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Description

FIELD OF THE INVENTION

[0001] The present invention relates to a novel toxin. The invention further relates to immunogenic compositions
comprising the toxin and methods of vaccinating animals, for example chickens, such that they are less susceptible to
clostridial diseases.

BACKGROUND OF THE INVENTION

[0002] The genus Clostridium consists of gram-positive, anaerobic, spore-forming bacilli. The natural habitat of these
organisms is the environment and the intestinal tracts of humans and other animals. Despite the identification of ap-
proximately 100 species of Clostridium, only a small number have been recognized as etiologic agents of medical and
veterinary importance. Nonetheless, these species are associated with serious diseases, including botulism, tetanus,
anaerobic cellulitis, gas gangrene, bacteremia, pseudomembranous colitis, and clostridial gastroenteritis.

[0003] Clostridium perfringens is the etiological agent for numerous clostridial diseases found in economically valuable
domestic animals. Necrotic enteritis (NE) is one example of a clostridial enteric disease caused by C. perfringens.
Necrotic enteritis leads to the development of necrotic lesions in the gut wall resulting in morbidity and mortality of poultry.
It is also a multifactorial disease with complex and partly unknown epidemiology and pathogenesis (Kaldhusdal, 1999).
The bacterium, C. perfringens is commonly found in the gastrointestinal tract of poultry (Tschirdewahn et al., 1991), the
occurrence of necrotic enteritis, however, is sporadic (Cowen et al., 1987). Nevertheless, feed contaminated with C.
perfringens has been implicated in outbreaks of necrotic enteritis in chickens (Kaldhusdal, 1999). Studies have also
shown that healthy chickens have a relatively low number of C. perfringens in their gastrointestinal tracts, while an
increase in the concentration of the bacteria can result in a necrotic enteritis condition (Craven et al., 1999).

[0004] Clinical necrotic enteritis is thought to occur when C. perfringens proliferates to high numbers in the small
intestine and produces extracellular toxins that damage the intestine. The major toxin believed to be involved is the
alpha-toxin, but its precise role in the disease process is not completely understood. Keybburn et al., Infection and
Immunity, 2006, p6496-6500 reports that alpha-toxin is not an essential virulence factor in the pathogenesis of necrotic
enteritis in chickens. The alpha-toxin is a secreted zinc-metalloenzyme which has both phospholipase C and sphingo-
myelinase activity and is the major toxin involved in the pathogenesis of human gas gangrene (Awad, et al., 1995;
Songer, 1997). All five toxin types of C. perfringens (A to E) carry and express the alpha-toxin structural gene, plc. To
date, no other toxin had been identified as an essential virulence factor in necrotic enteritis.

SUMMARY OF THE INVENTION

[0005] The presentinventors have identified a novel clostridial toxin. The inventors have named this polypeptide NetB.
[0006] Accordingly, the present invention provides a substantially purified or recombinant polypeptide, wherein the
polypeptide comprises:

i) an amino acid sequence as provided in SEQ ID NO:2,

ii) an amino acid sequence which is at least 80% identical to SEQ ID NO:2 and/or

iiiy an antigenic fragment of i) or ii); wherein i), ii) and iii) are capable of raising an immune response against the
amino acid sequence as provided in SEQ ID NO: 2.

[0007] In one embodiment, the polypeptide has toxin activity.

[0008] In another embodiment, the polypeptide has reduced toxin activity compared to a polypeptide encoded by SEQ
ID NO:2.

[0009] In a preferred embodiment, the polypeptide comprises an amino acid sequence which is at least 90% identical
to SEQ ID NO:2.

[0010] In one embodiment, the polypeptide can be purified from a bacterium of the genus Clostridium. Preferably, the
polypeptide can be purified from Clostridium perfringens.

[0011] In another embodiment of the present invention, the polypeptide is a toxoid.

[0012] In yet another embodiment, the polypeptide is a fusion protein comprising at least one other polypeptide se-
quence.

[0013] The atleast oneother polypeptide may be, for example, a polypeptide that enhances the stability of a polypeptide
of the present invention, or a polypeptide that assists in the purification of the fusion protein, or a polypeptide that
enhances the immunological properties of the polypeptide of the present invention.

[0014] In yet another embodiment, the polypeptide of the invention is a synthetic polypeptide.
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[0015] The present invention further provides an isolated and/or recombinant polynucleotide comprising:

i) a sequence of nucleotides as provided in SEQ ID NO: 1,

ii) a sequence of nuclecotides encoding a polypeptide of the invention,

and/or

iii) a sequence of nucleotides which is at least 80% identical to SEQ ID NO: 1, wherein the polynucleotide encodes
a polypeptide which is capable of raising an immune response against the amino acid sequence as provided in SEQ
ID NO: 2.

[0016] The present invention further provides a vector comprising the polynucleotide of the invention.

[0017] Preferably, the polynucleotide in the vector is operably linked to a promoter.

[0018] In one embodiment, the vector is a viral vector or a plasmid vector.

[0019] The present invention further provides a host cell comprising the recombinant polypeptide of the invention, the
recombinant polynucleotide of the invention and/or the vector of the invention.

[0020] Host cells of the present invention can be any cell capable of producing at least one polypeptide of the present
invention, and include animal, plant, bacterial, fungal (including yeast), parasite, and arthropod cells.

[0021] Preferably, the host cell is a bacterium.

[0022] In one embodiment, the bacterium is E. cofi. In a more preferred embodiment, the bacterium is E. coli selected
from CCEC22, CCEC31 and CCEC59.

[0023] The present invention further provides a method for producing a polypeptide according to the invention, the
method comprising cultivating a host cell according to the invention, or a vector of the invention encoding said polypeptide,
under conditions which allow expression of the polynucleotide encoding the polypeptide and isolating said polypeptide.
[0024] The present invention further provides a substantially purified antibody, or fragment thereof, that binds specif-
ically to a polypeptide of the invention.

[0025] The present invention further provides a composition comprising the polypeptide of the invention, the polynu-
cleotide of the invention, the vector of the invention, the host cell of the invention, and/or the antibody of the invention.
[0026] In one embodiment, the composition is an immunogenic composition.

[0027] In one embodiment, the immunogenic composition further comprises an adjuvant and/or pharmaceutically
acceptable carrier.

[0028] The present invention further provides a vaccine comprising an antigen, wherein the antigen comprises a
polypeptide according to the invention.

[0029] In an embodiment, the vaccine comprises an adjuvant and/or pharmaceutically acceptable carrier. In one
embodiment, the vaccine further comprises one or more additional antigens.

[0030] The present invention further provides a DNA vaccine comprising a polynucleotide encoding a polypeptide
according to the invention, wherein upon administration to a subject the polypeptide is expressed and an immune
response to the polypeptide is produced.

[0031] Disclosed hereinis an attenuated bacterium which produces a polypeptide comprising an amino acid sequence
which is at least 40% identical to SEQ ID NO:2 and/or SEQ ID NO:3, wherein the bacterium produces a reduced amount
of the polypeptide compared to a wild-type bacterium and/or has reduced toxin activity compared to the polypeptide in
a wild-type bacterium.

[0032] Disclosed herein, in some situations the attenuated bacterium does not express the polypeptide.

[0033] Disclosed herein, in some situations the attenuated bacterium has been further modified to express a heterol-
ogous polypeptide. The heterologous polypeptide may be, for example, a biologically active polypeptide or an antigen.
Examples of biologically active polypeptides include cytokines, growth factors and enzymes. The antigen may be from,
for example, a bacterial, fungal, parasitic or viral disease agent.

[0034] Disclosed herein, in some situations the attenuated bacterium belongs to the genus Clostridium. Disclosed
herein, in some situations the bacterium is Clostridium perfringens.

[0035] The present invention further provides a method of attenuating the virulence of a bacterium which expresses
a polypeptide comprising an amino acid sequence atleast 80% identical to SEQ ID NO:2, the method comprising mutating
a polynucleotide sequence encoding the polypeptide to reduce the expression and/or toxin activity of the polypeptide,
whereby the attenuated bacterium has reduced toxin activity compared to the unattenuated bacterium.

[0036] Disclosed herein is a method of raising an immune response in a subject, the method comprising administering
to the subject the polypeptide of the invention, the polynucleotide of the invention, the vector of the invention, the
composition of the invention, the vaccine of the invention, the host cell of the invention, and/or the bacterium of the
invention.

[0037] Disclosed herein, in some situations the host cell or bacterium is live.

[0038] Disclosed herein, in some situations the polypeptide, polynucleotide, composition, vector, host cell or bacterium
is delivered in ovo.
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[0039] The present invention further provides a method of determining whether a subject has been exposed to a
pathogen which expresses a polypeptide comprising an amino acid sequence which is at least 80% identical to SEQ ID
NO:2, wherein the method comprises determining the presence or absence of the polypeptide in a sample obtained
from the subject, wherein the presence of the polypeptide is indicative of exposure to the pathogen.

[0040] The present invention further provides a method of determining whether a subject has been exposed to a
pathogen which expresses a polypeptide comprising an amino acid sequence which is at least 80% identical to SEQ ID
NO:2, wherein the method comprises determining the presence or absence of antibodies in the sample which bind
specifically to a polypeptide according to the invention, wherein the presence of the antibodies is indicative of exposure
to the pathogen.

[0041] The present invention further provides a method of determining whether a subject has been exposed to a
pathogen which expresses a polynucleotide comprising a sequence of nucleotides which is at least 80% identical to
SEQ ID NO:1, wherein the method comprises determining the presence or absence of the polynucleotide in a sample
obtained from the subject, wherein the presence of the polynucleotide is indicative of exposure to the pathogen.
[0042] Any suitable technique for determining the presence or absence of the polynucleotide may be used. Forexample,
the presence or absence of the polynucleotide may be detected by hybridisation, for example by Southern blot, or by
amplification of the polynucleotide, for example by PCR.

[0043] In one embodiment the pathogen is from the genus Clostridium. In a preferred embodiment, the pathogen is
Clostridium perfringens.

[0044] In one embodiment of the methods of the invention, the subject is avian.

[0045] Preferably, the subject is poultry. For example the subject may be a chicken, turkey, pheasant, quail, duck,
ostrich or other poultry commonly bred in commercial quantities.

[0046] In a most preferred embodiment, the subject is a chicken.

[0047] Disclosed herein is a method of screening for an agonist or antagonist which modulates the activity of a polypep-
tide of the invention, the method comprising contacting the polypeptide of the invention with a candidate compound, and
determining whether said compound increases or decreases the toxin activity of the polypeptide of the invention. In one
embodiment, the compound is an antagonist. Preferably, the compound is an antibody.

[0048] Disclosed herein is a method of testing a sample for toxin activity, the method comprising:

(a) dividing a sample suspected of containing a polypeptide according to any one of claims 1 to 8 into at least first
and second subsamples,

(b) contacting the first subsample with an antagonist of a polypeptide according to the invention, and

(c) determining whether the first and second subsamples have toxin activity,

wherein the absence of toxin activity in the first subsample and presence of toxin activity in the second sample is indicative
of the presence of a polypeptide which is at least 40% identical to SEQ ID NO:2 and/or SEQ ID NO:3.

[0049] Disclosed herein, in some situations step (c) comprises independently incubating the first and second subsam-
ples with animal cells under conditions, and for a period, sufficient for the polypeptide to exert a cytopathic effect and
determining the presence or absence of a cytopathic effect on the cells.

[0050] The present invention further provides feed and/or drink comprising an antibody according to the invention.
[0051] Disclosed herein is the use of the feed and/or drink of the invention to reduce infection and/or colonization of
an animal by a bacteria which expresses a polypeptide comprising an amino acid sequence which is at least 40%
identical to SEQ ID NO:2 and/or SEQ ID NO:3.

[0052] The present invention further provides a non-human transgenic organism comprising an exogenous polynu-
cleotide encoding the polypeptide according to the invention. Preferably, the non-human transgenic organism is a plant.
[0053] The present invention further provides a feed and/or drink comprising the polypeptide of the invention.

[0054] Preferably, the polypeptide raises an immune response against a bacterial pathogen when the non-human
transgenic organism and/or the feed and/or drink is administered orally to a subject. The bacterial pathogen may be of
the genus Clostridium, for example, Clostridium perfringens. Preferably, the subject is avian, for example, a chicken,
turkey or duck.

[0055] Aswould be understood by the skilled person, the non-human transgenic organism and/or the feed and/or drink
of the invention could be used to administer the polypeptide of the invention to a subject, such that an immune response
against the polypeptide is raised in the subject.

[0056] Disclosed herein is a method of raising an immune response against the polypeptide of the invention, the
method comprising orally administering to the subject the non-human transgenic organism of the invention and/or the
feed and/or drink of the invention.

Disclosed herein is a method of providing passive immunity to the progeny of a female avian, the method comprising
administering the polypeptide of the invention, the polynucleotide of the invention, the vector of the invention, the host
cell of the invention, the composition of the invention, the vaccine of the invention, the attenuated bacterium of the
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invention, the non-human transgenic organism of the invention, and/or the feed and/or drink of the invention to the female
avian prior to the female avian laying eggs comprising the progeny, whereby the progeny are provided passive immunity
to a bacteria that expresses a polypeptide comprising an amino acid sequence which is at least 40% identical to SEQ
ID NO:2 and/or SEQ ID NO:3.

[0057] The presentinvention further provides use of the polypeptide of the invention, the polynucleotide of the invention,
the vector of the invention, the composition of any the invention, the vaccine of the invention, the host cell of the invention,
the bacterium of the invention, and/or the feed and/or drink of the invention in the manufacture of a medicament for
raising an immune response in a subject.

[0058] Disclosed herein is the use of the polypeptide of the invention, the polynucleotide of the invention, the vector
of the invention, the composition of the invention, the vaccine of the invention, the host cell of the invention, the bacterium
ofthe invention, the non-human transgenic animal of the invention and/or the feed or drink of the invention as a medicament
for raising an immune response in a subject.

[0059] Aswill be apparent, preferred features and characteristics of one aspect of the invention are applicable to many
other aspects of the invention.

[0060] Throughout this specification the word "comprise", or variations such as "comprises" or "comprising", will be
understood to imply the inclusion of a stated element, integer or step, or group of elements, integers or steps, but not
the exclusion of any other element, integer or step, or group of elements, integers or steps.

[0061] The invention is hereinafter described by way of the following non-limiting Examples and with reference to the
accompanying figures.

BRIEF DESCRIPTION OF THE ACCOMPANYING DRAWINGS

[0062]

Figure 1. ClustalW alignment of NetB and beta-toxin from C. perfringens; "*" means that the residues or nucleotides
in that column are identical in all sequences in the alignment; ":" means that conserved substitutions have been
observed; "." means that semi-conserved substitutions are observed.

Figure 2. Schematic diagram of NE18-AnefB chromosome region. The netB mutants were constructed by allelic
exchange using a suicide plasmid containing an insertionally inactivated netB gene with approximately 2 kb of
homologous DNA on either side of the gene and introduced into EHE-NE18.

Figure 3. Cytotoxicity assay of C. perfringens EHE-NE18 culture supernatant on LMH cells. a. TPG culture media
(neat); b. C. perfringens EHE-NE18 culture supernatant (1:16 dilution); c. C. perfringens JIR325 (Strain 13 - non
necrotic enteritis strain) culture supernatant (1:2 dilution); C. perfringens NE18-M1 (plc mutant) culture supernatant
(1:16 dilution).

Figure 4. Cytotoxicity assay of netB negative derivatives of EHE-NE 18 culture supernatant on LMH cells. a. EHE-
NE18 culture supernatant (1:16 dilution); b. NE18-Deleted netB1 culture supernatant (1:2 dilution); c. NE18-Deleted
netB1 + pJIR1457 (shuttle plasmid) culture superntant (1:2 dilution); d. NE18-Deleted netB1 + pALK20 (netB com-
plementation plasmid) culture supernatant (1:16 dilution); e. TPG culture media (neat); f. Column purified recombinant
NetB (1:8 dilution).

Figure 5. Lactate dehydrogenase cytotoxicity assay of LMH cells treated with NetB. LDH released in the supernatant
was measured as an indicator of cytolysis with a Cyto-Tox (Promega) kit and given as a percentage cytotoxicity.
Each dilution was done in triplicate and SEM calculated for each dilution.

Figure 6. PCR screening of NE and non-NE C. perfringens strains for the presence of netB. a. NE strains; b. Non-
NE strains.

Figure 7. Western blot survey for presence of protein in a variety of C. perfringens strains (NE and non-NE). Western
blot analysis of NE strains and non-NE strains of C. perfringens screening for NetB expression. C. perfringens strains
were grown in TPG media until they reached an OD600nm of 0.6 and culture supernatants separated by SDS-
PAGE. The separated proteins were transferred to PDVF membrane and probed with rNetB antiserum from rabbits.
Brackets indicate NE and non-NE C. perfringens strains.

Figure 8. Western blot analysis of sera from chickens vaccinated with NetB. Lane 1: Molecular weight marker
(Invitrogen SeeBlue® Plus2 pre-stained standard); Lanes 2-14: serum from vaccinated birds # 1-#13.
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KEY TO THE SEQUENCE LISTING

[0063]

SEQ ID NO:1 - Nucleotide sequence encoding Clostridium perfringens NetB toxin.

SEQ ID NO:2 - Mature amino acid sequence of Clostridium perfringens NetB toxin.

SEQ ID NO:3 - Amino acid sequence of Clostridium perfringens NetB toxin including signal peptide sequence.
SEQ ID NO:4 - Amino acid sequence of Clostridium perfringens beta-toxin.

SEQ ID Nos:5 to 10 - Oligonucleotide primers.

DETAILED DESCRIPTION OF THE INVENTION

General Techniques and Definitions

[0064] Unless specifically defined otherwise, all technical and scientific terms used herein shall be taken to have the
same meaning as commonly understood by one of ordinary skill in the art (e.g., in microbiology, cell culture, molecular
genetics, immunology, immunohistochemistry, protein chemistry, and biochemistry).

[0065] Unless otherwise indicated, the recombinant protein, cell culture, microbiological and immunological techniques
utilized in the present invention are standard procedures, well known to those skilled in the art. Such techniques are
described and explained throughout the literature in sources such as, J. Perbal, A Practical Guide to Molecular Cloning,
JohnWiley and Sons (1984), J. Sambrook etal., Molecular Cloning: A Laboratory Manual, Cold Spring Harbour Laboratory
Press (1989), T.A. Brown (editor), Essential Molecular Biology: A Practical Approach, Volumes 1 and 2, IRL Press
(1991), D.M. Glover and B.D. Hames (editors), DNA. Cloning: A Practical Approach, Volumes 1-4, IRL Press (1995 and
1996), and F.M. Ausubel et al., (editors), Current Protocols in Molecular Biology, Greene Pub. Associates and Wiley-
Interscience (1988, including all updates until present), Ed Harlow and David Lane (editors) Antibodies: A Laboratory
Manual, Cold Spring Harbour Laboratory, (1988), and J.E. Coligan et al., (editors) Current Protocols in Immunology,
John Wiley & Sons (including all updates until present), and are incorporated herein by reference.

[0066] As used herein, the term "subject" refers to an animal, e.g., a bird or mammal. In a preferred embodiment, the
subject is avian, for example a chicken. In another embodiment, the subject is a human. Other preferred embodiments
include companion animals such as cats and dogs, as well as livestock animals such as horses, cattle, sheep and goats.
[0067] The term "avian" as used herein refers to any species, subspecies or race of organism of the taxonomic class
Aves, such as, but not limited to, such organisms as chicken, turkey, duck, goose, quail, pheasants, parrots, finches,
hawks, crows and ratites including ostrich, emu and cassowary. The term includes the various known strains of Gallus
gallus, or chickens, (for example, White Leghorn, Brown Leghorn, Barred-Rock, Sussex, New Hampshire, Rhode Island,
Australorp, Cornish, Minorca, Amrox, California Gray, Italian Partidge-colored), as well as strains of turkeys, pheasants,
quails, duck, ostriches and other poultry commonly bred in commercial quantities.

[0068] As used herein "toxin activity" refers to the ability of a polypeptide or peptide (e.g. NetB toxin) to kill, or cause
a cytopathic effect in, animal cells. In some instances it may be desirable for a polypeptide to have reduced toxin activity
compared to NetB toxin. Reduction of toxin activity is preferably at least 50, 60, 70, 80, 90, 95 or 99%. Reduction in
toxin activity may be measured, for example, as a decrease in cytopathic effect.

[0069] The terms "cytopathic effect" or "CPE" as used herein describe changes in cellular structure as a result of the
activity of a cellular toxin (i.e., a pathologic effect). Common cytopathic effects include cell destruction, cell rounding,
syncytia (i.e., fused giant cells) formation, vacuole formation, and formation of inclusion bodies. CPE results from actions
of a toxin on cells that negatively affect the ability of the cells to perform their required functions to remain viable. In in
vitro cell culture systems, CPE is evident when cells, as part of a confluent monolayer, show regions of non-confluence
after contact with a sample that contains a toxin. Cytopathic effects are readily discernable and distinguishable by those
skilled in the art.

[0070] As used herein the term "toxoid" refers to any at least partially inactivated toxin but is not meant to limit in any
way the particular means of inactivating a toxin to produce a toxoid. Such inactivating technologies include: (i) chemical
methods that modify the intact toxin, e.g. formaldehyde or glutaraldehyde treatment; (ii) physical methods such as
heating, (iii) enzymatic methods that alter the toxin, such as a protease that cleaves the toxin into fragments; (iv) recom-
binant methods, such as genetic engineering of the toxin gene to remove or alter enzymatic regions of the toxin, but
retaining one or more antigenic epitopes.

[0071] The term "wild-type" as used herein in relation to bacteria refers to naturally occurring bacteria which produce
a polypeptide comprising an amino acid sequence at least 40% identical, more preferably at least 90% identical to SEQ
ID NO:2 or SEQ ID NO:3 which has toxin activity.

[0072] As used herein the terms "treating”, "treat" or "treatment" include administering a therapeutically effective
amount of a polypeptide, polynucleotide, vector, host cell, composition, vaccine and/or attenuated bacterium of the
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invention sufficient to reduce or eliminate at least one symptom of disease caused by infection with a bacterium expressing
a polypeptide having toxin activity.

[0073] Theterm "preventing" refers to protecting a subject that may be exposed to a bacteria from developing at least
one symptom resulting from infection and/or colonization by the bacteria, or reducing the severity of a symptom of
infection and/or colonization in a subject exposed to the bacteria.

Polypeptides/Peptides

[0074] The terms "polypeptide” and "protein" are generally used interchangeably and refer to a single polypeptide
chain which may or may not be modified by addition of non-amino acid groups. It would be understood that such
polypeptide chains may associate with other polypeptides or proteins or other molecules such as co-factors. The terms
"proteins" and "polypeptides" as used herein also include variants, mutants, biologically active fragments, modifications,
analogous and/or derivatives of the polypeptides described herein.

[0075] By "substantially purified polypeptide" or "isolated polypeptide" we mean a polypeptide that has generally been
separated from the lipids, nucleic acids, other peptides, and other contaminating molecules with which it is associated
in its native state. Preferably, the substantially purified polypeptide is at least 60% free, more preferably at least 75%
free, and more preferably at least 90% free from other components with which it is naturally associated.

[0076] The term "recombinant" in the context of a polypeptide refers to the polypeptide when produced by a cell, or
in a cell-free expression system, in an altered amount or at an altered rate compared to its native state. In one embodiment
the cell is a cell that does not naturally produce the polypeptide. However, the cell may be a cell which comprises a non-
endogenous gene that causes an altered, preferably increased, amount of the polypeptide to be produced. Arecombinant
polypeptide of the invention includes polypeptides which have not been separated from other components of the trans-
genic (recombinant) cell, or cell-free expression system, in which it is produced, and polypeptides produced in such cells
or cell-free systems which are subsequently purified away from at least some other components.

[0077] The % identity of a polypeptide is determined by GAP (Needleman and Wunsch, 1970) analysis (GCG program)
with a gap creation penalty=5, and a gap extension penalty=0.3. The query sequence is at least 15 amino acids in length,
and the GAP analysis aligns the two sequences over a region of at least 15 amino acids. More preferably, the query
sequence is at least 50 amino acids in length, and the GAP analysis aligns the two sequences over a region of at least
15 amino acids. More preferably, the query sequence is at least 50 amino acids in length, and the GAP analysis aligns
the two sequences over a region of at least 50 amino acids. More preferably, the query sequence is at least 100 amino
acids in length and the GAP analysis aligns the two sequences over a region of at least 100 amino acids. Even more
preferably, the query sequence is at least 250 amino acids in length and the GAP analysis aligns the two sequences
over a region of at least 250 amino acids. More preferably, the two sequences are aligned over their entire length.
[0078] With regard to a defined polypeptide, it will be appreciated that % identity figures higher than those provided
above will encompass preferred embodiments. Thus, where applicable, in light of the minimum % identity figures, it is
preferred that the polypeptide comprises an amino acid sequence which is at least 80%, more preferably at least 85%,
more preferably at least 90%, more preferably at least 91%, more preferably at least 92%, more preferably at least 93%,
more preferably at least 94%, more preferably at least 95%, more preferably at least 96%, more preferably at least 97%,
more preferably at least 98%, more preferably at least 99%, more preferably at least 99.1%, more preferably at least
99.2%, more preferably at least 99.3%, more preferably at least 99.4%, more preferably at least 99.5%, more preferably
atleast 99.6%, more preferably at least 99.7%, more preferably at least 99.8%, and even more preferably at least 99.9%
identical to the relevant nominated SEQ ID NO.

[0079] Amino acid sequence mutants of the polypeptides of the present invention can be prepared by introducing
appropriate nucleotide changes into a nucleic acid of the present invention, or by in vitro synthesis of the desired
polypeptide. Such mutants include, for example, deletions, insertions or substitutions of residues within the amino acid
sequence. A combination of deletion, insertion and substitution can be made to arrive at the final construct, provided
that the final peptide product possesses the desired characteristics.

[0080] Mutant (altered) polypeptides can be prepared using any suitable technique known in the art. For example, a
polynucleotide of the invention can be subjected to in vifro mutagenesis. Such in vifro mutagenesis techniques include
sub-cloning the polynucleotide into a suitable vector, transforming the vector into a "mutator" strain such as the E. coli
XL-1red (Stratagene) and propagating the transformed bacteria for a suitable number of generations. In another example,
the polynucleotides of the invention are subjected to DNA shuffling techniques as broadly described by Harayama (1998).
These DNA shuffling techniques may include toxin encoding genes related to those of the present invention, such as
those from bacteria other than Closrtidium perfringens. Products derived from mutated/altered DNA can readily be
screened using techniques described herein to determine if they possess toxin activity.

[0081] In designing amino acid sequence mutants, the location of the mutation site and the nature of the mutation will
depend on characteristic(s) to be modified. The sites for mutation can be modified individually or in series, e.g., by (1)
substituting first with conservative amino acid choices and then with more radical selections depending upon the results
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achieved, (2) deleting the target residue, or (3) inserting other residues adjacent to the located site.

[0082] Amino acid sequence deletions generally range from about 1 to 15 residues, more preferably about 1 to 10
residues and typically about 1 to 5 contiguous residues.

[0083] Substitution mutants have at least one amino acid residue in the polypeptide molecule removed and a different
residue inserted in its place. The sites of greatest interest for substitutional mutagenesis include sites identified as the
active site(s). Other sites of interest are those in which particular residues obtained from various strains or species are
identical. These positions may be important for biological activity. These sites, especially those falling within a sequence
of at least three other identically conserved sites, are preferably substituted in a relatively conservative manner. Such
conservative substitutions are shown in Table 1 under the heading of "exemplary substitutions".

Table 1 - Exemplary substitutions.

Original Residue | Exemplary Substitutions
Ala (A) val; leu; ile; gly

Arg (R) lys

Asn (N) gln; his

Asp (D) glu

Cys (C) ser

Gln (Q) asn; his

Glu (E) asp

Gly (G) pro, ala

His (H) asn; Fin

lle (1) leu; val; ala

Leu (L) ile; val; met; ala; phe
Lys (K) arg

Met (M) leu; phe

Phe (F) leu; val; ala

Pro (P) aly

Ser (S) thr

Thr (T) ser

Trp (W) tyr

Tyr (Y) trp; phe

Val (V) ile; leu; met; phe, ala

[0084] Also described herein are biologically active fragments of the polypeptides of the present invention. As used
herein a "biologically active fragment" is a portion of a polypeptide of the invention which maintains a defined activity of
the full-length polypeptide. Biologically active fragments can be any size as long as they maintain the defined activity.
Preferably, the biologically active fragment maintains at least 10% of the activity of the full length protein. As would be
known to the skilled addressee, techniques for identifying a biologically active fragment of a polypeptide are known in
the art. For example, a fragment of the polypeptide of the invention may be tested in a suitable assay to determine
whether the fragment has toxin activity, for example by determining whether the fragment is able to induce a cytopathic
effect in a cell. In one embodiment, the biologically active fragment is at least 100 amino acids in length, more preferably
atleast 110 amino acids in length, more preferably at least 120 amino acids in length, more preferably at least 130 amino
acids in length, more preferably at least 140 amino acids in length, more preferably at least 150 amino acids in length,
more preferably at least 175 amino acids in length, or more preferably 200 or more amino acids in length.

[0085] The terms "antigen" and "antigenic" are well understood in the art and refer to the portion of a macromolecule
which is specifically recognized by a component of the immune system, e.g., an antibody or a T-cell antigen receptor.
The term "antigen" refers to a peptide, a polypeptide, or other macromolecule to which an immune response can be
induced in a host. Thus the invention includes an antigenic fragment of a polypeptide of the invention. The antigenic
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fragment is capable of raising an immune response against a bacterial pathogen, for example a bacterium from the
genus Clostridium including, but not limited to, Clostridium perfringens. In one embodiment, the antigen is an epitope
of the polypeptide of the invention. In one embodiment, the antigenic fragment is 6 amino acids in length, more preferably
7 amino acids in length, more preferably 8 amino acids in length, more preferably 9 amino acids in length, more preferably
at least 10 amino acids in length. Alternatively the antigenic fragment is at least 20, 30, 40, 50, 60, 70, 80, 90, 100 or
more amino acids in length. In an embodiment, the antigen when administered to a subject is able to elicit an immune
response against a polypeptide comprising an amino acid sequence as provided in SEQ ID NO:2.

[0086] Furthermore, if desired, unnatural amino acids or chemical amino acid analogues can be introduced as a
substitution or addition into the polypeptides of the present invention. Such amino acids include, but are not limited to,
the D-isomers of the common amino acids, 2,4-diaminobutyric acid, a-amino isobutyric acid, 4-aminobutyric acid, 2-
aminobutyric acid, 6-amino hexanoic acid, 2-amino isobutyric acid, 3-amino propionic acid, ornithine, norleucine, nor-
valine, hydroxyproline, sarcosine, citrulline, horriocitrulline, cysteic acid, t-butylglycine, t-butylaianine, phenylglycine,
cyclohexylalanine, p-alanine, fluoro-amirio acids, designer amino acids such as -methyl amino acids, Ca-methyl amino
acids, No-methyl amino acids, and amino acid analogues in general.

[0087] Also included within the scope of the invention are polypeptides of the present invention which are differentially
modified during or after synthesis, e.g., by biotinylation, benzylation, glycosylation, acetylation, phosphorylation, amida-
tion, derivatization by known protecting/blocking groups, proteolytic cleavage, linkage to an antibody molecule or other
cellular ligand, etc. These modifications may serve to increase the stability and/or bioactivity of the polypeptide of the
invention.

[0088] Polypeptides of the present invention can be produced in a variety of ways, including production and recovery
of natural polypeptides, production and recovery of recombinant polypeptides, and chemical synthesis of the polypeptides.
In one embodiment, an isolated polypeptide of the present invention is produced by culturing a cell capable of expressing
the polypeptide under conditions effective to produce the polypeptide, and recovering the polypeptide. A preferred cell
to culture is a host cell of the present invention. Effective culture conditions include, but are not limited to, effective media,
bioreactor, temperature, pH and oxygen conditions that permit polypeptide production. An effective medium refers to
any medium inwhich a cellis cultured to produce a polypeptide of the presentinvention. Such medium typically comprises
an aqueous medium having assimilable carbon, nitrogen and phosphate sources, and appropriate salts, minerals, metals
and other nutrients, such as vitamins. Cells of the present invention can be cultured in conventional fermentation biore-
actors, shake flasks, test tubes, microtiter dishes, and petri plates. Culturing can be carried out at a temperature, pH
and oxygen content appropriate for a recombinant cell. Such culturing conditions are within the expertise of one of
ordinary skill in the art.

Antibodies

[0089] The term "antibody" as used in this invention includes polyclonal antibodies, monoclonal antibodies, bispecific
antibodies, diabodies, triabodies, heteroconjugate antibodies, chimeric antibodies including intact molecules as well as
fragments thereof, such as Fab, F(ab’)2, and Fv which are capable of binding the epitopic determinant, and other
antibody-like molecules.

[0090] Antibody fragments retain some ability to selectively bind with its antigen or receptor and are defined as follows:

(1) Fab, the fragment which contains a monovalent antigen-binding fragment of an antibody molecule can be pro-
duced by digestion of whole antibody with the enzyme papain to yield an intact light chain and a portion of one heavy
chain;

(2) Fab’, the fragment of an antibody molecule can be obtained by treating whole antibody with pepsin, followed by
reduction, to yield an intact light chain and a portion of the heavy chain; two Fab’ fragments are obtained per antibody
molecule;

(3) (Fab’)2, the fragment of the antibody that can be obtained by treating whole antibody with the enzyme pepsin
without subsequent reduction; F(ab)2 is a dimer of two Fab’ fragments held together by two disulfide bonds;

(4) Fv, defined as a genetically engineered fragment containing the variable region of the light chain and the variable
region of the heavy chain expressed as two chains; and

(5) Single chain antibody ("SCA"), defined as a genetically engineered molecule containing the variable region of
the light chain, the variable region of the heavy chain, linked by a suitable polypeptide linker as a genetically fused
single chain molecule.

Methods of making these fragments are known in the art. (See for example, Harlow and Lane, Antibodies: A Lab-
oratory Manual, Cold Spring Harbor Laboratory, New York (1988), incorporated herein by reference).

(6) Single domain antibody, typically a variable heavy domain devoid of a light chain.
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Polyclonal Antibodies

[0091] An antibody of the present invention may be a polyclonal antibody. Methods of preparing polyclonal antibodies
are known to the skilled artisan. Polyclonal antibodies can be raised in a mammal or avian, for example, by one or more
injections of the cells expressing the polypeptide and, if desired, an adjuvant. Typically, the cells and/or adjuvant will be
injected in the mammal or avian by multiple subcutaneous or intraperitoneal injections. Examples of adjuvants which
may be employed include Freund’s complete adjuvant and MPL-TDM adjuvant (monophosphoryl Lipid A, synthetic
trehalose dicorynomycolate). The immunization protocol may be selected by one skilled in the art without undue exper-
imentation.

Monoclonal Antibodies

[0092] The antibodies produced by the method of the invention may, alternatively, be monoclonal antibodies. Mono-
clonal antibodies may be prepared using hybridoma methods, such as those described by Kohler and Milstein, (1975).
In a hybridoma method, a mouse, hamster, or other appropriate host animal, is typically immunized with the cells
expressing the polypeptide of the first species derived from the transgenic mammal to elicit lymphocytes that produce
or are capable of producing antibodies that will specifically bind to the polypeptide of the first species.

[0093] Generally, either peripheral blood lymphocytes ("PBLs") are used if cells of human origin are desired, or spleen
cells or lymph node cells are used if non-human mammalian sources are desired. The lymphocytes are then fused with
an immortalized cell line using a suitable fusing agent, such as polyethylene glycol, to form a hybridoma cell (Goding,
Monoclonal Antibodies: Principles and Practice, Academic Press, (1986) pp. 59-103). Immortalized cell lines are usually
transformed mammalian cells, particularly myeloma cells of rodent, bovine and human origin. Usually, rat or mouse
myeloma cell lines are employed. The hybridoma cells may be cultured in a suitable culture medium that preferably
contains one or more substances that inhibit the growth or survival of the unfused, immortalized cells. For example, if
the parental cells lack the enzyme hypoxanthine guanine phosphoribosyl transferase (HGPRT or HPRT), the culture
medium for the hybridomas typically will include hypoxanthine, aminopterin, and thymidine ("HAT medium"), which
substances prevent the growth of HGPRT-deficient cells.

[0094] Preferred immortalized cell lines are those that fuse efficiently, support stable high level expression of antibody
by the selected antibody-producing cells, and are sensitive to a medium such as HAT medium. More preferred immor-
talized cell lines are murine myeloma lines, which can be obtained, for instance, from the Salk Institute Cell Distribution
Center, San Diego, Calif. and the American Type Culture Collection, Manassas, Va. Human myeloma and mouse-human
heteromyeloma cell lines also have been described for the production of human monoclonal antibodies (Kozbor, 1985;
Brodeur et al., Monoclonal Antibody Production Techniques and Applications, Marcel Dekker, Inc., New York, 1987 pp.
51-63).

[0095] The culture medium in which the hybridoma cells are cultured can then be assayed for the presence of mon-
oclonal antibodies directed against the polypeptide of the first species. Preferably, the binding specificity of monoclonal
antibodies produced by the hybridoma cells is determined by immunoprecipitation or by an in vitro binding assay, such
as radioimmunoassay (RIA) or enzyme-linked immunoabsorbent assay (ELISA). Such techniques and assays are known
in the art. The binding affinity of the monoclonal antibody can, for example, be determined by the Scatchard analysis of
Munson and Pollard, (1980).

[0096] After the desired hybridoma cells are identified, the clones may be subcloned by limiting dilution procedures
and grown by standard methods. Suitable culture media for this purpose include, for example, Dulbecco’s Modified
Eagle’s Medium and RPMI-1640 medium. Alternatively, the hybridoma cells may be grown in vivo as ascites ina mammal.
[0097] The monoclonal antibodies secreted by the subclones may be isolated or purified from the culture medium or
ascites fluid by conventional immunoglobulin purification procedures such as, for example, protein A-Sepharose, hy-
droxylapatite chromatography, gel electrophoresis, dialysis, or affinity chromatography.

[0098] The monoclonal antibodies may also be made by recombinant DNA methods, such as those described in U.S.
Pat. No. 4,816,567. DNA encoding the monoclonal antibodies of the invention can be readily isolated and sequenced
using conventional procedures (e.g., by using oligonucleotide probes that are capable of binding specifically to genes
encoding the heavy and light chains of murine antibodies). The hybridoma cells of the invention serve as a preferred
source of such DNA. Once isolated, the DNA may be placed into expression vectors, which are then transfected into
host cells such as simian COS cells, Chinese hamster ovary (CHO) cells, or myeloma cells that do not otherwise produce
immunoglobulin protein, to obtain the synthesis of monoclonal antibodies in the recombinant host cells. The DNA also
may be modified, for example, by substituting the coding sequence for human heavy and light chain constant domains
in place of the homologous murine sequences (U.S. Pat. No. 4,816,567) or by covalently joining to the immunoglobulin
coding sequence all or part of the coding sequence for a non-immunoglobulin polypeptide. Such a non-immunoglobulin
polypeptide can be substituted for the constant domains of an antibody of the invention, or can be substituted for the
variable domains of one antigen-combining site of an antibody of the invention to create a chimeric bivalent antibody.
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[0099] The antibodies may be monovalent antibodies. Methods for preparing monovalent antibodies are well known
in the art. For example, one method involves recombinant expression of immunoglobulin light chain and modified heavy
chain. The heavy chain is truncated generally at any point in the Fc region so as to prevent heavy chain crosslinking.
Alternatively, the relevant cysteine residues are substituted with another amino acid residue or are deleted so as to
prevent crosslinking.

[0100] In vitro methods are also suitable for preparing monovalent antibodies. Digestion of antibodies to produce
fragments thereof, particularly, Fab fragments, can be accomplished using routine techniques known in the art.

[0101] The antibodies may also be affinity matured using known selection and/or mutagenesis methods as are known
in the art. Preferred affinity matured antibodies have an affinity which is five times, more preferably 10 times, even more
preferably 20 or 30 times greater than the starting antibody from which the matured antibody is prepared.

Bispecific Antibodies

[0102] Bispecific antibodies are monoclonal antibodies that have binding specificities for at least two different antigens.
For example, one of the binding specificities may be for a polypeptide of the invention, the other one may be for any
other antigen, and preferably for a cell-surface protein or receptor or receptor subunit.

[0103] Methods for making bispecific antibodies are known in the art. Traditionally, the recombinant production of
bispecific antibodies is based on the co-expression of two immunoglobulin heavy-chain/light-chain pairs, where the two
heavy chains have different specificities (Milstein and Cuello, 1983). Because of the random assortment of immunoglob-
ulin heavy and lightchains, these hybridomas (quadromas) produce a potential mixture of ten different antibody molecules,
of which only one has the correct bispecific structure. The purification of the correct molecule is usually accomplished
by affinity chromatography steps. Similar procedures are disclosed in WO 93/08829 and in Traunecker (1991).

[0104] Bispecific antibodies can be prepared as full length antibodies or antibody fragments (e.g. F(ab’), bispecific
antibodies). Techniques for generating bispecific antibodies from antibody fragments have been described in the liter-
ature. For example, bispecific antibodies can be prepared using chemical linkage. Various technique for making and
isolating bispecific antibody fragments directly from recombinant cell culture have also been described.

[0105] Hollinger et al. (1993) has provided an alternative mechanism for making bispecific antibody fragments. The
fragments comprise a heavy-chain variable domain (V) connected to a light-chain variable domain (V|) by a linker
which is too short to allow pairing between the two domains on the same chain. Accordingly, the V|, and V| domains of
one fragment are forced to pair with the complementary V| and V,, domains of another fragment, thereby forming two
antigen-binding sites. Another strategy for making bispecific antibody fragments by the use of single-chain Fv (sFv)
dimers has also been reported by Gruber ef al. (1994).

[0106] Antibodies with more than two valencies are contemplated. For example, trispecific antibodies can be prepared.
Tutt et al. (1991).

Heteroconjugate Antibodies

[0107] Heteroconjugate antibodies are also within the scope of the present invention. Heteroconjugate antibodies are
composed of two covalently joined antibodies. Such antibodies have, for example, been proposed to target immune
system cellsto unwanted cells (U.S. Pat. No.4,676,980), and for treatment of HIV infection (WO 91/00360; WO 92/200373;
EP 03089). It is contemplated that the antibodies may be prepared in vitro using known methods in synthetic protein
chemistry, including those involving crosslinking agents. For example, immunotoxins may be constructed using a disulfide
exchange reaction or by forming a thioether bond. Examples of suitable reagents for this purpose include iminothiolate
and methyl-4-mercaptobutyrimidate and those disclosed, for example, in U.S. Pat. No. 4,676,980.

Polynucleotides

[0108] By "isolated polynucleotide" we mean a polynucleotide which has generally been separated from the polynu-
cleotide sequences with which it is associated or linked in its native state. Preferably, the isolated polynucleotide is at
least 60% free, more preferably at least 75% free, and more preferably at least 90% free from other components with
which it is naturally associated. Furthermore, the term "polynucleotide" is used interchangeably herein with the terms
"nucleic acid molecule", "gene" and "mRNA".

[0109] The term "recombinant" in the context of a polynucleotide refers to the polynucleotide when present in a cell,
or in a cell-free expression system, in an altered amount compared to its native state. In one embodiment, the cell is a
cell that does not naturally comprise the polynucleotide. However, the cell may be a cell which comprises a non-endog-
enous polynucleotide resulting in an altered, preferably increased, amount of production of the encoded polypeptide. A
recombinant polynucleotide of the invention includes polynucleotides which have not been separated from other com-

ponents of the transgenic (recombinant) cell, or cell-free expression system, in which it is present, and polynucleotides
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produced in such cells or cell-free systems which are subsequently purified away from at least some other components.
[0110] "Polynucleotide" refers to a oligonucleotide, polynucleotide or any fragment thereof. It may be DNA or RNA of
genomic or synthetic origin, double-stranded or single-stranded, and combined with carbohydrate, lipids, protein, or
other materials to perform a particular activity defined herein.

[0111] The % identity of a polynucleotide is determined by GAP (Needleman and Wunsch, 1970) analysis (GCG
program) with a gap creation penalty=5, and a gap extension penalty=0.3. The query sequence is at least 45 nucleotides
in length, and the GAP analysis aligns the two sequences over a region of at least 45 nucleotides. Preferably, the query
sequence is at least 150 nucleotides in length, and the GAP analysis aligns the two sequences over a region of at least
150 nucleotides. Even more preferably, the query sequence is at least 300 nucleotides in length and the GAP analysis
aligns the two sequences over a region of at least 300 nucleotides. More preferably, the two sequences are aligned over
their entire length.

[0112] With regard to the defined polynucleotides, it will be appreciated that % identity figures higher than those
provided above will encompass preferred embodiments. Thus, where applicable, in light of the minimum % identity
figures, itis preferred that the polynucleotide comprises a polynucleotide sequence which is at least 80%, more preferably
at least 85%, more preferably at least 90%, more preferably at least 91%, more preferably at least 92%, more preferably
at least 93%, more preferably at least 94%, more preferably at least 95%, more preferably at least 96%, more preferably
atleast 97%, more preferably at least 98%, more preferably at least 99%, more preferably atleast 99.1%, more preferably
at least 99.2%, more preferably at least 99.3%, more preferably at least 99.4%, more preferably at least 99.5%, more
preferably at least 99.6%, more preferably at least 99.7%, more preferably at least 99.8%, and even more preferably at
least 99.9% identical to the relevant nominated SEQ ID NO.

[0113] Polynucleotides of the present invention may possess, when compared to naturally occurring molecules, one
or more mutations which are deletions, insertions, or substitutions of nucleotide residues. Mutants can be either naturally
occurring (thatis to say, isolated from a natural source) or synthetic (for example, by performing site-directed mutagenesis
or DNA shuffling on the nucleic acid as described above). It is thus apparent that polynucleotides of the invention can
be either naturally occurring or recombinant.

[0114] Also described herein are polynucleotides which hybridize under stringent conditions to a polynucleotide com-
prising a sequence of nucleotides which is at least 40% identical, more preferably at least 90% identical, to SEQ ID
NO:1. The term "stringent hybridization conditions" and the like as used herein refers to parameters with which the art
is familiar, including the variation of the hybridization temperature with length of an oligonucleotide. Nucleic acid hybrid-
ization parameters may be found in references which compile such methods, Sambrook, et al. (supra), and Ausubel, ef
al. (supra). For example, stringent hybridization conditions, as used herein, can refer to hybridization at 65°C in hybrid-
ization buffer (3.5xSSC, 0.02% Ficoll, 0.02% polyviny! pyrrolidone, 0.02% Bovine Serum Albumin, 2.5 mM NaH,PO,
(pH7), 0.5% SDS, 2 mM EDTA).

Vectors and Host Cells

[0115] One embodiment of the present invention includes a recombinant vector, which comprises at least one isolated
polynucleotide molecule of the present invention, inserted into any vector capable of delivering the polynucleotide mol-
ecule into a host cell. Such a vector contains heterologous polynucleotide sequences, that is polynucleotide sequences
that are not naturally found adjacent to polynucleotide molecules of the present invention and that preferably are derived
from a species other than the species from which the polynucleotide molecule(s) are derived. The vector can be either
RNA or DNA, either prokaryotic or eukaryotic, and typically is a transposon (such as described in US 5,792,294), a virus
or a plasmid.

[0116] "Operably linked" as used herein refers to a functional relationship between two or more nucleic acid (e.g.,
DNA) segments. Typically, it refers to the functional relationship of a transcriptional regulatory element to a transcribed
sequence. For example, a promoter is operably linked to a coding sequence, such as a polynuclectide defined herein,
if it stimulates or modulates the transcription of the coding sequence in an appropriate cell. Generally, promoter tran-
scriptional regulatory elements that are operably linked to a transcribed sequence are physically contiguous to the
transcribed sequence, i.e., they are cis-acting. However, some transcriptional regulatory elements, such as enhancers,
need not be physically contiguous or located in close proximity to the coding sequences whose transcription they enhance.
[0117] As used herein, an expression vector is a DNA or RNA vector that is capable of transforming a host cell and
of effecting expression of a specified polynucleotide molecule. Preferably, the expression vector is also capable of
replicating within the host cell. Expression vectors can be either prokaryotic or eukaryotic, and are typically viruses or
plasmids. Expression vectors of the present invention include any vectors that function (i.e., direct gene expression) in
recombinant cells of the present invention, including in bacterial, fungal, endoparasite, arthropod, animal, and plant cells.
[0118] In particular, expression vectors of the present invention contain regulatory sequences such as transcription
control sequences, translation control sequences, origins of replication, and other regulatory sequences that are com-
patible with the recombinant cell and that control the expression of polynucleotide molecules of the present invention.
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In particular, recombinant molecules of the present invention include transcription control sequences. Transcription
control sequences are sequences which control the initiation, elongation, and termination of transcription. Particularly
important transcription control sequences are those which control transcription initiation, such as promoter, enhancer,
operator and repressor sequences. Suitable transcription control sequences include any transcription control sequence
that can function in at least one of the recombinant cells of the present invention. A variety of such transcription control
sequences are known to those skilled in the art.

[0119] Recombinant molecules of the present invention may also (a) contain secretory signals (i.e., signal segment
nucleic acid sequences) to enable an expressed polypeptide of the present invention to be secreted from the cell that
produces the polypeptide and/or (b) contain fusion sequences which lead to the expression of nucleic acid molecules
of the present invention as fusion proteins. Examples of suitable signal segments include any signal segment capable
of directing the secretion of a polypeptide of the present invention. Recombinant molecules may also include intervening
and/or untranslated sequences surrounding and/or within the nucleic acid sequences of nucleic acid molecules of the
present invention.

[0120] Anotherembodimentofthe presentinventionincludes a host cell comprising one or more recombinant molecules
of the present invention. Transformation of a polynucleotide molecule into a cell can be accomplished by any method
by which a polynucleotide molecule can be inserted into the cell. Transformation techniques include, but are not limited
to, transfection, electroporation, microinjection, lipofection, adsorption, and protoplast fusion. A recombinant cell may
remain unicellular or may grow into a tissue, organ or a multicellular organism. Transformed polynucleotide molecules
of the present invention can remain extrachromosomal or can integrate into one or more sites within a chromosome of
the transformed (i.e., recombinant) cell in such a manner that their ability to be expressed is retained.

[0121] Suitable host cells to transform include any cell that can be transformed with a polynucleotide of the present
invention. Host cells of the presentinvention either can be endogenously (i.e., naturally) capable of producing polypeptides
of the present invention or can be capable of producing such polypeptides after being transformed with at least one
polynucleotide molecule of the present invention. Host cells of the present invention can be any cell capable of producing
at least one protein of the present invention, and include animal, plant, bacterial, fungal (including yeast), parasite, and
arthropod cells. Preferably, the host cell is a bacterial cell. In one preferred embodiment, the host cell is an E. coli strain
having the serotype H antigen, H10. Examples of suitable E. coli strains include CCEC22, CCEC31, and CCEC59 as
described in WO 2007/025333.

[0122] Recombinant DNA technologies can be used to improve expression of a transformed polynucleotide molecule
by manipulating, for example, the number of copies of the polynucleotide molecule within a host cell, the efficiency with
which those polynucleotide molecules are transcribed, the efficiency with which the resultant transcripts are translated,
and the efficiency of post-translational modifications. Recombinant techniques useful for increasing the expression of
polynucleotide molecules of the present invention include, but are not limited to, operatively linking polynucleotide mol-
ecules to high-copy number plasmids, integration of the polynucleotide molecule into one or more host cell chromosomes,
addition of vector stability sequences to plasmids, substitutions or modifications of transcription control signals (e.g.,
promoters, operators, enhancers), substitutions or modifications of translational control signals (e.g., ribosome binding
sites, Shine-Dalgarno sequences), modification of polynucleotide molecules of the present invention to correspond to
the codon usage of the host cell, and the deletion of sequences that destabilize transcripts.

Detection of Polynucleotides

[0123] Any suitable technique that allows for the detection of a polynucleotide of the invention may be used, including
those that allow quantitative assessment of the level of expression of the polynucleotide in a tissue and/or cell. For
example, the presence or levels of a transcribed gene can be determined by Northern blotting, and/or amplification of
the polynucleotide, such as by PCR. Comparison may be made by reference to a standard control. For example, levels
of a transcribed gene can be determined by Northern blotting, and/or RT-PCR. With the advent of quantitative (real-
time) PCR, quantitative analysis of gene expression can be achieved by using appropriate primers for the gene of
interest. The nucleic acid may be labelled and hybridised on a gene array, in which case the gene concentration will be
directly proportional to the intensity of the radioactive or fluorescent signal generated in the array.

[0124] The "polymerase chain reaction" ("PCR") is a reaction in which replicate copies are made of a target polynu-
cleotide using a "pair of primers" or "set of primers" consisting of "upstream" and a "downstream" primer, and a catalyst
of polymerization, such as a DNA polymerase, and typically a thermally-stable polymerase enzyme. Methods for PCR
are known in the art, and are taught, for example, in "PCR" (Ed. M.J. McPherson and S.G Moller (2000) BIOS Scientific
Publishers Ltd, Oxford). PCR can be performed on cDNA obtained from reverse transcribing mRNA isolated from
biological samples. However, it will generally be easier if PCR is performed on genomic DNA.

[0125] A primer is an oligonucleotide, usually of about 20 nucleotides long, with a minimum of about 15 nucleotides,
that is capable of hybridising in a sequence specific fashion to the target sequence and being extended during the PCR.
Amplicons or PCR products or PCR fragments or amplification products are extension products that comprise the primer
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and the newly synthesized copies of the target sequences. Multiplex PCR systems contain multiple sets of primers that
result in simultaneous production of more than one amplicon. Primers may be perfectly matched to the target sequence
or they may contain internal mismatched bases that can result in the induction of restriction enzyme or catalytic nucleic
acid recognition/cleavage sites in specific target sequences. Primers may also contain additional sequences and/or
modified or labelled nucleotides to facilitate capture or detection of amplicons. Repeated cycles of heat denaturation of
the DNA, annealing of primers to their complementary sequences and extension of the annealed primers with polymerase
result in exponential amplification of the target sequence. The terms target or target sequence or template refer to nucleic
acid sequences which are amplified.

[0126] Theskilled personwill understand thatthere are numerous alternative techniques foramplifying a polynucleotide
of the present invention. Examples of other amplification techniques include reverse transcription polymerase chain
reaction (RT-PCR), ligase chain reaction ("LCR"), and also include isothermal amplification techniques such as strand
displacement amplification (SDA), loop-mediated isothermal amplification of DNA (LAMP).

[0127] Alternatively, polynucleotides of the present invention may be detected in a sample using suitable hybridization
techniques, for example Southern blot hybridization with suitably labelled probes. A "probe" is a single-stranded DNA
or RNAmolecule of defined sequence that can base pairto a second DNA or RNA molecule that contains a complementary
sequence (the target). The stability of the resulting hybrid molecule depends upon the extent of the base pairing that
occurs, and is affected by parameters such as the degree of complementarity between the probe and target molecule,
and the degree of stringency of the hybridization conditions. Probes specific for the polynuclecotides described herein,
or portions thereof, may vary in length by any integer from at least 8 nucleotides to over 500 nucleotides, including any
value in between, depending on the purpose for which, and conditions under which, the probe is used. For example, a
probe may be at least 8, 10, 15, 20, or 25 nucleotides in length, or may be atleast 30, 40, 50, or 60 nucleoctides in length,
or may be over 100, 200, 500, or 1000 nucleotides in length. Probes specific for the polynucleotides described herein
are generally at least 40%, 50%, 55% or 60%, or at least 65%, 75%, 80%, 85%, 90%, or 95%, or as much as 96%, 97%,
98%, or 99% identical to the nucleic acid sequences described herein using for example the Align program (Myers and
Miller, 1989).

[0128] The term "hybridization" as used herein refers to the association of two nucleic acid molecules with one another
by hydrogen bonding. Factors that affect this bonding include: the type and volume of solvent; reaction temperature;
time of hybridization; agitation; agents to block the non-specific attachment of the liquid phase molecule to the solid
support (Denhardt’s reagent or BLOTTO); the concentration of the molecules; use of compounds to increase the rate
of association of molecules (dextran sulphate or polyethylene glycol); and the stringency of the washing conditions
following hybridization (see Sambrook et al., Molecular Cloning; A Laboratory Manual, Second Edition (1989)). In ac-
cordance with these principles, the inhibition of hybridization of a complementary molecule to a target molecule may be
examined using a hybridization assay; a substantially homologous molecule possessing a greater degree of homology
will then compete for and inhibit the binding of a completely homologous molecule to the target molecule under various
conditions of stringency, as taught in Wahl et al., (1987).

[0129] As used herein in relation to hybridisation, "stringent conditions" are those that (1) employ low ionic strength
and high temperature for washing, for example, 0.015 M NaCl/0.0015 M sodium citrate/0.1% NaDodSO, at 50°C; (2)
employ during hybridisation a denaturing agent such as formamide, for example, 50% (vol/vol) formamide with 0.1%
bovine serum albumin, 0.1% Ficoll, 0.1% polyvinylpyrrolidone, 50 mM sodium phosphate buffer at pH 6.5 with 750 mM
NaCl, 75 mM sodium citrate at 42°C; or (3) employ 50% formamide, 5 x SSC (0.75 M NaCl, 0.075 M sodium citrate),
50 mM sodium phosphate (pH 6.8), 0.1% sodium pyrophosphate, 5 x Denhardt’s solution, sonicated salmon sperm DNA
(50 g/ml), 0.1% SDS and 10% dextran sulfate at 42°C in 0.2 x SSC and 0.1 % SDS.

Attenuated Bacteria

[0130] Methods of attenuating the virulence of bacterial pathogens are known in the art. Typically, mutations are
introduced into a bacterial genome to prevent or reduce expression of toxins or other virulence genes to delete or
inactivate the gene. In some instances they knock-out the function of the gene completely. This may be achieved either
by abolishing synthesis of any polypeptide at all from the gene or by making a mutation that results in synthesis of non-
functional polypeptide. In order to abolish synthesis of polypeptide, either the entire gene or its 5’-end may be deleted.
A deletion or insertion within the coding sequence of a gene may be used to create a gene that synthesises only non-
functional polypeptide (e.g. polypeptide that contains only the N-terminal sequence of the wild-type protein). In the case
of a toxin gene, the mutation may render the gene product non-toxic.

[0131] A "mutation” includes any alteration in the DNA sequence, i.e. genome, of an organism, when compared with
the parental strain. The alterations may arise by exposing the organism to a mutagenic stimulus, such as a mutagenic
chemical, energy, radiation, recombinant techniques, mating, or any other technique used to alter DNA. A mutation may
include an alteration in any of the nucleotide sequences described herein, or may include an alteration in a nucleotide
sequence encoding any of the polypeptides described herein.
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[0132] A mutation may "attenuate virulence" if, as a result of the mutation, the level of virulence of the mutant cell is
decreased by at least 10%, 20%, 30%, 40%, 50%, 60%, 70%, 80%, 90%, or 100%, when compared with the parental
strain. Decrease in virulence may also be measured by a decrease of at least 10%, 20%, 30%, 40%, 50%, 60%, 70%,
80%, 90%, or 100% in the expression and/or toxin activity of a polypeptide, for example, a polypeptide comprising an
amino acid sequence substantially identical to the sequence of SEQ ID NO:2, or a fragment or variant thereof, in the
mutant strain when compared with the parental strain.

[0133] The skilled person will appreciate that an attenuated bacterial pathogen described herein may be suitable for
the delivery of one or more biologically active polypeptides to a subject. Examples of biologically active polypeptides
suitable for delivery by an attenuated bacteria described herein include ones which are capable of functioning locally or
systemically, e.g., is a polypeptide capable of exerting endocrine activities affecting local or whole-body metabolism.
[0134] In one embodiment, the biologically active polypeptide may be a heterologous polypeptide. The term "heterol-
ogous polypeptide" is well understood in the art and refers to a polypeptide which is not endogenous to a cell. The nucleic
acid molecule encoding the polypeptide of interest may originate from any organism capable of producing the polypeptide
of interest or may be a completely synthetic gene. The nucleic acid molecule encoding the polypeptide can be added
to the cell by, for example, infection, transfection, microinjection, electroporation, microprojection, or the like.

[0135] By way of example, the biologically active polypeptide may be one which is capable of regulating the immuno-
hemopoietic system. Alternatively, the biologically active polypeptide may be one which is capable of affecting the
viability, growth and differentiation of a variety of normal or neoplastic cells in the body. Alternatively, the biologically
active polypeptide may be one which is capable of affecting the immune regulation or induction of acute phase inflam-
matory responses to injury and infection. Alternatively, the biologically active polypeptide may be one which is capable
of enhancing or inducing resistance to infection of cells and tissues mediated by chemokines acting on their target cell
receptors, or the proliferation of epithelial cells or the promotion of wound healing.

[0136] Specific examples of such polypeptides include insulin, growth hormone, prolactin, calcitonin, luteinizing hor-
mone, parathyroid hormone, somatostatin, thyroid-stimulating hormone, vasoactive intestinal polypeptide, a structural
group 1 cytokine such as IL-1p, IL-2, IL-3, IL-4, IL-5, IL-6, IL-7, IL-8, IL-9, IL-10, IL-11, IL-12, IL-13, IL-15, IL-16, IL-17,
IL-18, IL-19, IRL-20, IL-21, IL-23, IL-24, IL-25, IL-26, IL-32, cMGF, LT, GM-CSF, M-CSF, SCF, IFN-y, IFN-A, EPO, G-
CSF, LIF, OSM, CNTF, GH, PRL or IFNo/B, a structural group 2 cytokine such as the TNF family of cytokines, e.g.,
TNFa, TNF[, CD40, CD27 or FAS ligands, the IL-1 family of cytokines, the fibroblast growth factor family, the platelet-
derived growth factors, transforming growth factor 3 and nerve growth factors, a structural group 3 cytokine, e.g., the
epidermal growth factor family of cytokines, the chemokines, the insulin-related cytokines, a structural group 4 cytokine
such as the heregulins or neuregulins, e.g., EGF.

[0137] Alternatively, the biologically active polypeptide can be a receptor or antagonist for biologically active polypep-
tides as defined above.

[0138] In another embodiment of the invention, the biologically active polypeptide is an antibody, preferably a recom-
binant antibody.

[0139] Alternatively, the biologically active polypeptide can be an antimicrobial peptide or a synthetic variant thereof.
Antimicrobial peptides include cecropins, magainins, and defensins. Cecropins were the first well-characterized family
of structurally related antimicrobial peptides and are found in a wide distribution of insects (Boman, 2003). In vertebrates,
the magainin family of antimicrobial peptides have been isolated from the glands of the skin and gastrointestinal tract
of Xenopus laevis, and are thought to form the basis for the defence system of the amphibian mucosal surfaces against
infection. (Soravia et al., 1988).

[0140] Defensins are antimicrobial peptides found in phagocytic cells isolated from several mammalian species in-
cluding man and may be characterized by eight invariant residues within the sequence. (Gabay et al., 1989). The
mechanism of antimicrobial activity of peptides such as the defensins is via a selective membrane disruption leading to
a characteristic broad spectrum of antibiotic activity. (Boman, 1995). The antimicrobial spectrum of defensins includes
gram positive and gram negative bacteria, mycobacteria, many fungi, and some enveloped-viruses.

[0141] Antimicrobial peptides of bacterial origin are known as microcins, colicins and bacteriocins (Jack ef al., 1995;
Ingham et al., 2003). It is known that the sequence, structure and mechanisms of activity of bacteriocins are diverse.
The most abundant and thoroughly studied bacteriocins include class | (lantibiotics) and class Il (small heat-stable hon-
lanthionine-containing peptides) bacteriocins (Ennahar et al., 2000). The class |l bacteriocins form an important subgroup
because of their activities and potential applications. The class lla bacteriocins include Piscicolin 126, leucocin A and
enterocin P amongst others. The class lla bacteriocins have the common N-terminal motif: YGNGVXaaCXaa(K/N)XaaX-
aaCXaaV(N/D)(W/K/R)Xaa-(G/A/S)(A/N), where residues with higher variability are represented by Xaa (Bhugaloo-Vial,
et al., 1996). In an example demonstrating the antimicrobial properties of bacteriocins, Piscicolin 126, which when
injected into mice, was shown to display in vivo antimicrobial activity and significantly reduced the listerial load in the
liver and the spleen (Ingham et al., 2003).

[0142] Alternatively, the biologically active polypeptide can be an enzyme. The enzyme can be any enzyme having a
desired activity. For example, it may be desirable to deliver an enzyme that plays a role in improving the digestibility of
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food or the removal of anti-nutritive compounds. For example, polysaccharide-degrading and fibrolytic enzymes such
as xylanases (Liu et al., 2005), glucanases (Cho et al., 2000), cellulases (Liu et al., 2005), amylases, levansucrases,
and inulosucrases may be delivered to increase the digestibility of food. Proteinases, peptidases, and lipases may also
be delivered in order to increase the nutritive value of ingested foods. Phytases (Vohra and Satyanarayana, 2003;
Nahashon et al., 1994) and acid phosphatases (Palacios et al., 2005) may be delivered to reduce the anti-nutritive effects
of phytate that is found in plant seeds.

[0143] In another embodiment, the attenuated bacterial pathogen described herein may express an antigen. If the
antigen is from, for example, a bacterial, fungal, parasitic or viral disease agent, the attenuated bacterial strain can be
used to vaccinate a subject against diseases caused by such agents. For example, the attentuated bacterial strain could
be used to deliver an antigen from an avian pathogenic micro-organism. Such micro-organisms include but are not
limited to species of Corynebacteria, Mycoplasma, Listeria, Borrelia, Chlamydia, Clostridia, Coxiella, Eysipelothrix, Fla-
vobacteria, Staphylococcus, Escherichia, Salmonella, Campylobacter, and Streptococcus. Examples of fungal and par-
asitic avian pathogens known to infect poultry are species of Amoebotaenia, Aproctella, Ascaridia, Aspergillus, Candida,
Capillaria, Cryptosporidium, Cyathostroma, Dispharynx, Eimeria, Fimbriaria, Gongylonemia, Heterakis, Histomonas,
Oxyspirura, Plasmodium, Raillietina, Strongyloides, Subulura, Syngamus, Tetrameres, and Trichostrongylus. Viruses
known to infect poultry include adenoviruses (e.g., hemorrhagic enteritis virus), astroviruses, coronaviruses (e.g., Infec-
tious bronchitis virus), paramyxoviruses (e.g., Newcastle disease virus), picornaviruses (e.g., avian encephalomyelitis
virus), pox viruses, retroviruses (e.g., avian leukosis/sarcoma viruses), reoviruses, and rotaviruses. Specific examples
include Avian Influenza, Marek’s Disease Virus and Chicken Anaemia Virus. Preferred gene products for use as antigens
are polypeptides and peptides, including glycoproteins and lipoproteins. Antigen-encoding genes from these prokaryotic
and eukaryotic organisms can be cloned and expressed in the attenuated bacteria using standard techniques.

Compositions and Administration

[0144] An "immunogenic composition" refers to a composition that comprises materials that elicit a desired immune
response and includes a "vaccine". The term "vaccine" covers any composition that induces an at least partially protective
immune response against the targeted pathogen or which efficaciously protects against the pathogen; for instance, after
administration or injection into the animal (e.g., avian such as chicken or porcine such as pig), elicits an at least partially
protective immune response against the targeted pathogen or provides efficacious protection against the pathogen (e.g.,
C. perfringens). A subunit of a pathogen, e.g. an antigen or immunogen or epitope isolated from the pathogen, and a
subunit composition comprises or consists essentially of one or more antigens, immunogens or epitopes isolated from
the pathogen. By inducing an "at least partially protective" immune response it is meant that a vaccine reduces infection
and/or colonization by a bacteria expressing a polypeptide of the invention or reduces at least one symptom caused by
infection with a bacteria expressing a polypeptide of the invention.

[0145] An immunogenic composition may select, activate or expand cells of the immune system including memory B
and T cells to, for example, enable the elimination of infectious agents, such as bacterial pathogens expressing a
polypeptide comprising the amino acid sequence of SEQ ID NO:2 and/or SEQ ID NO:3, or antigenic fragments thereof.
[0146] In some embodiments, an immunogenic composition includes a suitable carrier, such as an adjuvant, which is
an agent that acts in a non-specific manner to increase the immune response to a specific antigen, or to a group of
antigens, enabling the reduction of the quantity of antigen in any given dose, or the reduction of the frequency of dosage
required to generate the desired immune response. A desired immune response may include, for example, full or partial
protection against shedding of (presence in faeces of an infected animal, e.g., mammal or avian) or colonization (presence
in the intestine of an infected animal, e.g., mammal or avian) by a bacterial pathogen. For example, a desired immune
response may include any value from between 10% to 100%, e.g., 10%, 20%, 30%, 40%, 50%, 60%, 70%, 80%, 90%,
100%, protection against shedding of or colonization by a bacterial pathogen in a vaccinated animal when compared to
a non-vaccinated animal.

[0147] Adjuvants are useful for improving the immune response and/or increasing the stability of vaccine preparations.
Adjuvants are typically described as non-specific stimulators of the immune system, but also can be useful for targeting
specific arms of the immune system. One or more compounds which have this activity may be added to the vaccine.
Therefore, particular vaccines of the present invention further comprise an adjuvant. Examples of chemical compounds
that can be used as adjuvants include, but are not limited to aluminum compounds (e.g., aluminum hydroxide), metab-
olizable and non-metabolizable oils, mineral oils including mannide oleate derivatives in mineral oil solution (e.g., MON-
TANIDE ISA 70 from Seppic SA, France), and light mineral oils such as DRAKEOL 6VR, block polymers, ISCOM’s
(immune stimulating complexes), vitamins and minerals (including but not limited to: vitamin E, vitamin A, selenium, and
vitamin B 12) and CARBOPOL®.

[0148] Other suitable adjuvants, which sometimes have been referred to as immune stimulants, include, but are not
limited to: cytokines, growth factors, chemokines, supernatants from cell cultures of lymphocytes, monocytes, cells from
lymphoid organs, cell preparations and/or extracts from plants, bacteria or parasites (Staphylococcus aureus or lipopol-
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ysaccharide preparations) or mitogens.

[0149] Generally, an adjuvant is administered at the same time as an antigen of the present invention. However,
adjuvants can also, or alternatively be administered within a two-week period prior to the vaccination, and/or for a period
of time after vaccination, i.e., so long as the antigen, e.g., a polypeptide comprising an amino acid sequence as provided
in SEQ ID NO:2 or SEQ ID NO:3 or an antigenic fragment thereof, persists in the tissues.

[0150] Immunogenic compositions according to the invention may include the polypeptides and nucleic acid molecules
described herein, or immunogenic fragments thereof, and may be administered using any form of administration known
in the art or described herein. In some embodiments of the invention, the immunogenic composition or vaccine may
include a live bacterial pathogen, a killed bacterial pathogen, or components thereof. Live bacterial pathogens, which
may be administered in the form of an oral vaccine, may be attenuated so as to reduce the virulence of the bacterial
pathogen, but not its induction of an immune response. A live vaccine may be capable of colonizing the intestines of the
inoculated animal, e.g., avian.

[0151] In some embodiments, the polypeptides and nucleic acid molecules described herein, or antigenic fragments
thereof, or the mutated bacteria (e.g., attenuated bacteria) described herein may be administered to poultry, e.g., chicken,
ducks, turkeys, etc., so as to elicit an immune response e.g., raise antibodies, in the poultry. Eggs, or products thereof,
obtained from such poultry, that exhibit an immune response against the polypeptides and nucleic acid molecules
described herein, or immunogenic fragments thereof, may be administered to an animal, e.g., humans, cattle, goats,
sheep, etc., to elicit an immune response to the polypeptides and nucleic acid molecules described herein, or immuno-
genic fragments thereof, in the animal. Methods of raising antibodies in poultry, and administering such antibodies, are
described in for example, U.S. Pat. No. 5,750,113 and U.S. Pat. No. 6,730,822.

[0152] The immunogenic compositions and vaccines according to the invention may be further supplemented by the
addition of other recombinant or purified antigens which may result in the production of antibodies of a variety of spe-
cificities when administered to an animal subject. Not all of these antibodies need to be protective against a disease. In
a particular embodiment of this type, such antigens are also from C. perfringens. Thus, a vaccine of the present invention
may contain various other active or inactivated pathogenic factors, along with the polypeptide of the invention. Therefore,
in accordance with the present invention, the polypeptide of the invention can be combined with other clostridial and
non-clostridial cells, toxoids, and extracts.

[0153] The additional antigens may comprise a viral antigen and/or a bacterial antigen and/or a parasite antigen. For
example, the antigen may be derived from a micro-organism including, but not limited to, species of Corynebacteria,
Mycoplasma, Listeria, Borrelia, Chlamydia, Clostridia, Coxiella, Eysipelothrix, Flavobacteria, Staphylococcus, Es-
cherichia, Salmonella, Campylobacter, and Streptococcus Examples of fungal and parasitic avian pathogens known to
infect poultry are species of Amoebotaenia, Aproctella, Ascaridia, Aspergillus, Candida, Capillaria, Cryptosporidium,
Cyathostroma, Dispharynx, Eimeria, Fimbriaria, Gongylonemia, Heterakis, Histomonas, Oxyspirura, Plasmodium, Rail-
lietina, Strongyloides, Subulura, Syngamus, Tetrameres, and Trichostrongylus. Viruses known to infect poultry include
adenoviruses (e.g., hemorrhagic enteritis virus), astroviruses, coronaviruses (e.g., Infectious bronchitis virus), para-
myxoviruses (e.g., Newcastle disease virus), picomaviruses (e.g., avian encephalomyelitis virus), pox viruses, retrovi-
ruses (e.g., avian leukosis/sarcoma viruses), reoviruses, and rotaviruses.

[0154] A multivalent vaccine of the present invention can also comprise one or more of the following antigens: C.
perfringens beta toxin, C. perfringens beta 2 toxin, C. perfringens enterotoxin, C. perfringens epsilon toxin, C. perfringens
iota toxin, C. perfringens kappa toxin, C. perfringens lambda toxin, C. perfringens theta toxin, C. sordellii hemorrhagic
toxin, C. sordellii lethal toxin, C. difficile A toxin, C. difficile B toxin, C. septicum alpha toxin, C. novyi alpha toxin, and C.
novyi beta toxin.

[0155] Theimmunogenic compositionsand vaccinesofthe presentinvention may be administered as a liquid, emulsion,
dried powder and/or in a mist through any parenteral route, intravenously, intraperitoneally, intradermally, by scarification,
subcutaneously, intramuscularly, or inoculated by a mucosal route, e.g., orally, intranasally, as an aerosol, by eye drop,
by in ovo administration, or implanted as a freeze dried powder.

[0156] Administration of the polypeptide and nucleic acid molecules described herein, or immunogenic fragments
thereof, the mutated bacteria (e.g., attenuated bacteria) and/or the immunogenic compositions described herein may
be conveniently achieved by injection into the egg of an avian, (e.g., poultry) and generally injection into the air sac.
Notwithstanding that the air sac is the preferred route of in ovo administration, other regions such as the yolk sac or
chorion allantoic fluid may also be inoculated by injection. The hatchability rate might decrease slightly when the air sac
is not the target for the administration although not necessarily at commercially unacceptable levels. The mechanism
of injection is not critical to the practice of the present invention, although it is preferred that the needle does not cause
undue damage to the egg or to the tissues and organs of the developing embryo or the extra-embryonic membranes
surrounding the embryo.

[0157] Generally, a hypodermic syringe fitted with an approximately 22 gauge needle is suitable. The method of the
present invention is particularly well adapted for use with an automated injection system, such as those described in US
4,903,635, US 5,056,464, US 5,136,979 and US 20060075973.
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[0158] Also described herein are methods of providing passive immunity to the progeny of a female animal (e.g., a
pregnant female) comprising administering a vaccine of the present invention to the female animal (e.g., mother) prior
to the birth of her progeny. "Passive immunity" refers to transfer of immunity from mother to progeny and can be accom-
plished inter alia through the ingestion of colostrums, as occurs in mammals, or the absorption of antibody into the
bloodstream from the egg yolk, as occurs in poultry.

[0159] In one embodiment, the female is an avian and the vaccine is administered to the avian female prior to her
laying of the eggs that comprise the progeny. In this manner her progeny are provided passive immunity. In one such
embodiment, the avian is poultry. Preferably, the poultry is a chicken, turkey or duck.

[0160] The immunogenic compositions and vaccines of the present invention may comprise a pharmaceutically ac-
ceptable carrier. A pharmaceutically acceptable carrier includes a veterinarily acceptable carrier. In a specific embodi-
ment, the term "pharmaceutically acceptable" means approved by a regulatory agency of the Federal or a state govern-
ment or listed in the U.S. Pharmacopeia or other generally recognized pharmacopeia for use in animals, and more
particularly in humans. The term "carrier" refers to adiluent, excipient, orvehicle with which the therapeutic is administered.
Such pharmaceutical carriers can be sterile liquids, such as water and oils, including those of petroleum, animal, vegetable
or synthetic origin, such as peanut oil, soybean oil, mineral oil, sesame oil and the like.

[0161] Generally, the ingredients of formulations of the invention are supplied either separately or mixed together in
unit dosage form, for example, as a dry lyophilized powder or water free concentrate in a hermetically sealed container
such as an ampoule or sachet indicating the quantity of active agent.

[0162] Also provided are compositions comprising a polypeptide of the invention, polynucleotide of the invention,
vector of the invention and/or host cell of the invention. As would be appreciated by the skilled person, the compositions
may comprise suitable carriers or excipients.

DNA Vaccines

[0163] DNA vaccination involves the direct in vivo introduction of DNA encoding an antigen into cells and/or tissues
of a subject for expression of the antigen by the cells of the subject’s tissue. Such vaccines are termed herein "DNA
vaccines" or "nucleic acid-based vaccines." Examples of DNA vaccines are described in US 5,939,400, US 6,110,898,
WO 95/20660 and WO 93/19183. The ability of directly injected DNA that encodes an antigen to elicit a protective
immune response has been demonstrated in numerous experimental systems (see, for example, Conry et al., 1994;
Cardoso ef al., 1996; Montgomery ef al., 1993; Yang ef al., 1997).

[0164] A factor known to affect the immune response elicited by DNA immunization is the method of DNA delivery,
for example, parenteral routes canyield low rates of gene transfer and produce considerable variability of gene expression
(Montgomery et al., 1993). High-velocity inoculation of plasmids, using a gene-gun, enhanced the immune responses
of mice (Fynan et al., 1993), presumably because of a greater efficiency of DNA transfection and more effective antigen
presentation by dendritic cells. Vectors containing the nucleic acid-based vaccine of the invention may also be introduced
into the desired host by other methods known in the art, e.g., transfection, electroporation, microinjection, transduction,
cell fusion, DEAE dextran, calcium phosphate precipitation, lipofection (lysosome fusion), or a DNA vector transporter.

Vaccines Derived from Transgenic Plants

[0165] The term "plant” refers to whole plants, plant organs (e.g. leaves, stems roots, etc), seeds, plant cells and the
like. Plants contemplated for use in the practice of the present invention include both monocotyledons and dicotyledons.
Exemplary dicotyledons include corn, tomato, potato, bean, soybean, and the like. Typically the transgenic plant is
routinely used as a feed source for farm animals, particularly chickens.

[0166] Transgenic plants, as defined in the context of the present invention include plants (as well as parts and cells
of said plants) and their progeny which have been genetically modified using recombinant DNA techniques to cause or
enhance production of at least one polypeptide of the present invention in the desired plant or plant organ.

[0167] Several techniques exist for introducing foreign genetic material into a plant cell, and for obtaining plants that
stably maintain and express the introduced gene. Such techniques include acceleration of genetic material coated onto
microparticles directly into cells (see, for example, US 4,945,050 and US 5,141,131). Plants may be transformed using
Agrobacterium-technology (see, for example, US 5,177,010, US 5,104,310, US 5,004,863, US 5,159,135). Electropo-
ration technology has also been used to transform plants (see, for example, WO 87/06614, US 5,472,869, 5,384,253,
WO 92/09696 and WO 93/21335). In addition to numerous technologies for transforming plants, the type of tissue which
is contacted with the foreign genes may vary as well. Such tissue would include but would not be limited to embryogenic
tissue, callus tissue type | and I, hypocotyl, meristem, and the like. Almost all plant tissues may be transformed during
development and/or differentiation using appropriate techniques described herein.

[0168] A number of vectors suitable for stable transfection of plant cells or for the establishment of transgenic plants
have been described in, e.g., Pouwels et al., Cloning Vectors: A Laboratory Manual, 1985, supp. 1987; Weissbach and
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Weissbach, Methods for Plant Molecular Biology, Academic Press, 1989; and Gelvin et al., Plant Molecular Biology
Manual, Kluwer Academic Publishers, 1990. Typically, plant expression vectors include, for example, one or more cloned
plant genes under the transcriptional control of 5’ and 3’ regulatory sequences and a dominant selectable marker. Such
plant expression vectors also can contain a promoter regulatory region (e.g., a regulatory region controlling inducible or
constitutive, environmentally- or developmentally-regulated, or cell- or tissue-specific expression), a transcription initia-
tion start site, aribosome binding site, an RNA processing signal, a transcription termination site, and/or a polyadenylation
signal.

[0169] Examplesof plant promotersinclude, butare notlimited to ribulose-1,6-bisphosphate carboxylase small subunit,
beta-conglycinin promoter, phaseolin promoter, ADH promoter, heat-shock promoters and tissue specific promoters.
Promoters may also contain certain enhancer sequence elements that may improve the transcription efficiency. Typical
enhancers include but are not limited to Adh-intron 1 and Adh-intron 6.

[0170] Constitutive promoters direct continuous gene expression in all cells types and at all times (e.qg., actin, ubiquitin,
CaMV 358). Tissue specific promoters are responsible for gene expression in specific cell or tissue types, such as the
leaves or seeds (e.g., zein, oleosin, napin, ACP, globulin and the like) and these promoters may also be used. Promoters
may also be active during a certain stage of the plants’ development as well as active in plant tissues and organs.
Examples of such promoters include but are not limited to pollen-specific, embryo specific, corn silk specific, cotton fiber
specific, root specific, seed endosperm specific promoters and the like.

[0171] Under certain circumstances it may be desirable to use an inducible promoter. An inducible promoter is re-
sponsible for expression of genes in response to a specific signal, such as: physical stimulus (heat shock genes); light
(RUBP carboxylase); hormone (Em); metabolites; and stress. Other desirable transcription and translation elements
that function in plants may be used.

[0172] In addition to plant promoters, promoters from a variety of sources can be used efficiently in plant cells to
express foreign genes. For example, promoters of bacterial origin, such as the octopine synthase promoter, the nopaline
synthase promoter, the mannopine synthase promoter; promoters of viral origin, such as the cauliflower mosaic virus
(35S and 19S) and the like may be used.

[0173] A number of plant-derived edible vaccines are currently being developed for both animal and human pathogens
(Hood and Jilka, 1999). Immune responses have also resulted from oral immunization with transgenic plants producing
virus-like particles (VLPs), or chimeric plant viruses displaying antigenic epitopes (Modelska et. al., 1998; Kapustra et
al., 1999). It has been suggested that the particulate form of these VLPs or chimeric viruses may result in greater stability
of the antigen in the stomach, effectively increasing the amount of antigen available for uptake in the gut (Modelska et
al. 1998).

Feed

[0174] Inone embodiment, a composition of the invention is a feed or feedstuff. For purposes of the present invention,
"feed" or "feedstuffs" include any food or preparation for human or animal consumption (such as cattle, horses, goats
and sheep) (including for enteral and/or parenteral consumption) which when taken into the body (a) serve to nourish
or build up tissues or supply energy; and/or (b) maintain, restore or support adequate nutritional status or metabolic
function.

[0175] The feeds include nutritional substances such as edible macronutrients, vitamins, and/or minerals in amounts
desired for a particular use. The amounts of these ingredients will vary depending on whether the composition is intended
for use with normal individuals or for use with individuals having specialized needs, such as individuals suffering from
metabolic disorders and the like.

[0176] Examples of substances with nutritional value include, but are not limited to, macronutrients such as edible
fats, carbohydrates and proteins. Examples of such edible fats include, but are not limited to, coconut oil, borage oil,
fungal oil, black current oil, soy oil, and mono- and diglycerides. Examples of such carbohydrates include (but are not
limited to): glucose, edible lactose, and hydrolyzed starch. Additionally, examples of proteins which may be utilized in
the nutritional composition of the invention include (but are not limited to) soy proteins, electrodialysed whey, electrodi-
alysed skim milk, milk whey, or the hydrolysates of these proteins.

[0177] With respect to vitamins and minerals, the following may be added to the feed compositions of the present
invention: calcium, phosphorus, potassium, sodium, chloride, magnesium, manganese, iron, copper, zinc, selenium,
iodine, and Vitamins A, E, D, C, and the B complex. Other such vitamins and minerals may also be added.

[0178] The components utilized in the feed compositions of the present invention can be of semi-purified or purified
origin. By semi-purified or purified is meant a material which has been prepared by purification of a natural material or
by de novo synthesis.

[0179] In an embodiment, the polypeptide of the invention is used in the production of the feed. For example, feed
comprising the polypeptide of the invention can be used for vaccinating animals to provide at least partial protection
from infection and/or colonization by a bacterial pathogen expressing a polypeptide with toxin activity, Preferably, the
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bacterial pathogen expresses a polypeptide comprising an amino acid sequence which is at least 40% identical to SEQ
ID NO:2 and/or-SEQ ID NO:3. In one embodiment, the bacterial pathogen is from the genus Clostridium, for example,
the bacterial pathogen is Clostridium perfringens.

[0180] In another embodiment, the feed comprises a transgenic plant of the invention, and/or a part of said plant,
and/or an extract of said plant.

Agonists and Antagonists - Assays and Molecules

[0181] The polypeptides of the invention may be employer in a screening process for compounds which activate
(agonists) or inhibit (antagonists) the toxin activity of the polypeptide.

[0182] Examples of potential antagonists include antibodies, oligosaccharides and derivatives thereof. A potential
antagonist includes a small molecule which binds to the polypeptide of the invention, making it inaccessible to a substrate
of the polypeptide. Examples of small molecules include, but are not limited to, small peptides or peptide-like molecules.
The small molecules may mimic the structure of a substrate of the polypeptide according to the invention.

[0183] The invention also comprehends high-throughput screening (HTS) assays to identify compounds that interact
with or inhibit the biological activity (i.e., affect enzymatic activity) of a polypeptide having toxin activity. HTS assays
permit screening of large numbers of compounds in an efficient manner. HTS assays are designed to identify "hits" or
"lead compounds" having the desired property, from which modifications can be designed to improve the desired properly.
Chemical modification of the "hit" or "lead compound" is often based on an identifiable structure/activity relationship
between the "hit" and the toxin polypeptide.

[0184] Antagonists of the polypeptide of the invention may be utilised to protect animals from disease by adding them
to the animals feed or drink. Such treatment can reduce the load of active environmentally derived organisms that the
animal is exposed to. Accordingly, the invention provides feed and/or drink comprising an antagonist of the polypeptides
ofthe invention. The antagonist may be, for example, an antibody which binds a polypeptide of the invention. The present
invention also provides the use of feed and/or drink comprising such antagonists to reduce infection and/or colonization
of an animal with a bacteria which expresses a polypeptide of the invention.

EXAMPLES
Example 1. Clostridium perfringens NetB toxin

Sequencing of the gene encoding NetB

[0185] 10 ng of genomic DNA isolated from Clostridium perfringens strain EHE-NE18 was used to obtain sequence
reads, contigs and sequence quality scores. An amino acid sequence was deduced from the nucleotide sequence.
Prediction of a signal peptide was performed using the SignalP v 3.0 program (Bendtsen et al., 2004). Sequences
homologous to the deduced amino acid sequence were searched using the gapped BLAST program (Altschul et al., 1997).
[0186] The nucleotide sequence of the gene encoding NetB is provided as SEQ ID NO:1 and the amino acid sequence
of NetB including the signal sequence is provided as SEQ ID NO:3. The signal peptide sequence is cleaved from the
mature secreted protein (SEQ ID NO:2). A BLAST search identified C. perfringens beta-toxin as sharing less than 39%
identity with NetB (Figure 1).

Purification of Recombinant NetB and generation of rabbit anti-rNetB antisera

[0187] The netB gene was PCR amplified and cloned into pENTR/SD/D-TOPO and sub-cloned, in frame, into the
expression vector pDest41BA. Protein was purified on a nickel affinity column followed by gel filtration (S200). Peak
fractions were pooled and TEV cleaved and reloaded onto a nickel column to remove uncleaved protein and the TEV.
Recombinant protein (~1.3 mg) was sent to Chemicon for antibody production (Chemicon-Millipore, CA, USA). The anti-
rNetB antiserum was used in Western blot analysis of C. perfringens strains and for neutralization studies.

Native NetB purification

[0188] C. perfringens EHE-NE18 was grown in TPG broth until OD600nm of 0.6. Culture supernatant (3 L) was obtained
by centrifugation at 18 000 g for 15 min at 4°C. The supernatant was concentrated 5 x using ultrafiltration (Amicon 8400)
through a 10 kDa membrane (DIAFLO® YM10-76 mm, Amicon) followed by 40% (w/v) (NH,),SO, precipitation at 4°C
overnight and separated by centrifugation at 18 000 g for 2 h at 4°C. The precipitant containing the toxin was concentrated
20times (100 times in total) and dialysed against 10mM Tris-HCI pH 7.2 over 48 h at 4°C. Proteins were chromatographed
in Sepharose Q FF (GE) anion exchange resin with Tris buffer (pH 8.5) and flow through collected.
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Example 2. Generation of C. perfringens mutant strain lacking the toxin

[0189] DNAmanipulations were carried outaccording to standard techniques. Oligonucelotides used in the construction
of the suicide plasmid were AKP60 (SEQ ID NO:7), AKP61 (SEQ ID NO:8), AKP58 (SEQ ID NO:9) and AKP59 (SEQ
ID NO:10). All amplified products were cloned into the cloning vector pPGEM®-T Easy vector system (Promega) and
subsequently subcloned as required. The marked, partial deletion, suicide plasmid, pALK16, was constructed by cloning
fragments of the netB gene region on either side of the catP cassette in pALK1 and resulted in a 541 bp deletion of the
netB gene. First, a 1490 bp Mfel-Spel fragment amplified using AKP60 and AKP61 was directionally cloned into the
EcoRI-Spel sites of pALK1, followed by cloning a 1937 bp BamHI-Nhel fragment amplified using AKP58 and AKP59
into the BamH|-Nhel sites of the resultant plasmid. Finally ermB and oriT amplified from pJIR1457 was blunt end cloned
into the Smal site. The final suicide plasmid pALK16 was introduced into C. perfringens strain EHE-NE18 as described
previously (Scott and Rood, (1989)). After growth at 37°C on TSC supplemented with thiamphenicol, colonies were
cross-patched onto TSC supplemented with erythromycin to confirm a double crossover event had occurred. The colonies
that grew on the appropriate antibiotics were selected for further analysis. Chromosomal DNA was prepared and PCR
and Southern blot analysis was used to confirm that the mutants were derived from double crossover events within the
netB gene region. The complementation plasmid, pALK20, was constructed by cloning the full length netB gene into the
C. perfringens shuttle vector pJIR1457 and introduced into both mutants. Complementation was confirmed using eryth-
romycin selection and testing in a cytotoxicity assay. A schematic diagram of the NE18-AnefB chromosome region is
shown in Figure 2.

Example 3. Assay of NetB activity

[0190] A cytotoxicity assay was performed on C. perfringens EHE-NE18 culture supernatant. LMH cells were cultured
until 70% confluence in 24 well plates coated in 0.2% gelatine and grown in EMEM medium at 37°C. Culture supernatant
was added to the medium with 2 fold dilution across the plate up to 1:32 and incubated for up to 16 h at 37°C. The LMH
cells incubated in the presence of either neat TPG culture media (Figure 3a); C. perfringens EHE-NE18 culture super-
natant, 1:16 dilution (Figure 3b); C. perfringens JIR325 non-necrotic enteritis strain 13 culture supernatant, 1:2 dilution
(Figure 3c); or C. perfringens NE18-M1 (p/c mutant not expressing alpha-toxin) culture supernatant, 1:16 dilution (Figure
3d). Cytopathic effects (CPE) were observed under a light microscope at 100 x magnification.

[0191] Normal cells (Figure 3a) look healthy, however, addition of culture supernatant from a strain producing NetB
causes the cells to round-up and die (Figure 3b). Supernatant from a strain that does not express NetB did not affect
the cells (Figure 3c). Deletion of the alpha-toxin gene does not affect the ability of the culture supernatant to kill cells
(Figure 3d).

Example 4. Complementation of C. perfringens netB toxin mutants

[0192] The NE18-Deleted netB1 strain (netB negative strain) was complemented with a pALK20 netB complementation
plasmid. The complemented strain of C. perfringens was then tested for toxin activity. For the cytotoxicity assay, LMH
cells were cultured until 70% confluence in 24 well plates coated in 0.2% gelatine and grown in EMEM medium at 37°C.
Culture supernatant was added to the medium with 2 fold dilution across the plate up to 1:32 and incubated for up to 16
h at 37°C. The LMH cells were incubated with either: EHE-NE18 culture supernatant, 1:16 dilution (Figure 4a); NE18-
Deleted netB1 culture supernatant, 1:2 dilution (Figure 4b); NE18-Deleted netB1 + pJIR1457 (shuttle plasmid) culture
supernatant, 1:2 dilution (Figure 4c); NE18-Deleted nefB1 + pALK20 (netB-complementation plasmid) culture superna-
tant, 1:16 dilution (Figure 4d); neat TPG culture media (Figure 4e); or column purified recombinant NetB, 1:8 dilution
(Figure 4d).

[0193] Deletion of the netB gene abolished killing activity in the cell culture assay. Complementation of the mutant
with the gene cloned onto a plasmid restored killing activity. Recombinant NetB protein kills the cultured cells.

Examples 5. quantitative assay of cell killing by toxin protein

[0194] To determine the ability of NetB to kill cells, a lactate dehydrogenase cytotoxicity assay was performed on LMH
cells treated with NetB. The LMH cells were cultured until 70% confluence in 96 well plates coated in 0.2% gelatine and
grown in EMEM medium at 37°C. Semi purified NetB from NE18-M1 was added to the medium with 2 fold dilution across
the plate up to, 1:128 and incubated for 4 h at 37°C. LDH released in the supernatant was measured as an indicator of
cytolysis with a Cyto-Tox (Promega) kit and given as a percentage cytotoxicity. Each dilution was done in triplicate and
SEM calculated for each dilution (Figure 5).
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Example 6. netB mutant strains in a chicken disease model

[0195] Groups of 11 birds were challenged with either the wild-type strain of C. perfringens (NE18) or netB deleted
mutants of the strain (NE18-NetB-M1 and NE 18-NetB-M2) at 20 and 21 days of age. At 24 days of age the birds were
necropsied to score necrotic lesions in the gut. Segments of ileum or jejunum measuring approximately 2-4 cm were
collected into 10% neutral sodium phosphate buffered formalin. The small intestine samples were cross-sectioned at 4
mm intervals and segments were processed to paraffin embedded blocks for routine histology and cut at 4-5 pum and
stained with haematoxylin and eosin (HE). Histology slides were examined by light microscopy. The guts were scored
according to the number of necrotic lesions: 0- No lesions, 1- Thin walled and friable intestines, 2 - Focal necrosis or
ulceration (1-5 foci), 3 - Focal necrosis or ulceration (6-15 foci), 4 - Focal necrosis or ulceration (16 or more foci), 5 -
Patches of necrosis 2-3 cm long, 6 - Diffuse necrosis typical of field cases. The wild-type strain showed a significant
level of disease whereas neither of the independently isolated mutants showed any sign of disease. We conclude that
NetB is a major virulence factor necessary for disease pathogenesis.

Table 2 NetB mutant strains have reduced virulence in a chicken disease model.

Challenge strain
Bird No.
NE18 NE18-NetB-M1 NE18-NetB-M2

1 3 0 0

2 2 0 0

3 0 0 0

4 0 0 0

5 0 0 0

6 4 0 0

7 2 0 0

8 3 0 0

9 0 0 0

10 3 0 0

11 0 0 0

Average lesion score 1.55 0 0
No. of affected birds in group 6 0 0
Weighted score - Av. X No., 9.3 0 0

Example 7. Survey for toxin in C. perfringens strains

PCR survey for toxin in C. perfringens strains

[0196] The presence of the netB gene in NE and non-NE strains of C. perfringens was investigated by PCR. For each
of the C. perfringens strains tested a single colony was suspended in 0.1 ml distilled water and boiled for 10 min and
then centrifuged at 10 000 g for 10 min. The supernatants were collected and used as template DNAs in PCR. PCR
was performed in a total of 25 ul reaction mixture containing: 1x PCR buffer (Mg2* free); 2.5 mM MgCl,; 0.2 mM dNTP
mixture; 2.5 units of Go Tag DNA polymerase (Promega); 50 pM of primers AKP78 and AKP79; and 5 pl template
solution. The following conditions were used in the PCR: denaturation at 94°C for 2 min; 35 cycles of denaturation at
94°C for 30 s; annealing at 55°C for 30 s; and extension at 72°C for 1 min; with the final extension step at 72°C for 12
min. PCR products were analysed by electrophoresis on 1.5 % agarose gels as shown in Figure 6: a. NE strains; b.
Non-NE strains. The 384 bp netB fragment is seen in most C. perfringens strains isolated from necrotic enteritis diseased
chickens. The netB specific PCR fragment is not seen in any other strains. This indicated that the presence of the netB
gene was a good indicator of C. perfringens virulence in chickens and such an assay can be used to detect potentially
virulent strains.

23



10

15

20

25

30

35

40

45

50

55

EP 2 164 862 B1

Western blot survey for presence of toxin in C perfringens strains

[0197] C. perfringens strains were grown in pre-boiled TPG broths until OD600nm ~0.6. Culture supernatant was
obtained by centrifugation at 18 000 g for 10 min. Supernatants were separated by SDS-PAGE (NUPAGE novel 4-12%
Bis-Tris gel, Invitrogen) in MES SDS running buffer (NUPAGE ®MES SDS Running Buffer, Invitrogen). Proteins were
transferred onto PDVF (Millipore) membrane and probed with rabbit polyclonal anti-rNetB antibody (Chemicon, USA).
Blots were developed with ECL Western Blotting kit (Amersham Biosciences, NJ, USA) and results recorded on auto-
radiographic film as shown in Figure 7. Brackets indicate NE and non-NE C. perfringens strains. The western blot results
confirmed the results of the PCR survey - the gene and protein are present in most NE derived strains but not in non-
NE strains. This antibody based detection method is another way to detect potentially virulent strains.

Example 8. Protective efficacy of recombinant NetB subunit vaccine

[0198] The efficacy of recombinant NetB protein (SEQ ID NO:2) when delivered as a subunit vaccine was tested in a
vaccination trial.

Vaccination trial 1193-4

[0199] Ross 308 broiler chickens (Aviagen) were vaccinated with 50 g recombinant NetB as antigen per dose in 0.5
ml Aluminium hydroxide adjuvant. The birds where vaccinated at day 7 and day 14 and challenged at days 20 and 21
with 1.5 ml oral dose of Clostridium perfringens strain EHE-NE18. To increase the susceptibility of birds to necrotic
enteritis they were feed a high protein diet containing fish meal during the challenge period. Birds were euthanased and
necropsied on day 25 to score necrotic enteritis gut lesions.

[0200] Lesions were scored according the following scheme:

No lesions

Thin walled and friable intestines

Focal necrosis or ulceration (1-5 foci)

Focal necrosis or ulceration (6-15 foci)

Focal necrosis or ulceration (16 or more foci)
Patches of necrosis 2-3 cm long

Diffuse necrosis typical of field cases

OO WN =20

Results

[0201] Average lesion score of chickens vaccinated with NetB recombinant antigen and adjuvant control chickens are
provided in Table 3.

Table 3. Average lesion score of chickens vaccinated with NetB recombinant antigen.

Group Number | Average Number affected (Normalised to | Average x Number (Normalised to
of birds lesion group of 10) group of 10)
score
Adjuvant control 27 1.74 5.93 12.37
(NE18
challenge)
NetB vaccinated 18 0.21 2.1 0.46
(NE18
challenge)

[0202] Statistical analysis of the lesion scores using a Mann-Whitney test shows that the difference between the NetB
vaccinated group and the Adjuvant control group is statistically significant at greater than 95% confidence.

Example 9. Western blot analysis of sera from vaccinated birds

[0203] Sera from vaccinated chickens were analysed by Western blot to determine if the chickens produced serum
antibodies to NetB protein. 4 ug of recombinant NetB antigen was loaded per well in a polyacrylamide gel and subject
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to SDS-PAGE. Protein was transferred to PVDF membrane by Western Blot. Sera from vaccinated birds was diluted
1:1000 in 5% skim milk in TBS/0.5% Tween 20 and incubated with the membrane at room temperature for 1 hour. The
membrane was washed 3 times with TBS/0.5% Tween 20 and subsequently incubated with goat anti-chicken HRP
antibodies (KPL; Cat# 14-24-06; Lot# 050860) diluted 1:10,000 in 5% skim milk in TBS/0.5% Tween 20 for 1 hour at
room temperature. Following incubation the membrane was washed 3 times with TBS/0.5% Tween 20. HRP-labelled
secondary antibodies were detected with GE Healthcare ECL Western blotting reagents (Cat# RPN2106) according to
manufacturers instructions. The majority of the birds vaccinated with recombinant NetB produced serum antibodies to
the NetB protein (Figure 8) indicating that the vaccine used was capable of inducing a significant immune response to
the NetB antigen.

Example 10. Repeat of vaccination and challenge procedure

Vaccination trial 1219-1

[0204] The results produced in trial 1193-4 were tested for reproducibility by repeating the vaccination and challenge
procedure with an independently prepared batch of recombinant NetB protein. The results of the repeat trial are provided
in Table 4.

Table 4. NetB vaccinated group versus Adjuvant control.

Group Number Average Number Average xNumber (Normalised to group
of birds lesion score affected of 10)

Adjuvant control (NE18 9 2.33 7 18.1

challenge)

NetB vaccinated (NE18 1M 0.64 3 1.74

challenge)

[0205] Statistical analysis of the lesion scores using a Mann-Whitney test showed that the difference between the
NetB vaccinated group and the Adjuvant control group was statistically significant at greater than 95% confidence.

Vaccination trial 1250-1

[0206] Usingthe same vaccination and challenge protocol as the previous trials, the live weights of birds was measured
at necropsy. The average weight of each of the negative control, positive control and NetB vaccinated birds are provided
in Table 5.

Table 5. Live weight of NetB vaccinated birds versus Positive control group.

Group Number of birds | Average weight(g) | Std. Dev. (g)
Negative control (No challenge) 23 930 105.5
Positive control (NE18 challenge) 22 798 107.5
NetB vaccinated (NE18 challenge) 22 914 85.7

[0207] Statistical analysis using an unpaired t-test of the bird weights shows that the weight difference between the
NetB vaccinated group and the Positive control group is statistically significant at greater than 99% confidence (P=
0.0004685). The vaccinated birds were protected from the restriction in weight gain that affects the unprotected, positive
control challenged birds.

Example 11. Protective efficacy of alternative NetB based vaccines
[0208] Invaccinationtrial 1250-1, a number of alternative vaccines were tested. The alternative vaccines were: Bacterin

plus NetB; E. coli live vector expressing NetB; and live C. perfringens (netB deletant). The alternative vaccines are
described below and the live weight of vaccinated birds versus Positive control group are provided in Table 6.
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Bacterin plus NetB

[0209] Anovernight culture of C. perfringens strain EHE-NE18 (400 ml TPG) was prepared. The culture was centrifuged
and the cell pellet and supernatant fractions retained. The cell pellet was resuspended in 20 ml of phosphate buffered
saline, sonicated to break open the cells and then treated with 0.3% formaldehyde. The supernatant was concentrated
by ultrafiltration to a volume of 20 ml and then treated with 0.3% formaldehyde. Equal volumes of the treated cell pellet,
supernatant, and adjuvant solutions were combined and recombinant NetB protein was added to a final concentration
of 100 pg/ml. 0.5 ml of this formulated vaccine was used sub-cutaneously per bird per vaccination.

E. coli live vector expressing NetB

[0210] E. coli strain CCEC31m (as described in WO 2007/025333) was transformed with a plasmid expressing netB
from its native promoter. NetB is constitutively expressed from the plasmid. Each bird was orally dosed with 0.5 ml of
an overnight culture (Luria broth) at day 2.

Live C. perfringens (netB deletant)

[0211] A netB deleted mutant derivative of C. perfringens EHE-NE18 was grown in fluid thoiglycolate broth and 0.5ml
was orally inoculated to 2 day old birds.

Table 6. Live weight of vaccinated birds versus Positive control group.

Group Number of birds | Average weight (g) | Std.Dev.(g)
Bacterin plus NetB 21 895 97

E. coli live vector expressing NetB 23 877 127.5
Live C. perfringens (netB deletant) 23 924 101

[0212] Statistical analysis using an unpaired t-test of the bird weights shows that the weight difference between the
Bacterin plus NetB vaccinated group and the Positive control group is statistically significant at greater than 99% con-
fidence (P= 0.003879), the weight difference between the E. coli live vector expressing NetB vaccinated group and the
Positive control group is statistically significant at greater than 95% confidence (P=0.0217605) and the weight difference
betweenthelive C. perfringens strain with deleted netB gene vaccinated group and the Positive controlgroup is statistically
significant at greater than 99% confidence (P= 0.0003855). These results indicate that the different vaccines can all
protect birds from the restriction in weight gain that is seen in the unvaccinated challenged birds.

[0213] It will be appreciated by persons skilled in the art that numerous variations and/or modifications may be made
to the invention as shown. The present embodiments are, therefore, to be considered in all respects as illustrative and
not restrictive.

[0214] Anydiscussion of documents, acts, materials, devices, articles or the like which has been included in the present
specification is solely for the purpose of providing a context for the present invention. It is not to be taken as an admission
that any or all of these matters form part of the prior art base or were common general knowledge in the field relevant
to the present invention as it existed before the priority date of each claim of this application.
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atcattttac aagtttaact tgattattac ttatttttgc ataaatttta_atéaaattta 60
tgcaaaaata gaatttaaaa tagattttta tagtttttta taaattaaga atactaaaca 120
aaéaaccagt tatgtataaa ttftgéééag ttttaccaaa gttattgaa; ataﬁcaaata 180
aacaagtgat aataactata ataatattat aaaggaggaa ttattttgaé aagattaaaa 240
attafttca# ttacactagt tcttacaagt gtaéttagta caagcctttt_ttcaactcaa 300
actcaagtﬁﬁ ttgcaagtga attaaatgéc ataaacaaaa ttgagttgaa aaa£cﬁaagt ‘360
ggagaaataa taaaagaaaa tggaaaggaa gctattaaat agactkcfag tgataccgct 420
tcacataaag gttggaaggc aactttaagt ggaacattta ttgaagatcc tcattctgat 480
aagaaaactg ctttattaaa tttagaagga tttatacctt ctgataaaca gatttttggt ‘540
tctaaatatt acggaaaaat gaaatggcct gaaacttata gaattaatgt aaaaagtgct 600
gatgtaaatavataatataaa aatagcaaat tctattccta aaaatactat agataaaaaa 660
gatgtatcta-a;tcaattgg ttattctata ggéggtaata tatctgttga aggaaaaact 720
gctggtgctyg gaataaatgc ttcatataat gtccaaaata ctataagcta tgaacaacct 780
gattttagaa caattcaaag aaaagatgaﬁ gcaaatttag catcatggga fataaaattt 840
gttgagacfé aggacggtta taatatagat tcttatcatg ctatttétgg aaatcaatta 900
ttcatgaaaf caagattgta taataatggt gataaaaatt tcacagatga tagagattta 960
tcaacattaa-tttctggtgg‘attttcaccc aatatggctt tagcattaac agcécctaaa 1020
aatgctéaaé aétctgtaatvaatagttgaa tatcaaagat ttga£aatga ctatatttta 1080
aattgggaaa ctactcaatg gcgaggaaca aacaaacttt cgtcaacaag tgaatataac 114Q
gaatttatgt ttaaaataaa ttggcaagat cataaaatag aatattatct gtaatttaat 1200
attttattﬁt tataagtttg attaatttac aatatgattt gatttcttac aagttaatca- 1260
aégatatcaa»ﬁaaataaatt gtttttatta gaataatcat taatattaaa attggacaat 1320

<210> 2

<211> 292

<212> PRT

<213> Clostridium perfringens

<400> 2
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: 260

Ala Pro Asn Gly Thr
275

Glu Arg Asn Cys Tyr
290
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305
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<210>5
<211> 20
<212> DNA
<213> Atrtificial

<220>
<223> oligonucleotide primer

<400> 5
gctggtgetg gaataaatge 20

<210> 6
<211> 20
<212> DNA
<213> Atrtificial

<220>
<223> Oligonucleotide primer

<400> 6
tcgccattga gtagtttcce 20

<210> 7
<211> 26
<212> DNA
<213> Atrtificial

<220>
<223> Oligonucleotide primer

<400> 7
gcaattggca agatcataaa atagaa

<210> 8.
<211> 27
<212> DNA
<213> Atrtificial

<220>
<223> Oligonucleotide primer

<400> 8
ccctaggtat tttcttatcg ctacttg
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Glu

Leu
310

Ile

27

Tyi"

Leu

Glu
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<210> 9
<211> 27
<212> DNA
<213> Atrtificial

<220>
<223> Oligonucleotide primer

<400> 9
gggatccaat tgtaaacatt cctgata 27

<210> 10
<211> 31
<212> DNA
<213> Atrtificial

<220>
<223> Oligonucleotide primer

<400> 10
agctagctat tattatttac atcagcactt t 31
Claims
1. A substantially purified and/or recombinant polypeptide, wherein the polypeptide comprises:
i) an amino acid sequence as provided in SEQ ID NO:2,
ii) an amino acid sequence which is at least 80% identical to SEQ ID NO:2, and/or
i) an antigenic fragment of i) or ii),
wherein i), ii) and iii) are capable of raising an immune response against the amino acid sequence as provided in
SEQ ID NO: 2.

2. The polypeptide of claim 1, wherein the polypeptide has toxin activity, or the polypeptide has reduced toxin activity
compared to a polypeptide encoded by SEQ ID NO:2, or the polypeptide is a toxoid.

3. The polypeptide of claim 1 or claim 2, wherein the polypeptide comprises an amino acid sequence which is at least
95% identical to SEQ ID NO:2, and/or an antigenic fragment of thereof, wherein the polypeptide or antigenic fragment
thereof is capable of raising an immune response against the amino acid sequence as provided in SEQ ID NO: 2.

4. The polypeptide according to any one of claims 1 to 3, wherein the antigenic fragment is at least 10 amino acids in
length.

5. The polypeptide according to any one of claims 1 to 3, wherein the antigenic fragment is at least 20 amino acids in
length.

6. The polypeptide according to any one of claims 1 to 3, wherein the antigeriic fragment is at least 60 amino acids in
length.

7. The polypeptide according to any one of claims 1 to 3, wherein the antigenic fragment is at least 100 amino acids
in length.

8. An isolated and/or recombinant polynucleotide comprising:

i) a sequence of nucleotides as provided in SEQ ID NO: 1,
i) a sequence of nucleotides encoding a polypeptide according to any one of claims 1 to 7, and/or
ii) a sequence of nucleotides which is at least 80% identical to SEQ ID NO: 1,
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20.
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wherein the polynucleotide encodes a polypeptide which is capable of raising an immune response against the
amino acid sequence as provided in SEQ ID NO: 2.

A vector comprising the polynucleotide according to claim 8.

A host cell comprising the recombinant polypeptide according to any one of claims 1 to 7, the recombinant polynu-
cleotide of claim 8 and/or the vector of claim 9.

A method for producing an isolated polypeptide according to any one of claims 1 to 7, the method comprising
cultivating a host cell according to claim 10, or a vector of claim 9 encoding said polypeptide, under conditions which
allow expression of the polynucleotide encoding the polypeptide, and isolating said polypeptide.

A substantially purified antibody that binds specifically to a polypeptide according to any one of claims 1to 7.

A composition comprising the polypeptide according to any one of claims 1 to 7, the polynucleotide of claim 8, the
vector of claim 9, the host cell of claim 10, and/or the antibody of claim 12.

A vaccine comprising an antigen, wherein the antigen comprises a polypeptide according to any one of claims 1to 7.

A DNA vaccine comprising a polynucleotide encoding a polypeptide according to any one of claims 1 to 7, wherein
upon administration to a subject the polypeptide is expressed and an immune response to the polypeptide is pro-
duced.

A method of attenuating the virulence of a bacterium which expresses a polypeptide comprising an amino acid
sequence at least 80% identical to SEQ ID NO:2, the method comprising mutating a polynucleotide sequence
encoding the polypeptide to reduce the expression and/or toxin activity of the polypeptide, whereby the attenuated
bacterium has reduced toxin activity compared to the unattenuated bacterium.

A method of determining whether a subject has been exposed to a pathogen which expresses a polypeptide com-
prising an amino acid sequence which is at least 80% identical to SEQ ID NO:2, and/or which expresses a polynu-
cleotide comprising a sequence of nucleotides which is at least 80% identical to SEQ ID NO: 1, wherein the method
comprises determining the presence or absence ofthe polypeptide ina sample obtained from the subject, determining
the presence or absence of antibodies in the sample which bind specifically to the polypeptide, and/or determining
the presence or absence of the polynuclectide in a sample obtained from the subject, wherein the presence of the
polypeptide, the antibodies, and/or the polynucleotide is indicative of exposure to the pathogen.

Feed and/or drink comprising the polypeptide according to any one of claims 1 to 7, or the antibody according to
claim 12,

A non-human transgenic organism comprising an exogenous polynucleotide encoding the polypeptide according
to any one of claims 1 to 7.

Use of the polypeptide according to any one of claims 1 to 7, the polynuclectide of claim 8, the vector of claim 9,
the host cell of claim 10, the composition of claim 13, the vaccine of claim 14 or claim 15, the bacterium produced
by the method of claim 16, and/or the feed and/or drink of claim 18 in the manufacture of a medicament for raising
an immune response in a subject.

Patentanspriiche

1.

Im Wesentlichen aufgereinigtes und/oder rekombinantes Polypeptid, wobei das Polypeptid Folgendes umfasst:
i) eine Aminosauresequenz wie in SEQ ID NO: 2 bereitgestellt,
ii) eine Aminosauresequenz, die zu mindestens 80 % mit SEQ ID NO: 2 identisch ist und/oder

iii) ein antigenes Fragment von i) oder ii),

wobei i), ii) und iii) in der Lage sind, eine Immunantwort gegen die Aminosduresequenz wie in SEQ ID NO: 2
bereitgestellt, auszulésen.
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Polypeptid nach Anspruch 1, wobei das Polypeptid Toxinaktivitat aufweist, oder das Polypeptid, verglichen mit einen
Polypeptid, das von SEQ ID NO: 2 kodiert wird, reduzierte Toxinaktivitat aufweist oder es sich bei dem Polypeptid
um ein Toxoid handelt.

Polypeptid nach Anspruch 1 oder Anspruch 2, wobei das Polypeptid eine Aminosauresequenz umfasst, die zu
mindestens 95 % mit SEQ ID NO: 2 identisch ist und/oder ein antigenes Fragment davon, wobei das Polypeptid
oder das antigene Fragment davon in der Lage sind, eine Immunantwort gegen die Aminosauresequenz, wie in
SEQ ID NO: 2 bereitgestellt, auszulosen.

Polypeptid nach einem der Anspriiche 1 bis 3, wobei das antigene Fragment mindestens 10 Aminosauren lang ist.
Polypeptid nach einem der Anspriiche 1 bis 3, wobei das antigene Fragment mindestens 20 Aminosauren lang ist.
Polypeptid nach einem der Anspriiche 1 bis 3, wobei das antigene Fragment mindestens 60 Aminosauren lang ist.
Polypeptid nach einem der Anspriiche 1 bis 3, wobei das antigene Fragment mindestens 100 Aminosauren lang ist.
Isoliertes und/oder rekombinantes Polynukleotid, das Folgendes umfasst:

i) eine Nukleotidsequenz wie in SEQ ID NO: 1 bereitgestellt,
ii) eine Nukleotidsequenz, die ein Polypeptid nach einem der Anspriiche 1 bis 7 kodiert, und/oder
iii) eine Nukleotidsequenz, die zu mindestens 80 % mit SEQ ID NO: 1 identisch ist,

wobei das Polynukleotid ein Polypeptid kodiert, das in der Lage ist, eine Immunantwort gegen die Aminosaurese-
quenz wie in SEQ ID NO: 2 bereitgestellt, auszuldsen.

Vektor, umfassend das Polynukleotid nach Anspruch 8.

Wirtszelle, umfassend das rekombinante Polypeptid nach einem der Anspriiche 1 bis 7, das rekombinante Polynu-
kleotid aus Anspruch 8 und/oder den Vektor aus Anspruch 9.

Verfahren zum Herstellen eines isolierten Polypeptids nach einem der Anspriiche 1 bis 7, wobei das Verfahren das
Kultivieren einer Wirtszelle nach Anspruch 10 oder eines Vektors aus Anspruch 9, der das Polypeptid kodiert, unter
Bedingungen, die das Exprimieren des Polynukleotids, das das Polypeptid kodiert, erlauben, und das Isolieren des
Polypeptids umfasst.

Im Wesentlichen aufgereinigter Antikérper, der spezifisch an ein Polypeptid nach einem der Anspriiche 1 bis 7 bindet.

Zusammensetzung, umfassend das Polypeptid nach einem der Anspriiche 1 bis 7, das Polynukleotid aus Anspruch
8, den Vektor aus Anspruch 9, die Wirtszelle aus Anspruch 10 und/oder den Antikdrper aus Anspruch 12.

Impfstoff, umfassend ein Antigen, wobei das Antigen ein Polypeptid nach einem der Anspriiche 1 bis 7 umfasst.

DNA-Impfstoff, umfassend ein Polynukleotid, das ein Polypeptid nach einem der Anspriiche 1 bis 7 kodiert, wobei
das Polypeptid nach Verabreichung an ein Subjekt exprimiert wird und eine Immunantwort gegen das Polypeptid
erzeugt wird.

Verfahren zum Abschwéachen der Virulenz eines Bakteriums, das ein Polypeptid, umfassend eine Aminosaurese-
quenz, die zu mindestens 80 % mit SEQ ID NO: 2 identisch ist, exprimiert, wobei das Verfahren das Mutieren einer
Polynukleotidsequenz, die das Polypeptid kodiert, umfasst, um die Expression und/oder die Toxinaktivitat des Po-
lypeptids zu reduzieren, wodurch das abgeschwachte Bakterium eine, verglichen mit dem nicht abgeschwachten
Bakterium, reduzierte Toxinaktivitat aufweist.

Verfahren zum Bestimmen, ob ein Subjekt einem Pathogen ausgesetzt war, das ein Polypeptid, umfassend eine
Aminosauresequenz, die zu mindestens 80 % mit SEQ ID NO: 2 identisch ist, exprimiert und/oder die ein Polynu-
kleotid, umfassend eine Nukleotidsequenz, die zu mindestens 80 % mit SEQ ID NO: 1 identisch ist, exprimiert,
wobei das Verfahren das Bestimmen der Gegenwart oder Abwesenheit des Polypeptids in einer Probe, die von
dem Subjekt erhalten wurde, das Bestimmen der Gegenwart oder Abwesenheit von Antikdrpern in der Probe, die
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spezifisch an das Polypeptid binden, und/oder das Bestimmen der Gegenwart oder Abwesenheit des Polynukleotids
in einer Probe, die von dem Subjekt erhalten wurde, umfasst, wobei die Gegenwart des Polypeptids, der Antikorper
und/oder des Polynukleotids ein Indikator fiir die Exposition an das Pathogen ist.

Nahrung und/oder Getrank, umfassend das Polypeptid nach einem der Anspriiche 1 bis 7 oder den Antikérper nach
Anspruch 12.

Nicht humaner, transgener Organismus, umfassend ein exogenes Polynukleotid, das das Polypeptid nach einem
der Anspriiche 1 bis 7 kodiert.

Verwendung des Polypeptids nach einem der Anspriiche 1 bis 7, des Polynukleotids aus Anspruch 8, des Vektors
aus Anspruch 9, der Wirtszelle aus Anspruch 10, der Zusammensetzung aus Anspruch 13, des Impfstoffs aus
Anspruch 14 oder Anspruch 15, des Bakteriums, das durch das Verfahren aus Anspruch 16 hergestellt wurde,
und/oderder Nahrung und/oder des Getranks aus Anspruch 18 beider Herstellung eines Medikaments zum Auslosen
einer Immunreaktion in einem Subjekt.

Revendications

1.

Polypeptide sensiblement purifié et/ou recombinant, dans lequel le polypeptide comprend :

i) une séquence d’acides aminés telle que fournie dans SEQ ID n° 2,
ii) une séquence d’acides aminés qui est identique a au moins 80 % a SEQ ID n° 2, et/ou
i) un fragment antigénique de i) ou ii),

dans lequel, i), ii) et iii) sont susceptibles d’élever une réponse immunitaire contre la séquence d’acides aminés
telle que fournie dans SEQ ID No 2.

Polypeptide selon la revendication 1, dans lequel le polypeptide a une activité de toxine, ou le polypeptide a une
activité de toxine réduite en comparaison a un polypeptide codé par SEQ ID n° 2, ou le polypeptide est un toxoide.

Polypeptide selon la revendication 1 ou la revendication 2, dans lequel le polypeptide comprend une séquence
d’acides aminés qui est identique a au moins 95 % a SEQ ID n® 2, et/ou un fragment antigénique de celui-ci, dans
lequel le polypeptide ou un fragment antigénique de celui-ci est susceptible d’élever une réponse immunitaire contre

la séquence d’acides aminés telle que fournie dans SEQ ID No 2.

Polypeptide selon n’importe laquelle des revendications 1 a 3, dans lequel le fragment antigénique a une longueur
d’au moins 10 acides aminés.

Polypeptide selon n’importe laquelle des revendications 1 a 3, dans lequel le fragment antigénique a une longueur
d’au moins 20 acides aminés.

Polypeptide selon n’importe laquelle des revendications 1 a 3, dans lequel le fragment antigénique a une longueur
d’au moins 60 acides aminés.

Polypeptide selon n’importe laquelle des revendications 1 a 3, dans lequel le fragment antigénique a une longueur
d’au moins 100 acides aminés.

Polynucléotide isolé et/ou recombinant comprenant :
i) une séquence de nucléotides telle que fournie dans SEQ ID n° 1,
ii) une séquence de nucléotides codant un polypeptide selon n’importe laquelle des revendications 1 a 7, et/ou

iii) une séquence de nucléotides qui est identique a au moins 80 % a SEQ ID n° 1,

dans lequel le polynucléotide code un polypeptide qui est susceptible d’élever une réponse immunitaire contre la
séquence d’acides aminés telle que fournie dans SEQ ID n° 2.

Vecteur comprenant le polynucléotide selon la revendication 8.
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Cellule héte comprenant le polypeptide recombinant selon n’importe laquelle des revendications 1 a 7, le polynu-
cléotide recombinant selon la revendication 8 et/ou le vecteur selon la revendication 9.

Procédé pour produire un polypeptide isolé selon n’importe laquelle des revendications 1a 7, le procédé comprenant
la culture d’une cellule héte selon la revendication 10, ou un vecteur selon larevendication 9 codant ledit polypeptide,
sous des conditions qui permettent 'expression du polynucléotide codant le polypeptide, et 'isolement dudit poly-
peptide.

Anticorps sensiblement purifié qui se lie de maniére spécifique a un polypeptide selon n’importe laquelle des re-
vendications 1 a 7.

Composition comprenant le polypeptide selon n’importe laquelle des revendications 1 a 7, le polynucléotide selon
la revendication 8, le vecteur selon la revendication 9; la cellule héte selon la revendication 10, et/ou I'anticorps
selon la revendication 12.

Vaccin comprenant un antigéne, dans lequel I'antigéne comprend un polypeptide selon n’importe laquelle des
revendications 1 a 7.

Vaccin a ADN comprenant un polynucléotide codant un polypeptide selon n’importe laquelle des revendications 1
a 7, dans lequel lors de 'administration a un sujet le polypeptide est exprimé et une réponse immunitaire au poly-
peptide est produite.

Procédé d’atténuation de la virulence d’une bactérie qui exprime un polypeptide comprenant une séquence d’acides
aminés identique a au moins 80 % a SEQ ID n° 2, le procédé comprenant la mutation d’une séquence de polynu-
cléotide codant le polypeptide pour réduire I'expression et/ou l'activité de toxine du polypeptide, de sorte que la
bactérie atténuée a une activité de toxine réduite en comparée a la bactérie non atténuée.

Procédé de détermination si un sujet a été exposé a un agent pathogéne qui exprime un polypeptide comprenant
une séquence d’acides aminés qui est identique a au moins 80 % a SEQ ID n° 2, et/ou qui exprime un polynucléotide
comprenant une séquence des nucléotides qui est identique a au moins 80 % a SEQ ID n° 1, dans lequel le procédé
comprend la détermination de la présence ou de I'absence du polypeptide dans un échantillon obtenu auprés du
sujet, ladétermination de la présence ou de 'absence d’anticorps dans I'échantillon qui se lient de maniére spécifique
au polypeptide, et/ou la détermination de la présence ou de 'absence du polynucléotide dans un échantillon obtenu
auprés du sujet, dans lequel la présence du polypeptide, des anticorps, et/ou du polynucléotide est indicative de
I'exposition a 'agent pathogéne.

Nourriture et/ou boisson comprenant le polypeptide selon n’importe laquelle des revendications 1 a 7, ou I'anticorps
selon la revendication 12.

Organisme transgénique non humain comprenant un polynucléotide exogéne codant le polypeptide selon n’importe
laguelle des revendications 1 a 7.

Utilisation du polypeptide selon n’importe laquelle des revendications 1 a 7, le polynucléotide selon la revendication
8, le vecteur selon la revendication 9, la cellule hote selon la revendication 10, la composition selon la revendication
13, levaccin selon larevendication 14 ou larevendication 15, la bactérie produite par le procédé selon larevendication
16, et/ou la nourriture et/ou la boisson selon la revendication 18 dans la fabrication d’'un médicament pour élever
une réponse immunitaire chez un sujet.
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Seabmdaimi igénvpontok

1. Lénwegdhen figztiiol dsfvagy rekombindns polipsplid, abol a3 polipsptid tartsimasz:

i agy & srami seskvencianak megiaisid sminosavezekvencidt,

i egy aminosavszelvencial, mely lagalabl 80%-ban azonos 8 & sxdmu szekvancidval,
dafvagy

By az 1) vagy ) ogy antigén fragmensdd,

ahot i, ) and i} g 8. szamu aminosavszebvenciaval szemben immunvalaszt képes kivdlts-

1.

£ Ax 1 igtnypont sxaennll polipeplid, ahol & polipsptic foxin aktivitassal rendetiesik, vagy a
potipeptid & 2. sxdmy szekvenshy Sital kddolt polipeptidher viszonviiva csdikentelt toxin
akiivitdssal rondelkezik, vagy & polipeptid sgy o,

342 1 vagy 2 nenypont sxenndl polipepiid, ahiol & polipeptid syy amincsavsskvenciat far
falmaz, mely legaldbb 88%-bhan azonos 8 2. szdmi seekvencidval dafvagy annak ogy anth
g fragmensdvel, ahdd a polipeptid vagy antigén fragmaens a 2. sxdmd aminosay szekvenck

aval sramban nmunvalaszt képes kivaltani

4. Az 1-8. igénypontok bdrmshvike szorintt polipeptid, ahol ax antigén fragmens legalsld 16

aminosay hosszusiga.

5, &2 1-3. ijganyponiok bamealike seerintl polipspid, abol ax antigén bagmens legaldbb 20
amninosay hosszusdgs.

& Az 1.3, igSnvponiok brmehvike seenintl polipeptid, shol az antigén ragmens legaldbb 80

grnosay hosssisdal,

7.OAZ 3 igemyponiok bdrmeslvike szerinti polipeptid, ahol ax sntigés fagmens legaldbd 100
aminosay hossausagd.

8, By izoldlt ésivagy rekombindns polinukliaotid, triadmaz:
i agy 1, szamd seekvencia seavintt nukisotiderskvenciat,



) az 1-7 igdnypontok birmelyike szerintt polipeptidet kédold nukleotidesekvencidt, dsivagy
i} agy nubleotidezekvenaidl, mely iogaldbb B0%-ban azonns az 1. szému szokvencidval,
ahal a polinukiootid olyan polipepiidet kadol, mely @ 2. s2dnwd aminosavszskvenciaval ssem-

ben immunvialasst képes kivaliant,

8 A B osnypont axerindt polinukisotidet tartabmasd vekion

10 Gazdasall, maly sz -7, igdnypontok barmelvike szorint rekombindns polipeptidet, 8 8.
igenyport szerntl rehombinans polinuldeotidot Sshvagy 8 8. 10Snypont szerindl vekiart tantadb
MATIR.

1 Blfdras agy, az 17, igényportol barmelyike szenntl izolil polipspid slddlidsara, mahy
nek sorar a 0. igénypont seerintl gaxdasejiel, vagy gy & dnypont seerintl, a polipeptidet
KGdold vebtort a polipaptidet kKAdold polinukleotid kifejozdsére akalmas kdrlimeénvek kéadyt
tenydsaiiink, &9 oldluk & polipeptidet.

12, Lényagaben Hastitoll antitest, mely speciiikusan kdtddik az 7, igdnypontok bdrmelyike

szerint polipsptidhez,

13, Késsitmeny, mely az 1-7. gdnyponiol bdmalyike soarintl polipsptidat, 8 8, igénypont
szerinl polinukiectidol, a 8. igdnypont srarintl valdorn, & 10, igdnypont seanintl gazdassitst,
ssivagy 8 18, gdnypont szerint ardiiostel tactalmazea.

14, Egy antigént lanalmazd vakeing, ahd az antigén egy 17, igdnypontok bdrmelyika szerine

1 polipeptidet tarlalmaz.

15, NS vabkcing, maly egy 127, igdnyponiok bamelyike szarintl polipeptidst kddold
polinukisolidet tarialmasz, ahol egy alanynal Orténd adagolaskor g polipeptid kifelezddik, és
& polipeptidre adolt mmunvdiasy 1O et

18, Bljards gy baldarium virdlencidjanak gyengltdsdre, maly 8 2, sadmi szekvenciival leg-
alably 80%-ban szonos aninnsavezekvencist fejez K, melynsk sordn sgy, 8 polipeptidet k-
gl polinukisctid szekvenciit mutdiunk 8 poligeptid kKifsiszdsénak dsivagy toxin akliviidss-
nak oxdkkentdsdre, ahol & legyangitetl bakisrium a nam gyengiiett bakidniumhoy vissonyilva
celickantal! toxin akihitdssal rendalkexik.



3

17, Elisras annsk meghatdrozdsdra, hogy egy slany & 2. szamu seekvencidval logaldbb

8% -ban azonos aminosavszekvecidt tariaimazd polipeptidet kifginzd dsfvagy as 1. szama
szekvanciival lrgaldbb Bi%-han azonos nuklectidszekveanciit rialmazs polinukisatidot
kifejoxd patogénnek kitell, melyneX soran meghatdrozzuk 3 polipeptid lelendétet vagy hidnyit
sy, az alanyioh vetl mintdban, meghatdrozzuk 2 polipeptidher speciikusan kH18aS antites
ek feleniatdt vagy hidnyat ez slanyioh vetl mintdban, ssivagy meghatdrossuk g polinukisotid
islenistél vagy hidnvat az alanyi® vetl mintaban, ahol g polipeplid, ax gntitest dsivagy 3
pofinukisotid jelenidte a palogénnak kitletisag jelzdse.

18, Tapltiek dsivagy ital, mely az 17, igdnyponiok birmelyiks sxerintl polipsptidet vagy a
12. igénypond searint! antitostet larialmazsa.

18, Nem-human frgnseganiius organizmus, maly az 17, igdnypaniok barmalvike szerint
polipapiidel K&JolS exogsn polinukdectidot taraimaz.

20042 17 igdnypontok birmelvike szerint polipsptid, & 8. igénypont szerintl pulinuklectid, a
8. igenypont szerintl vektor, 8 10, igénypont saevintl gazdaselt, & 8. igdaypont sxarint ke
szitmsny, 8 14, vagy 15, igénypont szerint vakoing, a 18, igéonypont szerintl elidrissal sléatl
ol bakidnium, ésfvagy 8 18, gdnypont szerintl Iapheiek dshvagy el alkabmazdss sy alany-
ban immunvalase fokozasara seolgdld gydgyseer sidalitasaban.




	BIBLIOGRAPHY
	DESCRIPTION
	CLAIMS

