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GoiNlgG L el ZLysHyEEY) ~ BB fe A BURSYIE - 1gGiiess 5l
PRE » LEM/ AlgG - PRl ZEREHTRICERETE -

% 33 HEWHRE)
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[0091]

i R B a0 o] Ryl &= Lys-Gly-Gly Z iR 88 > 78] By e IR 8 E i
SoHERETFEMMRZIETE - 829 - KV E i RSy 8 & #
FETGE G PR Z N U > 7R 0] [R5 B o AT L & 2 Ly s Z (Il 2 i 25 6 HY
RBEY) ~ BT EREEIIEHEYE - % > Lys-Gly-Gly Z Lys Z NKli
4 LFRAE -

[0092]

fE B8 a&Lys-Gly-Gly Z R TE M & %Y ~ RIENEE e 2R
ACPIE R Z BEfTiiE Z &/ > PIREL TN 24618 - & > SiBEAT R Z-
NH-FRoRLyshEE: 2 (5 2 f 5 -

[0093]

[{E15]

5 34 HEEPIEREIE)

C250055PA docx

111134182 FEHESE A0202 1123005140-0



202328163

N3
O - e
v A
Ac—N N N—
0o ? (IeG)
N;
N\)LH/WN—
o } (1G)

[0094]

fEefiie NI B EM U —ER EE N 1gC L cl& ZLysHI &
PEG ~ Glyst Hsl & 2 T E & ary Rl gy - KIEME e & iE sy
H o (ERzEafiiiie &8 PRl 24 - % > siBEAT R Z-NH-
RonLyshEE: 7 ([l 2 j 5

[0095]

[{E16]

5 35 HEEHIEREIE)
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0 0 y
g H I ~
NJ\C/ N/\C N\/C\H_
H, H 1
o/ ? (IgG)
n=1-4
o)
§(
N " P
o \L o H_
0/\/ ?
o (IgG)

0
WWWWG

n=1 4

[0096]
(FFED)

(FFsc D) —HE(E &P - ZEa¥h Ea IR -

(e Akl B E 2 b PR > PR B AR EE -

(M EE3)anbff el B2 & 2 E e LB - KPR AR LilgGis &
ik > RAANEFLE

(FfFEe4) a0 se1 23T £ —THE B b & s » HP R (R DL Bl
IgGEEEMRMERRY > EHIATTFRR

(B EE5) A0S se3B4ri s AL Py E H B > i RaltlgGiE & ik 45 %%
Yy~ RIEME A SRRV E B -

(M ze6)anbff o1 B2 & 2 E e B - KPR EH LillgGis &

% 36 HEWHRE)
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ik RPEFEY) - REMEREASIE#RYE -

(FF 7)) EET ~ 2 6 2 fF—THRLE 2 (L&Y HE - HFRMH DL
FHtlgG&EEEIE BRY? - i R~ HIVEAVZE—FHFRT -

(Frze®) izl 27 E—H E 2 LAY HE - Hop FiftlgG4s
Gk BEB I GFIIRIEIEIS 2 E— R 2 BERFY -

(FfiFZC A Bt 6B TR B < (L E VB H B - Hor EalllgG&s & Ik 2 e
By 4 FIRSE116 2151 2 [F—F Ry BERFT] -

(Frzc10)—tEF i EafiaA - Ha sl 2o9fFE—HaEH 2 Lk
EYIECHE -

(frzc 1) —fE B aftiae < 8BS 0% » HEFO TREDE « (510
FECE L DS B Ef B Bllg G 1T FLIE -
[& B3]

[0097]

ML 2 ERA - HASHE BRHETIHE - EAZEHIAZ
EHiBIRE -

[0098]
Bt - (&AL &R

Lo~ AR E R EIEEIA - £/H0.25 mmol ZRink Amide PEGHS
B5(0.55 mmol/g) » F FiPurePep Chorusfit [E 18 & K¢ #(Gyros Protein
Technologies/ 5 81 75) » 2 B # 17 B R IRBE/NMP(1 : 4) 7 fiFmoc ~ K
Fmocfr & g £ f%/DIC/Oxyma(l mmol/l mmol/l mmol) 2 fr =& fk f8f
s o H ' » Fmoc-Lys(N3)Z 45 & {4 ] FJFmoc-Lys(N3)/DIC/Oxyma(0.50

mmol/0.50 mmol/0.50 mmol)E i -
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[0099]

WZZBE(3S WLEAET » (7% “AEEEEF(0.1 ) N- i £-2- T 18 1
(NMP) £5 551 Ff J6 75 > 5 58 i 48 IS (0.20 mmol )= N i B 7 JiE 1/INB - L
#% - (B4 REIPyAop(0.625 g) ~ HOAY(0.163 g) BIN,N- - Ry 4k 2, 4
BE(DIEA)(0.612 mL) » fEN-F £-1,2-36 —f% “BIREE0(0.234 o) BIF7E(
CNABEEBIIS S o ik o BRF A AED0.4 )t “EH kT
2 HE 1/NE > 5 EEPMD (S 48 2 5 (L N- -0 — B 38) (NOL) B 242 » Wi
F15 > 1B FII I = 48 2 B8 (TFA) G OB ITRE T > 770 B R AR (R > R
A 2B (T EL - 18721 me 2 HAK(2SHES) - 57 &3 >~ # K QSH
B h 2250 meE R ZBEOK( 2 DF - Rk A T BB IRN.T M
- B 1 B - OOFD % » I I M B K 7 o R A » 71 it
HI S RO B AT £ (HPLO) B R AT 4l (E ~ 5 RE 0 » 5 HEAE250 me 2 B
% SSEILEIPMD(NO,)-aZ34C({L & PIA) «

=t

[0100]
EHif2 - (b&BZ &R

plan ek Bt &%B o #R0.25 mmol ZRink Amide PEGHg
A5(0.55 mmol/g) » X FHPurePep Chorusfk [& fH & B i%(Gyros Protein
Technologies/y B #liE) » K BH T E T IRIE/NMP(1 © 4)” BiiFmoc ~ &
Fmocf{x & f# E 5 /DIC/Oxyma(l mmol/1 mmol/l mmol)jfy 78 2 {+ % L 15
fs o H & > Fmoc-MeDbz” %4 & 1% #] FHFmoc-MeDbz/HCTU/6-Cl
HOBt/DIEA(1 mmol/l mmol/1 mmol/2 mmol) & i > Fmoc-Lys(N3) 2 454
%A Fmoc-Lys(N3)/DIC/HOAt(0.375 mmol/0.375 mmol/0.375 mmol) &

i

% 38 HEWHRIE)
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[0101]

{fE & HEA-08 AR B(0.5 o)t “ & H i H BT &5 2 O & A6t B
(0.25 mmol) fZ JE /NG -+ 1 1 FEPMD(NOL)F 48 - K& Pt #1516t A5 | A
TFASR R ETT e B TR 15 e R B PR » AU Sl 1T L - 1B
966 mg 2 fHIK(2SHES) - FFATIE S L HHILFIH ZHHPLCE LT 4L -
B UREZ R > FEIIER 147 mg 2 2SHAG - Hig > JHIKQ2SHER) BE N LB/
KL D RoKia2al T&EBHIUAMIEEZ 201 M2 - FHEAR - 30
Pot% - IR U8 I B 7KOs IR (8 S M2 8 > MR i AB HPLCAE FE T S B e
2 REZ R o FE I IEB87 meg s AT FE 2 SSHER K BJAZideKGG-PMD(NO:3)-
aZ34C(F1Gaba » K7R)({E&#B)

[0102]

BT > e BEADSG Y M E&aY) -

[0103]

[{E17]
A

Ly \
O

[0104]

{5 0.25 mmol Z Rink Amide PEGHHH5(0.55 mmol/g) » F|F{PurePep
Chorusfik EfH & k% (Gyros Protein Technologies/\ & H#l¥E) » K BHE(TE
B IR BE/NMP(1 @ 4)2 FiFmoc ~ FKFmocff % F&# £ [EE/DIC/Oxyma(l

mmol/l mmol/l mmol) TR FEERE - 4 > Fmoc-Lys(N3) 245 & 1%

% 39 HEWHRTE)
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] F§Fmoc-Lys(N3)/DIC/Oxyma(0.50 mmol/0.50 mmol/0.50 mmol)% &
i

[0105])

AT IE 5 2 PreB RIS A TFAS IR (T R B - 2877 MR At s B B P
e 0 P FHHIKQSHE) M = Ll EALAL S - EATEE ZHILQSHE)E
BRI LBEK(L ) JRKOB LA T &SR0 1 M2t - HEEAR -
60F) 1% » F| A £ 858 (0 B /KO I (S S HE AR » I 8 AHHPLCE F1 1T 40
b~ R AEZEE - FEILETRO1 mg B A NK U i fe b 70 2 AT BB YK (S S
A2) o Ex 1% 0 {E Al BE P IK(SSHR)60 mglE BF FRDMSOM » & 18 i fin A
DSG(18 mg) kDIEA(12 pl) » R NR Ui 2 e A A b Ry T B oo e A gl
17iE L - 107 881% - FIHO0. 1% TFAZKETIRE » FIF A HPLCE M #E1T
M ~ 2 AEZ R FEILER9 mg s I ZDSG-aZ34C(2L T 5% Ry EL %
) -

[0106]
Bl - RRE M TR

fEEEPA - {LEYBELLEFILLUEF20 mg/mL Z J7 AR DMSO
o PE RE-20C MR ERERE - M FHHPLCHELT 7247 -

[0107]
(45 5R)

FEHEEYA - ALEYIB R LI B - #F £ I E A7 2 8 E 2 mia
I ZEEBIHPLCH E )R] » N R K-20C MEEWARILEYBEL
tLEpiig € -

5 40 HEEHIEREIE)
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[0108])
[#=1]
=8 20°C
0/NBE 22/\i% N 30K
EEi {3 85% 83% 92% 85%
L&A 949% 93% 949% 949%
{L&%B 98% 92% 98% 98%
[0109])
Ehip3  \bEAREEYIB Y Bt N egG 2 R IE Y 7 E
[B1 A1gGl 2 [ fE]

EEEVASEEYBEIAG (N 1gG 1A B 88 5 % it 4 (Actemra)
FEER B P4 EpHIR A T TR E < Bl » 7220 mg/ml Z1gGiEK20 pLH
A0S M LBE4EER(pHES.S) ~ 0.5 M Bk &% /R (pH{E7.0) ~ 0.5 M
Hepes& /K (pH{ES.0)E¢0.5 M I R4 E )R (pHAES8.9)20 pL - LA
ZBH7K138.4 pL - 1% - BXIALS6 nLZ/EfEFDMSOH 210 mM 2
{EEYIAEI0 mMZ(L&YIB » (REBEEE - (HEEEF200 pL(RAE
Yy 2 1gGiRIE F515.6 uM > sWEI B SEEHIE 278 pM) « JR2/NEF{& ST
R » AR ERE10%H B (6 [ e (E 1% - FIFILC-MS#EAT 73 M7 -

[0110)
[ €Y .2 LC-MS 73 #7]

&I E 2 R ERRAIRO 1% HEREE LS &% - FIREGHES
EBEH C4% f:(300A > 1.7 pm, 2.1x500 mm - Waters/y = 81 i)~
BioAccord LC-MS % 4i(Waters/y 5 35 ) B T & 15 2 5K 20 pLiET o #r
CR#E : 0.4 mL/4y ~ A4 © B850 1%HEE 2 1%CH;CNE50%CH;CN > 45
MR - BAIRE - 80TC) -

[0111)

5 41 HEETIEREIE)
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(455H)

RHEEYIABL G 2 2/NIF 1% 2 I IE A TR 2 LC-MSHY&E Fon A B3 K [#
4o [BE3(A) ~ (B) ~ (CO)R(D)77 Al HpHIES.S ~ 7.0 ~ 8.0K 8.9 2 R IEH K £
B EATE (280 nm) o 2.23 77 $EE2 2597 8 R I Ry Bl G2 VS Hi Y JE
MU - [E4(A) ~ (B) ~ (C) (D)3 Kl & m HpHES.S ~ 7.0 - 8.0K8.9 2K
BAERT Z1gG g ETEE DA 2R o« B4(A)FTRZpHES.S
VR IERT 2 E 8147879 Da ~ 148041 Da ;148203 Da . 4> FFELE 4 Rl B
FEMIgG 2 M 2 % BEVERR M2 2 N-GOF*2(4 T-fE48H1) ~ N-GOFx1+N-
GIFx1(5r FHEHH2) KN-GIFx2(5r FFEHH3) - pHES SEF - REZE F[FE
f AR i /5 E 2 8 < 70 FTE 4R o

[0112])

&4 (B)Fr o~ < pHIET .02 [ HE S IR K &4 (C)Ff s < pHIE 8.0 2 [ JE 7%
R o BpHAES SE RE(E & - M ARBEF I < r R - 55—
JiH  PRE4D)FTR ZpHES I RIEAE R+ - BIZF|E E152195 Da -
152357 Daf; 152519 Daz oy FHddH - HEFWIgG Y pFiEH1 ~ 7 FEia2
KA FREME3 2 EE - SR T4316 Da ~ 4316 Daf4317 Da - 35 K%
U R b eV AT RIS D £ 1g Gy & i 2 H 24333 Da—2 > Hith
T ALEYATEPHIER IBFBllg G4 A4 S E -

[0113])

RHEEYIBELgG 2 2/NF % 2 I JE A K 2 LC-MSH &5 SR B 5 K [E]

° E5(A) ~ (B) ~ (C)R(D)77 Al FspHES.5 ~ 7.0 ~ 8.0 %89 N IEEFK Z
B EATE (280 nm) - 1.937382.029) 2l B BUEEYIB LA H HE 2
I o 2.2543882.2745% 2 W I B Bilg G i L S E 7 K1 © B6(A) ~ (B) -
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(C)Je(D) 77 Bl R~ ¥pH(ES.S ~ 7.0 ~ 8.0 8.9 W EA K 1 2 1gG2 K &
HEITEE SR Z&ER - WE6(A)FT/R > IpHS.SE - BIZEF(IgGZ 7y
THEJE1(147882Da) ~ 5> T-HEJE2(148044 Da) ~ 5> T-FHJE3(14820 8Da) -
B E6(B)FT R ZpHIET OFF » oy FHEFA LRV » 148193 DaZ 7pF1EHNY
0 e #%311 Daz & &BFEH{LEYB 2 K IEFHINZ 85 (EKGG Z[finE
(311.33 Da)—%% -

[0114])

i > FRE6(C)FT R ZpHIES.O R E6(D)FT < ZpHIES.OHF » 77 A1
07148505 Daf 148501 Daz 1M - 2 F pFHE L HEW Y F1E
A1 > 8507623 DaEi619 Da - HHE N BELKGG i I&E((311.33)22
& - IR R 2{E 2 FALKGGHI I £1gG » X B o T2 - BZE R
NEM C FpHAET.OFF » SURAMIAN T 12 F(EKGG 2 148353 Da 70 K ffif
072 B B AEKGG 2148664 Da” oy +HEFA I 0 - fApHES.0 ~ K
8.9WF » JRAE M1 (& B Z Fhn2{E - MRIBLL BN KA - (E&YBLEPH
B7.0DL FRFEAlgGE# A R HE -

[0115])
it 714 - {bE&YIBYHY/NEIgG Y K IE 2 FHE
[B/NE g G2 f fE]

fEEaYIBE/NEIgG2HIAR(FIDYKDDDDK /NEEIgG2bE MR A8) 7Y
2EpHERRM T LA T 3£ K NE - 720.98 mg/mL 2 1gG/AK30 pLH
IA0.2 M Hepes4Z & R(pHIES8.0)2k0.2 M fik [ & B 4% &7k (pH{E.8.9)22
ul o fx1% - BXIAS pLZ 7B DMSOH 250 yMZ E&EYIB » RIEE

Hig o BREZER60 nL(RERIEYT Z1gGRERKL.67 uM > H K45

5 43 HEETIEREE)
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HEHEEZ6.67 uM) o TA2/NEFIRBETTEURE » FIl P A 4R 5 5 % H B {1 f g 4%
1% - B 13 G 3t A I LC-MS #EFT 7347

[0116]
(4E5R)

KL EYIBBUNEIRG Y R IEE R 2 LC-MS 2 458 RTAE T R [ES -
7(A) ~ (BYR(C) 73 Al B /R & B 2 /il 2 pHIES.0 Z FLAS AR ~ K2/
15 1% 2 pHAE 8.0 2 8 Je [ 2/ NIF 1% 2 pHAE 8.9 2 VA R YV Y S8 #7 [ (2. 80
nm) ° 2.3053 }2.53 57 2 g B BN BRI G 2 5 Hi B i 2 i - [EI8(A)
(B) R (C)7y RIF BRI L& YIB 2 Al < pHIES.0 2 FEG AR - RIE2/NEF
& 2 pHIE 8.0 2 78R I T IE2/NIF 1% 2 pHAE 8.9 2 78 IR HR BT g G 2 s %
HESMAEZER - B8(AFRZARINEEYB AT ZpHES .02 E IR
FHE E150094 Da ~ 150256 Daf 150419 Da” 4 FREHE 5 A B s 1gG
> WEHE > % 8 M T R R B 2 N-GOF x2(4y F f# #81) ~ N-GOFx 1+ N-
GIFx (4 FHE%E2) R N-G1F x2( 5> F-FHLH3) o

[0117]

J0E8(B) K (C)73 HlIFT =~ » FApH{ES. O RRpH{ES8.98F » 73 F1EHH 1 ~ 3
/b B—5TH 0 BT 150569 Da ~ 150729 Da ~ 150884 Da 151039
Da.> 5> Ffi%E - B 8150569 Daliz o> FREE28 1313 Da - E&E150729 Da
34y FREME3 I 310 Da » 84y FRESE 11 1635 Da - B &2150884 Dalz 4y
FFERE2 11628 Da - B &151039 Daifii 4> FREFE3 1620 Da - X5 E &
ZEBHEENFERLEYBL IEN IR <8 F(LKGG I il &
(311.33 Da)s(H2£% - R Z B AL 5 1 2 o1 8232 3% 4 B2 (8 2 |
e MREBELL EENFHE - AL & YBLEpHES 0LL F BB/ EHUAS 3 4
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JE o
[0118])

HHiB1S - ALEYIBE N R1gG L E L FFE

[F1RlgG 2 R IE]

(B EYBE R IAE (Fi/ N ElgGLEMR R FRpHIES. 0. Z R {4 T LA
W T EE © 771.93 mg/mL 2 1gGiAR2S5 pLHAN10.5 M Hepes#:
ER(pHIES.0)10 pL R ZKEH7KS pL - f1& » FRINA60 pnL ZIERERL 75 8
K 2893 pMZAEEYIB » RIREH R - (HHEEEF100 pL(EEIEY)
2 IgGRER6.7 M » (LEYIBESFEHEHLIL 253.6 uM)  jR2/N\EF{% i
TTHUG » FI B 8RS % HH BE (5 S 4% 1k 1% - B T 451 3 [ A5 st M L C-
MSHELT I H7

[0119]
(455)

B L EYBH R1gGr R IEE K 2 LC-MS 2 45 R A B9 K [E 10 -
9(A) & (B) 73 Al By A IE & ¥IB 2 il 2 pHAE 8.0 2 Hi i3 /B 7R K [ 24/ NIF 1%
ZpHIES.0. ZF /RAY/AE HEHTE (280 nm) & 10(A) K(B) 73 Bl R RN
{E&YIB AT < pHIES.0 L Hiis AR K S E24/ N 1%~ pHAE 8.0 2/ R 1 HY
IgG R IEETE BTG &R - B10(A)FT R ZINIMEEYIB 2RI Z
pH{ES.0 R EKR T HYE &144237 Da ~ 144397 Daf; 144559 Daz 4y Ff&
By B Ry #5 th1g G2 MBS~ 2 B8 M P f B 81 2 N-GOF x2(r FfE%1) ~ N-
GOFx1 +N-GI1Fx1 (45 FFEEE2) EN-G1F x2( 5 FHEHE3) o

[0120]
WENOB)FR~ » 7 FEHI~IKD - S—JHE BN Trg2s

5 45 HEETIEREIE)
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144544 Da ~ 144713 Da ~ 144864 Da ~ 145019 Da ~ 145179 Da 493 +1&
o HE 144544 Dal 7y FFEE 15101307 Da - 'EE 144713 Dalg 77+ 4H
21470316 Da - E 8144864 Dalg sy FHEFH3HEAN305 Da » 57 FFEFH 1Y
627 Da - E&145019 Daii 4 T fE$E21E 1622 Da - H & 1445179 Daig
7y FHEFA3HI 620 Da - sz FHE A HENRFEMLEYBZ K IERT D
ZBEEKGGZIfi IIE(311.33 Da)s H2 (5 - A8 22 241 55 1 {# Z B fin
B E R ESE20 M0 - RBLL EERER - (EEYBRpH{ES. 0LL FHF
LR PIAG TN 2 £ R E -

[0121]
ghtdle - (b&¥ICZER

plan ek Bt &% C o #R0.25 mmol ZRink Amide PEGHg
A5(0.48 mmol/g) » X FHPurePep Chorusfk [& fH & B i%(Gyros Protein
Technologies/y B #liE) » K BH T E T IRIE/NMP(1 © 4)” BiiFmoc ~ &
FmocfrE R [ /DIC/Oxyma(l mmol/1 mmol/l mmol) » [iEEEANEK
iiiMeDbz 2 f 5% ik f6f B - H {& - £ F§0.03 mmol& - & ¥ ffEFmoc-
AEEA(MEEA LR ELRE LB R EYI R & - ' > Fmoc-MeDbz 2 4§
& {4 #] FFmoc-MeDbz/HCTU/6-C1 HOBt/DIEA(1 mmol/l mmol/l
mmol/2 mmol)E Hi ' Fmoc-AEEAY % & 1% # FFmoc-
AEEA/DIC/Oxyma(l mmol/l mmol/l mmol)E it » &AW E 2 % &% F B
A Y12 /DIC/Oxyma(0.5 mmol/0.5 mmol/0.5 mmol) & Jif -

[0122]

5 & FH B4 -1 AR 7R (0,06 g) By & B b o B P S 15 2 R 78 ik fd s
(0.03 mmol)fZ JET/INEF » (i 1 EPMD(NO2)F A% - i Pt #& 15 2 5t 5 A1
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TFAJE IR ETT R E TR RE S iR Preg » M — SR ETTEME - MER
130 mg ZAHAK(2SHES) - H & » fHIL(Q2SHAR)65 mg/FAEIN JB/7K(1 ¢
D RKEREIT  ERIANMEEE 201 M - HEEZEK - 60F)
% » P DU I BE A0 R (5 S MR - A i AH HPLCAE AL T 4l B e %
MEZKEE 0 FE R0 mg 2 AT fF 2 SSHS K BlIBiotin-AEEA-PMD(NO3)-
aZ34C(F1Gaba » K7R)({L&#IC) -

[0123])
it 7 : {b&YIDZ &H

Pan s a e I EEYID © £0.62 mg 2 {EE&YIBIEMER10 pLz
DMSOH » #0.15 mg 2 2fF 5 HEE 2 FAM-DBCOW ETAF B (4% K IEY)
T ZAEEYIDZIREF10.8 mM) o 1/NEF{E - #85 HS UK & A sl 2
{EEYIBHK » £(EEYID - AT B E R AN B gG 2 IE -

[0124]
HHiBI8  ALEVICH N ANlgG L fE 2 5FE
[FAANIgG 2 R IE]

55 (b & WICHL 1 BB (ST 2k B 170) A AREDHLE (4 T 1T R2JE = B » 1220
mg/ml.2 [gGEE20 nLHAIA0.S M Z B4 48 R (pH{ES.5) ~ 0.5 M Bifs %8
H T (pHIET.0) ~ 0.5 M Hepes%E ER(pH{E8.0)500.5 M 1} &5 48 )ik
(pPH{ES8.9)40 uL » M RINFEMEK138.4 uL - f&f% > FRIDALS56 pL 235
RDMSOF 2 10 mM2 (L& #C » FIEEHE - LR IEF200 pLORLK
R EY) 2 1gGHEREB15.6 uM > (L& YICRSEEEL 78 tM) > F2/8
R (T EURE IR A R 10% HH i i 7 JE 4% 1 1 > LSRR 16 13460
> H I FLC-MS #7517 -
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[0125])
(455H)

KL EYICH NgGr 7 fE2/ N 18 2 7 JE VA TRAYLC-MS 2 &5 LR 1A
B E12 - B11(A) ~ (B) ~ (C) (D)% Bl BpHES.5~ 7.0 ~ 8.0%8.9
2 8 R < 78 T E] (280 nm) © 2.27 97 27U Ry BllgG 2 U5 H #T I 2 Y
g - @& 12(A) ~ (B) ~ (C)R(D) 7y il BfpHES.5 ~ 7.0 ~ 8.0 8.9 [ JiE
AR 2 1gC 2 HIERTEE ST ZER - B12(M)FRZpHES 52
IR 2B E147878 Da ~ 148039 Daf; 148201 Da.x 4> FFE¥E 5 7l B #5
HlgG > M 5 > 25 K% M B AR BN 21 2 N-GOF < 2( 4> F-f&%81) ~ N-GOF <1 + N-
GIFx1(5r F1E4H2) KN-G1F<2(5r T-fEHA3) -

[0126]

WE12(A)FTR - FRpHES SHF - REBZEF KL EYCEH o F1E
Mo B—HE  RE12B)F R ZpHET.OR » o FEEURD - iy
148248 Daz 7y T4 - #%370 DaZ Z(RBEIFEHMELEYICZ RIERT I NZ
Y E-AEEALL TN S “AEYE-PEG” )i i E(372.46 Da)—
B

[0127]

AT > PYE12(C)FT R < pHIES.0 K [& 12(D) AR < pHAES . 9B » 53 ]
BEAN 7148620 Daf 148619 Dax 7y +HdlH - ZFE oy FHEM I EER T T
fE3E1 > > B N742 Daf 743 Da - 2 HFEHE Z R GHENRAEYZE-PEGL
ffif hO & (372.46 Da) 225 » RILEE K2 {E 4 ¥ & -PEGHS hiir1gG » X - B
PRoy FHER2 » BIZEF0 N - PRpHET.OFF - 58 Bk 0 v 1{E AP 2 -
PEG 2148411 Da2 oy FHEFEHIRBE A0 - FRpHAES.0 & 8.90F » 58 iy ho 1

5 48 HEEHIEREIE)
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{HEY)2R-PEG 2148409 DaRal BN 7 2{E A Y& -PEG.2 148782 Daz
T FRESR IR AN - A VA I hne R E 3 4 7 528 20 - AR DA
B LR - EEYCHpHET 0L EEFBL A 1gG38 4 T K JE -

[0128]
Hht9 - {baPDE I NBI(E1gG L K E 2 HE
[BilgG 2 [ JE]

EALEYDEIAE(FIHER2 AL BRI B 8 s =T ~ th 25k E
FORpHAES 0E(8.9 L R N LA T 5 &4 » 7220 mg/ml 2 1gGiER20
RLAARAN0.5 M Hepes4k i (pH{ES.0)2(0.5 M fi% % & B3 4% &1 /R (pH1E
8.9)40 pL > EWIAIIZAEAKI38 pl « 1% » HIORI2 pLZALEYD L
DMSOEK10.8 mM » R HE 1% - (HHIBIEF100 pL(REIEY) T 2
IgGRE K135 pM > (L&YDR8FEEHEE 2108 uM) o JA24/NEF IR LT
R - FIRREOREES % HBE(E S e % 1R 1% » BLE B3 [F Rt FFHLC-MS
T -

[0129]
(455

R E&YDE AN HH(E1gGL L IEE K ZLC-MS 2 &5 5 or 72 8 13 K [H
14 - [E13(A) ~ (B) (O Hl B A IME & YID LR Z PR /B R ~ K24/
1% < pHIE 8.0 2 5 7R K S 24/ NI 1% 2~ pHAES .9 2 /B IR HY /& H & A [
(280 nm) ° 2.23457 2k B EllgG 2 75 HEHIE 2 71 - B 14(A) ~ (B) K (C)
A B ¥R IMEEYID Z R iR A R ~ RKIE24/ N 1% 2 pHIES. 0.2 /AR
K HE24/ N 1% < pHIES 9 /A TR Y 1gG 2K i AT H 8 1 T AT i3 2 45
R HI4A)F R ZRIMEE YD Al 2 pHES.0OZ R EK FHIE &
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148058 Da ~ 148220 Dak: 148381 Da” 4y T-HE4H 5 5l B #E filgG 2 fEige
LAt M 2] Z N-GOF <2 (53 T-f 1) ~ N-GOF <1+ N-G1F < 1(5r T 4
2) KN-GIF<2(57 FH%A3)

[0130]

O 14(B)FT7R > FRpH{ES8.08F » 73 FHEM 1L ~35k /D - S5—T5H >
W HD T £149048 Da ~ 149209 Da -~ 149371 Da ~ 150036 Da ~ 150196
Daf; 150356 Da” 4y T-HE4H - E 8149048 Daifii 4y T-HE4H 1310990 Da » &
149209 Dafii 5y THEEA2 M 1989 Da - E 8149371 Dalii 4y THEEH3 M I
990 Da - E & 150036 Daifiisy THELH1 /11978 Da - E&E150196 Daiii 4y
THEFHA2HE 01976 Da - 'HE 150356 Daffi sy T3 I1975 Da - ZEFEE
B2 EBRMEER#EB(ESYDZ RIEATH 2 FAM-DBCO-N3-KGG Z fiff
INE(988.03 Da)sH 25 » [NILERZEFIFSE LE Z IR & 3¢ 4 T 552 {8
Z B e

[0131]

SC> FRpHAES 9WF > JRoy THEERL ~ 3D > S5—J7E c i T EE
149077 Da ~ 149235 Da ~ 149399 Da ~ 150062 Da ~ 150224 Dak;150386
Da> 4y THE4H - E 8149077 Dafii 4y THEEH1M /01019 Da - 'E£149235
Dai 53 T HEE2HE AN1015 Da © 'E 8149399 Daft 4y T-FE4E31 011018 Da -
B E150062 Dafi 5y T-HELH 112004 Da - B 8150224 Dai sy T-fE4H2 1Y
/12004 Da - B&E150386 Dai sy T-fEAA3IE 12005 Da - ZFHEZE K
HOME E B FE b & D2 K Friff il ZFAM-DBCO-N3-KGG Z ff il &
(988.03 Da)s(H 2% - NILEZREINE WA 2 itk #2534 7 52(H 2 I
fn e ARELL EFIRFRY > {ESPIDFpHES.OLL ERF B ABEE PRI 5
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ETRIE -

[0132])
sk B2 © A IKE KB R E 2 B Ei iy < FFE

i 2 BRI b & YIBE A T B 2 B ZERE (50 pg ~ 25 pl
ZKH)EA25 plL 2 0.2%Rapigest SF(Waters/y B 2BV IILUR S » fIA2.6
L2100 mM A #ffEEE(DTT ~ R &ORES mM)1% - REARIN60C TR
307788 o AIAS.8 pL. 2150 mMuht /B (4R E 1S mM) & - 28RN
=00 - R OROR307 88 o JIA12.5 pL 202 png/uLBREHEG > 1237C T
Prom3.S/NEFTR - TA7.85 pLZS%TFA(FIREED.5%) LAER M 4% 1F - HfELa
TERE o B EIEREAZBACQUITY UPLC H-Class FTN Z 4t (Waters .y
=] %4 #)38 B2 2 ACQUITY UPLC Peptide BEH130 C18% (1.7 um,
2.1x150 mm » Waters/ x5/ 8175) » BTG - AEGUEE0.1%HEE 2
2-90% LB HETT » FIEMER ZRERFF 60T - pEE L2 EE
& FFBLACQUITY UPLC H-Class FTN Z 4t (Waters/\ 5] 843858 7 7

=
oY

Xevo G2-XS QTof'E 3 F(Waters v B BE) (T > ATIER ZEE 27

M MassLynx ver.4. 18 UNIFI 1.9 28R EE 3K #ELT o

AAS

[0133]
(45 H)

KB < & RN E LS - B E S YIBsE £ 7 RIE L HER BT
(tCAPMRIEY)) 2 &SR K i Z PR B 2GR AR R R T B, - B8 %
ZEEETON  SRAAHZREFSERER 244650 FH 2K IE
(T20)RE/R2844.45 DaZ B & > HlJH H i ZEREEHIHHE 2226-2517 A 2

T20k 2 E &(2844.46 Da)—2{ °
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[0134]

[Z=2]
Al &4 e AR A
T20  THTCPPCPAPELLGGPSVFLFPPKPKDTLMISR(FF5455%154)

[0135]

F— i H > IRtCAPEIRY) 2BV - {244,653 7B H L IEIHK » 11
507753 7E M Z K iE(T19-21)BE/R'E E4461.17 Da » sZ R ELA T AL - B
FETR B i 2 PR B T H i 2 FE A 4R 97 222-258(EudR 9t 5219-255) 2 T19-T20-
T210k 2 &8 & E IS I1{EN-2 B ZAzide Lys-Gly-Gly® fi 5 2 E &
4461.20—% -

[0136]

[%=3]

F B e el
T19-21 SCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR(/F5I4R5%155)

[0137]

PLERER IR > N-LEi%E(Azide Lys)-Gly-Gly 5 LE S in2]T19-T20-
T21PRCE AR R © 222-258) F » fERE I E » 7 KLys225 ~ Lys249
B(Lys25 1(Eud 5t RyLys222 ~ Lys2465(Lys248) By{ri i  IERE - HRFtCAPHE
BEVIRSAES0.77 /05 2 1 2 MS/MS 2 45 FROR A B 16 - M A E RS
B .24461.178 - FHIBIIb RV BB E R - Alfg HIFBllys-Thr-His (5 £
OT - 245- 24N HEZ B EIE 2 E(b6HID3 L EE) - NILR > Lys225
RE[EEEH - Z—HHE > HEMyRINZEEER - Alie 2] BLys-
Pro(7B B4R 5T 1 249-248)HIE EHBiIE v ZE(yI1HyIZ £ 8) » HIFE
He - R E 4R 9T Lys249(EudR 5t AyLys246) R 5[ E6H - BRILLASL - 2 i A
FIF A N- 2 E (Azide Lys)-Gly-Gly 2 Lys-Pro(3E E 4R 5% : 251-250)7
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HEE  ZE(yIHyT2%28) - L EFMIAMRIE » tCAPKJE ~ TH(E
Bifi ol iz fy 5 w5t Ly s2 51 (Eu g5t fyLys248) -
[0138]
Bt 7110 : BEAb AlgGHiAs L DL RZ &f K 2 E BIE &fi
[Hf 22 BR B H B e B sl e ) < f |

(L& Y)BELih SR LA e T B A BB B Ll 22 ER L - FE T BhE
[ B i B A b aic B o (L i 22 R BB B B (DM & SE A (IRDye (75
f2)800CW) 2 EEEY) - E ok » Aan F 5 B FH AR Hu e e e i 22 2%
BH 2 o KB DMSOH 2100 mM E & ZE(MedChemExpress/ =]
#13E5)50 pL ~ AFEFDMSOH 2100 mM & £ fi i -dPEG (7 15E) 4 - g e A
DBCO(QUANTA BIODESIGN /)& #43%)50 pL &1 M NaHCO: %% (pH{E
8.9)10 pLAnLUESE » INEJE FE /NS o Kt # Rk 2 DBCO-PEG4-
DMIEELERAFHDMSOMER 1 mM > 1 mM DBCO-PEG4-DMI1 &7
10 pLEI B RE20 pM 2 B F(L i ZERE L 2 PBSAR100 pLin LU
BEELEES © 1) 2 WREIR N E. S/ -

[0139]

PR ZERE T 2 B EIERT T - KB DMSOH 21 mM IRDye(
FZ)800CW DBCO Infrared Dye(LI-COR Biosciences/\ 5 #13#5)10 pLELE]
G20 uM > B E A bl ZERE T 2 PBS/A K100 pLilbUR & (BEHEE &S ¢
1) » WA =R BN o & RERETIE » FIHRERES%HEE
{H S AR 112 - B i (913 (B St A FH LC-MSHE 7T 73 A7 o

[0140]
(45 538)
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B FALHh 2Bk EGL 2 PUR BB e 18 K& e B E i 1d < REE IR 2
LC-MSHy&E & 73 BIoR FR B 17 R [E18 » & 17(A) ~ (B) ~ (C) (D) 73 5l B dh
ZEHRBEHCREMPR) - £{aYBEaf 2 BR bl ZEREH (B F(LKGG
EEfibiag) ~ fiw B BLE S L ih 2 BREH L REY) FoB R bl ZER B Hl
B 2 [ EY) 2 S g AT E (280 nm)

[0141]

& 18(A) ~ (B) ~ (O) (D)7 Bl Fom st R (B bi A - & RILKGGE
BRLAS - HURE A B S L fh SR B [ Y B E (b i 2 Bk B B
Bl RIEY) - AL SNBETEE ST ZER - WEI8(AFR > R
REETPLERE - MR E#E 2 M > BlZ 5148058 Da ~ 148220 Dafk
148381 Dais3{HE & 2 7 FHEM - FIFALEYBETEEN - &R AW H
18(B)FT~ » BEALKGGLA— BB B0 > fER—E » Apk 1148374
Da ~ 148531 Dafz 148682 DavBEw s oy THHE - EB _E £k 7T
148682 Da(Bl—(B ik E) « 148841 Daf; 149003 Da B & 2 Fff
- RIBE18(B)iEL: - BEHOBCRER) : —F @ “HEIKERZE
REEESR - B0 129 1 71 ¢

[0142]

{58 FALKGGEE i A8 P AL H EL &t f 518 & 2 DBCO-PEG4-DM1

TRIE - SERWE8(CO)FTR » Ak 7 U— B E DM 2 573 F
fEYE - B2 5149672 Da ~ 149833 Daf; 149994 Da . & FHEME B— B 2 (&
B B8 5151283 Da ~ 151447 Daf 151609 Da . & FHEME B B 2 &
B -

[0143]
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{58 F(EKGGREHfitif Bl L HEE st /5B E ZIRDye(RH1E)800CW
DBCO Infrared Dye#{TZ i » &R AIE 18(D)FTR - ARk 7 EA—(EE
B ITAIRDye(PHZ)800CW 2 47 TFfldH - B & /149630 Da ~ 149792 Da
149954 Da 77 1 B—E 2 BEY) > B & &5151202 Da ~ 151365 Da
K 151526 DaZ oy THEE R (E 2 E6iY) -

[0144]

W EArEL > EEREESCKCGREE IR - R BL S FE R I i
DBCOAZ DIge MEEC BRI IR Iife » "I ESEiRE IR -

[0145]

s 5B 3+ BE(EKGGEERTTAS BIF o2 38 R AT 157 (H

2 % EKGGE &fi I1 88 H MFeZ f&8(FeyRI ~ FeyRIla ~ FeyRIIb »
FeyRITla jz FeyRITIb) Z FAIME 537 (% (£ FIB1Acore 8K(Cytiva/h & 2LiE) it
25°C TEH o R ITHIsIRE A (Cytivat 5| RS A A R & ABE (L E
CMSECHT 28 & /BB £RUE Y8000 2 & - # (M KK FciZ fe(FegRI-His
FcgRIIal-His ~ FcgRIIbI-His ~ FegRIITal-HisE FcgRIIIbI-His ~ Sino Biological
A FE ) LI0.4 pg/mL 2R E A 2 H 0 5 EE (R EZRUEZ100.2
2 - RO EEY > K L1600 nMZE12.5 nMZJRE(FeyRIZ B »
1600 nMZ£0.05 nM 7 EE)AHZFPBST4E #1/R(PBS ~ 0.005% Tween20)
T 2 &5t 8 E(FeyRLZAF LI Ry 1678 R FE) R & 2 B FAEK GG i H1 /S 24
RIEERPLAS LUMER30 pnL/oriE A - JE 1 RO ES B 38 CR AR 0 15080 - A%
BERT ) C 250FD)(FoyRLZAF I By - BRG] © 12080 ~ AR EERT [ - 480
) o BRI ZBIASFHEEES > #3811 @ G EME MR (K -

[0146]

55 HEWHRE)
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H—HHE » BEEKGGEHTHLAS B N FeRn(fg 5 MEF ez #8) < B 14
AT % EABIAcore 8K(Cytiva/y & 8LE) 225 C N AW T 7 =NE i - AFE
M £ B& sipH{ES.578 W(Cytivay 5] B iE)E! 7 1.0 pg/mLg & 2
FcRn(Sino Biological x & #liE ), ¥ A 2 N HE & K IE 2 {62 CMS EH]
wsin kA BTEIELEZRUEL00 & - BN ERY) - F L1600
nMZ12.5 n M2 RIS A g IS ok L 4% 81 (50 mMBEELEN ~ 150 mM NaCl -
pH{EG6.0)F ~ & &1 8HHRE « B E(LKGGEAfiTLAEEURE TP iE LUR R
nL/op A o S ORI 65 B s (R ARNT R - 12000 ~ RRERNSRE - 15080 - F
4 D 30%) o ERMT R ZBIAREE AR @ #h _EHESENE IR R
(Kd) - BAEBREHEHALI00 mM = FH AN A HGrERLEE ~ 0.2 M NaCl -
pH/{ES.0

[0147]

(%)

e E B B (LKGGEHTHLEE KRB DL 288 2 MMM E 2
GER RN LLUN R H o FRFeyRIIDEASN - BEALKGGEfiTLAB B R EM LA
HINFez g Z MMM R BHRAWARER - ZENEH  EHIEEYBZE
i 26 F A g BB HgGHiiE L SUETIRE R L FeZ BBRV4SE & > 1 Al {E B
— TR BB E R -

[0148])

[4]

e LA R BEDEE > Kd(nM) ¥ B S/ LKGGEHfiD IS 2 Kd(nhM)
FeyRI 5.3 6.6
FcyRIla 100 88
FeyRIIb 270 2000
FcyRlIlla 66 65
FcyRIIIb 4000 3200
FcRn 570 250
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[0149]

A E R T A A LAER A A S A - WERE A3 2 #ilE - Al
A 2 g ENNIEM e T 2R o MM A EMNEE RS - W H > 7
HEE S EE N RBLHE S 2 #H BR BN E . S B8R
ARSI 2 HE A

[0150]

A AEFR2021F9H8 H 12 tH H 35 2 H A H Fl 1 552021-146504
9t o LHAFFIFHEE2021-14650457 Z5HIHE ~ Hap FAlauE - B R
ERSIEMFARGRHEFF -

[7E3E E .2 AT R A ]
[0151])
A R EEifTiE 2 8iE - AehilRlEai Z8is KR

S -

5 57 HEEHIEREIE)
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en"
nonEnglishFreeTextLanguageCode="zh" dtdVersion="VI1_3" fileName="C250055SEQA. XML"
sof twareName="WIPO Sequence" softwareVersion="2.2.0" productionDate="2022-11-
10">
<{Applicationldentification>
<IPOfficeCode>WO</IPOfficeCode>
<ApplicationNumberText></ApplicationNumberText>
<FilingDate></FilingDate>
</Applicationldentification>
<ApplicantFileReference>22F112-PCT</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>JP</IPOfficeCode>
<ApplicationNumberText>2021-146504</ApplicationNumberText>
<FilingDate>2021-09-08</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh">E 3 X%k A& %, & A% (Kagoshima
University)</ApplicantName>
<ApplicantNameLatin>Kagoshima University</ApplicantNameLatin>
<InventionTitle languageCode="zh">4b&47 ~ L&M= B ~ LB EERXE ~ S
3 ok RS </ InventionTitle>
<SequenceTotalQuantity>155</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Fc binding peptide</INSDQualifier_ value>
<{NonEnglishQualifier value>Fc& & Bk</NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q2">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg3">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAYHXGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPDCAYHXGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g8">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q9">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RCAYHXGELVWCS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql0">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPRCAYHXGELVWCSFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql5">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SPDCAYHXGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GDDCAYHXGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q20">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x 4845 # X% K~-C~-D~E~R~V~F-~L~2-Bz & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q21">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPSCAYHXGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q22">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>GPDCAYHXGELVWCSFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q26">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q27">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPDCAYHXGELVWCTHH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q28">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
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Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPDCAYHXGELVWCTFY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg3l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
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<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg32">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K,C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg33">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SPDCAYHXGELVWCTFY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
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<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg34">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg35">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x 4845 # X% K~-C~-D~E~R~V~F-~L~2-Bz & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="qg36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SDDCAYHXGELVWCTFY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg38">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g39">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RGNCAYHXGQLVWCTYH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q40">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is
homocysteine</INSDQualifier value>
<NonEnglishQualifier_ value>k 5% #8452 X144 % ¥ eI %
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q42">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is
homocysteine</INSDQualifier value>
<NonEnglishQualifier_ value>k 5% #8452 X144 % ¥ eI %
</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GXDCAYHXGELVWCTXH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q46">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q47">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRGPDCAYHXGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q48">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYHXGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gbl">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb2">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb3">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAYHXGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="gbb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYHXGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="gb7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb8">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb9">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DCAWHXGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg60">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g61">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTXGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg64">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or

111134182 FEH5E A0202 #2858 - £1598(FIIE) 1123005140-0



202328163

Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g65">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAYTXGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg66">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
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<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCSYTXGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
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<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q70">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q71">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTWTXGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q72">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYHXGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q76">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q77">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYRXGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q78">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYSXGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q82">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g83">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTXGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q84">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="g85">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTXGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g88">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="g89">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTXGRLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q90">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>
<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTXGDLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9%4">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>MISC_FEATURE - X is K, C, D, E, R, V, F, L, 2-
Aminooctanedioic acid, Dpr, Orn, AcOrn, AcDab, Dab, Nle, Nva, Tle, Ala(t-Bu), or
Cha</INSDQualifier value>

<NonEnglishQualifier_value>x #8453 X4K~C~-D~E~R~V~F L~ 2-me & ¥
=& ~ Dpr ~ Orn ~ AcOrn ~ AcDab ~ Dab ~ Nle ~ Nva ~ Tle ~ Ala(t-Bu) ~ &
Cha</NonEnglishQualifier_ value>

</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>

<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="qg95">

<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTXGNLIWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q96">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q97">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAYHRGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q98">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q99">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPDCAYHRGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql00">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql01">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RCAYHRGELVWCS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql02">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql03">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPRCAYHRGELVWCSFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql04">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="ql0b">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SPDCAYHRGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql06">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql07">

111134182 FEHESE A0202 FBATE - H159E(FIIE)

1123005140-0



202328163

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GDDCAYHRGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql08">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql09">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

111134182 FEH5E A0202 $#488 - £1598(FIIE) 1123005140-0



202328163

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPSCAYHRGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll0">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qlll1">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>GPDCAYHRGELVWCSFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll2">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll13">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPDCAYHRGELVWCTHH</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll5">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPDCAYHRGELVWCTFY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
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<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll7">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SPDCAYHRGELVWCTFY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll18">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll19">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SDDCAYHRGELVWCTFY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql20">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql21">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYHRGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql22">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql23">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAYHRGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql24">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql25">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYHRGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql26">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql27">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAWHRGELVWCT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql28">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql29">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTNGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql30">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="ql31">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAYTNGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql32">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql33">

111134182 FEHESE A0202 $BE9E - HI59E(FIIE)

1123005140-0



202328163

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCSYTNGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql34">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql35">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTWTNGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql36">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql37">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYHNGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql38">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql39">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYRNGNLVWCT</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql40">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql41">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYSNGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
<INSDSeq>
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<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql42">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql43">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTRGNLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql44">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql45">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTNGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql46">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql47T">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTNGRLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql48">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql49">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTNGDLVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql50">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql51">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTYTNGNLIWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql52">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql53">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSGGSGPDCAYHRGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql54">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql5h">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSGGSDCAYHRGELVWCT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql56">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="ql57">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KRRRGSGPDCAYHKGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql58">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql59">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KEEGGSGPDCAYHKGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql60">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql61">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPDCAYHKGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql62">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql63">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>RRRGSGPDCAYHKGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql64">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql65">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EEGGSGPDCAYHKGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql66">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql67">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KRRRGSDCAYHKGELVWCT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
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<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql68">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql69">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KEEGGSDCAYHKGELVWCT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql70">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql71">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAYHKGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql72">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql73">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRRGSDCAYHKGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql74">

111134182 FEH5E A0202 #7888 - £1598(FIIE) 1123005140-0



202328163

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql75">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EEGGSDCAYHKGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql76">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql77">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQCQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length>35</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql78">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql79">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFNMQCQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql80">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>

111134182 FEH5E A0202 #81H - £1598(FIIE) 1123005140-0



202328163

<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql81">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KNMQCQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="75">
<INSDSeq>
<INSDSeq_length>35</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql82">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="ql83">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GFNMQCQKRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="76">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql84">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8h">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KNMQCQKRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="77">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql86">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql87">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQRRFYEALHDPNLNEEQRNARIRSIRDD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="78">
<INSDSeq>
<INSDSeq_length>35</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql88">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql89">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>GKNMQCQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="79">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql90">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql91">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQRRFYEALHDPNLNEEQRNAR IRSIRDDPSGSGSK</ INSDSeq_sequence>
</INSDSeq>

111134182 FEH5E A0202 #86H - H1598(FIIE) 1123005140-0



202328163

</SequenceData>
<{SequenceData sequencelDNumber="80">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql92">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql93">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQCQRRFYEALHDPNLNEEQRNAR IRSIRDDCSGSGSK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="81">
<INSDSeq>
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<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql94">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql95">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQRRFYEALHDPNLNEEQRNAR IRSIRDDP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="82">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql96">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql97">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQCRFYEALHDPNLNEEQRNARIRSIRDD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="83">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

111134182 FEH5E A0202 #8958 - H1598(FIIE) 1123005140-0



202328163

<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql98">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql99">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="84">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q200">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q201">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>FNMQQQRRFYEALHDPNLNEEQRNAR IRSIRDDPSRRKR</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="85">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q202">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q203">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQRRFYEALHDPNLNEEQRNAR IRSIRDDPSRRCR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="86">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q204">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q205">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQCRFYEALHDPNLNEEQRNAR ICSIRDDPSRRCRRCRRC</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="87">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q206">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q207">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQKRFYEALHDPNLNEEQRNAR IKSTRDDPSRRKRRKRRK</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="88">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q208">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q209">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KNMQQQCRFYEALHDPNLNEEQRNARIRSIRDD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="89">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q210">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q211">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>KNMQQQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="90">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q212">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q213">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KNMQQQRRFYEALHDPNLNEEQRNAR IRSIRDDPSRRKR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="91">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q214">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q215">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KNMQQQRRFYEALHDPNLNEEQRNAR IRSIRDDPSRRCR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="92">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q216">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q217">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>KNMQQQCRFYEALHDPNLNEEQRNAR ICSIRDDPSRRCRRCRRC</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="93">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q218">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q219">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KNMQQQKRFYEALHDPNLNEEQRNAR IKSTRDDPSRRKRRKRRK</ INSDSeq_sequence
>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="94">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q220">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q221">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFNMQQQCRFYEALHDPNLNEEQRNARIRSIRDD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="95">
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<INSDSeq>
<INSDSeq_length>35</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q222">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 35</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q223">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFNMQQQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="96">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q224">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q225">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GFNMQQQRRFYEALHDPNLNEEQRNAR IRSIRDDPSRRKR</ INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<{SequenceData sequencelDNumber="97">

<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q226">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q227">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFNMQQQRRFYEALHDPNLNEEQRNARIRSIRDDPSRRCR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="98">
<INSDSeq>
<INSDSeq_length>45</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q228">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q229">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GFNMQQQCRFYEALHDPNLNEEQRNAR ICSIRDDPSRRCRRCRRC</ INSDSeq_sequenc

e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="99">
<INSDSeq>
<INSDSeq_length>45</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q230">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q231">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>GFNMQQQKRFYEALHDPNLNEEQRNAR IKSTRDDPSRRKRRKRRK</ INSDSeq_sequenc

e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="100">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q232">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q233">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQCQZRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="101">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q234">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

111134182 FESHRIE A0202 F106H - #1598 (FIK) 1123005140-0



202328163

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q235">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KNMQCQZRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="102">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q236">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q237">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFNMQCQKRFYEALHDPNLNEEQRNARIRSIRDDCSRRKR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="103">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q238">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>

111134182 FESHRIE A0202 #108H - #159B(FIIK) 1123005140-0



202328163

<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>

<INSDQualifier i1d="q239">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>FNMQCQKRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="104">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q240">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q241">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KNMQCQKRFYEALHDPNLNEEQRNARIRSIRDDCSRRKR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="105">
<INSDSeq>
<INSDSeq_length>45</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q242">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q243">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFNMQCQKRFYEALHDPNLNEEQRNARIRSTRDDCSRRKRRKRRK</ INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="106">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q244">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q245">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KNMQCQKRFYEALHDPNLNEEQRNAR IRSTRDDCSRRKRRKRRK</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="107">
<INSDSeq>
<INSDSeq_length>45</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q246">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q247">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>GFNMQCQKRFYEALHDPNLNEEQRNARIRSTRDDCSRRKRRKRRK</ INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="108">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q248">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q249">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAWHLGELVWC</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="109">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg250">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg251">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAWHLGELVWCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="110">
<INSDSeq>
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<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg252">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg253">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAWHLGELVFCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="111">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q254">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg255">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - X is l-naphtoyl, 2-naphtoyl, benzyl,
or benzothiophene</INSDQualifier value>
<NonEnglishQualifier value>k §F#a45 #0141 - R4 ~ 2-
=%w»</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg256">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAWHLGELVXCT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="112">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q257">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg258">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CDCAWHLGELVWCTC</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="113">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg259">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q260">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CAYHLGELVWC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="114">
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<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q261">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q262">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCAYHLGELVWCTF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="115">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q263">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q264">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KRRRGSGPDCAYHKGELVWCTFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="116">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q265">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q266">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQCQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="117">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q267">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q268">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQCQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="118">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q269">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
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<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q270">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>NMQCQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="119">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q271">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q272">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQCQKRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="120">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q273">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q274">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQCQKRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="121">
<INSDSeq>
<INSDSeq_length>32</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q275">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q276">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMOQQRRFYEALHDPNLNEEQRNARIRSIRDD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="122">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q277">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q278">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KNMQCQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="123">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q279">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q280">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

111134182 FESHRIE A0202 F1278 - #1598 (FIKR) 1123005140-0



202328163

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQRRFYEALHDPNLNEEQRNARIRSIRDDPSGSGSK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="124">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q281">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q282">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQCQRRFYEALHDPNLNEEQRNARIRSIRDDCSGSGSK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="125">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q283">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q284">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQORRFYEALHDPNLNEEQRNARIRSIRDDP</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="126">
<INSDSeq>
<INSDSeq_length>32</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q285">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q286">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQCRFYEALHDPNLNEEQRNARIRSIRDD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="127">
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<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q287">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q288">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="128">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q289">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q290">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>NMQQQRRFYEALHDPNLNEEQRNARIRSIRDDPSRRKR</ INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<{SequenceData sequencelDNumber="129">

<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q291">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q292">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQRRFYEALHDPNLNEEQRNARIRSIRDDPSRRCR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="130">
<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q293">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q294">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQCRFYEALHDPNLNEEQRNAR ICSIRDDPSRRCRRCRRC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="131">
<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q295">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
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<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q296">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>NMQQQKRFYEALHDPNLNEEQRNARIKSIRDDPSRRKRRKRRK</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="132">
<INSDSeq>
<INSDSeq_length>32</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q297">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q298">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQCRFYEALHDPNLNEEQRNARIRSIRDD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="133">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q299">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q300">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="134">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q301">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q302">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQRRFYEALHDPNLNEEQRNARIRSIRDDPSRRKR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="135">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q303">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q304">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQRRFYEALHDPNLNEEQRNARIRSIRDDPSRRCR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="136">
<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q305">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q306">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQCRFYEALHDPNLNEEQRNAR ICSIRDDPSRRCRRCRRC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="137">
<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q307">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q308">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQQQKRFYEALHDPNLNEEQRNAR IKSIRDDPSRRKRRKRRK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="138">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q309">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q310">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQCRFYEALHDPNLNEEQRNARIRSIRDD</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="139">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l11">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q312">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="140">
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<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q313">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q3l14">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQQQRRFYEALHDPNLNEEQRNAR IRSIRDDPSRRKR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="141">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg315">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q316">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>FNMQQQRRFYEALHDPNLNEEQRNAR IRSIRDDPSRRCR</ INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<{SequenceData sequencelDNumber="142">

<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q317">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q318">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>FNMQQQCRFYEALHDPNLNEEQRNAR ICSIRDDPSRRCRRCRRC</ INSDSeq_sequence

>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="143">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q319">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q320">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>FNMQQQKRFYEALHDPNLNEEQRNAR IKSIRDDPSRRKRRKRRK</ INSDSeq_sequence

>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="144">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q321">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q322">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>NMQCQZRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="145">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q323">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q324">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQCQZRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="146">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q325">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q326">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQCQKRFYEALHDPNLNEEQRNARIRSIRDDCSRRKR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="147">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q327">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q328">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQCQKRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="148">
<INSDSeq>
<INSDSeq_length>38</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q329">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 38</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg330">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQCQKRFYEALHDPNLNEEQRNAR IRSIRDDCSRRKR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="149">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg331">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q332">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQCQKRFYEALHDPNLNEEQRNAR IRSTRDDCSRRKRRKRRK</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="150">
<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q333">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q334">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQCQKRFYEALHDPNLNEEQRNAR IRSIRDDCSRRKRRKRRK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="151">
<INSDSeq>
<INSDSeq_length>44</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg335">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 44</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg336">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>FNMQCQKRFYEALHDPNLNEEQRNAR IRSIRDDCSRRKRRKRRK</ INSDSeq_sequence

>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="152">
<INSDSeq>
<INSDSeq_length>34</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q337">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q338">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>DISULFID</INSDFeature_key>
<INSDFeature_location>b. . 34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q339">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>intrachain disulfide bond</INSDQualifier_value>
<{NonEnglishQualifier value>4# /g 4 55 42</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>MOD_RES</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q340">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hydrogen atom of amino group is
replaced</INSDQualifier_value>
<NonEnglishQualifier_value>f ¥ % & & F# B X </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>MOD_RES</INSDFeature_key>
<INSDFeature_location>34</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg341">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>carboxyl group is amidated</INSDQualifier value>
<NonEnglishQualifier value># ¥ # 88 B/t </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FNMQCQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="153">
<INSDSeq>
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<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q342">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q343">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>IgG binding peptide</INSDQualifier_ value>
<NonEnglishQualifier_value>IgG#:&-Bk</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>DISULFID</INSDFeature_key>
<INSDFeature_location>4. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q344">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>intrachain disulfide bond</INSDQualifier_value>
<{NonEnglishQualifier value>4# /g 4 55 42</NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>MOD_RES</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg345">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>hydrogen atom of amino group is
replaced</INSDQualifier_value>
<NonEnglishQualifier_value>f ¥ % & & F# B X </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>MOD_RES</INSDFeature_key>
<INSDFeature_location>33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q346">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>carboxyl group is amidated</INSDQualifier value>
<NonEnglishQualifier value># ¥ # 88 B/t </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NMQCQRRFYEALHDPNLNEEQRNARIRSIRDDC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="154">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd347">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qd348">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>a part of Trastuzumab</INSDQualifier_value>
<NonEnglishQualifier value>d#h %2k B itz —2f4</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>THTCPPCPAPELLGGPSVFLFPPKPKDTLMISR</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="155">
<INSDSeq>
<INSDSeq_length>37</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q349">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 37</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg350">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>a part of Trastuzumab</INSDQualifier_value>
<NonEnglishQualifier value>d#h %2k B itz —2f4</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequenceListing>
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