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ALl ghofA, /\]oigl FF [Idmd = gl g Aol & 5 g E Fd"]o] 15 mol/mol ©]73<l A

kY
= 54 o= g Ax7 nle.

o

A1 me A2gel] lolA, ALkl &7kl 15 mol/mol WA 25 mol/mol¢l A& 5o 2 3k AFF h(G.
T4

AL WA A3 T ol @gell lojA,

= A d3te] 10% o]4Fo] a2,3-ALdfola, L/ w

F ALt 50% ©lsk7t a2,6-A1¢3d AE EHORE st AEF h(G.

A+ 5

A WA A4 F o= o] oM, F L3l 456 WA 80%7F a2,3-A1LEA AE EHOoR dh= A
23+ hCG.

A7 6

A1E WA AsE F o= @l oA, T Aol 20% WA 55%7F a2,6-ALERI AS 5HoR st Al
23t hCG.

AT 7

A1 WA A6 T o= el glolA, a2, 8-AlgEE ¥ E23stE S 5SHOE sh= AT hCG
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A1 WA AT
379 9
AL WA AR F o= @l glolAl, Ak AEFON A EE PEHE AL 5o st AxG

hCG.

A1 W= A9F F o= kol SlejA, Per.C6 MEF, Per.C6 &l MET X WEHE Per.C6 AEZFolA
A

AL e By e e 540 sk Ax7 hG.

A 9% Ei A0F) gloiH, 47 AEFE a2,3-AUEALAGAE WFH A SHow i AxF
hCG.

A7 12

A9 WA A1E T o= ol gloiM, Ui AdE EJadA D o8 AleEs a2,6-d2" A
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AZF MEFA EAE = A 237 hG.

a2,3-A123s 2 q2,6-AL3E xIelE rh(GE Z3stE s A&,

A3 16

A133 WA A5 F o] Fo] ol A ek [duld B o giEk Ak B = H[ER
o] 15 mol/mol o]AFo] AL, Ao = Ao

A &3lo] 50% ©]3t7F a2,6-A1243 AL EFOR = AZRY h(G, FAE, e I AL,

AT 17
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9 ARG Sl AZ oA, AR A 18 S ALY F ol Bl B8 06 W/ AUY
T A168 rh(G Z2A1=2 §

AlZEFO A rhCGE A B EdA7s @AE E£ddks, A% WA 137 = Al16% 5 o) &
E rhCG 2/HEE A48 =+ #1689 rh(G =A1=2] A= Uy,

AT 21

A18 WA #1388 == A163 F o] 3o oA, B (1S), T (25), EF (39) Z HEZ (45) A<}
H F2AE xFgete e §Ho= h
A7 22

A22e QleiAl, A7] Aleksbel Ao ARl Fel, (15:25:45:45): 0.2-11 35-400 2.5-7: 0.5-1%1 2=
Exog 3= AF3E hiG.

7l & & of
Boubge Bolo] X o o]&3ly] 3 mULERAC #3 Aot HU AAEAE, B wge ozt §5
o U EEZ(hCG) &3k Aotk

IUYLERRL A3 ogAoA A 75 A oldo|EAAN Futid T2 IJFd £33, n
UEERZHORE X 25 T2E(FSH), A 84 T2 ¥ §29A4 IH=EZAG) ] 3l
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17 R IVEEZA(WG) S o HakA dsdolA wErlEo], ofxe] At wighs

S 3tk hGE, ot duwd $220 [H % FSHOME FE2<l, 9270¢] olmto . e

Wik, 32R Sol4S AAsE h(Gel w3 145709) ojmitow 8 we B fS 23

g2 GhpstE S Hrbgoas W So Wydn. A7) v ARFUS ofu| At
N-Agtd F3t 7995 2gsta lon, 7] wE ABEAFHEES ofusl 13 2 308 27)

o] N-AgH F3} 99} ofm Ak 121, 127, 132 2 138WHol| 4709 0-AFH D3} 1S Eshsla ).

89 A=z dalF-o woA FZ3+ hCG [Choragon (Ferring)]7} ﬂrb T AFEEO] gt oA 55 hG
o] Az e » AR A FAHo] AF&E T, hCGel AEF wA, = Ovitrelle (Serono)o] E8%H
Jrt. olAL T I;AE FA(CHO) AMEA HH=ET. ¥ ]E] A2 hCG AEFL AT w2HEH AzxH
hCGebE golgh oFE FEshd Zaids Hlry, A7t 2 HEH AxHE AEY oFfE T Z2add

A5 kst o] a8 (isoform)e] A zpolel BEEY, WG RAEES] AEE olAAo] ATt 4
hCG oA E2 TLT ofv=t S YetiAY, WY F WyEs Ao Ao glon; 54 olade
gestE BA 729 ol AEEA(EE B Y9 Aolm 54 =, o] 274 BF 54 o]&¥

A9 he6e) Fhs vhe BRST. QMo A HeaA) hGel Fene vol-, Eel- % HEw-gr
UY 2 235e THY 5 s dHe ?iﬂ]%% e ootk 2YRe OE Wge e
Ty Zo] FIA3, FIANY FEsH(bosecting), oFME FEAIT gk A A%, dF EE A
A ALE, 42,3 % a2,6 AR A, W FREAD il%o}—c Fush dEAY. obd, 4 P ¥

AZ3 hCG("rhCG") o] B3t AHES %5 AXF tge SYFA-EWxFAGA I SAgtE S HERAT.
71 rhCG AE, Ovitrelles Z23E = 2H WA A XE(CHO ¥ Aoltk, CHO w2l rhCGoll
Aol ZEizke] WE HeE =25 EH FdE A AECdA ZEEHE 3 2o 88 o g oelrt. CHO e
rhCGoll A ERl=&= 2P|zt olFA Y #AY da2%F, B74 2F3AY 2o 9 30 F43t 2 oA &
Ezolql el ¥4 havh Aok, obgE], CHO MEv 02,3 Ao AR #7418 4 9t} (Kagawa et
al, 1988, Takeuchi et al, 1988, Svensson et al., 1990). ©o]AE q a2,6-2%E A gito] 23
ZEE Sl g HAH o7 AAHEE hGeE thET.
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A Z% FSH ZA)E (Organon)2, ¥H3}4A, @fﬁ T 97 & % FSH (Ulloa-Aguirre et al. 1995)¢} H]uls}
o, TAHOD] 4 H¥l (A o)lAF o R %) FSH| ¥4 %”ﬂ. oA Aolgt AoR O]ZQME} FSH =
ZAEY A olaFe] 42 AxFH "‘}%%"L Gonal-f (Serono) Puregon (Organon) (Andersen et al.
2004)el Hla EN o @ olelgh APAL, FSHolA Ado]Eof oz 2% o= shdd Feghe] o] A
7] wiiZell, rFSHY 10“}4 Ego] o weg Wt Ad Aolvh. A FSH tiv] AJgAke] &&Fo] @& A
< YA R TV FSH AFEC] EFomR, Ax FAHAAM FAE sastofof g} (Bassett and
Driebergen, 2005). UFFst &2~25E fad o] dis] FSHO| =34 Fe] FRlla glrt. oj#d &4
5 F di+e, plE B3 E EAY F HIE VIR AEFEd, Aol A =5 FHIT FHorxid.
Z Hsloll Wi ¥ 7]91A = ZF FSH 2419 & A LA E5Feltt. ol 5o, rFSH (Organon)9] Al
oAb ke oF 8 mol/molSl WHH & FEfe] FSHS AldAl shako]l 1] Ul (de Leeuw et al. 1996). ‘“/”01]/‘19]
ol A AAEL 0.34 2 0.14 ml/min (Ulloa-Aguirre et al. 2003)°]t}. A =%3% FSH =S 11 pl &

7 A pl FEOF Uim Agel, I pl(A LA o] W) Lr@.]/] AAY &5 FaEHAT FF H}7L7]

e

[ed

-
Bk

Zottl (D'Antonio et al. 1999). EL¢ &9 E—é%, TAE CHORH-H FSHe} fAF8HAl, A %3 hCG
AE (e, Ovitrelle) 9A & F#19 hCG ot 3% 4 vTh(AHE o]AF o= 7H+H) hCGY el ¥ AHrte
Ae G =, o] 9A FA9 rhCG AlFo] = e hCG Bt A|gAt d=Fe] o A= AL 9n| g,

hCG % rhCGo] & AILAE §Hae, Algito]l B 27k whaow ZAjtE o] 917 o
HekrA/EH /= FAlle hGollv= a2,3-A%H ALA 2 a2,6-A1¢2F S0 SR o, ARV 9 &
o EAFE. L, CHO AE Fale Az AEoe 2,387 3o drl (Kagawa et al, 1988,
Takeuchi et al, 1988, Svensson et al., 1990). TUTHAl &3, CHO A|=®S o] &ste] A ANxF ol

ojo] ek Aol At ER§lo]l A TIHAI Aol Zlolnk. o], AEF AFL] T A el A

Kol
A A BY vt AR vEo], A b=t @8 xR A o] EuE zholieln, weesta Rojo
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7 B0 ke B4l Jleld & Q7] WEel Ak §Eo] ARAA Axel g} Fad we A
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ugel g

2 e a2,3 ANgst H a2,6 AEstE X8, dEAH SR 2,8 AYsE &= AET hCG("rhCG"
EE "rechCG")E AlFals Aolth, E o] wE rh(6 (£ rh(G 2AE)E, A4t dhako] [dude] &
of e A gate] B H&2 FHERAS W] 15 mol/mol oA, <A 15 mol/mol WA 25 mol/mol, &AW 17
mol/mol WA 24 mol/mol, AT 17.7 mol/mol WA 23 mol/mol, AT 18 mol/mol WA 22 mol/mol, <At
19 mol/mol WA 21 mol/mol, <A 19 mol/mol WA 20 mol/mol¥ 4= v}, ¥ @o] wrE rh(G (HEE
rhCG 2A1E)=, & ALk 10% o1de] a2, 3-Algstd o vk, «dF 5o, & A1<€3te] 45% WA 80%7t a
2,3-A1gsd $= glon, dAY F ALl 50% WA 70%7F a2,3-A123Y F oo oAd F AL
55% WA 65%7F a2,3-A14std 4 vk, oA, F AL 65-85%7F a2, 3-Algstd ¢ k. e
rhCG (= rh(G 2AE)= T ALste] 50% ©l8t7b a2,6-Algstd = vk, & &, & Algste] 20-
556 a2,6-A1Y3td = glow  &A & A LE 30-50% a2,6-AL3A £ gJon, gAY E AL}
35-45%% a2,6-A1Lsd F Sk, oE B0, F AL 15-35%% a2,6-Algstd o qdvk. 2 oo
rhCG (= rhCe A=) F Algste] 5% olat7t a2,8-Algstd = dom, i F ALste] 0 - 4%, <
A 0.1 - 4%7F a2,8-A1¢3td = vk, B 1) rh(G (BE rh(G ZAE)E a2,8-A1¢3E FHialx &

2 F% o

welo] 2UAE CH0 falel AF, Ovitrelleo] vls) BT} A ZEAde 7w ALy gre] Be AT
dol AEF hGE ATSHA. B FRAL, A%l AF Fe, 02,3 EE a2,6-7F hC6e] A 2749
S5 JFL v 5 dvks AL ATE B HAsAnh. B0 ATF W Ak ATFANA 02,3
% 02,6 A9 T FeR Aol AR AxF hGE TANY F Ak

a2,3-A%E At B a2,6-2%E AldAte] B9t 3 AERF hCGe, QIRF AEFE rhCGet 2,3 AU
LHE = AES Aol 7
[e)

-
3, a2,3- a2,6-2%% A

A hCeell B4 o 7. oA
of Az ATl vel, AEGHor ¥ A9 Aow By,

¥ E99e, ¥ ougel e, B AZF AF uvh 19 Q7w 4B BIRGA % oFE FegA X
2ote B 2l BASAL P & vk AL, WA Fsgt. Z, ¥ 39e) e A
A" hOGSH M%F 4 ATk ol Rk Fu pastel f@ oldol U & Atk okge, m WAl
Avt EE un QAL AFel, vigozi AFolAT, 5 "WAN A5 4G 5 Ui B
A E v AT thE ARG AE BT A, A7 k) hGel e BeER(d, 2 PE
£ 75 AEG R AFOIE TE o RE(d, ok FUNA olHE)e] e 4 )

mebA], E odHe 02,3 9 a2,6 AJEAe] 8 e, wEbA] d<d hCGeF vl FARSE hCGe) AT H
Holt}. IVF 7]&d Mo 248" dA % (controlled ovarian stimulation) 2 ®iZF
StES] AFgol, 71 AT AFel viE 2o 9 AAHA G A=5E FAAA

.

e
4 K

o, e

S 02,3 AUt 9 02,6 ALsE T3stE, AZXIT b6 ("rhCG" EE "rech(G") (Z/EE A%

a = )
AE)E AF3th. rhCH =& rh(G Z2AES A8 oz2 q2,8 ALd3tE o 88 4 ).

i)
o

Z e

G

A, &o] "AEF ne =AE"S A
TadEA, rh(ee &Y ol4d

e i
o o
L2
[SaBN

o[
o
>
ofk
il
1o
ot
ol
o
fru
>
i
2
o
\
o,

el mE rhCe (e rh(G ZAIE) =, AgA §Fo] (bl e] Fof g A|gite] = H&2 A
w] 15 mol/mol o] (AAld 8), AW 15 mol/mol WA 25 mol/mol, <A 17 mol/mol WA 24
mol/mol, «ZAt] 17.7 mol/mol WA 23 mol/mol, <zt 18 mol/mol WA 22 mol/mol, <7 19 mol/mol WA
21 mol/mol, o7t 19 mol/mol WA 20 mol/mold <= Uth. & LHE] rhCG= A AlZEFANA ALFskAY

AN

to iz
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2 oahg o] rh(G (EE rh(G ZAE)E, &= ADskY] 10% o]e}o] a2,3-A123td F Aok, dAY, F ALEe
20, 30, 40, 45, 50, 55, 60, 70, 80 EX 90% o]Ao] a2,3-Al¢std 4 Adrl. rh(G (EE rh(G ZAE)E

a2,3-A1L3E F ALY 45% WA 80%E, oA F 1E§}91 50% WA 70%%, AW F AL3te] 55% U
A 65%= E3FsE 4= v}, rhCG (= rh(G ZAE)E a2,3-A1L3FE F A L3 65 - 85%%, oAt = A

o3le] 70 - 80%E, dAW F A|YF Y 71 - 79%2 EEFE 4 vk, B @] rh(G (EE rh(G ZAE)E E

Algste] 50% o3t a2,6-Al¢stE 2TE 5 vt A7), T AL 45, 40, 30, 20, 10, 5% HEi= w|wh
o] a2,6-A1¢38td 4= Atk rhCG (= rhCG ZAE)E a2,6-AL3E F A28 20-550%, At F Al
ok3le] 30-50%=, oAU F Al 35-45%2 2T 4 vk, rhCG (E¥ rhCG ZAE)E a2,6-AE3E
Z AL3t] 15 - 3562, A F ALY 20 - 30%=, oAAD = ALl 21 - 29%% Ege ¢ vy, B
o] rh(G (& rh(G 2AE)= T AIL3E 5% ©l8t2 a2,8-AdstE Ef}f}% 3 gE 5o, F Al
o3}o] 2.5% o3t a2,8-AlL3td 4= k. rhCG (EE rh(G ZAE)E a2 1%@%— Z Algste] 0 - 4%
2, J978g F ALt 0.1 - 4%2, oAY F ALse] 0.5 - 302, A F ALt 0.5 - 2.56%2 23S

Al
Aoltk, ol rh(G (E+= rh(c 2AE)E a2,8-A|L3E xFsA &S "E A Al &slE, hCG B
TEA el EAskE Al 718 FE omd. a2,3-A1¢EeE (9 3H 71& %Olmﬂ 2 FAE vpel 2
3 AAel A o] AldskE ofvEt, a2,6-ALs (Tl 71E okl & wAE mkel 2el) 2,6 A lA
d3tE o, S "% ALEe] 97 a 2,3 ALEd F du'= 2,3 fAAA ALstE hGell At
2k 718l F e e AAIT. &o] " ALste] w7F a2,6-A1LERIN2 2,6 AR ALshE
of EAek= At 7)) & o] %5 AT

w wel wWE rh(G (£ rhCG 2AE) = At % (WG 24 3 Aldde] el 6 T o) (A2,
6% - 15%, o= 7% - 13%, ol 8% - 12%, <& 11% - 15%, <= 12% - 149U 5= 2

T AWAE WA (CHO) AlEANA HEEE A2 hee 22 a 2,3 A|Lsiet x3hsit}

2 o] rh(Ge AZE AEFNA AL == ddAAL 7 vk, o, AEEE BES V] Y, 7Y A
HiF wiR o] FA 9 o], FHE ZR2AZ HE @ F88 F 7] wiiEel, A IS desiEia, B
o a&FolA) & 4 k. E3F, o] WS, FAE rhCG AFL AabAl] HE], AAEE rhCGE 27
Aol oFsl7] wiiEel ¥ a&Hd ¢ dom; Aol Fd rhCerF ANESTE A7 hGE E2/AAGT] 4%
2 rhCGE Per.C6 AlEF, Per.C6 F] A|EF = WY Per.(6 MEFAME AF = BHAZ = 9
o AEXFE o2, 3AISHEWLH A S ] &35 %%AH’; g Atk rhCGE [AZEF]e] vQld Aed

E
Aol B0 oo ATHE a2,6-2%H At a2,6 ALHE EFE 5 A T oz, =E
Aoz, AEFE a2,6-ALBEDLALAS o] g3t WFAY & At

rhCGE a2, 3-AIGHEMAHZAE o] &3lo] AT 4 Ar}. rhGeE WA AL EdamebA g ¢
) AFHE 02,602H ANLA(a2,6 ALIHE E3E = At rh(GE a2,3- Y/EE 02,6-AGHEA

s A ol gl AZE F Sl

BEoage 2 =Hoz A7 MEF, AW Per.C6 AEZF, Per.C6 ) AEF T WHF Per.C6 AE
FAA, o7l a2, 3-ALLEMLHZAE o] gt WP EHH MEFTA, rhCGE AL EE THEAIE
GAE xosle, B 7isd (B g Sl wE) rh(G 2/EE rhCG ZAE2] Az WS AT

HolojElE %33}y, EX A (branching)L @al 71& Hopoll & FAH nle} o] F

L= o] ek F 7] e GHUE VM duE ARE S 5 g

g o] rh(GE Re-QrtElvE, B/EE t-tHuE, B/EE Ef-QtHud, W/EE HEZ-QHE } o F

ke Z=338 4 Q. rh(eE E=-A23E, o

HEg-Adste Szt 25 2T 5 glon, oAdd oAl S e 2ok 0.1-4%E Ee-A

2 35 - 45%= T-A1Y3EE; 0.5 - 8= EF-AgstE, 20 - 19= HE

e} 7L°l o}{% =7e] WAX A4S B3l d5E). vierEEiAlE, B oEwe] Ax3d h(Ge Ei(1S), ¢
AldstE FxRE et alEAs A AldstE FERA ] Al g

:28: )i 0.2-1%: 35-40%: 2.5-7%: 0.5-1 % (e, AAle] 8Dl 7)< uhs}

2 odye o2 SHoA, AIF AEFA AAEE=(d, ddEHE) rhCGE AFSTE. rh(GE a2,3- 2«
A}, rhCGE= Per.C6 M*ESF, Per.C6 3 AMEFT T+ HEF Per.C6 A EFA A
. AEFE a2, 3-ASHEJAHIAE o] &3t MPAZL & Aok, rh(GeE [HE

_8_



[0028]

[0029]

[0030]

[0031]

[0032]

[0033]

[0034]

[0035]

F1ol Hid Al Edavoa @40 o AleHE a2,6-2%E A (a2,6 AYshe IS 5 2
. gE dE Ee M eR, AExFE a2, 6-ALHEISATAES ol &t MPAE & v & 2
of W& rhCG (= rhCG Z=AlE)=, AR d=Fol, [Ed E<o] gt Adike] =9 vz ®AH], 15

mol/mol ©]’d, 7t 15 mol/mol WA 25 mol/mol, &lZt] 17 mol/mol WA 24 mol/mol, o|ZAd] 17.7 mol/mol
WAl 23 mol/mol, <A 18 mol/mol WA 22 mol/mol, <Zh 19 mol/mol WA 21 mol/mol, <A 1
mol/mol WA 20 mol/mol¥ = Tk, rh(G (Ei= rh(G ZAE)E F Aldste] 106 ool a2,3-A%sd
Ko, gAY F AlLste] 45% WA 80%7F a2,3-A1€4sd F dom, dhd T ALEe] 50% WA 70%E a
2,3-A1g3td 4= o, oAU F ALFe 55 - 65%E a2,3-ALFY 4 Juk. dE B, F AL
65-85%+ a2,3-A143td 4= Ak, B @l rh(G (e rh(G Z2AE)=, F AL3Fe] 50% °)5k7F a2,6-A]Y
std = vk, dE B, T AEste] 20-55%7F a2,6-A1€4Ed o don, dAd F ALse] 30-50%7F a
2,6-A1<38td 4= lon, oY F AlLstY] 35-45%7F a2,6-A1LE L 4 AT dE o], F AlLstY 15-
35%7F a2,6-A143std 4= k. B wol rh(G (e rh(G 2AE )=, F ALste] 5% |37t a2,8-A1¢sd
Fodom, oA F ALEe] 0 - 4%, 2 0.5-4%7F a2,8-A1Lskd 4 Ark. ¥ IO rhC6 (EE rhCG

FSHi= Gell 7] kel exd oo wAow =5 4 gk, oA FSHe IZF o] FSH 2 A=
FSHE 2§t AzF fF#e] FSHE @al 71 2okl A€ doje] #Wel s <ol A3gh (4,
w)RFEH GAD 5 vk, FSH= A= FSH, oz QI3 AlzFolM 2d s = FSHE = Aok, A= FSH
S 23 2 AAlss e Bl 7ls okl & <A v

L= gall 71 okl A€ deofo] ¥Hom 58 = v, LHe 29 A7 #de L 2 A= L
S E. A ] L= el 71w 2okl exE ool Wil o oo ARt (), m)RHF
B AAE 4 ok LS 2d 2 AAshE e dal Ve fokel & &EA v

ofst A= AdE 5o Ex A4 7le(RD), M = T Al FAUDA A7) A3 &Y A58

&,
o} o
GoQITh okek 2AES, o), FAW MG AALES At st B g F AT, =W,
E 3 Q & Ae], Edd 7w (Yo SHd
o] ofs} E2 999 o%E o] #A g,
;o 9AA 719, A9y, 289, 938k, duli(intrasusternal), FWl,
TAE 2HERE AYSE F Uk, dxAd
2, 53] Remington's Pharmaceutical Sciences fifteenth edition (Matt Publishing Company, 1975),
1405 - 1412 % 1461 - 87 #o]X], 2= the national formulary XIV fourteenth edition (American
Pharmaceutical Association, 1975)¢l 7]&® ule} o], =80 o 9@ BHEX 59 FEA 14, A=A

S ge o Heksw BAE e,

Aedh ¢4 B onleA st |JAl, S4Al, &) e HEEY dEe, =, s, &, SdAE, =
2244 ==, EY0Ed S2E 5), MFEEAMEAERA B oj5] A4 e, A2 Ld(d, g1
) % oolld Zo|EES} 2 FAE F7] dAHES XTI

21, \
2, dE, REBA Fol Ak, obgd, P, AF FES 59 FAT TIAE Ao AT F 9
o}

AY ASEAN, AN AT S YRS, 5 wE D50 FYOLRE ] 06 (2 Bao we e 34
IS EFE RFE ol MgAst. o, 4 vg4e 44 Ei wgd Bd9 ox ASRS PO
24, B4F 5 drh. e, W6 F5 SEE ole) B Swd we AN, ot thA A 2]
st 4% el QT oE dm, wAT R b 23 Fuel A9 FrE 09 w2

FYbse dEE e EeEs-eaysdels So| ARy Teimul b6 (2 EASE S, o
AAel vhel A% MELAE FAFORH, AxT Ak h6 o Felve) v AgEE 54 E
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[0038]

[0039]

[0040]
[0041]

[0042]

[0043]

[0044]

[0045]
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el S4ol weh, hoGel WE SEE AT + k. 18] AR Bevlel dzi, ETeudyEeE, %
d(eEiolzE), Ee (ool s) Fo| XA, HEZE FUAbsd AGe, =H, A4 xAo]
H49) PlZE Ei vlolAne WA h(GE EAFOZA AxTl,

FYbsd A, AAY, A AT DHE FF olvl oJa) Ex AgSY] Ao BFu ve 97 F
Ag Tl 9 Ee BAAA S e TE 38 24E Fue dFAE EQ¥ons, 2FAAY & 9
O FQbsE ARE A9l A4 7], AT el AR-FAE ARA, FA A=A S o] A
39 4 A

FUbed AP B0G (HAOR FSH, L 53 W) Edehs ot 248L EFehs AFoRA AT
ST 2 olae] B AR(S, WG D ol FSH R Lol EARTR, ol AW Ei i Folae
Aol WEAT & Y. AW Felgs A9, Fot eAHom oFold & otk AEL qeje] 44 A7)
A2 AT A ARG, AFE G, PSS oS il b0 o] Bkl g ad AW
HeAlE EFT S Qow, Y] ARAE BesE @704 AAG d#4e FA5] 98 ve suoz 9
AL, AFAL AEHe b6 % FSHADE A8 2PAZL AR+ At

kel B Tofst 4 AEEY pHet AA Fre, B 7|E FEofdlA %‘%Z—i% Ao wEl 243t q
2. GOODMAN and GILMAN's THE PHARMACOLOGICAL BASIS FOR THERAPEUTICES, 7" ed& #zach. nlzze &
= o

el A, & &gl i‘é%% HIAT o8 A=RA Avdd. WAT AYS Axshe dvA el Py

3 71& okl FA|Ho] Qem, REMINGTON; THE SCIENCE AND PRACTICE OF PHARMACY, supra, at pages 780-
s20d) Z1gele] Sleh, WIAT EAWE Rl Aol A FA A EPAVIE ARH EE A4 AL
G orh. 58 wwAd A, nAT 24EL o §ol4d TP FAHS 99 Ko @

g2 oty Aok HEE =S Fxste] Wk skl AW e
Elo] Eepam = giojtt,
) (ST3GAL4) & WE =S el Zo]

= 1& phCGalpha/beta %3

)
i)

T 2% a2, 3-AYEEWAAHEA
AW 21 A (STEGALD) 2 e S bl A o]

flo

38 q2,6-A1LYHE

k1
ol

4= T el wE 2AS(ER 1, 2) tv], Ak EF2 GAF TEFe] 2%, & el uhE Izt A
T o] AlZ3 hCG A=Y rhG oA EC] HE ZA3E YERAT.

% 5% a2, 3-AGHERAT A 22 Per.C6 h(G AE9] A AAEOCR)S YERT,

<y

T 62 a2, 3-ALFEARASEA 22 Per.C6 rhCG AE9] F71H Q) MRS Ve

wge Y57 e FAF U

Adg Ae

917+ hCG

hCG <3t ZEHElel= 1Al TYHE Fiddes and Goodman (1979)d] wha} A}-8-3}9th. A dL AHO07338
SAEe glon, FHA] o] duld Mo thE o2 HAA = ALEEA FUdk. HEL oA HgddE 1
2 qAE.

hCG WEl ZFHElol= F121e] IYHE Fiddes and Goodman (1980)l wel AR&slgith. A4S NP_000728
2 SAEe] o, (Gbeta3, CGbetad & CGbeta72] Wl A3} X3}y, o] AL HYo|r HEdWHT 2
2 ®AEY

a2, 3-ALGHEN~FHTHA - HE-ZAHEAE S5-2 3-AGLEWR~HTGA] 4(LH92,3-AGLDEN~FH A,
ST3GAL4) F#xx}e] Y XHE Kitagawa and Paulson (1994)¢] wa} AREEIATE. o] AL 1237672 SA% o]
om, HEdoMs AEllE 302 HAHEH.

_10_
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a2,6-AlGHEA AT A - HE-ZATgEXOM -2 6-AGHERAHTRA] (L2 6-ALHE AT A,
ST6GALL) A9 W ¥= Grundmann et al. (1990)o] wal ARGt o] L& NM_003032E S A5 o]
om, EdoMs AMEHlE 42 HAEH.

A4
AA ) 11C6 T e T3

hCG &3} ZeAelol=9 mY A9 (AH007338, AMEHE 1)F hCG HEr ZHAetol=e Y <Y (NP_000728,
a3z 2)&, Zebolw 23 CGa-fw / CGa-rev 2 CGb-fw / CGb-recE 717} A48l P(RE ZZ33iTt.

CGa-fw 5'-CCAGGATCCGCCACCATGGATTACTACAGAAAAATATGC-3'
CGa-rev 5'-GGATGGCTAGCTTAAGATTTGTGATAATAAC-3'

CGb-fw 5'-CCAGGCGCGCCACCATGGAGATGTTCCAGGGGCTGC -3
CGb-rev 5'- CCGGGTTAACTTATTGTGGGAGGATCGGGG-3'

HE S23% hCG HIE} DNAZ A|ZaAr Ascl & Hpal= Autste] | d|Qufolxl AW wlAY} 5% CMV #3
5 odre WE 9 Ascl B Hpal AFolEe] AFQIEdtt. wpRI AR, hCG &3} DNAS BarHl 2 Nrel o2 Aot
L olE olv] heG IEF FelHEbo = DNAZE SHAEl WA SIE|e] Banl B Ahel Apol o] AHelolnh.

o p
Ko

1Oy
WE] DNAS Al83te] F.coli DI5a ol PZAASEAT. ZEZA7)7] 98 F2US Fshal, e 2y} 2 v
g EvE ek gle e 23k 200E AEEAE fe st MERAd e HoH Az 2=y
Erolis MedE 19 29] 2vkE MdEo] FEel . ESATE ph(e AMBE FAAEELoR A
sl (= D).

AN 2 ST3 B WEe 72

HER-ZHEAE du-2 3-AdHEWdAHEGA 49 =g A (ST3, 123767, AgHE 3)& ZgolW =3
2,3STfw / 2,3STreve AM&-3F PCRE FFHA|Z ).

L

e

I

2,35Tfw 5'-CCAGGATCCGCCACCATGTGTCCTGCAGGCTGGAAGC-3"

2,38Trev 5'-TTTTTTTCTTAAGTCAGAAGGACGTGAGGTTCTTG-3'

FEXE ZZ5 ST3 DNAZ ASta s Bafl 2 A2 Aol slZufolxl U4 w7 a3 MV 52
EIH5F 2d WE ] Balll 2 AL Aol Eo] Aslsith. o] 9HE W3t upel o] SEA7)a, Ad 14
T, 2 pSTa#l (& 2)ole AEHT 39 SutE Ado] TfEo] o, oF FAAdgor AEs)
oﬂ;]__

AA ) 3 ST6 g dEe +&

HE-ZEEANE 4v-2 6-A|LHEdNAHZ A 19 Zd AMA (ST6, NM_003032, AEHZ 4)& Zdlo]n %3t
2,65Tfw / 2,6STreve AM&3F PCRZ FZA|AL}

2,6STfw 5'-CCAGGATCOGCCACCATGATTCACACCAACCTGAAG-3'

2,6STrev 5'-TTTTTTTCTTAAGTTAGCAGTGAATGGTCCGG-3"

FEEE FFE SI6 DNAE AGEA Ball 3 AR ddste], s]azuto]al Wiig mhA7t S8 MV e
EIH5F 2d WE ] Balll 2 AL Aol Eol Aslsith. o] 9HE W3t upel o] SEZA7)a, Ad 14
T, 2 pST6#l (= 3ol AEHT 49 22 Ado] TfHo] o, oF FAHddgor AEs)
At

AA ) 4 PER.C6 AEA 2 A AQ ph(G A+B 2H. F29 FIAAS, 28 ¢ 2384,

shue]l Zalam s A h(Ge] & ZEHEloln ANES HHAAPN O ZH | h(GE AASIE Per.(6 Z2ES Az
AT (AAl 1 Fx).

SHg A FRBS F£E557] 9, AEEFA FAAI}AES phCc A+B TERAS A ARRstT. kA A<

1l b |
FES, 10% FCS7F BFE 3l G418°] &% Per.Co A njx|oA AMHsTt., FAAZ F 35 Fof (418 U
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[0070]
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[0080]
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4 2E Mdsiglt. % 3897le] Fes 2Ed HHoR Addsgly. wed 25 70 - 80% AEFA-
s A 7 AE HHX]OM M FSRATE. hCG A= AR) ELISAS o8-8 hCG W haka} cAWP 54 #45
o] &3 FRYH AMEZF] G FEANA ] efelsty Al disl, FS NS LA Ve dEs
dop= FRE(118)E 2449, 69 9 T80 ZehaaolA Mg &2 JPaiint

aTNel 22 el =] A FdE SAs] A% A 180 FEkaAdA AAEe], SR 2dE
THEIT. AT A= vieh o] 7kt BEE iAol wgsta, FSeE setalth. A2 h(G
AE Al ELISAS ol 8-ste] dAsialnt. 24 §44 Z2ads (dAald 6o 7led ¥E ol&sto) 24
sttt IEFEFH f#d ARE AMgste], diAM & 24 & fIF 285 AdEld. e AN

Q

(€]
2 A Yehie 2258 AgEEAsTe 2g 0w e
AAd ba a2,3-ANLLEWAHIGAE FH} G NTAA ALs £ Zr1sht). hCG EEA PER.C6 Al
FA ¢ pST3¢] A ZF <l 2E; 2 FAHF, By &L 238
hCGe] FAt ZE|glelol= A9l o|n] wasdlal i Per.C6 AlEolA, ¥ ZTAn=2RE 02,3 A|<L
ER A S FHANoZH (AN 2 Fx o} 3 Per.C6 225 AlzxaHA
Ald 4 2z). AAd 40] 71%H ule} o] Per.(6 MEZHE AFH FEELS A, Ad3e 22 Tz

K
i r
fr
>
o
o,
Lot
it
=
«
[ep)
[rt
o,
rz
ol

B~
2
>
o
=
~
)y
rt
jus)

Feb ol AxeATE. a2, 3-AYHEWALH A TR

E
BASGY. a2,3- ATE A% AF B FE AT, q
x

gk vke} o]l hCG AEA <1 ELISA, hCG F&A ATl 9] 7|54 73, IEF(AAld] 6)& o]&3le] &8
Ak, w3, AR AAE (AAd 9) 2 USP h(G AEA (AAd 10002 BA80. 23S
A8 hCG (Ovitrelle, Serono) W =A| hCG Per.C6 MEF¢F vHlusldtt. Wi WZES A 499

, Per.C6 AlZoNA hCGot a2,3-AldHEMLFebAe] B2 hCGRE B sk Aol vlel Aldstd

AAle] 5b hCGE H@3t= PER.C6 A E A9 pST39] <Al Id - & Wi

VoA Az gyt wEl olFolsAl (HAld e ALst FFEo] wol, AV R T2ads
YERATE,  AEsk vul(AA ¢ 5a)9F o], Per.C6 MEANAQ hCGet a2,3-ALHENAHZA L F5 THL
hCGRE &3t Ao vl Adste hGe FFS S7HAIZIH.

hCG &3t 2 He MBS §AXE, a2,3 AYHEAAHSA &2 FHAG A, Per.C6 AEol, AE A
¥ g ¥Hog i FAHssE B34S S, b6 DE(HE Ldup/HEl, AAd 1) 2 a2,3-AY
dEAAAZAE :Yste HEEAG )8 Fd3 21 sl d5-dE ANz omAH, Aﬂi?—%—
AZR k. Per.C6 AXZHE AxH ZES A, G5 F2 229, 7|54 dde ALk 9 g
AN sl7 23k hG A 5o EA BAgog MEElgy. 29 B, Z4 9 BAg9Y.

orofl A o133k mpel o], hCG AB A<l ELISA, hCG 48 AEFolAMe] 7153 uks, IEF(AA o 6)5 o] &3}
o F2& AT, wak, gAd 2AE (AAd 9) 2 USP hCG AEA (AAld 10008 BAs 9. 2
HES AFEE= AYZF3 hCG (Ovitrelle, Serono) 2 2A hCG Per.C6 AEF¢ vlwstHTt. Wi /‘é‘%%%
AA e} To] YERATE (A 6, 9, 10, £ 4 2D 5 Zx), FE 93] AAE AXRF (S, B A
2 AZF G E, a2, 3-AdHENT A glo] FHAIZ hCG F Ovitrelled} H]usle], & #3 7H*d% Al
A3 (2, YA og ADdAie] F7 B h(G o]2Fo] Be)E et (AAd 6 2 8, & 4).

AN 6 A EAG 3 Per.C6oA AAHE h(G o]2He FAAH ple ¥4

A7 G e A7l & st EAES §ulE T8 ddste ez AFogdg. AUE T AE EA
o] ol5Ade A A7), Extel F Ask, ¥xke] AV FH, BA7F F8 olE st wlAY o] Ay 2

504 ZAQ (B iAol pIE 7122 wde BA71E 47195 el ple wudel & sl
g 27 grob A1 PN olFHA W pilelth. h(G o1 &P AR GFe 2Azke] o239 pl ZAEF of
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2 AgATIR, o] 7EE

5
o

sl %
AE Wi A4S Per.C6olH AAE B0G o123 SAME SHY EAY
hG FE RS A WF HAE AN 4, 5a U 1

=

SdorA 7k F2 9] Per.C6 h(G olaF S 7HA 3t = S},

)

Per.C6 hCG AZS 5% EZPolaHolvu|=r} /& NOV(%X® IEF Aol pH 3.0 -7.0 &% FHje] v]XHA %
(native condition) 0}01] Oo JA & pH 3.0 - 7.0 FolA EHAHTE. ZrRA] BF AN E ol &sta, I
7le wokoll Z dHA Qe WHES ol gste], ©MAS JhAEEkiT).

T 4= By 2 2HEBY EY, D15 pg) T EY 7] WE CHO e AR
Ovitrelle (l‘ﬂ E Ovitrelle, 10 ug, 2 Ovitrelle, 15 ug)ol A9, =vpA] B2 A3k [ERoj
oq rh(G ©l2Fe] A% ATE HAFT. WESE AR BAE 02 $2 dHetn QB e o)h?
Uebdth,  o]g]d HhRS o] gate], o B o] Al BAZ 7R h(G o] APe el FRES

Ak, E 4E, a2 3-AGYERSAGAS FHHES 2aE A AE o) AXF G Ao e
ZAE)E Ovitrelleol Hla] ®o} Aol e s

W=
=
[S]

g

: >~

ri

(m

ki

Ao 7 Per.C6 h0GY A|A AT B4

GRS A 7iwte] Zz xpE3F W (lectin based glycan differentiation method)g ©]-&3dFe] A3}
Aok, olgdt Wyoer, UERAEZ o AgE FuwAdsn gAIAE EASE 4 . due EA 2
ololE], oAAW a2,3- Q?}Q AlgAbS Aeld oz Qxgict, Hgw due AgE HEs WAgHoz HAE
st &= 9l 2E|2ol= Fd YA AU (digoxigenin) ¥ HE L},

B ZENYEEAAH A BItEA] &8) 2 a2, 3-AGHEAAHTA Z2E FE2O0ZRE AT Per.C6
hCGE FE %<l SDS-PAGE 7|WHE& o]&3sle] Egsin. AaHor FA7Fss AFZ hCG (Ovitrelle,

Serono) & ¥+ =FZ AL},

Alekake DIG 2]z W 7] E(Cat. No. 11 210 238 001, Roche)E A|ZALe] Ao whal ALgste] 241519
t}.  SNA(Sambucus nigra agglutinin)ol thdh %A HF&-& wtho] (2-6) A|YAto] AAES Q&S on|dir).
MAA (Maackia amurensis agglutinin II)eol i3t <A WkS-& Wulke] (a2-3) AlgAte] AZAE o] PSS or]3h

gofsti, B ZFEdE 02,3 ¥ a2,6-AYA B U2 o FHEHA I a2, 3-ALHEERNAH
A7k F7be A F2ole a2,3-Adt 2GS ¥ FEoR EASL, a2,6-A9 A ;}% FEL
® Z2] Ovitrelledl= «a 2 M 2~E WA (CHO)

2 EAsA .
MEAA AEE Az dwldd g A
1988, Svensson et al., 1990).

2,3-A0 AW EAFAG. o, FF 3
2 (Kagawa et al, 1988, Takeuchi et al,

i,

~
>
10

<
e,
)

_?1_5 b
o

AEHOoR, Per.C6 h(G AlE a2, 3-ALHENLAGRAS Frbehe 242 AlE AT hGell Hed A
AR 5 AFHer SR

AAe] 8A & 8B F Al¢Ate] A=)

~

=
2ro) e O UPRel zdele] AT, Uy

|&2ke A FE s ddoe] AdtE vpdlERA, ZEEA e FFIAN, ZEEAN 9 F
H =2 A ]
al. (J. Biochem. Biophys. Methods. 30 (1995), 37 - 48)ol 7]W3l PR S o] &&le] ZA&}T).

Al 8A

a, AAd 5b) 2 WHE Per.C6 AZF hCGo] F ALt F2& A5}
Z FEA]] 15 mol/mol ©]%F, oAt 18 mol/mol ©]7d
F At ko] 17.6 mol/molQl Ovitrelled} vl 4=

A< 8B

a2, 3-Al G EAR~H A 080019-192 WP H Per.C6 AT hCG(A7] AAlel 5be] Wl o] AxF)| F
Aokt @ SgeE v, (D & S g Alovu & uE= 2941 20 mol/mol o]3e zlo2
A AT, o] A F ]?—i/& gaFo]l 17.6 mol/molQl Ovitrelle®} ®]:A] fEstcl. B Al (080019-

_13_
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19)E H2ESH], a2,3 R a2,6 ALt (Ao 80)¢] A F& AZsit.
A 8C - a2,3 ¥ 02,6 ALAY AU & AF

AAE rhCG [AAlel (080019-19), @ AAd 59 WMoz A|xT 2F] b2 AA 4] AoAe a2,3 @ «
2,6 Al&Ake] Al HAEE T4 71H - A4-3 (NPl HPLC -2 Z43}3 ).

0-dd2d =eztellM &9k 2,3 3 2,6 ALt A™sH] 8, vt 22 248 Fdsein. 0-9429 =
2IZte Orela 22|13t 2¢] 7|ES o]&ste] h(G MElA detste], NP-HPLCOA elskgivt. FEske] 43
=2t AZ(E71eh o] FEIHES AT AdevAlz ddste] Ags skt o3 et &
2 e 43 2-3,6,8 Al =

FevhAl D st 2 3-AdeAE olgad sAHG. b ¥, mado
e N AN oA Beld 0o o-Zene FHE EF 2R o83

Ptk ARl HAES Adtste], ofdf ol WERdT (SA = AJdAh).

oft m F
o L
ot

ol

F 1
Tz % SA
080019-19 09PD-84-04 09PD84-006-3
a2,3 SA 59 63 63
02,6 SA 41 37 3
a2,3 A3t A Azl HHAEE 55% - 65% (o, 59%)0]aL, a2,6 A&3te] A$ 35 - 45% (o, 41%)<2)
Aoz =Tk

dollde] 2w, o, Eg 9 HED Adstd

ﬂzﬂ rhCG(AA o] 8CollA AgE AZ 3F)ZHE FE3 2
o AUHe HAMNEES FA 7|He ]

A B2), 531, 3 2 413}3 v PNGase F2 WA dastid. a9 & N-

gith. NP-HPLC 2 WAX-HPLC 418 93] N-Z3]7HS Royle et aldll 7]<® ule} ol

e e (AA]el 8C) gk ofgk §ol wE (WAX) HPLCS, 7IF2=A] Fetuin N-=F]
3 et alol 7% 8 wsh ol FaASYt. TN ol W AL ol
£ me(19), U(2), EGS) 2 HERUS) ARsE FxAE] £gHol 9
A9l e e 2o HE9 Ao FANAG: (15:25:145145): 0.1-4%: 35~

uhgbA g Axldel 080019-199]E R=(1S), T](29), EE](SS) 2L Eﬂ 2}(4S) A dste FERA S 2FE 2
Ak, AgstE FERA AUA] e e e H[E<l Aoz FFAr) (15:25:45:4S): 0.1-4%: 35—
45%: 0.5-8%: 0-1 %.

AAle] 9 rhCGe] Al A& 53

a2, 3-ALdLUEMWAAHIGA S o] &3] A3 Per.(6 hCG ABZ (4, AAd 5a, 5b)9 Al 2A&MCR)S =A
b7 f18l, 9gAde SR H(EE T F= 3vkE)e mEl AWl oAkl rhCG (1 - 10 pg/=, AE<] ELISA
AFE 7122 &, DRG EIA 1288) HF 25 F4s3T. HAE MES F=943 £, 1, 2, 4, 8, 12, 24 ¥

327 &, me] 2ol AHE400 po)ssich. el s IS 3ske], ELISA (DRG ETA 1288)°l ]3|
hCG 3Heke BAEATH. a2, 3-AdPEAAHGAS o] 8ate] Z2AZ] Per.C6 h(G AUZo] MRS ¥} H]S:
T (% 5). % 62 a2 3-AGUENAFHEAZ o] &3to] AT 19 h(G BEZS5e FFE 2Ad H|3

AR WS b 5 98-S BelET (E 6).
A4 10 - USPel 2 hCG AEA

hCG Eo] A48 #4357 fdl, h(G A4S 5. g2 ZFELZA Ovitrelles o] &3] USP
(USP Monographs: Chorionic Gonadotropin, USPC Official 8/1/09-11/30/09)¢ wig} =A3}Att.  Ovitrelle
o] A& &AL 26,000 1U/mg (Curr Med Res Opin. 2005 Dec; 21(12): 1969 - 76)°]t}. 3-8 A= > 21,000
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[0111]

[0112]

[0113]

[0114]

[0115]

[0116]

[0117]

[0118]
[0119]
[0120]
[0121]
[0122]
[0123]
[0124]
[0125]
[0126]
[0127]
[0128]
[0129]

[0130]

ZIHSdl 10-2017-0133531

IU hCG/mgoldtt. a2,3-A|LHEWH =
2 19.1 mol/mol - AAld 8 Fx) MFol gt

m
g
[>
8
=
é

it

b AZES o] hCG AEF hCG(AI At &
U hCG/mg ]MD}

)
N
S
3
—

AAd 11 A% 2 AA S Ae

ey wj| o)A e wjkE Per.C6 A EolA zﬂi% hCGE AAtstr] 918 45 /Idsiditt. o 42 of
ol 71&st, 27FA] hCGE AAF3HE Per.(6 A X ol 28313t}

HEAA a2,3- F2 Fd9 AFF hGE Ax38 ).

tlo

Lowry et al. (1976)°] 71<=% =Y

PER.C6-hCGE A|Z3}7] Ysl, AEFE l%?i%ﬁ vj#], = Excell 525 (JRH -iosciences)ol A &3ttt WA,

AEE T80 vl ZEfaTdA 70-90% AEFJE dAdSS A =S wjalsitt. Ald ajdFA], AExs 73

A WA Excell 525 + 4 mM L-25Ebdo] AE 2% 0.3x10 AE/mls AdEsct. AE AP 25 nls
6

250 ml WuF ZEA=o] ¥, 100 rpm, 37C Z 5% 00, FAA mwksladtt. AME WE7F > 1x10 A E/mlol

! * AE/mlE A H-we TS 100 rpm, 37°C 2 5% CO, 2ol

pud

b
X
2
=]
il
=
o=}
g
b
(e
N}
o
rlr
(e
w
=

o
(e

A wk Zep Aol A Hjoka ).
hCGE A x3t7] Yall, AEE T3 A2 v, = Per.C6 AE 215 s1axsl= VPRO (JRH Bioscience
o] EEz Jdor (A ujx wjek ]H>10*MUML ﬂﬂ,ﬂ%%Emﬂl&@Wi>mw A EZ/ml =
wjokal 08, 1000 rpmell A 587F A3 theshar, ﬂ%lﬂfﬂEMI%EiVWOﬂﬂ+6me%$ﬂﬂﬂ
dekslgdtt. a9 &, AIEE 100 rpm, 37C 2 5% C0, 270l 7-1097F wnk ZakaolA mjdatiet. o]
1ZF e, AEE > 100 AZ/nle) BER FAFYG. AE PEAo] 7

stk AEE 1000 rpmoll A 58E3F 23 A 7aL, AT AE W6 A 2 AAld ALES
= ELISA (DRG EIA 1288)% =A3s}git).

I %, Lowry et al. (1976)d] 71=d WHE WHIAIA, h(GE AAISSTE. o] DEAE AEZ2, M3jgx
G009 418 A o3}, sol=SAlclsEl =g F3 AzrhEds] R $HE Eefoladelu= A7]9%

ofa EAd = At
AzvtEagy I Fol, WukEAde A3 hGe] FAE RIA (DRG EIA 12838) ¥ IEF (HAld 6)=
o}

HE 1

=
=
F3

oY
¥2

Ji

Human chorionic gonadotropin alpha polypeptide

NR

Accession number AHO07338
Nucleotide sequence of hCG alpha

1 atggattact acagaaaata tgcagctatc tttctggtca cattgtcggt gtttctgeat
61 gttctccatt ccgetectga tgtgeaggat tgeccagaat gcacgectaca ggaaaaccca
121 ttcttctecc ageecgggtge cccaatactt cagtgeatgg getgetgett ctctagagea
181 tatcccactc cactaaggtc caagaagacg atgttggtcc aaaagaacgt cacctcagag
241 tccacttget gtgtagctaa atcatataac agggtcacag taatgggggg tttcaaagtg
301 gagaaccaca cggcgtgeca ctgcagtact tgttattatc acaaatctta a
Protein sequence of hCG alpha

1 MKTLQFFFLF CCWKAICCNS CELTNITIAI EKEECRFCIS INTTWCAGYC YTRDLVYKDP

61 ARPKIQKTCT FKELVYETVR VPGCAHHADS LYTYPVATQC HCGKCDSDST DCTVRGLGPS

_15_



ZIHSdl 10-2017-0133531

[0131] 121 YCSFGEMKE

[0133] AEHD 2

[0134] Human Chorionic Gonadotrophin beta polypeptide

[0135] Accession number NP_000728

[0136] Nucleotide sequence of hCG beta

[0137] Nucleotide sequence

[0138] 1 atggagatgt tccagggget getgetgttg ctgetgetga geatgggegg gacatgggea
[0139] 61 tccaaggagc cgctteggee acggtgecge cccatcaatg ccaccctgge tgtggagaag
[0140] 121 gagggctgece ccgtgtgeat caccgtcaac accaccatct gtgecggeta ctgecccace
[0141] 181 atgacccgeg tgctgcaggg ggtectgecg geectgecte aggtggtgtg caactaccge
[0142] 241 gatgtgeget tcgagtccat ccggetcect ggetgeccge geggegtgaa ceeegtggte
[0143] 301 tcctacgeeg tggetctcag ctgtcaatgt geactctgec gecgeageac cactgactge
[0144] 361 gggggtccca aggaccacce cttgacctgt gatgacccce gettccagga ctectcettec
[0145] 421 tcaaaggcce ctccccccag ccttcecaagt ccatcccgac tcceggggee ctcggacacce
[0146] 481 ccgatcctee cacaataa

[0147] Protein sequence of hCG beta

[0148] 1 MEMFQGLLLL LLLSMGGTWA SKEPLRPRCR PINATLAVEK EGCPVCITVN TTICAGYCPT
[0149] 61 MTRVLQGVLP ALPQVVCNYR DVRFESIRLP GCPRGVNPVV SYAVALSCQC ALCRRSTTDC
[0150] 121 GGPKDHPLTC DDPRFQDSSS SKAPPPSLPS PSRLPGPSDT PILPQ

[0152] AgWs 3

[0153] Beta-galactoside alpha-2,3-A|4HE AN~ e}A] 4

[0154] Accession Number L23767

[0155] Nucleotide sequence of ST3GAL4

[0156] 1 ATGTGTCCTG CAGGCTGGAA GCTCCTGGCC ATGTTGGCTC TGGTCCTGGT CGTCATGGTG
[0157] 61 TGGTATTCCA TCTCCCGGGA AGACAGGTAC ATCGAGCTTT TTTATTTTCC CATCCCAGAG
[0158] 121 AAGAAGGAGC CGTGCCTCCA GGGTGAGGCA GAGAGCAAGG CCTCTAAGCT CTTTGGCAAC
[0159] 181 TACTCCCGGG ATCAGCCCAT CTTCCTGCGG CTTGAGGATT ATTTCTGGGT CAAGACGCCA
[0160] 241 TCTGCTTACG AGCTGCCCTA TGGGACCAAG GGGAGTGAGG ATCTGCTCCT CCGGGTGCTA
[0161] 301 GCCATCACCA GCTCCTCCAT CCCCAAGAAC ATCCAGAGCC TCAGGTGCCG CCGCTGTGTG
[0162] 361 GTCGTGGGGA ACGGGCACCG GCTGCGGAAC AGCTCACTGG GAGATGCCAT CAACAAGTAC
[0163] 421 GATGTGGTCA TCAGATTGAA CAATGCCCCA GTGGCTGGCT ATGAGGGTGA CGTGGGCTCC
[0164] 481 AAGACCACCA TGCGTCTCTT CTACCCTGAA TCTGCCCACT TCGACCCCAA AGTAGAAAAC
[0165] 541 AACCCAGACA CACTCCTCGT CCTGGTAGCT TTCAAGGCAA TGGACTTCCA CTGGATTGAG
[0166] 601 ACCATCCTGA GTGATAAGAA GCGGGTGCGA AAGGGTTTCT GGAAACAGCC TCCCCTCATC
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[0167]
[0168]
[0169]
[0170]
[0171]
[0172]
[0173]
[0174]
[0175]
[0176]
[0177]
[0178]

[0179]

[0181]
[0182]
[0183]
[0184]
[0185]
[0186]
[0187]
[0188]
[0189]
[0190]
[0191]
[0192]
[0193]
[0194]
[0195]
[0196]
[0197]
[0198]
[0199]
[0200]
[0201]

[0202]

661 TGGGATGTCA ATCCTAAACA GATTCGGATT CTCAACCCCT TCTTCATGGA GATTGCAGCT
721 GACAAACTGC TGAGCCTGCC AATGCAACAG CCACGGAAGA TTAAGCAGAA GCCCACCACG
781 GGCCTGTTGG CCATCACGCT GGCCCTCCAC CTCTGTGACT TGGTGCACAT TGCCGGCTTT
841 GGCTACCCAG ACGCCTACAA CAAGAAGCAG ACCATTCACT ACTATGAGCA GATCACGCTC
901 AAGTCCATGG CGGGGTCAGG CCATAATGTC TCCCAAGAGG CCCTGGCCAT TAAGCGGATG
961 CTGGAGATGG GAGCTATCAA GAACCTCACG TCCTTCTGA
Protein Sequence of ST3GAL4
1 MCPAGWKLLA MLALVLVVMV WYSISREDRY IELFYFPIPE KKEPCLQGEA ESKASKLFGN
61 YSRDQPIFLR LEDYFWVKTP SAYELPYGTK GSEDLLLRVL AITSSSIPKN IQSLRCRRCV
121 VVGNGHRLRN SSLGDAINKY DVVIRLNNAP VAGYEGDVGS KTTMRLFYPE SAHFDPKVEN
181 NPDTLLVLVA FKAMDFHWIE TILSDKKRVR KGFWKQPPLI WDVNPKQIRI LNPFFMEIAA
241 DKLLSLPMQQ PRKIKQKPTT GLLAITLALH LCDLVHIAGF GYPDAYNKKQ TIHYYEQITL

301 KSMAGSGHNV SQEALATKRM LEMGAIKNLT SF

Agus 4

Beta—galactosamide alpha-2,6-A|UHEANAH A 1

Accession number NM_003032

Nucleotide sequence of ST6GAL1

1 atgattcaca ccaacctgaa gaaaaagttc agctgctgeg tcctggtett tcttetgttt

61 gcagtcatct gtgtgtggaa ggaaaagaag aaagggagtt actatgattc ctttaaattg
121 caaaccaagg aattccaggt gttaaagagt ctggggaaat tggccatggg gtcetgattcce
181 cagtctgtat cctcaagcag cacccaggac ccccacaggg gecgecagac cctcggeagt
241 ctcagaggcc tagccaaggce caaaccagag gectccttcec aggtgtggaa caaggacage
301 tcttccaaaa accttatcce taggctgcaa aagatctgga agaattacct aagcatgaac
361 aagtacaaag tgtcctacaa ggggccagga ccaggecatca agttcagtge agaggcecctg
421 cgctgcecace tccgggacca tgtgaatgta tccatggtag aggtcacaga ttttcectte
481 aatacctctg aatgggaggg ttatctgccc aaggagagca ttaggaccaa ggetgggect
541 tggggcaggt gtgctgttgt gtcegtcageg ggatctctga agtcctcecca actaggcaga
601 gaaatcgatg atcatgacgc agtcctgagg tttaatgggg cacccacage caacttccaa
661 caagatgtgg gcacaaaaac taccattcgce ctgatgaact ctcagttggt taccacagag
721 aagcgcttcc tcaaagacag tttgtacaat gaaggaatcc taattgtatg ggacccatct
781 gtataccact cagatatccc aaagtggtac cagaatccgg attataattt ctttaacaac
841 tacaagactt atcgtaagct gcaccccaat cagccctttt acatcctcaa gecccagatg
901 ccttgggage tatgggacat tcttcaagaa atctccccag aagagattca gccaaacccce
961 ccatcctctg ggatgettgg tatcatcatc atgatgacge tgtgtgacca ggtggatatt

1021 tatgagttcc tcccatccaa gcgcaagact gacgtgtget actactacca gaagttcttce

_17_
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[0203]
[0204]
[0205]
[0206]
[0207]
[0208]
[0209]
[0210]
[0211]
[0212]

[0213]

1081 gatagtgccet gcacgatggg tgectaccac ccgetgetct atgagaagaa tttggtgaag
1141 catctcaacc agggcacaga tgaggacatc tacctgcttg gaaaagccac actgectgge
1201 ttccggacca ttcactgecta a
Op-Protein Sequence of ST6GAL1

1 mihtnlkkkf sccvlvfllf avicvwkekk kgsyydsfkl qtkefqvlks lgklamgsds
61 gsvsssstqd phrgrqtlgs Irglakakpe asfqvwnkds ssknliprlq kiwknylsmn
121 kykvsykgpg pgikfsaeal rchlrdhvnv smvevtdfpf ntsewegylp kesirtkagp
181 wgrcavvssa gslkssqlgr eiddhdavlr fngaptanfq qdvgtkttir Imnsqlvtte
241 krflkdslyn egilivwdps vyhsdipkwy gnpdynffnn yktyrklhpn gpfyilkpgm
301 pwelwdilge ispeeigpnp pssgmlgiii mmtlcdqvdi yeflpskrkt dvcyyygkff

361 dsactmgayh pllyeknlvk hlnqgtdedi yllgkatlpg frtihc

k1
[N

1
(g
~

BGHp{A)
1 ori

. su4n ori

Amp

BGH p(A)
hCGPB
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k1
:
[\

STIGALY
pST3
BGH
6718 bp B
CaolE1
f‘l ori
'/ SV
SVAD piA)

Amp STEGAL1
pSTE
6940 bp
BGH p{A)
1 ori
ColE1
Svd40

SVA0 p(A)

k1
N2
W
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Legend:

1. Ovitrelle — 15pg.

2. Ovitrelle — 10ug,

3. Superdex 75-MP (Ref.08009-15) — 10u g.
4

- Superdex 75-MP (Re[.08009-15) — 15ug.
465

1
g
O

o A2 IV PK: rechCG + 2 ulok vz, U Ovidrel

(n=2,3, Hd +/- 8D) e 13CHCG 1
—w— rachCG 2
2 10T " 1achCG 3
% . B —— B . —t— techCG 4 )
%5 10
&
o 10 4=
2
w0
bl
1 :
0 1 2 3 4 5 &
Azt (hour)
ZH6
Ovitrelle (Serono) tHH] (22 1-62 gz 2])
hCG 8PD-81-02 08009-159] 47
1000
~ —+—BTGhCG1 |
5 . —#-BTGhCG2
E 100 1 =~ Ovitrelle 3
H | | Ovitrelle 4
Ho -
@ 10 +
'
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EEE
SEQUENCE LISTING

<110> Ferring International Center SA

<120> Pharmaceutical Preparation
<130> P/60201.W001

<150> EP 09252360.4

<151> 2009-10-05

<160> 16

<170> PatentIn version 3.5

<210> 1

<211> 351

<212> DNA

<213> Artificial Sequence

<220><223> SEQ ID 1 Nucleotide Sequence of hCG alpha

<400> 1

atggattact acagaaaata tgcagctatc tttctggtca cattgtcggt gtttctgeat 60
gttctccatt ccgeteectga tgtgcaggat tgcccagaat gcacgctaca ggaaaaccca 120
ttcttctecee agecgggtge cccaatactt cagtgcatgg getgetgett ctctagagea 180
tatcccactc cactaaggtc caagaagacg atgttggtcc aaaagaacgt cacctcagag 240
tccacttget gtgtagctaa atcatataac agggtcacag taatgggggg tttcaaagtg 300
gagaaccaca cggcgtgeca ctgecagtact tgttattatc acaaatctta a 351
<210> 2

<211> 498

<212> DNA

<213> Artificial Sequence

<220><223> SEQ ID 2 Nucleotide Sequence of hCG beta

<400> 2

atggagatgt tccaggggct getgctgttg ctgetgetga geatgggegg gacatgggca 60
tccaaggage cgctteggee acggtgecge cccatcaatg ccaccectgge tgtggagaag 120
gagggctgece ccgtgtgeat caccgtcaac accaccatct gtgecggeta ctgececcace 180
atgacccgeg tgectgecaggg ggtcectgecg geectgecte aggtggtgtg caactaccge 240
gatgtgcget tcgagtccat ccggetcect ggetgecege geggegtgaa cceegtggte 300
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tcctacgecg

gggggtccca

tcaaaggccc

ccgatcctcec
<210> 3
<211> 999

<212> DNA

tggctctcag ctgtcaatgt gcactctgec gecgcecageac cactgactge

aggaccaccc cttgacctgt gatgaccccce gettccagga ctectettec

ctcceeccag ccttccaagt ccatcccgac tceeggggece ctcggacacce

cacaataa

<213> Artificial Sequence

<220><223> SEQ ID 3 Nucleotide Sequence ST3GAL4

<400> 3

atgtgtcctg
tggtattcca
aagaaggagce

tactcccggg

tctgcttacg
gccatcacca
gtcgtgggga
gatgtggtca
aagaccacca
aacccagaca

accatcctga

tgggatgtca
gacaaactgc
ggectgttgg
ggctacccag
aagtccatgg
ctggagatgg
<210> 4
<211> 1221

<212> DNA

caggctggaa
tctceecggga
cgtgectcca

atcagcccat

agctgcccta
gctcectecat
acgggcaccg
tcagattgaa
tgecgtctcett
cactcctcgt

gtgataagaa

atcctaaaca
tgagcctgece
ccatcacgct
acgcctacaa
cggggtceagg

gagctatcaa

gctceetggee
agacaggtac
gggtgaggcea

cttcetgcegg

tgggaccaag
ccccaagaac
gctgeggaac
caatgcccca
ctaccctgaa
cctggtagct

gegggtgega

gattcggatt
aatgcaacag
ggccctecac
caagaagcag
ccataatgtc

gaacctcacg

<213> Artificial Sequence

atgttggctc
atcgagcttt
gagagcaagg

cttgaggatt

gggagtgagg
atccagagcc
agctcactgg
gtggetgget
tctgeccact
ttcaaggcaa

aagggtttct

ctcaacccct
ccacggaaga
ctctgtgact
accattcact
tcccaagagg

tccttectga

tggtcctggt

tttattttce
cctctaagct

atttctgggt

atctgctcct
tcaggtgccg
gagatgccat
atgagggtga
tcgaccccaa
tggacttcca

ggaaacagcc

tcttcatgga
ttaagcagaa
tggtgcacat
actatgagca

ccctggecat

_22_

cgtcatggtg
catcccagag
ctttggcaac

caagacgcca

ccgggtgcta
ccgetgtgtg
caacaagtac
cgtgggctcc
agtagaaaac
ctggattgag

tceectceatce

gattgcagct
gcccaccacg
tgceggettt
gatcacgctc

taagcggatg

360
420

480

498

60
120
180

240

300
360
420
480
540
600

660

720
780
840
900
960

999
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<220><223> SEQ ID 4 Nucleotide Sequence of ST6GAL1

<400> 4

atgattcaca ccaacctgaa gaaaaagttc agctgctgeg tcctggtett tcttetgttt
gcagtcatct gtgtgtggaa ggaaaagaag aaagggagtt actatgattc ctttaaattg
caaaccaagg aattccaggt gttaaagagt ctggggaaat tggccatggg gtctgattcec
cagtctgtat cctcaagcag cacccaggac ccccacaggg gecgcecagac cctceggceagt
ctcagaggcc tagccaaggc caaaccagag gectccttec aggtgtggaa caaggacagce

tcttccaaaa accttatccc taggctgcaa aagatctgga agaattacct aagcatgaac

aagtacaaag tgtcctacaa ggggccagga ccaggcatca agttcagtgce agaggecctg
cgctgecacce tccgggacca tgtgaatgta tccatggtag aggtcacaga ttttecectte
aatacctctg aatgggaggg ttatctgcecc aaggagagca ttaggaccaa ggetgggect
tggggcaggt gtgctgttgt gtcgtcageg ggatctctga agtcecctccca actaggcaga
gaaatcgatg atcatgacgc agtcctgagg tttaatgggg cacccacagc caacttccaa
caagatgtgg gcacaaaaac taccattcgc ctgatgaact ctcagttggt taccacagag

aagcgcttcc tcaaagacag tttgtacaat gaaggaatcc taattgtatg ggacccatct

gtataccact cagatatccc aaagtggtac cagaatccgg attataattt ctttaacaac
tacaagactt atcgtaagct gcaccccaat cagccctttt acatcctcaa gccccagatg
ccttgggage tatgggacat tcttcaagaa atctccccag aagagattca gccaaacccc
ccatcctctg ggatgettgg tatcatcatc atgatgacgce tgtgtgacca ggtggatatt
tatgagttcc tcccatccaa gecgcaagact gacgtgtget actactacca gaagttcttc
gatagtgcect gcacgatggg tgcectaccac ccgetgetct atgagaagaa tttggtgaag

catctcaacc agggcacaga tgaggacatc tacctgcttg gaaaagccac actgectggce

ttccggacca ttcactgecta a

<210> 5

<211> 129

<212> PRT

<213> Artificial Sequence

<220><223> Protein Sequence of hCG alpha

<400> 5

Met Lys Thr Leu Gln Phe Phe Phe Leu Phe Cys Cys Trp Lys Ala Ile
1 5 10 15

Cys Cys Asn Ser Cys Glu Leu Thr Asn Ile Thr Ile Ala Ile Glu Lys

_23_

60
120
180
240
300

360

420
480
540
600
660
720

780

840
900
960
1020
1080
1140

1200

1221
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20 25

Glu Glu Cys Arg Phe Cys Ile Ser Ile Asn Thr

35 40
Tyr Cys Tyr Thr Arg Asp Leu Val Tyr Lys Asp
50 55
Ile Gln Lys Thr Cys Thr Phe Lys Glu Leu Val
65 70 75
Val Pro Gly Cys Ala His His Ala Asp Ser Leu
85 90

Ala Thr Gln Cys His Cys Gly Lys Cys Asp Ser

100 105
Thr Val Arg Gly Leu Gly Pro Ser Tyr Cys Ser
115 120
Glu
<210> 6
<211> 165
<212> PRT

<213> Artificial Sequence

<220><223> Protein Sequence of hCG beta
<400> 6

Met Glu Met Phe GIn Gly Leu Leu Leu Leu Leu
1 5 10

Gly Thr Trp Ala Ser Lys Glu Pro Leu Arg Pro

20 25
Asn Ala Thr Leu Ala Val Glu Lys Glu Gly Cys
35 40
Val Asn Thr Thr Ile Cys Ala Gly Tyr Cys Pro
50 95
Leu Gln Gly Val Leu Pro Ala Leu Pro Gln Val

65 70 75

30

Thr Trp Cys

45
Pro Ala Arg
60

Tyr Glu Thr

Tyr Thr Tyr

Asp Ser Thr

110
Phe Gly Glu

125

Leu Leu Ser

Ala Gly

Pro Lys

Val Arg

80
Pro Val
95

Asp Cys

Met Lys

Met Gly

15

Arg Cys Arg Pro Ile

30
Pro Val Cys
45
Thr Met Thr
60

Ile Thr

Arg Val

Val Cys Asn Tyr Arg

_24_
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Asp Val Arg Phe Glu Ser Ile Arg Leu

85
Asn Pro Val Val Ser Tyr Ala Val Ala

100 105

Pro

90

Leu

Gly Cys Pro Arg Gly Val

95
Ser Cys Gln Cys Ala Leu
110

Cys Arg Arg Ser Thr Thr Asp Cys Gly Gly Pro Lys Asp His Pro Leu

115 120
Thr Cys Asp Asp Pro Arg Phe Gln Asp
130 135

Pro Pro Ser Leu Pro Ser Pro Ser Arg

145 150

Pro Ile Leu Pro Gln

<210> 7
<211> 332
<212> PRT

<213> Artificial Sequence

Ser

Leu

<220><223> Protein Sequence of ST3GAL4

<400> 7

125
Ser Ser Ser Lys Ala Pro
140

Pro Gly Pro Ser Asp Thr

155 160

Met Cys Pro Ala Gly Trp Lys Leu Leu Ala Met Leu Ala Leu Val Leu

1 5
Val Val Met Val Trp Tyr Ser Ile Ser
20 25

Leu Phe Tyr Phe Pro Ile Pro Glu Lys

35 40
Glu Ala Glu Ser Lys Ala Ser Lys Leu
50 95
Gln Pro Ile Phe Leu Arg Leu Glu Asp
65 70
Ser Ala Tyr Glu Leu Pro Tyr Gly Thr
85

Leu Arg Val Leu Ala Ile Thr Ser Ser

10

Arg

Lys

Phe

Tyr

Lys

90

Ser

15
Glu Asp Arg Tyr Ile Glu
30

Glu Pro Cys Leu Gln Gly

45
Gly Asn Tyr Ser Arg Asp
60
Phe Trp Val Lys Thr Pro
75 80
Gly Ser Glu Asp Leu Leu
95

Ile Pro Lys Asn Ile Gln

_25_
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Ser Leu Arg
115
Arg Asn Ser
130
Arg Leu Asn
145

Lys Thr Thr

Lys Val Glu

Ala Met Asp

195

Val Arg Lys
210

Pro Lys Gln

225

Asp Lys Leu

Lys Pro Thr

Asp Leu Val
275

Lys Gln Thr

290
Gly Ser Gly
305

Leu Glu Met

<210> 8
<211> 406

<212> PRT

100

Cys

Ser

Asn

Met

Asn
180

Phe

Leu

Thr

260

His

His

Arg Arg

Leu Gly

Ala Pro

150

Arg Leu

165

Asn Pro

His Trp

Phe Trp

Arg Ile

230
Ser Leu
245

Gly Leu

His Tyr

Asn Val

310

325

105
Cys Val Val Val
120
Asp Ala Ile Asn
135

Val Ala Gly Tyr

Phe Tyr Pro Glu

170
Asp Thr Leu Leu
185
Ile Glu Thr Ile
200
Lys Gln Pro Pro
215

Leu Asn Pro Phe

Pro Met Gln Gln
250
Leu Ala Ile Thr
265
Gly Phe Gly Tyr
280

Tyr Glu Gln Ile

295

Ser GIn Glu Ala

Lys Asn Leu Thr

330

Gly

Lys

155

Ser

Val

Leu

Leu

Phe

235

Pro

Leu

Pro

Thr

Leu
315

Ser

Asn Gly

125
Tyr Asp
140

Gly Asp

Ala His

Leu Val

Ser Asp

205

Ile Trp

220

Met Glu

Arg Lys

Ala Leu

Asp Ala

285

Leu Lys

300

Phe

110

His Arg

Val Val

Val Gly

Phe Asp

175
Ala Phe
190

Lys Lys

Asp Val

Ile Lys

255
His Leu
270

Tyr Asn

Ser Met

Lys Arg

_26_

Leu

Ser
160

Pro

Lys

Arg

Asn

Cys

Lys

Met

320
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<213> Artificial Sequence

<220><223> Protein Sequence of ST6GAL1

<400> 8

Met Ile His Thr Asn Leu Lys Lys Lys Phe Ser Cys Cys Val Leu Val

1 5 10 15

Phe Leu Leu Phe Ala Val Ile Cys Val Trp Lys Glu Lys Lys Lys Gly
20 25 30
Ser Tyr Tyr Asp Ser Phe Lys Leu Gln Thr Lys Glu Phe Gln Val Leu
35 40 45
Lys Ser Leu Gly Lys Leu Ala Met Gly Ser Asp Ser Gln Ser Val Ser
50 55 60
Ser Ser Ser Thr Gln Asp Pro His Arg Gly Arg Gln Thr Leu Gly Ser

65 70 75 80

Leu Arg Gly Leu Ala Lys Ala Lys Pro Glu Ala Ser Phe GIn Val Trp
85 90 95
Asn Lys Asp Ser Ser Ser Lys Asn Leu Ile Pro Arg Leu GIn Lys Ile
100 105 110
Trp Lys Asn Tyr Leu Ser Met Asn Lys Tyr Lys Val Ser Tyr Lys Gly
115 120 125
Pro Gly Pro Gly Ile Lys Phe Ser Ala Glu Ala Leu Arg Cys His Leu

130 135 140

Arg Asp His Val Asn Val Ser Met Val Glu Val Thr Asp Phe Pro Phe
145 150 155 160
Asn Thr Ser Glu Trp Glu Gly Tyr Leu Pro Lys Glu Ser Ile Arg Thr
165 170 175
Lys Ala Gly Pro Trp Gly Arg Cys Ala Val Val Ser Ser Ala Gly Ser
180 185 190
Leu Lys Ser Ser Gln Leu Gly Arg Glu Ile Asp Asp His Asp Ala Val

195 200 205

Leu Arg Phe Asn Gly Ala Pro Thr Ala Asn Phe Gln Gln Asp Val Gly

210 215 220

_27_



Thr Lys Thr Thr Ile Arg Leu Met Asn Ser Gln

225 230 235

Lys Arg Phe Leu Lys Asp Ser Leu Tyr Asn Glu
245 250

Trp Asp Pro Ser Val Tyr His Ser Asp Ile Pro

260 265

Pro Asp Tyr Asn Phe Phe Asn Asn Tyr Lys Thr
275 280
Pro Asn Gln Pro Phe Tyr Ile Leu Lys Pro Gln
290 295
Trp Asp Ile Leu Gln Glu Ile Ser Pro Glu Glu
305 310 315
Pro Ser Ser Gly Met Leu Gly Ile Ile Ile Met

325 330

GIn Val Asp Ile Tyr Glu Phe Leu Pro Ser Lys
340 345
Cys Tyr Tyr Tyr Gln Lys Phe Phe Asp Ser Ala
355 360
Tyr His Pro Leu Leu Tyr Glu Lys Asn Leu Val
370 375
Gly Thr Asp Glu Asp Ile Tyr Leu Leu Gly Lys

385 390 395

Phe Arg Thr Ile His Cys
405
<210> 9
<211> 39
<212> DNA
<213> Artificial Sequence
<220><223> PCR Primer CGa-fw
<400> 9
ccaggatccg ccaccatgga ttactacaga aaaatatgc

<210> 10

Leu Val Thr

Gly Ile Leu

Lys Trp Tyr

270

Tyr Arg Lys
285

Met Pro Trp

300

Ile GIn Pro

Met Thr Leu

Arg Lys Thr
350
Cys Thr Met
365
Lys His Leu
380

Ala Thr Leu

_28_

Thr Glu

240
[le Val
255

Gln Asn

Leu His

Glu Leu

Asn Pro

320

Cys Asp

335

Asp Val

Gly Ala

Asn Gln

Pro Gly
400

39
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<211> 31

<212> DNA

<213> Artificial Sequence
<220><223> PCR Primer CGa-rev
<400> 10

ggatggctag cttaagattt gtgataataa c
<210> 11

<211> 36

<212> DNA

<213> Artificial Sequence

<220><223> PCR Primer CGb—fw

<400> 11

ccaggcgcege caccatggag atgttccagg ggetge
<210> 12

<211> 30

<212> DNA

<213> Artificial Sequence

<220><223> PCR Primer CGb-rev

<400> 12

ccgggttaac ttattgtggg aggatcgggg

<210> 13

<211> 37

<212> DNA

<213> Artificial Sequence

<220><223> PCR Primer 2,3STfw

<400> 13

ccaggatccg ccaccatgtg tcctgcagge tggaagce
<210> 14

<211> 35

<212> DNA

<213> Artificial Sequence

<220><223> PCR Primer 2,3STrev

<400> 14

_29_
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tttttttctt aagtcagaag gacgtgaggt tcttg
<210> 15

<211> 36

<212> DNA

<213> Artificial Sequence

<220><223> PCR Primer 2,6STfw

<400> 15

ccaggatccg ccaccatgat tcacaccaac ctgaag
<210> 16

<211> 32

<212> DNA

<213> Artificial Sequence

<220><223> PCR Primer 2,6STrev

<400> 16

tttttttctt aagttagcag tgaatggtcc gg

_30_

35

36

32

ZIHSdl 10-2017-0133531



	문서
	서지사항
	요 약
	대 표 도
	청구범위
	발명의 설명
	기 술 분 야
	배 경 기 술
	발명의 내용
	도면의 간단한 설명
	발명을 실시하기 위한 구체적인 내용

	도면
	도면1
	도면2
	도면3
	도면4
	도면5
	도면6

	서 열 목 록



문서
서지사항 1
요 약 1
대 표 도 1
청구범위 3
발명의 설명 4
 기 술 분 야 4
 배 경 기 술 4
 발명의 내용 7
 도면의 간단한 설명 10
 발명을 실시하기 위한 구체적인 내용 10
도면 18
 도면1 18
 도면2 19
 도면3 19
 도면4 20
 도면5 20
 도면6 20
서 열 목 록 21
