTH2 was analyzed. Human CRTH2 expressing CHO/DG44 cells and CHO/DG44
cells were respectively set to the positive control cells and the negative control cells. First, the positive control cells and
the negative control cells were peeled using 0.02% EDTA solution (NACALAI TESQUE, Inc.) and seeded in a 96-well
plate at 1x105 cells/50 pL for each well, and 50 L of the culture supernatant was added thereto to cause a reaction
at 4°C for 30 minutes.

[0303] The cells were washed and suspended with 100 pL of Anti-rat IgG (Fc)-Dylight488 (Abeam plc.) diluted 300
times with SM to cause a reaction at 4°C for 30 minutes. The cells were washed again and suspended with SM, and
then the fluorescent intensity was analyzed by flow cytometry (BD Biosciences, FACS Cantoll).

[0304] Single cell cloning was performed twice on hybridomas in wells specifically reacting with human CRTH2 ex-
pressing CHO/DG44 cells using a cloning culture medium [S Medium Cloning Medium CM-B (EIDIA Co., Ltd.) to which
0.5 mL of 10 mg/mL gentamicin (NACALAI TESQUE, Inc.) and 5 mL of HT supplement (GIBCO Inc.) was added] by a
limiting dilution method. Finally, hybridoma Lym2 clone (hereinafter, referred to as hybridoma Lym2) showing strongest
flow cytometry reactivity against human CRTH2 expressing CHO/DG44 cells was established.

(4) Identification of subclass of antibody contained in culture supernatant of hybridoma Lym2

[0305] The culture supernatant obtained by culturing hybridoma Lym2 for 3 days was diluted 10 times with PBS
(NACALAI TESQUE, Inc.) and the subclass was analyzed by Rat Monoclonal Antibody Isotyping Test Kit (Abd Serotec
Inc.) according to the attached instructions using 150 pL of the diluent.

[0306] Astheresult, the ratanti-human CRTH2 monoclonal antibody contained in the culture supernatant of hybridoma
Lym2 (hereinafter, also simply abbreviated as Lym2 antibody) was found to be a rat IgG2b antibody.

(5) Purification of Lym2 antibody

[0307] The hybridoma Lym2 was cultured for 1 week using a culture medium obtained by adding 5% Fetal Bovine
Serum Ultra Low IgG (Invitrogen) to Hybridoma-SFM (Invitrogen). The culture supernatant was recovered for purification.
[0308] The Lym2 antibody was purified from the culture supernatant using Prosep-G (GE Healthcare). First, the culture
supernatant was loaded onto a column, and the column was washed with PBS and eluted by elution buffers having pHs
of 5.0, 3.5, and 3.0 (0.1 M citric acid monohydrate-NaOH/pH 5.0, 3.5, and 3.0) in this order. The eluted fractions were
immediately neutralized by a neutralization buffer (2 M Tris-HCI/pH 8.5).

[0309] The absorbance (280 nm) of each fraction was measured and a series of fractions having high measurement
values were recovered as an antibody fraction. The antibody fraction was dialyzed with PBS and allowed to pass through
a filter, 0.22 um to obtain purified protein. The absorption coefficient at 280 nm was set to 1.4 and the concentration
was calculated.

[Example 3]
Evaluation of antigen-binding properties of Lym2 antibody using flow cytometry
[0310] FLAG fusion human CRTH2-expressing 3Y1-B cells were peeled using a 0.05% trypsin solution (Invitrogen),

washed with PBS, and suspended with SM. Further, the cells were seeded in a 96-well plate such that one well has
2x105 cells and centrifuged at 1700 rpm for 2 minutes. After the supernatant was removed, 100 pL of Lym2 antibody
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prepared to have a concentration of 10 wg/mL using SM was added thereto to cause a reaction at 4°C for 1 hour.
[0311] Atfter the cells were washed, Anti-rat IgG-FITC (Beckman Coulter Inc.) diluted 100 times with SM was added
to the cells to cause areaction at 4°C for 1 hour. The cells were washed again and suspended with SM, and the fluorescent
intensity was analyzed by flow cytometry (BD Biosciences, FACS Cantoll). As the result, binding of the Lym2 antibody
to FLAG fusion human CRTH2-expressing 3Y1-B cells was observed.

[Example 4]
Cloning of gene of heavy chain and light chain variable region of Lym2 antibody

[0312] The hybridoma Lym2 washed with PBS was dissolved using RNAiso plus (TAKARA BIO INC.) according to
attached instructions, thereby preparing total RNA. The obtained total RNA was dissolved in DEPC treated water (Inv-
itrogen). Next, mRNA was purified from the obtained total RNA using Oligotex-dT30 <Super>mRNA Purification Kit
(Fromtotal RNA) (TAKARA BIO INC.) according to attached instructions. Then, cDNA was prepared from the purified
mRNA using SMART RACE cDNA Amplification Kit (Clontech Laboratories, Inc.) according to attached instructions.
[0313] Using obtained cDNA as a template, genes of rat IgG2b heavy chain were amplified by PCR using primer Rat
IgG2bH-A (SEQ ID NO: 8) and Rat IgG2bH-B (SEQ ID NO: 9) and genes of rat light chain (x chain) were amplified by
PCR using primer Ratk-A (SEQ ID NO: 10) and Ratk-B (SEQ ID NO: 11). Sub-cloning was performed on the amplified
genes and the base sequences were analyzed.

[0314] As the result, the base sequences and amino acid sequences of VH and VL of Lym2 antibody including signal
sequences were identified. The base sequences of VH and VL were represented by SEQ ID NOS: 12 and 14 respectively
and the amino acid sequences thereof were represented by SEQ ID NOS: 13 and 15 respectively. Moreover, the
sequences of VH and VL of Lym2 antibody which did not have signal sequences were identified based on the report of
Kabat et al. [Sequences of Proteins of Immunological Interest, US Dept. Health and Human Services (1991)].

[0315] The base sequences of VH and VL from which signal sequences were removed were represented by SEQ ID
NOS: 16 and 18 respectively and the amino acid sequences were represented by SEQ ID NOS: 17 and 19 respectively.
The amino acid sequences of CDR1, CDR2, and CDR3 of VH of Lym2 antibody were represented by SEQ ID NOS: 20,
21, and 22 respectively and the amino acid sequences of CDR1, CDR2, and CDR3 of VL of Lym2 antibody were
represented by SEQ ID NOS: 23, 24, and 25 respectively.

[Example 5]
Preparation of rat/human chimeric Lym2 antibody
(1) Construction of rat/human chimeric Lym2 antibody expression vector

[0316] A rat’/human chimeric Lym2 antibody expression vector was prepared by respectively connecting gene of heavy
chain and a light chain variable region of Lym2 antibody to gene of heavy chain and a k chain constant region of IgG1
using the following method.

[0317] First,the sequence of SEQID NO: 26 as VH and the sequence of SEQ ID NO: 27 as VL were entirely synthesized.
From the synthesized sequences, the VH was amplified by PCR using a primer chLym2VH-A (SEQ ID NO: 28) and a
primer chLym2VH-B (SEQ ID NO: 29) and the VL was amplified by PCR using a primer chLym2VL-A (SEQ ID NO: 30)
and a primer chLym2VL-B (SEQ ID NO: 31).

[0318] A gene fragment was subjected to agarose gel electrophoresis and purified by QIAquick Gel Extraction Kit
(QIAGEN). Sub-cloning to vectors by In-Fuision HD Cloning Kit (Clontech Laboratories, Inc.) was performed using this
fragment, a human « constant region expression vector (Bg1ll/BsiWI treatment), and a human heavy chain (IgG1)
constant region expression vector (Sall/Nhel treatment) according to the attached instructions.

[0319] A rat’/human chimeric Lym2 antibody (hereinafter, referred to as chLym2) expression vector was prepared by
performing transformation to E. coli DH5a. competent cells (TAKARA BIO INC.), plasmid extraction, and sequence
confirmation.

(2) Preparation of chLym2 transiently expressing cell line

[0320] Inorderto prepare chLym2 transiently expressing cell line, the expression vector prepared in (1) was introduced
into a host cell according to the following method using Freestyle (registered trademark) MAX CHO Expression System
(Lifetechnologies Corporation) according to the attached instructions. FUT8 knockout CHO cells (Pamphlet of Interna-
tional Publication No.2005/035586 and Pamphlet of International Publication No.02/31140) which were acclimated to
FreeStyle (registered trademark) CHO Expression Medium (Lifetechnologies Corporation) were used as the host cell.
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[0321] 312.5 pg of chLym2 antibody expression vector (vector obtained by mixing a light chain expression vector with
a heavy chain expression vector at a mixing ratio of 1:2) prepared in (1) was dissolved in 20 mL of Opti-Pro SFM
(Invitrogen) and 312.5 plL of Freestyle MAX Reagent (Invitrogen) was dissolved in 20 mL of Opti-Pro SFM and these
two liquids were allowed to stand at room temperature for 5 minutes. The two liquids were mixed with each other and
allowed to stand at room temperature for 15 minutes. All of the mixed solution was added to 250 mL of host cell culture
solution (1x108 cells/mL), thereby obtaining a chLym2 transiently expressing cell line.

(3) Purification of chLym2

[0322] ChLym2 transiently expressing cell line obtained in (2) was suspended with Free style CHO expression medium
(Invitrogen) to which 8 mM of L-glutamine (Invitrogen) was added and cultured using an Erlenmeyer flask for 5 days,
and the culture supernatant was recovered. The recovered culture supernatant was centrifuged and filtered using a filter,
0.22 pm, thereby preparing a culture supernatant containing chLym2.

[0323] ChLym2 was purified from the prepared culture supernatant using MabSelect SuRe (GE Healthcare). First, the
culture supernatant was loaded onto a column, and the column was washed with PBS and eluted by elution buffers
having pHs of 5.0, 3.5, and 3.0 (0.1 M citric acid monohydrate-NaOH/pH 5.0, 3.5, and 3.0) in this order. The eluted
fractions were immediately neutralized with a neutralization buffer (2 M Tris-HCI/pH 8.5).

[0324] The absorbance at 280 nm (A,g,) of each fraction was measured and a series of fractions having high meas-
urement values were recovered as an antibody fraction. The antibody fraction was dialyzed with PBS and allowed to
pass through a filter, 0.22 wm to obtain purified protein. The absorption coefficient at 280 nm was set to 1.37 and the
concentration was calculated.

[Example 6]

Preparation of humanized antibody

(1) Design of heavy chain and light chain variable region of humanized Lym2 antibody
(i) Design of amino acid sequences of VL and VH of humanized Lym2 antibody

[0325] The amino acid sequences of VL of humanized Lym2 antibodies were designed in the following manner.
[0326] First, an amino acid sequence of FR of VL of a human antibody suitable for transplantation of the amino acid
sequences of CDRs 1 to 3 of VL of the Lym2 antibody (SEQ ID NOS: 23, 24, and 25) was selected in the following manner.
[0327] Inacase of known human antibody heavy chain variable region sequences, a human antibody sequence having
high homology with the FR sequence of VL of Lym2 antibody was searched using BLASTP database provided by The
National Center for Biotechnology Information. As the result, the human antibody sequence of GeneBank ID: ABA71374.1
exhibited the highest homology, so the FR of this antibody was selected. LVO (SEQ ID NO: 33) was designed by
transplanting the amino acid sequences of CDRs 1 to 3 of VL of Lym2 antibody represented by SEQ ID NOS: 23, 24,
and 25 into suitable positions in the human antibody FR sequences determined in the above-described manner.
[0328] Next, the amino acid sequences of VH of the humanized Lym2 antibody were designed in the following manner.
An amino acid sequence of FR of VH of a human antibody suitable for transplantation of the amino acid sequences of
CDRs 1 to 3 of VH of the Lym2 antibody (SEQ ID NOS: 20, 21, and 22) was selected in the following manner. Similar
to VL, a human antibody sequence having high homology with the FR sequence of VH of Lym2 antibody was searched
based on the BLASTP database.

[0329] As the result, the human antibody sequence of GeneBank ID: AAY33331.1 exhibited the highest homology,
so the FR of this antibody was selected. HVO (SEQ ID NO: 49) was designed by transplanting the amino acid sequences
of CDRs 1 to 3 of VH of Lym2 antibody represented by SEQ ID NOS: 20, 21, and 22 into suitable positions in the human
antibody FR sequences determined in the above-described manner.

[0330] LVO which is the amino acid sequence of VL of the humanized Lym2 antibody and HVO which is the amino
acid sequence of VH of the humanized Lym2 antibody designed in the above-described manner are sequences obtained
by transplanting only the amino acid sequences of CDRs derived from Lym2 which is a rat monoclonal antibody to the
amino acid sequence of FR of the selected human antibody. However, typically, in a case of preparing a humanized
antibody, the binding activity frequently decreases when the amino acid sequences of CDRs of a rodent-derived antibody
are simply transplanted into the FR of a human antibody.

[0331] In orderto avoid the decrease of binding activity, amino acid residues which are considered to affect the binding
activity, among the amino acid residues of FR which are different between the human antibody and the rodent-derived
antibody, are substituted along with the transplantation of the amino acid sequences of CDRs. In the present example,
amino acid residues of FR which are considered to affect the binding activity were identified and substituted in the
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following manner.

[0332] First, a three-dimensional structure of an antibody variable region formed by LVO which is the amino acid
sequence of VL of the humanized Lym2 antibody and HVO which is the amino acid sequence of VH of the humanized
Lym2 antibody designed in the above-described manner (hereinafter, referred to as LVOHV0) was constructed using a
computer modeling technique.

[0333] Discovery Studio (Accelrys) was used for preparing a three-dimensional structure coordinate and displaying a
three-dimensional structure. In addition, a computer model of a three-dimensional structure of the variable region of
Lym2 antibody was constructed in the same manner. Further, amino acid residues which were different from those of
Lym2 antibody were selected from the amino acid sequences of FR of VL and VH of LVOHVO0, amino acid sequences
modified to amino acid residues of the Lym2 antibody were prepared, and then a three-dimensional structure model
was constructed in the same manner as described above. Amino acid residues which are expected to affect the binding
activity of the antibodies were identified by comparing the prepared three-dimensional structures of each variable region
of Lym2 antibody, LVOHVO, and variant.

[0334] Astheresult, asthe amino acid residues among the amino acid residues of FR of LVOHVO0 which are considered
to change the three-dimensional structures of antigen-binding sites and affect the binding activity of the antibodies, 2nd
lle, 4th Met, 15th Pro, and 85th Ala in the amino acid sequences of SEQ ID NO: 33 were selected in a case of LV0O and
18th Leu, 77th Asn, 93rd Val, and 117th Thrin the amino acid sequence of SEQ ID NO: 49 were selected in a case of HVO.
[0335] The VL and VH of a humanized antibody comprising various modifications were designed by performing amino
acid modification, that is, substitution of at least one amino acid sequence among the selected amino acid residues with
amino acid residues present in the same site of Lym2 antibody. Specifically, in a case of the VL, at least one modification
among amino acid modifications of substituting 2nd lle with Val, 4th Met with Leu, 15th Pro with Leu, or 85th Ala with
Pro in the amino acid sequence of SEQ ID NO: 33 was introduced. In a case of the VH, at least one modification among
amino acid modifications of substituting 18th Leu with Met, 77th Asn with Ser, 93rd Val with Thr, or 117th Thr with Val
in the amino acid sequence of SEQ ID NO: 49 was introduced.

[0336] LVOHVO, LV1HVO, LV2aHVO, LV2bHVO, LV2cHVO, LV3aHV0, LV3bHVO, LV4HVO, LVOHV4, LV1HV4,
LV2aHV4, LV2bHV4, LV2cHV4, LV3aHV4, LV3bHV4, LV4HV4, LVOHV1, LVOHV2a, LVOHV2b, and LVOHV3 were re-
spectively designed as antibody variable regions of LVOHVO, or the humanized Lym2 antibody in which at least one
amino acid residue present in FR of LVOHVO is modified.

[0337] In the description below, humanized Lym2 antibodies comprising the above-described variable regions are
respectively abbreviated as LVOHVO, LV1HVO0, LV2aHVO0, LV2bHVO0, LV2cHVO0, LV3aHV0, LV3bHVO0, LV4HVO, LVOHV4,
LV1HV4, LV2aHV4, LV2bHV4, LV2cHV4, LV3aHV4, LV3bHV4, LV4HV4, LVOHV1, LVOHV2a, LVOHV2b, and LVOHV3.
[0338] The amino acid sequences of the light chain variable region LVO (SEQ ID NO: 33), LV1 (SEQID NO: 35), LV2a
(SEQ ID NO: 37), LV2b (SEQ ID NO: 39), LV2c (SEQ ID NO: 41), LV3a (SEQ ID NO: 43), LV3b (SEQ ID NO: 45), LV4
(SEQ ID NO: 47), and the heavy chain variable region HV0 (SEQ ID NO: 49), HV1 (SEQ ID NO: 51), HV2a (SEQ ID
NO: 53), HV2b (SEQID NO: 55), HV3 (SEQID NO: 57), and HV4 (SEQID NO: 59) are respectively shownin Figs. 1and 2.

(ii) Design of gene of variable region of humanized Lym2 antibody

[0339] The base sequences which encode amino acid sequences of variable regions of a humanized antibody were
designed using codons highly frequently used in animal cells. With these base sequences, construction of a humanized
Lym2 antibody expression vector described below and expression of the corresponding antibody were carried out.

(2) Construction of humanized Lym2 antibody expression vector

[0340] Humanized Lym2 antibody expression vectors were constructed in the same manner as described in Example
5-(1). That is, DNA with the base sequences represented by SEQ ID NOS: 32, 34, 36, 38, 40, 42, 44, 46, 48, 50, 52,
54, 56, and 58, encoding the amino acid sequences represented by SEQ ID NOS: 33, 35, 37, 39, 41, 43, 45, 47, 49,
51, 53, 55, 57, and 59 is entirely synthesized and the corresponding VL and VH gene fragments were amplified by PCR
using the primers represented by SEQ ID NOS: 28 to 31. The gene fragments were subjected to agarose gel electro-
phoresis and purified by QlAquick Gel Extraction Kit (QIAGEN).

[0341] The VL and VH fragments were respectively sub-cloned to a human k constant region expression vector
(Bglll/BsiWI treatment) and a human heavy chain (IgG1) constant region expression vector (Sall/Nhel treatment) using
In-Fuision HD Cloning Kit (Clontech Laboratories, Inc.) according to the attached instructions. E. coli DH5a competent
cells (TAKARA BIO INC.) were transformed using the prepared vector, plasmid extraction and sequence confirmation
were performed to select a colony into which a correct sequence was inserted, and then a large amount of plasmids
were prepared for transient expression.
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(3) Transient expression of humanized Lym2 antibody

[0342] Transient expression of the prepared humanized Lym2 antibody was performed using Freestyle (registered
trademark) MAX CHO Expression System (Lifetechnologies Corporation) with CHO cells which are acclimated to Free-
Style (registered trademark) CHO Expression Medium (Lifetechnologies Corporation) described in Example 5-(2) as a
host cell. The method of plasmid introduction was performed according to the attached instructions. The light chain
expression vector and the heavy chain expression vector were used after being mixed with each other at a mixing ratio
of 1:2.

[0343] The amount of culture solution was 200 mL and the cells were cultured for 5 days under set condition of 37°C
at 125 rpm in the presence of 8% CO,. After culture, the cell suspension was centrifuged and allowed to pass through
a filter, 0.2 um (Thermo Scientific) to recover the culture supernatant including a humanized Lym2 antibody was recov-
ered.

(4) Purification of humanized Lym2 antibody

[0344] The humanized Lym2 antibody was purified by affinity purification using MabSelect SuRe (GE Healthcare) as
follows. After the resin was equilibrated with PBS, the culture supernatant obtained in (3) was loaded and washed twice
with PBS.

[0345] After the washing, an antibody was eluted using an elution buffer (20 mM citric acid, 50 mM NaCl, pH 3.4) and
one-tenth the total amount of a neutralization buffer (1 M phosphoric acid-NaOH, pH 7.0) was added thereto for neu-
tralization. Next, buffer-substitution with PBS using NAP25 (GE Healthcare) was performed. The resultant was concen-
trated by ultrafiltration using Amicon Ultra-4 Centrifugal Filter Units (Millipore) and the absorbance at 280 nm (Ayg,) was
measured using Nanodrop8000 (Thermo Scientific) for concentration measurement and preparation of the antibody
solution.

[Example 7]
Antigen-binding activity of chLym2 and humanized Lym2 antibody

[0346] FLAG fusion human CRTH2-expressing 3Y1-B cells were peeled using a 0.25% trypsin-EDTA (NACALAI
TESQUE, Inc.), washed with PBS, and suspended with SM. Next, the cells were seeded in a 96-well plate such that
one well has 1x109 cells. Further, chLym2 or each of the humanized Lym2 antibodies was added at each final concen-
trations of 50000, 12500, 3125, 781, 195, 49, 12, and 3 ng/mL to cause a reaction at 4°C for 60 minutes.

[0347] After the cells were washed with SM, Goat F(ab’), Anti-Human IgG PE (ychain specific) (Southern Biotech Inc.)
diluted 500 times with SM was added to cause a reaction at 4°C for 60 minutes. The cells were washed with SM and
resuspended with 50 pL of SM, and the fluorescent intensity was measured by flow cytometry (BD Biosciences, FACS
Cantoll).

[0348] The data was analyzed by FLowJo 7.65 (Tomy Digital Biology Co., Ltd.), curve fitting of the Geomean value
in each concentration was performed using a Logistic curve, and the 50% effective concentration (EC5) value of the
binding of chLym2 and each humanized Lym2 antibody and the standard error (SE) value thereof were calculated using
R language (Ver. 3.02) which is a language for statistical analysis. The results are listed in Table 1.

[Table 1]
No. | mAb ECggvalue (png/mL)
1 chLym2 0.54 + 0.072
LVOHVO 0.87 + 0.052
LV1HVO 0.69 + 0.057
LV2aHV0 | 0.66 + 0.053
LV2bHVO | 0.67 =+ 0.061
LV2cHVO | 0.68 = 0.071
LV3aHV0 | 0.70 + 0.078
LV3bHVO | 0.81 = 0.050
LV4HVO 0.74 = 0.076
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(continued)

No. | mAb ECsqvalue (ug/mL)
10 LVOHV4 0.58 +£0.052
11 LV1HV4 0.58 + 0.045
12 LV2aHV4 | 0.51 + 0.068
13 chLym2 0.50 + 0.077
14 LV2bHV4 | 0.59 + 0.038
15 LV2cHV4 | 0.54 + 0.070
16 LV3aHV4 | 0.76 = 0.135
17 LV3bHV4 | 0.53 + 0.095
18 LV4HV4 0.68 = 0.116
19 LVOHVO 0.55 + 0.052
20 LVOHV1 0.78 = 0.088
21 LVOHV2a | 0.65 = 0.077
22 LVOHV2b | 0.72 + 0.064
23 LVOHV3 0.69 + 0.032
24 LVOHV4 0.67 = 0.023

[0349] As the result, it was suggested that various humanized antibodies have comparable human CRTH2 reactivity
to the chimeric antibody as listed in Table 1.

[Example 8]
Eosinophils and basophils depletion activity of chLym2 and humanized Lym2 antibody

[0350] Human peripheral blood collected by adding a heparin sodium injection liquid was centrifuged at 4°C and 1500
rpm for 30 minutes, and the plasma was recovered.

[0351] After the plasma was recovered, PBS (NACALAI TESQUE, Inc.) was added to the pellet containing the red
blood up to the original volume of blood and the pellet was suspended. Next, to 1 mL of the suspension, 10 mL of
hemolyzing solution [solution obtained by diluting 10XRBC Lysis buffer (eBioscience) 10 times with sterile water] was
added to be mixed by inversion. The resultant was allowed to stand at room temperature for 10 minutes and centrifuged
at room temperature and 1500 rpm for 5 minutes and washed twice with PBS after the supernatant was removed
therefrom.

[0352] Thereafter, the cell pellet was suspended with the recovered plasma and the cells were seeded in a 48-well
plate at 300 pL/well, each of chLym2, humanized Lym2 antibodies LVOHVO, LVOHV1, and LVOHV2a, or an isotype
control antibody [IgG1 antibody prepared according to the method described in Example 5 using a vector encoding an
anti-2,4-dinitrophenol (DNP) IgG1 antibody described in Clin Cancer Res 2005, 11(8), 3126 to 3135 (hereinafter, referred
to as anti-DNP 1gG1 antibody)] were added at each final concentrations of 1000, 100, 33, 11, 3.7, 1.2, 0.4, and 0.01
ng/mL to cause a reaction in a 5% CO, incubator at 37°C for 20 hours.

[0353] After the reaction, the cell fluid in each well was recovered, 10 mL of SM was added thereto, 200 p.L per sample
of CountBright Absolute Counting Beads, for flow cytometry (Molecular Probes) was added as control beads, and the
fluid was centrifuged at 4°C and 2000 rpm for 10 minutes, and then the supernatant was removed. The resultant was
washed twice with SM, 10000 p.g/mL of IgG from human serum (Sigma-Aldrich Co. LLC) diluted with SM was added at
300 pL/sample and suspended to cause a reaction at 4°C for 30 minutes.

[0354] Thereafter, the cells were seeded in a 96-well plate such that each well has 40 pL of suspension and PE anti-
human Siglec-8 Antibody (Biolegend Inc.), for detecting eosinophils, and PE-Cy7 Mouse Anti-Human CD123 (BD Bio-
sciences) and Anti-Human Fc epsilon Receptor | alpha (FceR1) APC (eBioscience), for detecting basophils, were re-
spectively added thereto at 5 pL/well to cause a reaction at 4°C for 40 minutes.

[0355] The cells were washed twice with SM, suspended by SM containing 1% of 7-AAD Staining Solution (BD Bio-
sciences), allowed to stand at 4°C for 10 minutes, and the fluorescent intensity was analyzed by flow cytometry (BD
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Biosciences, FACS Cantoll).

[0356] Human eosinophils were detected as 7-AAD negative siglec8-PE positive fractions in granulocyte fractions of
FSC-SSC deployment Human basophils were detected as 7-AAD negative fractions, CD123-PC-Cy7 positive fractions,
FceRI-APC positive fractions in lymphocyte fractions of FSC-SSC deployment. The cell depletion activity was evaluated
by analyzing the count number of each cell per a certain number of CountBright.

[0357] As the result, it was found that all evaluated humanized Lym2 antibodies LVOHVO0, LVOHV1, and LVOHV2a
show cytotoxic activity against eosinophils and basophils comparable to the chimeric Lym2 antibody chLym2 as shown
in Figs. 3(A) to 3(C).

[Example 9]
Preparation of anti-human CRTH2 antibody for control
(1) Preparation of anti-human CRTH2 antibody expression vector for control

[0358] The base sequences encoding the amino acid sequences of VH and VL of anti-human CRTH2 monoclonal
antibodies hu19A2 v52, hu8B1 v1, mu8B1, mu3C12, and mu31A5 described in Pamphlet of International Publication
No0.2014/144865 (respectively represented by SEQ ID NOS: 57 and 40, 64 and 52, 62 and 50, 63 and 51, and 65 and
53 in Pamphlet of International Publication No.2014/144865) were entirely synthesized.

[0359] The above described base sequences were incorporated in the antibody expression vectors so that each vector
have the combinations of VH and VL of each antibody according to the method described in Example 5-(1) to prepare
5 types of humanized or chimeric anti-human CRTH2 antibody (respectively, hu19A2 v52, hu8B1 v1, ch8B1, ch3C12,
and ch31A5) expression vectors for control were prepared.

(2) Preparation of anti-human CRTH2 antibody transiently expressing cells for control and purification of antibody

[0360] According to the method described in Examples 5-(2) and (3), a host cell was allowed to transiently express
antibody expression vectors of hul9A2 v52, hu8B1 v1, ch8B1, ch3C12, or ch31A5, and then each antibody was purified
from the culture supernatant.

[Example 10]

Epitope analysis of anti-human CRTH2 monoclonal antibody using cells which express mutated human CRTH2 with
amino acid substitution

(1) Preparation of mutated human CRTH2 with amino acid substitution expression vector

[0361] A mutant with amino acid substitution expression vector obtained by partially substituting amino acid residues
in an extracellular region with other amino acid residues among the amino acid sequences of human CRTH2 was
prepared. Specifically, mutant with amino acid substitution expression vectors obtained by substitution of S2A; N4A;
T6A and L7A; K8A, P9A, and L10A; P12A, L14A, and E15A; Q16E, R19H, and Q21R; H23A, S24A, and N25A; T26A,
S27A,and 128A; D171A, T172A, and 1173A; S174A, R175A, and L176A; D177A, G178A, and R179A; 1180A and M181A;
Y183A, Y184A, and N185A; L187A, L188A, and L189A; N190A; P191A; G192A; P193A; D194A; R195A; D196A, and
T198A; N275A, G277A, and L278A; P276A; P279A and L281A; P280A; or V282A, R283A, and R284A in the amino
acid sequences represented by SEQ ID NO: 2 were respectively prepared. It should be noted that the above symbols
in the amino acid substitution indicate [single letter code of an amino acid residue before substitution] [substitution
position counting from the N terminal] [single letter code of the amino acid reside after substitution].

[0362] Azami-Green tag was added to the intercellular C terminal region by inserting genes encoding various mutants
with amino acid substitution obtained by deleting termination codons to the restriction enzyme sites of BamHI and Hindlll
using phmAG1-MNLinker (MBL) as expression vectors.

[0363] The above-described vectors expressing mutants with amino acid substitution were prepared using 1) a method
of entirely synthesizing gene sequences encoding mutants with amino acid substitution and inserting the gene sequences
into a vector or 2) a method of performing site-specific mutation from a vector into which DNA which encodes the amino
acid sequences of wild-type human CRTH2 represented by SEQ ID NO: 1 was inserted.

(2) Establishment of mutated human CRTH2 with amino acid substitution transiently expressing cells

[0364] CHO-S cells (Lifetechnologies) were used for preparing mutated human CRTH2 with amino acid substitution
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expressing cell lines. Free style CHO expression medium (Invitrogen) containing 8 mM L-Glutamine (Invitrogen) was
used for subculturing cells and the cells were cultured by shaking under the conditions of 37°C in the presence of 5% CO..
[0365] 25 ug of the mutated human CRTH2 with amino acid substitution expression vector prepared in (1) described
above was dissolved in 400 pL of Opti-Pro SFM (Invitrogen) and 25 pL of a Freestyle MAX Reagent (Invitrogen) was
dissolved in 400 pL of Opti-Pro SFM and each of them were allowed to stand at room temperature for 5 minutes. The
two liquids were mixed with each other and allowed to stand at room temperature for 15 minutes. The mixed solution
was added to the CHO-S culture solution and the cells were cultured for 24 hours, thereby obtaining cell lines which
express mutated human CRTH2 with amino acid substitution.

(3) Analysis of reactivity of obtained antibody using cells which express mutated human CRTH2 with amino acid sub-
stitution

[0366] The CHO-S cells which express mutated human CRTH2 with amino acid substitution established in (2) were
washed with SM, seeded in a 96-well plate such that one well has 2x 105 cells, and centrifuged at 1700 rpm for 2 minutes.
After the supernatant was removed, chLym2, LVOHV1, the anti-human CRTH2 antibody hu19A2 v52, hu8B1 v1, ch3C12,
or ch31A5 prepared in Example 9, or a commercially available anti-human CRTH2 antibody BM16 (Santa Cruz) prepared
to have a concentration of 10 ng/mL using SM was added thereto to cause a reaction at 4°C for 1 hour.

[0367] After the cells were washed, goat anti-Human IgG Alexa 647 (Molecular Probes) diluted with SM was added
to wells to which chLym2, LVOHV1, hul9A2 v52, hu8B1 v1, ch3C12, or ch31A5 was added and goat anti-Rat IgG Alexa
647 (Molecular Probes) diluted with SM was added to wells to which BM16 was added at a final concentration of 10
prg/mL to cause a reaction at 4°C for 1 hour.

[0368] After the reaction, the cells were washed and suspended with SM, and the fluorescent intensity was analyzed
by flow cytometry (BD Biosciences, FACS Cantoll). At the time of analysis, positive cells of Azami-Green were subjected
to gating from the whole cells and the reactivity of each antibody to this population was analyzed.

[0369] Moreover, in order to correct the expression level between mutants, the relative fluorescent intensity was
calculated by dividing the fluorescent intensity of Alexa647 resulting from the binding of each antibody by the fluorescent
intensity of Azami-Green added to the C terminal region and set as the reactivity of each antibody. Then, the relative
fluorescentintensity regarding the cells which express mutated human CRTH2 with amino acid substitution were analyzed
for each antibody when the fluorescent intensity of each antibody with respect to the wild-type human CRTH2-expressing
cells was set to 100%.

[0370] As the result, it was found that the reactivity of humanized Lym2 antibody LVOHV1 against the cells which
express mutated human CRTH2 with amino acid substitution of P12A, L14A, and E15A; D177A, G178A, and R179A;
1180A and M181A; Y183A, Y184A, and N185A; L187A, L188A, and L189A; G192A; D194A; R195A; or D196A and
T198A was lost as shown in Figs. 4 to 7.

[0371] In addition, it was found that the reactivity of the chimeric Lym2 antibody chLym2 against cells which express
mutated human CRTH2 with amino acid substitution of D171A, T172A, and 1173A was additionally lost. Since the
reactivity of the humanized Lym2 antibody LVOHV1 against the cells which express mutated human CRTH2 with amino
acid substitution containing D171A, T172A, and 1173A was greatly decreased, it was suggested that both of LV1HVO0
and cLym2 bind to the same epitope.

[0372] On the other hand, since the reactivity of other anti-human CRTH2 antibodies compared this time against cells
which express mutated human CRTH2 with amino acid substitution at different site from the site in regard to the anti-
human CRTH2 antibody of the present invention was significantly decreased, it was found that other existing anti-human
CRTH2 antibodies recognize epitopes different from the antibodies of the present invention.

[0373] In addition, as a result of evaluating the reactivity against each cells which express mutated human CRTH2
with amino acid substitution, since the reactivity of the existing anti-human CRTH2 antibodies against cells which express
mutated human CRTH2 with amino acid substitution containing G192A or D194A was not decreased and only the
reactivity of the antibodies of the present invention against the cells was decreased, the anti-human CRTH2 antibody
of the present invention was found to bind to an epitope comprising at least one amino acid residue of Gly192 and
Asp194 of human CRTH2.

[Example 11]

Evaluation of reactivity against human eosinophils

[0374] To human peripheral blood collected by adding a heparin sodium injection liquid, the same amount of physio-
logical saline for injection as the human peripheral blood was added thereto and mixed with each other. 15 mL of Ficoll-

Paque PREMIUM 1.084 (GE Healthcare) was added to a 50 mL centrifuge tube, 30 mL of the above described human
peripheral blood diluted with physiological saline was overlaid thereon, and centrifugation was performed at room tem-
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perature and 1500 rpm for 30 minutes.

[0375] After the centrifugation, half the amount of the plasma layer, the mononuclear cell layer, and the Ficoll layer
was removed by an aspirator and the platelet adhering to a wall between centrifuges was removed using sterilized swab.
Thereafter, 27 mL of sterilized ice water was dispensed to each tube for hematolysis for 30 seconds.

[0376] Next, 3 mL ofanice-cold 10XPIPES buffer solution [a solution obtained by dissolving 32.15 g of sodium chloride
(Wako Pure Chemical Industries), 1.85 g of potassium chloride (NACALAI TESQUE, Inc.), 38 g of PIPES (piperazine-
1,4-bis(2-ethanesulfonic acid, NACALAI TESQUE, Inc.), and 8.4 g of sodium hydroxide (NACALAI TESQUE, Inc.) in
500 mL of distilled water] was added thereto to bring back to isotonicity and the resultant was centrifuged at 4°C and
1200 rpm for 5 minutes. After the centrifugation, the supernatant was aspirated, 2 mL of 1XPIPES buffer solution [a
solution obtained by diluting the 10XPIPES buffer solution 10 times with distilled water] was added, and then the cell
pellet was loosened.

[0377] The hematolysis operation was repeated again and the obtained cell pellet was washed twice with a solution
obtained by adding a MACS BSA Stock Solution (Miltenyi Biotec) to an autoMACS Rinsing Solution (Miltenyi Biotec)
(hereinafter, abbreviated as a MACS buffer).

[0378] After the number of cells was counted, eosinophils were isolated by a negative selection method using CD16
MicroBeads, human (Miltenyi Biotec) according to the attached instructions.

[0379] The isolated cells were washed with SM, seeded in a 96-well plate such that one well has 1x105 cells, and
centrifuged at 2000 rpm for 2 minutes. After the supernatant was removed, Lym2 antibody and commercially available
CRTH2 antibody BM16 (Santa Cruz), or 301108 (R&D) which were diluted with SM, were added at each final concen-
trations of 10, 3.3, 1.1, 0.37, and 0.12 pg/mL to cause a reaction at 4°C for 1 hour.

[0380] After the cells were washed, CELL LAB Mouse Anti-Rat Kappa (kappa light chain specific) FITC (Beckman
Coulter Inc.) diluted with SM was added to wells to which Lym2 antibody or BM16 was added and CELL LAB Goat Anti-
Mouse IgG (y chain specific) Fluorescein (FITC) Conjugate (Beckman Coulter Inc.) diluted with SM was added to wells
to which 301108 was added at a final concentration of 10 ng/mL respectively to cause a reaction at 4°C for 1 hour. The
cells were washed again and suspended with SM, and the fluorescent intensity was analyzed by flow cytometry (BD
Biosciences, FACS Cantoll).

[0381] As the result, it was found that the rat anti-human CRTH2 antibody Lym2 exhibits stronger reactivity against
human eosinophils than commercially available rat anti-human CRTH2 antibody BM16 and mouse anti-human CRTH2
antibody 301108 (Fig. 8).

[Example 12]
Reactivity of chLym2 against human basophils

[0382] To human peripheral blood collected by adding a heparin sodium injection liquid, the same amount of physio-
logical saline for injection as the human peripheral blood was added and mixed with each other. 15 mL of Ficoll-Paque
PREMIUM 1.084 (GE Healthcare) was added to a 50mL centrifuge tube, 30 mL of the human peripheral blood diluted
with physiological saline was overlaid thereon, and centrifugation was performed at room temperature and 1500 rpm
for 30 minutes.

[0383] After the centrifugation, the mononuclear cell layer was recovered using a pipette and washed twice with an
MACS buffer. After the number of cells was counted, basophils were isolated by a negative selection method using
Basophil Isolation Kit Il, human (Miltenyi Biotec) according to the attached instructions.

[0384] After the isolated cells were washed with SM, the isolated cells were seeded in a 96-well plate such that one
well has 5x104 cells, and centrifuged at 2000 rpm for 2 minutes. After the supernatant was removed, the cells were
suspended with 100 pL of SM, and chLym2 or the isotype control antibody described in Example 8 labeled using Zenon
Alexa Fluor 647 Human IgG Labeling Kit (Molecular Probes) according to the attached instructions were added at a final
concentration of 10 wg/mL to cause a reaction at 4°C for 1 hour. After the cells were washed, the cells were suspended
with SM, and the fluorescent intensity was analyzed by flow cytometry (BD Biosciences, FACS Cantoll).

[0385] As the result, it was found that chLym2 has reactivity against human basophils (Fig. 9). Accordingly, it was
found that the chimeric anti-human CRTH2 antibody cLym2 of the present invention binds to basophils.

[Example 13]
Reactivity of humanized Lym2 antibody against human CD4-positive T-cells
[0386] In the same manner as in Example 12, a cell suspension of a mononuclear cell layer prepared using Ficoll-

Paque PREMIUM (GE Healthcare) in place of Ficoll-Paque PREMIUM 1.084 was seeded in a 96-well plate at 100
pL/well, and humanized Lym2 antibody LVOHV 1 which was biotin-labeled using EZ-Link Sulfo-NHS-LC-Biotin according
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to the attached instructions was added, No-Weigh Format (PIERCE) at a final concentration of 10 ng/mL to cause a
reaction at 4°C for 1 hour.

[0387] After the cells were washed, streptavidin diluted with SM at a final concentration of 10 wg/mL and Alexa Fluor
647 conjugate (Molecular Probes), FITC anti-human CD3 Antibody (Biolegend Inc.) and CD4 Antibody, Clone SK3, PE-
Conjugated (stem cell technology) in the amount described in the attached instructions were added thereto to cause a
reaction at 4°C for 1 hour.

[0388] Afterthe cells were washed again, the cells were suspended by SM, and the fluorescent intensity was analyzed
by flow cytometry (BD Biosciences, FACS Cantoll). Analysis was carried out by showing the fluorescent intensity of
fluorescent staining resulting from humanized Lym2 antibody LVOHV1 on the vertical axis and the fluorescent intensity
of fluorescent staining resulting from the CD4 antibody on the horizontal axis with respect to a cell group fractionated
lymphocytes using FSC-SSC deployment and fractionated by CD3 positive cells and CD4 positive cells. In this manner,
the percentage of fractions in the CD3-positive CD4-positive cells to which the humanized Lym2 antibody LVOHV1
reacted was calculated. As the result, humanized Lym2 antibody LVOHV1 reacted to approximately 2% to 3% of T cell
fractions of the CD3-positive CD4-positive cells (Fig. 10).

[Example 14]
Cytotoxic activity against eosinophils and basophils

[0389] A cell suspension prepared in the same manner as in Example 8 was seeded in a 96-well plate at 95 pL/well,
test antibodies were added thereto at each of final concentrations of 1000, 10, 3, 1, 0.3, and 0.1 ng/mL to cause a
reaction in a 5% CO, incubator at 37°C for 20 hours. As the test antibodies, humanized Lym2 antibody LVOHV1, and
the anti-human CRTH2 antibody hu19A2 v52, hu8B1 v1, ch3C12, and ch31A5 prepared in Example 9 were used. The
anti-DNP IgG1 antibody was used as an isotype control antibody.

[0390] 100 pL of SM was respectively added to each well after the reaction, 20 pL of CountBright Absolute Counting
Beads, for flow cytometry (Molecular Probes) was added to each well as control beads, and the resultant was centrifuged
at 4°C and 2000 rpm for 2 minutes, and then the supernatant was removed. The resultant was washed twice with SM,
10000 p.g/mL of IgG from human serum (Sigma-Aldrich Co. LLC) diluted with SM was added at 100 p.L/well to cause a
reaction at 4°C for 30 minutes. The rest was carried out in the same manner as in Example 8.

[0391] As the result, both eosinophils and basophils were removed by the humanized anti-human CRTH2 antibody
LVOHV1 in an antibody concentration-dependent manner. In a case of existing anti-human CRTH2 antibody ch3C12,
the activity of removing the cells was weaker than the activity of humanized anti-human CRTH2 antibody LVOHV1 [Figs.
11(A) and 11(B)]. Therefore, it is suggested that the anti-human CRTH2 antibody of the present invention can exhibit
therapeutic effects targeting eosinophils or basophils which express CRTH2.

[Example 15]
Cytotoxic activity against Th2 cells

[0392] The mononuclear cell layer prepared in the same manner as in Example 13 was washed twice with RPMI-1640
(Wako Pure Chemical Industries) to which 1/10 volume FBS (GIBCO Inc.), 200 mM-L-Glutamine Stock Solution (NA-
CALAI TESQUE, Inc.), 10 mM MEM Non-Essential Amino Acids Solution (GIBCO Inc.), 100 mM Sodium Pyruvate
(GIBCO Inc.), 1 M HEPES Buffer Solution (GIBCO Inc.), and 1/100 volume Penicillin-Streptomycin, Liquid (GIBCO Inc.)
were added [hereinafter, referred to as peripheral blood mononuclear cell (PBMC) culture medium], thereby preparing
a 1x107 cells/mL cell suspension.

[0393] The prepared cell suspension was seeded in a 96-well plate at 100 pL/well, chLym2 antibody, the humanized
anti-human CRTH2 antibody LVOHV1 or the isotype control antibody described in Example 8 was added thereto at a
final concentration of 10 wg/mL to cause a reaction in a 5% CO, incubator at 37°C for 20 hours.

[0394] The cells after the reaction were washed 7 times with a PBMC culture medium to remove the test antibodies
thoroughly. Thereafter, the cells were suspended with 100 pL of PBMC culture medium and seeded in a plate in which
anti-CD3 antibody OKT3 (Abcam plc.) was immobilized at a concentration of 1 wg/mL. Next, an anti-CD28 antibody (BD
Biosciences) prepared to have a concentration of 2 ug/mL was added thereto at 100 pL/well to cause a reaction in a
5% CO, incubator at 37°C for 3 days.

[0395] The supernatant after the reaction was recovered, and cytokine in the supernatant was quantified using Human
IFN-y Flex Set (BD Biosciences), Human IL-5 Flex Set (BD Biosciences), and Human IL-13 Flex Set (BD Biosciences)
according to the attached instructions.

[0396] As the result, production of IL-5 and IL-13 which are Th2 cytokine was reduced by the chimeric anti-human
CRTH2 antibody chLym2 and the humanized anti-human CRTH2 antibody LVOHV1, but production of IFN-y which is
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Th1 cytokine was not changed. In other words, it was suggested that the antibodies of the present invention selectively
remove Th2 cells [Figs. 12(A) and 12(B)]. Therefore, it was suggested that the anti-human CRTH2 antibody of the
present invention was able to exhibit therapeutic effects targeting the Th2 cells.

[Example 16]
Evaluation of reactivity in presence of ligand (293 EBNA)

[0397] Human CRTH2-expressing 293 EBNA cells were established by introducing the human CRTH2 gene expression
pAMoh vector prepared in Example 1-(1)-(ii) into 293 EBNA cells (Invitrogen) using Fugene 6 (Promega Corporation)
and selecting drug-resistant cells by culture medium formed of 10% FBS, 0.25 mg/mL of G418 (NACALAI TESQUE,
Inc.), 100 pwg/mL of penicillin, 100 U/mL of streptomycin (NACALAI TESQUE, Inc.), and 300 wg/mL of hygromycin B
(Wako Pure Chemical Industries) in DMEM.

[0398] The human CRTH2-expressing 293 EBNA cells were peeled using 0.02% EDTA solution (NACALAI TESQUE,
Inc.), washed with PBS, and suspended with the above-described culture medium. Next, the cells were seeded in a 96-
well plate at 1 105 cells/90 wL/welland DKPGD2 (Cayman Chemical) was added thereto at a final concentration of 10 M.
[0399] After the plate was allowed to stand in a 5% CO, incubator at 37°C for 15 minutes, the humanized Lym2
antibody LVOHV1, the known anti-human CRTH2 antibody hu19A2 v52, hu8B1 v1, ch3C12, ch31A5, BM16 (Santa
Cruz), or 301108 (R&D) at each of final concentrations of 0.3, 1, and 3 pg/mL were added thereto to cause a reaction
at room temperature for 30 minutes.

[0400] After the cells were washed 5 times with SM, 10 wg/mL of goat anti-Human IgG Alexa 647 (Molecular Probes)
diluted with SM was added to wells to which LVOHV1, hu19A2 v52, hu8B1 v1, ch3C12, or ch31A5 was added, 10 pg/mL
of goat anti-Rat IgG Alexa 647 (Molecular Probes) diluted with SM was added to wells to which BM16 was added, and
10 ng/mL of goat anti-Mouse IgG Alexa 647 (Molecular Probes) diluted with SM was added to wells to which 301108
was added at a final concentration of 10 pg/mL to cause a reaction at 4°C for 40 minutes. After the cells were washed
again, the cells were suspended with SM, and the fluorescent intensity was analyzed by flow cytometry (BD Biosciences,
FACS Cantoll).

[0401] As the result, in a case of existing anti-human CRTH2 antibodies, binding to human CRTH2-expressing cells
decreased in the presence of DKPGD2 which is a human CRTH2 ligand as shown in Figs. 13(A) to (C). On the other
hand, in a case of the humanized Lym2 antibody LVOHV1, binding to the human CRTH2-expressing cells was almost
not decreased even at any of the antibody concentrations examined.

[0402] That s, it was found that the antibodies of the present invention exhibit high reactivity even in the presence of
high concentration of the ligand. Therefore, the anti-human CRTH2 antibody of the present invention can bind to the
human CRTH2-expressing cells even in the presence of a ligand with the reactivity comparable to the reactivity in the
absence of a ligand and this suggests that the anti-human CRTH2 antibody of the present invention is a useful antibody
which can act on the human CRTH2-expressing cells.

[Example 17]
Analysis of reactivity against differentiation-induced human mast cells

[0403] Mast cells were prepared according to the method described in Nature Protocols 2006, 1 (4), 2178 to 2183.
The mast cells after 11 weeks from the start of differentiation induction were washed with SM and seeded in a 96-well
plate such that each well had 5x104 cells, and PE anti-human CD203¢ (E-NPP3) Antibody (Biolegend Inc.), Brilliant
Violet 421 (trademark) anti-human CD117 (c-kit) Antibody (Biolegend Inc.), and Anti-Human Fc epsilon Receptor | alpha
(FceR1) PE (eBioscience) were added thereto to cause a reaction at 4°C for 1 hour. After the cells were washed again,
the cells were suspended with SM, and the fluorescent intensity was analyzed by flow cytometry (BD Biosciences, FACS
Cantoll).

[0404] As the result, it was confirmed that the differentiation-induced mast cells expressed all of CD203c, CD117, and
FceRI which are mast cell surface markers.

[0405] Human IgE obtained by recombining a constant region of the anti-DNP IgG1 antibody with IgE type was added
to the mast cell culture solution after 15 weeks from the start of differentiation induction at a final concentration of 10
pg/mL to cause a reaction in a 5% CO, incubator at 37°C for 3 days.

[0406] The mast cells after the reaction were washed twice with IMDM (GIBCO Inc.) to which 100 pwg/mL of penicillin,
100 U/mL of streptomycin (NACALAI TESQUE, Inc.), and 55 uM B-ME (GIBCO Inc.) were added (hereinafter, abbreviated
as a basic culture medium) and suspended with 4 mL of basic culture medium, and rabbit polyclonal anti human IgE
antibody (Dako) at a final concentration of 10 wg/mL was added thereto, and then the suspension was allowed to rotate
using MACS mix tube rotator (Miltenyi Biotec) to cause a reaction in a 5% CO, incubator at 37°C for 1 hour.
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[0407] The cells after the reaction were washed twice with SM, seeded in a 96-well plate such that each well had
5x 104 cells, and centrifuged at 2000 rpm for 2 minutes. The supernatant was removed, 10000 pg/mL of IgG from human
serum (Sigma-Aldrich Co. LLC) diluted with SM was added at 100 pL/well to cause a reaction at 4°C for 30 minutes,
and humanized anti-human CRTH2 antibody LVOHV1, anti-human CRTH2 antibody hu19A2 v52, ch8B1, ch3C12, or
ch31A5, each of which was biotin-labeled using EZ-Link Sulfo-NHS-LC-Biotin, No-Weigh Format (PIERCE) according
to the attached instructions, or non-labeled commercially available anti-human CRTH2 antibody BM16 (Santa Cruz
Biotechnology), or 301108 (R&D) was added thereto at a final concentration of 10 pwg/mL to cause a reaction at 4°C for
1 hour.

[0408] Itshould be noted that Purified Rat IgG2a, « Isotype Ctrl Antibody (BioLegend Inc.) was used for BM16, Negative
Control Mouse 1gG2a (Dako) was used for 301108, and the anti-DNP IgG1 antibody was used for other antibodies, as
isotype control antibodies.

[0409] After the cells were washed, streptavidin, Alexa Fluor 647 conjugate (Molecular Probes) diluted with SM was
added to wells to which biotin-labeled LVOHV1, hu19A2 v52, ch8B1 v1, ch3C12, or ch31A5 was added, goat anti-Rat
IgG Alexa 647 (Molecular Probes) diluted with SM was added to wells to which BM16 was added, and goat anti-Mouse
IgG Alexa 647 (Molecular Probes) diluted with SM was added to wells to which 301108 was added at a final concentration
of 10 ng/mL to cause a reaction at 4°C for 40 minutes. After the cells were washed again, the cells were suspended
with SM, and the fluorescent intensity was analyzed by flow cytometry (BD Biosciences, FACS Cantoll).

[0410] Asthe result, as shown in Fig. 14, hu19A2 v52 exhibited reactivity against mast cells, but antibodies other than
hu19A2 v52 (including LVOHV1) did not exhibit reactivity.

[Example 18]
Analysis of reactivity against differentiation-induced Th1
(1) Separation of naive T cells from PBMC

[0411] Healthy person-derived frozen PBMC (Allcells, LLC.) was washed once with 20 mL of PBMC culture medium
containing 50 L of DNase | recombinant, RNase-free (Roche Diagnostics K.K.), suspended with 20 mL of PBMC culture
medium containing 50 pL of DNase | recombinant, RNase-free, and allowed to stand in a 5% CO, incubator at 37°C for
2 hours.

[0412] Thereafter, the cells were washed twice with the MACS buffer described in Example 11 and naive CD4-positive
T-cells were isolated by a negative selection method using Naive CD4* T Cell Isolation Kit Il human (Miltenyi Biotec)
according to the attached instructions. The negative selection was performed twice in order to improve purity of the naive
CD4-positive T-cells.

(2) Differentiation of Th1 cells from naive CD4-positive T-cells

[0413] According to the method described in J Immunol, 2002. 169(5): p. 2498 to 2506, the naive CD4-positive T-cells
separated were suspended with RPMI1640 (GIBCO Inc.) to which 10% FBS (GIBCO Inc.) and 2 mM glutamic acid
(NACALAI TESQUE, Inc.) were added (hereinafter, abbreviated as a culture medium) at 1x108 cells/mL and seeded
in a plate in which anti-CD3 antibody OKT3 (Abcam plc.) was immobilized at a concentration of 1 ug/mL, and anti-CD28
antibody (BD Biosciences) at a final concentration of 2 pug/mL, recombinant human IL-12 (PeproTech Inc.) at a final
concentration of 100 ng/mL, recombinant human IL-2 (PeproTech Inc.) at a final concentration of 10 ng/mL, and anti-
IL-4 antibody (BD Biosciences) at a final concentration of 5 pg/mL were added thereto to cause a reaction ina 5% CO,
incubator at 37°C for 4 days as a stimulation process.

[0414] Thereafter, the cells were recovered, the supernatant was removed by centrifugation, and as a growth process,
the cells were suspended with of culture medium up to 1x 108 cells/mL, and then recombinant human IL-12 (PeproTech
Inc.) atafinal concentration of 100 ng/mL, recombinant human IL-2 (PeproTech Inc.) at a final concentration of 10 ng/mL,
and an anti-IL-4 antibody (BD Biosciences) at a final concentration of 5 wg/mL were added thereto to cause a reaction
in a 5% CO, incubator at 37°C for 3 days.

[0415] The differentiation-induced Th1 cells were established by repeating the stimulation process and the growth
process three times.

(3) Analysis of cytokine production from differentiation-induced Th1 cells
[0416] Phorbol 12-myristate 13-acetate (Sigma-Aldrich Co. LLC) at a final concentration of 20 ng/mL, lonomycin

calcium salt from Streptomyces (Sigma-Aldrich Co. LLC) at a final concentration of 1 ng/mL, and Brefeldin A from
Penicillium brefeldianum (Sigma-Aldrich Co. LLC) at a final concentration of 10 wg/mL were added to the culture solution
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containing differentiation-induced Th1 cell prepared in (2) to cause a reaction in a 5% CO, incubator at 37°C for 6 hours.
Thereafter, the cells were seeded in a 96-well plate at 2x 105 cells/well and washed with PBS (NACALAI TESQUE, Inc.).
[0417] Next, the dead cells were stained using LIVE/DEAD Fixable Aqua Dead Cell Stain Kit, for 405 nm excitation
(Molecular Probes) according to the attached instructions and washed twice with PBS, the supernatant was removed
and a reaction using a Fixation Buffer (BD Biosciences) was performed at 4°C for 45 minutes.

[0418] Afterthe reaction, the cells were washed once with PBS and twice with 1 XPerm/Wash buffer (BD Biosciences),
and a PEanti-human IFN-y Antibody (Biolegend Inc.) at a final concentration of 2.5 pL, an APC anti-human IL-4 Antibody
(Biolegend Inc.) at a final concentration of 5 L, anti-IL-5 antibodies APC (Miltenyi Biotec) at a final concentration of 10
pL, and an APC anti-human IL-13 Antibody (Biolegend Inc.) at a final concentration of 20 L were added thereto to
cause a reaction at 4°C for 30 minutes.

[0419] Thereafter, the cells were washed twice with 1 XPerm/Wash buffer and suspended with SM, and the fluorescent
intensity was analyzed by flow cytometry (BD Biosciences, FACS Cantoll).

[0420] As the result, it was confirmed that the differentiation-induced Th1 was a cell population in which IL-4/5/13 was
negative and 90% thereof was IFNy positive and it produced Th1 cytokine selectively.

(4) Analysis of reactivity of anti-human CRTH2 antibody against differentiation-induced Th1 cells

[0421] The differentiation-induced Th1 cells established in (2) were washed with SM, seeded in a 96-well plate such
that one well has 5x 104 cells, and centrifuged at 2000 rpm for 2 minutes. After the supernatant was removed, the rat
anti-human CRTH2 antibody Lym2, a known anti-human CRTH2 antibody BM16 (Santa Cruz Biotechnology), or 301108
(R&D), each of which were diluted with SM, was added thereto at 10 pg/mL to cause a reaction at 4°C for 1 hour.
[0422] RatlgG2b, kappa monoclonal [RTK4530]-BSA/Azide free (Abeam plc.) was used for Lym2, Purified Rat IgG2a,
k Isotype Ctrl Antibody (BioLegend Inc.) was used for BM16, and Negative Control Mouse IgG2a (Dako) was used for
301108, as isotype control antibodies.

[0423] After the cells were washed, 10 wg/mL of CELL LAB Mouse Anti-Rat Kappa (kappa light chain specific) FITC
(Beckman Coulter Inc.) diluted with SM was added to wells to which Lym2 antibody or BM16 was added, 10 pg/mL of
CELL LAB Goat Anti-Mouse IgG (y chain specific) Fluorescein (FITC) Conjugate (Beckman Coulter Inc.) diluted with
SM was added to wells to which 301108 was added at a final concentration of 10 wg/mL to cause a reaction at 4°C for
1 hour. After the cells were washed again, the cells were suspended with SM, and the fluorescent intensity was analyzed
by flow cytometry (BD Biosciences, FACS Cantoll).

[0424] As the result, the rat anti-human CRTH2 antibody Lym2 and the commercially available rat anti-human CRTH2
antibody BM16 did not exhibit reactivity against the differentiation-induced Th1 as shown in Fig. 15. On the other hand,
the commercially available mouse anti-human CRTH2 antibody 301108 exhibited reactivity against the differentiation-
induced Th1.

[0425] Therefore, itwas found that the anti-human CRTH2 antibody of the present invention reacts against eosinophils,
basophils, and Th2 cells, but it doesn’treact against Th1 cells. Further, it was found that 301108 non-specifically exhibited
reactivity against cells other than the CRTH2-expressing cells.

[Example 19]
Evaluation of antagonist activity of Lym2 antibody using shape change of human eosinophils as index

[0426] Eosinophils were separated from human peripheral blood in the same manner as in Example 11. The isolated
human eosinophils were suspended with Dulbecco’s phosphate buffered saline (hereinafter, referred to as D-PBS (-))
(NACALAI TESQUE, Inc.) and performed a reaction in a 5% CO, incubator at 37°C for 1 hour and 30 minutes. Thereafter,
the cells were seeded in a 96-well plate at 2105 cells/well using 10% FBS-containing RPMI1640. Next, an isotype
control antibody [CELL LAB Rat IgG2b Isotype Control (Beckman Coulter Inc.)] at a final concentration of 10 pwg/mL or
Lym2 antibody; or small molecular CRTH2 antagonist OC000459 (Cayman Chemical) at a final concentration of 10 uM
as a positive control, was added thereto to cause a reaction in a 5% CO, incubator at 37°C for 30 minutes.

[0427] Next, DKPGD2 (Cayman Chemical) at each of final concentrations of 0.1, 1, 10, 100, and 1000 nM was added
thereto to cause a reaction in a 5% CO, incubator at 37°C for 60 minutes. After the reaction, the cells were washed
twice with ice-cold PBS, Fixation Buffer (BD Biosciences) was added at 200 pL/well, and the resultant was suspended
well and allowed to stand at 4°C for 30 minutes. After that, the cells were washed twice with SM, and shape change of
eosinophils was analyzed by flow cytometry (BD Biosciences, FACS Cantoll).

[0428] The shape change of eosinophils was analyzed based on an increase in Forward Scatter Light (FSC) plot which
is an index of the cell size, the cell surface area, or the cell diameter in the analysis using flow cytometry and the
percentage (%) of eosinophils detected in the gate of high FSC was calculated based on the FSC of DKPGD2-untreated
eosinophils.
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[0429] Astheresult, human CRTH2 ligand DKPGD2 induced shape change of eosinophils in a concentration-depend-
ent manner as shown in Fig. 16, but small molecular CRTH2 antagonist OC000459 inhibited DKPG2-dependent shape
change of eosinophils. On the other hand, both of the anti-human CRTH2 antibody Lym2 of the present invention and
the isotype control antibody didn’t inhibit DKPGD2-dependent shape change of eosinophils. That is, it was suggested
that the anti-human CRTH2 antibody of the present invention does not have antagonist activity.

[Example 20]
Evaluation of agonist activity of Lym2 antibody using shape change of human eosinophils as index

[0430] In the same experimental system as in Example 19 described above, rat anti-human CRTH2 antibody Lym2
at each final concentration of 0, 0.01, 0.1, 1, and 10 pg/mL was added and a reaction was performed for 1 hour and
shape change of eosinophils was analyzed.

[0431] Astheresult, it was shown that Lym2 antibody doesn’t cause the shape change of eosinophils at a concentration
of 0 to 10 pg/mL as shown in Fig. 17. That is, it was suggested that the anti-human CRTH2 antibody of the present
invention does not have agonist activity.

[Example 21]

Evaluation of agonist activity and antagonist activity, and ligand-induced signal enhancing activity of anti-human CRTH2
antibody using shape change of human eosinophils as index

[0432] Eosinophils were separated from human peripheral blood in the same manner as in Example 11. In this case,
the step of adding the same amount of physiological saline for injection as the blood to the blood was omitted and the
eosinophils were directly overlaid on Ficoll-Paque PREMIUM 1.084 (GE Healthcare). The isolated human eosinophils
were suspended with D-PBS (-) (NACALAI TESQUE, Inc.) and a reaction was performed in a 5% CO, incubator at 37°C
for 1 hour and 30 minutes.

[0433] Thereafter, the cells were seeded in a 96-well plate at 0.7 X105 cells/well using 10% FBS-containing RPMI1640.
Next, an isotype control antibody, the humanized Lym2 antibody LVOHV1, the anti-human CRTH2 antibody hu19A2
v52, ch8B1, ch3C12, or ch31A5 prepared in Example 9, or the commercially available anti-human CRTH2 antibody
BM16 (Santa Cruz Biotechnology), or 301108 (R&D) was added thereto at a final concentration of 10 ng/mL to cause
a reaction in a 5% CO, incubator at 37°C for 30 minutes.

[0434] Itshould be noted that Purified Rat IgG2a, « Isotype Ctrl Antibody (BioLegend Inc.) was used for BM16, Negative
Control Mouse 1gG2a (Dako) was used for 301108, and the anti-DNP IgG1 antibody was used for other antibodies, as
isotype control antibodies.

[0435] Next, RPMI1640 containing either DKPGD2 (Cayman Chemical) or 10%FBS-was added thereto at a final
concentration of 100 nM to cause a reaction in a 5% CO, incubator at 37°C for 60 minutes. After the reaction, the cells
were washed twice with ice-cold PBS, Fixation Buffer (BD Biosciences) was added at 100 pL/well, and the resultant
was suspended well and allowed to stand at 4°C for 30 minutes. The cells were washed twice with SM, and the shape
change of eosinophils was analyzed in the same manner as in Example 19.

[0436] As the result, a tendency of slight shape change was observed in the case of hu19A2 v52 in regard to shape
change caused by the treatment of the anti-human CRTH2 antibody in the absence of a ligand as shown in Figs. 18(A)
to 18(C). However, there were no antibody which caused strong shape change and it is suggested that all antibodies
do not have agonist activity.

[0437] Further,inregard to shape change caused by the treatment of anti-human CRTH2 antibody under the conditions
of DKPGD2 treatment, since shape change induced by DKPGD2 was suppressed by the treatment of ch8B1, ch3C12,
and ch31A5, it was suggested that these antibodies have antagonist activity. These results are consistent with the
findings of the prior patent document (Pamphlet of International Publication N0.2014/144865).

[0438] On the other hand, hu19A2 v52 and BM16 enhanced the shape change induced by DKPGD2. Particularly, it
was found that hu19A2 v52 enhanced the shape change induced by 100 nM of DKPGD2 up to approximately twice.
[0439] As described above, since shape change is not induced by hu19A2 v52 and BM16 antibody in the absence of
the ligand, it was suggested that these antibodies have signal-enhancing activity wherein the signal is caused by DKPGD2
which is a CRTH2 ligand.

[0440] Ontheotherhand, since LVOHV1 and 301108 do not affect shape change under the both conditions of presence
and absence of DKPGD2 as similar to the isotype control antibody, it was suggested that LVOHV1 and 301108 do not
have signal enhancing activity wherein the signal is caused by DKPGD2.

[0441] The anti-human CRTH2 antibody of the present invention is preferable in that it does not block or enhance a
physiological signal.
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[Example 22]

Evaluation of reactivity of CRTH2 monoclonal antibody with respect to conformation change accompanied by transition
of CRTH2 activation state

(1) Preparation of horseradish peroxidase (HRP)-labeled antibody

[0442] Humanized Lym2 antibody LVOHV1 and hul9A2 v52 were directly labeled with HRP using Peroxidase Labeling
Kit-NH2 (Dojindo Molecular Technologies, Inc.) according to the attached document and diluted to 1 mg/mL with D-PBS
(-) (NACALAI TESQUE, Inc.).

(2) Preparation of membrane fractions of human CRTH2-expressing cells

[0443] The human CRTH2-expressing CHO/DG44 cells established in Example 1 were peeled using 0.02% EDTA
solution (NACALAI TESQUE, Inc.) and the cells were washed with D-PBS (-) cooled to 4°C. The membrane fractions
were prepared using Minute Plasma Membrane Protein Isolation Kit (Invent Biotechnologies) according to the attached
document.

(3) Evaluation of reactivity of anti-human CRTH2 antibody against membrane fractions of human CRTH2-expressing cells

[0444] 50 mM Tris-HCI buffer pH 7.4 (NACALAI TESQUE, Inc.) to which 50 mM HEPES (GIBCO Inc.), 5 mM MgCl,
(NACALAI TESQUE, Inc.), 100 mM NaCl (NACALAI TESQUE, Inc.), and 1 mM EDTA (Invitorgen) were added (here-
inafter, referred to as an ELISA reaction solution) was added to the membrane fractions prepared in (2) to have a
concentration of 1 mg/mL, and the mixture was added to PROTEOSAVE 1.5 mL Microtubes (Sumitomo Bakelite Co.,
Ltd.) at 50 p.L/tube.

[0445] Next, an ELISA reaction solution to which 500 uM GTPyS (Roche Diagnostics K.K.) or 500 wuM GDP (Sigma-
Aldrich Co. LLC) was added was added to the microtubes at 50 pL/tube for incubation at 30°C for 1 hour.

[0446] Subsequently, IgG from human serum (Sigma-Aldrich Co. LLC) diluted to 10 mg/mL with D-PBS (-) and 30%
w/v BSA-PBS fatty acid free (Wako) were respectively added to the microtubes at 50 pL/tube for incubation at 30°C for
30 minutes.

[0447] Next, HRP-labeled LVOHV1 or hu19A2 v52 prepared in (1) described above was diluted to 5 pg/mL with the
ELISA reaction solution and added to the microtubes at 50 pL/tube for incubation at 30°C for 1 hour. In this manner, the
antibody reaction against membrane fractions was carried out. The supernatant was removed after centrifugation at 4°C
for 30 minutes at 16000 g.

[0448] Thereafter, an ELISA reaction solution to which 100 wM GTPyS was added was added to tubes to which GTPyS
was originally added and an ELISA reaction solution to which 100 wM GDP was added was added to tubes to which
GDP was originally added respectively by 1 mL/tube. The supernatant was removed after centrifugation at 4°C for 30
minutes at 16000 g again. After the same procedure was repeated four times, D-PBS (-) was added at 100 pL/tube and
membrane fractions were sufficiently suspended.

[0449] The suspension was added to a 96-well plate at 30 pL/well, and 1-Step Ultra TMB-ELISA reagent (Thermo
Scientific) was added to 96-well plate at 100 pL/well. After the reaction at room temperature for 10 minutes, 0.5 mol/L
of sulfuric acid (Wako) was added by 100 pL/well to stop the reaction.

[0450] The absorbance at 480 nm was measured by SPECTRA max 340PC and the obtained result was analyzed
using Graphpad Prism (ver. 6.05). Further, Turkey’s multiple comparisons test was adapted and performed together
with a significance difference test.

[0451] As the result, the reactivity of hu19A2 v52 with respect to membrane fractions at the time of GDP treatment
was significantly decreased compared to when GTPyS treatment was carried out (P < 0.0001) as shown in Fig 19. On
the other hand, the reactivity of LVOHV1 was not changed at the time of GTPyS treatment or GDP treatment (p > 0.1).
[0452] Itis known that CRTH2 is a GPCR and in general, GTP binds to GPCR in the activated conformation and GDP
binds to GPCR in the inactivated conformation. As shown from the results described above, since the reactivity of the
anti-human CRTH2 antibody of the present invention against CRTH2 was not changed regardless of the presence or
absence of the treatment of GTPyS which is GTP analog or GDP, the possibility was suggested that the anti-human
CRTH2 antibody is not affected by the conformation change accompanied by activation of CRTH2 and exhibits constant
reactivity.
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[Example 23]
Preparation of Azami-Green fusion human and cynomolgus monkey CRTH2 expression phmAG1-MNLinker vectors
(1) Preparation of Azami-Green fusion human CRTH2 expression phmAG1-MNLinker vector

[0453] The target fragment was amplified by PCR using primer human CRTH2 azami-A (SEQ ID NO: 60) and human
CRTH2 azami-B (SEQ ID NO: 61) from the human CRTH2 gene expression pAMoh prepared in (1)-(ii) of Example 1
and was connected to a vector phmAG1-MNLinker (MBL) using restriction enzymes BamHI and Hindlll, thereby con-
structing an Azami-Green fusion human CRTH2 expression phmAG1 -MNLinker vector.

(2) Preparation of Azami-Green fusion cynomolgus monkey CRTH2 expression phmAG 1-MNLinker vector

[0454] An azami-Green fusion cynomolgus monkey CRTH2 expression phmAG1-MNLinker vector was constructed
in the same manner as in (1) using primer cyno CRTH2 azami-A (SEQ ID NO: 64) and cyno CRTH2 azami-B (SEQ ID
NO: 65) from the cynomolgus monkey CRTH2 expression pMoh vector constructed in the same manner as in (1)-(ii) of
Example 1 using cDNA of cynomolgus monkey CRTH2 which was entirely synthesized (cDNA sequence: SEQ ID NO:
62 and amino acid sequence: SEQ ID NO: 63).

[Example 24]

Establishment of Azami-Green fusion human CRTH2-expressing CHO/DG44 cells and cynomolgus monkey CRTH2-
expressing CHO/DG44 cells

[0455] The human and cynomolgus monkey CRTH2 expression phmAG1-MNLinker vectors prepared in Example 23
was cleaved by restriction enzyme Bsal treatment and then the obtained linear DNA was purified and dissolved in sterile
water. This DNA was introduced to CHO/DG44 cells by an electroporation method and cultured in IMDM culture medium
for 3 days.

[0456] Thereafter, drug-resistant cells were selected by the IMDM selected medium to which 0.5 mg/mL G418 (NA-
CALAITESQUE, Inc.) was added. The selected drug-resistant cells were peeled using a 0.25% Trypsin-EDTA (NACALAI
TESQUE, Inc.), washed with PBS, and suspended by the IMDM selected medium. Subsequently, cell populations
showing Azami-Green fluorescent intensities similar to each other were gated from the human CRTH2-expressing cells
and cynomolgus monkey CRTH2-expressing cells using Cell Sorter SH800 (Sony), sorted out by 1 cell/well, and expan-
sively cultured, to establish Azami-Green fusion human CRTH2-expressing CHO/DG44 cells and cynomolgus monkey
CRTH2-expressing CHO/DG44 cells.

[0457] Inregardto Azami-Green fusion human CRTH2-expressing CHO/DG44 cells and cynomolgus monkey CRTH2-
expressing CHO/DG44 cells, cells were prepared in the same manner as described above and Azami-Green expression
was confirmed using flow cytometry (BD Biosciences, FACS Cantoll). As the result, it was confirmed that the level of
Azami-Green expression was the same in each cells as shown in Fig. 20.

[Example 25]
Evaluation of binding activity of humanized Lym2 antibody LVOHV1against human or cynomolgus monkey CRTH2

[0458] The Azami-Green fusion human CRTH2-expressing CHO/DG44 cells and the cynomolgus monkey CRTH2-
expressing CHO/DG44 cells established in Example 24 were peeled using 0.02% EDTA solution (NACALAI TESQUE,
Inc.), washed with PBS, and suspended with SM. Next, the cells were seeded in a 96-well plate such that each well had
2x105 cells, and humanized Lym2 antibody LVOHV1 or the anti-DNP IgG1 antibody at each of final concentrations
30000, 7500, 1875, 469,117, 29, 7, and 2 ng/mL were added thereto to cause a reaction at 4°C for 40 minutes.
[0459] Atfter the cells were washed three times with SM, goat anti-Human IgG alexa 647 (Molecular Probes) diluted
to a concentration of 10 ng/mL with SM was added thereto at 100 wL/well to perform a reaction at 4°C for 40 minutes.
The cells were washed with SM and resuspended with 100 pL of SM, and the fluorescent intensity was measured by
flow cytometry (BD Biosciences, FACS Cantoll).

[0460] The data was analyzed by FLowdJo 7.65 (Tomy Digital Biology Co., Ltd.). As the result, it was found that the
binding activity of LVOHV1 against human CRTH2 and monkey CRTH2 were substantially the same as each other as
shown in Fig. 21.
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Industrial Applicability

[0461] According to the present invention, it is possible to provide an anti-human CRTH2 antibody which has desired
activity by recognizing and binding to a specific epitope of human CRTHZ2; the antibody fragment thereof; DNA which
encodes the amino acid sequence of the antibody; a vector which includes the DNA; hybridomas and antibody producing
cells which produce the antibody; a method of producing the antibody; a composition which includes the antibody or the
antibody fragment; a treatment method and a diagnostic method of an allergic disease, an autoimmune disease, a
disease accompanied by at least one of increase and hyperergasia of eosinophils; a disease accompanied by at least
one of increase and hyperergasia of Th2 cells using the antibody or the antibody fragment; and a medicine and a
diagnostic agent which include the antibody or the antibody fragment.

[0462] The presentinvention has been described with reference to particular embodiments, but various changes and
modifications can be made without departing from the spirit and scope of the present invention, and this is apparent to
those skilled in the art. Further, the present application is based on Japanese Patent Application No. 2015-141633 filed
on July 15, 2015, the entire contents of which are incorporated herein by reference.

Sequence Listing Free Text
[0463]
SEQ ID NO:

: description of artificial sequence: base sequence of human CRTH2 FLAG-A

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

0 NO O bW

: description of artificial sequence:
: description of artificial sequence:
: description of artificial sequence:
: description of artificial sequence:
: description of artificial sequence:
: description of artificial sequence:

base sequence of human CRTH2 FLAG-B

base sequence of FLAG-tagged human CRTH2 cDNA

base sequence of human CRTH2 FLAG-C
base sequence of human CRTH2 FLAG-D
base sequence of Rat IgG 2bH-A
base sequence of Rat IgG 2bH-B

SEQ ID NO: 10:
SEQ ID NO: 11:
SEQ ID NO: 20:
SEQ ID NO: 21:
SEQ ID NO: 22:
SEQ ID NO: 23:
SEQ ID NO: 24:
SEQ ID NO: 25:
SEQ ID NO: 26:
SEQ ID NO: 27:

description of artificial sequence: base sequence of Ratk-A

description of artificial sequence: base sequence of Ratk-B

description of artificial sequence: amino acid sequence of Lym2 antibody VH CDR1
description of artificial sequence: amino acid sequence of Lym2 antibody VH CDR2
description of artificial sequence: amino acid sequence of Lym2 antibody VH CDR3
description of artificial sequence: amino acid sequence of Lym2 antibody VL CDR1
description of artificial sequence: amino acid sequence of Lym2 antibody VL CDR2
description of artificial sequence: amino acid sequence of Lym2 antibody VL CDR3
description of artificial sequence: synthetic DNA of VH for chLym2 expression vector
description of artificial sequence: synthetic DNA of VL for chLym2 expression vector

SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

28:
29:
30:
31:
32:
33:
34:
35:
36:
37:
38:
39:
40:
41:
42:
43:
44:
45;
46:
47:
48:
49:

description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:

base sequence of chLym2 VH-A

base sequence of chLym2 VH-B

base sequence of chLym2 VH-C

base sequence of chLym2 VH-D

base sequence of LVO

amino acid sequence of synthetic construct
base sequence of LV1

amino acid sequence of synthetic construct
base sequence of LV2a

amino acid sequence of synthetic construct
base sequence of LV2b

amino acid sequence of synthetic construct
base sequence of LV2¢

amino acid sequence of synthetic construct
base sequence of LV3a

amino acid sequence of synthetic construct
base sequence of LV3b

amino acid sequence of synthetic construct
base sequence of LV4

amino acid sequence of synthetic construct
base sequence of HV0

amino acid sequence of synthetic construct
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SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:
SEQ ID NO:

50:
51:
52:
53:
54:
55:
56:
57:
58:
59:
60:
61:
64:
65:

EP 3 323 832 A1

description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:
description of artificial sequence:

base sequence of HV1

amino acid sequence of synthetic construct
base sequence of HV2a

amino acid sequence of synthetic construct
base sequence of HV2b

amino acid sequence of synthetic construct
base sequence of HV3

amino acid sequence of synthetic construct
base sequence of HV4

amino acid sequence of synthetic construct
base sequence of human CRTH2 azami-A
base sequence of human CRTH2 azami-B
base sequence of cyno CRTH2 azami-A
base sequence of cyno CRTH2 azami-B
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<110>
<120>

<130>

<150>
<151>

<160> 65
<170>

<210> 1

<211> 1188
<212> DNA
<213> Homo

<220>
<221> CDS
<222> (1)..

<400> 1
atg tcg gcc
Met Ser Ala
1

atg agc cgt
Met Ser Arg

cac gcg gcc
His Ala Ala
35

gag aat gga
Glu Asn Gly
50

gtg gte acc
Val val Thr
65

tct get tee
Ser Ala Ser

tgg gag ctg
Trp Glu Leu

ctc aac atg
Leu Asn Met
115

cge tge ctg
Arg Cys Leu
130

w520787

JP2015-141633
2015-

7-15

sapiens

(1188)

aac gcc
Asn Ala
5

cte cag
Leu Gln
20

gtg ctg
Val Leu

gtec atc
Val Ile

acc tgg
Thr Trp

ctg ccc
Leu Pro
85

ggc acc
Gly Thr
100

tte gee
Phe Ala

cag gtg
Gln Val

Kyowa Hakko Kirin,

aca
Thr

agc
Ser

ctg
Leu

cte
Leu

gtg
vVal
70

ttc
Phe

acc
Thr

agc
Ser

gtg
vVal

EP 3 323 832 A1

SEQUENCE LISTING

PatentIn version 3.3

ctg
Leu

cac
His

cac
His

tte
Phe
55

ctg
Leu

ttc
Phe

tte
Phe

ggc
Gly

cgg
Arg
135

Co.,

aag
Lys

agc
Ser

999
Gly
40

gtg
Val

cac
His

acc
Thr

tgc
Cys

tte
Phe
120

ccg
Pro

Ltd.

cca
Pro

aac
Asn
25

ctg
Leu

gtg
Val

ctg
Leu

tac
Tyr

aaa
Lys
105

ctg

Leu

gtg
Val

cte
Leu
10

acc

Thr

gce
Ala

ggc
Gly

gcg
Ala

ttc
Phe
90

ctg
Leu

cte
Leu

tgg
Trp

49

tgc
Cys

agce
Ser

tcg
Ser

tgc
Cys

ctg
Leu
75

ttg

Leu

cac
His

agc
Ser

gcg
Ala

cece
Pro

atc
Ile

ctg
Leu

cgc
Arg
60

tcc
Ser

gce
Ala

tcec
Ser

gcc
Ala

cag
Gln
140

antibody specifically binding to human CRTH2

atc
Ile

cge
Arg

ctg
Leu
45

atg
Met

gac
Asp

gtg
vVal

tecec
Ser

atc
Ile
125

aac
Asn

ctg
Leu

tac
Tyr
30

ggc
Gly

cgce
Arg

ctg
Leu

ggc
Gly

atc
Ile
110

agc

Ser

cac
His

gag
Glu
15

atc
Ile

ctg
Leu

cag
Gln

ttg
Leu

cac
His
95

tte
Phe

ctg
Leu

cgce
Arg

cag
Gln

gac
Asp

gtg
Val

acc
Thr

gce
Ala
80

tcg
Ser

ttt
Phe

gac
Asp

acc
Thr

48

96

144

192

240

288

336

384

432
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gtg
val
145

cte
Leu

gac
Asp

cct
Pro

agc
Ser

agc
Ser
225

cca
Pro

ctce
Leu

cac
His

gtc
Val

gtg
val
305

acg
Thr

gga
Gly

cct
Pro

cte
Leu

cce
Pro
385

gce
Ala

aac
Asn

999
Gly

gac
Asp

aag
Lys
210

cac
His

ggc
Gly

tgc
Cys

gca
Ala

acc
Thr
290

cte
Leu

gtg
vVal

agc
Ser

tta
Leu

ctc
Leu
370

ctg
Leu

gcg
Ala

acg
Thr

cgc
Arg

cgc
Arg
195

tte
Phe

gcg
Ala

cge
Arg

tgg
Trp

aac
Asn
275

agce
Ser

acc
Thr

ctg
Leu

agc
Ser

gct
Ala
355

ggc
Gly

aac
Asn

gcg
Ala

gtg
Val

att
Ile
180

gat
Asp

ctg
Leu

gcc
Ala

ttc
Phe

999
Gly
260

ccg
Pro

ctg
Leu

tgc
Cys

gag
Glu

cgc
Arg
340

ctc

Leu

tgg
Trp

cgg
Arg

cac
His

cce
Pro
165

atg
Met

gce
Ala

ctg
Leu

gtg
val

gtg
val
245

cccC
Pro

999
Gly

gce
Ala

cce
Pro

agc
Ser
325

cgce

Arg

tgc
Cys

ctg
Leu

gcg
Ala

aaa
Lys
150

tat
Tyr

tgc
Cys

acg
Thr

gce
Ala

agc
Ser
230

cge
Arg

tac
Tyr

ctg
Leu

tte
Phe

gac
Asp
310

gtg
Val

cgce
Arg

agc
Ser

ctg
Leu

ctg
Leu
390

gtc
Val

tte
Phe

tac
Tyr

tgc
Cys

tte
Phe
215

ctg
Leu

ctg
Leu

cac
His

cgg
Arg

tte
Phe
295

atg
Met

ctg
Leu

cgc
Arg

cgc
Arg

ggc
Gly
375

agc
Ser
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tge ctg gtg ctt

Cys

gtg
Val

tac
Tyr

aac
Asn
200

ctg
Leu

cgg
Arg

gtg
val

gtg
Val

ccg
Pro
280

aac
Asn

ctg
Leu

gtg
Val

acc
Thr

ccg
Pro
360

agc

Ser

agc
Ser

Leu

tte
Phe

aat
Asn
185

tcg
Ser

gtg
vVal

ttg
Leu

gcg
Ala

ttc
Phe
265

ctc
Leu

agc
Ser

cgce
Arg

gac
Asp

tce
Ser
345

gag
Glu

tgc
Cys

acc
Thr

Vval

cgg
Arg
170

gtg
Val

cgg
Arg

ccg
Pro

cag
Gln

gce
Ala
250

agc

Ser

gtg
Val

gtg
val

aag
Lys

gac
Asp
330

tece
Ser

gaa
Glu

gca
Ala

tecg
Ser

50

Leu
155

gac
Asp

ctg
Leu

cag
Gln

ctg
Leu

cac
His
235

gtc
val

ctg
Leu

tgg
Trp

gce
Ala

ctg
Leu
315

agc
Ser

acc
Thr

ccg
Pro

gcg
Ala

agt
Ser
395

tgg
Trp

acc
Thr

cte
Leu

gtg
Val

gcg
Ala
220

cgc
Arg

gtg
val

ctg
Leu

cgce
Arg

aac
Asn
300

cgg
Arg

gag
Glu

gce
Ala

cgg
Arg

tce
Ser
380

tag

gca
Ala

atc
Ile

ctg
Leu

gcc
Ala
205

atc
Ile

ggc
Gly

gce
Ala

gag
Glu

999
Gly
285

ccg
Pro

cgce
Arg

ctg
Leu

cgce
Arg

ggc
Gly
365

ccg
Pro

cta
Leu

tecg
Ser

aac
Asn
190

ctg
Leu

atc
Ile

cgc
Arg

gce
Ala

gcg
Ala
270

ctg
Leu

gtg
val

tcg
Ser

ggt
Gly

tecg
Ser
350

cce
Pro

cag
Gln

gcg
Ala

cgg
Arg
175

ccg
Pro

gcc
Ala

gcc
Ala

cgg
Arg

ttc
Phe
255

cgg
Arg

cce
Pro

cte
Leu

ctg
Leu

ggc
Gly
335

gcc

Ala

gcg
Ala

acg
Thr

gtg
Val
160

ctg
Leu

999
Gly

gtc
Val

tcg
Ser

cgg
Arg
240

gcg
Ala

gcg
Ala

ttc
Phe

tac
Tyr

cgce
Arg
320

gcg
Ala

tcec
Ser

cgt
Arg

ggc
Gly

480

528

576

624

672

720

768

816

864

912

960

1008

1056

1104

1152

1188
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<210>
<211>
<212>
<213>

<400>

2
395
PRT
Homo

2

Met Ser Ala

1

Met

His

Glu

val

65

Ser

Trp

Leu

Arg

Val

145

Leu

Asp

Pro

Ser

Ser

Ala

Asn

50

Vval

Ala

Glu

Asn

Cys

130

Ala

Asn

Gly

Asp

Lys
210

Arg

Ala

35

Gly

Thr

Ser

Leu

Met

115

Leu

Ala

Thr

Arg

Arg

195

Phe

sapiens

Asn

Leu

20

Val

Val

Thr

Leu

Gly

100

Phe

Gln

Ala

val

Ile

180

Asp

Leu

Ala

Gln

Leu

Ile

Trp

Pro

85

Thr

Ala

Val

His

Pro

165

Met

Ala

Leu

Thr

Ser

Leu

Leu

Vval

70

Phe

Thr

Ser

Val

Lys

150

Tyr

Cys

Thr

Ala

EP 3 323 832 A1

Leu

His

His

Phe

55

Leu

Phe

Phe

Gly

Arg

135

Val

Phe

Tyr

Cys

Phe
215

Lys

Ser

Gly

40

vVal

His

Thr

Cys

Phe

120

Pro

Cys

val

Tyr

Asn

200

Leu

Pro

Asn

25

Leu

Val

Leu

Tyr

Lys

105

Leu

Val

Leu

Phe

Asn

185

Ser

Val

51

Leu

10

Thr

Ala

Gly

Ala

Phe

90

Leu

Leu

Trp

Val

Arg

170

Val

Arg

Pro

Cys

Ser

Ser

Cys

Leu

75

Leu

His

Ser

Ala

Leu

155

Asp

Leu

Gln

Leu

Pro

Ile

Leu

Arg

60

Ser

Ala

Ser

Ala

Gln

140

Trp

Thr

Leu

Val

Ala
220

Ile

Arg

Leu

45

Met

Asp

Val

Ser

Ile

125

Asn

Ala

Ile

Leu

Ala

205

Ile

Leu

Tyr

30

Gly

Arg

Leu

Gly

Ile

110

Ser

His

Leu

Ser

Asn

190

Leu

Ile

Glu

15

Ile

Leu

Gln

Leu

His

95

Phe

Leu

Arg

Ala

Arg

175

Pro

Ala

Ala

Gln

Asp

vVal

Thr

Ala

80

Ser

Phe

Asp

Thr

Val

160

Leu

Gly

Val

Ser
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Ser His
225

EP 3 323 832 A1

Ala Ala Val Ser Leu Arg Leu Gln His Arg
230 235

Pro Gly Arg Phe Val Arg Leu Val Ala Ala Val Val

Leu Cys

245 250

Trp Gly Pro Tyr His Val Phe Ser Leu Leu
260 265

His Ala Asn Pro Gly Leu Arg Pro Leu Val Trp Arg

275 280

Val Thr Ser Leu Ala Phe Phe Asn Ser Val Ala Asn

290

295 300

Val Leu Thr Cys Pro Asp Met Leu Arg Lys Leu Arg

305

Thr Val

310 315

Leu Glu Ser Val Leu Val Asp Asp Ser Glu
325 330

Gly Ser Ser Arg Arg Arg Arg Thr Ser Ser Thr Ala

340 345

Pro Leu Ala Leu Cys Ser Arg Pro Glu Glu Pro Arg

355 360

Leu Leu Gly Trp Leu Leu Gly Ser Cys Ala Ala Ser

370

375 380

Pro Leu Asn Arg Ala Leu Ser Ser Thr Ser Ser

385

<210>
<211>
<212>
<213>

<220>
<223>

<400>

390 395

3

27

DNA
Artificial

description of the artificial sequence: human CRTH2 FLAG-A

3

cataagcttg ccaccatgtc ggccaac

<210>
<211>
<212>
<213>

4

66

DNA
Artificial

52

Gly

Ala

Glu

Gly

285

Pro

Arg

Leu

Arg

Gly

365

Pro

Arg

Ala

Ala

270

Leu

Val

Ser

Gly

Ser

350

Pro

Gln

Arg

Phe

255

Arg

Pro

Leu

Leu

Gly

335

Ala

Ala

Thr

Arg

240

Ala

Ala

Phe

Tyr

Arg

320

Ala

Ser

Arg

Gly

27
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<220>
<223>

<400> 4

EP 3 323 832 A1

description of the artificial sequence: human CRTH2 FLAG-B

catggtaccc tacttatcgt cgtcatcett gtaatcactec gaggtgectge tcagegeccg

gttcag

<210> 5

<211> 1212
<212> DNA
<213> Arti

<220>
<223>

ficial

description of

cDNA

<400> 5
atgtcggcca

cagagccaca
ctggcctege
atgcgccaga
tctgcttece
accaccttct
ctgctcageg
aaccaccgca
ctcaacacgg
atgtgctact
tcgeggcagg
atcatcgect
ccaggeccget
ccctaccacg
ctcgtgtgge
ccggtgetcet
acggtgctgg
cgccgecgea
gaggaaccgc
ccgcagacgg

gacgataagt

<210> 6

acgccacact
gcaacaccag
tgctgggect
ccgtggtcac
tgccettett
gcaaactgca
ccatcagcct
ccgtggecge
tgcectattt
acaatgtgcet
tggececetgge
cgagccacgce
tcgtgegect
tgttcagcecct
gcgggctgee
acgtgctcac
agagcgtgcet
cctectecac
ggggcccecge
gccecctgaa

ag

60

66

the artificial sequence: FLAG tagged human CRTH2

gaagccactc
catccgctac
ggtggagaat
cacctgggtg
cacctacttc
ctcctccatce
ggaccgctge
ggcgcacaaa
cgtgttecgg
gctecctgaac
cgtcagcaag
ggcecgtgage
ggtggcggec
gctggaggeg
cttegtcacce
ctgeccecgac
ggtggacgac
cgceegeteg
gcgtctecte

ccgggegetg

tgcceccatcee
atcgaccacg
ggagtcatcc
ctgcacctgg
ttggccgtgg
ttctttectca
ctgcaggtgg
gtctgectgg
gacaccatct
ccggggectg
ttecetgetgg
ctgeggttge
gtegtggecg
cgggcgcacg
agcctggect
atgctgcgea
agcgagctgg
gccteccecett
ggctggctge

agcagcacct

53

tggagcagat
cggccgtget
tcttegtggt
cgctgtccga
gccactcgtg
acatgttcge
tgcggeeggt
tgctttggge
cgcggctgga
accgcgatge
ccttectggt
agcaccgcgg
ccttegeget
caaacccggg
tcttcaacag
agctgcggeg
gtggcgcggg
tagctctctg
tgggcagctg

cgagtgatta

gagccgtcetce
gctgcacggg
gggctgccge
cctgttggece
ggagctggge
cagcggctte
gtgggcgeag
actagcggtg
cgggcegeatt
cacgtgcaac
gcegetggeg
ccgeeggegg
ctgctggggg
gctgeggeeg
cgtggccaac
ctecgetgege
aagcagccgc
cagccgcecg
cgcagcgtcce

caaggatgac

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1212
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<211>
<212>
<213>

<220>
<223>

<400>

27

DNA

Artificial
description of

6

catgaattcg ccaccatgtc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7

27

DNA
Artificial

description of

7

catggtacce tacttatcgt

<210>
<211>
<212>
<213>

<220>
<223>

<400>

8

24

DNA
Artificial

description of

8

cgetggacag ggctccagag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

9

28

DNA
Artificial

description of

9

gggcatgtag ggcatttgtg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

10

31

DNA
Artificial

description of

10

gactgaggca cctccagttg

<210>
<211>
<212>
<213>

11

29

DNA
Artificial

EP 3 323 832 A1

the artificial sequence:

ggccaac

the artificial sequence:

cgtcatc

the artificial sequence:

ttce

the artificial sequence:

tccaatge

the artificial sequence:

ctaactgtte ¢

54

human CRTH2 FLAG-C

27
human CRTH2 FLAG-D

27
RatIgG2bH-A

24
RatIgG2bH-B

28
Ratk-A

31
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<220>
<223>

<400>
cctgttgaag ctecttgacga cgggtgagg

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>
atg gac atc agg ctc agc ttg gect tte ctt
Met Asp Ile Arg Leu Ser Leu Ala Phe Leu

1

gtc
Val

cct
Pro

agt
Ser

gag
Glu
65

gac
Asp

acc
Thr

tat
Tyr

ttt
Phe

cag
Gln

gga
Gly

aac
Asn
50

tgg
Trp

tcc
Ser

cta
Leu

tac
Tyr

gat
Asp
130

<210>
<211>
<212>
<213>

<400>

EP 3 323 832 A1

description of the artificial sequence:

11

12

426

DNA

Rattus norvegicus

CDS
(1) .. (426)

12

tgt gag gtg cag ctg gtg gag tct
Cys Glu Val Gln Leu Val Glu Ser
20 25

agg tcc atg aaa ctc tce tgt gea
Arg Ser Met Lys Leu Ser Cys Ala
35 40

tat tac atg gcc tgg gtc cge cag
Tyr Tyr Met Ala Trp Val Arg Gln
55

gtc gca acc att agt tat gat ggt
Val Ala Thr Ile Ser Tyr Asp Gly
70

gtg aag ggc cga ttc act atc tcc
Val Lys Gly Arg Phe Thr Ile Ser
85 90

tac ctg caa atg gac agt ctg agg
Tyr Leu Gln Met Asp Ser Leu Arg
100 105

tgt gca aga cat cgg ggt tat tac
Cys Ala Arg His Arg Gly Tyr Tyr
115 120

tac tgg ggc caa gga gtc atg gtc
Tyr Trp Gly Gln Gly Val Met Val
135

13
142
PRT
Rattus norvegicus

13

55

gtc
Val

999
Gly

gce
Ala

gct
Ala

agt
Ser
75

aga

Arg

tct
Ser

tac
Tyr

aca
Thr

ctt
Leu

gga
Gly

tca
Ser

cca
Pro
60

agc
Ser

gat
Asp

gag
Glu

agt
Ser

gtc
Val
140

tte
Phe

ggc
Gly

gga
Gly
45

aag
Lys

act
Thr

aat
Asn

gac
Asp

999
Gly
125

tcec
Ser

Ratk-B

ata
Ile

tta
Leu
30

ttec
Phe

aag
Lys

tac
Tyr

gca
Ala

acg
Thr
110

gcg
Ala

tca
Ser

aaa
Lys
15

gtg
val

act
Thr

ggt
Gly

tat
Tyr

aaa
Lys
95

gce

Ala

999
Gly

ggt
Gly

cag
Gln

ttc
Phe

ctg
Leu

cga
Arg

agc
Ser

act
Thr

tac
Tyr

29

48

96

144

192

240

288

336

384

426
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Met Asp

Val Gln

Pro Gly

Ser Asn
50

Glu Trp
65

Asp Ser

Thr Leu

Tyr Tyr

Phe Asp
130

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>
atg aaa
Met Lys
1

tcec agg
Ser Arg

aca ctt
Thr Leu

gaa tat
Glu Tyr
50

Ile Arg Leu Ser Leu

Cys Glu Val Gln Leu
20

Arg Ser Met Lys Leu
35

Tyr Tyr Met Ala Trp
55

Val Ala Thr Ile Ser
70

Val Lys Gly Arg Phe
85

Tyr Leu Gln Met Asp
100

Cys Ala Arg His Arg
115

Tyr Trp Gly Gln Gly
135

14

393

DNA

Rattus norvegicus

CDS
(1) ..(393)

14

gtg cct ggt agg ctg
Val Pro Gly Arg Leu

agt gat gtt gtg ttg
Ser Asp Val Val Leu
20

gga gat caa gct tet
Gly Asp Gln Ala Ser
35

agt gat gga tac act
Ser Asp Gly Tyr Thr
55

EP 3 323 832 A1

Ala

Val

Ser
40

Val

Tyr

Thr

Ser

Gly
120

val

ctg
Leu

aca
Thr

ata
Ile
40

tat
Tyr

Phe

Glu
25

Cys

Arg

Asp

Ile

Leu
105

Tyr

Met

gtg
Val

caa
Gln
25

tct

Ser

ttg
Leu

Leu
10

Ser

Ala

Gln

Gly

Ser
90

Arg

Tyr

Val

ctg
Leu
10

act
Thr

tgc
Cys

gaa
Glu

56

Val

Gly

Ala

Ala

Ser
75

Arg

Ser

Tyr

Thr

ttg
Leu

cca
Pro

agg
Arg

tgg
Trp

Leu

Gly

Ser

Pro
60

Ser

Asp

Glu

Ser

Val
140

ttt
Phe

gtt
Val

tect
Ser

tac
Tyr
60

Phe

Gly

Gly
45

Lys

Thr

Asn

Asp

Gly
125

Ser

tgg
Trp

tecec
Ser

agt
Ser
45

cta
Leu

Ile

Leu
30

Phe

Lys

Tyr

Ala

Thr
110

Ala

Ser

att
Ile

ctg
Leu
30

cag
Gln

cag
Gln

Lys
15

vVal

Thr

Gly

Tyr

Lys
95

Ala

Gly

cca
Pro
15

tct

Ser

agc
Ser

aag
Lys

Gly

Gln

Phe

Leu

Arg
80

Ser

Thr

Tyr

gct
Ala

gtc
Val

ctg
Leu

cca
Pro

48

96

144

192
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ggc cag
Gly Gln
65

ggg gtc
Gly Val

ctc aag
Leu Lys

ttc caa
Phe Gln

gaa ata
Glu Ile
130

<210>
<211>
<212>
<213>

<400>
Met Lys

1

Ser Arg

Thr Leu

Glu Tyr

50

Gly Gln

65

Gly Val

Leu Lys

Phe Gln

Glu Ile
130

tct cca cag gtc ctc
Ser Pro Gln Val Leu
70

cca gac agg ttc att
Pro Asp Arg Phe Ile
85

atc agc aga gta gag
Ile Ser Arg Val Glu
100

gct aca cat gat cct
Ala Thr His Asp Pro
115

aaa
Lys

15
131
PRT
Rattus norvegicus
15

Val Pro Gly Arg Leu

Ser Asp Val Val Leu
20

Gly Asp Gln Ala Ser
35

Ser Asp Gly Tyr Thr
55

Ser Pro Gln Val Leu
70

Pro Asp Arg Phe Ile
85

Ile Ser Arg Val Glu
100

Ala Thr His Asp Pro
115

Lys

EP 3 323 832 A1

atc
Ile

ggc
Gly

cct
Pro

cte
Leu
120

Leu

Thr

Ile

40

Tyr

Ile

Gly

Pro

Leu
120

tat
Tyr

agt

Ser

gag
Glu
105

acg
Thr

Val

Gln

25

Ser

Leu

Tyr

Ser

Glu

105

Thr

gga
Gly

999
Gly
90

gac
Asp

ttc
Phe

Leu

10

Thr

Cys

Glu

Gly

Gly

90

Asp

Phe

57

gtt
Val
75

tca
Ser

ttg
Leu

ggce
Gly

Leu

Pro

Arg

Trp

Val

75

Ser

Leu

Gly

tce
Ser

999
Gly

gga
Gly

tca
Ser

Phe

Val

Ser

Tyr

60

Ser

Gly

Gly

Ser

aac
Asn

aca
Thr

gtt
Val

999
Gly
125

Trp

Ser

Ser

45

Leu

Asn

Thr

Val

Gly
125

cga
Arg

gat
Asp

tat
Tyr
110

acg
Thr

Ile

Leu

30

Gln

Gln

Arg

Asp

Tyr

110

Thr

ttt
Phe

tte
Phe
95

tac
Tyr

aag
Lys

Pro

15

Ser

Ser

Lys

Phe

Phe

95

Tyr

Lys

tct
Ser
80

acc
Thr

tgc
Cys

ttg
Leu

Ala

val

Leu

Pro

Ser

80

Thr

Cys

Leu

240

288

336

384

393
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Rattus norvegicus

<210> 16
<211> 369
<212> DNA
<213>

<220>

<221> CDS
<222> (1)..
<400> 16

gag gtg cag
Glu Val Gln

1

tce
Ser

tac
Tyr

gca
Ala

aag
Lys
65

ctg
Leu

gca
Ala

tgg
Trp

atg
Met

atg
Met

acc
Thr
50

ggc
Gly

caa
Gln

aga
Arg

ggc
Gly

<210>
<211>
<212>
<213>

<400>

aaa
Lys

gcc
Ala
35

att
Ile

cga
Arg

atg
Met

cat
His

caa
Gln
115

17
123
PRT

(369)

ctg
Leu

cte
Leu
20

tgg
Trp

agt
Ser

tte
Phe

gac
Asp

cgg
Arg
100

gga
Gly

gtg
Val

tcc
Ser

gtc
Val

tat
Tyr

act
Thr

agt
Ser
85

ggt
Gly

gtc
Val

gag
Glu

tgt
Cys

cgc
Arg

gat
Asp

atc
Ile
70

ctg
Leu

tat
Tyr

atg
Met

tect
Ser

gca
Ala

cag
Gln

ggt
Gly

tece
Ser

agg
Arg

tac
Tyr

gtc
Val

Rattus norvegicus

17

Glu Val Gln Leu Val Glu Ser

1

5

Ser Met Lys Leu Ser Cys Ala

20

Tyr Met Ala Trp Val Arg Gln

35

EP 3 323 832 A1

ggg gga ggc tta

Gly

gcc
Ala

gct
Ala
40

agt
Ser

aga
Arg

tct
Ser

tac
Tyr

aca
Thr
120

Gly

Ala

Gly

tca
Ser
25

cca

Pro

agc
Ser

gat
Asp

gag
Glu

agt
Ser
105

gtc
Val

Gly

Gly
10

gga
Gly

aag
Lys

act
Thr

aat
Asn

gac
Asp
90

gg99
Gly

tce
Ser

Leu

tte
Phe

aag
Lys

tac
Tyr

gca
Ala
75

acg

Thr

gcg
Ala

tca
Ser

gtg
Val

act
Thr

ggt
Gly

tat
Tyr
60

aaa

Lys

gcc
Ala

999
Gly

Gly Leu Val

10

Ser Gly Phe Thr

25

Ala Pro Lys Lys Gly

40

58

cag
Gln

tte
Phe

ctg
Leu
45

cga
Arg

agc
Ser

act
Thr

tac
Tyr

Gln

Phe

cct
Pro

agt
Ser
30

gag
Glu

gac
Asp

acc
Thr

tat
Tyr

ttt
Phe
110

Pro

gga
Gly
15

aac
Asn

tgg
Trp

tce
Ser

cta
Leu

tac
Tyr
95

gat
Asp

Gly
15

agg
Arg

tat
Tyr

gtc
Val

gtg
Val

tac
Tyr
80

tgt
Cys

tac
Tyr

Arg

Ser Asn Tyr

30

Leu Glu Trp Val

45

48

96

144

192

240

288

336

369
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Ala

Lys

65

Leu

Ala

Trp

Thr

50

Gly

Gln

Arg

Gly

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>
gat gtt gtg

Asp
1

gat
Asp

gat
Asp

cca
Pro

gac
Asp

agc
Ser

aca
Thr

Val

caa
Gln

gga
Gly

cag
Gln
50

agg
Arg

aga
Arg

cat
His

<210>
<211>

Ile

Arg

Met

His

Gln

115

18
336
DNA

Rattus norvegicus

CDsS

Ser

Phe

Asp

Arg

100

Gly

Tyr

Thr

Ser

85

Gly

Val

(1) ..(336)

18

Val

gct
Ala

tac
Tyr
35

gtc
Val

ttc
Phe

gta
Val

gat
Asp

19
112

ttg
Leu

tect
Ser
20

act
Thr

cte
Leu

att
Ile

gag
Glu

cct
Pro
100

aca
Thr

ata
Ile

tat
Tyr

atc
Ile

ggce
Gly

cct
Pro
85

cte
Leu

Asp

Ile
70

Leu

Tyr

Met

caa
Gln

tect
Ser

ttg
Leu

tat
Tyr

agt
Ser
70

gag
Glu

acg
Thr

Gly

Ser

Arg

Tyr

val

act
Thr

tgc
Cys

gaa
Glu

gga
Gly

gg9g9
Gly

gac
Asp

tte
Phe

EP 3 323 832 A1

Ser Ser Thr Tyr Tyr Arg

Arg

Ser

Tyr

Thr
120

cca
Pro

agg
Arg

tgg
Trp
40

gtt
Val

tca
Ser

ttg
Leu

ggc
Gly

Asp

Glu

Ser
105

Val

gtt
Val

tct
Ser
25

tac
Tyr

tce
Ser

999
Gly

gga
Gly

tca
Ser
105

Asn

Asp
90

Gly

Ser

tcc
Ser
10

agt

Ser

cta
Leu

aac
Asn

aca
Thr

gtt
Val
90

g99
Gly

59

60

Ala Lys Ser

75

Thr Ala Thr

Ala Gly Tyr

Ser

ctg
Leu

cag
Gln

cag
Gln

cga
Arg

gat
Asp
75

tat
Tyr

acg
Thr

tct
Ser

agce
Ser

aag
Lys

ttt
Phe
60

ttc
Phe

tac
Tyr

aag
Lys

gtc
Val

ctg
Leu

cca
Pro
45

tct

Ser

acc
Thr

tgc
Cys

ttg
Leu

Asp

Thr

Tyr

Phe
110

aca
Thr

gaa
Glu
30

ggc
Gly

999
Gly

cte
Leu

tte
Phe

gaa
Glu
110

Ser

Leu

Tyr
95

Asp

ctt
Leu
15

tat
Tyr

cag
Gln

gtc
Val

aag
Lys

caa
Gln
95

ata
Ile

vVal

Tyr
80

Cys

Tyr

gga
Gly

agt
Ser

tct
Ser

cca
Pro

atc
Ile
80

gct
Ala

aaa
Lys

48

96

144

192

240

288

336
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<212>
<213>

<400>

Asp Val
1

PRT

Rattus norvegicus

Asp Gln Ala

Asp Gly Tyr

Pro Gln Val

50

Asp Arg Phe

65

Ser Arg Val

Thr His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

1

<210>
<211>
<212>

19
Val Leu Thr
5
Ser Ile
20
Thr Tyr
35
Leu Ile
Ile Gly
Glu Pro
85
Asp Pro Leu
100
20
5
PRT
Artificial

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Thr

Cys

Glu

Gly

55

Gly

Asp

Phe

EP 3 323 832 A1

Pro

Arg

Trp

40

val

Ser

Leu

Gly

Val

Ser

25

Tyr

Ser

Gly

Gly

Ser
105

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Ser

Ser

Lys

Phe

60

Phe

Tyr

Lys

description of the artificial sequence:

20
Asn Tyr Tyr Met Ala
5
21
17
PRT
Artificial

<213>

<220>
<223>

<400>

description of the artificial sequence:

21

val

Leu

Pro

45

Ser

Thr

Cys

Leu

Lym2 VH CDR1 amino acid

Lym2 VH CDR2 amino acid

Thr

Glu

30

Gly

Gly

Leu

Phe

Glu
110

Leu

15

Tyr

Gln

val

Lys

Gln
95

Ile

Gly

Ser

Ser

Pro

Ile

80

Ala

Lys

Thr Ile Ser Tyr Asp Gly Ser Ser Thr Tyr Tyr Arg Asp Ser Val Lys

1

Gly

5

60

10

15
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EP 3 323 832 A1

<210> 22
<211> 14
<212> PRT

<213> Artificial

<220>
<223> description of the artificial sequence: Lym2 VH CDR3 amino acid

<400> 22

His Arg Gly Tyr Tyr Tyr Ser Gly Ala Gly Tyr Phe Asp Tyr
1 5 10

<210> 23

<211> 16

<212> PRT

<213> Artificial

<220>
<223> description of the artificial sequence: Lym2 VL CDRl amino acid

<400> 23

Arg Ser Ser Gln Ser Leu Glu Tyr Ser Asp Gly Tyr Thr Tyr Leu Glu
1 5 10 15
<210> 24

<211> 7

<212> PRT

<213> Artificial

<220>
<223> description of the artificial sequence: Lym2 VL CDR2 amino acid

<400> 24

Gly Val Ser Asn Arg Phe Ser

1 5
<210> 25

<21l1l> 9

<212> PRT

<213> Artificial

<220>
<223> description of the artificial sequence: Lym2 VL CDR3 amino acid

<400> 25

Phe Gln Ala Thr His Asp Pro Leu Thr

1 5
<210> 26

<211> 437

<212> DNA

<213> Artificial

61
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<220>

<223> description of
VH for vector

<400> 26

gacccctcac catgaatctg

tgcagtgcga agtgcagcett

tgaagctgtc gtgcgccgeg

gccaggcgcece gaagaagggg

cgtactatcg cgattcegtg

cgctgtatct gcagatggat

gccatcgegg ctactactac

tggtgaccgt gtecgtcece

<210> 27

<211> 404

<212> DNA

<213> Artificial

<220>

<223> description of
VL for vector

<400> 27

gcctettcac catgaagetg

cgtcgtececga cgtegtgetg

aggcgtcegat ctegtgtege

tggagtggta tctgcagaag

atcgcttete cggegttece

tgaagatctc gcgegtcgaa

acgatceget gacgttegge

<210> 28

<211> 36

<212> DNA

<213> Artificial

<220>

<223> description of

<400> 28

atcacagatc gtcgacgacc

<210> 29

<211> 35

<212> DNA

<213> Artificial

EP 3 323 832 A1

the artificial sequence:

gggctgtcge
gtcgaatccg
tccggettceca
ctggagtggg
aaggggcgct
tcgectgeget

tcecggegecyg

the artificial sequence:

ccecgttegee
acgcagacgc
tcgtegecagt
cccgggcagt
gatcgcettca
cccgaggatce

tccgggacga

tgatcttcect
gcggeggget
cgttctcgaa
tcgcgacgat
tcacgatctc
ccgaggatac

gctacttcga

tgcttgtget
ccgtgteget
cgctggagta
cgcecgecaggt
tcggeteegg
tgggcgtgta

agctggagat

ggcgctgatce
tgttcagcce
ctactacatg
ctcgtacgac
gcgcgacaac
cgcgacgtac

ctactggggg

gatgttctgg
gtcegtgacg
ctcecgacgge
gctgatctac
ctcegggace
ctactgette

caag

ctgaagggcg
gggcgctcga
gcgtgggtge
ggctcgtecga
gcgaagtcga
tactgcgege

cagggcgtga

synthetic DNA of chLym

atcccegegt
ctgggcgatce
tacacgtatc
ggcgtgtega
gacttcacgce

caggcgacgce

the artificial sequence: chLym2 VH-A

cctcaccatg

aatctg

62

synthetic DNA of chLym2

60

120

180

240

300

360

420

437

60

120

180

240

300

360

404

36
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EP 3 323 832 A1

<220>

<223> description of the artificial sequence: chLym2 VH-B

<400> 29
ggcccttggt gctagecggac gacacggtca ccatce

<210> 30

<211> 36

<212> DNA

<213> Artificial

<220>
<223> description of the artificial sequence:

<400> 30
acgccatcac agatctgceccet cttcaccatg aagetg

<210> 31
<211> 35
<212> DNA

<213> Artificial

<220>
<223> description of the artificial sequence:

<400> 31
gtgcagccac cgtacgettg atctccaget tegte

<210> 32

<211> 336

<212> DNA

<213> Artificial

<220>
<223> description of the artificial sequence:

<220>
<221> CDS
<222> (1)..(336)

<400> 32

gac atc gtg atg acg cag acg ccg ctg teg ctg cce
Asp Ile Val Met Thr Gln Thr Pro Leu Ser Leu Pro
1 5 10

gaa tcc gecg teg atec teg tgt cge teg teg cag teg
Glu Ser Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser
20 25

gac ggc tac acg tat ctg gag tgg tat ctg cag aag
Asp Gly Tyr Thr Tyr Leu Glu Trp Tyr Leu Gln Lys
35 40
ccg cag gtg ctg ate tac gge gtg teg aat cge tte
Pro Gln Val Leu Ile Tyr Gly Val Ser Asn Arg Phe
50 55 60

gat cgc tte tece gge tcec gge tee ggg acce gac tte

63

gtt
Val

ctg
Leu

cce
Pro
45

tcc
Ser

acg

LvV0 DNA

acg
Thr

gag
Glu
30

999
Gly

ggc
Gly

ctg

chLym2 VH-C

chLym2 VH-D

cce
Pro
15

tac
Tyr

cag
Gln

gtt
Val

aag

ggc
Gly

tce
Ser

tecg
Ser

cce
Pro

atc

35

36

35

48

96

144

192

240
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Asp Arg Phe Ser Gly Ser
65 70

tcg cgc gtc gag gee gag
Ser Arg Val Glu Ala Glu
85

acg cac gat ccg ctg acg

Thr His Asp Pro Leu Thr
100

<210> 33

<211> 112

<212> PRT

<213> Artificial

Gly

gac
Asp

tte
Phe

<220>
<223> Synthetic Construct
<400> 33

Asp Ile Val Met Thr Gln
1 5

Glu Ser Ala Ser Ile Ser
20

Asp Gly Tyr Thr Tyr Leu
35

Pro Gln Val Leu Ile Tyr
50

Asp Arg Phe Ser Gly Ser
65 70

Ser Arg Val Glu Ala Glu
85

Thr His Asp Pro Leu Thr
100

<210> 34

<211> 336

<212> DNA

<213> Artificial

<220>

Thr

Cys

Glu

Gly

55

Gly

Asp

Phe

EP 3 323 832 A1

Ser Gly Thr Asp

gtc
Val

999
Gly

Pro

Arg

Trp

40

Val

Ser

Val

Gly

ggc
Gly

cag
Gln
105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gln
105

gtg
Val
90

999
Gly

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

75

tac
Tyr

acg
Thr

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Phe

tac
Tyr

aag
Lys

Pro

Ser

Lys

Phe

60

Phe

Tyr

Lys

Thr

tgc
Cys

ctg
Leu

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Leu

ttc
Phe

gag
Glu
110

Thr

Glu

30

Gly

Gly

Leu

Phe

Glu
110

<223> description of the artificial sequence: LV1 DNA

<220>
<221> CDS
<222> (1)..(336)

64

Lys

cag
Gln
95

atc
Ile

Pro

15

Tyr

Gln

Val

Lys

Gln
95

Ile

Ile
80

gcg
Ala

aag
Lys

Gly

Ser

Ser

Pro

Ile

80

Ala

Lys

288

336
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<400>

34

gac atc gtg atg acg

Asp Ile
1

Val Met Thr

gag tcec geg teg atce
Glu Ser Ala Ser Ile

20

gac ggc tac acg tat
Asp Gly Tyr Thr Tyr

35

ccg cag gtg ctg atce
Pro Gln Val Leu Ile

50

gat cgc ttc tecec gge
Asp Arg Phe Ser Gly

65

tcg cge gte gag gcc
Ser Arg Val Glu Ala

85

acg cac gat ccg ctg

Thr His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp Ile
1

Asp Pro Leu
100

35

112

PRT
Artificial

cag
Gln

teg
Ser

ctg
Leu

tac
Tyr

tcc
Ser
70

gag
Glu

acg
Thr

acg
Thr

tgt
Cys

gag
Glu

ggc
Gly
55

ggc
Gly

gac
Asp

ttc
Phe

Synthetic Construct

35

Val Met Thr

Glu Ser Ala Ser Ile

20

Asp Gly Tyr Thr Tyr

35

Pro Gln Val Leu Ile

50

Asp Arg Phe Ser Gly

65

Ser Arg Val Glu Ala

85

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Cys

Glu

Gly

55

Gly

Asp

EP 3 323 832 A1

ccg ctg teg ctg

Pro

cgce
Arg

tgg
Trp
40

gtg
Vval

tcec
Ser

gtc
Val

999
Gly

Pro

Arg

Trp

40

Vval

Ser

vVal

Leu

tcg
Ser
25

tat
Tyr

tcg
Ser

999
Gly

ggc
Gly

cag
Gln
105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Ser
10

tecg

Ser

ctg
Leu

aat
Asn

acc
Thr

gtg
Val
90

999
Gly

Ser

10

Ser

Leu

Asn

Thr

Val
90

65

Leu

cag
Gln

cag
Gln

cgc
Arg

gac
Asp
75

tac
Tyr

acg
Thr

Leu

Gln

Gln

Arg

Asp

75

Tyr

cce
Pro

tecg
Ser

aag
Lys

tte
Phe
60

tte
Phe

tac
Tyr

aag
Lys

Pro

Ser

Lys

Phe

60

Phe

Tyr

gtg
Val

ctg
Leu

cce
Pro
45

tece

Ser

acg
Thr

tgc
Cys

ctg
Leu

Val

Leu

Pro

45

Ser

Thr

Cys

acg
Thr

gag
Glu
30

999
Gly

ggc
Gly

ctg
Leu

tte
Phe

gag
Glu
110

Thr

Glu

30

Gly

Gly

Leu

Phe

ctg
Leu
15

tac
Tyr

cag
Gln

gtt
Val

aag
Lys

cag
Gln
95

atc
Ile

Leu

15

Tyr

Gln

Val

Lys

Gln
95

ggc
Gly

tce
Ser

tcg
Ser

cce
Pro

atc
Ile
80

gcg
Ala

aag
Lys

Gly

Ser

Ser

Pro

Ile

80

Ala

48

96

144

192

240

288

336
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EP 3 323 832 A1

Thr His Asp Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys

<210> 36

<211> 336
<212> DNA
<213>

<220>
<223>

<220>
<221> CDS
<222> (1)..

<400> 36
gac atc gtg
Asp Ile Val
1

gag tce gcg
Glu Ser Ala

gac ggc tac
Asp Gly Tyr
35

ccg cag gtg
Pro Gln Val
50

gat cgc ttc
Asp Arg Phe
65

teg cge gte
Ser Arg Val

acg cac gat
Thr His Asp

<210> 37

<211> 112
<212> PRT
<213>

<220>
<223>

<400> 37

100

Artificial

(336)

ctg acg
Leu Thr
5

tcg atc
Ser Ile
20

acg tat
Thr Tyr

ctg atce
Leu Ile

tce gge
Ser Gly

gag gcc
Glu Ala
85

ccg ctg
Pro Leu
100

Artificial

cag
Gln

tcg
Ser

ctg
Leu

tac
Tyr

tcec
Ser
70

gag
Glu

acg
Thr

acg
Thr

tgt
Cys

gag
Glu

ggc
Gly
55

ggc
Gly

gac
Asp

ttc
Phe

Synthetic Construct

ccg
Pro

cgce
Arg

tgg
Trp
40

gtg
Val

tcec
Ser

gtc
Val

g99
Gly

105

ctg
Leu

tecg
Ser
25

tat
Tyr

tcg
Ser

999
Gly

ggc
Gly

cag
Gln
105

tecg
Ser
10

tcg
Ser

ctg
Leu

aat
Asn

acc
Thr

gtg
Val
90

999
Gly

ctg
Leu

cag
Gln

cag
Gln

cgc
Arg

gac
Asp
75

tac

Tyr

acg
Thr

cce
Pro

tcg
Ser

aag
Lys

tte
Phe
60

tte
Phe

tac
Tyr

aag
Lys

description of the artificial sequence: LV2a

gtg
Val

ctg
Leu

cce
Pro
45

tce

Ser

acg
Thr

tgc
Cys

ctg
Leu

110

DNA

acg
Thr

gag
Glu
30

999
Gly

ggc
Gly

ctg
Leu

ttc
Phe

gag
Glu
110

ctg
Leu
15

tac
Tyr

cag
Gln

gtt
Val

aag
Lys

cag
Gln
95

atc
Ile

ggc
Gly

tce
Ser

tecg
Ser

cce
Pro

atc
Ile
80

gcg
Ala

aag
Lys

Asp Ile Val Leu Thr Gln Thr Pro Leu Ser Leu Pro Val Thr Leu Gly

1

5

10

15

Glu Ser Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Glu Tyr Ser

66

48

96

144

192

240

288
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EP 3 323 832 A1

20 25

Asp Gly Tyr Thr Tyr Leu Glu Trp Tyr Leu Gln Lys Pro

35 40 45

Pro Gln Val Leu Ile Tyr Gly Val Ser Asn Arg Phe Ser

50

55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr

65

70 75

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys

Thr His

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

85 90

Asp Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu
100 105

38

336

DNA
Artificial

description of the artificial sequence: LV2b

CDS
(1) ..(336)

38

gac atc gtg atg acg cag acg ccg ctg tcg ctg cece gtg
Asp Ile Val Met Thr Gln Thr Pro Leu Ser Leu Pro Val

1

gag tcec geg teg ate teg tgt cge teg teg cag teg ctg
Glu Ser Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu

20 25

gac ggc tac acg tat ctg gag tgg tat ctg cag aag ccc
Asp Gly Tyr Thr Tyr Leu Glu Trp Tyr Leu Gln Lys Pro

35 40 45

ccg cag gtg ctg atec tac ggc gtg teg aat cge tte tcecce
Pro Gln Val Leu Ile Tyr Gly Val Ser Asn Arg Phe Ser

50

55 60

gat cgc ttc tce gge tce gge tce ggg acce gac tte acg
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr

65

70 75

tcg cge gtc gaa ccec gag gac gtec gge gtg tac tac tge
Ser Arg Val Glu Pro Glu Asp Val Gly Val Tyr Tyr Cys

85 90

acg cac gat ccg ctg acg tte ggg cag ggg acg aag ctg

Thr His

Asp Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu

67

30

Gly

Gly

Leu

Phe

Glu
110

DNA

acg
Thr

gag
Glu
30

999
Gly

ggce
Gly

ctg
Leu

tte
Phe

gag
Glu

Gln

Val

Lys

Gln
95

Ile

ctg
Leu
15

tac
Tyr

cag
Gln

gtt
Val

aag
Lys

cag
Gln
95

atc
Ile

Ser

Pro

Ile
80

Ala

Lys

ggc
Gly

tcec
Ser

tcg
Ser

cce
Pro

atc
Ile
80

gcg
Ala

aag
Lys

48

96

144

192

240

288

336
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100
<210> 39
<211> 112
<212> PRT

<213> Artificial

<220>
<223> Synthetic Construct
<400> 39

Asp Ile Val Met Thr Gln
1 5

Glu Ser Ala Ser Ile Ser
20

Asp Gly Tyr Thr Tyr Leu
35

Pro Gln Val Leu Ile Tyr
50

Asp Arg Phe Ser Gly Ser
65 70

Ser Arg Val Glu Pro Glu
85

Thr His Asp Pro Leu Thr
100

<210> 40

<211> 336

<212> DNA

<213> Artificial

<220>

Thr

Cys

Glu

Gly

55

Gly

Asp

Phe

EP 3 323 832 A1

Pro

Arg

Trp

40

Val

Ser

Val

Gly

105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gln
105

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Pro

Ser

Lys

Phe

60

Phe

Tyr

Lys

vVal

Leu

Pro

45

Ser

Thr

Cys

Leu

<223> description of the artificial sequence: LV2c

<220>
<221> CDS
<222> (1)..(336)

<400> 40

gac gtec gtg ctg acg cag acg ccg ctg teg ctg cece gtt
Asp Val Val Leu Thr Gln Thr Pro Leu Ser Leu Pro Val

1 5

10

gaa tcc gecg teg atce teg tgt cge teg teg cag teg ctg
Glu Ser Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu

20

25

68

110

Thr

Glu

30

Gly

Gly

Leu

Phe

Glu
110

DNA

acg
Thr

gag
Glu
30

Leu
15

Tyr

Gln

vVal

Lys

Gln
95

Ile

cce
Pro
15

tac
Tyr

Gly

Ser

Ser

Pro

Ile

80

Ala

Lys

ggc
Gly

tce
Ser

48

96
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gac
Asp

ccg
Pro

gat
Asp
65

tcg

Ser

acg
Thr

EP 3 323 832 A1

ggc tac acg tat ctg gag tgg tat ctg
Gly Tyr Thr Tyr Leu Glu Trp Tyr Leu
35 40

cag gtg ctg atc tac ggc gtg tecg aat
Gln Val Leu Ile Tyr Gly Val Ser Asn
50 55

cge tte tece gge tee gge tece ggg acc
Arg Phe Ser Gly Ser Gly Ser Gly Thr
70

cgc gtc gag gcc gag gac gtc ggec gtg
Arg Val Glu Ala Glu Asp Val Gly Val
85 90

cac gat ccg ctg acg ttc ggg cag ggg
His Asp Pro Leu Thr Phe Gly Gln Gly
100 105

<210> 41

<211> 112

<212> PRT

<213> Artificial

<220>
<223> Synthetic Construct

<400> 41

Asp

1

Glu

Asp

Pro

Asp

65

Ser

Thr

Val Val Leu Thr Gln Thr Pro Leu Ser

Ser Ala Ser Ile Ser Cys Arg Ser Ser
20 25

Gly Tyr Thr Tyr Leu Glu Trp Tyr Leu
35 40

Gln Val Leu Ile Tyr Gly Val Ser Asn
50 55

Arg Phe Ser Gly Ser Gly Ser Gly Thr
70

Arg Val Glu Ala Glu Asp Val Gly Val
85 90

His Asp Pro Leu Thr Phe Gly Gln Gly
100 105

<210> 42

<211> 336

<212> DNA

<213> Artificial

69

cag
Gln

cgce

gac
Asp
75

tac
Tyr

acg
Thr

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

aag
Lys

tte
Phe
60

tte
Phe

tac
Tyr

aag
Lys

Pro

Ser

Lys

Phe

60

Phe

Tyr

Lys

cce
Pro
45

tce

Ser

acg
Thr

tgc
Cys

ctg
Leu

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

999
Gly

ggc
Gly

ctg
Leu

tte
Phe

gag
Glu
110

Thr

Glu

30

Gly

Gly

Leu

Phe

Glu
110

cag
Gln

gtt
Val

aag
Lys

cag
Gln
95

atc
Ile

Pro
15

Tyr

Gln

val

Lys

Gln

95

Ile

tcg
Ser

cce
Pro

atc
Ile
80

gcg
Ala

aag
Lys

Gly

Ser

Ser

Pro

Ile

80

Ala

Lys

144

192

240

288

336
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<220>

<223>

<220>

<221> CDS

<222> (1)..(336)
<400> 42

gac gtc gtg ctg acg
Asp Val Val Leu Thr
1 5

gaa tcc gecg teg atce
Glu Ser Ala Ser Ile
20

gac ggc tac acg tat
Asp Gly Tyr Thr Tyr
35

ccg cag gtg ctg atc
Pro Gln Val Leu Ile
50

gat cgc ttc tecc ggce
Asp Arg Phe Ser Gly
65

tcg cge gtc gaa ccc

Ser Arg Val Glu Pro
85

acg cac gat ccg ctg

Thr His Asp Pro Leu

100

<210> 43

<211> 112

<212> PRT

<213> Artificial

<220>

<223>

<400> 43
Asp Val Val Leu Thr
1 5

Glu Ser Ala Ser Ile
20

Asp Gly Tyr Thr Tyr
35

Pro Gln Val Leu Ile
50

cag
Gln

tcg
Ser

ctg
Leu

tac
Tyr

tce
Ser
70

gag
Glu

acg
Thr

Gln

Ser

Leu

Tyr

acg
Thr

tgt
Cys

gag
Glu

ggc
Gly

ggc
Gly

gac
Asp

tte
Phe

Synthetic Construct

Thr

Cys

Glu

Gly

EP 3 323 832 A1

ccg
Pro

cgc
Arg

tgg
Trp
40

gtg
val

tcec
Ser

gtc
Vval

999
Gly

Pro

Arg

Trp

40

vVal

ctg
Leu

tcg
Ser
25

tat
Tyr

tcg
Ser

999
Gly

ggc
Gly

cag
Gln
105

Leu

Ser

25

Tyr

Ser

tecg
Ser
10

tcg
Ser

ctg
Leu

aat
Asn

acc
Thr

gtg
Val
90

999
Gly

Ser

10

Ser

Leu

Asn

70

ctg
Leu

cag
Gln

cag
Gln

cgce
Arg

gac
Asp
75

tac
Tyr

acg
Thr

Leu

Gln

Gln

Arg

cce
Pro

tcg
Ser

aag
Lys

ttc
Phe

ttc
Phe

tac
Tyr

aag
Lys

Pro

Ser

Lys

Phe
60

description of the artificial sequence: LV3a

gtt
Val

ctg
Leu

cce
Pro
45

tce

Ser

acg
Thr

tgc
Cys

ctg
Leu

vVal

Leu

Pro

45

Ser

DNA

acg
Thr

gag
Glu
30

999
Gly

ggc
Gly

ctg
Leu

tte
Phe

gag
Glu
110

Thr

Glu

30

Gly

Gly

cce
Pro
15

tac
Tyr

cag
Gln

gtt
vVal

aag
Lys

cag
Gln
95

atc
Ile

Pro

15

Tyr

Gln

vVal

ggce
Gly

tcec
Ser

tcg
Ser

ccc
Pro

atc
Ile
80

gcg
Ala

aag
Lys

Gly

Ser

Ser

Pro

48

96

144

192

240

288

336
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EP 3 323 832 A1

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile

65

70

75

80

Ser Arg Val Glu Pro Glu Asp Val Gly Val Tyr Tyr Cys Phe Gln Ala

85

90

95

Thr His Asp Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys

<210>
<211>
<212>

<213>

<220>
<223>

<220>
<221>
<222>

<400>

gac gtc gtg
Asp Val Vval

1

gag
Glu

gac
Asp

ccg
Pro

gat
Asp
65

tcg

Ser

acg
Thr

tce
Ser

ggc
Gly

cag
Gln
50

cgce

Arg

cgc
Arg

cac
His

<210>
<211>
<212>
<213>

<220>

44
336
DNA

LV3b

CDS
(1)..

44

gcg
Ala

tac
Tyr
35

gtg
vVal

tte
Phe

gtc
Val

gat
Asp

45
112
PRT

100

DNA

Artificial

(336)

ctg
Leu

tcg
Ser
20

acg
Thr

ctg
Leu

tce
Ser

gag
Glu

ccg
Pro
100

acg
Thr

atc
Ile

tat
Tyr

atc
Ile

ggc
Gly

gcc
Ala
85

ctg
Leu

Artificial

cag
Gln

tcg
Ser

ctg
Leu

tac
Tyr

tce
Ser
70

gag
Glu

acg
Thr

acg
Thr

tgt
Cys

gag
Glu

ggc
Gly

ggc
Gly

gac
Asp

ttc
Phe

ccg
Pro

cgce
Arg

tgg
Trp
40

gtg
Val

tce
Ser

gtc
Val

999
Gly

105

ctg
Leu

tcg
Ser
25

tat
Tyr

tcg
Ser

999
Gly

ggc
Gly

cag
Gln
105

tcg
Ser
10

tcg
Ser

ctg
Leu

aat
Asn

acc
Thr

gtg
Vval
90

gg9
Gly

71

ctg
Leu

cag
Gln

cag
Gln

cgce
Arg

gac
Asp
75

tac

Tyr

acg
Thr

cce
Pro

teg
Ser

aag
Lys

ttc
Phe
60

tte
Phe

tac
Tyr

aag
Lys

gtg
Val

ctg
Leu

cce
Pro
45

tcec
Ser

acg
Thr

tgc
Cys

ctg
Leu

110

acg
Thr

gag
Glu
30

999
Gly

ggc
Gly

ctg
Leu

tte
Phe

gag
Glu
110

ctg
Leu
15

tac
Tyr

cag
Gln

gtt
val

aag
Lys

cag
Gln
95

atc
Ile

ggc
Gly

tce
Ser

tecg
Ser

cce
Pro

atc
Ile
80

gcg
Ala

aag
Lys

48

96

144

192

240

288

336
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<223>

<400>

EP 3 323 832 A1

Synthetic Construct

45

Asp Val Val Leu Thr Gln Thr Pro Leu Ser Leu Pro Val Thr

1

Glu Ser Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Glu

20 25 30

Asp Gly Tyr Thr Tyr Leu Glu Trp Tyr Leu Gln Lys Pro Gly

35 40 45

Pro Gln Val Leu Ile Tyr Gly Val Ser Asn Arg Phe Ser Gly

50

55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu

65

70 75

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Phe

Thr His

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

85 90

Asp Pro Leu Thr Phe Gly Gln Gly Thr Lys Leu Glu
100 105 110

46

336

DNA
Artificial

description of the artificial sequence: LV4 DNA

CDS
(1)..(336)

46

gac gtc gtg ctg acg cag acg ccg ctg teg ctg cce gtg acg
Asp Val Val Leu Thr Gln Thr Pro Leu Ser Leu Pro Val Thr

1

gag tcc gecg teg ate teg tgt cge teg teg cag teg ctg gag
Glu Ser Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Glu

20 25 30

gac ggc tac acg tat ctg gag tgg tat ctg cag aag ccc ggg
Asp Gly Tyr Thr Tyr Leu Glu Trp Tyr Leu Gln Lys Pro Gly

35 40 45

ccg cag gtg ctg atc tac ggc gtg tcg aat cge ttc tee gge
Pro Gln Val Leu Ile Tyr Gly Val Ser Asn Arg Phe Ser Gly

50

55 60

gat cgec tte tce gge tce gge tee ggg acc gac tte acg ctg

72

Leu
15

Tyr

Gln

Val

Lys

Gln
95

Ile

ctg
Leu
15

tac
Tyr

cag
Gln

gtt
val

aag

Gly

Ser

Ser

Pro

Ile
80

Ala

Lys

ggc
Gly

tcec
Ser

tcg
Ser

[elelel
Pro

atc

48

96

144

192

240
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55

Asp Arg Phe Ser Gly

65

tcg cgec gtc gaa ccc
Ser Arg Val Glu Pro

85

acg cac gat ccg ctg

Thr His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp Val
1

Asp Pro Leu
100

47

112

PRT
Artificial

Ser
70

gag
Glu

acg
Thr

Gly

gac
Asp

tte
Phe

Synthetic Construct

47

Val Leu Thr

Glu Ser Ala Ser Ile

20

Asp Gly Tyr Thr Tyr

35

Pro Gln Val Leu Ile

50

Asp Arg Phe Ser Gly

65

Ser Arg Val Glu Pro

Thr His

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

85

Asp Pro Leu
100

48

369

DNA
Artificial

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Thr

Cys

Glu

Gly

55

Gly

Asp

Phe

EP 3 323 832 A1

Ser Gly Thr Asp

gtc
Val

999
Gly

Pro

Arg

Trp

40

Val

Ser

Val

Gly

ggc
Gly

cag
Gln
105

Leu

Ser

25

Tyr

Ser

Gly

Gly

Gln
105

gtg
Val
90

999
Gly

Ser

10

Ser

Leu

Asn

Thr

Val

90

Gly

75

tac
Tyr

acg
Thr

Leu

Gln

Gln

Arg

Asp

75

Tyr

Thr

Phe

tac
Tyr

aag
Lys

Pro

Ser

Lys

Phe

60

Phe

Tyr

Lys

Thr

tgc
Cys

ctg
Leu

Val

Leu

Pro

45

Ser

Thr

Cys

Leu

Leu

ttc
Phe

gag
Glu
110

Thr

Glu

30

Gly

Gly

Leu

Phe

Glu
110

description of the artificial sequence: HV0 DNA

CDS
(1) ..(369)

73

Lys

cag
Gln
95

atc
Ile

Leu

15

Tyr

Gln

Val

Lys

Gln

95

Ile

Ile
80

gcg
Ala

aag
Lys

Gly

Ser

Ser

Pro

Ile

80

Ala

Lys

288

336
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<400>

48

gaa gtg cag ctt gtc

Glu Vval
1

Gln Leu Val

tcg ctg cge ctg teg
Ser Leu Arg Leu Ser

20

tac atg gcg tgg gtg

Tyr Met

Ala Trp Val
35

gcg acg atc tcg tac
Ala Thr Ile Ser Tyr

50

aag ggg cgc ttc acg
Lys Gly Arg Phe Thr

65

ctg cag atg aac tcg
Leu Gln Met Asn Ser

85

gcg cgc cat cge gge
Ala Arg His Arg Gly

100

tgg ggg cag ggg acg
Trp Gly Gln Gly Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Val
1

115

49

123

PRT
Artificial

gaa
Glu

tgc
Cys

cgc
Arg

gac
Asp

atc
Ile
70

ctg
Leu

tac
Tyr

atg
Met

tcc
Ser

gcc
Ala

cag
Gln

ggc
Gly
55

tcg
Ser

cgc
Arg

tac
Tyr

gtg
Val

Synthetic Construct

49

Gln Leu Val
5

Ser Leu Arg Leu Ser

Tyr Met

20

Ala Trp Val
35

Ala Thr Ile Ser Tyr

50

Lys Gly Arg Phe Thr

65

Glu

Cys

Arg

Asp

Ile
70

Ser

Ala

Gln

Gly

55

Ser

EP 3 323 832 A1

ggc ggc ggc gtc

Gly

gcg
Ala

gcg
Ala
40

tcg

Ser

cgce
Arg

gce
Ala

tac
Tyr

acc
Thr
120

Gly

Ala

Ala

40

Ser

Arg

Gly

tce
Ser
25

cce
Pro

tcg
Ser

gac
Asp

gag
Glu

tce
Ser
105

gtg
Val

Gly

Ser

25

Pro

Ser

Asp

Gly
10

ggc
Gly

999
Gly

acg
Thr

aac
Asn

gat
Asp
90

ggc
Gly

tcg
Ser

Gly

10

Gly

Gly

Thr

Asn

74

Val

ttc
Phe

aag
Lys

tac
Tyr

gcg
Ala
75

acc

Thr

gce
Ala

tcec
Ser

Val

Phe

Lys

Tyr

Ala
75

gtt
Val

acg
Thr

g99
Gly

tat
Tyr
60

aag

Lys

gce
Ala

ggc
Gly

Val

Thr

Gly

Tyr

60

Lys

cag
Gln

ttce
Phe

ctg
Leu
45

cgce

Arg

aac
Asn

gtg
Val

tac
Tyr

Gln

Phe

Leu

45

Arg

Asn

cce
Pro

tcg
Ser
30

gag
Glu

gat
Asp

tcg
Ser

tac
Tyr

tte
Phe
110

Pro

Ser

30

Glu

Asp

Ser

999
Gly
15

aac
Asn

tgg
Trp

tce
Ser

ctg
Leu

tac
Tyr
95

gac
Asp

Gly

15

Asn

Trp

Ser

Leu

cgc
Arg

tac
Tyr

gtc
Val

gtg
Val

tat
Tyr
80

tgc
Cys

tac
Tyr

Arg

Tyr

Vval

Val

Tyr
80

48

96

144

192

240

288

336

369
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EP 3 323 832 A1

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

85

90

95

Ala Arg His Arg Gly Tyr Tyr Tyr Ser Gly Ala Gly Tyr Phe Asp Tyr

100

105

Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

<400>

115

50

369

DNA
Artificial

120

110

description of the artificial sequence: HV1 DNA

CDhsS
(1) ..(369)

50

gaa gtg cag ctt gtc

Glu Vval
1

Gln Leu Val
5

tcg ctg cge ctg teg
Ser Leu Arg Leu Ser

20

tac atg gcg tgg gtg

Tyr Met

Ala Trp Val
35

gcg acg atc teg tac
Ala Thr Ile Ser Tyr

50

aag ggg cgc ttc acg
Lys Gly Arg Phe Thr

65

ctg cag atg aac tcg
Leu Gln Met Asn Ser

85

gcg cgce cat cgc ggce
Ala Arg His Arg Gly

100

tgg ggg cag ggg acg
Trp Gly Gln Gly Thr

<210>
<211>
<212>

115

51
123
PRT

gaa
Glu

tgc
Cys

cgce
Arg

gac
Asp

atc
Ile
70

ctg
Leu

tac
Tyr

atg
Met

tce
Ser

gcec
Ala

cag
Gln

ggc
Gly
55

tcg
Ser

cgce
Arg

tac
Tyr

gtg
Val

ggc
Gly

gcg
Ala

gcg
Ala
40

tcg
Ser

cgc
Arg

gcc
Ala

tac
Tyr

acc
Thr
120

ggc
Gly

tce
Ser
25

cce
Pro

tcg
Ser

gac
Asp

gag
Glu

tce
Ser
105

gtg
Val

ggc
Gly
10

ggc
Gly

999
Gly

acg
Thr

aac
Asn

gat
Asp
90

ggce
Gly

tcg
Ser

75

gtc
Val

tte
Phe

aag
Lys

tac
Tyr

gcg
Ala
75

acc
Thr

gce
Ala

tcc
Ser

gtg
Val

acg
Thr

999
Gly

tat
Tyr
60

aag

Lys

gcg
Ala

ggce
Gly

cag
Gln

ttce
Phe

ctg
Leu
45

cgce

Arg

aac
Asn

acg
Thr

tac
Tyr

cce
Pro

tcg
Ser

gag
Glu

gat
Asp

tcg
Ser

tac
Tyr

tte
Phe
110

999
Gly
15

aac
Asn

tgg
Trp

tcec
Ser

ctg
Leu

tac
Tyr
95

gac
Asp

cgc
Arg

tac
Tyr

gtc
Val

gtg
Val

tat
Tyr
80

tgc
Cys

tac
Tyr

48

96

144

192

240

288

336

369
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<213>

<220>
<223>

<400>

Artificial

Synthetic Construct

51

Glu Val Gln

1

Ser

Tyr

Ala

Lys

65

Leu

Ala

Trp

Leu

Met

Thr

50

Gly

Gln

Arg

Gly

<210>
<211>
<212>

<213>

<220>
<223>

<220>
<221>
<222>

<400>
gaa gtg cag

Glu
1

tcg
Ser

tac
Tyr

Val

ctg
Leu

atg
Met

Arg

Ala
35

Ile

Arg

Met

His

Gln

115

52
369

DNA
Artificial

CDs
(1) ..

52

Gln

cgc
Arg

gcg
Ala

Leu

Leu

20

Trp

Ser

Phe

Asn

Arg

100

Gly

Val

Ser

Val

Tyr

Thr

Ser

85

Gly

Thr

(369)

ctt
Leu

ctg
Leu
20

tgg
Trp

gtc
vVal

tcg
Ser

gtg
Val

Glu

Cys

Arg

Asp

Ile

70

Leu

Tyr

Met

gaa
Glu

tgc
Cys

cge
Arg

Ser

Ala

Gln

Gly

Ser

Arg

Tyr

Val

tcc
Ser

gcc
Ala

cag
Gln

EP 3 323 832 A1

Gly

Ala

Ala
40

Ser

Arg

Ala

Tyr

Thr
120

ggc
Gly

gcg
Ala

gcg
Ala

Gly

Ser
25

Pro

Ser

Asp

Glu

Ser
105

Val

ggc
Gly

tcc
Ser
25

cce
Pro

Gly
10

Gly

Gly

Thr

Asn

Asp
90

Gly

Ser

ggce
Gly
10

ggc
Gly

999
Gly

76

val

Phe

Lys

Tyr

Ala

75

Thr

Ala

Ser

gte
Val

tte
Phe

aag
Lys

Vval

Thr

Gly

Tyr
60

Lys

Ala

Gly

gtg
val

acg
Thr

999
Gly

Gln

Phe

Leu

45

Arg

Asn

Thr

Tyr

description of the artificial sequence: HV2a

cag
Gln

tte
Phe

ctg
Leu

Pro

Ser
30

Glu

Asp

Ser

Tyr

Phe
110

DNA

cce
Pro

tcg
Ser
30

gag
Glu

Gly
15

Asn

Trp

Ser

Leu

Tyr
95

Asp

999
Gly
15

aac

Asn

tgg
Trp

Arg

Tyr

val

val

Tyr
80

Cys

Tyr

cge
Arg

tac
Tyr

gtc
Val

48

96

144
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35

gcg acg atec tecg tac gac ggce
Ala Thr Ile Ser Tyr Asp Gly

50

aag ggg cgc ttc acg atc tcg
Lys Gly Arg Phe Thr Ile Ser

65

70

ctg cag atg aac tecg ctg cgce
Leu Gln Met Asn Ser Leu Arg

85

gcg cge cat cge gge tac tac
Ala Arg His Arg Gly Tyr Tyr

100

tgg ggg cag ggc gtg atg gtg
Trp Gly Gln Gly Val Met Val

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

53

123

PRT
Artificial

Synthetic Construct

53

Glu Val Gln Leu Val Glu Ser

1

Ser Leu Arg Leu Ser Cys Ala

Tyr Met

20

Ala Trp Val Arg Gln
35

Ala Thr Ile Ser Tyr Asp Gly

50

55

Lys Gly Arg Phe Thr Ile Ser

65

70

Leu Gln Met Asn Ser Leu Arg

85

Ala Arg His Arg Gly Tyr Tyr

100

Trp Gly Gln Gly Val Met Val

115

EP 3 323 832 A1

40
tcg

Ser

cgc
Arg

gcc
Ala

tac
Tyr

acc
Thr
120

Gly

Ala

Ala

40

Ser

Arg

Ala

Tyr

Thr
120

tecg
Ser

gac
Asp

gag
Glu

tce
Ser
105

gtg
val

Gly

Ser

25

Pro

Ser

Asp

Glu

Ser

105

val

acg
Thr

aac
Asn

gat
Asp
90

ggc
Gly

tecg
Ser

Gly

10

Gly

Gly

Thr

Asn

Asp

Gly

Ser

77

tac
Tyr

gcg
Ala
75

acc
Thr

gcc
Ala

tcc
Ser

vVal

Phe

Lys

Tyr

Ala

75

Thr

Ala

Ser

tat
Tyr
60

aag

Lys

gcg
Ala

ggc
Gly

Val

Thr

Gly

Tyr

60

Lys

Ala

Gly

45
cgce

Arg

aac
Asn

acg
Thr

tac
Tyr

Gln

Phe

Leu

45

Arg

Asn

Thr

Tyr

gat
Asp

tecg
Ser

tac
Tyr

tte
Phe
110

Pro

Ser

30

Glu

Asp

Ser

Tyr

Phe
110

tece
Ser

ctg
Leu

tac
Tyr
95

gac
Asp

Gly

15

Asn

Trp

Ser

Leu

Tyr

95

Asp

gtg
Val

tat
Tyr
80

tgc
Cys

tac
Tyr

Arg

Tyr

Val

Val

Tyr

80

Cys

Tyr

192

240

288

336

369
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<210>
<211>
<212>

<213>

<220>
<223>

<220>
<221>
<222>

<400>

gaa gtg cag
Glu Val Gln

1

tcg
Ser

tac
Tyr

gcg
Ala

aag
Lys
65

ctg

Leu

gcg
Ala

tgg
Trp

atg
Met

atg
Met

acg
Thr
50

999
Gly

cag
Gln

cgc
Arg

999
Gly

<210>
<211>
<212>

<213>

<220>
<223>

<400>

54
369
DNA

Artificial

EP 3 323 832 A1

description of the artificial sequence:

CDS
(1) ..

54

cgc
Arg

gcg
Ala
35

atc
Ile

cgc
Arg

atg
Met

cat
His

cag
Gln
115

55
123
PRT

(369)

ctt
Leu

ctg
Leu
20

tgg
Trp

tcg
Ser

ttc
Phe

aac
Asn

cgc
Arg
100

ggc
Gly

gtc
Val

tcg
Ser

gtg
Val

tac
Tyr

acg
Thr

tcg
Ser
85

ggc
Gly

gtg
Val

Artificial

gaa
Glu

tgc
Cys

cgc
Arg

gac
Asp

atc
Ile
70

ctg

Leu

tac
Tyr

atg
Met

tcc
Ser

gce
Ala

cag
Gln

ggc
Gly
55

tcg
Ser

cgc
Arg

tac
Tyr

gtg
Val

Synthetic Construct

55

ggc
Gly

gcg
Ala

gcg
Ala
40

tcg
Ser

cgc
Arg

gce
Ala

tac
Tyr

acc
Thr
120

ggc
Gly

tcc
Ser
25

cece
Pro

tcg
Ser

gac
Asp

gag
Glu

tcc
Ser
105

gtg
Val

ggc
Gly
10

ggc
Gly

999
Gly

acg
Thr

aac
Asn

gat
Asp
90

ggc
Gly

tcg
Ser

gtc
Val

ttc
Phe

aag
Lys

tac
Tyr

gcg
Ala
75

acc

Thr

gce
Ala

tcc
Ser

gtt
Val

acg
Thr

999
Gly

tat
Tyr
60

aag

Lys

gce
Ala

ggc
Gly

HV2b

cag
Gln

ttc
Phe

ctg
Leu
45

cge

Arg

aac
Asn

gtg
Val

tac
Tyr

DNA

cece
Pro

tcg
Ser
30

gag
Glu

gat
Asp

tcg
Ser

tac
Tyr

ttc
Phe
110

999
Gly
15

aac
Asn

tgg
Trp

tcc
Ser

ctg
Leu

tac
Tyr
95

gac
Asp

cgc
Arg

tac
Tyr

gtc
Val

gtg
Val

tat
Tyr
80

tgc
Cys

tac
Tyr

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1

5

10

78

15

48

96

144

192

240

288

336

369
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Ser

Tyr

Ala

Lys

65

Leu

Ala

Trp

Met

Met

Thr

50

Gly

Gln

Arg

Gly

<210>
<211>
<212>

<213>

<220>
<223>

<220>
<221>
<222>

<400>
gaa gtg cag

Glu
1

tcg

Ser

tac
Tyr

gcg
Ala

aag
Lys
65

ctg

Val

atg
Met

atg
Met

acg
Thr
50

999
Gly

cag

Arg

Ala
35

Ile

Arg

Met

His

Gln

115

56
369
DNA

Leu

20

Trp

Ser

Phe

Asn

Arg

100

Gly

Ser

Val

Tyr

Thr

Ser

85

Gly

Val

Artificial

Cys

Arg

Asp

Ile

70

Leu

Tyr

Met

Ala

Gln

Gly

Ser

Arg

Tyr

vVal

EP 3 323 832 A1

Ala Ser Gly Phe

Ala

40

Ser

Arg

Ala

Tyr

Thr
120

25

Pro

Ser

Asp

Glu

Ser

105

Val

Gly

Thr

Asn

Asp

90

Gly

Ser

Lys

Tyr

Ala

75

Thr

Ala

Ser

Thr

Gly

Tyr

60

Lys

Ala

Gly

Phe

Leu

45

Arg

Asn

Val

Tyr

Ser

30

Glu

Asp

Ser

Tyr

Phe
110

description of the artificial sequence: HV3 DNA

CDsS
(1) ..

56

Gln

cge
Arg

gcg
Ala
35

atc
Ile

cgc
Arg

atg

(369)

ctt
Leu

ctg
Leu
20

tgg
Trp

tcg
Ser

tte
Phe

aac

gtc
Val

tcg
Ser

gtg
Val

tac
Tyr

acg
Thr

tecg

gaa
Glu

tgc
Cys

cgc
Arg

gac
Asp

atc
Ile
70

ctg

tece
Ser

gce
Ala

cag
Gln

ggce
Gly
55

tcg
Ser

cgce

ggce
Gly

gcg
Ala

gcg
Ala
40

tcg
Ser

cgc
Arg

gce

ggc
Gly

tce
Ser
25

cce
Pro

tcg
Ser

gac
Asp

gag

ggc
Gly
10

ggce
Gly

999
Gly

acg
Thr

aac
Asn

gat

79

gtc
Val

tte
Phe

aag
Lys

tac
Tyr

gcg
Ala
75

acc

gtt
Val

acg
Thr

gg9g9
Gly

tat
Tyr
60

aag
Lys

gcg

cag
Gln

ttc
Phe

ctg
Leu
45

cge
Arg

aac
Asn

acg

cce
Pro

tcg
Ser
30

gag
Glu

gat
Asp

tcg
Ser

tac

Asn

Trp

Ser

Leu

Tyr
95

Asp

999
Gly
15

aac
Asn

tgg
Trp

tcc
Ser

ctg
Leu

tac

Tyr

val

val

Tyr
80

Cys

Tyr

cgce
Arg

tac
Tyr

gtc
Val

gtg
val

tat
Tyr
80

tgc

48

96

144

192

240

288



10

15

20

25

30

35

40

45

50

55

Leu Gln Met

cat
His

gcg cgce
Ala Arg

tgg ggg
Trp Gly

cag
Gln
115

<210> 57

<211> 123
<212> PRT
<213>

<220>
<223>

<400> 57

Glu Val Gln
1

Ser Met Arg

Met Ala

35

Tyr

Ala Thr

50

Ile

Lys
65

Gly Arg

Leu Gln Met

Ala Arg His

Gln
115

Trp Gly

<210> 58

<211> 369
<212> DNA
<213>

<220>
<223>

Asn

cgc
Arg
100

ggc
Gly

Leu

Leu

20

Trp

Ser

Phe

Asn

Arg

100

Gly

Ser Leu Arg
85

ggc tac tac
Gly Tyr Tyr

gtg atg gtg
Val Met Val

Artificial

Synthetic Construct

Val Glu Ser

Ser Cys Ala

Val Arg Gln

Tyr Asp Gly

Thr Ile

70

Ser

Ser Leu

85

Arg

Gly Tyr Tyr

Val Met Val

Artificial

EP 3 323 832 A1

Ala Glu Asp Thr Ala Thr Tyr

90

tac tcc
Tyr Ser
105

ggc
Gly

acc
Thr
120

tcg
Ser

gtg
val

Gly Gly Gly

10

Ala Ser

25

Gly

Ala
40

Pro Gly

Ser Ser Thr

Arg Asp Asn

Ala

Glu Asp

Ser
105

Tyr Gly

Thr
120

Val Ser

80

gce gge tac tte
Ala Gly Tyr Phe

tce
Ser

val

Phe

Lys

Tyr

Ala

75

Thr

Ala

Ser

vVal

Thr

Gly

Tyr

60

Lys

Ala

Gly

Gln

Phe

Leu

45

Arg

Asn

Thr

Tyr

110

Pro

Ser

30

Glu

Asp

Ser

Tyr

Phe
110

description of the artificial sequence: HV4 DNA

Tyr Cys
95

gac tac
Asp Tyr

Gly
15

Arg

Asn Tyr

Trp Val

Ser Val

Leu Tyr

80

Tyr
95

Cys

Asp Tyr

336

369
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<220>
<221>
<222>

<400>

CDS
(1) ..(369)

58

gaa gtg cag ctt gtc gaa tcc
Glu Val Gln Leu Val Glu Ser

1

tcg atg cge ctg teg tge gee

Ser Met

Arg Leu Ser Cys Ala
20

tac atg gcg tgg gtg cgc cag

Tyr Met

Ala Trp Val Arg Gln
35

gcg acg ate teg tac gac gge
Ala Thr Ile Ser Tyr Asp Gly

50

55

aag ggg cgc ttc acg atc tecg
Lys Gly Arg Phe Thr Ile Ser

65

70

ctg cag atg aac tcg ctg cgc
Leu Gln Met Asn Ser Leu Arg

85

gcg cgce cat cgc ggc tac tac
Ala Arg His Arg Gly Tyr Tyr

100

tgg ggg cag ggc gtg atg gtg
Trp Gly Gln Gly Val Met Val

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

59

123

PRT
Artificial

Synthetic Construct

59

Glu Val Gln Leu Val Glu Ser

1

5

Ser Met Arg Leu Ser Cys Ala

20

Tyr Met Ala Trp Val Arg Gln

35

Ala Thr Ile Ser Tyr Asp Gly

50

55

EP 3 323 832 A1

ggc
Gly

gcg
Ala

gcg
Ala
40

tcg
Ser

cgce
Arg

gce
Ala

tac
Tyr

acc
Thr
120

Gly

Ala

Ala

40

Ser

ggc
Gly

tce
Ser
25

cce
Pro

tcg
Ser

gac
Asp

gag
Glu

tcec
Ser
105

gtg
Val

Gly

Ser

25

Pro

Ser

ggc
Gly
10

ggce
Gly

999
Gly

acg
Thr

aac
Asn

gat
Asp
90

ggc
Gly

tcg
Ser

Gly

10

Gly

Gly

Thr

81

gtc
Val

ttc
Phe

aag
Lys

tac
Tyr

gcg
Ala
75

acc
Thr

gce
Ala

tce
Ser

Val

Phe

Lys

Tyr

gtt
Val

acg
Thr

999
Gly

tat
Tyr
60

aag

Lys

gcg
Ala

ggc
Gly

Val

Thr

Gly

Tyr
60

cag
Gln

ttc
Phe

ctg
Leu
45

cgc

Arg

tecg
Ser

acg
Thr

tac
Tyr

Gln

Phe

Leu

45

Arg

ccc
Pro

tcg
Ser
30

gag
Glu

gat
Asp

tcg
Ser

tac
Tyr

tte
Phe
110

Pro

Ser

30

Glu

Asp

gg9g9
Gly
15

aac
Asn

tgg
Trp

tcc
Ser

ctg
Leu

tac
Tyr
95

gac
Asp

Gly

15

Asn

Trp

Ser

cgce
Arg

tac
Tyr

gtc
Val

gtg
Val

tat
Tyr
80

tgc
Cys

tac
Tyr

Arg

Tyr

Val

Val

48

96

144

192

240

288

336

369
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Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala

65

Leu Gln Met

Ala Arg His

Trp Gly Gln

115
<210> 60
<211> 39
<212> DNA
<213> Arti
<220>
<223>
<400> 60

70

75

Asn Ser Leu Arg Ala Glu Asp Thr

85

90

Arg Gly Tyr Tyr Tyr Ser Gly Ala

100

105

Gly Val Met Val Thr Val Ser Ser

ficial

120

catggatccg ccaccatgtc ggccaacgcc acactgaag

<210> 61
<211> 28
<212> DNA
<213> Arti
<220>

<223>

<400> 61

ficial

cataagctta ctcgaggtge tgectcage

<210> 62

<211> 1191
<212> DNA
<213>

<400> 62
atgtccgcecca

cggagccaca
ctggcctcege
atgcgccaga
tctgettcecece
accaccttct
ctgctcageg

aaccaccgca

acgccacgct
gcaacaccag
tgctgggect
ccgtggtcac
tgcecttett
gcaaactgca
ccatcagceccet

ccgtggecge

Macaca fascicularis

gaagccgctce
catccgcectac
ggtggagaac
cacctgggtg
cacctactte
ttcctcecate
ggaccgctge

agcgcacaaa

description of the artificial sequence:

tgcececcatcee
atcgaccacg
ggagtcatcc
ctacacctgg
ttggccgtgg
ttctttctca
ctgcaggtgg

gtctgcctgg

82

Lys Ser Ser Leu Tyr

80

Ala Thr Tyr Tyr Cys

95

Gly Tyr Phe Asp Tyr

110

tagaggagat
cgaccgtgcet
tcttegtggt
cactgtctga
gccactcgtg
acatgtttgc
tgtggcecggt

tgctcectggge

description of the artificial sequence: human CRTH2 azami-A

human CRTH2 azami-B

gagccatctc
gctgcacggg
gggctgccge
cctgttggece
ggagctggge
cagcggcecttce
gtgggcgcag

actagcagtg

39

28

60

120

180

240

300

360

420

480
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ctcaacacgg
atgtgctact
tcgegecagg
atcatcgcct
cccggecget
ccctaccacg
cttgtgtggce
ccggtgetet
acggtgctgg
cgccgecgec
cccgaggaac
tcceccgeaga
<210> 63

<211> 396
<212> PRT
<213>
<400> 63

Met Ser Ala

1

Met Ser His

Ala Thr

35

His

Glu Asn
50

Gly

val Thr

65

vVal

Ser Ala Ser

Trp Glu Leu

Leu Asn Met
115

tgccctattt
acaacgtgct
cggeccctgge
cgagccatgc
ttgtgcgect
tgttcagecct
gcgggetgee
acgtgctcac
agagcgtgct
gcaccccecete

ggcggggcecce

ggggcccect

Asn Ala

Leu Arg
20

Val Leu

Val

Ile

Thr

Pro
85

Leu

Gly Thr

100

Phe Ala

Thr

Ser

Leu

Leu

Trp Val

70

Phe

Thr

Ser

EP 3 323 832 A1

cgtgttccgg
gctectgaac
agtcagcaag
ggccgtgage
ggtggeggcec
gctggaggeg
cttegtcacce
ctgcececgac
ggtggacgac
cacggcccge
cgcgegecte

gaaccgggcg

Macaca fascicularis

Leu Lys

His Ser

His Gly

40

Phe
55

Val
Leu His
Phe Thr
Phe

Cys

Phe
120

Gly

Pro

Asn

25

Leu Ala

vVal

Leu Ala

Tyr

Lys

105

Leu

gacaccatct
ccggggectg
ttecetgetgg
ctgcgactge
gtcgtggegg
cgggcgcacg
agcctggect
atgctgegeca
agcgagctgg
tcggectect
ttecggetgge

ctgagcagca

Leu
10

Cys

Thr Ser

Ser

Gly Cys

Leu
75

Phe
90

Leu

His

Leu

Leu Ser

83

cacggctgga
accgtgacge
ccttectggt
agcaccgcgg
ccttegeact
ccaaccccgg
tcttcaacag
agctgeggeg
gtggcgeggg
ccttagetcet
tgctgggegg

cctcgagtta

Pro Ile Leu

Ile Arg Tyr

30

Leu
45

Leu Gly

Arg Met
60

Arg
Ser Asp Leu
Ala Val

Gly

Ile
110

Ser Ser

Ala Ile

125

Ser

tgggcgcatc
cacgtgcaac
gccgetggeg
acgccggegg
ctgetggggg
gttgcggeeg
cgtggccaac
ctegetgege
aagcagccgc
cagcagccgce
ctgcgcageg

g

Glu
15

Glu
Ile Asp
Leu Val
Thr

Gln

Ala
80

Leu

His Ser

95

Phe Phe

Leu Asp

540

600

660

720

780

840

900

960

1020

1080

1140

1191
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Arg

Val

145

Leu

Asp

Pro

Ser

Ser

225

Pro

Leu

His

Val

Val

305

Thr

Gly

Ser

Arg

Cys

130

Ala

Asn

Gly

Asp

Lys

210

His

Gly

Cys

Ala

Thr

290

Leu

Val

Ser

Ser

Leu
370

Leu

Ala

Thr

Arg

Arg

195

Phe

Ala

Arg

Trp

Asn

275

Ser

Thr

Leu

Ser

Leu

355

Phe

Gln

Ala

val

Ile

180

Asp

Leu

Ala

Phe

Gly

260

Pro

Leu

Cys

Glu

Arg

340

Ala

Gly

vVal

His

Pro

165

Met

Ala

Leu

Val

vVal

245

Pro

Gly

Ala

Pro

Ser

325

Arg

Leu

Trp

vVal

Lys

150

Tyr

Cys

Thr

Ala

Ser

230

Arg

Tyr

Leu

Phe

Asp

310

val

Arg

Ser

Leu

EP 3 323 832 A1

Trp

135

Val

Phe

Tyr

Cys

Phe

215

Leu

Leu

His

Arg

Phe

295

Met

Leu

Arg

Ser

Leu
375

Pro

Cys

Val

Tyr

Asn

200

Leu

Arg

Val

Val

Pro

280

Asn

Leu

Val

Arg

Arg

360

Gly

Val

Leu

Phe

Asn

185

Ser

Val

Leu

Ala

Phe

265

Leu

Ser

Arg

Asp

Thr

345

Pro

Gly

84

Trp

Val

Arg

170

Val

Arg

Pro

Gln

Ala

250

Ser

Val

Val

Lys

Asp

330

Pro

Glu

Cys

Ala

Leu

155

Asp

Leu

Gln

Leu

His

235

Val

Leu

Trp

Ala

Leu

315

Ser

Ser

Glu

Ala

Gln

140

Trp

Thr

Leu

Ala

Ala

220

Arg

val

Leu

Arg

Asn

300

Arg

Glu

Thr

Arg

Ala
380

Asn

Ala

Ile

Leu

Ala

205

Ile

Gly

Ala

Glu

Gly

285

Pro

Arg

Leu

Ala

Arg

365

Ser

His

Leu

Ser

Asn

130

Leu

Ile

Arg

Ala

Ala

270

Leu

Val

Ser

Gly

Arg

350

Gly

Pro

Arg

Ala

Arg

175

Pro

Ala

Ala

Arg

Phe

255

Arg

Pro

Leu

Leu

Gly

335

Ser

Pro

Gln

Thr

Val

160

Leu

Gly

Val

Ser

Arg

240

Ala

Ala

Phe

Tyr

Arg

320

Ala

Ala

Ala

Arg



10

15

20

25

30

35

40

45

50

55

EP 3 323 832 A1

Gly Pro Leu Asn Arg Ala Leu Ser Ser Thr Ser Ser

385 390 395
<210> 64

<211> 39

<212> DNA

<213> Artificial

<220>
<223> description of the artificial sequence: cyno CRTH2 azami-A

<400> 64

catggatccg ccaccatgtc cgccaacgcecc acgctgaag 39
<210> 65

<211> 28

<212> DNA

<213> Artificial

<220>
<223> description of the artificial sequence: cyno CRTH2 azami-B

<400> 65
cataagctta ctcgaggtge tgcectcage 28

Claims

1.

An antibody or the antibody fragment thereof which recognizes at least one of 192th glycine and 194th aspartic acid
in the amino acid sequence of human CRTH2 represented by SEQ ID NO: 2 and binds thereto.

The antibody or the antibody fragment thereof according to claim 1, wherein the antibody recognizes at least one
amino acid residue selected from the group consisting of 12th proline, 13th isoleucine, 14th leucine, 15th glutamic
acid, 177th aspartic acid, 178th glycine, 179th arginine, 180th isoleucine, 181th methionine, 182nd cysteine, 183rd
tyrosine, 184th tyrosine, 185th asparagine, 186th valine, 187th leucine, 188th leucine, 189th leucine, 195th arginine,
196th aspartic acid, 197th alanine, and 198th threonine in the amino acid sequence of human CRTH2 represented
by SEQ ID NO: 2 and binds thereto.

The antibody or the antibody fragment thereof according to claim 1 or 2, wherein the antibody recognizes at least
one amino acid residue selected from the group consisting of the following (a) to (g):

(a) 12th proline, 14th leucine, and 15th glutamic acid in the amino acid sequence of human CRTH2 represented
by SEQ ID NO: 2;

(b) 177th aspartic acid, 178th glycine, and 179th arginine in the amino acid sequence of human CRTH2 repre-
sented by SEQ ID NO: 2;

(c) 180th isoleucine and 181st methionine in the amino acid sequence of human CRTH2 represented by SEQ
ID NO: 2;

(d): 183rd tyrosine, 184th tyrosine, and 185th asparagine in the amino acid sequence of human CRTH2 repre-
sented by SEQ ID NO: 2;

(e) 187th leucine, 188th leucine, and 189th leucine in the amino acid sequence of human CRTH2 represented
by SEQ ID NO: 2;

(f) 195th arginine in the amino acid sequence of human CRTH2 represented by SEQ ID NO: 2; and

(g) 196th aspartic acid and 198th threonine in the amino acid sequence of human CRTH2 represented by SEQ
ID NO: 2.

4. The antibody or the antibody fragment thereof according to any one of claims 1 to 3, wherein the antibody is any

one selected from the group consisting of the following (a) to (d):

85
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5.

10.

1.

12.

13.

14.

15.

EP 3 323 832 A1

(a) an antibody in which complementarity determining regions (hereinafter, abbreviated as CDR) 1 to 3 of an
antibody heavy chain variable region (hereinafter, abbreviated as VH) comprise amino acid sequences repre-
sented by SEQ ID NOS: 20 to 22, respectively, and CDRs 1 to 3 of an antibody light chain variable regions
(hereinafter, abbreviated as VL) comprise amino acid sequences represented by SEQ ID NOS: 23 to 25, re-
spectively;

(b) an antibody which comprises VH comprising the amino acid sequence represented by SEQ ID NO: 49 or
the amino acid sequence obtained by introducing at least one modification selected from modifications of sub-
stituting 18th leucine with methionine, 77th asparagine with serine, 93th valine with threonine, and 117th thre-
onine with valine in the amino acid sequence represented by SEQ ID NO: 49 and VL comprising the amino acid
sequence represented by SEQ ID NO: 33 or the amino acid sequence obtained by at least one modification
selected from modifications of substituting 2nd isoleucine with valine, 4th methionine with leucine, 15th proline
with leucine, and 85th alanine with proline in the amino acid sequence represented by SEQ ID NO: 33;

(c) an antibody which comprises VH comprising any one of the amino acid sequences represented by SEQ ID
NOS: 49, 51, 53, 55, 57, and 59 and VL comprising any one of the amino acid sequences represented by SEQ
ID NOS: 33, 35, 37, 39, 41, 43, 45, and 47; and

(d) an antibody which comprises VH comprising the amino acid sequence represented by SEQ ID NO: 17 and
VL comprising the amino acid sequence represented by SEQ ID NO: 19.

The antibody or the antibody fragment thereof according to any one of claims 1 to 4, wherein the antibody has at
least one characteristic selected from the group consisting of the following (a) to (h):

(a) reactivity of the antibody against human CRTH2 does not decrease in the presence of a ligand of human
CRTHZ2;

(b) neutralizing activity is not shown by the antibody;

(c) antibody-dependent cell-mediated cytotoxicity (ADCC) is shown by the antibody;

(d) a reaction of the antibody with at least one of mast cells and Th1 cells does not occur;

(e) a reaction of the antibody with at least one selected from eosinophils, basophils, Th2 cells, and type 2 innate
lymphoid cells (ILC2) occurs;

(f) agonist activity is not shown by the antibody;

(9) a signal caused by the ligand of human CRTH2 is not enhanced by the antibody; and

(h) reactivity of the antibody against human CRTH2 in an activated or inactivated state does not changed.

The antibody or the antibody fragment thereof according to any one of claims 1 to 5, wherein the antibody comprises
a human Fc region.

The antibody or the antibody fragment thereof according to any one of claims 1 to 6, wherein the antibody is a
monoclonal antibody.

The antibody or the antibody fragment thereof according to any one of claims 1 to 7, wherein the antibody is a
recombinant antibody.

The recombinant antibody or the antibody fragment thereof according to claim 8, wherein the recombinant antibody
is any one recombinant antibody selected from a human chimeric antibody, a human CDR-grafted antibody, and a

human antibody.

The antibody or the antibody fragment thereof according to any one of claims 1 to 9, wherein the antibody is an
antibody which binds to monkey CRTH2.

The antibody fragment according to any one of claims 1 to 10, wherein the antibody fragment is any one selected
from Fab, Fab’, F(ab’),, scFv, diabody, dsFv, and peptide including CDR.

A hybridoma which generates the antibody or the antibody fragment thereof according to any one of claims 1 to 11.
A DNA which encodes the antibody or the antibody fragment thereof according to any one of claims 1 to 11.
A recombinant vector which comprises the DNA according to claim 13.

A transformant which is obtained by introducing the recombinant vector according to claim 14 into a host cell.
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A method of producing the antibody or the antibody fragment thereof according to any one of claims 1 to 11,
comprising:

culturing the hybridomas according to claim 12 or the transformant according to claim 15 in a culture medium;
producing and accumulating the antibody or the antibody fragment thereof according to any one of claims 1 to
11 in a culture; and

collecting the antibody or the antibody fragment thereof from the culture.

A therapeutic agent for a disease associated with human CRTH2, comprising:
the antibody or the antibody fragment thereof according to any one of claims 1 to 11 as an active ingredient.

A diagnostic agent for a disease associated with human CRTH2, comprising:
the antibody or the antibody fragment thereof according to any one of claims 1 to 11 as an active ingredient.

The agent according to claim 17 or 18, wherein the disease associated with CRTH2 is an allergic disease; an
autoimmune disease; a disease accompanied by at least one of increase and hyperergasia of eosinophils; a disease
accompanied by at least one of increase and hyperergasia of Th2 cells; or a disease accompanied by at least one
of increase and hyperergasia of type 2 innate lymphoid cells (ILC2).

A method of treating a disease associated with human CRTH2 comprising:
administrating an effective amount of the antibody or the antibody fragment thereof according to any one of claims
1to 11.

A method of diagnosing a disease associated with human CRTH2 comprising:
administrating an effective amount of the antibody or the antibody fragment thereof according to any one of claims
1to 11.

The method according to claim 20 or 21, wherein the disease associated with human CRTH2 is an allergic disease;
an autoimmune disease; a disease accompanied by at least one of increase and hyperergasia of eosinophils; a
disease accompanied by at least one of increase and hyperergasia of Th2 cells; or a disease accompanied by at
least one of increase and hyperergasia of ILC2.

The antibody or the antibody fragment thereof according to any one of claims 1 to 11, for a use in at least one of
treatment and diagnosis for a disease associated with human CRTH2.

The antibody or the antibody fragment thereof according to claim 23, wherein the disease associated with human
CRTH2 is a an allergic disease; an autoimmune disease; a disease accompanied by at least one of increase and
hyperergasia of eosinophils; a disease accompanied by at least one of increase and hyperergasia of Th2 cells; or
a disease accompanied by at least one of increase and hyperergasia of ILC2.

Use of the antibody or the antibody fragment thereof according to any one of claims 1 to 11, for the manufacture of
at least one of a therapeutic agent and a diagnostic agent for a disease associated with human CRTH2.

The use according to claim 25, wherein the disease associated with human CRTH2 is an allergic disease; an
autoimmune disease; a disease accompanied by at least one of increase and hyperergasia of eosinophils; a disease
accompanied by at least one of increase and hyperergasia of Th2 cells; or a disease accompanied by at least one
of increase and hyperergasia of ILC2.
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[FIG. 12]
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[FIG. 14]
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