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[57] BE

AR B I LS 75 % R B 28 445K H 55 Penio-
phora lycii [JLEE7< 5% R B[R] U5 ¥ 5 AR VLB /S BE TR G
HAFEAEXS N T Peniophora lycii LB 7\ B MR G AL B
RIBALE FRED—A ERED—ABA. ik
PR S, HLAR O Ho g A s e Lok
RAULBESBERREE =, @ik DSC Wi, # pH 5.
5Tm %4 82°C, /S5 iEME. AR BHE
K Gmhs ik UBE 7S BE IR B A2 44 () DNA, eI 4
Tk, R, BIanAE s R R 3 A DR I 5
%
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F1/3)

BB B AR b B it g AR M Ao/ Bk E M, TR EARKLE B T A

(i)

(i)
(iii)
(iv)
v)
(vi)
(vii) -
(viii)
(ix)
x)
(x1)
(xii)
(xiii)
(xiv)
(xv)
(xvi)
(xvii)
(xviii)
(xix)
(xx)
(xxi)
(xxii)
(xxiii)
(xxiv)
(xxv)

(xxvi)

20R+95R+97V+98G;

295+95H+110W+183W+324A+350V;
29S+95M+110W+183W+324A+350V;
298+95N+110R+183W+324A+350V;
298+95R+110W+183W+324A+350V;
298+955+110R+183W+324A+350V;
298+955+110W+183W+324A+350V;
29S+95T+110R+183W+324A+350V;
29S+95T+110Y+125D+183W+286S+324A+350V;
29S+95T+110Y+152A+156C+157Q+160R+183W+324A+350V;
29S+95T+110Y+156R+157Q+183 W+324A+350V;
295+95T+110Y+157K+183W+185H+187R+190S+191R+248G+324A+350V;
29S+95T+110Y+183W+185A+248A+324A+350V;
29S+95T+110Y+183W+185A+248C+324A+350V;
205+95T+110Y+183W+185A+248E+324A+350V;
298+95T+110Y+183W+185A+248H+324A+350V;
29S+95T+110Y+183W+185E+2485+324A+350V;
29S+95T+110Y+183W+185H+248G+321A+323A+324A+350V;
29S+95T+110Y+183W+185H+248G+324A+350V;
29S+95T+110Y+183W+185H+187S+190K+1915+210G+2221+248G+324A+350V;
298+95T+110Y+183W-+185K+248G+324A+349K+350L;
298+95T+110Y+183W+185K+2485+324A+350V;
29S+95T+110Y+183W+185K+248T+324A+349A+350L;
29S+95T+110Y+183W+185K+248T+324A+349L+3501;
29S+95T+110Y+183W+185K+248T+324A+349L+350M;
29S+95T+110Y+183W+185K+248T+324A+350V,

(xxvii) 29S+95T+110Y+183W+185P+248G+324A+350V;
(xxviii) 29S+95T+110Y+183W+185P+2485+324A+350V;

(xxix)
(xxx)

(xxxi)

29S+95T+110Y+183W+191L+324A+350V;
295+95T+110Y+183W+248D+324A+350V;
29S+95T+110Y+183W+324A; FI

(xxxii) 29S+95T+110Y+183W+324A+350V;

1. FRIE BB B4 T AR, 5 Peniophora lycii CBS 686.96 JLEE <
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A

(a) PT&EARNEA PUBE X AEBRBEVE M, o

(b) EAMEEXTE T SEQIDNO: 2 4942 & ; #=

(c) Pri Z4kE SEQIDNO:2 £H £V 75%% & N LR — K.

2. HBGEEFS, EOSRIBRANEBRK 1 FFE TRGLBRFF.

3. MBMEAR, HOSBAEK 2 HRBAT, FFEHEBFFE—&
BN FIESRAEE T AR T F 4 R F 5| T HRNEE,

4. FHARBAKR, LOSBABR 3 QHBMBAK,

5. EmEmie, RO AEK 3 B EKRS/RAF LR 4 44
FIEBAK,

6. £FRAERK 1 TEERE T %, a4

(a) BABRAEK S BT Wk 4 F O RERRG LAF, F

(b) ELATA TR,

7. A RS ERS, HERERFER | ARG IEE BB T K,
Frid i3t o AR FHAH Bk § £, B44848, »F, &, ®E, o T84K,
FSMA, ALK, BB, TRAHEER, FIRAAAY @I,

8. #ARFAZMG Y REAM, HERIRAER 1| ik ey LEg
NEEREGTAR, FTAFHERAMLAREKR, BE, AFsidmiE.

9. MAEK 8 TR A BEAGIWN T WAL, L AriEegKk
Rk Y Fadn,

10. 2864, L 0.4 2V — I BARF| 2K | A7 64 LB B8 B T K,

Fa

(a) 2V —FRBRMSELEE,;

(b) 2V —MRKEMELEF; /K

(c) £V —MREFWR, FAGRET WAL O, 43, &, 4,
Fo b

11, BAIER 10 694864, LiL 02 F V —Frik f TR BEwyBE: KIRAE
B, FRAEAVIEE, A-13(4)-p B RAER, FE G,

12. BAZEK 10-11 E—H04%, EAHHEARFmA .

13. ShiptdAtead, L BA 50-800 g/kg B4 E &G K, HESRAER
1 ¢ BARARFEZR 10- 12 1F—8G4859.

3
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14. R[WHAFEFMEG T %, LT RERAEZR 1 9T RIARFE
K 10- 12 12— 64406 hm B B & A5 4

15. Beikahdh £48 F MUBE X BEBUK- Tt 5 ik, 4R FHIA KB MR
AlEK 13 695 #Ha 9.

16. &eEAAME QM T %, LERRFEZLR | HERIARAEZLR 10-
12 FE—88 5 HmB 2V —HHEMEORRETORRFHTE,

17. BAZR 1 G TRIARAEK 10- 12 1F— 65840 E 40T 5 @A
B EHWART; BV E T, ARGHDEAHTRME; B
Wy A8 F WUBE S BEBR KT A IZAAM F & R SAAIUEE 5 B B B R W BB 2Lk
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PILES < BB Bl AR

BARATIR

ALK R BRFRWBE BRI TR, BURA AL M A R LR H O R
K, REK BT R GT AR DNA F5), EEEE Lo =), UBRAEA
Prid TG 5 ik, BRI EARATR,. ik ey FRIBRCHEREEZ €4 SEQ ID
NO: 2 #1834RF B B(Peniophora)V B3 < Hi B Bz,

BAHE
ZA%HK “Modified phytases” #) EP 897010 A 7 A kM4 (ia) BEHE
(Uspergillus fumigatus ) NUEF-<HiBRBRH) L B TAK, ZARA “Consensus phytases” &

EP 897985 2 T A KILGG T A T Hldodi /ST R B VEL BB 4G 55 £ Erbst
&iteg B E A (Consensus ) MLBS-<H5REE. £ AR# “Thermostable phytases in feed
preparation and plant expression” #) WO 99/48380 7 BA& A #AE R 49 WUEF < BERR BE )
X F &, AAER VB AR B RS LE 30 ARK T BB LA
(consensus)VUBE-<B5B4BE, 4474 “Improved phytases” #7 WO 00/43503 # B A A
A PAEE I by 3 S B AR BE AR, 1Z TARKTT18 1L EP 897985 P&k Atk
Fikkakit. PAET WL BERLBE L) KB ILE 54-55 T T ATF. XELUEE
SRR 5 SEQIDNO: 2 B4 75%VA T H & 4t —i,

AL R EG—A B 69 ZIARHT 64 Fo st 6 WUBT S BRRR B TR, BURH A8 ML
e/ ELTE I A,

WO 98/28408 F /N T B Peniophora bcii ¥JUEE<BE8EE, HE WO
99/49022 AT T 4 B TAROUS 4B F 76-77 REARFIEK 31), KRfCxF
TAHT AL B AGHRIK,

A RM B

AERAFREFRNEXBEBEOTR, OLEALA P TRANE Y —
ARBHE Y ML E IR 20; 26; 28-31; 37-48; 55-69; 73-83; 91-119;
123-126; 135-142; 152-163; 169-199; 204-222; 229-238; 248-266; 284-289;
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300-308; 321-335; 343-350; 384-398; 407-412; #= 419-430; H ¥

(a) Frid BAKEA ILBE X BEBLAGTE 1, FF A

(b) HAMLE#TEF SEQIDNO:2 ¢4 —A = E; FE

(c) i T4hL SEQIDNO2 A £V 75%8F 4 bb Bl —M; #F A

(d) M AR RART A% §) 29T 44 Peniophora lycii CBS 686.96 WUE 5< BB Bk )
TAK: G26S; Y28N; D29S; F31Y: E42D, K, A; T45R; V46 ; W59F; S62D; A64K; R65Q,
E, G A; S66T; R67A, 1, Q, K; Q68Y, V, I ; K74R, A; A99N; D100S ; L102V; P103E;
F104L; N107T, Q; S109M; H110S, V; Q111E, N; T112A, S; M116F, I, L; A135S; D137Y;
QI138D, S, G; D142A; ()154fH; S155N; G156P; E157Q, S; E169S; E170A, P; G171A;
(171aS ; T174P, A; N177S; N178S, T: M179T, V, L; N182A, V: V184G; D185E; ()185¢T;
G186S, A; DI87R, K, S; ()187aV, T; E188Q, S, A, V: S189E; V195L; N199A, P; L.204N;
A207D, H; S216T; D217E; L219Y, T: T220Y, N; L221F; M222L; 1230V; ()235¢E,
Q;V248R, 1 ; S249Q, A; E251D; Y254A, L, G; D255N; D257K; Y259F; T262H; P264A;
G286R, H;Q287K, S; A288P; T321Q, S, G; M322I; V323[; P324A; A327S, F, I, L; F332Y;
N333P; E344R; R346P; W348F; V349L, A, S; D350S, V; G388A; V393R; E395K, T; %,
L396R.

AK BRAL5 BIp AL FITiE B AR Bl TAR K 55 B 6ALBR T 5, Fo LS PTIAARRL
B3 AR BRMIERAR, BUK, BUE a0, VAR PR PR B SORRE B TR EY
F ik,

B I i
B 1 &4 7 4% SEQID NO: 2 #§ RIL BT 5 44 Peniophora lycii WLBf 5%
BB B 3D 45 M 89 AL AT,

b &2k =t

METeRE LB SR MBS 6) = SR 4 M)

#&4E £ X-Ray Structure Determination, Stout, G. K. and Jensen, L. H. ,
John Wiley & Sons, Inc. NY, 1989 % &9 X-5f £k 45 & (crystallographic)7 i #9
J& 32 1% 3| B & Peniophora lycii WLBF < BEBRBEGG M) . A B & B 3%
(isomorphous replacement) & /& 2.2A 2 #HETAERE | 4744 PDB %X
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(Protein Data Bank, Brookhaven National Laboratory, Brookhaven, CT)4 & B7
R GLARSEM GG M AL AR, B 1 49 PDB AR B SLULEE XA BRBR /T 5] 69—
R4, A F SEQIDNO: 2 #9354k 22-422 #9314,

2-F ) /1 % (Dynamics) (MD)

H5F 2h H F (MDA (simulations)$§ = T TR RARAZTORLEM AL
3 M (JL McCammon, JA and Harvey, SC. , (1987), “Dynamics of proteins and
nucleic acids” , Cambridge University Press). F7if& @ R 493h ) 5 & F T 5 A7
# 4, B B-F (W Stout, GH and Jensen, LH, (1989), “X-ray structure
determination” , Wiley)#8 % . @it /£ 440 R B iR A #ATATiE MD 424, TAE
ML LB EMEG AN, B EAE T AR FE M flexibility)(X 2 48
&) ) M 3% Fh (isotropic fluctuations))k & 89 K3k, TAEBEMEEORN
2k RIBEL A S A, 7T Al ad SR GE 8 5% K kR B Bt (thermally
improved).

A #2 5 CHARMM (Molecular Simulations (MSI)), A MD /& 300, 350, 400,
450, #F= 500K 43 L ik 69 RS IR B ILBF S B BR B 42 M) 300 A= 600ps, R/E
J 300 steps Steepest Descent, 600 steps Conjugated Gradients, #2 3000 steps
ABNR ¥4 0.001 kcal/mole #)2 £ % £ (tolerance grade)& 1M k.

9 MD A4 = A 4o TR B KK

300 #= 400K F£/K MD: 37-48, 91-119, 232-238, 300-308, 325-335,
343-348;

300 #= 400K # 7K MD: 407-412;

300K 7K MD: 229-236;

# JA # (period) i R (boundary) # & 7 7K & (water box) # MD:
123-126,154-157, 204-216, 284-289, 419- 423,

d 2t X-45 4 F B-B F 643745 5 A o F I H L K K 73-83,207-217.

PR RIRTR A A4 F: 37-48; 73-83; 91-119; 123-126; 154- 157,
204-217; 229-238; 284-289; 300-308; 325-335; 343-348; 407-412; 419-423,

3 H MD A6 4 R 3R Z: 154-163; 204-218; 323-335; 342- 350.

28 B-BF &L 1-29, #i 1-28; 59-106; 169-171;
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178-247; 339-344; 367-371; 417 @ #7. EAME KR AZL: 1-24; 69-94; 182-188,;
199-220; 229-241; 368-370; 420-423.

7 MEAS B Fo R ) 45 4 7% (Shells)

5 ) RARR E 40 6942, 4o Molecular Simulations MSI, San Diego,
California #) INSIGHTII & F& & €.&-AR 4k 5 AT ALK (H55, D319, R54)
REL G REBRBLEGEREERE. LTREIRMNES R, L2 b5TER
My 4EA45 5 (H55, R54, R139, N320)4R W& 5 B b7 M 5 P ik i 49
ARt R B, RIEETHRRE A 54X KLIEE Fl3, 04, 154, 16A,
X 20A. iR I4WUBE AR B AT A Mo UUBE-1, 4, 5- ZF%BE(Brookhaven
database file 1djx. WUEE-1, 4, 5- ZBBR R\ (dock) AT & 7& AL & A& (cleft)(FT
i£ 5% 2 M) A (making up) AT i & HAE B 0 R B RIBBT R LA 1E &

&R ARG RS

£ FB 144 3D-%#F SEQ ID NO: 2, MEEMAL EFRMES T
(164, #hik 15A, EE 10A)HR, UBLSTHAFE, TRAHT RiEH
A A/ BB E N, BT TR RRATHEL: RAEBK 26-31; 55-69;
99-104; 135-142; 169-193; 253-266; 3 SEQ ID NO: 2 #) &AL 321-323.

ik st SEQ ID NO: 2 kit Kikey Tz EHATHE: G26, P27, Y28,
D29, P30, W59, P60, T61, S62, G63, A64, R65, S66, R67, Q68, V69, A99, D100,
1102, P103, F104, A135, G136, D137, Q138, V141, D142, E169, E170, N177,
N178, M179, P181, N182, D189, T191, W192, L193, Y253, Y254, D257, K258,
Y259, Y260, T262, G265, N266, T321, #=/% V323,

8,35 T i T 4K: G268, A; P27X, M; Y28F, N, Q; D29S, T, A; F30X; W59X,
F, Y; P60S; T61S; S62A; G63A, S; A64G, K, R, S; R65A; S66K, T; R67X, K, A,
L, V, S; Q68E, D, N, M; V69X; A99X, D, S, E, N; D100X, S, E, N; L102V;
P103X, E; F104X, L; A135S, D; G136X, S, D; D137S; Q138X, D, N; V141X;
D142X; E169A; E170X, A, T; N177D; N178A, G, L; M179V, T; P181X, T, V,
N182X, A; D189X; T191X; W192X; L193T, I; Y253N, G; Y254A, G; D257S;
K258L; Y259X, F, P, W; Y260X, P, W; T262Y, V; G265X; N266Q; T321Q, L, N;

8
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Fa/3 V3231,

T EROERDAREABREARILE 4T P27, Y28, R65, R67, Q68,
A99, D100, L102, A135, G136, D137, E169, N177, T191, W192, Y253, Y254,
T262, A2 T321. —RK % MK s43 B AT 4G TARILAR L35, Fldo €A RT3k
LEQES—A, 2R, EVZA, 2094, £V AN, 2V A4,
EVLA, EVAA, EVAA, REVHABREATR, EERERFE
¥, FEERCEAEEY T/, EV+2A, ES+EA, 2V twi,
EV+EAN, BVHIA, EVTEA, EVEAA, RAEFAE YT ML
ELMRE., METKROZAPRLA D THRLELSE S A, B, =
A, WA, BA, JA, A A, A, REVEAREM TR P27X,
M; Y28F, N, Q; R65A; R67X, K, A, L, V, S; Q68E, D, N, M; A99X, D, S, E, N;
D100X, S, E, N; L102V; A135S, D; G136X, S, D; D137S; E169A; N177D;
T191X; W192X; Y253N, G; Y254A, G; T262Y, V; #/3 T321Q,L,N. £k
FHRFTEF, FEZREHFES T, =4, +=24, a4, +E24,
T4, A, 2V AN, RTAANZRERE,

B LB S BB B4 $ AR

A, LA NUBL S BB EETE M 04 § AR(UBR 5 A% BR B ) 2 4R 1L LB ¢
BR 2k (WUBE < BEBR 3k (hexakisphosphate ) KAEH ()ALBE A/ (2)H —AE#
#, B Y, =AY, wERE, f/RAEBREN Q)RR ¢5E,

AL A, RiEVUEL X BEBR B R M) €145 A LA T 64 ILES 55 BR R BAEAT ILBE
FEEEL 3 (WUBE S BERR 69 3, B L@ (2)FT 5 9 BERL 3

BB L) ENZYME 33t (http://www.expasy.ch/enzyme/)iL & 7 &5 Bs4
LARRGIZE., CLEERBERAGFAVWLERSTADFHRELFTLENS
(IUB-MB)# 4 HFH LE LT HEFRET EC BFER DB THIMY

( characterized )& (Bairoch A. The ENZYME database, 2000, Nucleic Acids Res

28: 304-305). 4.1 NC-IUBMB #) Enzyme Nomenclature F#t, 1992,

B FTiE ENZYME ik, &4 BAF REVAY £ ) DLEECBRBRER: PR &Y
3-LES < AR B B (ULBE S 4 BE 3 3-BEBKARBE, EC 3.1. 3.8) & FTif 4 6-FLEE ST
BB B (WUES S~ BEBR £ 6-BEBL K AREE, EC 3.1.3.26). AKX AT, AR <AEBL B
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B EAEXHAT LA,

KK AP A EAL FYT R FFiE LB S BEBABGTE M, — FYT A& 0408
#X (liberates)] B R AALEAERR 2 6988, A T4 pHS.5; ®E 37°C;
R WUBE X BB 4R (CeHgOnPeNar) RA A 0.0050mol/l. & H &4 LBE B
B B X B (assay) & WO 00/20569 £ 364) 1 ATi£ 49 FYT #= FTU X%, FTU &
A T MASAH AT RS S T HIBE BB EEE M. T FYT RB-E A
L EHB) 2 ML

FARIE B A

E RIS < AEBLBE R 5k B Peniophora lycii CBS 686. 96 49 JLEE 5T BEBR
B ) R 49 ILBS SO BEBR B . ALY, FIRMAIEALSEQIDNO: 2 £A £
b 60%E9 Bl — M, Fiid#) SEQ ID NO: 2 5t & F Ffi& 7. % (complete) R BF
5| 44 BB 17-439, E .3k B Peniophora lycii CBS 686.96 (WO 98/28408
49 SEQ ID NO:2)UEE 5 B B Bl 4912 5 Bk 31 . i % o T RE B F) B M2 5 A
R kN FR) R

PRk FARIBE SR T AF AR R AR BAG S K, REFLTIK,

RAFA LB BB E M 00 h R, AR AR S BT A B TR A/
RFAETAZARE R Z K.

FERAREHRF E T AEE AR FRILEE BB B R A VLBE < BE S,
do 200K L 4 WUBE S BEBL B, R BEAFULER N BERRBR, BEFALER SCBRER Bk SE
#4502 US 5830732 Frik ehi4 1L 828 ( Schwanniomyces occidentalis) WUEf5<
B,

EH—RRERFETY, FAFAYN AT FRNE BB BR O 2R K
B, #)deF &8 (dscomycota)l) R 32-F & (Basidiomycota) 1 1(5- 31 4 T £ & N

B AEEREE, RAnT i IUEE < BRELEE).

T & B PUBE S BE B B0 e R B W B (Uspergillus) b B AR, B ket B
t) & (Aspergillus awamori) PHYA (SWISSPROT P34753, Gene 133: 55-62
(1993)), 2 # & (Aspergillus niger) (X1t R ¥ & (ficuum)) PHYA (SWISSPROT
P34752, EP420358, Gene 127: 87-94 (1993)), /. 2 ¢ & PHYB (SWISSPROT
P34755, Gene 133: 55-62 (1993)), % #1 & PHYB(SWISSPROT P34754,
Biochem. Biophys. Res. Commun. 195: 53- 57 (1993)); X MR E &

10
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( Emericella ) # B #& , ¥ 4= # £ 4% 38 5= (Emericella nidulans)
PHYB(SWISSPROT 000093, Biochim. Biophys. Acta 1353: 217-223 (1997)); 3
% . E & (Thermomyces)(J& Ji & B (Humicola))¥) Bk, #l4= WO 97/35017 Ff
i 4 tm 2,28 R E (Thermomyces lanuginosus) VLB 5< BB Bl . FoAt T & B WLBR
ARG B0 E A AT EP 684313(Fl4ek MW E, L+ E(4Aspergillus
terreus), #=%% # $% 2 F (Myceliophthora thermophila); JP 11000164 (k & F &
# B (Penicillium) 8 #k 49 ILEZ < BE B4 B ); US 6139902 (k & v & Ak v ILBF X
BERE B, B WO 98/13480 (Monascus anka WUEE X B8R Bk),

125 ) WUBE 5< BEBR AR 44 5K 360 R AT i R B B4R % (Paxillus involutus),
2% A2 W (Trametes pubescens), Agrocybe pediades #+ Peniophora lycii(JL WO
98/28409)44 WLEF 55 B8R A,

ik o ERIBE BB R f FRTORE A, LK B Peniophora lycii
H Ak, ALK § FTiE Peniophora lycii CBS 686.96 &) H#k.

R LEFF st B %, TUERBREE L QI TAL (perfect) RT A
M-# (imperfect states ), ZEHE oK FF KM (equivalent)#ld=, THE, K
ARBRIEAA RARE B PHAE L F ey B — K.

ARTEGRESHANBZEFRNERRT S, BRI RHERBRT S
(ATCC), # & SMAWAmEZFTYERBT ©(DSMZ), ABBFFFHRRT S
(CBS), FeR LBFRAAMERT <, LFEHAR T S(NRRL) 13 5] X At
B R,

Bob, TRGERANLRE, QMK RFI K, Bk, KF)
NEGMEMETHFINAS K. AAREKRRESBRAEMGBARER
AR Coka, R/5 T ARt AR R 2 €A M9 A B X cDNA L EF3| ik
BABRAET), —E OB RFAT N & %0 S IR BABRT 5, T ) R4
— B HARAR C4n g B AR (A 4e, Sambrook %, 1989, R LEX )4 & X u%
Fir ik 31

F 7 — B R RV PTE T ARIEE S BEBR B R & R ) ILBE < AR B B
B PR ILBE S BEBR B R AR T ey, A ERLE A EI. EP 897985 Fe
WO 00/43503 AF T iX s Ak td, A H 69 UUBE S BEa R g L6 4, 8% ™MK
A UBE S AEBR AR, 7K 48 49 (Shuffled) LB < S5 85 B & & R R B4 TAZALH F
RILEE S BB BE 09 H € FA6H), TAMBA T Le, FleBdE SFE,
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i@ it PCR (A1 &4 A& R4 65 PCR h BME 4 Frid PCR R #9351 492X —), 2
BT RAE T R A&, S ILEE N BB B 0 LA F 3L L 451 AT 2 AP 84
(hybrid)3% # &4 JLES < BB Bk , PP ILBE S BRBRBR Kk B £V M AN ILEE B
B Bl ) 3 5 RABT 5 69406,

B ik X IUBE S BB BS =T S P id 4 T BABF T, RETRAELF
TR, REBANBE MBI, A—FAFTET, TEFARIE
NS A T A K R RABA P A FE R R B B AR
W RE., EF—FaFET, TEFARIEE BB E b 45 £ R BUT 5 K
HE (TR, BB B A BB B E MG B FRAA AR,

4 7 BA BT 6 B B RMSLRABRA 7 REAF/RBRERRRE —R
SANEAEBOHSK, E—FhFEP, FFIERELGAZEY 150, HEY 200,
KE V250, REV 260, REV 280, HEY 300, RED 320, KE ) 340,
KE V360, REY 380, REY 390, RE) 400, HED 410, RE ) 420,
REV 430, REY 440, REV 450 M RABIKK,

F TR EBATR RO SO EBGARENTRY X T HE—,
ERAETRE §REWN, FETFHAERN % &M (polymorphism). #
RETHARKGF BB ERAKE)VRA ThHBRAARTINAENZ
. SRR FLETARIEBFLTIRAARIDG S K.

PR ik S AK VLBE 5 R RS B A T R L iR — R BT 5 P RS AR B
ORI ALABREF FARACEZ T TROETRISEREGR
£ B 5 6B S.

B R —S#FET, Bk & RILEE S BER BT AR B iR LA < B BL B 44
TR, HO4—RENMNREBGIK, 2L, F/RAEN. FTENEE B8 B
THRGALBREFTELRRE T FHEARMET —REANREABREKLEF/K
ARF AL BALRK—HZNMRARELA LG RARSFT] . RERE
A2 A%, % M S K - (minor nature)fy T4L, BP R 2 E I w Tk & a MIrEA/R7E
MR T RABEBA, A maldrk, BF 124 30 BAR; PEARK
KRR KB, o REKE TRABRKL;, 254 2025 sRA X
(linker)ik; Bt KT F T RAD L, 3% A K (tract), FHREAL
RLEAH R kAT ey R g,

BT IR ERASEREBREBRFERR, HMARFERAR), BRHAIL

12
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B(SRB A R A RB), BHEAR(SABEAXABE), BKEAR(R
2B, AERRABRFHRRAR), FEARLAR (RARKR, ERARFBAR),
Bob(smal)BRAB(H AR, RAM, 288, FEABRFFTRER)TEA.
B F R L E A BB IR R AAR IR 4o F- /£ #) 40 H. Neurath #= R. L.
Hill, 1979, In, The Proteins, Academic Press, New York #4414, s & HEA R
# R Ala/Ser, Val/lle, Asp/Glu, Thr/Ser, Ala/Gly, Ala/Thr, Ser/Asn, Ala/Val,
Ser/Gly, Tyr/Phe, Ala/Pro, Lys/Arg, Asp/Asn, Lewlle, Leu/Val, Ala/Glu, #=
Asp/Gly VA B X #5615 &) 75 ..

Pk % )% % % (Taxonomy)

BESEFORNATABIAEL S EKMEE, AT FTELKMY:
http://www.ncbi.nlm.nih.gov/Taxonomy/taxonomyhome.html/#§ NCBI 4% 5 3
W, F/RBFEAESRERFFMEE. KLRPSRAOLG LG T ML A
Dictionary of the Fungi, oth edition, Kirk, P. M., P. F. Cannon, J. C. David & J. A.
Stalpers % 4%, CAB 5%, 2001.

AR BT X B BR B, do b S VUBE SRR B, PR LB N BR L B,
REF BN HRBET SR RO L) AT FEAIE SRS, £V AR
EPTHNEXHREILAZ )V —HTEEARE ) —RTHIE B
Bty R R A BT I L. RO RABRF I kA E LT RBRPETH
FILBS X BB B <7 4 %, AE— R SUAT 46 64 AR 2 BLAK 6 ILES S B B B

AP, k8 2V —ANEB NS R IEE SR E 2 B 69 ILES SRR RR
1’3@ F 9k, AUk 8 F & NUBE < BEBR Al 64 A R 0 ULES < BB B R T R LB

N ERBE; F EAUK A 42T LB S BERR B 69 A R 0 LB X BE B B R d2 T
LB S BEBR B, fEATR A 2 — A T RE B BB AR £ ) — M2 TH
FILES o< B B 6 & VLB < SR BA B ST ARG 4 9 4T R /132 F B LB 5 B
R B .

&4 TR RE A ILEE N B BE TS R B TRIEKE BB o) BT 4 A LAY < AR
BB, OFELFHELTAKR, ARALK, [IATES—H, KA E) BRI
REDIBE AR EE, FHER KT RIGKFE R IUBE BB BE #1419 & A
MBS X BE L B, TRate Rk E A E#B) A Peniophora aurantiaca, K&l
R E H (P, cinerea), P. decorticans, P. duplex, P. ericsonii, P. incarnate, P. lycii, P

13
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meridionalis, #%F830REH (P nuda), P. piceae, P. pini, P. pithya, P. polygonia,
P. proxima, P. pseudo-pini, P. rufa, & &.Fa30 K E A (P, versicolor), Fe% & % )3
K830 R EH VA A ML OF R Peniophora lycii. Hoik 89 B # 2 Peniophora
lycii CBS 686.96.

RA B R

AL PG RAAGRLBAF) S5 SEQIDNO:2 (T “F) R ULER BB
B ) A FXATAZE ) — W 64 IUEE S BER By

AZ AP, @it42 /5 “align”, €& Needleman-Wunsch /& 7|5 bt ( BF %
WA BRI ) konl 2 AR BAF N XA MR~ E, ARARTRFTIZ
R —WARE., ZRFTATFEK, ABREFTBFIAGFFIsT, Pridse
#ie45-46% (matrix) BLOSUMS0 A F % AR/ ST b, JF BLATiR 64 F—
SEME ) TALH BT S bk, k0 g F —ARAN TN 931 3 KR-12 x4
FEE-16, $0 e B3 AANT o3t S A2, STHEFHRRE4,

“Align” £ FASTA 3£+ @& A v20u6 (WL W. R. Pearson #2 D. J. Lipman
(1988), “Improved Tools for Biological Sequence Analysis” , PNAS 85:
2444-2448, & W. R. Pearson (1990) “Rapid and Sensitive Sequence Comparison
with FASTP and FASTA,” Methods in Enzymology 183: 63-98)#5—2 4.
FASTA % @ /& /& 5] 5t tb4d B R 414 0 R < 4 Smith-Waterman £ & (%

“Smith-Waterman algorithm” , T. F. Smith #= M. S. Waterman (1981) J. Mol.
Biol. 147: 195-197).

BREKREARFER, FEFRIECHREBGARARFSF S SEQ ID
NO:2 ¥YE| —HAREHE VY 55%, REV Y 60%, REVH 65%, REY
% 70%, XEVHT5% » REV Y 80%, REVH 85%, RE V4 90%,
REVH 91%, REVH 2%, REVY 3%, REVY 94%, RES Y
95%, REV 4 96%, REVH# 97%, REV ) 98%, REV Y 99%.

BEFH—BAREHRG R T, X2k ER 6 FRILEE SRR B FLA ) BB
7Bkt R EARFINEZF, =&, ==, —F—, =+, A4,
+N, +&, +x, +&, +tw, +=, +=, +—, +, 4, N\, &, 55,
A, @, =, =, ZIRX—NRLER,

PR i3 TAKIUBE B8R B4 5 SEQ ID NO: 2 IR, ERAREARFET,

14
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ik TAKIUEE S BE B Be A R B A Y RA B A S5 SEQ ID NO:2 R — %
BEHEVY 5%, REV Y 60%, REVH 65%, REVH 70%, RE
V271 %, REVH T2%, REV Y T3%, REV Y 74%, RE VY T5%,
REVH T6%, REVH 1%, REV Y 18%, REVH 79%, REVH
80%, KE 'V 82%, NEV Y 85%, REVH 87%, REVH 90%, RE
V2 92%, REV Y 95%, REV Y IT%.

HBREE

Tikey, BlREERIBEE BB, AR TARILEE SAEERBE, T L
AR MR B Y, AR B AR A, RSB RN, £
Rk B EMREN, SHhATHEFELY, REIRAZEOREN, @
HEKEREGEHEMHE TS SEQ ID NO: 1 694% 5 8. 49-1320, X HF LA 7
(subsequence)3X & #Mk #¢ & (J. Sambrook, E. F. Fritsch, #= T. Maniatus, 1989,
Molecular Cloning, A Laboratory Manual, 2d edition, Cold Spring Harbor, New
York). 5 7] 7T 4 £V 100 Mz 38, & £ 200, 300, 400, 500, 600, 700, 800,
900, 1000, 1100, 1200, X £ 1300 MZH 8. HH, FERFHTHERL
RGBS DR AE S B

stF KB E D 100 Mz B e KAR4T, ARAKBIR & 69 = AR
A 48 42°C 7 5xSSPE, 0.3% SDS, 200pg/m] 3] 495+ K M 6 &t 8 45T DNA, #=
25% B Bk FARARAAK A ), 35% FBLAR( 2T F ¥ B2 & S ETHE),
X 50%F BRI (2T & A F R H E A ) P HRE R R K, LEAAFE Southern
Ppid ik K.

sEFREZE Y 100 MEEB G KIFA, REREFTARKMA IR, &
KR 2xSSC, 0.2% SDS 4kik £ 1V /& 45° CUARAR = 4K ), EMik B 4 50°C(1&
ERE), PRALE VA SSC(FERE), ERAESE 60°C(YHTHE),
LEFHAEVE6SC(HEHA), FRALE D E T0°CUHRZ™#E )RR
15 9% .

stF KA Y 15 MAEFBF % 70 ML F B A 4IRAT, BAFFERE A
Ji {6 F4# ) #R38 Bolton #= McCarthy #93t (1962, Proceedings of the National
Academy of Sciences USA 48: 1390)#7 H- i ¢9 T, 5°C £ 10°C 4£ 0.9 M NaCl,
0.09 M Tris-HCI pH 7.6, 6 mM EDTA, 0.5% NP-40, 1xDenhardt's &&, 1 mM
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B4, | mM BB 54, 0.1 mM ATP, LAHEH 0.2 mg B4 RNA
PHER., AL RERE, X5 RIE Southern FPiEk ik ¥ 3R,

STFKEL 15 MEFBRE| 2 70 ML BR 49434541, AT KW R A
6xSCC #m 0.1% SDS #ik 15 247 —K, F+A 6xSSC AR T ATt H 49 T, 5°C
£ 10°C %ok 15 24742 K.

1B %5

AR KR E BB E 942 A K4 WO 99/49022 A&, BP ARk
£ Peniophora lycii CBS 686.96 #)LEE N BB BE R A BT 5], MTALTX
89 %5 AN WO 99/49022 49 B 1 AT&9 P_lycii /%) S17 Fr4&. B, KIAF
A #9412 E 45 WO 99/49022 #4945 E 448 £ 16 (L WO 99/49022 % 14 ® 26
4B 1), TR, #lde AL 4 S1FE T (equivalent to) WO 99/49022
4 S17, FFE AKX & F8 FF T WO 99/49022 # F24.,

/%] SEQ ID NO:2 4 WO 99/49022 49 B 6 A+ /& 5| 8 R A B -14-409,
st B 1T P lycii A7 # R A B 16-439,

F st R LT XA ST Fr463) E423 41k 49 SEQ ID NO2 fEh %542 F
o Hrh, FRIBL ARG, AR TARIBE X BERRBE, -T2 5 SEQ ID NO:
2 AL 49 2EAE (extension ), PPAERL N Xsmfo/ C Kok, wRALRZ Y, M
AR 6 BB R ASRRE TR % T, Bt T C R3RieAd: 424, 425, 426
AR, st F N RamEg: -1,-2,-3 vAsb k.

RE, BRAK, 8K, BN

AP, TRAHZHERAGFERE, ¥ EVHE L L, BpE X #k(paper)
T EL S AR BRBE AR T R A FRALBA S REAMTHRS —RAERR
K THk RAR, THBARLE, U BARATHE 61X 8 BT 64T LA,

HRE A B, KIERAARIR LI TR EEFTAF LG HE, XA
AR, BABlskTARLR, AA, AC4EE m HTEH0RK.
4L BARA: AAnn (). £, RERARK, AA THH 4L E nn ik
AN—NEABE, BB, THFSLH: (OmaBB. FEw=RERNALE, BB
CC ZAZE nn HANRLBR AA 89T, THFLZBERANBRRGLEES)N:
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(OnnaBB+ )nnbCC, H 3t FARAF 5| A nn F» nn+1 8 F A ¢ pTid s o
# 48 % ) B (lower case) X B4rF 4 a. b, c#”‘ﬁﬁ'@é’]hﬁ‘ﬁ‘, X2 2% nn.,
BARLZ B 62 5(, ), 2ol A327S,F, L 9ERA ¥ 48 “R> , BP A327
S, XF, &1, &LERK., BRKEMT(+), deflie ik 29S+125D+324A
PR IBARLE “Fo”, BPE ZAEANBRKAE—AAEE 69 LB S BER B TAK T 48
A, WRRE REBME G L LA R WO 99/49022 (JLE 16 W)FTAE.
A, EXRERZARBIANE, KEBRPRFRIEE BB T,
OAELE ORI SUERBNES —MIENEE, AP ERTAL
BAEALE A REBRTHRIBAE S —NRAB; A LB EE TR
A8 Fo/RA TR ERABRBRREEMEZENREAR, A FPMETKREAMN
BE N EEE M, FEEANMLEST E TEA SEQ ID NO: 2 RAMA 5| th8s
HRABF I H—ANLE, FEATET4kE SEQIDNO:2 £H £ 75%64F
SR —E; FH A S R (d)PT PR
AXF, KiE B HE2V—ABRK, 25N HB—HEA, Flo—
A REAAN, HEA, B, HEA, KA, LD, BAN, B,
KA, Rt =A, RTEA, RHEA, KT S RAEAA, KA,
Kot A, Kotwh, A=t EA, RZHAA, BETAFF, LA
AR E QIR B AR, Rf, REAATKRMEHR, Hl4e5 SEQID NO:
2é/ T5%HF), SuH SRR LA A RE . TIHATERAL A 2 AR
2K 1 FTRP G R BT QIR E, L 0IE QAT EH
ﬂ“%ﬁt%w&éﬁéﬂé\é@ FAR ., RIFTR 6 BAR AL L6 B K A BEAY , RABN,
feT ¥zt 2T SEQ ID NO: 2 ¢9FT A A K E. AEAREHRFTE T RN
ea% B &% A 200, X 175, 3K 150, 2 125, X 120, K 110, 2 106,
105, % 100, 2 90, 2 80, X 70, 2 60, X 50, =X 40, 3 30, 2 25,
o, RiE “BAR” QEBRASEATANSRRBARFHE—, &K
EBAER, i RARRAM., FlefliE 20 AR Q HEBKEIETER
R+ 8y & —A~ 204, 20C, 20D, 20E, 20F, 20G, 20H, 201, 20K, 20L, 20M, 20N,
20P, 20R, 20S, 20T, 20V, 20W, 2 20Y. M, X2 %4k 20X #9584
(equivalent), H ¥ X $g/EATRABR. HEBAKLEHAF L H Q20A, Q20C,
Q20X . WAk AL RIGHEANMLE, K EIRQUIFE— ALY L E R,
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Y RAH G ESRT

st F Peniophora lycii CBS 686.96 &) F X LB BB B, FT AL E %S
#& SEQ ID NO: 2 ¢9% 5. * T 5 — BBt CliE, RRE
R FRE R BRIBE BB BE, & 6842 SEQIDNO:2 ¥ X st A2 E . 34,
BETHFTREY, LRAN— ML BT &4 (REH)AiE SEQIDNO: 2 &
ABF 5 6 LR BB B 6 R A BT F) e — ML B

¥ T Peniophora lycii CBS 686.96 4 JLEE < S5 88 B vA S 64 £ AX ILES <
BE B RABAF ], RREERHE (in turn) TARNEE XA BLAE 60 REBA
5\4r % 4 SEQ-X. ZX:xE SEQIDNO2 #4122 E N zE 4 F: FRRE
WALEE X BB BE R BT 5] SEQ-X 5 LB RABME RMIH AT SEQ
IDNO:2 F3|test, B FTERE, TTolid# LRHMITEF 5| 21 1013 5] 5 7
SEQ-X Ext i+ SEQIDNO:2 ¥z E N ¥z &.

1AE A B)F, 5B WO 99/49022 ¢4 B 1, 4Ba%E T &£ M (simplicity ),
/%] A pediades, A fumigatus & T_lanuginosus & %)%= & & KA MBERAT & F
A ATiE 64 SEQ ID NO: 2 #9 P_lycii JLBZ S B4 BL B8 7 7) Lot &) TAKPLES 55
BB (A AA A B #9 e/ iZ5 SEQID NO: 2 A3 tust):

E]#8 1: A_pediades #9474z Ext & T P_lycii 49 S17(AARKAB &, &
BT L A S1)? ZEAER: AlS.

A 2 A4 H A fumigatus 69 FLEE S BEBREE 69 T4 B 2t T P_lycii
4 55b () (A RLBAE &, HAZEMPE H 39 ()? ZERR: S63.

5] # 3: A _pediades #91T/L BT A F P_lycii 49 L3I(AKRKXAR 4, &
LB L A L15)? mEEA: ()30d.

BA2 4: P_lycii ¢94TERARST T B4 BAX G3L #9183% 49 (imaginative )
T lanuginosa AL < BB B8 TAR? B L2 () -6L CHARKAB ¢, ZEBRNK
WAL H4()-22L).

SEQ-X STVAZFTi& (in question) WLEF X BEBL B 64 R B2, N'EALT
LIE1E 5 RRER S, T T AR AT IR B A UUBE < BRBL B 7% M 69 A% B ILBE ST BB
Bty B, ¥4 SEQ ID NO: 2 R KA F K, R ALFridE SEQ ID
NO:2 #4754 7| tbxt BF AN S1 3814 3] E423 %9 A K.
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X R Feft E

AXF, KifRHIEERIEBESHARBEARFIINES —/MLE, R
EAL B AR RABMA I O RABMBA., —FRFETF, KRG FARNEB
BREEEABA NG —RENELELE, BllEFIEG—, B, =4,
WA, A, A, L, ANFFIEATHE NS E. B, RRT
IR — AL EAR, RETHEFMKR GiESLE/EE, dofld, £F 37, 38
#739; KAz E 37, 38, 39, 40 #= 41; R/ E 37, 38, 39, 40, 41, 42, 43,
44, 45, 46, 47 A= A8 LA, AARLA B &, B EANARBRS AL A 37-39,
37-41 o 37-48, X 2 R KR KT B 69 2 AR Q452 PTA KR F . SEQ ID NO:2
ARk 6 FRIBE X BB BE R A BR T 51| 69 K364,

R 3R EAR LIEFEANFEAE T .4 (embrace ) #9412 F . #)4w X 3% 37-48
AR B45FT 845 F 37, 38, 39, 40, 41, 42, 43, 44, 45, 46, 47 F= 48 F HEA~. 1A
SRR R B AR B 69w R

HAEE M

ARLP B, EEM S KL T AR RERIEE T A% % BRI
fRE Tm, Hi@iLfE pH 5.5 A 2 THBEHEDSCRRE: *FHEL
2R, FETm AHEY 61°C. EEAREHRFTEYF, FFETm AZEY 62,63, 64,
65, 66, 67, 68, 69, 70, 71, 72, 73, 74, 75, 76, 77, 77.5, 78, 79, 80, 81, 82, 83, 84,
85, 86, 87, 88, 89, 90, 91, 92, 93, 94, 95, 96, 97, 98, 99 X 100°C.

EThFEF, FERERBEZ T ZA DSC £ pH 7.0 R85 E ) 49°C,
#i% E 1V 50,51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, 63, 64, 65, 66, 67, 68,
69, 70, 71, 72, 73, 74, 75, 76, 77, 77.5, 78, 79, 80, 81, 82, 83, 84, 85, 86, 87, 88,
89, & 90°C #4 5 R .

A TRFEF, FFERBRIETHEA DSC £ pH3.0 REHE Y
51°C, #Lik E 1V 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, 63, 64, 65, 66, 67, 68,
69, 70, 71, 72, 73, 74, 75, 76, 77, 77.5, 78, 79, 80, 81, 82, 83, 84, 85, 86, 87, 88,
89, X 90°C ¥9}i MR % .

ERH—ThFEY, FERERETH AN DSC EpH2.5 MAHEY
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37°C, ik E 'V 38, 39, 40, 41, 42, 43, 44, 45, 46, 47, 48, 49, 50, 51, 52, 53, 54,
55,56, 57, 58, 59, 60, 61, 62, 63, 64, 65, 66, 67, 68, 69, 70, 71, 72, 73, 74, 75, 76,
77,77.5, 78, 79, 80, 81, 82, 83, 84, 85, 86, 87, 88, 89, K 90°C tyraff R .

AR E Tm, T4 F @ i SDS-PAGE MR 4E A E 1V 90% (X 91, 92, 93,
94, 95, 96, 97 &, 98%)49 % kAF A, H ), R\ ARNA 280 nm FTRIFFEE
FHABORARAS D KT He LR, PTEBHEIRETH 0525
mg/ml & @/ (X 0.6-2.4, K 0.7-2.2, 3 0.8-2.0 mg/m] & & ).

FTE pH(#) 4= pH5.5,7.0,3.0 K 2.5)F A e g B, 4o 1, 1.5, 2,
3,4,5,6,7,8,92 10°C/min # 47 DSC. i& B 4 ¥ &R &) L3440 KR H 5 PTE,
FAE R e KL FEH#P) 2 PRI SRk e ik B 6 £46 2 1.0, 1.5 =
2.0°C/min. * F R4 AR RE D R KR G ERDL, TA 43, 4,5,
6,7,8,9 4 £ 10°C/min #4940 #ik B £ 4335t Tm 69T 454,

BHEEREHFE P, KK AATE NUEE < B 8L B T AR LT iR A LER 5%
BB BE B A RAEE . B B #9 Mk 6 FAXIUBT S BEBRBR & Peniophora lycii CBS
686.96 ILEZ 5< BB B ,

poiE b

R FEWE, ¥ ERRSIHARFF HRE, kL FRIE B
BRBEILIEM M £V 105%. ERRERFTET, AT LE MY A R 5 &R
FA P EAR VB S BER AR LE M) 200 110, 115, 120, 125, 130, 140, 145,
150, 160, 170, 180, 190, 200, 220, 240, 260, 280, 300, 350 K& £ 400%.

RAETik, RiEFHFEMHIEFLAZ ) 200 FYT/mg 8% 4 /i (EP).
HEARFERFET, R LE A £V 300, 400, 500, 600, 700, 800, 900, 1000,
1100, 1200, 1300, 1400, 1500, 1600, 1700, 1800, 1900, 2000, 2100, 2200, 2300,
2400, 2500, 2600, 2700, 2800, 2900 3 3000FYT/mg EP.

) & 4 A S PR TE HE(SDS R A BL R S ML % B T A £ RA — A
). FTABRE &R RE BT REBOSM R R, F-EATEVUEE X AL B
EWRAEA FYT. shiEMRAAESHZIB AR TIRGER, cAlE
mg BEALEE XA TARBEE & A £45 FYT RIA 64 UUBE < BE B BG 75 M R 3t

y

.
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% my NEHF 3,

AK AP A LBE S BEBL B ARG RAL T G F/ Rk E G, EAAKRTH
FTRYERABTH., EF —BERERFETECHENRS. £F ALK
AT EPERAMTY, FARENS. ELCEARLRFIEF(Q)CILE
Km%nﬁﬁﬁmﬁk,wm#ﬁm%nwﬁmméﬁn,&@)m%&m

BB AT HILEME.

1&E B & (Low-allergenic) T4k

AR ERFEY, REPTAIESBERBE TR (&) BT HR T,
CHIEIT A KT L (invoke) 534, QIEABBE THRWUEERE, T
8 AR AT ST R B Ay v e A ILBE SN B BR B ARG Sh M S R A 4 5| AR eG4 AT
BEL, —FF R B B S N 693 A% IgE K- FAZHE R RE . %
TR EARTT B RARIR O dedE K H) &, 4o BT K ULBE X BEBR B T AK YT 5 BRifk
(shielding ) 25 %78 5 &84 FT & LB S BEBR B T AR GG R AL R AW
4> (moieties ) 133k, 5 RAWIBIAT 635 R R A 5 AT ik ILES o 5% 85 B
TARRIMLF 1B, Bldo4 WO96/17929, WO98/30682, W098/35026, Fa/
K W099/00489 Frik . 1RiELT X H 5P T Bdk i R RS- 5 P ik LB < A%
B BE T ARG AR N3 . R I 1%E vT 18 13 4% A5 P 14 ULES < AR B B T AR 69 4% 3
BT 2 691845 TARAL, JEPTIRDUBE S BRBR Bl T AR 35N\ 50 AL W Ao A ARA &,
W EA R, AR BAE AT iR NUBE 5S BB B AR 69 78 £ R X b LB <
BMEE TR, J#l4e WO 00/26354. H —AFRABKE Z R TR 7 ik B4 LT
A2 4K Yo 1 PIT 12 ILBE o< B BR B AR 04 4 S BRUS 51) AN f 1 AR PIT 34 LB o B AR R
AR & -FERARAL (self-oligomerize ), 4 R H WLBE X BEBL B T AR 4K 5T B
ML T BT S AR RR B T AR AR 6 RS B o IR PT RE B RAR G IR M, 5%
W BEA B S 4o T WO 96/16177 BTk . Ak %, 55 5 264 R AL T A 5 #F
FiE K 4o WO 00/26230 F= WO 01/83559 Frik eh 5 k& =5 %, X EP
561907 Frif e MALIESR, — B R RZ T & i, ATHELRABRFII AL L
BRI EGPTEIE S TIR, CATANR LA RARUBR AL &
HE A4 WO 00/26230, WO 00/26354 F=/ WO 00/22103)F=/H T 24
H1F PR J Ay 0 AL R AT R AW ABiE A B BOZ &AL
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1 BT 7] ot AR

AL AT R OA AL AL A ILEE X BE R BE T AR AR B A 5] 9 AL LA
7).

Ri&E ‘G BUEBRFT) BEALIEALEBET I QBT ], Flde, &
IR LR R T E ) 2 20%, RRHEE V) 40%, ERLEE
EV Y 60%, HEFRALEE Y Y 80%, FEHRMAELE E ) 2 90%. H)
4o i it AE TAE P A AR Lk, AT FIAL R AL E
FHZALE TR E AR E REF O B OB S. TR LS T
FREYI B O %ATE S RO TSR A B, BPTiE R KiE
ANBARGTF, FHPTiE TUUBARFNL BT EALBRF 509 5 P N RS 18
T mie, FridAae A5 TR G A B, cDNA, RNA, ¥4 54, &R AER,
REAEATLEA,

& KK PSS TR & FARIBECBERBE% D5 7] 3 2 L5 5
BAINEY—ARE, PR REELMA T S TARIEESHBEE, &R
HBAFINRERFE—NMZFR TN H —MAEF B, X T AE— KA
Cdn kB A LFE, Hliwi@id T 25T, BEMMAFE, RBiTHL
(doped ), # A (spiked), K (localized) MM XK K T A,

FEALIA B 18 OF 29 B 3R R 3 AF A 09 AU BORBAE, PR ey RS T
BERITAEAERABF I ARENE Y ZAHy, REEANELRAN. A FEH
FRBAITHRFER, AFREEELORMAFEFROGIELY, TH=
AdE-F R F BB L RBA R FZFE, THATHLRBAAB LR
T RABA AT, TR RN T F BN So b 25 P £ LB 53
BB Bt DNA, B 8 AikA A€ 49440, PCR, LCR HA4E4T DNA R 456
Fo ik J B 69 FEFTHAR

ik, A “98Z (constant) MiMLIELA” #ATHES L, EFYEMLE
AR AT TGT LA TAAIRE., FH, ZERT4IIANEFAZH
BRL& tRkT, At MR I ANA—RE NMF R RARKRE., THFHR, e,
M BB B AFFIN O%EF AR 10%EE ., BB L FENF 5 0H
RBEATEAFEOR-EHRSRE,

P& RS T T A AU T Tk R VUEE o< B B B 09 — 30 5. L AT A G HY
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b RIRCRME T AT ik Bt sb E MRAFA EERT, X, fleTUARA
)84

AR LR A TARGG T 7 ik L35 H 4, 40 W095/22625 3 W096/00343
Bk ¢ L B s 48, F=+4e EP 897985 Frif #4934 474 (consensus derivation )

A A

MM ERESH KRLRAEBFF], L THRAERS]—RZ M55,
Frds sl Fol A S s ol AEsEATAGER I @R T T
(direct) Fri& A 5| 69 R A, R AWRBRA CIETH AL FTES K
WF ik, QIEETRTR, X550, 5, 8555k,

AL AR

% A A K BA UBR 5< BEBR B TARGGAL BT 5 T4 ) R A BARR A, ATkt
RRBHRBE OELBBHT, BUT, HBEKELSLE, BFRBETH
Tkt HF AR RE A EET (activator) A B 635453,

By 14 4% % 48 AL KK BF #) A8 M BE ( glucoamylase ) EAk4) DNA A7
0 E AR BART A AETERAR, LTH A EH DNA FiELE, 8
HEBARBERS T EHIIANEEZ@IC, b BART LT A L tmfont &
HE|PTE R Emn A RS C TSR 6 EAR—ARE S,

P ik LBE X AR BE TR T 5 £ — A A AT E ey L e B R ik,
4o R B AEBE, N 0% K425 (endoglucanase ), M +7-1,3 (4)-p-# RiEds
(endo-1,3(4)-beta-glucanase ) , fo/R & @B, LT IARE HK, IM—AHK
K, RBRAERBAEAEERL, 4 A RR B, ZEAKRTAH FEGFM
AFieARR M AR A, Y REA AR, FEARTA—XENBHT
Rk, R ERRBHTF(ZREMAT)AT TALE, AELRLEGRFS
B A B O R RENRT. FTiE B S BB AT A ReZaMA
A, BP4RALATid ILEE AR Bs TR R B 2 Bt A AE RS B S A L B 6
REAR, REARTARS —FEES K A HEBBe ik,
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CEX ) )

ARPLTREDR I mMIC, &S KELE ™ TR LR G KLA
HBFF . L8R AMBA T AL | N T @I0AT AR AT i AR
AR ERELSKRRA T ERRERSBIR, LF “BLWE” CREMTHT
EHERPEARERREFR TER@BILH ERBILEK, 13ZFE T mER
KARE LIRS THRAFTE S IR AR R L RE.

Frid 48 £ e T AR R MM AY, Hlde, BAZWIE, RAEL@mEMAE
4, Blde, AR, A, Rk, H¥, EB@R. ik
48 e = AE A Sh W 4a e

AL FERSET, FEFIWRRAALAME, ABE@E, wARE
/& (Candida ), XA K 8# /5 (Hansenula), % -& 48 & (Kluyveromyces ),
X 88 # B (Pichia) , & & B ( Saccharomyces ) , £ 7 & & &

( Schizosaccharomyces ), 2 & # % & (Yarrowia) @6, Frik BB 6B L@ie
TAZ LKA R @I, o—Frwmfe, LiE(2 T, AR 78E ( Acremonium ),
i & & (Aspergillus) , %7 & (Fusarium) , B /R % /& (Humicola) , £
% B (Mucor), Myceliophthora, 47.% 2 (Neurospora), H%E & &, #I
% /& (Thielavia), Tolypocladium, A% /B ( Trichoderma ).

TR MR A mierE LR AN EE, CEERRTFRITE

(Bacillus) %8ft., B EFH ML, AR BE @I, REFLRKAE@SF K
AT A8 . fe % ( Pseudomonas sp). LB aE & RRTIHKRE R

( Lactococcus ) , FLBR4TH /& (Lactobacillus) , &84k & & (Leuconostoc) ,
43X B, HIRHE B (Pediococcus) , 73K # /& (Enterococcus) # A FF .

e N

AEPOIGEAFREPNEL BRI 7 ik 048 () EHBTAA
AU A BB B AR TIERB L MR, Fa(b) =ICATIE UBE BB B T
%

AERLEZTFET, FEASAE TR S R ERZHREAT A AR E
FEFRITR W, Pl T ELERFEAY, EAKTES RARA/RS B
HEMHT, EXBRFAI LT ARMIZHR, B AAEL (G
1654k, Hdu(batch), #MHH4-db(fed-batch), KB A (solid state) X &) 324k
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udt

PRk gmfe., PRkt it 4 aA SR fe RALE 604 E B RIFHRA, A RGK
4o kAT, AERFATRAMRTARENTES(Fl, DERAERR
FRAR P o B R)RBE . doRATIE B S BB BE S NPT B SR IE SR
A, TAAABZREAEDKE, wEAXSRE, TABRRBHEIE.

FIT 73 FIUEE 5 B BB T ) AATU, Ea4e 77 SR DK, #4eT A F A i ANE 5
EAAGKE, TR FXaEEIRT, By, Sk, BK, HETB
( spray-drying ) , &%, T,

A OA WUBE < RSB BE T Al % AP RARIR Edn i ik AL, FTE 7 ik €382
feF, E# (chromatography) (#l4e, &H-F Rk, FH, BAK, EERE
( chromatofocusing ), #=R <+ HEFA (size exclusion) ), Wik E(Hlde, #1&
9B 8), £AAEME (differential solubility ) (#)4=, ABERAZITIT),
SDS-PAGE, H4REE(JLA#)4e, Protein Purification, J. -C. Janson and Lars
Ryden, editors, VCH Publishers, New York, 1989).

L

AR B B G Bl B A K ILBE N BB B E M B R Y AL BT B 4%
ftg s A R A, AL, S A @AM T R L Fe = A EICE (recoverable
quantities) #9FTiE % Ak, FTid § AT AL AL H DK, KA, SR A
HEL S R AW I T Ao B AR GRDREAFG R T, #)
Yo, 2EEHRMNMEL, Tak (palatability) F=REF (rheological ) MR,
W IE S (antinutritive) B -F.

ERERERFEFR, LS REART T EILERL (endosperm
storage vacuoles ). T AIB T AR A A€ 4F 5 KK AR K /F 2] €, JL Horvath
% PNAS, Feb. 15, 2000, vol. 97, no. 4, p. 1914-1919,

Fir ik 35 2 B A A T A K F et XL F e R A TRMOTK, F-F et
ity L) HE, do 3 F 3R ( meadow grass ) (F % H 3 (blue grass ), Poa),
4% % ( forage grass )4v¥ ¥ & (festuca), Z £ ¥ & (lolium), iB# ¥ (temperate
grass) , WwAREE (Agrostis), Febdh, #lde, Ik, &KX, L& (1ye),
X%, #, &% (sorghum), #v% & R(maize) (2K ),

R F et b EHS)ABE, 2% (legume), @B E (lupin), L4
%, wE, 2, 2 (bean) #nk 2 (soybean), Fot+FHAHM(+F i
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( Brassicaceae ) #}), 4oit#fE, WmEHF, FEFAXGHELY L PRSI

( Arabidopsis thaliana ). #]4=% &% #| 5,689, 054 £ E ¥ F| 6,111, 168 AT
R AK LB X BERL 2 AR ) R TARAAL M ) R, MBS ERFIRE,
WHALR (callus), *t, &, RE, FFFfRZE, FLHDEL T EK,
JRIME, AR, &e, SRAYERRFIOTLBONA ZAEMES . FFE,
fEATHM I, Rk kIR TATA AL ARBONA RAAD L.

AL B A A, oSt mied B XK.

A KRR % R 5 R B MY ALY 0 0T VARRYE RATR S e 7 R A
#, METx, MRS ERRBLIIAN—RENRARL S K
W RAM BRI MY B AR K AT RS Y ALY m e A
(propagate)®| 4% & B AL 4 AL 40 L.

FAES, BT R IR ERASH A RL N S ARG BRA 7| B
K, BT RN E AR B AL A A B R R TR BF T T E 86
ERERT . FE, FTRREAMBRTER A TEEOESNREIMERY
75 E tm e Fa ¥4 B R M AR G| NPT iR ML) BT 562649 DNA 5 5] (B Z 4R 3 T FT A
45 DNA 3 A7 )i BHARI.,

Bl FE B AR ATIE B BREG B ] M 8 Fo b Kok A A B4R 5 5 6914 4F,
do B B FFask b F 5 5 BT 845 5 REH (transit) F 7). Flde, HABRLK
B % kg A B EZ AT A2 AR 4 (constitutive ) FEFA 49 (inducible ),
RIT AR L B4 FME (developmental ), MrE4F M4 (stage) AL
Frey, AR ARE FHTARGOFE AR D IS e F R T, P
=/ 5], ¥4I Tague %, 1988, Plant Physiology 86 : 506 Ffit.

st F 4 A &k, T Fl Bk 35S-CaMV & 35 -F(Franck %, 1980,Cell 21 :
285-294). BEHFFMLHTTH, Hldek A4 (storage) ZAR (sink) 4
whott T, B4AE £ AR L4 BT (Edwards & Coruzzi, 1990, Ann. Rev.
Genet. 24: 275-303), k& i KMt BRA R de A AR B FH T (o ¥, 1994,
Plant Mol. Biol. 24: 863-878), # 4R B% Frok a6 5%E, BiES
Ea, REEG, REZHEFHTF(Wu F, 1998, Plant and Cell Physiology 39:
885- 889), & A 2K EH B4 #%& 2 (Vicia faba)B 3 THk O & 209 RéFt
F& 4 /7 A B (Conrad ¥, 1998, Journal of Plant Physiology 152: 708-711), %
A Fidh (oil) &G (body protein) #) /& 3)-F(Chen %, 1998, Plant and
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Cell Physiology 39: 935-941), 3k & Brassica napus #3fi##& & € /& napA &3
T, JEMELCAFRCLOHTHARESH T, Fle, o WO 91/14772
Frid. %ob, P B3 T TvhZAet T4 A MBS TIok AKX BELATHY rhes
& 3hF (Kyozuka %, 1993, Plant Physiology 102: 991-1000), <3k 3 % &
(chlorella virus ) Bg %7 ¥ A4t 4585 K A B 3T (Mitra and Higgins, 1994,
Plant Molecular Biology 26: 85-93), & A #54 aldP £ & & 3)-F(Kagaya ¥,
1995, Molecular and General Genetics 248: 668-674), H£145# % (wound
inducible) B3 F 4 B54E pin2 B 3F(Xu %, 1993, Plant Molecular Biology
22 : 573-588).
AR BN THETAM R IT AR AEMY TR GEA, Hlde, LR
HFEBFAMTHETHLEEDFRSBERLN S RO FTRAF 5|
HAETF. e, XudF, 1993, RLIXAFTHELHES | ARKENA

ST AR EL T AL,
XA, Frid BT R RTREFBHEYHFRANMERGREBLRBRLE
Horvath %).

FITiA R A SEAR GG T AT ie K B Ao 424 28 34T AR AR R L 45,

1A% RARBE A BAR T R BMBARE SN A YA RN, st
BATE -S040, RE-NFHEN, ZHRESH, BETRE, ABR

( biolistic ) ##1b.F=d, F FL(Gasser %, 1990, Science 244: 1293; Potrykus, 1990,
Biol/Technology 8 : 535; Shimamoto %, 1989, Nature 338: 274).

RERE LEATFA-NFHRBEB LA B AR TS
(%3147 .. Hooykas and Schilperoort, 1992, Plant Molecular Biology 19:
15-38). AR‘ELTH THALET T, RELEHAFTEFRF FiXL
ik, RAEFAS AR LT oYL T ERIEBTHERIET ¥
FekaF R F(EL DNA @89 2 M 4e K484 F)(Christou, 1992, Plant
Journal 2 : 275-281; Shimamoto, 1994, Current Opinion Biotechnology 5:
158-162;Vasil %, 1992, Bio/ Technology 10: 667-674), #4143 Fot 44 ¢4 4K,
7 % &3 F 4o Omirulleh %, 1993, Plant Molecular Biology 21 : 415-428 Ffi
RV WS A

HRIE AR IS T R LG, B LIINT REMBIKQ KT B
%4 (regenerate) AT ¥AL4Y,
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AL LT BAEFREPE KRG FE, L4 EABTAZEN
BESAE B B TARM AT, BAROASHA KL A NE S BERR B TR BT
5l 4 R R A A e, Fo(b) BT A ILEE X BRBR AR T AK

HAHRER T HTH

AKXRELFBERR, FAHY, FEFHRAM, HEFEHEFRIKRS
Wifade, BE, AfHh@mie. LEZQROER, floidilsihmiet
FERAR IR Cusn, I 425 At Protein Expression: A Practical Approach, Higgins
and Hames (eds), Oxford University Press (1999)% = K84 & 71| F#iF &
A REiF, RNA e A mE8EE IR, AFHERARSY, A%
A KB ILBS o BB B TAR 69 A2 BT 5 SR AR R ) ) 0934 MR T R A
FFE A G IBE BB B AR, T ANETIE B4, H)he AR S 65 B AT iR
LR X BERRBR AR, RTR LR AT FA A, FlaoiBh FhediHiL.
Zhah b4 A T EATH A Fh# B FHFe Sh B AR RS A A o S5 R—R

75 Ky AE S g AT i LB ST AR BR B ARG K R S, T H
Y L FIT K JILER S BERR B ARG R NPT R Sy M 69 TAFIP, ) JwiB 1242 4
HEEWMEZBAORBHTOHERRLEEAR, R%HHTE NSNS B T K6
A, AR AR R AR BAES B AR, HRLARAES B TR
ek, —ERFRINFAEKFSE, FAETEE (potential ) FEMEAENS
K, (surrogate) #H4k, FE T EBFHEHEARN M. RETHFTAER
7 % (breeding ) B FTITE . T IFT & 34 64 03 Sh AL LS 55 BE 8L B T 4K,
%) 4= Meade, H. M.%(1999): Expression of Recombinant Proteins in the milk
of transgenic animal, Gene Expression systems: Using nature for the art of
Expression. J. M. Fernandez and J. P. Hoeffler (eds.), Academic Press.

XA, AFALEL R/ AR BIEARETBFHRAET L
E4E A4, HALBA 5] 04569 F R4 B M IRAIK 355 A0 BT i ILEE AR BE
Be TARGG S A B, T AT R4 B T HRAF R 5] o R 7] A T @iy
TR AP PLEE BB B TAR, Jo WO 2000064247 Pt .

HA R FoSh R B Ao
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AR BH, RiEHPOIEA N, CFEA, EEAKREXETEF, AT
iR PUBE S B BE T Ao R K WA L8440 7T FIAEAEA S e R R . Shah sk
B AR G R G, iy, REFRDL, EREREEFTRY, A
ZHMAHER Y. FREHDWEIESL FE (mono-gastric) Fh4, Fle
B(OLIERTRT I HE, 2K (growing) BFEH);, R XG0
{2 RFF A A AT (broiler chicks), F&&FL), 44, Fa(QERIR
Fék8),

ARIEFH RAAAHL Y IRIEFTESRA T HHENGEY, &0,
R, RicH. FAREAAREHWT ERRIA, LERFIR, Kk
=3 2

AZ R, £ T FoE|shpAt+ o, THARA SH AR R,
Sk AR R F A T A G ILBE S BEBR B AR, ARAAAR R (stabilized ) ARAKS
F R T . TR RARM TR0 DDA G ELS AL . FTES
WA FHG TRRASH (pre-mix ) A i h iR H R A 69 BAR L6, BURESY
SAH A, BRAHSEY —FBEERIRES—FEFTHR.

At, EEKRERFET, BT RS, REPLAHTESH A ELE
EY—FIGEMGAEE, F/RES —HRKEBRELT, FP/IREY AT
TR, LT eaEE ) —HFE (macro) FHR.

R T AMBEA TN RAGIRELE A, #4F D3, #A X E, F%
£ % K, #ldetf4# K3.

KM A W FAPREEE BI12, 2 WF 2, %A X Bl, 4
4% B2, 44 % B6, 44 % PP (niacin), "t# A28 % (panthothenate ),
#)3w D-iZ 8245,

REF VMG EHGI R, 4, 4k, 48, B, B,

FEH MR ERGIRL, B,

A b, Tkt R RS A E &R (colouring agents ), FHILAH,
ARE A, WAl FedifkAEd K,

AL PLRA W Bl RS CLIER ) — A B A KRBT M) % Ak,
Fo/REV—FEFAMTRBEEBERNYSK, R/XES—FHEAAD
A3)-B-HEBBEERNIK, F/RES—HEAZOBHEHG S K,
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TRAAATRIE R E KRB EE, YRR OERRESE T |1,
4-B-D-AAEFH A #Ri& 4 (endo-linkage ). T2 A TR ZARAEEE G
Bl A o kM, Plde Xylazyme R B 69 FT 3218 K FAE (arabinoxylan) K Ak
f MegaZyme), RABR (azo) -F & &9 FTEAGRFAE 4 RTIEH K4 BAR

(dispersion ) iz,

TR AT AAR IR Cadn R 0 H BARBER ISR & A W #) BB E M, #3e T
A S FATHESR P-RIRAENRY. AMHRAESHRKXETH AZCL-K X B-
HE]AE, RMik(1)AZCL-HE-HF 4%, RQ) BA-CM-AREHY RS, £
AF I, PTRRM GG £ ODsos 2 L AE TR FNF AZCL-3 A
F M ( endo )-7K fRBEX 35 /5 http://www.megazyme. com/booklets/AZCLPOL.pdf
#) Megazyme 7 i%).

T ) AT AAR IR E4m 6 W 47-1,3(4)-B- F RAZ B X1 R T A $7-1,3(4)-B-
FRABREE M, RE AI-1,3(4)-B-F) B BEE M a9 ik R A R L BLE 1B R R
&84 B-BIRMER RS, L AT RRTHHAE TR RE.

T RART IR B G BE N, ¥ TR RS LI5S TR RO BTt
HEWHKIE, EOBEADY TR IBEERTE, fo pNA- KD, W0
Suc-AAPF-pNA () 4o # £ Sigma S-7388). % — 5 # %] & Protazyme
AK(Megazyme T-PRAK #|& 4 A H 6§ X F# (azurine) 3 &4 XExBEZ B).
WO 01/58276 #4 4645 2 #4318 T 40 B G 8KE ., KL F4EH 2D
44 Protazyme X35 (%o Li8 & PTik 42 PTid & & B33 ATiE pH AR K).

HiX A EAER, AUFRER, B-1,3(4)-R KBS K OB EHK,
B B A B % K pH FoiX IR (hik 4818 & i€ pH ¢4 pH, Feitii RER R
Wi E). HikiXE pH A 2-10, 41k 3-9 #9568 E, EHRE pHI R4 K 5K 6
R 7T K8, HlhepH 3 K pH 7. HikiXIEE A 20-80°C, ik 30-80°C, £
#ik 40-75°C, £ E F4hik 40-60°C #4955 B, ik 40 & 45 R 50°C. LBRE
EEHA (blind ), Bl4esd FE R RAPTRBEE M,

Flk 4 49 Bk £ #45) (AMP's) & CAP18, & & % A (Leucocin A),
Tritrpticin, M B 4244 % % Bk-1 ( Protegrin-1 ), Thanatin, $L4XZ &

( Lactoferrin ), Lactoferricin #= Ovispirin %= Novispirin(Robert Lehrer, 2000),
B ARG IRMA WER G TARRA R, B L4 AL H S K(AFPYS),
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Yok B E XM F (Aspergillus giganteus) FEZ 1 EWAL LK, RELFGHR
ARA W EARFRE, I WO 94/01459 F= PCT/DKO02/00289 BT~

ERREAFTEY, KREXAHHAFERANTRHL 0.0010-12.0%, K
0.0050-11.0%, 3% 0.0100-10.0%; £ 45 0.05-5.0%; 2 0.2-1.0% (%354 100
RANA P B SRR G K 5 (R T IR K b IR OLIE 9 E S kR R A
A, 3 TIRS IR XA HF A,

Bk, #@ERAR A ERALEH A (infeed) ¥ RE, 55 A
10-10000; 20-2000; X 100-500 (#§_LiX = ANF b FT @.3664 18] 18) 5T 43 2
A F B FRAR], Bl TR BURS 469 LA 5 R,

FEEHAS O RAEHARETRBRATADHGERE L, LEFH
HERNERFENMP, FHFBAEW TAF KT R4 NRC, Nutrient
requirements in swine, ninth revised edition 1988, subcommittee on swine
nutrition, committee on aminal nutrition, board of agriculture, national research
council. National Academy Press, Washington, D. C. 1988; #= NRC, Nutrient
requirements of poultry, ninth revised edition 1994, subcommittee on poultry
nutrition, committee on aminal nutrition, board of agriculture, national research
council, National Academy Press, Washington, D. C. , 1994,

P ik ILBS S BB B AR 45 R LA 3, BF AR AR & TR A
WA TR B HHAR T, LETHECATENZEELH: 0.01-200;
X 0.01-100; 3 0.05-100; 3 0.05-50; 2 0.10-10-F7 A7 X 258 B A &F £
YA E B8 G A (ppm) R T

A P AT AV R R AR 09 B IEF BB R A R, AT
AR KT RAA AR An H LA PR B, FF B A8 XX R T T4 b0 BG 04
PoiE M, A ) A B KIS AT i 48 R 4 A B PTT 1R AR A e ] 64 ILBE ST AR RR
Baig b, HFERTERRAMNT, AT AR E LN R BT AR
HE.

LR, e RAER TR G AR Ao R AT AR HH 6 LBE ST B RR B T
AT, AR SUAE I B G (R E R AT A B A28 &4 3R Ao ) e AL I%
B).

AR RATIR Eudo 7 ik 4] B R A R4, ) doid i3 34 BT 8 UBE ST AR AR
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BE R B MR e (REF ) RA.

HPEAFA SN RN T O RS EAREK S . REAZ A S HAA
o BA 94| (crude) & @RS 50-800, 2 75- 700, X 100-600,
& 110-500, 3K 120-490 g/kg, HiLAH KK ALY,

A3h, RTHBGT T LM EORGEE), ALADHWEARES
#4446 (metabolisable energy ) &% % 10-30, & 11-28, & 11-26,
12-25 MJ/kg; #o/3A454F# 0.1-200, 2% 0.5-150, K 1- 100, K 4-50 g/kg;
F2/3 T #) A 44 (available ) B84& % 0.1-200, & 0.5-150, 3 1-100, 3 1-50,
X 1-25 g/kg; A/R FHRABAEH 0.1-100, 2 0.5-75, & 1-50, 2 1-30 g/kg;
Fo /3R, FHAB Ao ¥ LR A EH 0.1-150, 3 0.5-125, X 1-80 gkg; /3
BRI ASEH 0.5-50, X 0.5-40, 2 1-30 g/kg.

4 &G F A RIN)ER B F 6.25 &3+ K, B 4= Animal Nutrition,4" edition,
Chapter 13 (Eds. P. McDonald, R. A. Edwards #= J. F. D. Greenhalgh, Longman
Scientific and Technical, 1988, ISBN 0-582-40903-9)F7i& , #4|%& & R (g/kg) =
N (g/kg)x6.25. b &4 & T A JLK(Kjeldahl)F #(A. O. A. C. , 1984, Official
Methods of Analysisl4th ed., Association of Official Analytical Chemists,
Washington DC) &, & BT A f4t7 %, 4=F7i84) Dumas 7 %, A& T
FIT i A% o f2 B P MBS BT A0 RALEE A Rk ST R EHIHE

it B AR #4827 2 F NRC publication Nutrient Requirements of Swine
(1988) pp. 2-6, #o the European Table of Energy Values for Poultry Feed-stuffs,

Spelderholt centre for poultry research and extension, 7361 DA Beekbergen, The
Netherlands. Grafisch bedrijf Ponsen & looijen bv, Wageningen. ISBN
90-71463-12-5.

fE—BkEaFEY, REWTAGHHEAAEEM LS E) — TN T
ARREORR. MHEERRE G R R 585 A% 8 24 (leguminosae )
Fo At (brassica) B9 K &, I Fh N, RSk, 2HE (EXR),
RE, #&, BE, aEMIE.

ER—REKRERFEY, AEAMESHHE LSS 0-80%EF
&y /K 0-80%FHR; F/K 0-70% ) E; Fo/K 0-70%K K; A9/ 0-30% %
#; /R 0-40%K 24 (meal); F2/3 0-10% &% (fish meal); Fo/2 0-20%
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FLiAF,

PR AB) ek & F A MK (mash) BEF(AFFL (non-pelleted ) )
RBAFF, BF, RAOAKEL (milled) FH-BA (stuff) HARIE TR
ARG HAPRIMEBEHLERET T YR

ALK B PR UUES S5 B R B T AR T A Bl AR SR ARBE H) K 69 X, S AAHHA
ARG K, TR M R DI, BFARES TR KL F A BIREEY);
FEiRFAEEA (pellet) TG HIRKLBAEY,

L3 AR O P LEE < A AR B T AROR A0 B S 44 RH R, A9 BUPT A AR B
HERMARS, Bl shdei L =% (growth rate) Fo/HARE IE oo/
KAV (conversion) (BPARIEHE SARATAREIG )R 5, X4 R T
TRITkE T—RENTEAMER: TR IEESHERR 69 B8R B - A — M Fo
EMAE T BEET, AXEERABETH, &, BFEURMERET Y
JRGE, AR, RSN, PTEAMBE B AXHAEE PRI HOHALEELSE
Q. EFREAEQRFLE, plATHpHE, FELFHEOQREELES
Frik ULBS N BE 2, A plvA L& pHE, #REFTNZAHREILEE TH
BB RERR 3. DLBR S AERR R L, MUBR SN BEER B8 W R AR

( metabolized ), A AT FRAE M Z%BIL, BPAAE P &BE, FPrif#ss
BB T, WA EORERLALRTAHA (nutritionally available ). B
sb, B AR A AVARE KRG LE AL, RHFEHNE BAN L LB
BRh . BELLAANATRAE B THoskteds, FHA, B AETHLEEX
BB AT RO, Cih R0 T RMMERK.

BRAR SR bR ARENE Ik Bkt BB E) £ 00 101, 102, 103, 104,
105, 106, 107, 108, 109, R E 'V 110% (LBgRAn),

EH—EAREHRFTEF ARSI ST BALE 2 (TR
1$)99, 98, 97, 96, 95, 94, 93, 92, 91 K& % 90%( LB FAn).

BT ik A& B4R A4 v T AR SME ), Bk LM BEEO K. KA H
RIBMNE G KT BAEATIAY, B0Y, HIHBREY, LEEES—A
A ARKAHMATEOR, LEEHOTaRFEARITEY,. ERARE
RFTETPHAMHETORNEARSEANEY 10, 20, 30, 40, 50, &
60%(wW/w).
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MY EQRREARRGERG A S X E, N E, BE, 2%, &
AR (2R), BFELH. LesipbkagafPifHaRaed, nif
R AT

Frid iz a R aZaMBEFEET, BleRKEER Ky &F,
oy By ik LEE X BB BE AR A M AnBe (4o RA ) MM RE L2 ZAT L pH
B AL, AR N AR AR NERR, ZETRTRENMLEE, #)
$oi@ it AL F IR, RABR A T 4845 1L ST B 45 AR

BEALE AR F R H —BRE_FTE, BIFHTREBERL, 657
KBS WA YEQRREORR, 124k ki FTiE 8% M RREE
(switched) A3 EH, —E#EIE LR ML, N—ELREETEEI 4|
), AR L AR R R AT B R PTE 20,

JE A LB SRR R ARG O &

B—F &, AEAT B A FARNEL BB ¢ TR ik, £ P ATk
TAR LT FARIUBE S BB B AR R M /B LE M B 3, FTE F ik @4

(d) MEAIE T B P F AR LEE S A58 B ¢ DNA /51,

(e) J278 AP KX AT I(A) P KT FTE R E DNA 551,

() J it & A PLBE X BEBR B R ARG 78 L m)E, 773{44wbﬁﬁ:i%4& WLEBE %
BB B AL M A/ B TE R E 5.

AEPLEF RO TR KBNS ATE, Kk 435] P (doped
primer)#t 47
EHAEFARFET, LEFEOETRE LR TR (OFTH) M A0 K.

(a) I FARNBE AR B0 3D 44;

(b) EH F69RE Tt (a)8) 3D L M#AT MD AL,

(c) %R IFTE Z A (S-S B K 3h)FAKNEE BB BE 69 BB
Sl ey KB G E X, HFES AT RCEOFPELYRRES
3R (d) ¥ 4k $e.é) (targeted).

B ik (a)b $E My =T A Bl R 342 (modelling) 2. KRR ZH 1 &4
.

BB EHBZE—R SN TRIBE: 300K, 350K, 400K, 450K, 500K, F=
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550K.

AL P F &, Frid FRIBE B EET AR AR FANIEE < BERR
B, RAFATEAR, RLEA B SBEBBEE MG KB, RARBNS, &K
AR, RAELE BT REIRAREGRNS K, TEARGITFAR
FARIBL BB BE 6) K] A E QLB BB B, it R A B 69 ILEESTBE
B, REEAUER SBERARE, B8 UUEE S BERLEE L6652 US 5830732 ATk
#4974 IE 8% & (Schwanniomyces occidentalis) VLB >< BEBREE, 4R AL ¢ ILEE 5
BEBE ) R R A T RE N RI2THE B S BER B (55 A T L AL
BE N EERLEE, RITHILBESHERLER), T & B WUBE < BEBR B 52 A6 ) R AR &k
R OmEBEEBGEM, B4t swyE PHYA (SWISSPROT P34753, Gene 133:
55-62 (1993)), 2w E (Rit%tE)PHYA (SWISSPROT P34752, EP420358,
Gene 127: 87-94 (1993)), .2 & PHYB (SWISSPROT P34755, Gene 133:
55-62 (1993)), Z# F PHYB(SWISSPROT P34754, Biochem. Biophys. Res.
Commun. 195: 53- 57 (1993)); X B EREVWEH, SlrHERLE
PHYB(SWISSPROT 000093, Biochim. Biophys. Acta 1353: 217-223 (1997)); &
ERER BREREW, Flde WO 97/35017 Frik ¢4 tm£.o4 B ILEE <
BB R, Hab-T & B VUBE X BERL AR 44 L3619 TT /B EP 684313(Fldwk A AW
E, twE, g aFeEgsk JP 11000164 (kb FEH BB IE
FEEBREE);, US 6139902 (k& wh B H AR &) ILBS < BEBLBE), & WO 98/13480
(Monascus anka WLEE <R Ee)T . 32-F ) PUBE X BRRR AR 69 K360 R ATiE R
B % i 4k FE (Paxillus involutus), %% %48 # (Trametes pubescens), Agrocybe
pediades #2 Peniophora lycii( %, WO 98/28409)#4 WLEZ > B AL B4 .

EARERXF @B G, RALPTEETE B B A, S+ BARAE
i 4G K ILBE A BB BS 2 & B Peniphora lycii CBS 686.96 #)LEs 55 AE8L Bg
(AR L @B F AR EFETAR, FHERSE, AARRIE <L ES),

HAH KK X @ ey B 4, WO 00/43503 4 F i& ULEF 55 B4 BR B e JLEZ ¢
BB BR A 5 R A A A 0 FAXILEE S BB B Y 525640 SEQ ID NO: 22(#2-F
(basidio)2:# ), SEQ ID NO: 24(3 A WLES < B BR B -10 #9 A ¥R %); SEQ ID
NO: 26 (34 WUEE < 48 8%-10); SEQ ID NO: 27(3:4 WLBS ~ BE#iH4-11), SEQ
ID NO: 31(3tHA FLEE > BB &% -10-# (thermo ) (3)-Q50T-K91A), SEQ ID NO:
36(2L A PLBE < A% B2 B -12), SEQ ID NO: 91 (3:A WUBE < 5% Bf B8 -3- &
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(11)-Q50T), SEQ ID NO: 93(3:H PLEF > B84 Bs-3-#(11)-Q50T-K91A), SEQID
NO: 95(3- 47 JLES > B 8 B -10-#4(5)-Q50T); F= SEQ ID NO: 97(3:H ALEE < 5%
B% B 10-24(5)-Q50T-KO1A), 4 WLBE < BEBAAE-10-34(3), A -ILBE X BERL
B5-10-#(3)-Q50T, t47 -VLBE X AEEREE-10-#4(3) -K91A, A WUBF N BE Ak
10-# (3) 0 R AL BE 27-467, LA JUBE < BEBLEE-10-# (3)-Q50T &9 R A BR
27-467, EA LEE BB EE-10-#(3)-K91A # R AR 27-467.

A i A R84 R IUEE S B BR B ¢ SR 64 & /£ EP 897010 2N 4948
) B LB < BB B T 4K, f£ EP 897985 AN &9 A 6934 MLBR N BERLBE R H
TR, A2 WO 00/43503 2 FF t4 18 oh B WUBE < B BRBE T AK, Foort b 3578 ILBE
SRELEET tUUBE S BB, VAR A LB AR BB -1 69 K,

7 ik AL 0 ILEE S BEBR B T AR LA 7 SR R KA 1| FTRR

(primary) ffik: f£iEE BARZHRA(H SC-#) & #-F 4 3& Fiik L B % (4

Yo SR )E B 6 BT A (F40 30°C 3 R), RAHALIERE (filter ) -4 54\ 2
P, R F iE G EHE] (Bl40 30°C 1 R), ££3EF pH (#)3= pH 5.5 #= 53°C) #
TR AR AL A5 3| FRA G LBE S BB 4 PR, AASHWBARTELNNT (Flde
£ 53°C iT4), #F(remove) g, FEINS Ca BT 49 (H]4 0.5M CaCl,
R, ik TR ERILBE S R EE B F R F R AR (clearing zones )
B % .

B —4hik ik kR TS 1| ATide) =R (secondary) fhit (R&

(submerse ) 4, B3 b A WILEEXHERREEE HAT LR B B K, BEL

Pk AR UUBE X B BR B RAF E 4T 001k (AR FEBEFHAFZMALT)). L
B, EREEMINSIGHALTREE, ToEEf | FHEELES/
& 4% P 5 R TR AT 7k

ik EAE T ik AB e, BRIBAEHA (oligo shuffling ).

ik FAMBE AR TR AL EERARATEY, FREFETE
£ (iterative), 18A%H —4, A& FNRIER XBEBRA R b i PLBR S HRERAEZ
—, Bl R IR A BN BB, A TR FRIEE N BER R R
bR AT S TR X, B 2 P AR RIS S SRR B b X A M
EEBSMTARY, UEEIE,

o iE M 3T B4R 0B ik T sk R A | ARSI AR TRk . B —ILE
PR B ek Rk ik R A | PTAS 8 R TRk T k.
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ARE B FE A FTAFR) 6818 bk 4 PUBE X BB B T AR 4G F ik
TAFE| LB BB BE T ARG ik, 4() BABIMEMERAEF LEATE
Q%%L%;%ﬂﬂ@&ﬁLﬁ%

- R EABIFEERLR, HREAEARBALATLE.

AR EATE

ALP—FERARIGREDANE SHREBETRALS LMFTR, K
LB RETREGEVRMAEFIA, BTk e (P, ARG I RIE L/
RILERRH)RE, AT FHE: 4T @A EGREARFEZRF
W Am ELAk 2365 & F 898 —A, A “3% A Peniophora lycii CBS 686.96 #) JLES
X BEBL B TR, “ AR ILBE B BR B S A N T AR A &K 5 Rk  Peniophora
lycii CBS 686.96 JUEZ 5 B4 BL Bl F) /% 49 LBE o BEBR B K, iZ RAK L2 a3t
FARLE A WAoo R AR TIRGE ) — M B R ATEF
JB 4 ILBE X BB B 55 4o £ SEQ ID NO: 2 A 5| st 4 - th Aridk st AL & .

ZRTAREPHMANBESHEBRBERGIFEALRSTE, FELEL

FHATWAREARERFTE. AEPLFRATRAERFTROTETE: 48
AL, MBMEAR, FaRAEK, FUBIER, A7 5% #HAR
e, AWK HABEAZY, XF%, AFEAL5/AE (M), 4
At hod R A, Feshdp ARt AT EAEAR; RARG AT ER
8). ATEAK I A 8 B — AT R AR A B R BAEAT L&
RGBSR BT IR, TSR HLASR £ —RHEHE O R R
Tamir.

FARIBE X BB TR, 2K E S — /i f a0 694 B 9 IRAK: 20;
26; 28; 29; 30; 31; 37; 38; 39; 40; 41; 42; 43; 44; 45; 46; 47, 48; 55; 56; 57; 58;
59; 60; 61; 62; 63; 64; 65; 66, 67; 68; 69; 73; 74; 75; 76; 77; 78; 79; 80; 81; 82;
83; 91; 92; 93; 94; 95; 96; 97; 98; 99; 100; 101; 102; 103; 104; 105; 106; 107;
108; 109; 110; 111; 112; 113; 114; 115; 116; 117; 118; 119; 123; 124; 125; 126;
135; 136; 137; 138; 139; 140; 141; 142; 152; 153; 154; 155; 156; 157; 158; 159;
160; 161; 162; 163; 169; 170; 171; 172; 173; 174; 175; 176; 177; 178; 179; 180;
181; 182; 183; 184; 185; 186; 187; 188; 189; 190; 191; 192; 193; 194; 195; 196;
197; 198; 199; 204; 205; 206; 207; 208; 209; 210; 211,212 ; 213; 214; 215; 216;
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217; 218; 219; 220; 221; 222; 229; 230; 231; 232; 233; 234; 235; 236; 237; 238;
248:; 249; 250; 251; 252; 253; 254; 255; 256; 257; 258; 259; 260; 261; 262; 263;
264; 265; 266; 284; 285; 286; 287; 288; 289; 300; 301; 302; 303; 304; 305; 306;
307; 308; 321; 322; 323; 324; 325; 326; 327; 328; 329; 330; 331; 332; 333; 334;
335; 343; 344; 345; 346; 347; 348; 349; 350; 384; 385; 386; 387; 388; 389; 390;
391; 392; 393; 394; 395; 396; 397; 398; 407; 408; 409; 410; 411; 412; 419; 420;
421; 422; 423; 424; 425; 426; 427; 428; 429; 430; HF

(a) Bk ZAREA DUBE X HRBR B 75 M4

(b) HEAMEE T F SEQIDNO: 2 #9451 & ; #o

(c) AT T4RE SEQIDNO:2 BA £ 75%4 & 4 tb Rl —i%; A

(d) B PTi& TR A ik B 4= F 49 Peniophora lycii CBS 686.96 JLES 5% 5%
Bi B 6y 4K G26S; Y28N; D29S; F31Y; E42D, K, A; T45R; V461 ; W59F;
S62D; A64K; R65Q, E, G, A; S66T; R67A, I, Q, K; Q68Y, V,I; K74R, A; A99N;
D100S ; L102V; P103E; F104L; N107T, Q; S109M; H110S, V;Q111E, N; T112A,
S; M116F, I, L; A135S; D137Y; Q138D, S, G; D142A; () 154fH; S155N; G156P;
E157Q, S; E169S; E170A, P; G171A; ()171aS ;T174P, A; N177S; N178S, T ;
M179T, V, L; N182A, V; V184G; D185E; () 185¢T; G186S, A; D187R, K, S; ()
187aV, T; E188Q, S, A, V; S189E; V195L;N199A, P; L204N; A207D, H; S216T;
D217E;L219Y, T; T220Y, N; L221F ; M222L; L230V; () 235¢E, Q;V248R,
1:S249Q, A; E251D; Y254A, L, G; D255N; D257K; Y259F; T262H; P264A;
G286R, H; Q287K, S; A288P; T321Q, S, G; M322I ; V3231 ; P324A; A327S, F, I,
L; F332Y; N333P; E344R; R346P; W348F; V349L, A, S; D350S, V; G388A;
V393R; E395K, T; #= L396R.

FRIESHABRBY TR, OSA LA TRBHES —ANREHES
— A B B BAK: 20; 26; 28-31; 37-48; 55- 69; 73-83; 91-119; 123-126; 135-142;
152-163; 169-199; 204-222; 229-238; 248-266; 284-289; 300-308; 321-335;
343-350; 384-398; 407-412; #= 419-430; H

(a)Pf ik AR LA UBE < AEBL BR 7E 14 ; JF B

(bYEANMLEs EF SEQIDNO: 2 #9—AMLE; HF A

(c)FREHARE SEQ ID NO2 BEA £ 75%49 B 4 b F —H; FHHEF
A2 E 26; 28; 29; 31; 42; 45; 46; 59; 62; 64; 65; 66; 67; 68; 74; 99; 100; 102;
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103; 104; 107; 109; 110; 111; 112; 116; 135; 137; 138; 142; 154f; 155; 156; 157;
169; 170; 171;171 a ; 174; 177; 178; 179; 182; 184; 185; 185e; 186; 187; 187a;
188; 189; 195; 199; 204; 207; 216; 217; 219; 220; 221; 222; 230; 235e; 248; 249;
251; 254, 255; 257; 259, 262; 264; 286; 287; 288; 321 322; 323; 324; 327; 332;
333; 344; 346; 348; 349; 350; 388; 393; 395; #= 396 9P TARIL A : 26A, C,
D,E,FH, LK, L, M,N,P,Q,R, T,V W, Y; 28A,C,D,E,F,GH,, K, L, M, P,
QRS TVW2ACEFGHLKLMNPQRTV,W,Y,3IACD,
E.GH LK, L, M,N,PLQ,R,S,T,V,W; 42C,FEGH, L L,M,N,P,Q,R, S, T,
V,W,Y;45A,C,D,EEFEGH, LKL M,N,P,Q,S,V, W, Y;46A,C,D,E, F, G
HKXKLMNPQRSTWY;S9A,C,D,EEGH,LK,LLM,N,P,Q,R, S, T,
V,Y;62A,C,E,FFGH, LK, L,M,N,P,Q,R, T, VW, Y; 64C,D,E,F, G H, I, L,
M,N,P,Q,R,S, T,V,W,Y;65C,D,F, H, LK, L, M, N, P, S, T, V, W, Y; 66A, C,
D,E,FEGH LK, LLM,N,PQR VWY;67C,D,E,F,GH,L,M,N,P, S, T,
V,W,Y;68A,C,D,E,FFGH,K,L,M,N,P,R,S, T, W; 74C,D,E,F, G H, I, L,
M,N,PQS T,V,WY,9C,D,EFGHLK,LMPQR,STVWY
100A,C,E,F,GH, LK, L, M,N,P,Q,R, T,V, W, Y; 102A,C,D,E,F, GH, L K,
M,N,P,QR,S, T,WY;103A,C,D,FGH,LK,L, M, N, Q,R, S5, T, V, W, Y,
104A,C,D,E,GH, LK, M,N,P,Q,R,S, T, V, W, Y; 107A,C,D,E,F, G H, I,
K,L, M,PR S, V,WY;109A,C,D,E,FGH, LK, L,N,P,Q,R, T, V W, Y;
110A,C,D,E,EGLK,LLM,N,P,Q, R, T, WY, 11IA,C,D,FEGH L K,L,
M,P,R,S, T, V,W,Y; 112C,D,E,F,GH, L K, L, M, N, P, Q,R, V, W, Y; 116A,
C,D,E,GH K NPQRSTV,WY;135C,D,ELFGH,LK,L, M, N, P,
QR T,V,WY;I37A,C,ELFEGH LK, LLM,N, P, Q,R, S, T, V, W; 138A, C,
EEFH LKL MNPRT VWY, 142CE,FFGH LK, L M,N,P,Q,R, S,
T,V,W,Y; 154fA,C,D,E,FG LK, L,M,N,P,Q,R, S, T, V W, Y; 155A, C, D,
EFGHLKLMPQRTV,WY,I15A,C,D,E,F, H, I, K,L, M, N, Q,
R,S,T,VW,Y;157A,C,D,EGH, LK, L, M,N,P, R, T, V, W, Y; 169A, C, D,
FGHILK,LMNPQRTV,WY;170C,D,F,GH,LK,L,M,N, Q,R, S,
T,V W, Y;171C,D,E,.F H,L LK, L, M,N,P,Q,R, S, T, V, W, Y;171aA, C, D, E,
FGHILKLMNPQRTV,WY174C,D,E,FGH,LK,L,M,N, Q,R,
S, V.W,Y;177A,C,D,E,FGH,LK,L,M,P,Q,R, T, V, W, Y; 178A, C, D, E,
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F,GH LKL MPQ,R,V,WY;179A,C,D,E F,GH LK,N,P,Q,R,S, W,
Y; 182C,D,E,F, G H, ,K,L,M,P,Q,R, S, T, W, Y; 184A,C,D,E, F, H, L K,
LM,N,P,Q,R,S, T, W, Y; 185A,C,F,GH, LK, L,M,N,P,Q,R, S, T, V, W,
Y:; 185¢A,C,D,E,F,G H,K,L,M,N,P,Q,R, S, V, W, Y; 186C, D, E, F, H, I,
K,L,M,N,P,Q,R, T,V,W,Y:; 187A,C,E,F,GH,LL,M,N,P,Q, T, V, W, Y;
187aA, C,D,E,F,GH, K,L, M,N,P,Q,R, S, W, Y; 188C,D,F, G H, K, L,
M,N,P,R, T, W, Y; 189A,C,D,F,G H,,K,L,M,N,P,Q,R, T, V, W, Y; 195 A,
C,D,E,F,GH LK MN,PQR,STW,Y;199C,D,EF,GHLK,L M,
Q,R,S,T,V, W, Y;204A,C,D,E,F,GH, LK, M,P,Q,R, S, T, V, W, Y; 207C,
E,F,GLKL MN,PQR,S,TV,WY;216A,C,D,E,F,GHLK,L MN,
P,Q. R, V,W,Y;217A,C,F,GH LK, L,M,N,P,Q,R, S, T, V, W, Y; 2194, C,
D,E,F,GH LK MN,P,Q,R,S,V,W;220A,C,D,E.F,GH LK, L M,P,
Q,R,S,V,W;221A,C,D,E,GH,LK,M,N,P,Q,R, S, T, V, W, Y; 222A, C, D,
E,F,GHLKNPQR,STV,W,Y;2304,C,D,EFGHILKMN,PQ,
R,S, T, W, Y; 235¢A,C,D,F,GH, LK, L, M, N, P,R, S, T, V, W, Y; 248A, C, D,
E,F,GHK,LMN,PQ,S,TW,Y;249C,D,E F,GH LKL MN,PR,T,
V,W,Y:251A,C,F,GH LK L MN,P,QR,S,T,V,W,Y; 254C, D, E, F, H,
LK, MN,P,QR,S,T,V,W;255A,C,E,F,GH,LK,L,M,P,Q,R,S, T, V, W,
Y:257A, C,E,F, G HI,L,M,N,P,Q,R, S, T, V, W, Y; 259A, C,D,E, G H, L K,
L,M,N,P,Q,R,S, T,V, W; 262A, C,D,E,F,G LK,L,M,N,P,Q,R, S, V, W,
Y: 264C,D,E,F,GH LK,L,M,N,Q,R,S, T, V, W, Y; 286A, C, D, E, F, L K,
L,M,N,P,Q,S,T,V,W, Y;287A,C,D,E,F,GH,LLLM,N,PLR, T,V, W, Y;
288C,D,E,F,GH,[,K,L,M,N, Q,R, S, T, V, W, Y: 321A,C,D,E, F, HL K, L,
M,N,P,R,V, W, Y:;322A,C,D,E,F,GH,K,L,N,P,Q,R, S, T, V, W, Y; 323A,
C,D.E,F,GH K L M,N,P,Q,R,S, T, W, Y;324C,D,E,F,GH, LK, L, M,
N,Q,R,S,T,V, W, Y;327C,D,E, G H,K, M,N,P,Q,R, T, V, W, Y; 3324, C,
D,E,GHIK LMN,P,QR,S,T,V,W;333A,C,D,E,F,GH, LK, LM, Q,
R,S,T,V,W,Y;344A,C,D,F,GH,L K,LM,N, P, Q, S, T, V, W, Y; 346A, C,
D,E,F,GH LK LMN,Q,S,T,V,W,Y;348A,C,D,E, G H,K,L,M, N, P,
Q,R,S,T,V,Y:349C,D,E,F,GH, LK, M,N,P,Q,R, T, W, Y; 3504, C, E, F,
GHIKLMN,PQR,TW,Y:38C,D,E,F,H,LK,LM,N,P,Q,R, S, T,
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V, W, Y;393A,C,D,E,F,GH,LK,LM,N,P,Q,S, T, W, Y; 395A, C, D, F, G,
HLLMN,PQR,SV,WY; #39A,C,D,E,F,GHILK MN,PQ,S,
T,V,W,Y;

FARNB AR TR, OSAL AW TREROE) —NREWYED)
— A3 B BAR: 20; 28-31; 37-48; 55-69; 91-119; 123-126; 152-163; 169-199;
204-222; 229-238; 248-266; 284-289; 321-335; 343- 350; 384-398; 407-412; #=
419-430; R

(a) P& TAKELA PLBE-SBEBEBAE T, A

(b) HEAMzE 2t E T SEQIDNO: 2 445 &; B

(c) FrREIRE SEQIDNO:2 B4 £ 75%8 & 4 b B —i4; HFH

(d) W Bk AR R 2% B 40 F 4 Peniophora lycii CBS 686.96 JLE > 4%
B% 86 ¢4 I 4k - Y28N; D29S; F31Y; E42D, K, A; T45R; V461; W59F; S62D; A64K;
R65Q, E, G, A; S66T; R67A, I, Q, K; Q68Y, V, I; A99N; D100S; L102V; P103E;
F104L; N107T, Q; S109M; H110S, V; Q111E, N; T112A, S; M116F, I, L; ()
154fH; S155N; G156P; E157Q, S; E169S; E170A, P; G171A; ()171aS;T174P, A,
N177S; N178S, T; M179T, V, L;N182A, V; V184G; D185E; () 185¢T; G1868S, A;
DI87R, K, S; () 187aV, T; E188Q, S, A, V; S189E; V195L; N199A, P; L204N;
A207D, H; S216T; D217E; L219Y, T; T220Y, N; L221F; M222L; L230V; ()
235eE, Q;V248R, I; S249Q, A; E251 D; Y254A, L, G; D255N; D257K; Y259F;
T262H; P264A; G286R, H; Q287K, S; A288P; T321Q, S, G; M322I; V323I;
P324A; A327S, F, I, L; F332Y; N333P; E344R; R346P; W348F; V349L, A, S;
D350S, V; G388A; V393R; E395K, T; #= L396R.

FRIE BB TR, SR THEY ML E IR 20
29; 45; 63; 69; 92; 93; 95; 97; 98; 99; 102; 110; 114; 118; 125; 152; 156; 157,
160; 163; 183; 185; 187; 190; 191; 194; 199; 205; 210; 218; 222; 234; 248; 286;
321; 323: 324; 328; 330; 334; 343; 344; 345; 347; 349; 350; 384; 395; 398; 409;
421; 422; 423; 424; 425; 426; 427; 428; 429; 430; L ¥

(a) PTik TARELA DUBE SN B BRBG 75 1 ;

(b) AL E T SEQIDNO: 2 #9145 F; B

(c) Fri& T4kE SEQIDNO:2 £A £ 75%# & 4Bl —i; 5 H

(d) W% Bk T4 R R % A 4= F Peniophora lycii CBS 686.96 JLES < 8%
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B& 44 24K D29S; T45R; A99N; L102V;H110S, V; G156P; E157Q, S; D185E; ()
185eT; DI87R, K, S; () 187aV, T; N199A, P; M2221;V248R, I; G286R, H;
T321Q, S, G; V3231; P324A; E344R; V349L, A, S; D3508S, V; #= E395K, T.

FRIEE BB TR, CBR A THE S MM EHRNA: 20;
29; 45; 63; 69; 92; 93; 95; 97; 98; 99; 102; 110; 114; 118; 125; 152; 156; 157,
160; 163; 183; 185; 187; 190; 191; 194; 199; 205; 210; 218; 222; 234; 248; 286;
321; 323; 324; 328; 330; 334; 343; 344; 345; 347; 349; 350; 384; 395; 398; 409;
421; 422; 423; 424; 425; 426; 427; 428; 429; 430; HF

(a) P& TAREA WUBE SRR B 7% 1 ;

(b) EAMLE T SEQIDNO: 2 #9428 ; HE

(c) A& E4RL SEQIDNO:2 £H £V T5%4 8 4 b —i; A

(d) P &4 E 29; 45;99; 102; 110; 156; 157; 185; 185e; 187; 187a; 199;
222: 248; 286; 321; 323; 324; 344; 349; 350; #2395 &) PTik TAKiL B : 29A, C, E,
FFGH LK, L, M,N,P,Q,R, T,V,W, Y; 45A,C,D,E,F,GH,LK,LM, N, P,
Q,S,V,W,Y;99C,D,E,F,GH LK,L,M,P,Q,R,S, T, V,W,Y; 1024, C, D,
E,F,GH LK MN,P,QR,S T,WY:110A,C,D,E,F,GLK,LM,N,P, Q,
R, T, W, Y;156A,C,D,E,FH,LK,LM,N,Q,R, S, T,V, W, Y; 157A,C, D, F,
GHILK,LMNPRTV,W,YI185A,C,F,GHIK L MN,PQR,S,T,
V, W, Y: 185¢A,C,D,E,F,GHLK,L,M,N,P,Q,R,S,V, W, Y; 187A, C, E, F,
GHI,L MNPQTV,W,Y;187aA,C,D,E, F,GH, I, K,LM, N, P, Q,R,
S,W,Y:199C,D,E,F,GH LK LM QR,S, T, V,W,Y;222A,C,D,E, F, G,
H,LK,N,P,Q,R,S,T,V,W,Y;248A,C,D,E,F,GHK,LMN,PQ,S,T, W,
Y: 286A,C,D,E,F, I, K,LM,N,P,Q,S, T, V, W, Y; 321A,C,D,E,F, H, LK, L,
M,N,P,R,V, W, Y:323A,C,D,E,F,G H,K,LM,N,P,Q,R, S, T, W, Y; 324C,
D,E,F,GH LK, LMN,Q,R,S,T,V,W,Y;344A, C,D,F, G H, LK, LM, N,
P,Q,S, T,V,W,Y;349C,D,E,F,GH LK, M,N,P,Q,R, T, W, Y; 350A, C, E,
F,GH LK LMNPQRTW,Y, #395A,C,D,F,GH 1L MN,P,Q,
R,S,V,W,Y.

FRrif AR | B K ST LR FRFT RGO TR, KAL) — Nt AT
B4R, 20R; 29N, C, T; 45A; 63N; 69A; 92L; 931; 95R, H, M, N, S, T; 97V; 98G;
99D; 1021; 110Y, R, W; 114A; 118A; 125D; 152A; 156C, R; 157K; 160R; 163P;
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183K, A, W, G; 185A, H, N, P, K ; 187G;190S, K; 191L, R, S; 194R; 199S; 205S;
210G; 218T; 2221; 234K, S; 248A, C, D, E, G H, S, T; 286S; 321A; 323A; 324S,
L; 328T; 330R; 334E, D, G; 343N; 344A, V, S; 345D, H; 347Q, P; 349M, K;
D350T, M, I, L; 384S, A; 395G; 398T; 409S; 421 R, S; 422R; 423N; 4248S; 425L;
426E; 427G; 428R; 4291; #= 430M.
B i A F) 2 R RAFAT LR 5565 R0 AR, P AR FAXILEE A BR Be
i) BA 9B A 55 SEQ ID NO:2 Y RAKBAF|A £V 4 60%, HikZE )
60%# B — ;i) AAKE &S5 SEQID NO: 1 #94% # 88 49-1320 3 L4}
4 X ERBAE P TR, iii) A AR NE BB, tikde T H ILEE
NEERL B S ORA TR /AT LB BB B, JofRTa R E B LB STAERR
B, #|4e% B Peniophora lycii, %)%= Peniophora lycii CBS 686.96 #9 JUEF 75 5%
BB,
iR AR A B R RABAT L3k fo T 1K a6 5 69 ILBF S BERRBE AR, L4 #&
R F/RILTER S, Kk ATIR FRNUEE S BEBR B A AS M4 o/ L TE M

0

EE-

3

%mm%z#wﬁ% TR, LG ARTERGES —ARRNED
— A5 B B BAR: 20; 29; 37-48; 63; 69; 73- 83; 91-119; 123-126; 154-157; 163;
183; 187; 194; 199; 204-218; 229-238; 248; 284-289; 300-308; 323-335; 343-350;
384; 395; 398; 407-412; #= 419-430; ¥ (a) P& TAKELA PLBR < BEBR BR 7%
M (b) AL ExEF SEQIDNO: 2 8942 E; #E (c) AR E4RSE SEQID
NO:2 BEHE Y 5% B ME —H; #FHd) WFHFEEARLRZALHT
Peniophora lycii CBS 686.96 WLES 5< B8R B ¢4 R 4K: D29S; E42D, K, A; T45R;
V461 ; K74R, A; A99N; D100S; L102V; P103E; F104L; N107T, Q; S109M;
H110S, V;Q111E, N; T1124A, S; M116F, I, L; S155N; () 154fH; G156P; E157Q,
S: DI87R, K, S; () 187aV, T; N199A, P; L204N; A207D, H; S216T; D217E;
L230V; () 235¢E, Q; V248R, I; G286R, H; Q287K, S; A288P; V3231 ; P324A;
A327S, F, I, L; F332Y; N333P; E344R; R346P; W348F; V349L, A, S; D350K, A;
F2 E395K, T.

FRIBEXHBREBG TR, 2% AT ES —MLEHIRNK: 20; 29;
37; 38; 39; 40; 41; 42; 43; 44; 45; 46; 47; 48; 63; 69; 73; 74; 75; 76; 77; 78; 19;
80:81 ; 82 ; 83;91 ; 92; 93; 94; 95; 96; 97; 98 ; 99; 100;101 ; 102; 103; 104; 105;
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106; 107; 108; 109; 110; 111; 112; 113; 114; 115; 116; 117; 118; 119; 123; 124;
125; 126; 154; 155; 156; 157; 163; 183; 187; 194; 199; 204; 205; 206; 207; 208;
209; 210; 211,212 ; 213; 214; 215; 216; 217; 218; 229; 230; 231; 232; 233; 234;
235; 236; 237; 238; 248; 300; 301; 302; 303; 304; 305; 306; 307; 308; 323; 324;
325; 326; 327; 328; 329; 330; 331; 332; 333; 334; 335; 343; 344; 345; 346; 347;
348; 349; 350; 384; 395,398 ; 407; 408; 409; 410; 411; 412; 419; 420; 421; 422;
423; 424; 425; 426; 427; 428; 429; 430; H P (a) AL TARKEA JLEE S B85 B5
EE (b) BAMMLESTE T SEQIDNO: 2 #9432 F; # B (c) A E4RE SEQ
ID NO22 £H E) T5%H B MR —H,; FFH(d) MFFEEARLIZL 4o
F Peniophora lycii CBS 686.96 WUES <AL B4 T 4k: D29S; E42D, K, A;
T45R; V461 ;K74R, A; A99N; D100S; L102V; P103E; F104L;N107T, Q; S109M;
H110S, V; QI11E, N; T112A, S; M116F, I, L; S155N; () 154fH; G156P; E157Q,
S; DI87R, K, S; () 187aV, T; N199A, P; L204N; A207D, H; S216T; D217E;
L230V; () 235¢E, Q; V248R, I ; G286R, H; Q287K, S; A288P; V323I; P324A;
A327S, F, 1, L; F332Y; N333P; E344R; R346P; W348F; V349L, A, S; D350K, A;
#= E395K, T.

FRNEE R EG TR, 2% ATRROGES —ANRRHEY
— AN E B IR 20; 29; 37-48; 63; 69; 73- 83; 91-119; 123-126; 154-157; 163;
183; 187; 194; 199; 204-218; 229-238; 248; 284-289; 300-308; 323-335; 343-350;
384; 395; 398; 407-412; #= 419-430; ¥ (a) ATk RAKEA ILET ~BREL B &
PE; (b) AL EsT R F SEQIDNO: 2 #9428 ; 7+ H (c) Arid £4k5 SEQID
NO:2 A £ 75%49 8 o b Bl —; FHEFELE 29,42, 45, 46, 74, 99,
100, 102, 103, 104, 107, 109, 110, 111, 112, 116, 155, 154, 156, 157, 187, 187a,
199, 204, 207, 216, 217, 230, 235¢, 248, 286, 287, 288, 323, 324, 327, 332, 333,
344, 346, 348, 349, 350, 395 &9 A& T4kik f1: 29A,C,E,F,G H, LK, L, M, N,
P,QR,T,V,W Y;42C,F, GH,LLLLM,N,P,Q,R,S, T, V, W, Y; 45A,C, D, E, F,
GH LK,LMN,PQ,S,V,W,Y:46A,C,D,E,F,GH,K,L,M,N,P,Q,R, S,
T,W,Y:74C,D,E,F,GH LK, LM,N,P,Q, S, T,V, W, Y; 99C, D, E,F, G H, I,
K,L,M,P,Q,R,S, T, V,W,Y; 100A,C,E,F,GH,LK,L,M,N,P,Q,R, T, V, W,
Y;102A,C,D,E,F,G H,, K, M,N,P,Q,R, S, T, W, Y; 103A,C,D,F, G H, LK,
L,M,N,Q,R,S, T, V,W, Y; 104A,C,D,E,GH,, KM,N,P,Q,R, S, T, V, W,
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Y; 107A,C,D,E,F,GH, ,K,L,M,P,R, S, V, W, Y; 109A,C, D,E,F, G H, L K,
L,N,P QR TV, W,Y;110AC,D,E,F,GLK,LM,N,P,Q R, T, W, Y;
111A,C,D,F,GH LK, L M,PR, S, TV, W, Y; 112C,D,E.F,GH, LK, L, M,
N,P,Q,R,V,W,Y: 116A.C,D,E,GH,K,N,P,Q,R,S, T, V, W, Y; 155C, D, E,
F,GH LK LMPQ,RTV,W,Y:;154fAC,D,E,FG LK, LM, N, P, Q, R,
S,T,V,W,Y; 156A,C,D,E,F, H,LK,LM,N,Q,R,S, T, V, W, Y; 157A,C, D, F,
GHILKLMNPRTV,WY;187A,C,E,FGH I,L,M,N,P,Q, T, V, W,
Y; 187aA,C, D, E,F,G H, L, K,LM,N,P,Q,R, S, W, Y; 199C, D,E,F, G H, I,
K,LM, Q,R,S,T,V,W,Y;204A,C,D,E,F, G H, LK.M, P, Q,R, S, T, V, W, Y;
207C,E,F,G LK,L,M,N,P, Q,R, S, T, V, W, Y; 216A,C,D,E, F, G H], K,
LM,N,PQR,V,WY;217A,C,F,GHL K, L, M,N,P,Q,R,S, T, V, W, Y;
230A,C,D,E,F,G H,LK.M,N,P,Q,R, S, T, W, Y; 235¢A,C, D, F, G HLK, L,
M,N,PR S T,V,W,Y;248A,C,D,E,F, G H,K,LM,N,P,Q,S, T, W, Y;
286A,C,D,E,F,LK,LM,N,P,Q,S, T, V, W, Y;: 287A,C,D,E,F, G H, I, L, M,
N,P,R, T,V,WY;28C,D,E,F,GH LK, LM,N, QRS T,V,W,Y;
323A,C,D,E,F,GH,K,L, M,N,P,Q,R, S, T, W, Y; 324C,D,E,F, G H, I, K,
LM,N,Q,R S, T,V,WY;327C,D,E,GH K, M,NPLQ R T, VW,Y;
332A.C,D,E,GH,LK,L, M,N,P,Q,R, S, T, V, W; 333A,C,D,E,F, G H, LK,
L,M,Q,R, S, T.V,W,Y;344A,C,D,FGH, LK, L, M,N,P,Q,S, T,V W, Y;
346A.C,D,E.F,GH LK, L,M,N, Q,S, T, V, W, Y; 348A,C,D,E, G H, L K,
LMN,P,QR,S T,V,Y;349C, D,E,F, GH, L K, M, N, P, Q,R, T, W, Y;
350C,E,F,GH,LL,M,N,P,Q,R, S, T,V, W, Y; # 395A,C,D,F, G H, [, L, M,
N,P,Q,R,S,V, W, Y.

FRIBE S BERBEE TR, LA TEY —MLEHIA: 20; 29;
45; 63; 69; 95; 97; 98; 99; 102; 114; 118; 125; 163; 183; 187; 194, 199; 205; 218;
234; 248; 323; 324; 328; 330; 334; 343; 344; 345; 347; 349; 350; 384 ; 395; 398;
421; 422; 423; 424; 425; 426; 427; 428; 429; 430; £ ¥ (a) FFi& TAREA ILEE
NEEBEE M, (b) BAMLEAT LT SEQID NO: 2 #942 &; #H (c) FIiEE
5 SEQIDNO:2 A £ 75%6F 4R —H; FFE(d) MFAFETKRR
A% § 4o Peniophora lycii CBS 686.96 JLE% 5~ BB &5 &) T 4k: D29S; T45R;
A99N; L102V; D187R, K, S; () 187aV, T; N199A, P; V248R, I ;V323I ; P324A;
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E344R; V349L, A, S;D350K, A; # E395K, T.

ERIE CHERBO TR, CLRARTRRGES —ARRNED
— Az BB 20; 29; 37-48; 63; 69; 73- 83; 91-119; 123-126; 154-157; 163;
183; 187; 194; 199; 204-218; 229-238; 248; 284-289; 300-308; 323-335; 343-350;
384; 395; 398; 407-412;% 419-430; R ¥ (a) PTi& BAREA IUBE X BEBL B E
s (b) AL EAHE T SEQIDNO: 2 8942 8 ; FFH (c) Arid &4k %5 SEQID
NO:2 BA £ 75%89F o th B —i; FELF A4 F 29, 45, 99, 102, 187,
187a, 199, 248, 323, 324, 344, 349, 350, #2395 9 P i T4kt B : 29A,C,E, F, G
H LK, LMN,PQR,T,V,WY; 45AC,D,E,F,GH LK, LM,N,P,Q, S, V,
W,Y;99C,D,E,F,G H,LK,LM,P,Q,R,S, T,V, W, Y; 102A,C, D, E, F, G H,
LKMN,PQR,S T, WY;187AC,ELEGH LL M,N,PLQ T, V, W, Y;
187aA,C,D,E,F,GH,LK,L, M,N,P,Q,R, S, W, Y; 199C,D,E,F, G H, LK,
LM Q,R S, T,V,W,Y;248A,C,D,E,F,GH, K, LM,N,P, Q,S, T, W, Y;
323A.C,D,E,F,GH,K,L,M,N,P,Q,R, S, T, W, Y; 324C,D,E,F, G H, I K,
LM, N,Q,R,S,T,V,W,Y;344A,C,D,F,G H,LK,LM,N,P,Q,S, T, V, W, Y;
349C,D,E,F, G H,, K, M,N,P,Q,R, T, W, Y; 350C, E,F, G H,I, L, M, N, P,
Q,R, S, T,V,W,Y; #395A,C,D,F,GH, L, M,N,P,Q,R,S,V,W,Y.

ERAEAT R T RGO ERSA L AT E ) —ABA: 20R; 29N,C, T
45A; 63N; 69A; 92L; 931 ; 95R; 97V; 98G; 99D; 102I ; 110Y ; 114A; 118A;
125D; 163P; 183K; 187G; 194R; 199S; 205S; 218T ;234K, S; 248A; 323A;324S,
L; 328T; 330R; 334E, D, G; 343N; 344A, V, $;345D, H;347Q, P; V349M;
D350V, T;384S, A; 395G; 398T; 409S;421 R, S; 422R; 423N; 4248S; 425L; 426E;
427G; 428R; 4291; #= 430M.

LRAEAT R T R TR, ZEARSFH —Aik § o FTIRARRIRAR LS
BRARRIBARLEA: 20R+I5R+ITV+98G; 29N+1021; 29N+118A; 29N+234S;
29N+324S;29N+163P+324S; 29N+163P+324S+395G; 29S; 29S+205S;
29S+125D+324A:295+324A+350V; 29S+125D+324A+350V;
29S+125D+324A+234K+330R; 29S+125D+324A+330R+395G;
29S+99D+125D+324A+334E+350V; 29S+125D+324A+218T+344S+350V;
298+125D+324A+234K+330R+395G;
29S+324A+125D+350V+63N+218T+334E+183K+421S;
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29S+324A+125D+350V+45A+69A+99D+110Y+334E+344S;
29T+324L;45A+350V+421R+422R+423N+4248+425L+426 E+427G+428R+42
9I+430M; 69A+334E; 99D+398T; 114A+187G+194R+324S;
114A+187G+194R+3248S; 218T+334G; 323A+324S; 324S; 324S5+328T;
3248+395G; 324S+345D+347Q; 330R; 334E+344A; 334D+343N+344V;
345H+347P+350V; #= 350V,

FRIB XBRBY TR, SR A TREANES —ARENHED
— /a2 B A B 20; 29; 37-40; 45; 47-48; 63; 69; 73-83; 91-98; 99; 102; 103;
110; 113-119; 123-125; 154-157; 163; 183; 187; 194; 199; 204-218; 229-238;
248; 284-289; 300-308; 323-324; 328-335; 343-347; 349; 350; 384; 395; 398;
407-412; %= 419-430; HF

(a) P TAREA WLBE < BRBR B8 7T 14

(b) AL B2 F SEQIDNO: 2 941 E; F H

(c) Frid E4hL5 SEQIDNO:22 A £ 75%4 B 4Bl —i; F B

(d) W3 Ffid ZAR A ik B 42 F Peniophora lycii CBS 686.96 JLES 55 BBk
A& 84 T4 D29S; T45R; K74R, A; A99N; L102V; P103E; H110S, V; M116F, 1, L;
S155N; () 154fH; G156P; E157Q, S; DI87R, K, S; () 187aV, T, N199A, P;
L204N; A207D, H; S216T; D217E; 1230V, () 235¢E, Q;V248R, I; G286R, H;
Q287K, S; A288P; V323I; P324A; F332Y; N333P; E344R; R346P; V349L, A, S;
D350K, A; #= E395K, T.

FREEXBERBEG TR, QSR A TREANES —ANEBRHES
— Az BB 20; 29; 37-48; 63; 69; 73- 83; 91-119; 123-126; 152-163;
183-199; 204-218; 229-238; 248; 284-289; 300-308; 323- 335; 343-350; 384,
395; 398; 407-412; #= 419-430; £ F

(a) FFik RAKE A WUBE N BEBR B8 1A

(b) #AMLEX AT SEQIDNO: 2 #9432 &; A

(c) Fri& /&5 SEQIDNO:2 A £ 75%69 8 4 bhFl —i; A

(d) M ¥ P& FAR KR % § 4o F Peniophora lycii CBS 686.96 ALEF 55 B84
Ba#h 4K D29S; E42D, K, A; T45R; V46I; K74R, A; A99N; D100S; L102V;
P103E; F104L; N107T, Q; S109M; H110S, V; Q111 E, N; T112A, S; M116F, I, L;
() 154fH; S155N; G156P; E157Q, S; V184G; DI185E; () 185¢T; G186S, A;
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DI87R, K, S; () 187aV, T; E188Q, S, A, V; S189E; V195L; N199A, P; L204N;
A207D, H; S216T; D217E; L230V; () 235¢E, Q; V248R, I; G286R, H; Q287K, S;
A288P; V323I; P324A; A327S, F, I, L; F332Y; N333P; E344R; R346P; W348F;
V349L, A, S; D350S, V; #= E395K, T.

FRIEE SRR B TR, &S AT E) —MIEHIRK: 20; 29;
37; 38; 39; 40; 41, 42; 43; 44; 45, 46, 47, 48; 63; 69; 73; 74; 75; 76; 77; 78; 79;
80; 81; 82; 83; 91; 92; 93; 94; 95; 96; 97; 98; 99; 100; 101; 102; 103; 104; 105;
106; 107; 108; 109; 110; 111; 112; 113; 114; 115; 116; 117; 118; 119; 123; 124;
125; 126; 152; 153; 154; 155; 156; 157; 158; 159; 160; 161; 162; 163; 183; 184;
185; 186; 187; 188; 189; 190; 191; 192; 193; 194; 195; 196; 197,198 ; 199; 204,
205; 206; 207; 208; 209; 210; 211,212 ; 213; 214; 215; 216; 217; 218; 229; 230;
231; 232; 233; 234; 235; 236; 237; 238, 248; 284; 285; 286; 287; 288; 289; 300,
301; 302; 303; 304; 305; 306; 307; 308; 323; 324; 325; 326; 327, 328; 329; 330;
331; 332; 333; 334; 335; 343; 344; 345; 346, 347, 348; 349; 350, 384; 395;398 ;
407; 408; 409; 410; 411; 412; 419; 420; 421, 422; 423; 424; 425, 426; 427; 428,
429; 430; £

(a) ATiE TAREA WUBS S BEAR BR 75 14

(b) #AMzETEF SEQIDNO: 2 #4942 &; # A

(c) Frid T4kE5 SEQIDNO:2 £F £ 5% F 4 bRl — M, F E

(d) W4 ik AR R 2 % f 4o F Peniophora lycii CBS 686.96 JLEE < B &4
B e EAR: D29S; E42D,K, A; T45R; V46l; K74R, A; A99N; D100S; L102V;
P103E; F104L; N107T, Q; S109M; H110S, V; Q111E, N; T112A, S; M116F, I, L;
() 154fH; S155N; G156P; E157Q, S; V184G; DI8SE; () 185eT; G186S, A;
DI87R, K, S; () 187aV, T; E188QSAV; S189E; V195L; N199A, P; L204N;
A207D, H; S216T; D217E; L230V; () 235¢E, Q; V248R,I; G286R, H; Q287K, S;
A288P; V323I; P324A; A327S, F, I, L; F332Y; N333P; E344R; R346P; W348F;
V349L, A, S; D350S, V; #= E395K, T.

FRNBL BB TR, QLA TRENE) —ARKGEY
— AL B A BAR: 20; 29; 37-48; 63; 69; 73- 83; 91-119; 123-126; 152-163;
183-199; 204-218; 229-238 ; 248; 284-289; 300-308; 323- 335; 343-350; 384;
395; 398; 407-412; #= 419-430; H ¥
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(a) PFid TARELA DUBE X B BR AR 75 1 ;

(b) AL ExHEF SEQIDNO: 2 #4942 B ; FFH

(c) TR ERE SEQIDNO:2 BH £V 75%# A 4 tbE — i, FRHEF
A3 E 29, 42, 45, 46, 74,99, 100, 102, 103, 104, 107, 109, 110, 111, 112, 116,
154, 155, 156, 157, 184, 185, 185¢, 186, 187, 187a, 188, 189, 195, 199, 204, 207,
216, 217, 230, 235e, 248, 286, 287, 288, 323, 324, 327, 332, 333, 344, 346, 348,
349, 350, 395 ¥ FT & T4kt §:29A,C,E,F,GH LK, L, M,N,P,Q,R, T, V, W,
Y;42C,F,GH LL,M,N,P,Q,R, S, T, V, W, Y; 45A,C, D, E,F, G H LK, LM,
N,P,Q,S,V,W,Y;46A,C,D,E,F,GH K,L, M,N,P,Q,R, S, T, W, Y; 74C, D,
E,F,GH LK LMN,PQSTV,WY9C,DEFGHTLK,LM,PQ,
R,S,T,V,W,Y:100A,C,E, F,GH LK, LM,N,P,Q,R, T,V, W, Y; 102A,C, D,
E,F,GHLKMN,P,QR,S,T,WY;103A,C,D,F, G HLK, LM, N, Q, R,
S,T,V,W,Y; 104A,C,D,E,GH, L K,M,N,P,Q,R, S, T, V, W, Y; 107A,C, D,
E,F,GH LK L MPR,S,V,WY;109AC,D,E,F,GHLK,L,N,PQ,R,
T,V, W, Y:110A,C,D,E,F, G LK, LM, N,P,Q,R, T, W, Y; 111A,C, D, F, G H,
LK,LMPR,ST,V,WY;112C,D,E,F,GH LK,L,M,N,P,Q,R, V, W, Y;
116A,C,D,E,G H,K,N,P,Q, R, S, T, V, W, Y; 154fA,C,D,E,F,G LK, L, M,
N,P,Q,R, S, T,V,W,Y; 155A,C,D,E,F,GH, LK, L, M,P,Q,R, T, V, W, Y;
156A.C,D,E,F, H,L K,LM,N,Q,R, S, T, V, W, Y; 157A,C,D,F,G H, K, L,
M, N,P,R T,V,WY; 184A,C,D,E,F, H,L K, L, M,N,P,Q,R, S, T, W, Y;
185A.C,F,GH, LK, LM,N,P,Q,R,S, T, V, W, Y; 185¢eA,C, D, E,F, G H, I, K,
LM, N,P,QR,S,V,W, Y:186C,D,E, F, HI, K, L, M,N,P,Q,R, T, V, W, Y;
187A.C,E,F,GH,LL,M,N,P,Q, T, V, W, Y; 187aA,C, D, E, F, G, HL K, L,
M,N,P,Q,R,S,W,Y;188C,D,F, GH,LK,LM,N,P,R, T, W, Y; 189A,C, D,
FGHILKLMNPOQRTYV,WY;195A,C,D,E,F,GH LK, MN,P,Q,
R,S, T, W, Y:199C,D,E,F,GH LK, L MQ,R,S, T,V, W, Y, 204A,C, D, E,
F,GHILK,MPQR,STV,WY;207C,E,F,GLLK,L,M,N,P,Q,R, S, T,
V,W,Y;216A,C,D,E, F, GH, LK, LM, N,P,Q,R, V, W, Y; 217A,C,F,G H, |,
K,LM,N,P,Q,R,S,T,V,W,Y;230A,C,D,E,F,GH,I,K,M,N,P,Q,R, S, T,
W, Y; 235¢A,C,D,F,GH, L K,LM, N, P,R, S, T, V, W, Y; 248A,C, D, E, F, G,
H K, LMNPQ,S,TWY;28AC,D,E,FLK,LMN,P,Q,S,T,V,W, Y,
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287A,C,D,E,F, GH L,LMN,P,R, T, V,W, Y;: 288C,D,E,F,GH, L, K, L, M,
N,Q R S, T,V,W, Y;323A,C,D,E.F, GH,K,LM,N, P, Q,R, S, T, W, Y;
324C,D,E,F,GH,LK,L,M,N,Q,R, S, T, V, W, Y; 327C,D,E, G H, K, M, N,
PQRTV,WY 332ACD,E GH LK,LLMNPQR,STYV,W,
333A,C,D,E,F,GH,LK,L,M,Q,R,S, T, V, W, Y; 344A,C,D,F,G H, LK, L,
M, N,P,Q,S, T,V, W, Y;346A,C,D,E,F,GH, LK, L, M,N,Q,S, T, V, W, Y;
348A,C,D,E,GH, LK, L, M,N,P,Q,R, S, T, V, Y; 349C,D,E,F, G H, I, K, M,
N,P,Q,R, T, W, Y;350A,C,D,E,F,GH,LK,L, M, N,P,Q,R, T, W, Y; #=
395A,C,D,F,GH,I,L,M,N,P,Q,R, S, V, W, Y.

FRIE ARG TR, G0 AdeTEY —/MLEHRN: 20; 29;
45; 63; 69; 92; 93; 95; 97; 98; 99; 102; 110; 114; 118; 125; 152; 156; 157; 160;
163; 183; 185; 187; 194; 199; 205; 218; 234; 248; 286; 323; 324; 328; 330; 334;
343; 344; 345; 347, 349; 350; 384; 395; 398; 409; 421, 422; 423, 424, 425; 426;
427; 428; 429; 430; H-F

(a) FTid TAREL A WUBE X BEBRBR 75 14

(b) HAMzES T SEQIDNO: 2 #4942 E; F+H

(c) FTiE T 4kE SEQIDNO:2 £4 £V 75%69 8 4 bkl — K, HH

(d) W B ik TAK K2 i 4 4o F Peniophora lycii CBS 686.96 JLEZ 5<% 8%
Bk T 4K: D29S; T45R; A99N;L102V; H1108S, V; G156P; E157Q, S; D185E; ()
185¢T; D187R, K, S; () 187aV, T; N199A, P; V248R, I; G286R, H; V323I;
P324A; E344R; V349L, A, S; D3508, V; #= E395K, T.

FARIBE BB TR, 8L AT E S ML EHRNK: 20; 29;
45; 63; 69; 92; 93; 95; 97; 98; 99; 102; 110; 114; 118; 125; 152; 156; 157; 160;
163; 183; 185; 187; 194; 199; 205; 218; 234; 248; 286; 323; 324; 328; 330; 334;
343; 344; 345: 347; 349; 350; 384; 395; 398; 409; 421; 422; 423; 424; 425; 426;
427; 428; 429; 430; R+

(a) Pk TAR LA DUBE < BEBR B 75 14

(b) HEAMzEsTEF SEQIDNO: 2 #942 & ; F+H

()FF AT AR L SEQ ID NO:22 A £ 75%# B 4 tbB —t; FFHEF
B4 E 29,45, 99,102, 110; 156; 157; 185; 185¢; 187, 187a, 199, 248, 286; 323,
324, 344,349, 350, #= 395 #4ATid T4kit f: 29A,C,E,F, G H,LK,L,M, N, P,
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QR T, V,W,Y;45A,C,D,E,F,GH LK, LM,N,P,Q, S, V, W, Y; 99C, D, E,
F,GH,LK,L,M,P,Q,R,S, T, V,W,Y;102A,C,D,E,F,G H, L K, M, N, P, Q,
R,S, T, W, Y;110A,C,D,E,F,GLK, LM, N,P.Q R, T, W, Y; 156A,C, D, E, F,
HLKLMNQR,STV,WY;157A,C,D,F,GH,LK,L,M,N,P,R, T, V,
W,Y; 185A,C,F,GH,L K, LM, N,P,Q,R, S, T, V, W, Y; 185¢A,C, D, E, F,
GH LK,L,M,N,P,QR,S,V,W, Y;187A,C,E.F,GH,LL,M,N,P,Q, T, V,
W,Y; 187aA,C,D,E,F, GH, L K, L, M,N,P,Q,R, S, W, Y; 199C, D, E, F, G H,
LK, LM QR,S T, V,W,Y;248A,C,D,E.F, GH K,L,M,N,P,Q,S, T, W, Y;
286A.C,D,E,F,GLK,LM,N,P,Q,S,T,V, W, Y;323A,C,D,E,F, GH,K, L,
M,N,P,Q,R,S,T,W, Y;324C,D,E,FEGH, LK,LM,N,Q,R, S, T, V, W, Y;
344A,C,D,FGH, LK, L,M,N,P,Q,S, T, V, W, Y; 349C, D, E,F, G HI, KM,
N,P,Q, R, T, W,Y;35A,C,D,E.F,GHLK,L, M, N,P,Q, R, T, W, Y; #=
395A,C,D,F,GH,ILL,M,N,P,Q,R,S,V, W, Y.

EFT LR KRG ROTERR, ZORE SV —Aik 2 F eI 20R;
29N, C, T; 45A; 63N; 69A; 92L; 931 ; 95R, H, M, N, S, T; 97V; 98G; 99D; 1021 ;
110Y, R, W; 114A; 118A; 125D; 152A; 156C, R; 160R; 163P; 183K, A, W, G;
185A, H, N, P; 187G; 191L ; 194R; 199S; 2058S; 218T; 234K, S; 248A, C, D, E,
G, H, S; 286S; 323A; 3248, L; 328T; 330R; 334E, D, G; 343N;344A, V, S; 345D,
H; 347Q, P; V349M; D350T; 384S, A; 395G; 398T; 409S;421 R, S; 422R; 423N;
4248; 425L; 426E; 427G; 428R;429I; #= 430M.,

fEAT Lk T H ROFTE TR, £ —/MNik f o FRARBRNKLASH
BRI LE A 20R+95R+I7TVHIBG; 29N+1021; 29N+118A;
29N+163P+324S; 29N+163P+3248+395G; 29N+234S; 29N+3248S; 29S;
29S+45A+69A+99D+110Y+125D+324A+334E+344S+350V;
29S8+63N+125D+183K+218T+324A+334E+350V+421S;
29S+95H+110W+183W+324A+350V; 29S+95M+110W+183W+324A+350V;
29S+95N+110R+183W+324A+350V; 29S+95R+110W+183W+324A+350V;
298+95S+110R+183W+324A+350V; 298+95S+110W+183W+324A+350V;
29S+95T+110R+183W+324A+350V;
298+95T+110Y+125D+183W+286S+324A+350V;
29S+95T+110Y+152A+156C+157Q+160R+183W+324A+350V;
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29S+95T+110Y+156R+157Q+183W+324A+350V;
29S+95T+110Y+183W+185A+248A+324A+350V;
29S+95T+110Y+183W+185A+248C+324A+350V;
29S+95T+110Y+183W+185A+248E+324A+350V;
29S+95T+110Y+183W+185A+248H+324A+350V;
29S+95T+110Y+183W+185H+248G+324A+350V;
29S+95T+110Y+183W+185P+248G+324A+350V;
29S+95T+110Y+183W+185P+2485+324A+350V;
29S+95T+110Y+183W+191L+324A+350V;
29S+95T+110Y+183W+248D+324A+350V; 29S+95T+110Y+183W+324A;
29S+95T+110Y+183W+324A+350V; 295+99D+125D+324A+334E+350V;
29S+110Y+183W+185N+324A+350V; 29S+125D+218T+324A+344S+350V;
29S+125D+234K+324A+330R; 29S+125D+234K+324A+330R+395G;
29S+125D+324A; 29S+125D+324A+330R+395G; 29S+125D+324A+350V;
29S+183A+324A+350V; 29S+183G+324A+334E+3445+350V;
29S+183W+324A+350V; 29S+205S;295+324A+350V; 29T+324L;
45A+350V+42 1 R+422R+423N+424S+4251L+426 E+427G+428R+4291+430M;
69A+334E; 99D+398T; 114A+187G+194R+3248S; 218T+334G; 323A+3245;
3248S; 324S+328T; 324S+345D+347Q; 3245+395G; 330R; 334D+343N+344V;
334E+344A; 345H+347P+350V; #= 350V,

KA1

Fr AL de £ R F BA G B &

EP] 1:4] & PE-TAR, Thikto B BA A/ B b8 MR i oG AR

—R R

A Peniophora lycii CBS 686.96 WUBY < BEBLBEAE 4 F K ILEE 5 BEBR Bg,
A FAIFE BRI, WEZANEXHRETAIEFESRT (B5
B, BBNAOERMBIAI E, TRALEES])FRE,

REPIET WG Tk BRI B FTHITMARE (L4, 28
J2) Rit#FEE 53°C B RERGRLEE.

BhESICEFTERNBELLTHI R FiL (24 JLBIEHR) k2
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BEANBEARAME (ETHA 37°C, 60°C, 62°C, 64°C, 66°C, 68°C, 70°C,
72°C F &),

ST B AR R IBTRE B IEF S BERBE RN AT E %, B AT AR

*14 %ﬁﬁ%%mﬁ%&,ﬁﬁaﬁgmﬁw&ﬁb MBI IR B 4R KB
HEFETA: “60°C/37°C thAastiEde”, o/ “62°C/37°C tGAaxtiE 4",
Fa/2 “65°C/37°C #hAastEM”, Fa/RK “68°C/37°C 9ARKTF LY, Fo/H,
“70°C/37°C t4ARXTEM”, Ao/ “T2°C/37°C #4ARXTEM”, FF, friksk
seEF, THAARBNGEERSL S KL HR. AFAARBEFE
GREEWENT ) 4 LEFEIF B S BER B E WAL, BiXSREBERETA
Fiy & UBS 55 B B B 5 02 (19) 4o 60 3K, 62°C)¥Y 75 AR X R 42 AKIR B (37°C) 49 AL
BEHEBRBAE e b R, B S ARRT E M 8 — A K B AN AT iR AR IUEE
NEBRBER Z A E, A PTE AL AR B T ARS R S AR K A it o ULER
NAERR R T AR,

BEH TRk b, B RAE T 0 DUBS BB B T ARAR A 37 49 AR VLEE X
e (FR) AEEL LR (ATHFRAOHEELATRE).

FHh, MBAELSTIR, FRAL—ETEGHRRE S (hotspot), FHik
AR,

BEHZHTRL T, 5 — 3 Bt 0987 69 AL T o) LB S BE B B R AR4E
AT RAEL LR (FALE (upward) BBE ), Bl ERFREE
HiRkBREHEHE 63°C. A9, EH4H (construed) —b#Haga 4T 4K, FF
H R A0 B A AR ARG 45 B AL R K BIRAR B AL BLAT,

i o Lk )& TR,

REGERAFL: ERFRT, FrABFLERA £ 4IEE B
B4549 SC-H AP L, HAE30°CEA3 R, £#FFR (halo) KR L
M4 YPD 35469 24 LR P, Bk TRk T, A& AT 5L
b E e E R RN S ALK, /£ 80°C, pH43E4 30 /\éﬁrﬁaé&;ﬁ
##%F (deselect) AAE T MBI TIRE, & TR LATRUEHFRE
% FEHRAET i&mﬁi%ﬁﬁ&ﬁ24%ﬁaﬁ%ﬁﬁ+%w

( semi-purification ). #AT¥ 4hALi® 14 WUEF S BB 85 45 5-F) conA-sepharose
4B (Concanavalin A #£ Amersham bioscience, Cat. No. 17-0440-01 # Sepharose
4B B AR F)FA 0.5M F K -a-D-H & et #% 3 mannopyranoside )£ PBS
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+ 0.1 % tween20(PBS 4 8g/1 NaCl, 0.2g/l KCl, 2.68g/l Na,HPO,-7H,0, 0.24g/1
KH,PO, (pH 7.4)¥ #L; tween 20 & 2k LT & Bio-Rad, Cat. no. 170-6531 4%
B)), KRB A CLZATPAREMRS 30FYT/ml /& 3 Pk ¥ shfb B & EAER] K HF
RBRASHE, ERKITLBREKFEART FAEE (raised) 4930-2E1L1F
FoRF H VBE SAER B B HUR, BAEFTRAT T EN LM A hiE
REHER (P KT dk (rocket)) mARE ATk (WLBE<HEE B ) 89
RERILE), BPEmARM D, UEE-CEEREE R RM Y, PTiEERMAS),
P 0 TR ARSI T & 1-5 A, XS TARILATIE FaTekE & FAL
BENBEB AT ik B e E R/ AR RN E G, BNk, A HR
T, TR TARE T “60°C/37°C 9B E M, Ao/ “62°C/37°C t9ARXT 7 HE”,
Ao/ “65°C/3T°C #9ARTE MW, /X “68°CRT°C #hARZTFE MW", Fo/K
“70°C/37°C ¢4ABsiE ", Ao/ “72°C/37°C d9ARXTE MW", Fa/K “74°C/37°C
AR ER” FHEEE. (XELERLEK 6-1 f 62 FiF®). BtkiEMifik
FEAFE A B TR TR 63 Fw, ATA XS TR LIRS LA
“N” PR TAREA L ZE 65 E M,
FAFFF WO 97/35956 thk th & IFO 4177 + R Aoy TARF EIZHA
# MDU-2Bp 4 25°C ¥A 220rpm 3% Jf BT i 4540 09 e . A K B & ( fermentation
broth )46 AL i LB 55 B 8L B T AR FF 3t — F 4o E364) 2 AT RAR IR AR E M A/
RLEHEEM, BFTFETS.
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A1
R
B B I AR
1 D29N+L163P+D187G+G194R+P324S
2 AS9D+A398T
3 A334D+D343N+E344V

4 T114A+D187G+G194R+P324S
5 D20N
6 D29N+L102]

7 D29N+N234S

8 P324S+A328T
9 D295+N205S
10 D29S+P324A+D350V+E183W+K35R+H110W
11 N234K
12 V323A+P324S
13 Q20R+K95R+G9I7V+VI8G
14 T45A+D350V+ gr % (P421-E423) + 3z A (PA21RRNSLEGRIM)
15 D29S+P324A+D350V+E183W+K5T+H110Y+D185K+V248T+V340L+

D350M |

16 D2SN+T11BA
17 P324S+N345D+L347Q

18 N199S+V248A

M9 DZOT+P324L

[
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| LB % B,

SN .

' 20 D350V

21 A218T+A334G

22 L163P j

23 VI31+N409S+P324S

22 A334E+E344A

| 25 P324S+A328T

56 G330R

27 V248A

28 VBOA+A3IAE

29 T45A+A218T J

&2

PLEBS o< B .

wEEm |

30 D29N+ L163P+P324S+E395G

31 D29S+E125D+P324A+A334E+E3445+P421S

| 32 D295+P324A+D350V+E183W+K95T+H110Y+D185K+V248T+V349L
+ D350!

33 D29S+K95T+H110Y+E183W+D185K+V2485+P324A+D350V

34 D295+E1250+P324A+N234K+G330R

|35 D2ON+P324S

36 D29S+E125D+P324A+G330R+E395G

‘“'57“ D29S+E125D+P324A+N234K+E395G

38 D29S+P324A+E125D+D350V )

39 D295+P324A+E125D+D350V+T45A+VB9A+A99D+H110Y+A334E+
E344S

49 D29N+L163P+P324S

41 D29S+K95T+D350V+E183W+H110Y+D185E+V2485+P324A i

42 P324S+E395G

43 | D29S+P324A+E125D g

%3

| BB A . ‘

| mwrm | T

!
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MEFE | g
A% B T AR ,
34 D20S+E 125D+ P324A+N234K+G330R+E385G
45 D20S+P324A+E125D
46 D2oT
47 D20S+P324A+D350V+E183W+KO5T+H110Y+D185K+V248T+V340A+
D350L
28 D295+P324A+E125D+D350V+A00D+AB34E
9 3245
50 TD2GS+T4BA+V24BA+P324A+V34OM+D350V+ESS5G
51 D29S+KO5T+HT10Y+E183W+D185H+D1875+T190K+T1915+5210G+
M22214+V248G+P324A+D350V
52 D29S
53 T D26S+P324A+DI50VE 183 +KESTH110Y+D1BEP+V2486
& 4
LB :
&;i% AR
54 D295+P324A+D350V+E 183W+KO5M+HT10W
55 D29C
56 D295 +P324A+D350V+E183W+K95T+H110Y+D185K+V248G+V340K+
D350L
57 D205 +P324A+D350V+E183W+H110Y+D1€5N
58 D3G5 +P324A+E125D+D350V+A0OD+A334E
59 N345H+L347P+D350V
60 D295 +P324A+E125D+D350T
67 D2GS+P324A+E125D+D350V+N345H+L347P
62 P324A
63 D265 +KO5R+D350V
64 D2GS+KO5T+H110Y+E1Z 7TK+E183W+D165H+D187R+T1908+T161R+
V248G+P324A+D350\
65 D205+ P324A+E125D+D350V+E3445+A2 18T
66 FoaL
67 D205+ P324A+D350V
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RS
MERREE | B, |
BB T AR
68 D295+P324A+D350V+E 183W+K95T+H110Y+T199L
69 D29S+P324A+D350V+E183W
70 D29S+P324A+E183W+K95T+H110Y ]
71 D29S+P324A+E125D+D350V+G63N+A218T+A334E+E183K+P421S
72 D29S+P324A+D350V+E183W+K95T+H110Y+D185P+V248S
73 D29S+P324A+D350V+E183W+KI5T+H110Y+E125D+G286S
74 D29S+P324A+E 125D+ D350V ]
75 D29S+P324A+D350V+E 183G+A334E+E344S
76 D29S+P324A+D350V+E 183W+K35T+H110R
}77 | D29S+K95T+HT10Y+E 183W+D185H+V248G+T321A+V323A+P324A+
D350V
78 D29S+P324A+D350V+E183W+K95T+H110Y+D185H+V248G
79 D29S+P324A+D350V+E183W+KI5T+H110Y+G152A+G156C+E157Q+
L160R
80 D29S+P324A+D350V+E 183W+KO5T+H110Y+D185A+V248A
81 D29S+P324A+D350V+E183W+K95T+H110Y
82 D29S+P324A+D350V+E 183W+K95H+H110W
83 D29S+P324A+D350V+E183A
] 84 D29S+P324A+D350V+E 183W+K95N+H110R
IE D29S+K95T+H110Y+E183W+D185K+V248T+ P324A+D350V
86 D29S5+P324A+D350V+E183W+KI55+H110W
87 D29S+P324A+D350V+E183W+KG5T+H110Y+D185A+V248E
88 D29S+P324A+D350V+E 183W+K95T+H110Y+G156R+E 157Q
f@ D29S+P324A+D350V+E183W+K95T+H110Y+D185A+V248H
9C D29S+P324A+D350V+E 183W+K95T+H110Y+D185A+V248C
91 D295+P324A+D350V+E183W+KE5S+H110R
|9z D29S+P324A+D350V+E 183W+KI5T+H1 10Y+V248D
L j
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6-1
(%E?—j? 3 ‘ T 7 '
FAXT M AR IE M AR RS TR M AT E M | AR E M | AR XS E M AR s E
ML T A 80°C/37°C | 62°C/37°C | 65°C/37°C | 68°C/37°C | 70°C/37°C 72°C)37'°C 74°CI37°C
wiakE | 70 30 15 - - - -
#E AR
B BERL
B
K 104 55 - - - K -
2 95 50 - - - . -
3 120 70 - R - - -
4 120 70 - - - - - B
5 185 175 - - - - - ]
6 105 40 - - - - A
7 94 47 - - - - -
8 115 65 - - - - -
B | 118 69 - - ; - -
10 [ 106 60 - - - - ;
1 140 107 - - - - 3
12 150 130 80 - - - -
13 104 45 - - R - :
14 130 75 - - - ; 3
15 141 123 . - - - -
16 179 130 |- - - R N
17 127 59 [ - - - - -
18 104 42 B - X : :
19 115 52 - - ] - -
20 126 J 65 - - \ - -
21 115 | 54 - - - - -
|22 102 1 53 - E - - -
23 g5 44 - |- - R
3 24 71 | 40 . 4 - { - - -
25 62 K3 R R - - ;
[ 26 155 | 124 - - R -
77 - i~ X 170, 163 | 73,136 | 69 32
28 147 12 61 - [- I- -
e - - li - 178 105 Lng |32
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mssk | \ ‘ . . _ |
BT At ‘éﬂfi AAXTE M AT ) A AT M) ABRTE M ARSTIE M AasdiE

60°C/37°C | 62°C/37°C | 65°CI37°C | 68°C/37°C | 70°C/37°C | 72°C/37°C | 74°C/37°C
30 - - - 109 App. 95 |- N
31 - - - 154 102 - -
32 - - - - - 102 22 |
33 - - - - 186 125 49 )
34 150 30 - - - - -
35 80 40 - - - - -
SIS GRS A AN R O G &
37 - 156 81 - - - -
38 - 125 46 - - ) - _
39 - 130 52 24 - - -
40 - 169 165 119 - - -
En - 145 126 72 - - -
42 115 84 35 - - - -
43 145 112 54 - - - -
44 - - - 90 App. 70 | - -
Es - . I 105 App. 80 |- -
46 - - - 96 App. 70 |- -
47 - - - 104 42 - R
48 - - - 120 57 - -
49 - - - 147 102 53 -
50 - - - 152 105 51 -
51 - - - 184 101 48 -
5 - - - - 115 88 31
L53 - - - - 118 74 25
LSA, 118 69 - - - - -
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6-3
LEE A% AR Bl T AR ‘ peEM (%)
N 100
Q 144
R 122
S 189
T 200
U 167
v 167
W 156
X 167
Y | 133
{ Z 122
Bk A A

¥ X A E DHI2S(HF & Gibco BRL)A T 8 A R 4.8 (rescue ).
pTMPP2ver2 # £ TPI B %) T2 4| F #4BR B84 (S. cerevisiae) v KT &
FH# (shuttle) B4k, A WO 00/10038 Fiik 4 pJC039 . #e A TE&E
M, BEERK, HaFRF.

BRIE BB YNG318: % MATa Dpep4[cir+] ura3-52, leu2-D2, his 4-539 Al
F M B A R SRR TR IUBSE S BB BE B4R, L J. Biol. Chem. 272(15),
9720-9727, 1997) Fridk.

IR AR

10x A mh iR

66.8 g/l B R A K (w/o) £AE(DIFCO)
100 g/l RIaB

60 g/l NaOH

SC-# # 1%

100ml/1 20%F G4 (BF 2%89 4K E =2 g/100m] )
4 ml/l 5% 7 BB

10 ml/l 1% & 2B

25 ml/l 20%7K iR B & & R AL BR ( casamiono acid )

100 ml/1 10x FEahim &
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312 0.20pm #9 B R B LR ER. g K (K T61m)E—RFHE
RE, FAIKEHSH RE 6 SC-F) BRI L IFIGEHR.

YPD
20g/1 Bacto & &

10g/1 BRI

100ml/1 20%% A (2 FFKH)
ILBE X BRER 44 T A%

100 mi/1 IM BEBR4R4E & (pH 5.5)
5g/ WUBE 5 B BE 4h

30g/1 b

PEG/LiAc & #&

50ml 40% PEG4000 (& it % /& K H)
1ml SM BER4ZGREHAERH)
FeSO, x7H,0 13.90 g/I

MnSO, x5H,0 13. 60 g/l

ZnCl, 6.80 g/l

CuSO, x5H,0 2.50g/1

NiCl, x6 H,0 0.24 g/l

ATAE B xH,0 3.00g/1

MDU-2Bp

£ FHEXH,0 45 g/l

B FE 3R B 7g/ul

MgSO0, x7TH,0 1g/l

NaCl 1g/1

K>SO, 2g/1

KH,PO, 12g/1

REEBER 0.5ml/1

DLBE SEEBRBRIE M, MR IRAF &
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i SC-F] HAEFARAABFLEH A 30°CRTE 3 XK. AMLEREL
12 R L AL B H1 23764 SC-H HME-TH., £ 30°CRFAAEFIK 1 XK
20°C T B R) A5 PTE BB T 0.5%ALEE X BB 4h-F AR (pH 5.5) L. &
X Z 9 (prescribed) ®/E, )42 53°C, LR (O/N)RF LT, ABHPrik
JEIE S BN 0.5M CaCly sk . ZREH F# R TR BE& L. AATIE
F(master )R B1Eik £ 1T 2364 SC-F F 45 -F 44 24 3L F 1ml
YPD 357 4.

— R ik ik

F& 24 3UHE 25°C ¥4 180rpm 32 3% YPD 3254 3 K. & AT R TR/,
IAECNIEE 1 DB, 4% Sul A2 10ul £ A0 B PLBE S BEBR4H-TAR. £ 37°C
Fo 53°C BFATAE-FHRIE, AAFRE KRG EAZ, AETEREES 2 L
84 (3R 64 R I IR B )P A DUBE < BB B K Ie, A ARk S3 C ARG F MY
B EFGRE B A,

MR L Bk

A 0.5u1 HAKR(A EcoRI-Notl H4t)f= 1 ul PCR K&, A7k L%
YNG318 &% A4t /£ 12ml % & X (Falcon 2059):%-4~ 100pl AT i 48 8,
B & DNA #4404 10pl 4k DNA(Clontech). AuA 0.6 ml PEG/LiAc &#&
F52 W R4 . 4 30°C #2200 rpm B F 30 24F. £ 42°C (#4RE (heat
shock )) & H 30 94F. $:#53| eppendorf & & 5 #, HRATiE LFAHA
3ml YPD ¥iE#%. 4£30°C ¥A 200rpm & Pk emfe &k 45 94, ¥ ATid &
BB L SC-F] B 4B F AT 5] 49 300 LFE/FH5.

X M E

i@ it SOE F kM iEis 4 3 A (@ it & &( Overlap FEAF £ T4, L “PCR:
A practical approach” , p. 207-209, Oxford University press, eds. McPherson,
Quirke, Taylor), Z /&AM EH,

B 7 ik

if it &, F JL(BIO-RAD Gene Pulser) # AT X MAF B 4L A FHELEFe
W4T & %, M, i@ it sk (Molecular Cloning, Cold Spring Harbor) 3 f Ffi&
Qiagen®/K ¥k H &414 DNA f4i. A Qiagen SARRPUKA & MNITAS 4 4
JZ BB DNA K £ . i i3 PTC-200 DNA Engine i 47 PCR. i ABI PRISM™ 310
FAE I KA ZFTA DNA A7 . F BEBR4E 7 ik #ATEE B 4540, 8 1T Nucleic
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acids research vol. 20, No. 14 (1992) 3790 Frif &) Robzyk #= Kassir's 7 3 I

i ¥ DNA.,

AR 9B E |

F T3] 8L TR SOE 7 & #l&-8EF K& A B4 DNA K B, &k

F TR Ry A NEE BB AR,

SEQ ID NO: 3:

620AM34

GAGTACTATCTTGCATTTGTAC TAGGAGTTTAGTGAACTTGC

SEQ ID NO: 4:

B680AM3S

ATGGTTATGGATTTCGGGGATTC TTCGAGCGTCCCAAAACC

SEQ ID NO: 5;

AM34

TAGGAGTTTAGTGAACTTGC

SEQ ID NO: 6:

AM35

TTCGAGCGTCCCAAAACC

SEQ ID NO: 7:

620

GAGTACTATCTTGCATTTGTAC

SEQ ID NO: 8:

680

ATGGTTATGGATTTCGGGGAT

3235 I LR ) 5| ) K365

X 3% 229-236

S5A THR K, £ T HERHGEFTES I T, RAFTHETREA,
M) 4=, hitp://www.cs.pitt.edu/-vanathi/na.html) " & # /F2|iX gk, Fl40 K 48

GHT;, YHCRKRT; RIEAXRG;, FENFHEA, C, GXT.

T229 VNN HE B

L230 INMKR & X&&

S231 TVN L-$.3.3

$232 VNN B

G233 VNN B

N234 VNN M

A235 VNN B

S236 AMK AEABMEAR ACEUFE M #= K)
L230INMKR #)4% #8457 .

B B 1 ik 2 Ik 3
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B 5 Z63/781

G 0.0 3.0 46.6
A 12.5 6.5 7.7
T 0.0 90.4 45.7
C 87.5 0.0 0.0

115 32K 5CC CCC TTC TGT GAC CTATTTAC

AR 3K T229-S236 3e.6) T4 3| 4:

SEQ ID NO: 9:
#-2% 1 (62mer):

GAT ATG TGC CCG TTC GAC 12K (11) (12) (13) (14) (15) T 42K 33K

SEQ ID NO: 10:
#-Z% 1R(18mer):

GTCGAACGGGCACATATC

1: A91G3T3C3
2:C91 G3 A3 T3
3: G91 C3 A3 T3
4:T91 G3 A3 C3
5: T95 G5

11: C88A12

12: T90 G3 A7

13: G47 A8 T45
14: G9 A91

15: G83 A4 T9 C4

MBBANGERY B R 5 |

SEQIDNO 11:
L102TT (43mer):

AGTTCGGCGTCGCCGATCTGAYCCCGTTCGGGGCTAACCAATC

SEQ ID NO 12:

VE248+251X (53mer):

TATTTACCGCGGAGGAGTATVNNTCGTACVNNTACTACTATGACCT
CGACAAG

SEQ ID NO 13:
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i

V271AI (45mer):
CCGGGAACGCTCTCGGTCCTRYCCAGGGCGTCGGATACGTCAATG
SEQ ID NO 14:

G286X (42mer):
ATGAGCTGCTTGCACGCTTGACCVNNCAAGCCGTTCGAGACG
3B 14 35 e ) 2 LS o5 BEBL B 4K

] Fi& PCR R E & %A ftt, B 245145, 620AM34 352 1R,
Fodhde | Fv LA FBRAS WA 680AM3S #4TH —/~ PCR B F:

PCR B K % % £

389u  H,0 1 98 °C 10 sec
Sul 10xR_HL 48 i R 2 68 °C 90 sec
1l Klen Tag LA (CLONTECH) 1-2 30 MAEK

4pl 10mM dNTPs 3 68 °C 10min
0.3ulx2 100 pmol/ul 5144

0.5ul pTMPP2 ver2

3R S BT AR B B A AME$ =/ PCR BB 69484, /A 620 #= 680 4
A3 4R Fi& PCR R A & A ikt /7% —A PCR:

PCR RBAL % %t FH

384ul  H,O 1 98 °C 10 sec
5p] 10} B_EL 8 7 & 2 66 °C 90 sec
1p] Klen Tag LA (CLONTECH) 1.2 30 AMER

4p) 10mM dNTPs 3 66 °C 10min
0.3ulx2 100 pmol/pl 314

0.5u1x2 PCR k&
BANGERMEELE

de FTHIEBALAE: A Klen Tag RABE Jw Eik AM34 F= AM35 424
gl 4pi#tAT PCR RE R HEFATARGAR R, HEBRELFERE, ¥

68
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2 10ug DNA/250ul 4 0.8ul DNasel (Gibco BRL 18068-015)& 30ul 10x4% /&
A 25°C RF 7-10min. MmALRE 10mM 4 EDTA R&LFTARE. A
Whatman 3% 3% % i2 4540 0E %% X ]~ 49 DNA R B (50-150bp). A& A Fi£ PCR
R % YeAn e & #7 £ 8L P i£ DNase &0 3269 5

PCR R L % %k £t
0.2, 0.5 #= 1 pmol DNase & ¥ #9424 1 94 °C 2 min
3, 6, 12xE R FHEHEMNFREMLFHR |2 94 °C 30 sec

(oligo) 3 45 °C 30 sec
1 Ready-to-go %k 4 72 °C 1 min
0.1pl Pwo KA 2-4 30 AMEE
LARAR 250l 5 72 °C 5 min

Al L& PCR RAME AR, A Tk PCR RE A G Ft#ATH A
PCR R_EL:
PCR B % % At
0.2,0.5, 1 # 2ul I"PCR R 1 94 °C 2 min
2 Ready-to-go ¥k 2 94 °C 30 sec
0.3ul 100 pmol 3|47 1 (AM34) 3 55 °C 30 sec
0.3ul 100 pmol 7|45 2 (AM35) 4 72°C 90 sec
0.1ul Pwo X485 2-4 25 MARER
5 72 °C 10 min

SR 2: ULBE S B BR B I K 89 sb LA 2 M
sh A LB S B RS B T 4K
KLk f & 1-5 693 TR K & F (Asperillus oryzae)#) K B 3E 57 W)
AR KB FEHE AMAG %), %A —%5)| Millipore # GF-IRE R A 0.45 um
HA- 7 (Millipore)it & . /B HHEB4R(AMS)LRAE 1.35M ARk,
AP pH 2| pH 6. B RTEATAM (30 L 045 pm HA-ERR)HHK3E L4 2]
T0mi(#RAREE T LA )E 1.35M AMS, 20 mM 33488 2, pH 6 F4749 Phenyl
Sepharose 4 (XK26, Pharmacia). A 1.35M AMS, 20mM 3£34 88 3k, pH 6 &k
Frid A )e , VAR MARE 1.35-0 M AMS /2 20 mM 3R3ABR 3, pH 6 A 10 A4k
AR PO LPT R ULBR S A BL B, 4% Ak R 7(/?5—- 6 ml/min 4% 10ml K4
(fraction ), L&A EMHF LA Z 94 E (AT SDS-PAGE 458 B4 5 A
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50 mM B&BR4h, pH 5.5 iLREAN. RS 6 FTE S UEESBEBR B 64 )L K o
A 20 mM Tris-B& 8 (acetic acid) , pH 7.5 77/ 20 mM Tris-B8488, pH 7.5
49 8ml MonoQ 33X K Q-Sepharose #%(Pharmacia) ¥ #t 471 & F Xt &
M. AN E 0-0.5M NaCl /£ 20 mM Tris-B58%, pH 7.5 /A 10 A~ ARRAR A
i LBE X B BR B . ARIEAZ T 2B AT Rk Fo By Kol IDRE VB CBEEL
BaE M B AR RBUBENE LS FER 50 mM E%z?&é#), pH 5.5 HMIE
Amicon YM10 & _FR%.

SDS-PAGE

A Novex 4-20 Tris-H R B AR4E A 7= B #9447 SDS-PAGE. s A K ¥ &
sh A P A ILBR ST B BR B RAK LA 4T 8, MW, K% 65 kDa, st ET K%
25%%% KA A4) ( carbohydrate ).

LB X BB AR E M XEY, pHARE ik, BEAETHAN

B 10p] # % 04 BEAE 5o (F2 0.1M BEBE 44, 0.01% Tween20, pH 5.5 ##)m A
0.1 M BEBR4A, 0.01% Tween20, pH 5.5 (&M AR MBLSBEB 405 A pH;
%ﬁ#nﬁfrﬁ/?a%)? 49 250p1 5 mM ALEZSBERR4A (Sigma)iF & 37°CIRF 30 4
A, @it A A 250u] 10% TCA R4k Arid B Fi8 i Ae N 5001 100 ml 48 8%
# (molybdate) X A + & 73 ¢ FeSO4 (#% 8 ml HSO, ¥ 2.5g
(NH,)¢M070,4.4H,0 #82) 250ml) kM E# & (free) HEBLE, MF 96 FLMk
AR F 200l HEAE 750 nm R KE. QB RYAETE., LB
Ao K (0-2 mM BEER ). 1| FYT ¥ F AL £ 5841 umol 558 3 /min
4857,

i@ iT 42 50 mM £/ pH 18 pH 3(H & B%-HC), pH 4-5.5(B48&4H), pH 6
(MES), pH 7-8 (Tris-HC1)#) & # ik # 4T b ik iX 30 R RAF PT £ pH-# 4%,

JE R ) B (T AT 4 R A ) HEAT P R 3R AF R B W K.

T8 i B AT IR KA TEMET, £ 0.1M B4R, pH 5.5 £ R FEE BUR
F ULEESSBERS B R A AR B AE M

Pk sh A o) TAR G FTid P Iycii FAXMUBF S BE8 B B 7 £ 4 pH-th X
(B ¥ B4 X% pH 4-5 #95&i& pH).

£ T4a#HE#EDSC)

£ 7R F pH 1AM Micro Cal.#) VP-DSC #47 DSC. A 20-90°C ¥A Tﬁ”’«‘fa
Fhig & 1.5°C/min #4743, E#ATDSC Z A, AAELZF R0 0
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H & B -HCI, pH 2.5 & 3.0; 0.1M B84k, pH 5.5; 0.1M Tris-HCI, pH 7.0)% F
#7449 NAP-5 4% (Pharmacia)¥ F7i& JLES < BEBR B AL 2 . A MicroCal Origin 3k

HHEATHIFELE.

PTATAMRA, Tm's, LT R 7 B, P& TARS BABZT M L T & 1878
REDERNBE AR BIERS. AR THIETH pHARB LY.

&1
”H,L,;,W# Tm(°C), pH25 [Tm(°C) pH3.0 [Tm(°C), pH55 [Tm(°C)  pH7.0
L 3T
36.4 50.5 59.6 48.8
¥R EH
FRIK
R BB
A 62.7
B 62.4
C 65.0
D 522 70.5 69.6
E 435 58.5 72.6
F 422 735
G 445 73.1
H 48.1 78.0
! 48.9 79.8
N 49.0 75.6
K 52.1 £0.6
L 59.6 82.0
LM 53.1 80.5 J

) 3 BLEM

A JE 20mM TBE4H, pH 5.5 EAT 84 B 46 EAF ik B R 1-5 8 TAR(A
WAL H N, O A P)ysyrbid . FaA SDS R A B LR ATid 4

B, BRRAEEFBAL.

i it o T RABSAT R LT ERERRA: £ 110°C £ 6N HCL, 0.1%
KB T AT (evacuated) #3BE ¥ KB —F4 (aliquot) #4516 N,
/A Applied Biosystems 420A £ EBR AT £ GeAREH)i4 B 69 3L A T EATFR
A8, AFTEREBNE, THALKBNOFLTHEARERE, Hhst

HAFE A BB 0 IR
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VA 43 FYT RE PR ILBE BB B 75 M, F A mg LB XBERES T
RBEE G P LA FYT WA 69 LB AR BRBE 75 M Rt I I,

it sk R T £ 8 A=, Frid BAKILEMAE R 4B TR AE A 100%49
P B 30K 3 ) F AKX VUBE 5SS BRBR B 69 YU 78 1

A8
LS 7 B BR Bl T AR (%)
e Fa R E B F X ILEE BB g 100
N 147
o) 117
P 114

L4 4: QA PUBECRER B AR 49 Sh A5 P Ao Sh A B e H]

A48 FL Ao #

¥ 10g 1938 5 LB B 8 B AR (VA LB S BB BR BB & T3 e A
TAFURAM (premix ) (FT A BRESM):

5000000 IE $AF A

1000000 IE %4 % D3

13333 mg $AEE

1000 mg $ 4 % K3

750 mg %4 % Bl

2500 mg %4 £ B2 -
1500 mg $4 % B6

7666 mcg $®4 % Bl2

12333 mg JB & (Niacin)

33333 mcg L XF 3

300 mg gl

3000 mg Ca-D-Panthothenate (D-:Z.8845)
1666 mg )

16666 mg 2%

16666 mg =2

23333 mg 4

133 mg t73
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66 mg A
66 mg v
5.8% 45
25% 47
FHHE#t

S

X R S E R KB, PR S €2 0. 03g/kg (30ppm)#) ALEF T
BB G TAR E(A LB B4 BB B B & R T 5):

74.0% OF 3

20.7% ¥ & (roasted soy) &#%
5.0% 29

0.3 % LRFRESY.

RAFTE RS, FELEFERE, #lde 65, 75, 80, R4 ZE 85°C AT
) A

AT BAR R 365 R ARAMTE B LR 4 Asbigid foit A B KGR
B, BAXEEAFTERAT BERLPGEANFT @, AEFTFF 5E8E5 RAR
FAEALREE. $FL, s FRAUREARAL, MATEHL H55 R L
AL AR Z I R KA AR B h §H e, XLt BN
Fi 4 (appended ) MA|ZRGEE. wh F R, AQIEREZHRINITH
£,

AL AEARE, &IGIANELAFHASE.

73
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i

o S70/781

<110>

<120

<130>

<160>
70>

210>
Q21>
212>
<213>

220>
221>
222>

<220>
221>
222>

<400>
atggrttctt cggeattcge accttccate ctacttaget

ttg
Leu

caa
Gin
bl

L

ccg
Pro

cag
Gln

cce
Pro

gat
Asp
100

atg
Met

acg
Thr

4gc
Ser
5

a¢ac
Asn

tat

Tyr |

cag

e Gln

cge

Arg

Ala

124 8) (Novozymes A/S)

FILER o< BB Al AR

10261

14

- Z1F -8

PatentIn version 3.2

1
1320
DNA

Peniophora lycii

sig.peptide

(1).. (48)

€DS

(49).. (1320)

1

acg
Thr

aca
Thr

agg
Arg

gce
Ala
70

tat
Tyr

cta
Leu

acg
Thr

=4 0
wn =0
oD O

cag
Gin

agt
Ser

ceg
Pro

cge
Arg

gct
Ala
135

ttt
Phe

ttc
Phe

aat
Asn

gta
Val

tic
Phe

tte
Phe

age
Ser

Lgg

ttt
Phe
10

Gly

gaa
Glu

cgt

aca
Thr

caa
Gin

gct
Ala

tgg
Trp

ata
Ile
75

gac
Asp

aac
Asn

cta
Leu

cge
Arg

tct
Ser

108
100

gce
Ala

tac
Tyr

tgc
Cys

cee
Pro
60

caa
Gln

tte
Phe

caa
Gln

ttt
Phe

gte
Val
140

Gly

gcg
Ala

gat
Asp

aca
Thr
45

aca
Thr

atg
Met

tcg
Ser

gag
Glu
125

gtt
Val

cag
Gln

tce
Ser

gcg
Ala

tac
Tyr

cac
His
110

Gly

gac
Asp

act
Thr

74

tgatgtcg agt ctt gct
Ser Leu Ala

cta
Leu
15

tte
Phe

aca
Thr

Gly

cga
Arg

aag
Lys
95

caa
Gln

Gly

tee
Ser

gtt
Val

cct
Pro

ttt
Phe

cag
Gln

8Cg
Ala

cca
Pro

80

tte
Phe

acc
Thr

gat
Asp

teg
Ser

ctc
Leu

14N

v

1

atc
Ile

cce
Pro

cgg
Arg
6S

tte
Phe

gta
Val

acg
Thr
145

ccg
Pro

cce
Pro

gtc
Val

aac
Asn
50

tcg
Ser

acg
Thr

acc
Thr

cee
Pro
130

aac
Asn

acg
Thr

gca
Ala

gaa
Glu
35

ctg
Leu

cge
Arg

gat
Asp

gat
Asp
115

ttt
Phe

tgg
Trp

ctc
Leu

517

105

153

201

249

297

345

393

441

489

537



03803578. 2 W B SET1/781
cag gtt gtg ctt cad gaa gag ggg aac tgc acg cic tgec aat aat atg 585
Gln Val Val Leu GIn Glu Glu Gly Asn Cys Thr Leu Cys Asn Asn Met

165 170 175
tgc ccg aat gaa gtg gat ggt gac gaa tcc aca acg tgg Cctg ggg gic 633
Cys Pro Asn Glu Val Asp Gly Asp Glu Ser Thr Thr Trp Leu Gly Val
180 185 190 195
ttt gcg ccg aac atc acc gCg cga tig aac gct gCct gecg ccg agt gce 681
Phe Ala Pro Asn Ile Thr Ala Arg Leu Asn Ala Ala Ala Pro Ser Ala
200 205 210
aac clc tca gac agc gac geg ctc act ctc atg gat atg tge ccg ttc 729
Asn Leu Ser Asp Ser Asp Ala Leu Thr Leu Met Asp Met Cys Pro Phe
215 220 225
gac act ctc agc tcc ggg aac gee age ccc ttc tgt gac cta ttt acc 777
Asp Thr Leu Ser Ser Gly Asn Ala Ser Pro Phe Cys Asp Leu Phe Thr
230 235 240
gcg gag gag tat glg teg tac gag tac tac tat gac ctc gac aag tac 825
Ala Glu Glu Tyr Val Ser Tyr Glu Tyr Tyr Tyr Asp Leu Asp Lys Tyr
245 250 255
tat ggc acg ggc ccc ggg aac get ctc ggt cot gtc cag ggc gte gga 873
Tyr Gly Thr Gly Pro Gly Asn Ala Leu Gly Pro Val Gln Gly Val Gly
260 265 270 275
tac gic aat gag ctg ctt gca cge ttg acc gge caa gcc gtt cga gac 921
Tyr Val Asn Glu Leu Leu Ala Arg Leu Thr Gly Gln Ala Val Arg Asp
280 285 290
gag acg cag acg aac CgC acg ctc gac age gac cct gca aca ttc ccg 969
Glu Thr Gln Thr Asn Arg Thr Leu Asp Ser Asp Pro Ala Thr Phe Pro
295 300 305
ctg aac cgl acg ttc tac gce gac ttc tcg cat gat aac acc atg gtg 1017
Leu Asn Arg Thr Phe Tyr Ala Asp Phe Ser His Asp Asn Thr Met Val
310 318 320
CCC atc ttt gcg geg ctc ggg cfc ttc aac gcc acc gec ctc gac ccg 1065
Pro Ile Phe Ala Ala Leu Gly Leu Phe Asn Ala Thr Ala Leu Asp Pro
325 330 335
Clg 44g cCC gac gag aac agg ttg tgg gig gac tct aag ctg gta ccg 1113
Leu Lys Pro Asp Glu Asn Arg Leu Trp Val Asp Ser Lys Leu Val Pro
340 345 350 355
ttc tct gga cat atg acg gtc gag aag ctg geca tgt tct ggg aag gag 1161
Phe Ser Gly His Met Thr Val Glu Lys Leu Ala Cys Ser Gly Lys Glu
360 365 370
gCg gtc agg gig ctc gtg aac gac gCg gitg cag ccg ctg gag tte tge 1209
Ala Val Arg Val Leu Val Asn Asp Ala Val Gln Pro Leu Glu Phe Cys
375 380 385
gga ggt git gat ggg gtg tgc gag ctt tcg get ttc gta gag age cag 1257
Gly Gly Val Asp Gly Val Cys Glu Leu Ser Ala Phe Val Glu Ser Gln
390 395 400
acg tat gcg cgg gag aat ggE caa ggC gac ttc gec aag tgec gge ttt 1305
Thr Tyr Ala Arg Glu Asn Gly Gln Gly Asp Phe Ala Lys Cys Gly Phe
405 410 415
gtt ccg tcg gaa tag 1320
Val Pro Ser Glu
420

75
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i

o T2/781

<210>
Q211>
<212>
<213>

<400>

2
423
PRT

Peniophora lycii

2

Ser Leu Ala
:

1S

Ile

Pro

Val

Arg

65

Phe

Gly

Gly

Val

Thr

145

Pro

Asn

Leu

Pro

Cys
225

o
a
o

Pro

Val

Asn

50

Ser

Val

Thr ¢

Pro
130

Asn

Asn

Gly

Ala

Glu

35

Leu

Arg

ASp

Ala

115

Phe

Trp

Leu

Met

Val

195

Ala

Phe

Leu

Gln

20

Pro

Ile

Gln

Pro

Asp

100

Met

Val

Thr

Gln

Cys

180

Phe

Asn

Asp

S
f—
o

Ser

Asn

Tyr

Val

Tyr

Arg

Ala

Val

165

Pro

Ala

Leu

Thr

[op]
—
c

Thr

Thr

Ala

Arg

Ala

70

Tyr

Leu

Thr

Ala

150

Val

Asn

Pro

Ser

Leu
230

<
—
ot

Gln

Ser

Ala

His

55

Ala

Glu

Pro

Arg

Ala

135

Phe

Leu

Glu

Asn

-3

Phe

Asn

Pro

40

Gly

Val

Phe

Phe

Tyr

120

Gly

Gly

Gln

Val

Ile

200

Ser

Ser

=2
()
—_—

Ser

Trp

2

S

Pro

Ala

Ala

Leu

oy

(S

Ser

Asp

Asp

Glu

185

Thr

AsDp

Gly

o0

(el]

~

Phe

10

Glu

Arg

Lys

Asn

90

Ala

Thr

Gin

Ala

Glu

170

Gly

Als

Ala

Asn

—J

Val

Pro

Gly

Trp

Ile

75

Asp

Asn

Leu

Arg

Ser

155

Gly

Asp

Arg

Leu

Ala
235

<
p——
<

76

Ala

Ty

Cy

I

S

Pro

60

Gln

Phe

Gln

Phe

Va
14

|
0

Gly

Asn

Glu

Leu

Thr

22

0

Ser

—3
[}

Ala

Asp

Thr

45

Thr

Met

Val

Ser

Glu

125

Val

Glu

Cys

Ser

Asn

205

Leu

Pro

e

Gln Leu
15

Pro Phe
30
Val Thr
Ser Gly
Ala Arg
Tyr Lys
95
H}s Gln
Gly Gly
Asp Ser
Thr Val
Thr Leu
175

Thr Thr
190
Ala Ala

Met Asp

Phe Cys

r

Pro

Phe

Gln

Ala

Pro

80

Phe

Thr

Asp

Ser

Leu

160

Cys

Trp

Ala

Met
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o ST3/781

Asp

Gly

Val .

Thr
305
Thr
Leu
Leu
Gly
Glu
385

Glu

Cys

Lys

Val

Met

ASD

Val

Lys

370

Phe

Ser

Gly

<210>
211>
212>

<213

>

220>
<223>

<220>
Q221>
223>

<400> 3
gaglactatc ttgecatttgt actaggagtt tagtgaactt ge

<210>
211>
212>
<213»

Tyr
275
Asp
Pro
Val
Pro
Pro
355
Glu
Cys
Gin

Phe

3
42
DNA

Tyr

260

Tyr

Glu

Leu

Pro

Leu

340

Phe

Ala

Gly

Thr

Val
420

AL A3

245

Gly

Val

Thr

Asn

Ile

325

Lys

Ser

Val

Gly

Tyr

405

Pro

54 620AM34

misc_feature

HE

-
3

41
DNA

AL A5

Thr

Asn

Gln

310

Phe

Pro

Arg

Val

390

Ala

Ser

Gly

Glu

Thr

295

Thr

Ala

Asp

His

Val

375

Asp

Arg

Glu

Pro

Leu

280

Asn

Phe

Ala

Glu

Met

360

Leu

Gly

Glu

265

Leu

Arg

Tyr

Leu

Asn

345

Thr

Val

Val

Asn

2590

Asn

Ala

Thr

Ala

Arg

Val

Asn

Cys

Ala

Arg

Leu

315

Leu

Leu

Glu

Asp

Glu

395

Gln

17

Leu

Leu

Asp

300

Phe

Phe

Trp

Lys

Ala

380

Leu

Gly

Gly

Thr

285

Ser

Ser

Asn

Val

Leu

365

Vai

Ser

Asp

Pro

270

Gly

Asp

His

Ala

Asp

Ala

Gln

Ala

Phe

255

Val

Gin

Pro

Asp

Thr

335

Ser

Cys

Pro

Phe

Ala
415

Gln

Ala

Ala

Asn

320

Ala

Lys

Ser

Leu

Val

400

Lys

42
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220>
223>

220>
<221>
<223

<400>

7145 680AM3S

misc.feature

HE]
4

atggttatgg atttcgggga ttcttcgage gtcoccaaaac ¢ 41

<210
Q211>
212>
213>

220>
<223>

<220>
221>
223>

<400>

5
20

DNA
AL

7145 AM34

misc_feature

514
S

taggagtita gtgaacttge

<210>
211>
212>
<213>

<220>
223>

<220»
221>
223>

<400>

6

18

DNA
ANIF5

74 AM3S

misc_feature

1
6

ttcgagegtc ccaaaacc

<210>
<211>
212>
<213>

<220>
<223>

<220>
221>
Q23>

<400>

7

22

DNA
AL 5

4 620

misc_feature

HE

-

gagtactatc tigeatttgt ac

<2100
211>
212>
<213>

21
DNA
ALRF)

20

18

22

78
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o ST5/781

223>

220>
<221>
<223>

<400>

il4 680

misc_feature

HE
8

atggitatgg atticgggga ¢

210>
<211>
<212>
213>

220>
223>

<220>
221>
<222>
223>

<220>
221>
<222>
223>

220>
<2215
222>
223>

220>
<221>
<2122>
223>

<220>
221>
<222>
<223>

<220>
221>
222>
223>

Q206>
<221>
222>
223>

220>
221>
<222>
225>

<220>
<221>
<222>
<223>

<220>
<221>
<222>

~~~~~

9

62

DNA
/\l)?’?']

7|4 Dopel

misc_feature
(19).. (19)

N JEdz & 19 2 91%A, 3%C, 34T,

misc_feature
(20). (20)

N éE{; 20 & 91%C, 3%G, 3%A,

misc_feature
(21).. (21)
N421L 21 26T

misc_feature
(22)..(22)
N 4L ,E is 88%C, 12%A

mlsc feature
(23 (23)
N éEiL 23 & 90%T, 3%G, 7%A

misc.feature
\24) . \24)

N iEiL 24 % 47%G, 8%A, 45%T

miscafeature
(25).. (25
I\j}_b_ 25 & 9%G, 91%A

misc_feature

(26).. (26)

301)C

30T

N éEiL 26 & 83%C, 4%A, 9%T, 4%C

misc_feature
(27).. Q@27
N éE{L 27T 27T

misc_-feature
(28).. (28)

N z‘i/{% 78 2 01“/'1" %G, 3%A
[T == ~ & vivey v

[

3%C

79

21
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220>

<221> misc_feature

222> (29).. Q9

223> N jE43.& 29 & 91%C, 3%G, 3%A, 3%T

<220>

<221> misc_feature

222> (30).. (30)

223> NAZE 3R GCRT

<2205

<221> misc-feature

222> (31).. (31)

<223> N fE4E.E 31 & 91%C, 3%C, 3%A, 3%T

<220>

221> misc_feature

222> (3D).. (32)

<223> N fE4E.E 32 & 91%G, 3%C, 3%A, 3%T-

<220>

<221> misc.feature

222> (33)..(33)

<223 NAALE3ZIZGHRT

220>

<221> misc_feature

<222>  (34).. (34)

<223> N fE43.5 34 & 91%A, 3%G, 3%T, 3%C

<220>

<221> misc_feature

Q22> (35).. (35

223> N 45 35 & 91%A, 3%G, 3%T, 3%C

<220>

<221> misc_feature

<222>  (36).. (36)

<223> N AAz6 36 & 95%T, 5%C

<220>

<221> misc_feature

222> (37).. (3D

<223> N A4LE 37 & 91%G, 3%C, 3%A, 3%T

<220>

<221> misc_feature

<222>  (38)..(38)

<223> N fE45.& 38 & 91%C, 3%G, 3%A, 3%T

<220>

<221> misc_feature

222> (39).. (39

223> NA4EE 3 RGCHKT

<220>

<221> misc_feature

<222>  (40).. (40)

<223> N 45,5 40 & 95%T, 5%C

<400> 9

gatatgtgee cgttcgacnn nnnnnntnnn nnononnnnnn cccccttctg tgacctattt 60
ac 62
<210> 10

211> 18

80
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<212> DNA
Q1> AILFAF

220>
<223> Fl4h DopelR

<220>
221> misc-feature
Q23> B4

<400> 10
grcgaacggg cacatatc

<210> 11

<211> 43
<212> DNA
213> AILFF

220>
<223> §l4p L102TI

220>

<221> misc_feature

222> (22). (22)

223> NAEAEE 22 ZCHT

<400> 11
agttcggegt cgeegatletyg ancecgtteg gggctaacca atc

Q10> 12
211> 53

<212> DNA
Q213> ALFF)

<220>
<223> 7ldp VE248+251X

<220>

<221> misc_feature

222> Q2D.. QD

<223> N éiiL 21 ZARCRG

220>

<221> misc_feature

222> Q.. QY

223> NAfid 22 RARCHOKT

220>

<221> misc- feature

222> (23).. (23

<223> Nﬁq&. ZBEAXC&G‘XT
<220>

<221> misc_.feature
<227>  (30).. (30)
<223> NELL IR ARCHG

<220>

<221> misc- feature

222> (3D).. (31

223> NE'LL 31 A ARCRGCHRT

<220>

2791
Ndter

23
g
[
o
i

1

ot
1

81

18

43
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222> (32)..(32)
<223> NAEME N ZARCHRCKT
<400> 12
tatttaccge ggaggagtat nnntcgtacn nntactacta tgacctcgac aag 53
<210> 13
Q211> 45
<212> DNA
Q1> ALAFF
<220>
<223>  gl4p V2T1AI
<220>
<221> misc_feature
222> (QD.. QD
223> NAE4EE 21 &2 ARG
220>
<221> misc.-feature
222> (22).. (22) ‘
<223> NAEAZE 222 CRT
<400> 13
ccgggaacgc lotcggtoct nnccagggeg tcggatacgl caatg 45
<210> 14
Q11> 42
<212> DNA
<213> /\Jlﬁ?ﬁﬂ
220>
<223>  3ld4h G286X
220>
<221> misc_feature
222> (24).. (24) o
<223> NAE4EE 24 B AR CRG
Q220>
<221> misc-feature
222> (29)..(26) o
<223> NAALE 25Am 26 4 2R AR CRCRT
<400> 14
42

atgagctgct tgeacgeltg accnnncaag ccgttcgaga cg

82
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A 1
REMARK 4

REMARK 4 AYOR COMPLIES WITH FORMAT V. 2.0, 30-JUL-2001

ATOM 1 N THR 1 ~7.303 8.486 -36.673 0.00 83.02 N
ATOM 2 CAR THR 1 ~-6.435 7.844 -35.696 0.00 82.43 c
ATOM 3 CB THR 1 -5.024 8.354 -36.002 0.00 BZ.38B c
ATOM 4 0Gl THR 1 -5.096 9.705 -36.417 0.00 83.85 0
ATOM 5 CG2 THR 1 -4.407 7.467 -37.087 0.00 80.74 C
ATOM 6 C THR 1 -6.862 B.103 -34.242 0.00 81.65 c
ATOM 7 0O THR 1 -7.916 8.667 ~33.981 (.00 82.05 0
ATOM 8 N SER 2 ~5.993 7.615 -33,.345 0.00 B80.26 N
ATOM 9 CA SER 2 -6.195 7.450 -31.921 0.00 77.85 c
ATOM 10 CB BSER 2 ~6.823 6.080 -31.684 0.00 B2.16 c
ATOM 11 0G SER 2 ~6.355 5.191 -32.670 0.00 B0.38 0
ATOM 12 C SER 2 ~4.836 7.733 -31.241 0.00 75.71 c
ATOM 13 0 SER 2 ~4.660 8.884 -30.874 0.00 75.84 0
ATOM 14 N ASN 3 ~3.867 6,774 -31.113 0.00 73.07 N
ATOM 15 CA ASN 3 ~-2.515 7.136 -30.609 0.00 €9.62 c
ATOM l6 CB ASN 3 ~1.805 8.315 -31.361 0.00 65.35 c
ATOM 17 CG ASN 3 ~-0.986 7.957 -32.614 0.00 6B.97 C
ATOM 18 0Dl ASN 3 -1.473 7.338 ~33.558 0.00 63.41 o]
ATOM 18 NDZ2 ASN 3 0.278 8.423 ~32.601 0.00 70.05 N
ATOM 20 C ASN 3 ~-2.624 7.498 -29,110 0.00 67.05 c
ATOM 21 O ASN 3 ~2.029 8.449 -28.618 0.00 ©67.0¢ 0
ATOM 22 N TRP 4 ~3.483 6.731 ~-28.427 0.00 64,41 N
ATOM 23 CA TRP 4 -3.820 7.118 -27.063 0.00 60.50 o
ATOM 24 CB TRP 4 -5.341 7.202 -26.92% 0.00 49.41 c
ATOM 25 CG TRP 4 ~5.907 8.474 -27.543 0.00 42.61 c
ATOM 26 CD2 TRP 4 -7.288 8.703 ~-27.884 0.00 38.25 C
ATOM 27 CE2 TRP 4 ~-7.375 10.01e -28,391 0.00 35.44 o
ATOM 28 CE3 TRP 4 ~8.412 7.929 -27.7%4 0.00 37.41 c
ATOM 29 CDl1 TRP 4 ~5.229 9.664 -27.862 0.00 3B.21 c
ATOM 30 NE1 TRP 4 -6.108 10.569 -28.357 0.00 37.47 N
ATOM 31 CZZ TRP 4 -8.573 10.506 -28.807 0.00 34.96 C
ATOM 32 CZ3 TRP 4 ~9.643 8.430 ~-28.214 0.00 37.2% c
ATOM 33 CH2 TRP 4 -8.722 9.723 -28.731 0.00 36.77 C
ATOM 34 C TRP 4 -3.1498 6.180 -26.065 0.00 58.85 c
ATOM 35 O TRP 4 ~3.769% 5.638 -25,158 0.00 58.27 0
ATOM 36 N GLY 5 -1.808 6.106 -26.244 0.00 57.78 N
ATOM 37 CA GLY 5 ~0.937 5.352 -25.340 0.00 56.39 c
ATOM 38 ¢ GLY 5 -1.571 4,026 -24.844 0.00 55.55 c
ATOM 38 ©0 GLY 5 -2.169 3.279 -25.614 0.00 55.37 o)
ATOM 40 ¥ PRO 6 ~1.484 3.762 -23.513 0.00 54.66¢ N
ATOM 41 CD PRO 6 ~0.837 4.597 -22.501 0.00 54.80 c
ATOM 42 CA PRO 6 -2.022 2.514 -22.98% 0.00 54.11 c
ATOM 43 CB PRO 6 ~1.339 2.370 -21.621 0.00 54.40 c
ATOM 44 CG PRO 6 ~0.943 3.790 -21.200 0.00 54.15 C
ATOM 45 C PRO 6 -3.558 2.527 -22.878 0.00 53.58 o
ATOM 46 © PRO 6 ~4,153 1.513 -22.524 0.00 53.95 0
ATOM 47 N TYR 7 ~4.136 3.702 -23.211 0.00 52.47 N
ATOM 48 CA TYR 7 -5.554 3.974 -23.010 0.00 50.94 c
ATOM 43 CB TYR 7 =5.777 5.449 ~22.614 0.00 51.76 o
ATOM 50 €6 TYR 7 ~-5.069 5.958 -21,376 0.00 52.28 c
ATOM 51 CDl1 TYR 7 ~4.495 5.128 -20.413 0.00 51.84 c
ATOM 52 CEl TYR 7 ~3.865 5.675 -19.297 0.00 51.9%0 c
ATOM 53 CD2 TYR 7 ~4.998 7.332 ~21.178 0.00 52.76 c
ATOM 54 CE2 TYR 7 -4.387 7.875 -20.060 0.00 52.83 c
ATOM 55 CZ TYR 7 -3.815 7.051 -19.110 0.00 52.68 o
ATOM 56 OH TYR 7 ~3.226 7.603 -17.981 0.00 54.02 o)
ATOM 57 ¢ TYR 7 ~6.411 3.699 ~24.268 0.00 49.21 c
ATOM 38 O TYR 7 ~7.634 3.659 -24.212 0.00 48.73 o]
ATOM 58 N ASP 8 ~5.694 3.573 -25.3%4 0.00 47.71 N
ATOM 60 CA ASP 8 -6.266 3.528 ~26.745 0.00 46.54 c
ATOM 61 CB ASP 8 ~5.085 3.108 -27.640 0.00 43.70 C
ATCM 2 CG ASP 8 ~5.422 3.319 ~28.105 0.00 45.° c
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ATOM 63 ODl ASP 8 -6.091 2.476 -29.710 0.00 48.38
ATOM 64 OD2 ASP 8 -5.037 4.345 -29.635 0.00 53.01
ATOM 65 C ASP 8 ~-7.448 2.530 -26.920 0.00 45.20
ATOM 66 O ASP B8 -7.245 1.336 -26.790 0.00 ¢4.32
ATOM 67 N BRO S -8.700 2.989 -27.200 0.00 44.57
ATOM 68 CD PRO 9 -9.045 4.372 -27.502 0.00 44.52
ATOM 69 CA PRO S -9.859 2.080 -27.180 0.00 44.21
ATOM 70 CB PRO 9 ~11.046 3.059 -27.191 0.00 44.04
ATOM 71 CG PRO 9 -10.516 4.296 -27.922 0.00 44.13
ATOM 72 C PRO 9 ~9.%40 1.134 -28.406 0.00 43.55
ATOM 73 © PRO 9 ~10.539 1.448 -29.431 0.00 43.72
ATOM 74 N PHE 10 -9.331 -0.055 -28.223 0.00 42.15
ATOM 75 CA PHE 10 -5.091 -~1.063 -29.255 0.00 40.33
ATOM 76 CB PHE 10 -9.719 -2.422 -28.916 0.00 36.00
ATOM 77 CG PHE 10 -9,167 =-3.416 -29.894 0.00 34.61
ATOM 78 CDl1 PHE 10 -7.834 ~3.772 -29.775 0.00 36.58
ATOM 79 CD2 PHE 10 -9,9815 -3.908 -30.960 0.00 34.27
ATOM 80 CEl1 PHE 10 -7.219 -4.538 -30.743 0.00 34.77
ATOM 81 CE2 PHE 10 -9.302 -4.687 -31.3831 0.00 25.22
ATOM 82 CZ PHE 10 -7.947 -4.979 -31.836 0.00 33.06
ATOM 83 C PHE 10 ~-9.423 ~0.667 -30.721 0.00 39.41
ATOM 84 O PHE 10 -10.537 ~0.836 -31.224 0.00 38.09
ATOM 85 N PHE 11 ~-8.325 -0.182 -31.366 0.00 39.09
ATOM 86 CA PHE 11 -8.262 -0.135 -32.826 0.00 38.73
ATOM 87 CB PHE 11 -7.519 1.120 -33.308 0.00 45.02
ATOM 88 CG PHE 11 -7.472 1.197 -34.813 0.00 52.73
ATOM 89 CDl1 PHE 11 -6.298 0.945 -35.505 0.00 57.48
ATOM 90 CDZ2 PHE 11 -8.608 1.519 -35.538 0.00 57.14
ATOM 91 CEl PHE 11 -6.254 1.019 -36.892 0.00 60.78
ATOM 92 CE2 PHE 11 -8.577 1.584 -36.826 0.00 60.79
ATCOM 93 €z PHE 11 -7.400 1.329 -37.608 0.00 62.76
ATOM 94 C PHE 11 -7.481 -1.374 ~-33.336 0.00 37.84
ATOM 95 © PHE 11 ~6.366 -1.626 -32.885 0.00 38.11
ATOM 96 N PRO 12 -8.094 -2.126 -34.287 0.00 37.27
ATOM 87 CD PRO 12 -9.510 =-2.047 -34.633 0.00 36.62
ATOM 98 CAR PRO 12 -7.356 =3.130 -35.040 0.00 36.70
ATOM 99 CB PRO 12 -8.424 -3.755 -35.947 0.00 36.10
ATOM 100 CG PRO 12 -9.,782 -3.338 -35.385 0.00 35.84

ATOM 101 ¢C PRO
ATOM i02 © PRO
ATOM 103 N vaL
ATOM 104 CA VAL
RTOM 105 CB VAL
ATOM 106 CG1l VAL
ATOM 107 CG2 VAL
ATOM 108 C VAL
ATOM 109 © VAL
ATOM 110 N GLU
ATOM i1l CA GLU
ATOM 112 CB GLU
ATOM 113 CG GLU
ATOM 114 CD GLU
ATOM 115 OEl GLU
ATOM 116 OE2 GLU
ATOM 117 C GLU
ATOM 118 © GLU
ATOM 118 N FRO
ATOM 120 CD PRO
ATOM 121 CA PRO
ATOM 122 CB PRO

[
(3%
{
o

,234 -2.518 -35.801 0.00 36.05
.494 -1.870 -36.913 0.00 35.96
.987 -2.793 -35,467 0.00 35.66
.B68 -2.043 -36.039 0.00 36.32
.704 =-2.100 -35.036 0,00 32.00
.183 -1.571 -33.681 0.00 26.12
.102 -3.497 -34.858 0.00 25.87
.539 -2.504 -37.477 0.00 37.28
.269 -1.711 -3B.385 0.00 38.12
.631 -3.838% -37.603 0.00 37.30
,449 -4.485 ~38.892 0.00 36.96
.105 -5.262 -38.916 0.00 41.02
.874 -4.344 -38.715 0.00 47.70
.467 -5.009% -39.076 0.00 50.53
,127 -4.576 -40.023 0.00 52.49
.883 -5.840 -38.397 0.00 52.84
.698 -5.370 ~39.052 0.00 36.45
.344 =5.706 -38.063 0.00 36.75
,050 -5.718 -40.322 0.00 35.98
.421 -5.202 -41.538 0.00 35.50
.185 -6.613 -40.578 0.00 35.03
-6.346 -6.610 -42.108 0.00 35.21

R T e sl sl sl sl n
mwm»hpn»ppn»wwwwwwww
R R U .
mhw(ﬂbOF—'OONNMWUNwNM;&G\

'_l
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ATOM 123 CG PRO 15 -5.084 -5.962 -42.690 0.00 35.20
RATOM 124 C PRO 13 -5.870 -B8.030 ~39.981 0.00 34.43
ATOM 125 0 PRO 15. -5.040 -8.719% -40.378 0.00 34.32
ATOM 126 W TYR ié -6.855 -8.417 -39.013 0C.00 32.41
ATOM 127 CA TYR 16 -6.758 -9.702 -38.299 0.00 31.11
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ATOM 128 CB TYR 16 -7.965 ~-85.964 -37.362 0.00 30.79 c
ATOM 129 CG TYR 16 ~7.965 -11.362 ~36.764 0.00 32.17 c
ATOM 130 €Dl TYR 16 ~7.480 -11.609 -35.484 0.00 32.55 o
ATOM 131 CE1 TYR 16 -7.470 -12.903 -34.971 0.00 33.5%4 C
ATOM 132 CD2 TYR 16 -8.436 -12.44% ~37.497 0.00 32.42 o
ATOM 133 CE2 TYR 16 -8.384 -13.740 -37.002 0.00 32.81 C
ATOM 134 CZ TYR 16 ~7.817 -13.970 -35.728 0.00 34.70 c
ATOM 135 OH TYR 16 -7.923 -15.252 -35.218 0.00 35.68 o]
ATOM 136 C TYR 16 -6.608 -10.870 ~39.278 0.00 29.77 c
ATOM 137 0O TYR 16 ~-7.537 -11.256 -39.3%8% 0.00 30.08 o}
ATOM 138 N ALA 17 ~5,384 -11.418 -39.220 0.00 27.72 N
ATOM 139 CA ALA 17 -5.018 ~12.588 ~39.997 0.00 25.33 o
ATOM 140 CB ALA 17 -3,533 -12.536 -40.386 0.00 24.87 o]
ATOM 141 C ALA 17 ~5.434 -13.900 ~39.278 0.00 24.31 c
ATOM 142 O ALA 17 -4.844 -14.359 ~38.300 0.00 23.45 o]
ATOM 143 N ALA 18 -6.430 -14.469 ~39.889 0.00 23.56 N
ATOM 144 CA ALA 18 -6.949 -15.805 -39.561 0.00 20.62 c
ATOM 145 CB ALA 18 ~-8.203 -16.090 -40.402 0.00 6.45 c
ATOM 146 C ALA 18 -5.828 -16.856 -39.764 0.00 19.00 c
ATOM 147 © ALA 18 -4,786 -16.610 -40.379 0.00 19.25 0
ATOM 148 N  PRO 19 -6.061 ~18.050 -39.131 0.00 17.82 N
ATOM 148 CD PRO 19 -7.177 -18.370 ~38.249 0.00 16.76 C
ATOM 150 CA PRO 19 ~5.091 -19.114 -39.230 0.00 17.30 C
ATOM 151 CB ERO 19 -5.,714 -20.328 -38.527 0.00 17.81 o]
ATOM 152 CG PRO 19 ~-7.093 -19.883 -38.028 0.00 17.55 c
ATOM 153 € PRO 19 -4,759 -19.368 ~-40.711 0.00 17.13 c
ATOM 154 O PRO 19 -5.656 -19.392 -41.556 0,00 19.03 o]
ATOM 155 N  PRO 20 -3.428 -19.535 -40.970 0.00 15.21 N
ATOM 156 CD PRO 20 ~2.323 -19.328 -40.022 0.00 14.44 c
ATOM 157 CA PRO 20 ~-2,928 -19.908 -42.280 0.00 15.07 C
ATOM 158 CB PRO 20 ~1.463 -20.264 -42.053 -0.00 13.93 c
ATOM 159 CG PRO 20 ~1.058 -19.393 -40.883 0.00 13.58 c
ATOM 160 C PRO 20 -3.573 -21.108 -42.937 0.00 16.55 c
ATOM 161 © PRO 20 -4.277 ~21.897 -42.313 0.00 17.62 o]
ATOM 162 N GLU 21 -3.229 -21.218 -44.237 0.00 17.46 N
ATOM 163 CA GLU 21 -3.706 -22.361 —-45.006 0.00 1B.93 C
ATOM 164 CB GLU 21 ~-3.788 -21.974 -46.488 0.00 15.69 c
ATOM 165 CG GLU 21 -4.644 -22.937 -47.325 0.00 27.50 C
ATOM 166 CD GLU 21 ~-6.135 ~-22.855 -46.969 0.00 35.09 c
ATOM 167 OE1 GLU 21 -6.645 -21.749 -46.789 0.00 40.28 o]
ATOM 168 OE2 GLU 21 -6.786 -23.898 -46.900 0.00 34.58 o)
ATOM 169 € GLU 21 ~-2.741 -23.545 -44.767 0.00 20.52 c
ATOM 170 0 GLD 21 -1.572 -23.475 -45.142 0.00 20.37 0
ATOM 171 N GLY 22 ~3,313 -24.577 -44.110 0.00 21.84 N
ATOM 172 CA GLY 22 ~2.592 -25.695 -~43.528 0.00 22.04 c
ATOM 173 C GLY 22 ~2,.601 -25.597 -41.994 0.00 22.91 o]
ATOM 174 O GLY 22 -2.117 -26.481 -41.283 0.00 23.94 o}
ATCM 175 N CYS 23 -3.200 -24.476 -41.521 0.00 23.61 N
ATOM 176 CA CYS 23 ~3.429 ~24.283 -40.098 0.00 24.28 o
ATOM 177 CB CYS 23 ~-2.813 -22.964 -39.626 0.00 1B.16 C
ATOM 178 8G CYS§ 23 ~-1.010 -23.051 -39.573 0.00 26.23 s
ATOM 179 ¢ CYS 23 -4.928 -24.355 -39.827 0.00 24.23 C
ATOM 180 © CYS 23 ~5.763 -24.254 -40.712 0.00 23.33 o]
ATOM 181 ¥ THR 24 -5,215 -24.548 -38.53% 0.00 23.66 N
ATOM 182 CA THR 24 -6.494 -24.193 ~37.957 0.00 24.24 c
ATOM 183 CB THR 24 -7.391 -25.444 -37.958 0.00 25.31 C
ATOM 184 O0G1 THR 24 -7.703 -25.801 ~-39.279 0.00 18.91 o)
ATOM 185 (G2 THR 24 -8.722 -25.305 -37.226 0,00 25.27 c
ATOM 186 C THR 24 -6.125 ~23.755 -36.544 0.00 24.40 c
ATOM 187 ©O THR 24 ~5.375 -24.466 -35.88% 0.00 24.20 o)
ATOM 188 N VAL 25 -6.661 -22.599 -36.080 0.00 24.48 N
ATOM 189 CA VAL 25 -6.587 -22.355 -34.652 0.00 24.27 C
ATOM 190 CB VAL 25 -7.030 -20.935 -34.253 0.00 14.30 c
ATOM 131 61 VAL 25 ~3.501 -20.63% -34.601 0.00 24.71 c
ATOM 15952 CG2 VAL 25 -6.727 -20.674 -32.762 0.00 10.25 C

85



03803578. 2 L L 4/48 70

A1

ATOM 193 C VAL 25 -7.435 -23.439 -34.001 0.00 24.62 C
ATOM 194 ©O VAL 25 -§.399 -23.913 -34.5%0 0.00 25.18 0
ATOM 195 N THR 26 -6.999 -23.859% -32.811 0.00 25.35 N
ATOM 186 CA THR 26 ~-7.750 -24.896 -32.103 0.00 25.49 c
ATOM 197 CB THR 28 -7.366 -26.316 -32.561 0.00 20.75 c
ATOM 198 OGl THR 26 ~7.544 -26.460 -33.943 0.00 24.54 o
ATOM 199 CG2 THR 26 -8.224 -27.443 ~-31.951 0.00 19.08 c
ATOM 200 C THR 26 -7.601 -24.711 -30.592 0.00 26.24 c
ATOM 201 © THR 26 -8.234 -25.414 -29.817 0.00 26.26 0
ATOM 202 N GLN 27 -6.795 ~23.715 -30.178 0.00 27.08 N
ATOM 203 CA GLN 27 -6.844 -23.308 -28.784 0.00 27.22 c
ATOM 204 CB GLN 27 -5.961 ~24.249 -27.940 0.00 25.39 c
ATOM 205 CG GLN 27 ~-5.491 -23.663 -26.5%92 0.00 17.5%6 c
ATOM 206 CD GLN 27 -4.608 -24.658 -25.848 0.00 22.18 C
ATOM 207 OEl GLN 27 -3.387 -24.540 -25.798 0.00 23.12 0
ATOM 208 NEZ GLN 27 -5.297 -25.629 -25.243 0.00 25.39 N
ATOM 208 C GLN 27 -6.337 -21.879 -28.772 0.00 27.24 c
ATOM 210 © GLN 27 ~-5.459 -21.538 -29.552 0.00 26.97 0
ATOM 211 N VAL 28 -6.913 -21.070 ~27.866 0.00 27.42 N
ATOM 212 CA VAL 28 -6.345 -19.752 -27.625 0.00 28.61 C
ATOM 213 CB VAL 28 -7.249 -18.587 -28.066 0.00 29.54 c
ATOM 214 CGl1 VAL 28 -7.312 -1B.469 -29.586 0.00 24.57 c
ATOM 215 CGZ2 VAL 28 -B8.644 -18.610 ~27.43¢ 0.00 33.11 c
ATOM 216 C VAL 28 -6.047 -19.625 ~26.140 0.00 29.53 c
ATOM 217 © VAL 28 -6.897 -19.768 -25.278 0.00 29.34 0
ATOM 218 N ASN 29 -4.794 -19.266 -25.916 0.00 30.42 N
ATOM 219 CR ASN 29 -4.353 -18.742 -24.648 0.00 31.34 C
ATOM 220 CB ASN 23 -2.888 -19.197 -24.486 0.00 30.77 C
ATOM 221 CG ASN 29 -2.812 -20.733 -24.597 0.00 34.34 c
ATOM 222 0Dl ASN 29 -3.138 -21.447 -23.669% 0.00 39.11 0
ATOM 223 ND2 ASN 29 -2.460 -21.224 -25.794 0.00 29.44 N
ATOM 224 C ASN 29 -4.581 -17.222 -24.761 0.00 32.11 c
ATOM 225 © ASN 29 -3.691 ~16.479 -25.165 0.00 32.48 0
ATOM 226 N LEU 30 -5.855 ~16.808 -24.504 0.00 33.15 N
ATOM 227 CA LEU 30 -6.313 -15.468 -24.910 0.00 34.39 c
ATOM 228 CB LEU 30 -7.665 ~15.478 -25.655 0.00 29.04 o
ATOM 229 CG LEU 30 -7.885 -14,219 -26.523 0.00 26.21 c
ATOM 230 CDhl LEU 30 -8.762 -14.493 -27.748 0.00 21.18 C
ATOM 231 Cpz LEU 30 -8.476 -13.046 -25.741 0.00 25.71 C
ATOM 232 C LEU 30 -6.322 ~14.518 -23,711 0.00 35.33 c
ATOM 233 O LEU 30 ~7.291 -14.343 -22.973 0.00 35.07 o]
ATOM 234 N ILE 31 -5.141 -13.8%2 -23.596 0,00 35.89 N
ATOM 235 CA ILE 31 ~4,904 -12.986 -22.491 0.00 37.42 o
ATOM 236 CB 1ILE 31 -3.460 -13.135 -21.948 0.00 35.18 c
ATOM 237 CG2 ILE 31 -2.416 ~13.523 -23.010 0.00 45.24 C
ATOM 238 CG1 ILE 31 ~3.048 -11.923 -21.099 0.00 33.67 c
ATOM 23% CD1 ILE 31 -1.833 ~12.174 -20.189 0.00 33.37 c
ATOM 240 C ILE 31 -5,382 -11.581 -22.919 0.00 38.22 c
ATOM 241 0O ILE 31 -4,715 -10.820 -23.611 0.00 38.78 o
ATOM 242 N GLN 32 -6.622 -11.325 -22.471 0.00 3B.6% N
ATOM 243 CA GLN 32 -7.335 -10.104 ~-22.803 0.00 39.54 C
ATOM 244 CB GLN 32 ~8.857 -10.338 -22.726 0.00 28.25 c
ATOM 245 CG GLW 32 -9.532 -10.485 -24.101 0.00 2B.29 c
ATOM 246 CD GLN 32 -10.374 -9.299 -24.604 0.00 30.75 C
ATOM 247 OEl GLN 32 -11.205 -9.483 -25.487 0.00 38.54 0
ATOM 248 NE2 GLN 32 -10.117 -8.086 -24.088 0.00 25.17 N
ATOM 248 C GLN 32 -6.959 -8.993 -21.824 0.00 41.05 c
ATOM 250 © GLN 32 -7.196 -9.045 -20.627 0.00 41.15 0
ATOM 251 N ARG 33 -6.476 =-7.897 -22.410 ©0.00 41.56 N
ATOM 252 CA ARG 33 -6.519 -6.711 -21.585 0.00 41.97 C
ATOM 253 CB ARG 33 -5.713 -5.626 -22.256 0.00 37.98 c
ATOM 234 CG ARG 33 ~5.461 -4.451 -21.327 0.00 39.14 c
ATOM 255 CD ARG 33 -4.256 -3.698 -21.836 0.00 41.77 C
ATOM 25 NE 2RG 33 -4.124 -2.460 -21.100 0.00 43.63 N
ATOM 257 CzZz ARG 33 -3.502 -1.405 -21.63% 0.00 45.72 c
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ATOM 258 NH1 ARG 33 -3,121 -1.439 -22.893 0.00 43.71 N
ATOM 253 NH2 ARG 33 -3.297 -0.334 -20.907 0.00 46.97 N
ATOM 260 C ARG 33 -7.973 -6.257 ~21.332 0.00 42.32 c
ATOM 261 O ARG 33 -8.B71 -6.386 -22.157 0.00 43.04 0
ATOM 262 N HIS 34 -8.135 <-5.695 -20.123 0.00 42.35 N
ATOM 263 CA HIS 34 -9.389 -~5.078 -19.709 0.00 42.12 c
ATOM 264 CB EHIS 34 -9.317 -4.614 -18.242 0.00 37.40 c
ATOM 265 CG HIS 34 -8.421 -3.412 -18.079 0.00 36.81 Cc
ATOM 266 NDl1 HIS 34 -8.808 -2.125 -18.230 0.00 33.08 N
ATOM 267 CD2 HIS 34 ~7.066 =-3.429 -17.743 0.00 32,23 c
ATOM 268 'NEZ HIS 34 -6.641 -2.149 -17.692 0.00 33.13 N
ATOM 269 CE1 HIS 34 -7.711 -1.389 -17.9%4 0.00 33.38 C
ATOM 270 C RIS 34 -9.800 -3.936 -20.659 0.00 42.43 C
ATOM 271 0 HIS 34 -8.995 -3.345 -21.371 0.00 42.00 0
ATOM 272 N GLY 35 -11.114 -3.708 -20.58% ©.00 43.41 N
ATOM 273 CA GLY 35 ~11.764 -2.624 ~21.258 0.00 44.72 C
ATOM 274 C GLY 35 -11.448 =-1.262 -20.673 0.00 46.02 c
ATOM 275 0O GLY 35 -10.954 -1.131 -19.555 0.00 45.74 0
ATOM 276 N ALA 36 ~-11.741 -0.243 -21.50% 0.00 46.80 N
ATOM 277 CA ALA 36 -11.366 1,113 -21.132 0.00 46.71 C
ATOM 278 CB ALA 36 ~-11.807 2.118 -22.199 0.00 41.66 C
ATOM 278 C ALA 36 -11.931 1.487 ~19.756 0.00 47.48 C
ATOM 280 O ALA 36 -13.117 1.333 -19.495 0.00 47.36 o}
ATOM 2Bl N ARG 37 -10.879% 1.907 -18.904 0.00 48.42 N
ATOM 282 CA ARG 37 -11.260 2.212 -17.515 0.00 49.31 c
ATOM 283 CB ARG 37 -10.106 1.611 -16.686 0.00 43.26 c
ATOM 284 CG ARG 37 -8.724 2.170 -17.05%9 0.00 39.87 c
ATOM 285 CD ARG 37 -7.623 1.891 -16.027 0.00 39.94 c
ATOM 286 NE ARG 37 -6.669 2.996 -16.043 0.00 42.61 N
ATOM 287 CZ ARG 37 -5.397 2.965 -16.514 0.00 43.41 C
ATOM 288 NH1 ARG 37 -4.863 1.891 -17.077 0.00 48.18 N
ATOM 289 NHZ ARG 37 -4.602 4,011 -16.398 0.00 41.54 N
ATOM 280 ¢C ARG 37 -11.355 3.738 -17.354 0.00 51.06 c
ATOM 291 O ARG 37 -11.503 4.498 -18.310 0.00 51.48 0
ATOM 2%2 N TRE 38 ~-11.161 4,124 -16.089 0.00 52.19 N
ATOM 293 CA TRP 38 -10.875 5.510 -15.729 0.00 52.58 C
ATOM 294 CB TRP 38 -12.030 5.508 -14.790 0.00 47.58 c
ATOM 295 CG TRP 38 -13.032 6.851 -15.443 0.00 45.26 (o4
ATOM 296 CD2 TRP 38 -14.445 6.626 ~15.608 0.00 44.05 C
ATOM 297 CE2 TRP 38 ~-14.882 7.794 -16.195 0.00 42.17 c
ATOM 298 CE3 TRP 38 -15.253 5.563 -15.318 0.00 43.73 o
ATOM 299 CDl1 TRP 38 -12.793 8.135 -15.950 0.00 47.17 c
ATOM 300 NEl TRP 38 -13.950 8.687 ~16.387 0.00 44.03 N
ATOM 301 Cz2 TRP 38 -16.331 7.869 -16.453 0.00 43.10 C
ATOM 302 CZ3 TRP 38 -16.620 5.630 -15.59%0 0.00 50.27 c
ATOM 303 CHZ TRP 38 -17.160 6.789 ~16.157 0.00 48.64 c
ATOM 304 C TRP 38 -9.422 5,539 -15.136 0.00 53.38 c
ATOM 305 0 TRP 38 -8.799 4,488 -14.990 0.00 52.41 o)
ATOM 306 N PRO 38 -8.853 6.744 -14.819 0.00 54.48 N
ATOM 307 CD PRO 39 -9.502 8.037 -14.908 0.00 54.41 c
ATOM 308 CA PRO 39 ~7.485 6.B53 -14.311 0.00 55.24 c
ATOM 308 CB PRO 39 ~7.198 8.358 -14.202 0.00 54.54 c
ATOM 310 CG PRO 38 -B8.581 8.987 -14.145 0.00 54.9%4 c
ATOM 311 C PRO 39 -7.251 6.157 -12.964 0.00 55.€3 C
ATOM 312 © PRO 39 -8.034 6.236 -12.023 0.00 55.32 o]
ATOM 313 N THR 49 -6.099 5.452 -12.964 0.00 56.65 N
ATOM 314 CA THR 40 -5.642 4.707 -11.798 0.00 58.09 C
ATOM 315 CB THR 40 -4.515 3.773 -12.274 0.00 60.55 C
ATOM 316 OGl THR 40 -3.834 4.420 -13.332 0.00 61.58 0
ATOM 317 CG2 THR 40 -5.077 2.425 -12.735 0.00 64.49 of
ATOM 318 C THR 40 -5.124 5.661 -10.717 0.00 58.70 c
ATOM 318 0O THR 40 -4.826 6.823 -10.971 0.00 59.83 o
ATOM 320 N SER 41 -4.990 5,107 =-9.496 0.00 5B.74 N
ATOM 321 CA SER 41 -4.664 5.854 -8.282 0.00 5B.22 c
ATOM 322 CB SER 41 -4.079 4.865 =-7.286 0.00 51.62 c
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ATOM 323 OG SER 41 -4.916 3.732 ~-7.326 0.00 48.57 0
ATOM 324 C SER 11 -3.801 7.125 -8.476 0.00 58.28 C
ATOM 325 0O SER 41 -4.318 B.226 -8.320 0.00 58.25 o
ATOM 326 N GLY 42 -2.500 6.956 -8.813 0.00 57.88 N
ATOM 327 CA GLY 42 -1.631 8.120 =-3.039 0.00 58.08 c
ATOM 328 C GLY 42 ~2.246 9.232 -5.940 0.00 58.08 C
RATOM 328 0 GLY 42 -2.639 10.321 =~9.507 0.00 58.68 0
ATOM 330 N ALA 43 -2.355 B.850 -11.229 0.00 57.79 N
ATOM 331 CA ALA 43 -2.875 9,747 -12.260 0.00 56.83 C
ATOM 332 CB ALA 43 -3.101 8.857 -13.554 0.00 55.98 C
ATOM 333 C ALA 43 -4.183 10.460 -11.843 0.00 56.71 c
ATOM 334 0 ALA 43 -4.444 11.602 -12.215 0.00 56.44 o]
ATOM 335 N ARG 44 -5.000 9.758 -11.02% 0.00 56.55 N
ATOM 336 CA ARG 44 -6.333 10.304 -10.761 0.00 56.20 c
ATOM 337 CB ARG 44 -7.277 9.191 -10.270 0.00 53.62 c
ATOM 338 CG ARG 44 -8.761 9.572 ~-10.401 0.00 52.17 c
ATOM 339 CD ARG 44 -%.453 9.863 -9.066 0.00 54.70 c
ATOM 340 NE ARG 44 -10.692 10.588 =~9.303 0.00 59.07 N
ATOM 341 CZ ARG 44 -10.815 11.810 ~9.086 0.00 64.49 c
ATOM 342 NH1 ARG 44 -9.792 12.622 -8B.656 0.00 64.40 N
ATOM 343 NHZ2 ARG 44 -11.957 12.51% =-9.323 0.00 64.80 N
ATOM 344 C ARG 44 -6.345 11.582 ~9.860 0.00 55.90 c
ATOM 345 O ARG 44 -7.393 12.214 -9.723 0.00 55.42 0
ATOM 346 N SER 45 -5.160 11.942 -9.312 0.00 56.01 N
ATOM 347 CA SER 45 -4,914 13,201 -8.603 0.00 56.29 C
ATOM 348 CB SER 45 -4.365 12.92%9 =-7.200 0.00 56.10 c
ATOM 349 OG SER 45 -5.396 12.807 -6.300 0.00 57.12 0
ATOM 350 C SER 45 -3.881 14.059 -9.343 0.00 56.80 C
ATOM 351 © SER 45 -3.876 15.281 =-95.220 0.00 57.11 0
ATOM 352 N ARG 46 -3.003 13.382 -10.126 0.00 57.36 N
ATOM 353 CA ARG 46 -2.065 14.190 -10.B98 0.00 57.88 c
ATOM 354 CB ARG 46 -0.965 13.325 ~11.521 0.00 54.14 c
ATOM 355 CG ARG 46 0.006 12.727 -10.494 0.00 48.41 c
ATOM 356 CD ARG 46 0.921 11.658 -11.101 0.00 50.88 o}
ATOM 357 NE ARG 46 1.499 12.082 -12.385 0.00 57.93 N
ATOM 358 CZ ARG 46 1.643 11.223 ~13.441 0.00 60.16 c
ATOM 359 NH1 ARG 46 1.183 9.969 -13.366 0.00 €1.40 N
ATOM 360 NHZ2 ARG 46 2.208 11.659% -14.567 0.00 64.06 N
ATOM 361 C ARG 46 -2.795 14.989 -11.8%2 0.00 58.33 c
ATOM 362 © ARG 46 -2.363 16.068 ~12.367 0.00 58.36 o]
ATOM 363 N GLN 47 -3.903 14.432 -12.524 0.00 59.33 N
ATOM 364 CA GLN 47 -4.584 15.171 -13.594 0.00 60.55 c
ATOM 365 CB GLN 47 ~5.412 14.20% ~-14.447 0.00 61.02 c
ATOM 366 CG GLN 47 -4.603 13.067 -15.088 0.00 61.85 o
ATOM 367 CD GLN 47 -5.571 11.958 -15.521 0.00 66.69 c
ATOM 368 OEl1 GLN 47 -6.492 11.596 -14.802 0.00 68.64 ]
ATOM 369 NE2 GLN 47 -5.386 11.468 -16.747 0.00 66.17 N
ATOM 370 C GLN 47 ~5.450 16.303 ~12.988 0.00 61.20 C
ATOM 371 © GLN 47 -5.667 17.346 -13.598 0.00 61.24 o}
ATOM 372 N VAL 48 -5.861 16.056 ~-11.730 0.00 61.77 N
ATOM 373 CA VAL 48 -6.519 17.114 -10.962 0.00 62.77 c
ATOM 374 CB VAL 48 -6.975 16.593 -9.576 0.00 57.26 C
ATOM 375 CGl VAL 48 ~-7.756 17.651 =-B.779 0.00 49.9%0 C
ATOM 376 CG2 VAL 48 -7.814 15.316 -9.678 0.00 57.68 C
ATOM 377 C VAL 48 -5.539 18.294 ~10.827 0.00 64.25 C
ATOM 378 O VAL 48 -5.874 19.450 -11.070 0.00 64.39 o]
ATOM 379 N ALA 49 -4,314 17.878B -10.436 0.00 65.78 N
ATOM 380 CA ALA 49 -3.212 18.807 -10.226 0.00 67.14 C
ATOM 381 CB ALA 49 -2.009 18.033 -9.668 0.00 60.21 C
ATOM 382 C ALA 49 -2.815 19.521 -11.52% 0.00 68.77 c
ATOM 383 © ALR 49 ~-2.411 20.68B2 -11.540 0.00 70.31 o
ATOM 384 N ALA 50 -2.942 18B.761 -12.628 0,00 69.55 N
ATOM 385 CA ALA 50 -2.542 19,292 -13.826 0.00 70.87 C
ATOM 386 CB ALA 50 -2.595 18.146 -14.932 0.00 73.83 c
ATOM 387 C ALA 50 -3.455 20.448 -14.363 0.00 71.47 c
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ATOM 388 0O ALA 50 ~-3.007 21.518 ~14.780 0.00 72.42 o}
ATOM 389 N VAL 51 -4.763 20.121 ~14.241 0.00 71.5% N
ATOM 380 CA VAL 51 -5.,792 21.047 -14.687 0.00 71.95 C
ATOM 381 CB VAL 51 -7.153 20.353 -14.%22 0.00 71.84 C
ATOM 392 CGl VAL 51 -7.806 19.826 -13.638 0.00 72.20 c
ATOM 393 CG2 VAL 51 -8.127 21.263 -15.6%2 0.00 72.87 c
ATOM 384 C VAL 31 ~5.864 22.291 -13.791 0.00 71.98 C
ATOM 385 O VAL 51 -6.092 23.399 -14.273 0.00 72.58 0
ATOM 396 N ALA 52 -5.633 22.076 -12.478 0.00 71.50 N
ATOM 397 CA AlA 52 -5.587 23.168 -11.496 0.00 70.36 c
ATOM 398 CB ALA 52 -4.824 22.676 -10.257 0.00 75.30 c
ATOM 399 C ALA 52 -5.005 24.522 -12.028 0.00 69.08 c
ATOM 400 © ALA 52 -5.729 25.486 -12.272 0.00 €39.47 0
ATOM 401 N LYs 53 -3.664 24.560 -12.188 0.00 67.33 N
ATOM 402 CA LYS 53 -2.590 25.786 -12.585 0.00 65.33 c
ATOM 403 CB LYsS 53 ~1.469 25.589 -12.667 0.00 52.41 c
ATOM 404 CG LYS 53 ~0.974 24.496 -13.611 0.00 43.64 c
ATOM 405 €D LYS 53 -0.961 23.093 -13.005 0.00 40.72 C
ATOM 406 CE LYS 53 ~0.152 23.041 ~-11.711 0.00 38.03 c
ATOM 407 NZ LYS 53 ~0.028 21.67% -11.260 0.00 41.41 N
ATOM 408 C LYs 53 -3.541 26.400 -13.879 0.00 65.20 C
ATOM 409 © LYs 53 -3.529 27.611 -14.013 0.00 65.66 0
ATOM 410 N ILE 54 ~-4.046 25.555 -14.805 0.00 64.58 N
ATOM 411 CA ILE 54 ~4.596 26.110 -16.039 0.00 63.62 C
ATOM 412 CB ILE 54 -4.353 25.079 -17.165 0.00 60.45 C
ATOM 413 CGz ILE 54 -5.015 23.721 -16.818 0.00 56.79 c
ATOM 414 CGl1 ILE 54 -4.648 25.625 -18.565 (.00 58.02 c
ATOM 415 CDl ILE 54 ~3.724 26.788 -18.910 0.00 56.44 c
ATOM 416 C ILE 54 -6.057 26.619 -15.833 0.00 63.44 c
ATOM 417 © ILE 54 -6.595 27.358 -16.653 0.00 63.13 0
ATOM 418 N GLN 55 -6.622 26.208 -14.694 0.00 63.61 N
ATOM 418 CA GLN 55 -7.929 26.645 -14.218 0.00 63.59 c
ATOM 420 CB GLN 55 ~-B.563 25.445 -13.488 0.00 60.05 C
ATOM 421 CG GLN 55 -5.594 24.713 -14.359 0.00 52.95 C
ATOM 422 CD GLN 55 ~10.906 25.491 ~-14.288 0.00 45.82 C
ATOM 423 OEl GIN 55 -10.970 26.540 ~13.65% 0.00 47.57 0
ATOM 424 NEZ GIN 55 -11.952 24.892 -14.873 0.00 44.88 N
ATOM 425 C GLN S5 -7.816 27.926 -13.343 0.00 63.75 c
ATOM 426 O GLN 55 -8.789 28.645 ~13.119 0.00 63.46 0
ATOM 427 N MET 56 -6.557 28.214 -12.924 0.00 63.92 N
ATOM 428 CA MET 56 -6.214 29.566 -12.458 0.00 64.11 c
ATOM 429 CB MET 56 ~4.870 29.602 -11.699 0.00 51.74 c
ATOM 430 CG MET 56 -4.911 . 29,053 ~-10.264 0.00 44.15 c
ATOM 431 SD MET 56 ~-5.196 27.282 -10,190 0.00 3%.11 5
ATOM 432 CE MET 56 ~4.921 26.9%4 -8.435 0.00 41.61 c
ATOM 433 - C MET 56 -6.1B3 30.548 -13.651 0.00 65.33 c
ATOM 434 0O MET 56 ~6.258 31.766 -13.498 0.00 65.60 0
ATOM 435 N ALA 57 -6.123 29.548 -14,860 0.00 65.73 N
ATOM 436 CA ALA 57 ~6.262 30.718 -16.098 0.00 66.72 c
ATOM 437 CB ALA 57 -5.025 30.463 -16.965 0.00 65.83 C
ATOM 438 C ALA 57 -7.522 30.301 -16.885 0.00 67.72 o
ATOM 439 O ALA 57 -7.463 30.122 -18.093 0.00 67.93 o}
ATOM 440 N ARG 58 ~8.651 30.134 -16.158 0.00 68.85 N
ATOM 441 CA ARG 58 -9.839 29.459 -16,722 0.00 70.15 C
ATOM 442 CB BARG 58 -10.819 29.072 -15.590 0.00 €62.10 c
ATOM 443 CG ARG 58 -11.449 30.225 -14.7%6 0.00 54.54 c
ATOM 444 CD ARG 58 -12.124 28.770 -13.493 0.00 51.66 c
ATOM 445 NE ARG 58 -13.182 28.823 -13.773 0.00 55.14 N
ATOM 446 CZ ARG 58 -13.447 27.757 -12.875 0.00 58.81 c
ATOM 447 NH1 ARG 58 -12.954 27.650 -11.736 0.00 60.83 N
ATOM 448 NH2 ARG 58 -14.182 26.786 -13.483 0.00 59.46 N
ATOM 449 C ARG 58 -10.571 30.098 -17.962 0.00 71.97 c
ATOM 450 O ARG 58 -10.952 29.369 -18.875 0.00 72.75 9]
ATOM 451 N PRO 59 -10.800 31.451 -18.002 0.00 72.84 N
ATOM 452 CD PRO 59 -10.218 32.452 -17.103 0.00 72.85 c
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ATOM 453 CA PRO 59 -11.768 32.067 -18.838 0.00 73.19 C
ATOM 454 CB PRO 59 -12.055 33.411 -~18.258 0.00 72.83 C
ATOM 455 CG PRO 59 -10.702 33.783 ~17.673 0.00 72.89%9 C
ATOM 456 C PRO 58 ~11.269 32.406 -20.359 0.00 73.41 C
ATOM 457 © PRO 58 -~11.487 33.522 -20.840 0.00 73.70 o}
ATOM 458 N PHE 60 -10.588 31.441 -21.010 0.00 73.17 N
ATOM 459 CA PHE 60 -8.900 31.757 -22.267 0.00 72.43 C
ATOM 460 CB PHE 60 -9,417 30.486 -22.978 0.00 57.87 C
ATOM 461 CG PHE 60 -8.420 295.740 -22.152 0.00 45,70 C
ATOM 462 CDl1 PHE 60 ~8.850 28.876 -21.156 0.00 37.12 C
ATOM 463 CD2 PHE 60 ~7.058 29.900 -22.376 0.00 40.86 C
ATOM 464 CE1 PHE 60 -7.932 28.197 -20.377 0.00 36.08 C
ATOM 465 CE2Z2 PHE 60 -6,134 29.188 -21.625 0.00 40.97 C
ATOM 466 CZ PHE 60 -6.581 28.342 -20.623 0.00 35.94 o]
ATOM 467 C FEE 60 -10.765 32.558 -23.267 0.00 73.07 C
ATOM 468 0O PHE 60 ~11.954 32.309 ~-23.433 0.00 72.91 o}
ATOM 469 N THR 61 -10.068 33.492 -23,945 0.00 73.88 N
ATOM 470 CA THR 61 ~10.58B6 34,180 -25.121 0.00 74.70 o}
ATOM 471 CB THR 61 -9.839 35.528 ~25.287 0.00 73.28 Cc
ATOM 472 OG1 THR 6l -8.436 35.385 -25.309 0.00 73.70 e}
ATOM 473 C©CG2 THR 61 -10.130 36.532 -24.179% 0.00 69.38 C
ATOM 474 C THR 61 -10.404 33.297 -26.381 0.00 75.31 C
ATOM 475 O THR 61 -11.219 33.259 ~27.304 0.00 75.48 o]
ATOM 476 N ASP 62 -9.223 32.636 -26.385 0.00 76.00 N
ATOM 477 CA ASP 62 -8.828 31.812 -27.514 0.00 76.85 C
ATOM 478 CB ASP 62 -7.404 31.305 -27.274 0.00 74.31 C
ATOM 479 CG ASP 62 -6.919 30.560 -28.509 0.00 20.00 C
ATOM 480 O©ODl ASP 62 -6.804 31.157 -29.571 0.00 20.00 o]
ATOM 481 O©OD2 ASP 62 -6.642 29.381 -28.440 0.00 20.00 o}
ATOM 482 C ASP 62 -9.769 30.593 -27.687 0,00 77.54 (o4
ATOM 483 © ASP 62 -9.970 29.811 -26.756 0.00 77.41 0
ATOM 484 N PRO 63 -10.331 30.417 -28.%17 0.00 77.91 N
ATOM 485 CD PRO 63 -10.287 31.367 -30.031 0.00 78.12 C
ATOM 486 CA PRO 63 -11.135 29.226 -29.206 0.00 78.00 C
ATOM 487 CB PRO 63 -11.509 29.389 -30.681 0.00 78.27 C
ATOM 488 CG PRO 63 -11.398 30.890 -30.966 0.00 78.35 (o}
ATOM 489 C PRO 63 -10.450 27.861 -28.986 0.00 77.74 [}
ATOM 480 O PRO 63 -11.100 26.823 -28.836 0.00 77.56 0
ATOM 491 N Ys 64 -9,094 27.886 -28.875 0.00 77.16 N
ATOM 492 CA LYS 64 -8.405 26.595 -28.935 0.00 76.05 C
ATOM 493 CB LYS 64 ~-6.997 26.651 -29.537 0.00 76.43 C
ATOM 494 CG LYS 64 -6.340 25.291 -29.754 0.00 77.64 C
ATOM 495 CD LYS 64 -4,991 25.434 -30.479 0.00 78.869 (o]
ATOM 496 CE LYS 64 -4.139 24.166 -30.383 0.00 80.21 Cc
ATOM 497 NZ LYS 64 ~-4.416 23.156 -31.3%8 0.00 78.04 N
ATOM 498 C LYs 64 -8.437 26.055 -27.512 0.00 75.40 C
ATOM 499 O LYS 64 -B.946 24.968 -27.283 0.00 75.86 (o]
ATOM 500 N TYR 65 ~-7.947 26.863 -26.557 0.00 74.20 N
ATOM 501 ¢CcA TYR 65 -7.821 26.381 -25.168 0.00 72.61 C
ATOM 502 CB TYR 65 -6.510 26.8915 -24.529 0.00 71.38 C
ATOM 503 CG TYR 65 -5.,319 26.804 -25.470 0.00 69.05 C
ATOM 504 CD1 TYR 65 -5,110 27.799 -26.412 0.00 67.80 o
ATOM 505 CEl1 TYR 65 -4.100 27.713 -27.35%5 0.00 66.98 C
ATOM 506 CD2 TYR 65 ~4.420 25.736 -25.456 0.00 67.50 C
ATOM 507 CE2 TYR 65 -3.400 25.642 -26.402 0.00 66.72 C
ATOM 508 CZ TYR 65 -3.246 26.625 -27.372 0.00 66.70 C
ATOM 508 OH TYR 65 -2.242 26.537 -28.328 0.00 66.50 (e}
ATOM 510 C TYR 65 -2,129 26.615 -24.346 0.00 72.05 C
ATOM 511 O TYR 65 -9.132 26.838 -23.145 0.00 71.39 0
ATOM 512 N GLU 66 -10.247 26.538 -25.092 0.00 0.00 N
ATOM 513 Ca GLU 66 -11.532 27.075 -24.685 0.00 0.00 C
ATOM 514 CB GLU 66 -12.455 27.023 -25.911 0.00 0.00 C
ATOM 515 ¢C6 GLU 66 ~13.886 27.483 -25.666 0.00 0.00 Cc
2TOM 516 CD QLU 56 -34.555 27.551 -26.980 0.00 0.060 c
ATOM 517 OE1 GLU 66 -15.498 27.321 -27.447 0.00 0.00 ]
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ATOM 518 0BE2 GLU 66 -14.130 28.95%4 -27.535 0.00 0.00 o]
ATOM 519 ¢C GLU 66 -12.136 26.403 -23.433 0.00 0.00 c
ATOM 520 O GLU 66 -12.390 27.062 -22.437 0.00 0.00 o}
ATOM 521 N PHE 67 -12.419 25.094 -23.501 0.00 70.66 N
ATOM 522 CR PHE 67 ~13.339 24.541 -22.483 0.00 69.51 C
ATOM 523 CB PHE 67 -13.622 23.076 -22.796 0.00 60.76 c
ATOM 524 CG PHE 67 -12.580 22.097 -22.350 0.00 52.10 C
ATOM 525 CD1 PHE 67 -11.216 22.364 -22.451 0.00 50.18 c
ATOM 526 CDZ PHE 67 -12.998 20.874 -21.843 0.00 46.76 c
ATOM 527 CEl1 PHE 67 ~10.291 21.424 -22.037 0.00 45.93 c
ATOM 528 CE2 PHE €7 ~12,075 19.927 -21.449 0.00 45.09 C
ATOM 529 CZ PHE 67 -10.728 20.213 -21.537 0.00 46.18 o
ATOM 530 C PHE 67 -13.036 24.748 -20.945 0.00 69.44 C
ATOM 531 ©O PHE 67 -13.937 24.618 -20.108 0.00 69.53 o]
ATOM 532 N LEU 68 -11.771 25.08B4 -20.610 0.00 69.12 N
ATOM 533 CA LEU 68 -11.251 25.144 -19.248 0.00 68.62 c
ATOM 534 CB LEU 68 -9.708 25.189 -19.303 0.00 61.75 C
ATOM 535 CG LEU 68 -9.012 23.876 -19.710 0.00 58.47 o
ATOM 536 CDl LEU 68 -7.490 24.053 -18.762 0.00 57.30 C
ATOM 537 CDh2 LEU 68 -9.358 22.724 -18.761 Q.00 56.83 c
ATOM 538 C LEU 68 -11.794 26.338 -18.437 0.00 68.75 C
ATOM 539 O LEU 68 -11.243 26.655 -17.387 0.00 63.14 0
ATOM 540 N ASN 69 -12.897 26.938 -18.960 0.00 68.55 N
ATOM 541 CA ASN 69 -13.747 27.825 -18.170 0.00 67.88 C
ATOM 542 CB ASN 69 -14.570 28.804 -19.043 0.00 63.72 C
ATOM 543 CG ASN 69 -15.381 28,135 -20.164 0.00 58.63 c
ATOM 544 ODl1 ASN 69 -16.501 27.661 ~19.993 0.00 59.17 0
ATOM 545 ND2 ASN 69 -14.671 2B.046 -21.271 0.00 55.89 N
ATOM 546 C ASN 69 -14.630 26.%63 -17.261 0.00 67.55 c
ATOM 547 O ASN 69 ~-14.434 26.890 -16.056 0.00 67.41 o]
ATOM 548 N ASP 70 ~15.612 26.285 -17.895 0.00 67.23 N
ATOM 549 CA ASP 70 -16.634 25.561 -17.144 0.00 67.21 o
ATOM 550 CB ASP 70 -17.941 25.504 -17.852 0.00 70.48 c
ATOM 551 CG ASP 70 -19.140 25.572 -17.026 0.00 70.21 c
ATOM 552 ODl1 ASP 70 -19.689 26.657 -16.906 0.00 71.90 0
ATOM 553 ODZ ASP 70 -19.518 24.566 -16.426 0.00 70.97 o]
ATOM 554 C ASP 70 -16.181 24.145 -16.781 0.00 66.48 C
ATOM 555 0O ASP 70 -16.609 23.544 -15.806 0.00 66.49 0
ATOM 556 N PHE 71 -15.259 23.666 -17.655 0.00 65,55 N
ATOM 557 CA PHE 71 -14.795 22.292 -17.534 0.00 64.36 c
ATOM 558 CB PHE 71 -13.679 21.982 -18.532 0.00 64.78 C
ATOM 559 CG PHE 71 -13.292 20.529 -18.465 0.00 65.58 c
ATOM 560 CDl PHE 71 -12.050 20.142 -17.976 0.00 63.78 Cc
ATOM 561 CD2 PHE 71 -14.188 19.552 -18.881 0.00 66.69 C
ATOM 562 CEl PHE 71 -11.714 18.799 -17.895 0.00 61.70 C
ATOM 563 CEZ PHE 71 -13.857 18.209 -18.802 0.00 64.95 c
ATOM 564 CZ PHE 71 -12.622 17.832 -18.303 0.00 63.30 o!
ATOM 565 C PHE 71 ~-14.360 21.930 -16.100 0.00 63.74 C
ATOM 566 O PHE 71 -13.684 22.686 -15.421 0.00 63.22 0
ATOM 567 N VAL 72 -14,796 20.706 -15.703 0.00 63.58 N
ATOM 568 CA VAL 72 -~14.631 20.180 -14.350 0.00 62.48 c
ATOM 568 CB VAL 72 -15.953 20.198 -13.537 0.00 58.90 C
ATOM 570 CG1 VAL 72 -15.664 20.519 -12.065 0.00 58.50 c
ATOM 571 CG2 VAL 72 -17.038 21.142 -14.082 0.00 56.76 c
ATOM 572 C VAL 72 -14.123 18.733 -14.476 0.00 61.74 C
ATOM 573 © VAL 72 -14.555 17.9%5 -15.338 0.00 61.28 0
ATOM 574 N TYR 73 -13.202 18.365 -13.566 0.00 61.45 N
ATOM 575 CA TYR 73 -12.640 17.013 -13.571 0.00 61.29 c
ATOM 576 CB TYR 73 ~-11.821 16.813 -12.239 0.00 61.83 c
ATOM 577 CG TYR 73 -10.890 15.740 -12.362 0.00 65.17 o
ATOM 578 CD1 TYR 73 -9.682 16,055 -12.962 0.00 64.75 c
ATOM 578 CEl1 TYR 73 -8.689 15.103 -13.046 0.00 66.83 C
ATOM 580 CD2 TYR 13 -11.110 14.448 -11.891 0.00 64.66 c
ATOM 581 CE2 TYR 73 -10.101 13.487 -11.974 0.00 66.67 c
ATOM 582 CZ TYR 73 -8.872 13.841 -12.516 0.00 65.81 c
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.231
.483
.567
.873
.720
711
118
806
030
.738
.372

na"
[RA X}

.623

K1

12.9¢68
15,542
16.009
14.989
14.007
13.789
15.087
15.593
16.713
17.81¢8
12.627
11.752
12.426
11.054
11.007
11.937
12.552
12.215
13.481
13.161
13.806
10.347
10.808
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.06€9
.186
. 435
.327
.894
046
073
.938
.048
.618
.814
376
.062
160
. 335
533
.642
.0983
191
.450
.530

.

. .
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-12.514
~13.683
-12.945
-14.656
-14.803
~16.,282
-16.956
-16.407
-17.288
~-16.951
-14.240
-14.311
~13.766
-13.79%
~14.278
~15.403
-15.415
-16.420
-16.383
~17.386
-17.355
-12.442
~11.382
~-12.549
-11.386
-11.211
-12.119

-9.977

-9.723

-8.257

-7.222

-7.994
~10.223

~-8.602
-11.394
-11.972
-11.005
-12.556
-13.461
-12.051
-12.489
-12.260
-10.776
~10.449

-9.956
~13,972
-14.863
-14.227
-15.638%
-15.842
-17.332
-18.163
~17.486
~16.279
-15.791
-17.408
-18.167
-18.948
~19.133
~19.266
-20.338
-19.078%
-19.818
=18.012

-18.060
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67.98
60.79
60.85
59.87
58.05
56.34
58.04
60.02
62.37
66.21
57.11
57.06
55.95
54.39
41.67
28.72
22.65
24.32
22.95
24,34
23.31
54.48
54.56
54.31
54.17
54.42
54.58
54.99
55.96
42.10
20.00
20.00
56.75
57.22
56.58
57.34
50.39
57.34
56.91
57.26
57.18
62.78
67.41
69.47
73.04
56.98
57.57
56.15
54.95
54.83
53.28
53.56
51.23
54.50
53.76
54.14
53.85
53.56
55.86
54.19
58.45
53.33
53.60
53.20
52.80
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K 1
ATCM 648 CA PRO B2 -18.056 1.773 -19.840 0.00 52.68 c
ATOM 645 CB PRO 82 -20.345 2.547 -19.541 0.00 52.47 c
ATOM 650 CG PRO 82 -20.128 3.121 -18.142 0.00 52.32 C
ATOM 651 C PRO B2 -18.786 1.731 -21.360 0.00 52.13 c
ATOM 652 0 PRO 82 -18.220 0.834 -22.080 0.00 52.68 0
ATOM 653 N PHE 83 -17,992 2.705 -21.823 0.00 51.34 N
ATOM 654 CA PHE 83 -17.495 2.681 -23.201 0.00 50.44 c
ATOM €655 CB PHE 83 ~-16.548 3.869 -23.433 0.00 38.14 c
ATCM 656 CG PHE 83 -16.410 4.207 -24.8%3 0.00 29.91 C
ATOM 657 CDl1 PHE 83 -17.124 5.271 -25.430 0.00 27.30 c
ATOM 658 CD2 PHE 83 -15.5872 3.472 ~-25.724 0.00 31.62 C
ATOM 659 CEl1 PHE 83 -17.004 5.602 -26.772 0.00 25.71 c
ATOM 660 CE2 PHE 83 -15.448 3.795 ~-27.06% 0.00 28.76 c
ATOM 661 CZ PHE 83 -16.168 4.862 -27.593 0.00 30.85 c
ATOM 662 C PHE 83 ~-16.826 1.325 -23.512 0.00 51.12 C
ATOM 663 O PHE 83 ~-17.176 0.579% -24.419 0.00 51.01 0
ATOM 664 N GLY 84 ~15.882 1.066 -22.581 0.00 51.55 N
ATOM 665 CA GLY B4 -14.984 -0.076 -22.541 0.00 51.78 C
ATOM 666 C  GLY 84 -15.627 =-1.366 -22.014 0.00 51.66 C
ATOM 667 0O GLY 84 -15.056 =2.447 -22.130 0.00 52.35 0
ATOM 6686 N  ALA 85 -16.843 =-1.167 -21.460 0.00 51.13 N
ATOM £69 CA ALA 85 -17.694 =-2.277 -21.089 0.00 50.57 C
ATOM 670 CB ALA 85 -18.853 ~1.762 -20.238 0.00 37.47 c
ATOM €71 C ALR 85 ~18.217 =-2.902 -22.368 0.00 50.42 C
ATOM 672 ©O ALA 85 -18.046 -4.091 -22.626 0.00 50.85 0
ATOM 673 N  ASN 86 -18.809 =-2.022 -23.174 0.00 4£9.81 N
ATOM 674 CA ASN 86 ~19.307 =-2.472 -24.451 0.00 49.43 c
ATOM 675 CB ASN 86 -20.213 ~1.381 -25.008 0.00 53.75 c
ATOM 676 CG ASN 86 -21.018 -1.879 -26.207 0.00 61.94 c
ATOM 677 ODl ASN 86 -21.569 -2.978 -26.186 0.00 66.17 0
ATOM 678 ND2 ASN 86 ~21.086 -0.977 -27.189 0.00 63.60 N
ATOM 679 C ASN B6 -18.146 -2.832 -25.38%4 0.00 45.03 C
ATOM 680 O  ASN 86 -18.321 -3.666 -26.274 0.00 49.64 o]
ATOM 681 N GLN 87 ~-16.958 -2.218 -25.182 0.00 47.85 N
ATOM 682 CA GLN 87 -15.790 -2.691 -25.930 0.00 45.79 o
ATOM 683 CB GLN 87 -14.609 -1.712 -25.843 (.00 42.88 Cc
ATOM 684 CG GLN B7 -13.543 =-2.024 -26.904 0.00 40.47 c
ATOM €85 CD GLN 87 -12.480 -0.927 -26.999 0.00 43.99 c
ATOM 686 OEl GLN 87 ~-12.550 +0.048 -27.843 0.00 44.74 0
ATOM 687 NE2 GLN 87 -11.453 -1.067 -26.159 0.00 48.12 N
ATOM 688 C GLN 87 -15.344 -4,101 -25.487 0.00 44.52 c
ATOM 689 O GLN 87 -14.890 =-4.900 -26.308 0.00 44.61 o]
ATOM 650 N SER 88 -15.472 -4.404 -24,165 0.00 43.18 N
ATOM €91 CA SER 88 -15.208 -5.792 -23.812 0.00 42.07 C
ATOM 692 CB SER 88 -15.093 =-6.001 -22.290 0.00 41.43 c
ATOM 693 OG SER 88 -~15.933 -5.216 -21.481 0.00 43.74 0
ATOM 694 C SER 88 ~-16.212 -6.726 -24.52%9 0.00 41.71 c
ATOM 685 O  SER 88 -15.826 ~-7.778 ~25.030 0.00 42.88 0
ATOM 696 N HIS 85 -17.490 -6.267 -24.608 0.00 39.86 N
ATOM 697 CA RIS 8% -18.454 =-7.085 -25.343 0.00 37.54 c
ATOM 658 CB HIS 89 -19.860 -6.460 -25.484 0.00 31.63 C
ATOM 699 CG HIS B9 -20.653 -6.311 ~24.212 0.00 31.30 c
ATOM 700 ND1 HIS 89 -20.224 -5.722 -23.084 0.00 33.66 N
ATOM 701 CD2 RIS 89 -21.998 -6.66% ~24.023 0.00 29.66 c
ATOM 702 NEZ2 HIS 89 -22.368 =-6.275 -22.79C 0.00 29.19 N
ATOM 703 CEl HIS 83 -21.272 -5.711 -22.247 0.00 30.90 c
ATOM 704 C  HIS B9 -17.980 -7.301 -26.793 0.00 37.20 c
ATOM 705 O  HIS 839 ~18.110 -8.388 -27.339 0.00 37.50 0
ATOM 706 N  GLN 90 -17.495 -6.171 -27.382 0.00 36.58 N
ATOM 707 CA GLN 90 -17.189 -6.098 -28.815 0.00 35.50 C
ATOM 708 CB GLN S0 -17.113 -4.644 -29.316 0.00 35.89 C
ATOM 709 CG GLN 90 -17.916 ~-4.421 -30.616 0.00 40.24 c
ATOM 710 CD GILN 90 ~17.297 -5.111 -31.833 0.00 45.53 c
ATOM 711 OEl GLN S0 -17.520 =-6.284 -32.093 0.00 50.73 0
ATOM 712 NWE2 GLN 90 -16.529 -4.286 -32.555 0.00 40.08 N
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A1
ATOM 713 C GLN 90 -15.981 -6.953 -29.195 0.00 34.37 c
ATOM 714 © GLN %0 -16.092 -7.871 -29.998 0.00 33.60 o]
ATOM 715 N THR 91 ~14.850 -6.647 -28.534 0.00 34.18 N
ATOM 716 CA THER 91 -13.676 -7.510 -28.667 0.00 33.93 c
ATOM 717 CB THR 921 -12.472 -7.021 -27.833 0.00 33.11 C
ATOM 718 OGl THR 91 -12.821 -6.696 -26.512 0.00 35.72 o]
ATOM 719 CG2Z THR %1 -11.789 -5.789 -28.437 0.00 30.58 c
ATOM 720 C THR 91 -14.056 -8.975 -28.367 0.00 34.01 c
ATOM 721 © THR 91 -13.713 =9.880 -29.119 0.00 34.45 0
ATOM 722 N GLY 92 -14.858 ~9.162 -27.304 0.00 32.97 N
ATOM 723 CA GLY 92 -15.435 -10.480 -27.075 0.00 32.42 c
ATOM 724 C GLY 92 -16.173 -11.073 -28.302 0.00 32,92 of
ATOM 725 O GLY 92 -16.010 -12.238 -28.645 0.00 32.49 0
ATOM 726 N THR 93 ~-17.023 -10.240 -28.934 0.00 33.18 N
ATOM 727 CA THR 93 -17.889 -10.767 -29.983 0.00 32.81 c
ATOM 728 CB THR s3 -19.043 -5.808 -30.370 0.00 32.66 C
ATOM 725 OGl THR 93 ~-18.679 -8.448 -30.367 0.00 34.10 0
ATOM 730 CG2 THR 93 -20.229 -9.928 -29.412 0.00 37.31 c
ATOM 731 C THR 93 -17.079 -11.146 ~31.205 0.00 32.77 C
ATOM 732 0 THR 93 -17.346 -12.152 -31.858 0.00 34.08 0
ATOM 733 W ASP 54 -~16.038 -10.310 -31.433 0.00 31.62 N
ATOM 734 CA ASP 94 ~14.937 -10.619 -32.327 0.00 31.49 c
ATOM 735 CB ASP 94 -13.830 -9.548 -32.122 0.00 33.34 C
ATOM 736 CG ASP 94 -13.510 -8.744 -33.402 0.00 36.59 C
ATOM 737 OD1 ASP 94 -13.505 -7.520 -33.362 0.00 34.76 0
ATOM 738 OD2 ASP 94 -13.215 =~9.324 -34.453 0.00 3B.68 0
ATOM 738 C ASP 94 -14.455 -12.059 -32.050 0.00 31.53 c
ATOM 740 O ASP 94 -14.514 -12.922 -32.817 0©0.00 31.71 o
ATOM 741 N MET 95 -14.018 -12.306 -30.785 0.00 30.82 N
ATOM 742 CA MET 95 -13.518 -13.648 -30.450 0.00 28.95 c
ATOM 743 CB MET 95 -13.151 -13.727 -28B.965 0.00 23.82 C
ATOM 744 CG MET 95 -12.161 -12.674 -2B.465 0.00 23.53 C
ATOM 745 SD MET 85 -10.764 -12.,492 -29.578 0,00 21.38% S
ATOM 746 CE MET 95 -10.301 -10.811 -28.154 0.00 14.71 c
ATOM 747 C MET 95 -14.520 -14.8B00 -30.768 0.00 30.17 c
ATOM 748 O  MET 95 -14.153 -15.920 -31.128 0.00 30.55 (¢}
ATOM 749 N TYR 96 -15.812 -14.435 -30.636 0.00 30.03 N
ATOM 750 CA TYR 96 -16.841 -15.427 -30.%12 0.00 29.37 c
ATOM 751 CB TYR 96 -18.214 -14.947 -30.404 0.00 28.52 c
ATOM 752 CG TYR 96 -18.920 ~16.154 ~-29.861 0.00 31.53 c
ATOM 753 CD1 TYR 96 -18.586 -16.598 -28.596 0.00 31.67 (o
ATOM 754 CEl TYR 96 -19.036 -17.815 -28.117 0.00 31.58 c
ATOM 755 CD2 TYR 96 -19.815 ~16.891 -30.618 0.00 32.80 c
ATOM 756 CEZ2 TYR 96 -20.277 ~18.11% -30.151 0.00 33.10 c
ATOM 757 CZ TYR 96 -19.849 -18.583 -28.921 0.00 33.69% c
ATOM 758 OH TYR 96 -20.201 -19.859 -28.532 0.00 36.25 o]
ATOM 759 C TYR 96 -16.871 -15.867 -32.389 0.00 28.92 c
ATOM 760 O TYR 96 -17.223 -16.999 -32.731 0.00 23.15 o]
ATOM 761 N THR 97 -16.477 -14.896 -33.249 0.00 28B.98 N
ATOM 762 CA THR 97 -16.402 -15.003 -34.708 0.00 2B.74 C
ATOM 763 CB THR 97 -16.804 -13.621 -35.264 0.00 23.57 C
ATOM 764 OG1l THR 97 -18,014 -13.141 -34.700 0.00 26.87 0
ATOM 765 CG2 THR 97 -17.007 -13.644 -36.779 0.00 14.78 c
ATOM 766 C THR 87 -14.979 -15.414 -35.225 0.00 28.48 c
ATOM 767 O THR 97 -14.807 -15,915 -36.340 0.00 30.41 o]
ATOM 768 N ARG SB -13.981 ~-15.168 -34.351 0.00 28.30 N
ATOM 768 CA ARG 98 -12.607 -15.587 -34,637 0.00 28.88 c
ATOM 770 CB ARG 98 -11.611 -14,707 -33.859 0.00 25.54 C
ATOM 771 CG ARG 98 -11.568 ~13.245 -34.311 0.00 24.43 c
ATOM 772 CD ARG 98 -10.782 -12.337 -33.353 0.00 24.77 C
ATOM 773 NE ARG 98 -~11.045 -10.948 -33.707 0.00 26.81 N
ATOM 774 CZ BARG 98 -10.208 -9.895 -33.560 0.00 25.55 c
ATOM 775 NH1 ARG 98 -9.021 -10.011 -32.988 0.00 22.03 N
ATOM 776 NH2 ARG 98 ~10.566 -8.692 -33.989 0.00 28.12 N
ATOM 777 C ARG o8 -12.379 -17.054 -34.224 0.00 29.06 c
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ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM
ATOM

778
778
780
781
782
783
784
785
786
787
788
789
780
791
792
783
794
795
7596
797
798
799
800
801
802
803
804
805
806
807
808
809
B10O
811
Bl2
813
B1l4
B1S
816
817
818
819
820
821
822
823
824
825
826
827
828
8z9
830
831
832
833
834
835
836
837
838
839
840
841
B42

CA
CB
cG
CD1
CEl
CD2
CE2
Cz
OH

CA
CB
oG

CA
CB
OGl
cG2

ca
CB
CcG
CDh1l
Ch2

CA
CB
CcG
Cchl
cp2
CEl
CE2
Ca

ca
CB
CcG
CD
OEl
OE2

TYR
TYR
TYR
TYR
TYR
TYR
TYR
TYR
TYR
TYR
TYR
TYR
SER
SER
SER
SER
SER
SER
THR
THR
THR
THR
THER
THR
THR
LEU
LEU
LEU
LEU
LEUD
LEU
LEU
LEU
PHE
PHE
PHE
PHE
PHE
PHE
PHE
PHE
PHE
PHE
PHE
GLU
GLU
GLU
GLU
GLU
GLU
GLU
GLOD
GLU
GLY
GLY
GLY
GLY
GLY
GLY
GLY
GLY
ASP
ASP
ASP

a8
99
89
99
99
93

89

938

93

99

99

99
100
100
100
100
100
100
101
101
101
101
101
101
101
102
102
102
102
102
102
102
102
103
103
103
103
103
103
103
103
103
103
103
104
104
104
104
104
104
104
104
104
105
105
105
105
106
106
106
106
107
107
107

-11.562
-13.107
-12.689%
-11.8923
-10.689%
-10.525

-9.386

-9.678

~8.544

~8.376

-7.227
-13.918
-13.959
-14.858
-16.030
-16.873
-16.467
-15.852
~16.532
-14.838
-14.358
-13.154
-12.589
~13.578
-13.974
-13.970
~-13.625
-13.126
-12.333
-11.052
-10.0986
~10.331
-14.254
~14.033
-15.448
~-16.595
-17.508
-16.808
-17.055
-15.888
-16.386
-15.232
-15.467
-17.377
-18.141
-17.169
-17.984
-17.220
-17.654
-17.404
-18.199
~16.459
~18.459
-18.654
-17.455
-17.680
~18.285
-18.114
-17.881
~18.567
-17.740
-18.312
-16.404
-15.483
-14.054

A 1

-17.767
-17.467
~18.677
-18.257
-17.417
-16.154
~15.393
-17.887
~17.128
-15.877
-15.120
~-19.588
-20.349
-18.538
-20.321
-19.944
-1B.654
-21.843
~22.535
-22.306
-23.695
-23.857
-22.577
-24.37%
-24.134
-25.321
-23.149
~23.424
-22.236
-21.910
-21.125
-23.146
-23.753
-24.444
-23.243
~-23.620
-22.426
-21.114
-20.308
-20.697
-19.104
-19.483
-18.693
~24.746
-25.416
-24.897
-25.770
~26.097
~-25.300
-26.119
-27.023
-25.860
-27.067
-27.319
-27.870
-29.177
-29.053
-29.857
-28,003
-27.792
-27.018
-26.359
-27.149
-26.530
~-27.001
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-34.805
-33.167
-32.453
-31.182
-31.467
~30.903
-31.159
-32.301
-32.566
-31.981
~-32.183
-32.1M1
-31.212
-33.134
-33.128
~34.390
-34.794
-33.005
~-32.243
-33.773
-33.670
-34.607
-34.701
-35.977
-32.242
-31.932
-31.396
-30.056
-29.491
-30.267
-29.372
-30.804
-29.101
-28.116
-29.429%
-28.612
-28.284
-28.454
-29.560
-27.506
-29.720
-27.663
~28.770
~-29.281
-28.590
-30.617
~31.483
-32.789
-34.046
-35.335
-35.581
~36.086
~-30.788
-30.644
~-30.398
-29.808
-28.415
-28.010
-27.688
-26.428
-25.435
-24.578
-25.546
-24.592
~24.939

0.00
0.00
0.00
0.00
0.00
0.00
0.00
.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

28.77
28.37
28.05
27.03
27.48
28.12
27.24
27.00
26.33
26.48
27.01
2B.78
29.45
28.14
27.94
21.81
11.83
28.67
29.03
29.03
29.22
24.80
31.53
14.85
28.94
30.65
29.81
28.94
30.57
29.83
25.08
18.10
28.53
27.89
2B.16
29.21
25.90
22.22
20.53
18.489
18.19
22.06
18.20
28.69
30.00
29.56
29.90
30.47
39.00
43.04
48,85
42.42
30.86
30.72
32.10
33.12
33.92
34.42
35.31
35.66
35.72
38.37
33.73
30.31
30.61

OOZOOOZOOOZOOOOOOOOZOOOOOOOO(‘)OZOOOOOOOZO(‘]OOOOZOOOOOZOOOOOOOO()OOZO



03803578. 2 L L H14/48 1

B 1

ATOM 843 CG ASP 107 ~13,196 -27.194 -23.681 0.00 31.38 c
ATOM 844 OD1 ASP 107 -12.395 -26.331 -23.338 0.00 31.51 0
ATOM 845 OD2 ASP 107 -13,329 -28.231 -23.038 0.00 32.983 o
ATOM 846 C ASP 107 ~15.618 -24.984 ~24.550 0.00 28.45 c
ATOM 847 O ASP 107 -14.916 -24.245 -25.240 0.00 28B.52 0
ATOM 848 N VAL 108 ~-16.586 -24.576 ~23.685 0.00 27.82 N
ATOM 848 CA VAL 108 -16.788 -23.186 -23.289 0.00 25.98 C
ATOM 850 CB VAL 108 -17.968 -23.149 -22.287 0.00 22.56 C
ATOM 851 CGl1 VAL 108 -17.730 -24.037 -21.056 0.00 18.31 c
ATOM 852 CG2 VAL 108 -18.359 -21.742 -21.818 0.00 12.86 C
ATOM 853 C VAL 108 -15.480 -22.681 -22.656 0.00 24.26 c
ATOM 854 O VAL 108 -14,755 -23.476 -22.064 0.00 24.14 o]
ATOM 855 N PRO 109 -15.168 -21.363 -22.813 0.00 23.76 N
ATOM 856 CD PRO 109 -15.943 -20.356 -23.551 0.00 22.96 o
ATOM 857 CA PRO 109 -13.912 -20.834 -22.295 0.00 23.51 o]
ATOM 858 CB PRO 108 -13.969 -19.330 -22.5%6 0.00 22.88 C
ATOM 859 CG PRO 108 -14.970 -19.191 -23.743 0.00 23.15 c
ATOM Be0 C ERO 109 -13.660 -21.062 -20.805 0.00 23.37 c
ATOM 861 O PRO 109 -14.573 -20.950 -19.980 0.00 23.30 0
ATOM g62 N PHE 110 ~12.390 -21.362 -20.484 0.00 23.60 N
ATOM 863 CA PHE 110 -11.965 -21.119 -19.121 0.00 25.72 C
ATOM 864 CB PHE 110 -10.792 -22.049% -18.818 0.00 22.98 c
ATOM 865 CG PHE 110 -10.289 -21.817 -17.424 0.00 20.67 c
ATOM 866 CDl PEE 110 -9.177 -21.021 -17.206 0.00 26.87 c
ATOM 867 CD2 PHE 110 ~10.948 -22,362 -16.330 0.00 24.81 c
ATOM 868 CE1 PHE 110 ~-8.742 -20,761 -15.923 0.00 33.56 c
ATOM 869 CEZ PHE 110 ~-10.546 -22.065 -15.037 0.00 29.26 C
ATOM 870 CZ PHE 110 -9.440 -21.260 -14.836 0.00 34.44 o
ATOM 871 C PHE 110 -11.617 -19.612 -18.881 0.00 27.65 c
ATOM B72 0O PHE 110 -10.657 -19.111 ~18.554 0.00 2B.70 o]
ATOM 873 N VAL 111 ~12.454 -18.906 -18,192 0.00 28.32 N
ATOM 874 CA VAL 111 -12.348 -17.446 -18.066 0.00 29.16 c
ATOM 875 CB VAL 111 -13.709 -16.746 -18.211 0.00 24.38 C
ATOM 876 CGl1 VAL 111 -13.565 -15.226 -18.430 0.00 21.71 c
ATOM 877 C€G2 vaL 111 -14.573 -17,345 -19.313 0.00 25.33 o
ATOM 878 C VAL 111 -11.793 -17.118 -16.686 0.00 30.30 C
ATOM B78 © VAL 111 -12.082 -17.797 -15.710 0.00 28.78 0
ATOM 880 N ARG 112 -10.968 -16.065 ~16.660 0.00 30.51 N
ATOM 881 CA ARG 112 -10.042 -15.833 -15.563 0.00 31.41 Cc
ATOM 882 CB ARG 112 ~8,790 -16.675 -15.871 0.00 29.9%4 C
ATOM 883 CG ARG 112 -7.615 -16.593 ~14.881 0.00 30.30 C
ATOM 884 CD ARG 112 -6.718 -17,.823 ~15.063 0.00 25.76 c
ATOM 885 NE ARG 112 ~5.476 -17.840 -14.308 0.00 25.11 N
ATOM 886 CZ ARG 112 ~4.251 -17.931 -14.879 0.00 28.57 c
ATOM 887 NH1 ARG 112 -4.058 -17.594 -16.143 0.00 27.17 N
ATOM 888 NHZ ARG 112 -3.214 -18,397 -14.18% 0.00 25.82 N
ATOM 889 C ARG 112 -9.772 -14.328 -15.520 0.00 32.18 o
ATOM 830 O ARG 112 ~9.842 -13.634 -16.521 0.00 32.59 0
ATOM 891 N ALA 113 -9,376 -13.835 ~14.321 0.00 32.73 N
ATOM 892 Ca ALA 113 -9.164 -12.383 -14.272 0.00 32.15 c
ATOM 883 CB ALA 113 ~10.504 -11.661 -14.116 0.00 24.64 c
ATOM 894 C ALR 113 ~-8.225 -11.945 -13.144 0.00 32.14 c
ATOM 885 O RIA 113 -B.150 -12.535 -12.063 0.00 31.67 0
ATOM 89 N ALA 114 -7.543 -10.827 -13.478 0.00 32.21 N
ATOM 897 CR ALA 114 -6.842 -10.022 -12.4%6 0.00 32.77 c
ATOM 898 CB ALA 114 -6.064 -8.8%2 -13.1B5 0.00 35.67 c
ATOM 888 C ALAR 114 -7.880 -9.421 -11.551 0.00 33.30 c
ATOM 900 © ALn 114 -9,038 -9.229 -11.916 0.00 33.07 o}
ATOM 901 N GLY 115 -7.417 -9.165 -~10.321 0.00 33.37 N
ATOM 902 CaA GLY 115 -8.409 -~9.054 -9.269 0.00 34.53 o
ATOM 903 C GLY 115 -8.844 -7.620 -8.988 0,00 35.15 C
ATOM 804 O GLY 11§ -9,137 -7.298 -7.B45 0.00 34.45 0
ATOM 905 N ASP 116 -8.862 -6.737 -9,991 0.00 35.57 N
ATOM 906 CAR RSP 11¢ -9.217 -5.348 -9.634 0.00 36.01 C
ATOM 907 CB ASP 116 ~-7.948 -4.502 -9.492 0.00 40.06 C
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ATOM 908 CG ASP i1e -8.181 -3.016 -9.747 0.00 43.68 c
ATOM 908 OD1 ASP 116 -8.368 -2.673 -10.908 0.00 48.69 0
ATOM 9106 OD2 ASP 116 -8.197 =-2.198 -8.825 0.00 41.77 o]
ATOM 911 C ASP 116 -10.260 -4.833 -10.611 0.00 36.50 C
ATOM 912 © ASP 116 -10.381 ~5.344 -11.713 0.00 36.57 o
ATOM 913 N GLN 117 -11.055 -3.849 -10.103 0.00 37.16 N
ATOM 814 CA GLN 117 -12.446 ~-3.664 -10.540 0.00 37.04 C
ATOM 915 CB GLN 117 ~13.120 -2.524 -9.747 0.00 33.82 C
ATOM 316 CG GLN 117 -14.660 -2.559 -9.728 0.00 32.44 c
ATOM 817 CD GLN 117 ~15.148 -3.792 -B8.9%59 0.00 34.36 c
ATOM 818 OEl GLN 117 -14.648 -4.122 -7.881 0.00 37.01 o
ATOM 919 NE2Z GLN 117 -16.068 -4.495 -9.628 0.00 33.77 N
ATOM 920 C GLN 117 -12.584 =3.403 -12.045 0.00 37.10 c
ATOM 921 © GLN 117 -13.572 -3.778 -12.670 0.00 36.72 0
ATOM 922 N ARG 118 -11.546 -2.748 -12.610 0.00 37.48 N
ATOM 923 CA ARG 118 -11.679 =-2.502 -14.039%9 0.00 38.31 c
ATOM 924 CB ARG 118 ~10.777 ~1.367 -14.528 0.00 36.63 c
ATOM 925 CG ARG 118 -9.343 ~1.6%1 -14.963 0.00 39.31 C
ATOM 826 CD ARG 118 -§.364 -1.814 -13.8B02 0.00 42.78 C
ATOM 927 NE ARG 118 -6.995 -1.650 -14.2%30 0.00 41.71 N
ATOM 928 CzZ ARG 118 -5.935 -1.824 -13.474 0.00 43.29 c
ATOM 92% NH1 ARG 118 -6.098 =-2.139 -12.201 0.00 39.75 N
ATOM 930 NH2 ARG 118 -4.707 =-1.670 -13.941 0.00 42.53 N
ATOM 931 C ARG 118 -11.550 -3.819 -14.798 0.00 39.23 C
ATOM 932 © ARG 118 -12.287 =-4.079 -15.739 0.00 38.71 o]
ATOM 933 W VAL 119 -10.604 -4.645 -14.295 0.00 40.02 N
ATOM 934 CA VAL 119 -10.391 -5.944 -14.907 0.00 40.15 c
ATOM 935 CB VAL 119 -9.070 -6.590 -14.459 0.00 37.76 c
ATOM 936 CGl VAL 119 -8.776 -7.832 -15.310 0.00 40.52 c
ATOM 937 CG2 VAL 119 -7.902 -5.612 -14.556 0.00 39.35 C
ATOM 938 C VAL 1198 -11.583 -6.853 -14.630 0.00 40.40 c
ATOM 938 O VAL 119 -12.180 -7.379% -15.561 0.00 40.53 o}
ATOM 940 N VAL 120 -11.934 -6.992 -13.338 0.00 39.92 N
ATOM 941 CA VAL 120 -13.079 -7.843 -13.018 0.00 39.60 C
ATOM 942 CB VAL 120 -13.300 -7.958 -11.494 0.00 35.81 C
ATOM 943 CGl VAL 120 -14.356 ~9.025 -11.155 0.00 31.19 C
ATOM 944 CG2 VAL 120 -11.996 -8.314 -10.763 0.00 35.60 C
ATOM 945 C VAL 120 -14.342 -7.400 -13.797 0.00 40.21 c
ATOM 946 O VAL 120 -14.972 -8.223 -14.454 0.00 40.76 0
ATOM 947 N ASP 121 -14.674 -6.091 -13.766 0.00 40.37 N
ATOM 948 CA ASP 121 -15.860 -5.673 -14.521 0.00 40.32 C
ATOM 949 CB ASP 121 -16.312 -4.224 -14.209 0.00 43.45 C
ATOM 950 CG ASP 121 -17.119 -3.988 -12.3914 0.00 45.42 C
ATOM 951 OD1 ASF 121 -17.920 -4.833 -12.511 0.00 45.83 0
ATOM 852 OD2 ASP 121 -16.979 -2.919 -12.323 0.00 52.60 0
ATOM 853 C ASP 121 -15.651 -5.837 -16.052 0.00 39.84 C
ATOM 854 © ASP 121 -16.612 -6.04% -16.778 0.00 38.75 o
ATOM 955 N SER 122 -14.398 ~5,730 ~16.550 0.00 38.73 N
ATOM 956 CA SER 122 -14,184 -5.956 -17.879 0.00 38.08 c
ATOM 857 CB SER 122 -12.771 ~-5.604 -18.435 0.00 35.19 C
RTOM 958 OG SER 122 -12.515 -4.226 -18.384 0.00 35.95 0
ATOM 959 C SER 122 -14,374 =-7.423 -18.310 0.00 38.55 c
ATOM 960 © SER 122 -14.753 -7.776 -15.414 0.00 37.84 0
ATOM 861 N SER 123 -14,091 -B.249 -17.292 0.00 38.31 N
ATOM 962 CA SER 123 -14.344 =-9.661 -17.415 0.00 38.10 c
ATOM 863 CB SER 123 ~13.685 -10.400 -16.233 0.00 38.15 C
ATOM 964 OG SER 123 -12.321 -10.091 -16.055 0.00 39.23 0
ATOM 965 C SER 123 -15.870 ~-9.889 -17.515 0.00 37.83 c
ATOM 966 O SER 123 -16.333 -10.607 -18.390 0.00 37.88 0
ATOM 967 N THR 124 -16.642 =-9.237 ~16.628 0.00 37.33 N
ATOM 968 CA THR 124 -18.084 -9.498 -16.617 0.00 37.62 c
ATOM 969 CB THR 124 -18.651 -8.945 -15.303 0.00 35.02 C
BATOM 970 0OGl1 THR 124 -18.346 -7.581 -15.194 0.00 43.37 0
ATOM 971 CG2 THER 124 -18.037 -9.623 -14.070 0.00 33.138 c
ATOM 972 C THR 124 -18.767 -8.866 -17.850 0.00 37.91 c
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ATOM 873 © THR 124 -19.737 =-9.364 -18.408 0.00 37.62 0
ATOM 974 N ASN 125 -18.188 =~7.749 -18.275 0.00 38.18 N
ATOM 975 CA ASN 125 -18.691 -7.079 -19.459 0.00 38.71 c
ATOM 976 CB ASN 125 -18.277 -5.608 -19.421 0.00 43.22 c
ATOM 877 CG ASN 125 -19.296 =-4.895 -18.537 0.00 48.50 c
ATOM 978 OD1 ASN 125 ~20.297 =-4.420 -15.032 0.00 44.96 0
ATOM 978 ND2 ASN 125 -19.101 -4.9847 -17.223 0.00 56.15 N
ATOM 980 C ASN 125 -18.233 ~-7.807 -20.716 0.00 38.63 C
ATOM 981 O ASN 125 -18.920 -7.812 -21.726 0.00 38.53 0
ATOM 982 N TRP 126 -17.080 -B.479 -20.646 0.00 38.33 N
ATOM 883 CA TRP 126 -16.635 -95.261 -21.806 0.00 38.34 c
ATOM 984 CB TRP 126 -15,206 =-9.738 -21.561 0.00 34.53 o)
ATOM 985 CG TRP 126 -14.602 -10.508 -22.713 0.00 32.80 c
ATOM 986 CD2 TRP 126 ~14.424 -11.935 -22.803 0.00 29.98 C
ATOM 987 CE2 TRP 126 -13.615 -12.176 -23.938 0.00 30.33 c
ATOM 988 CE3 TRP 126 -14.858 -12.974 -22.029 0.00 27.93 c
ATOM 989 CD1 TRP 126 -13.933 -9.958 -23.808 0.00 30.56 C
ATOM 990 NE1 TRP 126 ~13.343 -10.943 -24.520 0.00 25.84 N
ATOM 991 CZ2 TRP 126 -13.249 -13.458 -24.247 0.00 33.01 c
ATOM 992 CZ3 TRP 126 -14.504 ~-14.281 -22.349 0.00 30.88 c
ATOM 993 CH2 TRP 126 -13.695 -14.522 -23.458 0.00 34.31 c
ATOM 8384 C TRP 126 -17.545 -10.462 -22.,008 0.00 39.16 c
ATOM 995 © TRP 126 -18.141 -10.667 -23.066 0.00 3B.55 0
ATOM 986 N THR 127 -17.609 ~11.222 ~20.891 0.00 39.46 N
ATOM 997 CA THR 127 -18.407 ~12.432 ~20.803 0.00 40.01 c
ATOM 998 CB THR 127 -18.258 -13.157 -19.435 0.00 39.38 c
ATOM 999 OGl THR 127 -18.778 -12.411 -18.359 0.00 42.14 (o]
ATOM 1000 CG2 THR 127 ~-16.838 -13.620 ~19.088 0.00 43.12 c
ATOM 1001 C THR 127 -19.865 -12.095 -21.164 0.00 40.31 c
ATOM 1002 © THR 127 -20.560 -12.890 ~21.786 0.00 40.83 0
ATOM 1003 N ALA 128 -20.272 -10.845 -20.833 0.00 40.33 N
ATOM 1004 CA ALA 128 -21.540 -10.343 -21.343 0.00 39.71 c
ATOM 1005 CB ALA 128 21,759 =-8.880 -20.947 0.00 41.57 c
ATOM 1006 C ALA 128 -21.648 -10.549 -22.865 0.00 35.02 c
ATOM 1007 © ALA 128 -22.516 -11.284 -23.311 0.00 38.71 0
ATOM 1008 N GLY 129 -20.733 -9.903 -23.622 0.00 38.26 N
ATOM 1008 CA GLY 128 -20.812 -9.928 -25.083 0.00 37.81 c
ATOM 1010 C GLY 129 -20.656 -11.334 -25.695 0.00 37.86 C
ATOM 1011 © GLY 128 -21.219 -11.692 -26.725 0.00 38.27 o]
ATOM 1012 W PHE 130 ~19.893 -12.160 -24.973 0.00 36.98 N
ATOM 1013 CA PHE 130 -19.917 -13.579 -25.322 0.00 35.21 c
ATOM 1014 CB PHE 130 -18.942 -14.343 -24.430 0.00 35.38 c
ATOM 1015 CG PHE 130 -17.688 -14.674 -25.183 0.00 36.04 c
ATOM 1016 CDl PHE 130 -17.398 -15.992 -25.516 0.00 39.27 c
ATOM 1017 CD2 PHE 130 ~16.803 -13.672 -25.551 0.00 32,77 C
ATOM 1018 CE1 PHE 130 ~-16.223 -16.312 -26.179 0.00 39.06 C
ATOM 1019 CE2 PHE 130 -15.643 -13.994 -26.233 0.00 32.12 c
ATOM 1020 CZ PHE 130 -15.345 ~15.309 -26.551 0.00 36.35 c
ATOM 1021 C PHE 130 -21.328 -14.171 -25.175 0.00 35.23 c
ATOM 1022 © PHE 130 ~21.838 -14.864 -26.053 0.00 34.57 o)
LTOM 1023 N GLY 131 -21.952 -13.882 -24.023 0.00 35.32 N
ATOM 1024 CA GLY 131 -23.326 -14.310 -23.846 0.00 36.05 C
ATOM 1025 C GLY 131 -24,234 -13.745 -24.954 0.00 37.28 C
ATOM 1026 O GLY 131 -25.057 -14.460 -25.520 0.00 37.86 0
ATOM 1027 N ASP 132 -24.006 ~12.460 -25.303 0.00 38.02 N
ATOM 1028 CaA ASP 132 -24,771 -11.910 -26.421 0.00 38.83 C
ATOM 1029 CB ASP 132 -24.482 -10.417 -26.619 0.00 41.32 c
ATOM 1030 CG ASP 132 -25.619 =-9.773 -27.42% 0.00 45.07 C
ATOM 1031 OD1 ASP 132 -25,326 -9.060 -28.384 0.00 56.82 0
ATOM 1032 ©OD2 ASP 132 -26.794 -9.943 -27.089 0.00 54.33 o]
ATOM 1033 C ASP 132 -24.575 -12.71% -27.727 0.00 39.38 c
ATOM 1034 © ASP 132 -25,531 -13,214 -28.316 0.00 39.70 0
ATOM 1035 W ALA 133 -23.296 -12.903 -28.116 0.00 32.43 N
ATOM 1036 CA ALA 133 -22.964 -13.661 -29.313 0.00 38.07 C
RATOM 1037 CB ALA 133 -21.445 ~13.86% -25.400 0.00 32.65 c
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ATOM 1103 N GLN 143 -14,076 ~-18.077 -13.769 0.00 36.27 N
ATOM 1104 CA GIN 143 -13.804 -19.331 -13.085 0.00 36.55 C
ATOM 1105 CB GLN 143 -13.428 -20.406 -14.107 ©0.00 32.79 c
ATOM 1106 CG GLW 143 -14.705 ~-20.902 -14.817 0.00 35.39 c
ATOM 1107 CD GLN 143 -14.458 -21.321 -16.266 0.00 45.83 C
ATOM 1108 OEl GLN 143 ~13.864 ~22.352 ~-16.557 0.00 45.88 o]
ATOM 1109 NEZ GLN 143 -14.897 -20.486 -17.167 0.00 51.98 N
ATOM 1110 ¢ GLN 143 -12.811 -19.079 -11.857 0©0.00 37.10 C
ATOM 1111 O GLN 143 -13,104 -19.390 -10.807 0.00 37,63 o}
ATOM 1112 N VAL 144 -11.652 ~18.467 -12.305 0.00 37.50 N
ATOM 1113 Ca VAL 144 -10.642 -18.146 -11.278 0.00 38.69 C
ATOM 1114 CB VAL 144 -9.455 ~-19,133 -11.313 D.00 40.26 c
ATOM 1115 CGl1 VAL 144 -8.501 -18.905 -12.481 0.00 40.87 Cc
ATOM 1116 CG2 VAL 144 -8.661 -19.140 -9.997 0.00 39.60 c
ATOM 1117 ¢C VAL 144 -10.211 -16.658 -11.364 0.00 39.28 c
ATOM 1118 © VAL 144 -9.789 -16.167 -12.404 0.00 38.27 o]
ATOM 1119 N VAL 145 -10.306 ~15.987 -10.198 0.00 40.02 N
ATOM 1120 CA VAL 145 -9,758 -14.640 -10.021 0.00 40.81 C
ATOM 1121 CB VAL 145 -10.80% -13.718 -9.371 0.00 36.77 c
ATOM 1122 CG1 VAL 145 -10.315 ~12.265 -9.273 0.00 33.47 c
ATOM 1123 CG2 VAL 145 -12.141 -13.762 -10.130 0.00 35.10 c
ATOM 1124 ¢C VAL 145 -8.497 -14.750 -9.145 0.00 41.42 c
ATOM 1125 © VAL 145 -8.456 -15.513 -8.179 0.00 41,83 o]
ATOM 1126 N LEU 146 -7.461 -13.979 -98.526 0.00 42.64 N
ATOM 1127 CA LEU 146 -6.177 -14.135 -8.846 0.00 43.64 c
ATOM 1128 CB LEU 146 -5.105 -14.378 -9.909 0.00 37.53 c
ATOM 1129 CG LEU 146 ~-%.282 ~15.656 -10.752 0.00 38.14 c
ATOM 1130 CDl1 LEU 146 ~4,231 ~15.664 -11.869 0.00 37.95 c
ATOM 1131 CD2 LEU 146 ~-5.168 -16.940 -9.914 0.00 36.22 c
ATOM 1132 C LEU 146 ~5,948 -12.896 =~7.953 0.00 45.04 C
ATOM 1133 © LEU 146 -6.597 -11.871 -8.142 0.00 44.78 o}
ATOM 1134 N GLN 147 -5.065 -13.036 -6.942 0.00 0.00 N
ATOM 1135 CA GLN 147 -5.050 ~12.055 -5.873 0.00 0.00 c
ATOM 1136 CB GLN 147 ~4,.642 ~-12.678 -4.544 0.00 0.00 C
ATOM 1137 CG GLN 147 ~5.147 -11.767 -3.410 0.00 0.00 C
ATOM 1138 CD GLN 147 -4.159 -11.708 -2.264 0.00 0.00 C
ATOM 1139 OFEl GLN 147 -4.098 -12.558 -1.390 0.00 0.00 o]
ATOM 1140 NE2 GLN 147 ~3,.366 -10.650 -2.325 0.00 0.00 N
ATOM 1141 C GLN 147 -4,177 -10.834 -6.211 ©0.00 0.00 C
ATOM 1142 © GLN 147 -3.025 -10.738 -5.810 0.00 0.00 o]
ATOM 1143 N GLU 148 ~4.819 -9.902 -6.937 0.00 49.38 N
ATOM 1144 CA GLU 148 -4,276 -8.663 -7.471 0.00 50.03 C
ATOM 1145 CB GLU 148 -5.393 ~7.615 -7.512 0.00 47.23 Cc
ATOM 1146 CG GLU 148 -4.967 =-6.289 -B.167 0.00 48.18B c
ATOM 1147 CD GLU 148 -4,658 -6.528 -9.650 0.00 46.28 c
ATOM 1148 OFEl GLU 148 -5.554 ~6.963 -10.34%9 0.00 42.94 0
ATOM 1149 OE2 GLU 148 -3.565 =~6.231 -10.138 0.00 48.80 0
ATOM 1150 C GLU 148 -3.038 -8.140 -6.728 0.00 51.16 C
ATOM 1151 © GLU 148 -1.911 -8.293 -7.183 0.00 52.32 0
ATOM 1152 N GLU 149 -3,269 ~-7.469 -5.58%2 0.00 51.21 N
ATOM 1153 CcA GLU 1489 ~-2,102 -7.054 -4.845 0.00 51.15 c
ATOM 1154 CB GLU 149 -2,471 -5.948 -3.880 0.00 59.21 Cc
ATOM 1155 CG GLU 149 -3.162 -4.743 -4.526 0.00 66.64 c
ATOM 1156 CD GLU 149 -3.717 -+3.933 ~3.378 0.00 74.19 C
ATOM 1157 OEl GLU 149 -4,927 -3.783 -3.278 0.00 76.49 e}
ATOM 1158 OE2 GLU 149 -2.938 ~-3.536 -2.521 0.00 76.18 o
ATOM 1159 C GLU 149 ~-1.628 -8.261 -4.054 0.00 50.64 C
ATOM 1160 © GLO 149 -2.096 <-8.495 -~-2.9%41 0.00 50.34 0]
ATOM 1161 N GLY 150 -0.700 -8.997 -4.663 0.00 50.55 N
ATOM 1162 CA GLY 150 ~-0.040 -10.023 -3.8B3 0.00 50.06 c
ATOM 1163 C GLY 150 0.310 -11.243 -4.714 0.00 49.52 c
ATOM 1164 © GLY 150 1.473 -11.583 -4.888 0.00 50.48 0
ATOM 1165 N ASN 151 -0.751 -11.917 -5.187 0.00 49.08 N
ATOM 1166 CA ASN 151 -0.532 -13.246 -5.7%4 0,00 47.90 C
ATOM 1167 CB ASN 151 ~0.522 -14.340 -4.708 0.00 45.59 c
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ATOM 1168 CG ASN 151 0.785 -15.133 -4.761 0.00 49.16 C
ATOM 1169 oDl ASN 151 0.819 -16.348 -4.874 0.00 57.86 0
ATOM 1170 ND2 ASN 151 1.853 -14.366 -4.591 0.00 50.55 N
ATOM 1171 C ASN 151 -1.481 ~13.606 =-6.960 0.00 47.53 C
ATOM 1172 © ASN 151 -2.515 -14.273 -6.844 0.00 48.05 0
ATOM 1173 N CYS 152 -0.944 -13.167 =-8.113 0.00 46.37 N
ATOM 1174 ca CYS 152 -1.537 -13,427 -9.408 0.00 44.85 c
ATOM 1175 CB CY¥S 152 -2.597 -12.337 -9.564 0.00 40.75 c
ATOM 1176 SG CY¥S 152 -3.239 -12.028 -11.215 0.00 40.32 S
ATOM 1177 C CYS 152 -0.434 -13.353 -10.4988 ¢C.00 44.66 c
ATOM 1178 0 CYs 152 0.597 -12.708 -10.317 0.00 44.71 o]
ATOM 1179 N THR 153 -0.736 -14.052 -11.624 0.00 44.43 N
ATOM 1180 CA THR 153 0.077 -13,987 -12.827 0.00 43.24 c
ATOM 1181 CB THR 153 -0.059 -15.301 -13.628 0.00 36.56 c
ATOM 1182 0OGl1l THR 153 -1.383 -15.540 -14.047 0.00 38.90 0
ATOM 1183 CGz2 THR 153 0.378 -16.530 -12.829 0.00 33.43 C
ATOM 1184 C THR 153 ~0.409 -12.788 -13.652 0.00 43.81 c
ATOM 1185 0O THR 153 0.352 -11.940 -14.104 0.00 43.85 0
ATCM 1186 N LEU 154 -1.741 -12.753 -13.800 0.00 44.20 N
ATOM 1187 CA LEU 154 -2.375 ~-11.763 -14.667 0.00 44.59 c
ATOM 1188 CB LEU 154 -3.797 ~12.233 -15.016 0.00 42.96 C
ATOM 1183 CG LEU 154 -3.915 -13.661 -15.560 0.00 43.95 C
ATOM 1190 <CDl1 LEU 154 -5.386 -13.943 -15.858 0.00 42.67 c
ATOM 1191 CD2 LEU 154 ~3.047 -13.904 -16.801 0.00 45.97 c
ATOM 1192 C LEU 154 -2.516 -10.359 -14.033 0.00 45.45 C
ATOM 1183 © LEU 154 -3.367 -9.597 -14.481 0.00 45.25 0
ATOM 1194 N CYs 155 -1.707 -10.045 -12.996 0.00 45.€68 N
ATOM 1195 CA C¥S 155 -1.955 -8.846 -12.180 0.00 46.23 c
ATCM 1186 CB C¥YS 155 -2.509 =9.228 -10.820 0.00 40.96 c
ATOM 1197 SG C¥YS 155 -4.033 -10.204 -10.841 0.00 41,50 S
ATOM 1188 C CYS 153 -0.635 -8.124 -11.929 0.00 47.11 C
ATOM 1188 © CYSs 155 0.376 -8.,746 -11.662 0.00 46.43 0
ATOM 1200 N ASN 156 -0.687 -6.789 -11.973 0.00 48.51 N
ATOM 1201 CA ASN 156 0.528 =5.973 -12.050 0.00 49.46 C
ATOM 1202 CB ASN 156 0.192 ~-4.510 -12.380 0.00 48.15 c
ATOM 1203 CG ASN 156 -0.602 -3.754 -11,305 0.00 47.93 C
ATOM 1204 OD1 ASN 156 -0.045 -2.909 -10.598 0.00 51.21 o}
ATOM 1205 ND2 ASN 156 ~1.929 -4.028 -11.300 0.00 47.84 N
ATOM 1206 C  ASN 156 1.405 -5.937 -10.811 0.00 50.10 C
ATOM 1207 ©  ASN 156 2.459 -5.305 -10.838 0.00 51.23 ¢}
ATOM 1208 N ASN 157 0.889 -6.482 =-9.704 0.00 50.15 N
ATOM 1209 CA ASN 157 1.365 ~5.956 -8.434 0.00 48.74 C
ATOM 1210 CB ASN 157 0.286 =-6.008 =7.376 0.00 41.33 c
ATOM 1211 CG ASN 157 -0.824 =-5.046 -7.721 0.00 20.00 c
ATOM 1212 OD1 ASN 157 -0.722 -3.839 -7,526 0.00 20.00 0
ATOM 1213 ND2 ASN 157 -1.823 =~5.653 -8.345 0.00 20.00 N
ATOM 1214 C ASN 157 2.569 -6.715 -7.934 0.00 50.11 c
ATOM 1215 © ASN 157 2.576 =-7.275 -6.849 0.00 50.18 0
ATOM 1216 N MET 158 3.576 -6.682 -B.799% 0.00 50.64 N
ATOM 1217 CA MET 158 4.730 =-7.511 =-8.613 0.00 51.3B c
ATOM 1218 CB MET 158 4.755 -B.524 =-9.760 0.00 47.01 c
ATOM 1219 CG MET 158 3.457 -9.340 -9.891 0.00 44.89 c
ATOM 1220 SD MET 158 3,102 -10.289 -B8.398 0.00 42.36 S
ATOM 1221 CE MET 158 1.308 -10.114 -8.381 0.00 34.26 c
ATOM 1222 C MET 158 5.970 -6.616 -8.570 0.00 52.23 c
ATOM 1223 O MET 158 6.001 =-5.488 =-9.069 0.00 52.94 0
ATOM 1224 N CYS 159 6.966 -7.263 -=7.932 0.00 52.32 N
ATOM 1225 CA C¥S 159 8.320 -6.766 =-7.79%0 0.00 53.23 c
ATOM 1226 CB CYS 159 5,103 -7.116 -9.047 0.00 42.09 C
ATOM 1227 SG CYS 159 9.177 -8.908 -9.163 0.00 38.41 S
ATOM 1228 C cYs 159 §.411 -5.265 -7.550 0.00 54.30 C
ATOM 1229 © CYs 159 B.495 ~4.496 -B.498 0.00 54.48 0
ATOM 1230 N PRO 160 8.455 -4.B857 -6.257 0.00 55,03 N
ATOM 1231 CD PRO 160 3.116 -5.650 -5.079 0.00 54,95 C
ATOM 1232 CA PRO 160 8.929 =-3.530 -5.947 0.00 55.67 C
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ATOM 1233 CB PRO 160 8.468 =-3.316 -4.503 0.00 55.61 c
ATOM 1234 CG PRO 160 8.2B1 =-4.709 -3.894 0.00 55.25 C
ATOM 1235 C PRO 160 10.467 -3.549 -6.089 0.00 55.88 o
ATOM 1236 © PRO 160 11.219 =-3.621 =-5.120 0.00 55.86 0
ATOM 1237 N ASN 16l 10.850 -3.416 -7.388 0.00 56.12 N
ATOM 1238 CA ASN 161 12.233 =3.313 -7.833 0.00 57.12 o
ATOM 1239 CB ASN 16l 13.157 -4.399 -7.243 0.00 49.59 c
ATOM 1240 CG ASN 16l 13.955 -3.B99 -6.033 0.00 49.33 C
ATOM 1241 ODl1 ASN 161 14.496 =-2.791 -6.027 0.00 56.34 0
ATOM 1242 ND2 ASN 161 14.022 -4.806 <-5.038B 0.00 41.76 N
ATOM 1243 C ASN 16l 12.381 -3.343 -9.371 0.00 58.76 C
ATOM 1244 O ASN 161 13.523 -3.371 -9.817 0.00 559.20 o]
ATOM 1245 N GLU 162 11.285 -3.312 -10.183 0.00 59.91 N
ATOM 1246 CA GLO 162 11.537 =~3.053 -11.610 0.00 61,69 c
ATOM 1247 CB GLU 162 10.309 -3.340 -12.506 0.00 60.88 c
ATOM 1248 CG GLU 162 9.027 =-3.819 -11.800 0.00 59.54 C
ATOM 1249 CD GLU 162 8.225 -2.703 -11.126 0.00 59.92 c
ATOM 1250 OEl1l GLU 162 7.039 ~-2.579 -11.400 0.00 57.89 o]
ATOM 1251 OE2 GLU 162 g8.751 -1.980 ~-10.285 0.00 59.66 0
ATOM 1252 C GLU 162 12.042 -1.5%7 -11.795 0.00 62.98 C
ATOM 1253 O GLO 162 11.295 -0.630 -11.644 0.00 63.51 0
ATOM 1254 N VAL 163 13.346 ~-1.484 -12.094 0.00 63.63 N
ATOM 1255 CA VAL 163 13.938 ~0.156 -12.137 0.00 64.19 c
ATOM 1256 CB VAL 163 15.448 -0.245 -11.870 0.00 65,29 c
ATOM 1257 CG1 VAL 163 16.137 =-1.326 -12.721 0.00 65.65 c
ATOM 1258 CG2 VAL 163 16.113 1.138 -11.980 0.00 65.03 c
ATOM 1259 C VAL 163 13.605 0.498 -13.488 0.00 64.51 C
ATOM 1260 O VAL 163 14.146 0.136 -14.527 0.00 64.74 ¢}
ATOM 1261 N ASP 164 12.672 1.468 -13.425 0.00 65.31 N
ATOM 1262 CA ASF 164 12.254 2.211 -14.592 0.00 66.40 c
ATOM 1263 CB ASP 164 10.928 2.502 -14.247 0.00 72.73 c
ATOM 1264 CG ASP 164 10.507 3.959 -15.260 0.00 75.87 C
ATOM 1265 OD1 ASP 164 10.099 3.627 —-16.367 0.00 75.36 0
ATOM 1266 OD2 ASP 164 10.586 5.118 -14.910 0.00 77.43 0
ATOM 1267 C ASP 164 13.424 3.113 -15.018 0.00 66.30 C
ATOM 1268 O ASP 164 14.372 3.339 -14.264 0.00 66.33 0
ATOM 1269 N GLY 165 13.348 3.548 -16.289 0.00 65.91 N
ATOM 1270 CA GLY 165 14.432 4.366 -16.817 0.00 65.37 c
ATOM 1271 C GLY 165 14.276 5.771 -16.268 0.00 64.62 c
ATOM 1272 © GLY 165 13.156 6.241 -16.104 0.00 64.65 ]
ATOM 1273 N ASP 166 15.425 6.423 -16.012 0.00 64.00 N
ATOM 1274 CA ASP 166 15.331 7.850 -15.681 0.00 62.60 c
ATOM 1275 CB ASP 166 16.585 8.363 -14.963 0.00 63.77 C
ATOM 1276 CG ASP 166 17.759 8.582 -15.930 0.00 20.00 C
ATOM 1277 ODl ASP 166 18.206 7.614 ~16.531 0.00 20.00 0
ATOM 1278 OD2 ASP 166 18.212 9.708 -16.095 0.00 20.00 o
ATOM 1279 C ASP 166 14.962 8.700 -16.928 0.00 61.75 c
ATOM 1280 O ASP 166 14.267 9.706 -16.818 0.00 61.89 0
ATOM 1281 N GLU 167 15.418 8.229 -18,109 0.00 60.86 N
ATOM 1282 CA GLU 167 15.330 8.921 -19.391 0.00 59.56 c
ATOM 1283 CB GLU 167 16.123 8.137 -20.447 0.00 52.68 C
ATOM 12B4 CG GLU 167 15.862 6.619 -20.441 0.00 51.63 C
ATOM 1285 CD GLU 167 16.982 5.865 -19.717 0.00 55.63 C
ATOM 1286 OQEl GLU 167 16.837 5,558 -18.531 0.00 55.63 0
ATOM 1287 OE2 GLU 167 18.006 5.608 -20.348 0.00 53.65 0
ATOM 1288 C GLU 167 13.811 9.202 -19.926 0.00 59.47 c
ATOM 1288 © GLU 167 13.761 9.830 -20.977 0.00 59.48 o
ATOM 1280 N SER 168 12.860 8.789 -18.178 0.00 59.62 N
ATOM 1291 ¢CA SER 168 11.528 9.251 -19.576 0.00 59.85 c
ATOM 1292 CB SER 168 10.440 8.457 -18.834 0.00 59.28 C
ATOM 1293 OG SER 168 10.830 8.130 -17.519 0.00 60.00 0
ATOM 1294 C SER 168 11.447 10.772 ~19.340 0.00 59.97 c
ATOM 1295 © SER 168 10.773 11.519 -20.046 0.00 59.98 o]
ATOM 1296 W TER 165 12,253 11,158 -18.321 0.00 59.93 N
ATOM 1297 Ca THR 168 12.547 12.568 -18.032 0.00 59.28 C
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ATOM 1298 CB THR 169 13.258 12.685 -16.673 0.00 58.62 c
ATOM 1293 OGl THR 169 12.435 12.213 -15.629 0.00 59.41 0
ATOM 1300 CG2 THR 169 13.660 14.112 -16.250 0.00 60.42 c
ATOM 1301 C THR 168 13.371 13.222 -19.157 0.00 58.90 c
ATOM 1302 O THR 169 13.249 14.417 -19.407 ©0.00 58.79 0
ATOM 1303 N THR 170 14,200 12.404 -19.843 0.00 58.21 N
ATOM 1304 CA THR 170 14.953 12.947 -20.963 0.00 58.47 C
ATOM 1305 CB THR 170 16.150 12.089 -21.370 0.00 57.66 c
ATOM 1306 OGl THR 170 16.886 11.698 -20.234 0.00 538.56 0
ATOM 1307 CG2 THR 170 17.11% 12.893 -22.245 0.00 53.05 c
ATOM 1308 C THR 170 14.017 13.260 -22.126 0.00 58.70 c
ATOM 130% O THR 170 14.002 14.370 -22.629 0.00 58.5% 0
ATOM 1310 N TRP 171 13.208 12.266 -22.511 0.00 58.14 N
ATOM 1311 CA TRP 171 12,215 12.475 -23.561 0.00 56.99 c
ATOM 1312 CB TRP 171 11.418 11.187 -23.759% 0.00 50.72 c
ATOM 1313 CG TRP 171 10.243 11.374 -24.696 0.00 46.03 c
ATCOM 1314 CD2 TRP 171 10.178 11.942 -26.024 0.00 44.60 o
ATOM 1315 CE2 TRP 171 8.816 11.921 -26.412 0.00 43.10 c
ATOM 1316 CE3 TRP 171 11.111 12.463 -26.878 0.00 44.87 c
ATOM 1317 CDl1 TRP 171 8.940 11.034 ~24.360 0.00 43.72 C
ATOM 1318 NEl TRP 171 8.105 11.349 -25.373 0.00 42.43 N
ATOM 1319 Cz2 TRP 171 8.427 12.435 -27.618 0.00 42.64 c
ATOM 1320 CZ3 TRP 171 10.718 12.989 -28.108 0.00 43.13 c
ATOM 1321 CH2 TRP 171 9.373 12.985 -2B.479 0.00 43.00 o4
ATOM 1322 C TRP 171 11.279 13.631 ~23.186 0.00 56.55 C
ATOM 1323 O TRP 171 10.972 14.481 -24.010 0.00 56.63 o}
ATOM 1324 N LEU i72 10.896 13.654 -21.880 0.00 55.65 N
ATOM 1325 CA LEU 172 10.230 14.845 -21.364 0.00 55.35 c
ATOM 1326 CB LEU 172 9.955 14.798 ~-19.850 0.00 43.43 C
ATOM 1327 CG LEU 172 8.762 13.913 -19.441 0.00 34.21 c
ATOM 1328 CD1 LEU 172 8.733 13.617 -17.933 0.00 32.23 c
ATOM 1329 CbDZ LEU 172 7.422 14.551 -19.819 0.00 27.49 C
ATOM 1330 C LEU 172 11.003 16.106 -21.784 0.00 56.11 C
ATOM 1331 O LEU 172 10.427 16.920 -22.475 0.00 56.15 0
ATOM 1332 N GLY 173 12.295 16.256 -21.435 0.00 56.03 N
ATOM 1333 CA GLY 173 13.003 17.446 -21.927 0.00 56.11 c
ATOM 1334 C GLY 193 12.923 17.641 -23.457 0.00 56.44 C
ATOM 1335 © GLY 173 12.837 1B.760 -23.968 0.00 56.84 o]
ATOM 1336 N VAL 174 12.920 16.502 -24.164 0.00 56.26 N
ATOM 1337 CA VAL 174 12.842 16.593 -25.623 0.00 55.81 C
ATOM 1338 CB VAL 174 13.178 15.240 ~26.273 0.00 54.86 C
ATOM 1339 CG1 VAL 174 13.177 15.300 -27.807 0.00 54.60 c
ATOM 1340 CG2 VAL 174 14.516 14.643 -25.830 0.00 55.21 c
ATOM 1341 C VAL 174 11.451 17.073 -26.123 0.00 55.92 Cc
ATOM 1342 O VAL 174 11.345 17.711 -27.168 0.00 56.08 o]
ATOM 1343 N PHE 175 10.382 16.695 -25.382 0.00 55.78 N
ATOM 1344 CR PHE 175 9.012 16.887 -25.901 0.00 55.67 C
ATOM 1345 CB PHE 175 8.331 15.519 -26.122 0.00 50.06 c
ATOM 1346 CG PHE 175 7.186 15.207 -25.194 0.00 44.86 (o}
ATOM 1347 CD1 PHE 175 5,931 15.771 ~-25.408 0.00 43.58 C
ATOM 1348 CD2 PHE 175 7.366 14.343 -24.121 0.00 42.96 c
ATOM 1348 CEl PHE 175 4,871 15,454 -24.570 0.00 42.44 C
ATOM 1350 CE2 PHE 175 6.308 14.021 -23.284 0.00 39.25 c
ATOM 1351 CZ PHE 175 5.058 14.577 -23.511 0.00 37.55 C
ATOM 1352 C PHE 175 8.180 17.874 -25.052 0.00 56.20 o
ATOM 1353 © PHE 175 7.497 18.755 -25.571 0.00 56.26 0
ATOM 1354 N ALA 176 8.261 17.685 -23.733 0.00 56.43 N
ATOM 1355 CA ALA 176 7.432 1B.426 -22.796 0.00 57.21 c
ATOM 1356 CB BAL2 176 7.536 17.821 -21.395 0.00 56.81 C
ATOM 1357 C  ALR 176 7.671 19.951 -22.774 0.00 58.57 c
ATOM 1358 O ALA 176 6.695 20.698 -22,701 0.00 58.05 0
ATOM 1359 N PRO 177 8.940 20.455 -22,808 0.00 58.69 N
ATOM 1360 CD PRO 177 10.192 18.722 -22.683 0.00 59.86 c
ATOM 1361 CAR PRO 177 9.153 21.896 -22.775 0.00 60.15 c
ATOM 1362 CB PRO 177 10.645 22.073 -23.044 0.00 59.88 c
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ATOM 1363 CG ERO 177 11.233 20.815 -22.418 0.00 59.86 c
ATOM 1364 C PRO 177 8.276 22.701 -23.702 0.00 60.83 o
ATOM 1365 © PRO 177 7.653 23.653 -23.270 0.00 61.48 0
ATOM 1366 N ASN 178 8.236 22.203 -24.852 0.00 61.08 N
ATOM 1367 CA ASN 178 7.515 22.884 -26.011 0.00 61.63 c
ATOM 1368 CB ASN 178 7.866 22.299% -27.375 0.00 65.07 c
ATOM 1369 CG ASN 178 7.309 23.201 -28.48B2 0.00 68.93 c
ATOM 1370 ©OD1 ASN 178 7.480 24.418 -28.460 0.00 70.64 0
ATOM 1371 ND2 ASN 178 6.633 22.531 -29.418 0.00 73.22 N
ATOM 1372 C ASN 178 6.006 22.827 -25.79% 0.00 61.98 c
ATOM 1373 © ASN 178 5.304 23.777 -26.142 0.00 62.35 o}
ATOM 1374 N ILE 179 5.531 21.705 -25.207 0.00 €1.83 N
ATOM 1375 CA ILE 179 4.096 21.629 -24.926 0.00 61.71 c
ATOM 1376 CB ILE 179 3.717 20.208 ~-24.440 0.00 63.51 c
ATOM 1377 CG2 ILE 179 2.296 20.122 -23.859 0.00 61.58 c
ATOM 1378 CG1 ILE 179 3.879 19.169 -25.562 0.00 67.44 c
ATOM 137% CDl1 ILE 179 2.773 19.235 -26.626 0.00 67.92 C
ATOM 1380 C ILE 179 3.758 22,728 -23.910 0.00 61.47 c
ATOM 1381 © ILE 179 3.004 23.660 =-24.165 0.00 61.04 0
ATOM 1382 N THR 180 4.435 22.589 -22.763 0.00 61.29 N
ATOM 1383 CA THR 180 4.356 23.563 -21.692 0.00 61.83 c
ATOM 1384 CB THR 180 5.465 23.211 -20.696 0.00 60.84 c
ATOM 1385 OGl THR 180 5.528 21.813 -20.540 0.00 58.64 0
ATOM 1386 CG2 THR is0 5.231 23.908 -19.364 0.00 61.04 C
ATOM 1387 C THR 180 4.538 25.006 -22.202 0.00 62.36 c
ATOM 1388 O THR 180 3.858 25.932 -21.783 0.00 62.51 o
ATOM 1389 N ALA 181 5.486 25.130 -23,143 0.00 62.32 N
ATOM 1390 Ca A1A 181 5.907 26.424 -23.664 0.00 62.05 c
ATOM 1391 CB ALA 181 7.087 26.264 -24.626 0.00 €60.95 C
ATOM 1392 C ALA 181 4.756 27.081 -24.397 0.00 62.10 c
ATOM 1393 © ALA isl 4.607 28.301 -24.440 0.00 63.08 o]
ATOM 13% N ARG 182 3.811 26.195 -24.944 0.00 61.92 N
ATOM 1395 CA ARG 182 2.671 26.714 -25.460 0.00 61.40 c
ATOM 13%6¢ CB ARG 182 2.162 25.915 -26.644 0.00 56.31 C
ATOM 1397 CG ARG 182 1.088 26.689 ~27.413 0.00 55.44 c
ATOM 1388 CD ARG 182 0.721 25.978% -28.713 0.00 54.42 c
ATOM 13989 NE ARG 182 -0.181 24.881 -28.404 0.00 55.34 N
ATOM 1400 CZ BRG 182 0.111 23.573 -28.511 0.00 52.62 C
ATOM 1401 NH1 ARG 182 1.341 23.148 -28.733 0.00 46.64 N
ATOM 1402 NH2 ARG 182 -0.845 22.665 -28.407 0.00 53.51 N
ATOM 1403 C ARG 182 1.646 26.859 -24.349 0.00 &l1.61 c
ATOM 1404 O ARG 182 0.970 27.868 -24.334 0.00 61.69 0
ATOM 1405 N LEU 183 1.508 25.901 -23.412 0.00 61.79 N
ATOM 1406 CA LEU 183 0.332 25.993 -22.544 0.00 62.00 c
ATOM 1407 CB 1ED 183 0.181 24.740 -21.690 0.00 56.82 C
ATOM 1408 CG LEU 183 0.031 23.424 -22.460 0.00 52.07 c
ATOM 1409 CD1 LEU 183 -0.022 22.271 -21.455 0.00 52.78 C
ATOM 1410 <CD2 LEU 183 -1.222 23.433 -23.348B 0.00 44.02 c
ATOM 1411 C LED 183 0.423 27.1987 -21.586 0.00 62.39 o
ATOM 1412 © LEU 183 -0.562 27.832 -21.233 0.00 62.81 0
ATCOM 1413 N ASN 184 1.679 27.480 -21.222 0.00 54.55 N
ATOM 1414 CA ASN 184 1.971 28.598 -20.345 0.00 56.77 c
ATOM 1415 CB ASN 184 3.238 28B.283 -18.512 0.00 54.30 c
ATOM 1416 CG ASN 184 2.889 27,332 -18.350 0.00 66.82 o
ATOM 1417 OD1 ASN 184 1.786 27.346 -17.823 0.00 65.70 C
ATOM 1418 ND2 ASN 184 3.830 26.458 ~18.005 0.00 64.62 N
ATOM 1413 C  ASN 184 2.102 29.%04 -21.153 0.00 5B.44 C
ATOM 1420 O  ASN 184 2.526 30.915 -20.606 0.00 58.77 0
ATOM 1421 N ATA 185 1.743 29.839 -22.456 0.00 60.06 N
ATOM 1422 CA ALA 185 1.635 31.033 -23.28%4 0.00 64.11 c
ATOM 1423 CB ALA 185 2.435 30.838 -24.589 0.00 72.57 o
ATOM 1424 C ALA 185 0.158 31.252 -23.620 0.00 61.50 c
ATOM 1425 O RAwA 185 -0.370 32,363 -23.651 0.00 63.80 o]
ATOM 1426 N ALA 186 -0.502 30,111 -23.866 0.00 59.66 N
ATOM 1427 CA ALA 186 -1,931 30.096 -24.112 0.00 55.77 c
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ATOM 1428 CB AIA 186 -2.328 28B.665 -24.470 0.00 54.07 c
ATOM 1428 ¢ Aa1A 186 -2.647 30.586 -22.854 0.00 56.6€8 c
ATOM 1436 O ALA 186 ~3.578 31.387 -22.880 0.00 57.99 0
ATOM 1431 N ALA 187 -2.113 30.113 -21.735 0.00 58.82 N
ATOM 1432 €A ALA 187 -2.359 30.734 -20.456 0.00 63.88 c
ATOM 1433 CB 2lA 187 -2.897 29.670 -19.513 0.00 60.87 c
ATOM 1434 C ALA 187 -1.008 31.261 -18.964 0.00 67.67 c
ATOM 1435 0o Ara 187 -0.233 30.531 -19.361 0.00 71.1% 0
ATOM 1436 N PRO 188 -0.729 32.570 -20.205 0.00 69.15 N
ATOM 1437 CD PRO 188 -1.539 33.480 -20.9%9 0.00 20.00 c
ATOM 1438 CA PRO 188 0.448 33.212 ~19.631 0.00 67.73 c
ATOM 1439 CB PRO 188 0.437 34,629 -20.213 0.00 68.97 c
ATOM 1440 CG PRO 188 -0.566 34,598 -21.365 0.00 20.00 c
ATOM 1441 C PRO 188 0.419 33.303 -18.093 0.00 64.31 c
ATOM 1442 0 PRO 188 1.313 33.850 -17.465 0.00 63.85 0
ATOM 1443 N SER 189 -0.677 32.800 -17.506 0.00 60.74 N
ATOM 1444 CA SER 189 -1.067 33.249 -16.189 0.00 62.46 c
ATOM 1445 CB SER 189 -2.599 33.309 ~16.171 0.00 64.76 o
ATOM 1446 OG SER 189 -3.08B9 33.448 -~17.491 0.00 66.03 0
ATOM 1447 C SER 188 -0.509 32.381 -15.057 0.00 62.94 C
ATOM 1448 O SER 189 -0.322 32.894 -13.960 0.00 66.46 0
ATOM 1449 N ATA 180 -0.317 31.074 -15.329 0.00 61.51 N
ATOM 1450 CA ALA 180 -0.046 30.101 -14.278 0.00 61.64 c
ATOM 1451 CB ALA 180 -1.335 29.315 -14.062 0.00 63.90 c
ATOM 1452 ¢ mLA 180 1.079 29.200 -14.774 0.00 60.36 c
ATOM 1453 0O BRLA 190 1.408 29.226 -15.949 0.00 60.14 0
ATOM 1454 N  ASN 191 1.689 28.400 -13.839 0.00 59.40 N
ATOM 1455 CA ASN 191 2.805 27.613 -14.421 0.00 58.24 c
ATOM 1456 CB ASN 191 4,097 28.047 -13.736 0.00 60.20 c
ATOM 1457 CG ASN 191 5.286 27.540 -14.685 0.00 98.63 c
ATOM 1458 ODl1 ASN 191 5,600 28.9%09 -15.371 0.00 85.05 0
ATOM 1459 ND2 ASN 191 5.893 26.748 -14.731 0.00 99.60 N
ATOM 1460 C ASN 181 2.484 26.136 -14.304 0.00 55.78 c
ATOM 1461 © ASN 181 2.717 25.502 -13.281 0.00 52.03 o]
ATOM 1462 N LEU 192 1.964 25.645 -15.457 0.00 54.98 N
ATOM 1463 CA LEU 182 2.007 24.221 -15.778 0.00 54.42 c
ATOM 1464 CB LEU 192 1.416 24.004 -17.178 0.00 54.26 c
ATOM 1465 C€G LEU 192 -0.114 24.120 -17.203 0.00 41.30 c
ATOM 1466 CDl LEU 152 -0.582 24.524 -18.583 0.00 41.31 c
ATOM 1467 CD2 LEU 192 -0.765 22,791 ~16.807 0.00 42.62 c
ATOM 1468 C LEU 192 3.463 23.756 -15.764 0.00 54.57 o
ATOM 1468 © LEU 192 4,274 24.164 -16.589 0.00 55.86 0
ATOM 1470 N SER 183 3.730 22.908 -14.751 0.00 52.48 N
ATOM 1471 CA SER 183 5.072 22.498 -14.3B4 0.00 52.67 C
ATOM 1472 CB SER 183 5.056 22.192 -12.880 0.00 52.83 c
ATOM 1473 0OG SER 183 4,033 22.944 -12.251 0.00 38.38 o
ATOM 1474 C SER 193 5.539 21.328 -15.277 0.00 53.26 o
ATOM 1475 0O SER 183 5.689 20.172 -14.885 0.00 51.25 0
ATOM 1476 N ASP 194 5.796 21.770 -16.510 0.00 71.75 N
ATOM 1477 CA ASP 194 6.429 20.992 -17.564 0.00 72.72 c
ATOM 1478 CB ASP 194 7.960 21.027 -17.434 0.00 71.48 C
ATOM 14785 CG ASP 154 8.55%9 20.822 -18.828 0.00 68.71 C
ATOM 1480 ODl ASP 194 8.645 21.798 -19.580 0.00 64.16 0
ATOM 1481 OD2 ASP 194 8.923 19.687 -19,140 0.00 65.57 0
ATOM 1482 ¢C ASP 194 5.806 19.5393 -17.757 0.00 72.77 C
ATOM 1483 ©0  ASP 154 4,889 19.391 -18.533 0.00 72.44 0
ATOM 1484 N SER 185 6.292 18.617 -16.891 0.00 72.88 N
ATOM 1483 CA SER 195 5.675 17.288 -17,063 0.00 72.93 c
ATOM 1486 CB SER 195 6.590 16.374 -16.256 0.00 73.11 C
ATOM 1487 OG SER 185 7.904 16.768 -16.598 0.00 B0.37 o]
ATOM 1488 C SER 195 4.169 17.253 -16.630 0.00 73.22 C
ATOM 1489 O SER 185 3.410 16.374 -17.032 0.00 74.02 0
ATOM 1490 N  ASP 196 3.780 18.292 -15.841 0.00 73.17 N
ATOM 1481 €A ASP i%¢ 2,379 18.585 -15.524 0.00 73.21 c
ATOM 1482 CB ASP 196 2,180 19.941 -14.783 0.00 74.75 c
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ATOM 1493 G AsP 196 2.580 20.000 -13.304 0.00 75.36 (of
ATOM 1454 OD1 ASP 196 2.139 20.907 -12.592 0.00 74.45 ¢)
ATOM 1495 ODZ ASP 196 3.346 19.150 -12.840 0.00 176.56 o]
ATOM 1486 C  Asp 196 1.550 18.697 -16.802 0.00 72.97 c
ATOM 1487 © RSP 196 0.459 18B.153 -16.909 0.00 73.30 0
ATOM 1498 N ALA 187 2.153 19.448 ~17.749 0.00 72.38 N
ATOM 1499 CA ALA 187 1.555 19.74% -15.050 0.00 71.53 c
ATOM 1500 CB ALA 157 2.561 20.526 -19.913 0.00 70.94 c
ATOM 1501 C ALA 197 1.145 18.464 -19.785 0.00 70.93 c
ATOM 1502 O ALA 187 0.043 18,320 -20.300 0.00 71.03 o
ATOM 1503 N LEU 198 2.091 17.504 -19.761 0.00 0.00 N
ATOM 1504 CA LEU 158 1.796 16.154 -20.264 0.00 0.00 c
ATOM 1505 CB LEU 198 3.010 15.205 -20.104 0.00 0.00 c
ATOM 1506 CG LEU 198 2.692 13.685 -20.035 0.00 0.00 c
ATOM 1507 CDl1 LEU 188 2.053 13.124 -21.315 0.00 0.00 c
ATOM 1508 CDz LEU 198 3.928 12.863 -19.667 0.00 0.00 c
ATOM 1509 '€ LEU 198 0.541 15.564 -19.5%94 0.00 0.00 C
ATOM 1510 O LEU 198 -0.259 14.905 -20.246 0.00 0.00 0
ATOM 1511 N THR 1%9 0.375 15.798 -1B.2B3 0.00 64.70 N
ATOM 1512 CA THR 198 -0.755 15.139 -17.618 0.00 62.08 C
ATOM 1513 CB THR 199 -0.596 15.230 -16.091 0.00 55.83 C
ATOM 1514 OGl THR 199 0.640 15.828 -15.760 0.00 54.45 0
ATOM 1515 CG2Z THR 199 -0.677 13.865 -15.404 0.00 52.88 c
ATOM 1516 C THR 199 -2.154 15.632 ~-18.102 0.00 61.61 c
ATOM 1517 O THR 199 -3.165 14,892 -17.838 0.00 61.20 0
ATOM 1518 N LEU 200 -2.182 16.765 -18.841 0.00 61.46 N
ATOM 1519 CR LEU 200 -3.445 17.165 -19.478 0.00 60.93 C
ATOM 1520 CB LEU 200 -3.368 18.636 -19.912 0.00 61.08 c
ATOM 1521 CG LEU 200 -3.143 1%5.678 -18.808 0.00 62.89 C
ATOM 1522 CD1 LEU 200 -3.209 21.087 ~19,409 0.00 61.63 c
ATOM 1523 CD2 LEU 200 ~-4.162 19.573 -17.679 0.00 63.41 C
ATOM 1524 C LEU 200 ~3.690 16.306 -20.740 0.00 60.41 C
ATOM 1525 © LEU 200 -4.775 15.837 -21.069 0.00 60.11 0
ATOM 1526 N  MET 201 ~2.562 16.155 -21.455 0.00 59.93 N
ATOM 1527 CA MET 201 -2.536 15.376 -22.687 0.00 58.98 o
ATOM 1528 CB MET 201 -1.097 15.430 -23.223 0.00 52.98 C
ATOM 1529 CG MET 201 ~-0.949 14.952 -24.666 0.00 55.18 c
ATOM 1530 SDp MET 201 0.801 14.819 -25.,096 0.00 51.18 8
ATOM 1531 CE MET 201 1.276 16.548B -24.988 0.00 51.51 C
ATOM 1532 C  MET 201 -3.023 13.928 -22.419% 0.00 58.64 of
ATOM 1533 ©0 MET 201 -3.642 13.278 -23.251 0.00 58.74 o]
ATOM 1534 N ASP 202 -2.742 13.524 -21.162 0.00 57.41 N
ATOM 1535 CA ASP 202 -3.151 12.249 -20.574 0.00 56.51 C
ATOM 1536 CB ASP 202 -2.265 12.006 -19.334 0.00 55.98 c
ATOM 1537 CG ASP 202 -2.374 10.570 -18.815 0.00 61.05 o
ATOM 1538 ODl1 ASP 202 ~-1.906 9.667 -19.501 0.00 60.81 o
ATOM 1538 0D2 ASP 202 -2.5%44 10.341 ~-17.752 0.00 60.09 o]
ATOM 1540 C  ASP 202 ~-4.663 12.147 -20.250 0.00 56.13 C
ATOM 1541 O©  ASP 202 -5.121 11.184 -19.634 0.00 56.41 0
ATOM 1542 N  MET 203 -5.443 13.129 -20.727 0.00 55.64 N
ATOM 1543 CA MET 203 -6.885 12.995 -20.552 0.00 54.17 c
ATOM 1544 CB MET 203 -7.,381 13.737 -19.304 0.00 51.09 C
ATOM 1545 CG MET 203 -6.752 15.109 -19.030 0.00 47.28 c
ATOM 1546 SD MET 203 -7.577 15.888 ~17.625 0.00 47.89 S
ATOM 1547 CE MET 203 -6,251 16.893 -16.961 0.00 50.16 C
ATOM 1548 C MET 203 -7.671 13.307 -21.829 0.00 53.68 c
ATOM 1549 O  MET 203 -8.877 13.111 -21.873 0.00 53.40 0
ATOM 1550 N C¥s 204 -6.933 13.708 -22.887 0.00 53.15 N
ATOM 1551 Ca C¥s 204 -7.547 13.726 -24.209 0.00 52.56 c
ATOM 1552 CB CYS 204 -6.574 14.252 -25.281 0.00 50.00 C
ATOM 1583 sG CYS 204 ~7.073 13.948 -27.000 0.00 48.02 S
ATOM 1554 C C¥s 204 -8.191 12,351 -24.526 0.00 52.20 c
ATOM 1555 O C¥S 204 -9.343 12.309 -24.939 0.00 52.05 0
ATOM 1556 N PRO 205 ~-7.471 11.211 -24.281 0.00 51.43 N
ATOM 1587 CD PRO 205 -6.045 11,120 ~-23.961 0.00 51.11 c
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ATOM 1558 CA PRO 205 ~8.130 9,907 -24.371 0.00 51.23 c
ATOM 1559 CB PRO 205 -7.024 8.894 -24.032 0.00 51.10 C
ATOM 1560 CG FPRO 205 -5.701 9.651 -24.191 0.00 51.07 c
ATOM 1561 C PRO 205 -9.309 9,723 -23.396 0.00 51.10 c
ATOM 1562 O PRO 205 -10.402 9.303 ~-23.764 0.00 51.17 0
ATOM 1563 N PHE 206 -9.010 10.047 -22.120 0.00 50.64 N
ATOM 1564 CA PHE 206 -9.926 9.690 -21.035 0.00 50.35 c
ATOM 1565 CB PHE 206 -9.314 9.904 -19.637 0.00 43.01 c
ATOM 1566 CG PHE 206 -B.671 8.670 -19.076 0.00 39.01 c
ATOM 1567 CDl1 PHE 206 ~-7.408 8.746 -18.509 0.00 38.41 c
ATOM 1568 CD2 PHE 206 -9.338 7.447 -18.091 0.00 36.12 o
ATOM 1569 CEl PHE 206 -6.833 7.620 -17.%42 0.00 38.95 o
ATOM 1570 CE2 PHE 206 -8.747 6.313 -18.554 0.00 34.33 C
ATOM 1571 CZ PHE 206 -7.492 6.402 -17.971 0.00 36.12 C
ATOM 1572 C PHE 206 -11.230 10.462 -21.116 0.00 50.80 c
ATOM 1573 © PHE 206 -12.288 9.883 -21.266 0.00 50.76 o
ATOM 1574 N ASP 207 -11.101 11.794 -21.016 0.00 50.33 N
ATOM 1575 CaA ASP 207 -12.26% 12.667 -21.118 0.00 50.40 o
ATOM 1576 CB ASP 207 -11.B41 14.137 -20.930 0.00 47.54 C
ATOM 1577 CG ASP 207 -13.043 15.093 -20.803 0.00 47.11 o}
ATOM 1578 ODl ASP 207 -13.695 15.068 -19.765 0.00 47.44 0
ATOM 1579 0OD2 ASP 207 ~13.326 15.861 -21.727 0.00 44.75 o)
ATOM 1580 C  ASP 207 -13.080 12.425 -22.425 0.00 50.57 C
ATOM 1581 ©O ASP 207 -14.295 12.580 -22.445 0.00 50.67 [¢]
ATOM 1582 N THR 208 -12.377 11.9%2 -23.506 0.00 50.74 N
ATOM 1583 CA THR 208 -13.124 11.539 -24.686 0.00 51.71 c
RATOM 1584 CB THR 208 -12.182 11.120 -25.852 0.00 53.23 c
ATOM 1585 O0Gl THR 208 -11.537 12.206 -26.481 0.00 48.12 e]
ATOM 1586 CG2 THR 208 ~-12.921 10.392 -26.977 0.00 50.82 c
ATOM 1587 C THR 208 -14.090 10.389 -24.2%0 0.00 51.65 C
ATCM 1588 O THR 208 -15.304 10.470 -24.4%1 0.00 51.18 0
ATOM 1588 N LEU 209 ~13.467 9.328 -23.728 0.00 51.80 N
ATOM 1590 CA LEU 209 -14.167 8.098 -23.354 0.00 52.42 c
ATOM 1591 CB LEU 209 ~-13.151 7.072 -22.802 0.00 48.19 c
ATOM 1592 CG LEU 209 -12.110 6.621 -23.848 0.00 46.90 C
ATOM 1593 CD1 LEU 209 -10.851 6.044 -23.188 0.00 45.26 C
ATOM 1594 CD2 LEU 209 -12.680 5.604 -24.834 0.00 35.28 c
ATOM 1595 C LEU 209 -15.287 8.377 -22.340 0.00 53.12 c
ATOM 1596 O LEU 209 -16.351 7.745 -22.371 0.00 52.37 0
ATOM 1597 N SER 210 ~15.038 9.412 ~21.503 0.00 54.35 N
ATOM 1598 CA SER 210 ~15.979 9.856 -20.478 0.00 55.59 c
ATOM 1599 CB SER 210 -15.283 10.636 -19.349 0.00 56.90 c
ATOM 1600 OG SER 210 ~14.387 9,791 -18.675 0.00 60.61 o
ATOM 1601 C SER 210 -17.118 10.711 -21.02% 0.00 56.73 c
ATOM 1602 © SER 210 -17.864 11.292 -20.253 0.00 56.60 0
ATOM 1603 N SER 211 -17.283 10.697 -22.349 0.00 57.96 N
ATOM 1604 CA SER 211 -18.531 11.168 -22.913 0.00 60.28 c
ATOM 1605 CB SER 211 -18.408 12.697 -22.984 0.00 71.79 c
ATOM 1606 OG SER 211 -19.271 13.298 -22,035 0.00 78.29 0
ATOM 1607 C SER 211 -18.820 10.423 -24.244 0.00 61.31 C
ATOM l608 © SER 211 -19.729 10.769 -25.004 0.00 60.72 0
ATOM 1609 N GLY 212 ~17.966 9.391 ~24.469 0.00 62.74 N
ATOM 1610 CA GLY 212 -17.861 8.691 -25.739 0.00 64.57 c
ATOM 1611 C GLY 212 -17.788 9.634 ~26.946 0.00 65.14 C
ATOM 1eiz © GLY 212 -18.32¢ 9.361 -28.015 0.00 64.35 0
ATOM 1613 N  ASN 213 -17.124 10.769 -26.721 0.00 €5.38 N
ATOM 1614 CA ASN 213 -17.301 11.864 -27.664 0.00 65.52 c
ATOM 1615 CB ASN 213 -18.292 12.860 -27.022 0.00 72.16 c
ATOM 1616 CG ASN 213 -19.298 13.438 -28.008 0.00 77.60 c
ATOM 1617 ODl ASN 213 -19.349 14.639% -28.195 0.00 75.09 0
ATOM 1618 ©NDZ ASN 213 -20.161 12.5%4 -28.558 0.00 78.01 N
ATOM 1619 C ASN 213 -15.915 12.348 -28.054 0.00 65.48 c
ATOM 1620 ©  ASN 213 -15.222 11.696 -28.834 0.00 64.94 0
ATOM 1621 N ALa 214 -15,513 13.449 -27.407 0.00 0.00 N
ATOM 1622 CA ALAa 214 -14.136 13.872 -27.482 0.00 0.00 C
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ATOM 1623 CB ALR 214 -13.784 14.402 -28.883 0.00 0.00 C
ATOM 1624 C ALA 214 -13.970 14.885 -26.370 0.00 0.00 C
ATOM 1625 O ALA 214 ~14.948 15.408 -25.833 0.00 0.00 0
ATOM 1626 N SER 215 -12.698 15.146 -26.035 0.00 66.05 N
ATOM 1627 CBA SER 215 ~12.408 16.212 -25.088 0.00 65.85 C
ATOM 1628 CB SER 215 -~11.340 15.767 -24.100 0.00 61.78 C
ATOM 1628 0OG SER 215 -11.186 16.773 -23.123 0.00 61.34 0
ATOM 1630 C SER 215 -11.808 17.363 -25.874 0.00 66.29 C
ATOM 1631 O SER 215 -10.915 17.127 -26.675 0.00 66.51 o}
ATOM 1632 N PRO 216 ~12.252 18.611 -25.611 0.00 66.16 N
ATOM 1633 CD PRO 216 ~13.482 1B.960 -24.8921 0.00 66.01 [of
LATOM 1634 CA PRO 216 -11.563 19.765 ~26.155 0.00 65.85 o
ATOM 1635 CB PRO 216 ~12.424 20.960 -25.768 0.00 €6.27 (o}
ATOM 1636 CG PRO 216 -13.778 20.32% -25.518 0.00 66.42 c
ATOM 1637 C PRO 216 -10.134 19.967 -25.672 0.00 65.63 (o}
ATOM 1638 O PRO 216 -9,480 20.856 -26.198 0.00 66.18 0
ATOM 1639 N PHE 217 ~9.642 19.116 -24.724 0.00 64.61 N
ATOM 1640 CA PHE 217 -8.182 18B.563 -24.545 0.00 63.77 C
ATOM 1641 CB PHE 217 -7.805 17.753 -23.648 0.00 59.17 [o]
ATOM 1642 CG PHE 217 -7.976 17.971 -22.166 0.00 59.54 o]
ATOM 1643 CD1l PHE 217 ~-7.301 18.9%5 -21.505 0.00 59.01 c
ATOM 1644 CD2 PHE 217 ~-B.B15 17.140 -21.430 0.00 59.13 (o]
ATOM 1645 CE1 PHE 217 ~7.488 19.208 -20.143 0.00 57.05 [od
ATOM 1646 CEZ2 PHE 217 -9.011 17.351 -20.071 0.00 57.99 C
ATOM 1647 CZ PHE 217 ~B.349 18B.388 -19.427 0.00 57.70 o]
ATOM 1648 C PHE 217 ~7.526 1B.703 -25.914 0.00 63.36 o]
ATOM 164 © PHE 217 ~6.495 19.247 -26.280 0.00 63.98 0
ATOM 1650 N CYS 218 -B.232 17.823 —-26.644 0.00 62.46 N
ATOM 1651 CA CYS 218 -7.712 17.407 -27.931 0.00 61.56 c
ATOM 1652 CB CYS 218 -8.569 16.279 -2B.49%6 0.00 51.98 o]
ATOM 1653 8G CY¥S 218 -8.857 14.914 -27.316 0.00 49.25 S
ATOM 1654 C CcYs 218 -7.563 18.623 -28.885 0.00 61.62 [of
ATOM 1655 O CY$s 218 ~6.620 18.727 -29.667 0.00 61.67 o]
ATOM 1656 N ASP 219 -8.508 19.576 -28.713 0.00 61.62 N
ATOM 1657 CA ASP 219 -8.325 20.855 -29.407 0.00 61.62 Cc
ATOM 1658 CB ASP 219 -9.584 21.736 -29.269 0.00 64.70 C
ATOM 1659 CG ASP 219 -10.644 21.499 -30.343 0.00 70.48 C
ATOM 1660 OD1 ASP 219 -10.633 20.471 ~-31.028 0.00 72.20 o}
ATOM 1661 OD2 ASP 219 ~11.511 22.360 -30.509 0.00 72.60 0
ATOM 1662 C ASP 219 -7.072 21.629 -28B.915 0.00 61.38 C
ATOM 1663 © ASP 219 -6.359 22.238 -29.716 0.00 61.47 o]
ATOM 1664 N LEU 220 -6.854 21.578 -27.573 0.00 61.07 N
ATOM 1665 CA LEU 220 -5.729 22.269 -26.914 0.00 60.58 o]
ATOM 1666 CB LEU 220 -5.682 22.045 =-25.379 0.00 58.85 C
ATOM 1667 CG LEU 220 -6.550 22.995 -24.545 0.00 58.91 C
ATOM 1668 CD1 LEU 220 -8.055 22.842 -24.761 0.00 57.26 o]
ATOM 1668 CD2 LEU 220 ~-6.205 22.880 -23.057 0.00 60.22 C
ATOM 1670 C LEU 220 ~4.367 21.846 -27.489 0.00 60.14 Cc
ATOM 1671 O LEU 220 -3 ,.456 22.659 -27.656 0.00 60.17 o]
ATOM 1672 N PHE 221 ~4.2%9 20.543 -27.830 0.00 59.50 N
ATOM 1673 CA PHE 221 ~-3.012 20.084 -28B.474 0.00 58.86 C
ATOM 1674 CB PHE 221 -2.355 18.881 -27.775 0.00 56.43 C
ATOM 1675 CG PHE 221 -2.387 19.026 -26.288 0.00 54.51 C
ATOM 1676 CD1 PHE 221 -3.499 18.613 -25.568 0.00 53.49 C
ATOM 1677 CD2 PHE 221 ~1.306 19.582 -25.622 0.00 52.51 C
ATOM 1678 CE1l PHE 221 ~3.538 18.761 -24.188 0.00 51.64 C
ATOM 167% CE2 PHE 221 -1.337 19.727 -24.248 0.00 49.26 o}
ATOM 1680 CZ PHE 221 -2.453 19.327 -23.535 0.00 50.07 C
ATOM 1681 C PHE 221 -3.182 19.994 -30.003 0.00 58.60 o]
ATOM 1682 O PHE 221 ~3.944 20.754 -30.606 0.00 58.14 0
ATOM 1683 N THR 222 -2.446 19.058 -30.619 0.00 58.79 N
ATOM 1684 CA THR 222 -2.515 18.845 -32.058 0.00 59.41 [od
ATOM 1685 CB THR 222 ~1.932 20.002 -32.88%4 0.00 56.83 C
ATOM 1686 OGl THR 222 -2,228 19.771 -34.251 0.00 62.95 o]
ATOM 1687 CG2 THR 222 -0.418 20.202 -32.758 0.00 55.10 C
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ATOM 1688 C THR 222 -1.803 17.530 -32.362 0.00 58.70 c
ATOM 1685 © THR 222 -1,102 16.978 -31.521 0.00 59.78 o
ATOM 1650 N ALA 223 -2.113 17.049 -33.58% 0.00 59.37 N
ATOM 1691 CA ALA 223 ~1.824 15.689 -34.045 0.00 58.42 c
ATOM 1692 CB ALA 223 ~1.905 15.667 -35.576 0.00 58.25 C
ATOM 1683 C ALRA 223 -0.467 15.171 -33.520 0.00 58.49 c
ATOM 1694 O ALA 223 ~0.341 14.137 -32.866 0.00 60.11 0
ATOM 1695 N GLU 224 0.537 16.009 -33.814 0.00 59.21 N
ATOM 1696 CA GLU 224 1.914 15.650 -33.508% 0.00 58B.81 C
ATOM 1687 CB GLU 224 2.8B34 16.765 -34.007 0.00 65.47 C
ATOM 1698 CG GLU 224 4.207 16.207 -34.363 0.00 71.27 c
ATOM 1688 CD GLU 224 4.040 15.282 -35.558 0.00 74.03 o
ATOM 1700 OE1l GLU 224 4.080 14.056 -35.382 0.00 75.47 0
ATOM 1701 ©OEZ GLU 224 3.851 15.816 ~36.650 0.00 71,18 o}
ATOM 1702 C GLU 224 2.189 15.438 -32.017 0.00 58.04 C
ATOM 1703 © GLU 224 3.077 14.710 -31.595 0.00 57.8% 0
ATOM 1704 N GLU 225 1.369 16.104 -31.225 0.00 57.76 N
ATOM 1705 CA GLU 225 1.468 16.060 -29.774 0.00 56.94 C
ATOM 1706 CB GLU 225 0.927 17.390 -29.242 0.00 54.52 c
ATOM 1707 CG GLU 225 1.596 18.530 -30.034 0.00 55.24 c
ATOM 1708 CD GLU 225 1.255 19.933 -29.585 0.00 53.77 c
ATOM 1708 OEl GLU 225 2.170 20.752 -29.553 0.00 48.46 o
ATOM 1710 OE2 GLU 225 0.089 20.221 -29.311 0.00 50.05 0
ATOM 1711 ¢ GLU 225 0.776 14.802 -29.219 0.00 55.93 C
ATOM 1712 O GLU 225 1.071 14.337 -28B.123 0.00 56.98 0
ATOM 1713 N TYR 226 -0.076 14.231 -30.093 0.00 54.66 N
ATOM 1714 CA TYR 226 -0.554 12.835 -29.939%9 0.00 52.73 c
ATOM 1715 CB TYR 226 -1.986 12,687 ~-30.491 0.00 52.12 c
ATOM 1716 CG TYR 226 -2.858 13.814 -30.001 0.00 50.35 c
ATOM 1717 CD1 TYR 226 ~2.950 14.086 -28.640 0.00 49.57 c
ATOM 1718 CE1l TYR 226 -3.609 15.219 -28.191 0.00 48.67 c
ATOM 1719 CD2 TYR 226 -3,526 14.643 -30.897 0.00 49.40 C
ATOM 1720 CE2 TYR 226 ~4,177 15,787 -30.449 0.00 48.51 o
ATOM 1721 CZ TYR 226 -4,198 16.085 -29.097 0.00 48.25 c
ATOM 1722 OH TYR 226 -4,778 17.248 -28.626 0.00 47.15 o
ATOM 1723 C TYR 226 0.439 11.813 -30.516 0.00 51.03 c
ATOM 1724 O TYR 226 0.367 10.637 -30,177 0.00 51.23 0
ATOM 1725 N VAL 227 1.437 12.241 -31.325 0.00 48.84 N
ATOM 1726 CA VAL 227 2.544 11.295 -31.521 0.00 47.44 C
ATOM 1727 CB VAL 227 3.381 11.653 -32.760 0.00 40.34 c
ATOM 1728 CGl1 VAL 227 4,749 10.946 -32.748 0.00 34.40 c
ATOM 1725 CG2 VAL 227 2.591 11.293 -34,024 0.00 38.52 c
ATOM 1730 C VAL 227 3.371 11.286 -30.236 0.00 47.55 c
ATOM 1731 © VAL 227 3,808 10.252 -29.740 0.00 47.47 0
ATOM 1732 N SER 228 3.550 12.522 -29.715% 0.00 47.93 N
ATOM 1733 Ca SER 228 4.276 12.705 -28.462 0.00 47.71 c
ATOM 1734 CB SER 228 4.436 14.192 -28.108 0.00 51.52 C
ATOM 1735 OG SER 228 5.062 14.966 -29.110 0.00 58.86 0
ATOM 1736 C SER 228 3.606 11.939 -27.298 0.00 46.92 o
ATOM 1737 © SER 228 4,270 11.199 -26.575 0.00 46.19 o]
ATOM 1738 N TYR 228 2.260 12.108 -27.173 0.00 46.66 N
ATOM 1739 CA TYR 228 1.498 11.417 -26.137 0.00 46.23 c
ATOM 1740 CB TYR 229 -0.017 11.718 -26.188 0.00 46.18 c
ATOM 1741 CG TYR 229 -0.719 10.993 -25.059 0.00 47.18 c
ATOM 1742 CD1 TYR 229 -1.530 9.896 -25.332 0.00 47.95 c
ATOM 1743 CE1 TYR 229 -2.054 9,120 -24.308 0.00 48.33 C
ATOM 1744 CD2 TYR 229 -0.514 11.353 -23.729 0.00 47.46 c
ATOM 1745 CE2 TYR 229 -1.049 10.575 -22.707 (.00 48.73 o
ATOM 1746 CZ TYR 229 -1.784 9.430 -22.983 0.00 49.11 c
ATOM 1747 OH TYR 229 ~2.225 8.585 -21.986 0.00 48.73 0
ATOM 1748 C TYR 229 1.680 9.906 -26.261 0.00 45.98 C
ATOM 1749 O TYR 229 1.8%1 9.216 -25.267 0.00 45.66 0
ATOM 1750 N GLU 230 1.581 9.465 -27.545 0.00 45.77 N
ATOM 1751 CA GLU 230 1.859 8.063 -27.830 0.00 45.38 c
ATOM 1752 CB GLU 230 1.775 7.773 -29.344 0.00 50.95 C
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ATOM 1753 CG6 GLU 230 1.5460 6.282 -29.630 0.00 59.5% c
ATOM 1754 CD GLU 230 1.686 5.907 -31.121 0.00 66.60 C
ATOM 1755 OEl1 GLU 230 2.788 6.044 -31.647 0.00 71.04 0
ATOM 1756 OE2 GLD 230 0.730 5.437 -31.757 0.00 68.37 0
ATOM 1757 C GLO 230 3.232 7.647 -27.263 0.00 44.72 C
ATOM 1758 © GLU 230 3.347 6.640 -26.572 0.00 44.03 0
ATOM 175% N TYR 231 4.258 8.475 -27.560 0.00 44.03 N
ATOM 1760 CA TYR 231 5.601 7.977 -27.304 0.00 43.85 (o}
ATOM 1761 CB TYR 231 6.581 B8.688 ~28.227 0.00 43.85 c
ATOM 1762 CG TYR 231 7.887 7.828 ~28.331 0.00 44.09 c
ATOM 1763 CDl TYR 231 7.881 6.574 -28.646 0.00 44.29 C
ATOM 1764 CE1 TYR 231 9.058 5.854 -2B.720 0.00 45.37 c
ATOM 1765 <CD2 TYR 231 9.105 8.555 -28.108 0.00 44.18 c
ATOM 1766 CE2 TYR 231 10.2381 7.842 -28.1%6 0.00 45.45 c
ATOM 1767 CZ TYR 231 10.258 6.495 -28.503 0.00 45.93 c
ATOM 1768 OH TYR 231 11.437 5.811 -28.615 0.00 46.21 0
ATOM 1768 C TYR 231 6.055 8.043 ~25.835 0.00 44.20 c
ATOM 1770 O TYR 231 6.788 7.169 -25.389 0.00 43.32 0
ATOM 1771 N TYR 232 5.629 9.082 -25.086 0.00 45.34 N
ATOM 1772 CAR TYR 232 6.100 9,159 -23.686 0.00 46.45 c
ATOM 1773 CB TYR 232 5.506 10.394 -22.966 0.00 47.21 C
ATOM 1774 CG TYR 232 5.770 10.332 -21.479% 0.00 459.07 c
ATOM 1775 CD1 TYR 232 4.830 9.621 -20.677 0.00 49.71 C
ATOM 1776 CEl1 TYR 232 5.176 9.373 -19.350 0.00 48.97 c
ATOM 1777 CD2 TYR 232 6,904 10.887 -20.89%2 0.00 49.10 C
ATOM 1778 CE2 TYR 232 7.187 10.657 -19.547 0.00 49.22 C
ATOM 1779 CZ TYR 232 6.339 9.860 -18.780 (.00 45.65 C
ATOM 1780 OH TYR 232 6.632 8.498 -17.475 0.00 49.83 0
ATOM 1781 C TYR 232 5.831 7.859 -22.880 0.00 46.60 c
ATOM 1782 © TYR 232 6.596 7.408 -22.036 0.00 46.03 0
RATOM 1783 N TYR 233 4,647 7.309 -23.227 0.00 46.77 N
ATOM 1784 CA TYR 233 4,169 6.116 -22.556 0.00 46.07 C
ATOM 1785 CB TYR 233 2.642 6.056 ~22.538 0.00 47,00 C
ATOM 1786 CG TYR 233 2.128 6.932 -21.430 0.00 48.87 c
ATOM 1787 CD1 TYR 233 2.208 6.508 -20.104 0.00 50.11 c
ATOM 1788 CEl1 TYR 233 1.747 7.317 -19.073 0.00 51.80 c
ATOM 1789 CD2 TYR 233 1,596 8.184 -21.705 0.00 50.07 c
ATOM 1780 CE2 TYR 233 1.1581 8.990 -20.668 0.00 51.27 c
ATOM 1791 C€z TYR 233 1.203 8.553 -19.362 0.00 52.77 c
ATOM 1782 OH TYR 233 0.680 9.339 -18.351 0.00 54.03 0
ATOM 1793 C TYR 233 4.817 4.859 -23.114 0.00 45.10 e
ATOM 17%4 O TYR 233 4.883 3.857 -22.407 0.00 44.60 0
ATOM 1795 W ASP 234 5.330 4,976 -24.346 0.00 43.48 N
ATOM 1796 CA& ASP 234 6.256 3.955 -24.787 0.00 42.13 C
ATOM 1787 CB ASP 234 €.722 4.234 -26.,226 0.00 35.52 c
ATOM 1798 CG ASP 234 5,820 3.479 -27.143 0.00 36.96 c
ATOM 1799 0Dl ASP 234 6.013 2.283 -27.272 0.00 41.26 o)
ATOM 1800 O©OD2 ASP 234 4.973 4.074 -27.796 0.00 38.81 0
ATOM 1801 C€  ASP 234 7.469 3.892 -23.885 0.00 41.80 C
ATOM igt2 © ASP 234 7.779 2.844 -23.333 0.00 40.96 0
ATOM 1803 N LEU 235 8.147 5,054 -23.735 0.00 41.73 N
ATOM 1804 CA LEU 235 9.305 5.042 -22.B30 0.00 41.72 c
ATOM 1805 CB LEU 235 9.840 6.422 -22.626 0.00 40.68 c
ATOM 1806 CG LEU 235 10.788 6.885 -23.819 0.00 40.38 c
ATOM 1807 Cbl LEU 235 9.923 7.587 -24.886 0.00 38.70 c
ATOM 1808 CDZ LEU 235 11.802 7.819 -23.336 0.00 42.74 c
ATOM 1808 C LEU 235 8.937 4.434 -21.469 0.00 41.66 c
ATOM 1810 O LEU 235 9.523 3.447 -21,043 0.00 42.37 0
ATOM 1811 N ASP 236 7.877 5.022 -20.866 0.00 41.17 N
ATOM 1812 CA ASP 236 7.299 4.599 -19.575 0.00 41.42 c
ATOM 1813 CB ASP 236 6.098 5.520 -19.213 0.00 42.01 c
ATOM 1814 CG ASP 236 6.312 6.525 -18.073 0.00 38.33 o
ATOM 1815 ODl1 ASP 236 7.440 6.973 -17.875 0.00 41.82 0
ATOM 1816 ©OD2 ASP 236 5.341 6.917 -17.406 0.00 44.24 0
ATOM 1817 C ASP 236 6.859 3.103 ~18%.512 0.00 41.5%6 c
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ATOM 1818 O  ASP 236 6.408 2.642 -18.467 0.00 41.69 0
ATOM 1819 N LYs 237 7.058 2,359 -20.615 0.00 41.78 N
ATOM 1820 CA 1LYS 237 6.812 0.921 -20.651 0.00 40.67 c
ATOM 1821 CB LYS 237 5.437 0.640 -21.269 0.00 44.36 c
ATOM 1822 CG 1LYS 237 4.439 0.373 -20.132 0.00 45.98 C
ATOM 1823 CD 1LYS 237 2.966 0.399 ~20.522 0.00 47.62 c
ATOM 1824 CE LYS 237 2.401 1.819 -20.509 0.00 45.20 c
ATOM 1825 N2 LYS 237 2.812 2.572 -21.681 0.00 53,23 N
ATOM 1826 C 1Ys 237 7.949 0.110 -21.291 0.00 39.52 c
ATOM 1827 0O LYS 237 8.021 -1.093 -21,039 0.00 38.88 0
ATOM 1828 N TYR 238 8.846 0.776 -22.042 0.00 38.86 N
ATOM 1829 CA TYR 238 9.594 0.076 -22.629 0.00 3B.5% c
ATOM 1830 CB TYR 238 10.376 0.761 -23.953 0.00 38.78 c
ATOM 1831 CG TYR 238 11.607 0.121 -24.540 0.00 38.34 c
ATOM 1832 CD1 TYR 238 12.866 0.637 -24.260 0.00 40.33 C
ATOM 1833 CEl1 TYR 238 14.006 0.000 -24.727 0.00 40.86 c
ATOM 1834 CD2 TYR 238 11.505 -1.015 -25.333 0.00 38.91 C
ATOM 1835 CEZ2 TYR 238 12.641 ~-1.647 -25.819 0.00 39.04 C
ATOM 1836 Cz TYR 238 13.891 -1.142 -25.499 0.00 40.54 c
ATOM 1837 OH TYR 238 15.038 -1.744 -25.958 0.00 40.62 0
ATOM 1838 C TYR 238 11.172 0.085 ~21.626 0.00 38.99 c
ATOM 1838 O TYR 238 11.829 -0.921 -21.338 0.00 38.28 0
ATOM 1840 N TYR 238 11.354 1.305 -21.103 0.00 39.14 N
ATOM 1841 CA TYR 239 12.209 1.514 -19.962 0.00 39.50 C
ATOM 1842 CB TYR 239 12.830 2.918 -20.037 0.00 37.27 c
ATOM 1843 CG TYR 2309 14.180 2.914 -20.706 0.00 32.74 c
ATOM 1844 CD1 TYR 239 15.237 2.212 -20.134 0.00 31.0% C
ATOM 1845 CEl TYR 235 16.4594 2.233 -20.716 0.00 29.75 C
ATOM 1846 CD2 TYR 239 14.405 3.620 -21.886 0.00 32.13 c
ATOM 1847 CE2 TYR 23¢9 15.665 3.627 -22.471 0.00 31.46 c
ATOM 1848 CZ TYR 239 16.71%9 2.942 -21.888 0.00 23.61 C
ATOM 1B4S OH TYR 239 17.980 2.967 -22.469 0.00 27.87 o]
ATOM 1850 C TYR 239 11.390 1.335 -18.679 Q.00 40.34 c
ATOM 1851 0 TYR 239 11.977 1.291 -17.606 0.00 40.11 ¢}
ATOM 1852 N GLY 240 10.055 1.198 -18.857 0.00 41.71 N
ATOM 1853 CA GLY 240 9.081 0.954 -17.796 0.00 43.16 c
ATOM 1854 C GLY 240 9.069 -0.443 -17.202 0.00 44.02 C
ATOM 1855 O GLY 240 9.283 -0.583 -16.006 0.00 44.42 0
ATOM 1856 N THR 241 8.836 =-1.490 -18.001 0.00 44.08 N
ATOM 1857 CA THR 241 9.038 -2.822 -17.419 0.00 44.06 o
ATOM 1858 CB THR 241 7.817 -3.324 -16,597 0.00 41.26 c
ATOM 1858 0OGl THR 241 7.382 -2.413 -15.612 0.00 40.74 0
ATOM 1860 CG2 THR 241 8.059 -4,631 -15.842 0.00 40.55 c
ATOM 186l C THR 241 9.345 -3.735 -18.595 0.00 43.93 C
ATOM 1862 O THR 241 8.792 ~4.817 -18.742 0.00 43.41 0
ATOM 1863 N GLY 242 10.214 -3.155 -19.448 0.00 44.13 N
ATOM 1864 CA GLY 242 10.459 -3.727 -20.762 0.00 43.88 (o
ATOM 1865 C GLY 242 11.832 -4.405 -20.800 0.00 43.76 c
ATOM 1866 O GLY 242 12.499 -4.553 -19.777 0.00 43.48 0
ATOM 1867 N PRO 243 12.242 -4.B12 -22.032 0.00 44.03 N
ATOM 1868 CD PRO 243 11.475 ~-4.632 -23.261 0.00 44.21 C
ATOM 1863 CA PRO 243 13.502 ~5.526 -22.222 0.00 44.91 C
ATOM 1870 CB PRO 243 13.416 -6.034 -23.669 0.00 44.58 c
ATOM 1871 CG PRO 243 12.384 -5.148% -24.372 0.00 44.22 C
ATOM 1872 C PRO 243 14.781 -4.684 -21.990 0.00 45.68 [
ATOM 1873 © PRO 243 15.849 -5.248 -21.762 0.00 46.25 0
ATOM 1874 N GLY 244 14.574 -3.337 -21.9893 0.00 46.10 N
ATOM 1875 CA GLY 244 15.631 -2.325 -21.864 0.00 46.31 C
ATOM 1876 C GLY 244 15.618 -1.608 -20.498 0.00 46.43 c
ATOM 1877 © GLY 244 16.615 -1.043 -20.040 0.00 46.54 o)
ATOM 1878 N  ASN 245 14.435 -1.731 -19.857 0.00 45.75 N
ATOM 1879 CA ASN 245 14,381 ~1.746 -18.395 0.00 45.12 c
ATOM 1880 CB ASN 245 12.928 ~-1.854 -17.895 0.00 41.56 C
ATOM 1881 CG ASN 245 12.777 -1.788B -16.361 0.00 40.58 c
ATOM 1882 0Dl ASN 245 13.326 =-2.602 -15.634 0.00 41.41 o
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ATOM 1883 ND2 ASN 245 ,873 -0.910 -15.926 0.00 40.60

-
Py

ATOM 1884 ASN 245 15.185 =-2.965 -17.896 0.00 44.97
ATOM 1885 ASN 245 15.004 -4.105 -18.320 0.00 45.82
ATOM 1886 ALA 246 16.103 -2.614 -16.881 0.00 45.01

ATOM 1887 ALR 246 17.040 -3.605 -16.459 0.00 45.08
ATOM 1888 ALA 246 17.950 -2.953 -15.421 0.00 41.8B1
ATOM 1889 ALRA 246 16.369 -4.838 -15.834 0.00 45.54

=
(o)1

.B18 ~-5.958 -16.030 ©0.00 45.84
.315 ~4.596 -15.030 0.00 45.21
.730 -5.733 -14.318 0.00 44.42
.450 -5.381 -12.842 0.00 38.53
.516 -6.004 -11.917 0.00 36.57
.906 -5.426 ~12.186 0.00 29.77
.172 -5.891 -10.423 0.00 27.38
.52% -6.249 -15.103 0.00 44.83
.380 -7.439 -15.333 0.00 44.86
.702 -5.286 -15.532 0.00 44.28

ATOM 1891 LEU 247
ATOM 1882 LEU 247
ATOM 1883 LEU 247
ATOM 1894 LEU 247
ATOM 1885 CDl1 LEU 247
ATOM 1896 CD2 LEU 247
ATOM 1897 ¢C LEU 247
ATOM 1888 O LEU 247
ATOM 1895 N GLY 248

e
et U

C
o
N
CA
CB
C
ATOM 1890 O ALA 246
N
Ch
CB
ce

N o
NWWw oo,

ATOM 1800 CA GLY 248 11.493 -5.501 -16.329 0.00 44.34
ATOM 1901 C GLY 248 10.833 -6.878 -16.08% 0.00 43.96
ATOM 1802 © GLY 248 10.080 -7.049 -15.136 0.00 43.00
ATOM 1903 N PRO 249 11.170 -7.873 -16.951 0.00 43.77
ATOM 1904 CD PRO 249 11.954 ~7.675 -18.168 0.00 43.35
ATOM 1905 CA PRO 249 10.787 ~-9.271 -16.745 0.00 43.13
ATOM 1906 CB PRO 249 11.819 -10.008 -17.602 0.00 43.15
ATOM 1907 CG FPRO 249 12.099 =-9.074 -18.776 0.00 43.50
ATOM 1908 ¢C PRO 249 10.744 -5.503 -15.330 0.00 42.84
ATOM 1909 © PRO 249 10.163 -10.963 -15.152 0.00 42.63
ATOM 1810 N VAL 250 11.313 =9.230 -14.315 0.00 42.84
ATOM 1911 CA VAL 250 11.184 ~-9.748 -12.957 0.00 42.59
ATOM 1912 CB VAL 250 11.956 -8.880 -11.960 .00 40.40

ATOM 1913 CGl1 VAL 250
ATOM 1914 CG2 VAL 250
ATOM 1915 ¢C VAL 250
ATOM 1916 ©O VAL 250
ATOM 1917 N GLN 251
ATOM 1818 CA GLN 251
ATOM 1819 CB GLN 251
ATOM 1920 C& GLN 251
ATOM 1921 CD GLN 251
ATOM 1922 OEl GLN 251
ATOM 1823 NEZ GLN 251

-
w

.425 -8.873 -12.321
.433 -7.442 -11.792
.737 -9.872 -12.473
.430 -10.742 -11.662

0
0.00 35.26
0
0
0
.901 -8.938 -12.9%73 0.00 0.00
0
0
0
0
0

.00 40.57
.00 42.38
.00 42.47

[y
Y

.596 -B.759 -12.337 .00 0.00
.307 -7.254 -12.177 .00 0.00
.485 -6.573 -13.280 .00 0.00
.062 -6.261 -12.810 .00 0.00
.091 -6.966 -13.085

.038 =-5.168 -12.037 0.00 0.00

.00 0.00

OOOO(‘]OZOOOZOOOOOOZOOOZOOZOOOOOZOOOOOOZOOOOOOZOOOZOOOOOOOZOOOOZOOZ

9

9

8

7

7

6

5

4

5
ATOM 1924 C GLN 251 6.489 -9.602 -13.006 0.00 0.00
ATOM 1825 O GLN 251 5.352 -9.618 -12.546 0.00 0.00
ATOM 1926 N GLY 252 6.877 -10.287 -14.106 0.00 41.54
ATOM 1827 CA GLY 252 5.881 -11.084 -14.813 0.00 40.67
ATOM 1928 C GLY 252 6.508 -12.176 -15.687 0.00 40.14
ATOM 198289 O GLY 252 6.310 ~12.238 -16.897 0.00 40.77
ATOM 1930 N VAL 253 7.255 -13.080 -15.015 0.00 38.94
ATOM 1931 CA VAL 253 7.695 -14.286 -15.727 0.00 37.48
ATOM 1932 CB VAL 253 §.971 -14,925 -15.128 0.00 36.13
ATOM 1933 CGl VAL 253 $.655 ~15.839 -16.154 0.00 36.23
ATOM 1934 CG2 VAL 253 9.971 -13.889 -14.604 0.00 39.08
ATOM 1835 € VAL 253 6.519 -15.289 -15.769 0.00 36.97
ATOM 1836 © VAL 253 §.322 -16.024 -16.738 0.00 36.46
ATOM 1837 N GLY 254 5.745 -15.207 -14.661 0.00 36.54
ATOM 1938 CA GLY 254 4.491 -15.916 -14.444 0.00 35.70
ATOM 1938 C GLY 254 3.809 -16.297 -15.741 0.00 35.08
ATOM 1940 O GLY 254 3.849 ~17.445 -16.152 0.00 35.28
ATOM 1841 N TYR 255 3.206 ~15.296 -16.396 0.00 34.33
ATOM 1842 CA TYR 255 2.443 ~15.652 -17.573 0.00 33.73
ATOM 1943 CB TYR 255 1.575 -14.510 -18.125 0.00 32.85
ATOM 1944 CG TYR 255 0.482 -15,136 -18.9852 0.00 31.6l
ATOM 1945 CD1 TYR 255 -0.570 -15.780 -18.312 0.00 29.99
ATOM 1846 CE1l TY¥R 255 -1.506 -16.497 -19.040 0.00 29.38
ATOM 13847 CD2 TYR 255 0.545 -15.165 -20.343 0.00 31.56
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ATOM 1948 CE2 TYR 255 -0.391 ~-15.894 ~-21.073 0.00 31.22 c
ATOM 1948 Cz TYR 255 ~1.402 -16.586 -20.415 0.00 29.92 c
ATOM 1950 OH TYR 255 ~-2.300 ~17.379 -21.106 0.00 23.03 o]
ATOM 1951 C TYR 255 3.300 -16.279 -18.696 0.00 33.80 c
ATOM 15852 © TYR 255 2.851 -17.223 -19.330 0.00 33.95 o]
ATOM 1953 N VAL 256 4.523 -15.781 -18.830 0.00 33.44 N
ATOM 1954 CnA VAL 256 5.272 -16.340 -20.073 0.00 33.25 c
ATOM 1855 CB VAL 256 6.418 -15.400 -20.508 0.00 26.04 c
ATOM 1956 CG1 VAL 256 7.456 -15.176 -19.408 0.00 18.24 c
ATOM 1957 CG2 VAL 256 7.085 ~-15.857 -21.815 0.00 18.32 C
ATOM 1858 C VAL 256 5.754 -17.787 -19.786 0.00 34.07 C
ATOM 1958 O VAL 256 6.097 -18.553 -20.680 0.00 35.38 o
ATOM 1960 N ASN 257 5.756 -18.104 -18.482 0.00 33.67 N
ATOM 1961 CA ASN 257 6.080 -19.451 ~18.045 0.00 33.56 c
ATOM 1962 CB ASN 257 6.933 -19.364 -16.775 0.00 31.79 C
ATOM 1963 CG ASN 257 7.732 -20.657 -16.560 0.00 30.83 o
ATOM 1964 ODl1 ASN 257 7.185 -21.737 -16.401 0.00 40.61 0
ATOM 1965 ND2 ASN 257 9.051 -20.519 -16.522 0.00 30.54 N
ATOM 1966 C ASN 257 4.779 -20.256 -17.878 0.00 33.90 C
ATOM 1967 © ASN 257 4,782 -21,481 -17.917 0.00 34.06 [¢]
ATOM 1968 N GLU 258 3.660 -19.528 ~17.752 0.00 33.75 N
ATOM 1968 CA GLU 258 2.345 -20.153 -17.730 0.00 33.84 c
ATOM 1970 CB GLU 258 1.285 -19.161 -17.233 0.00 32.17 c
ATOM 1971 CG GLU 258 0.020 -19.862 ~-16.727 0.00 29.90 c
ATOM 1972 CD GLU 258 -1.151 -18.882 -16.579 0.00 31.66 c
ATOM 1873 O©E1 GLU 258 ~2.145 -19.065 ~17.270 0.00 27.26 0
ATOM 1874 OEZ GLU 258 -1.089 -17.936 -15,785 0.00 33.00 o}
ATOM 1975 C GLU 258 2.006 -20.694 -19.131 0.00 33.43 c
ATOM 1876 © GLU 258 1.545 -21.816 -15.271 0.00 33.85 o
ATOM 1877 N LEU 2589 2.344 -19.893 -20.164 0.00 32.82 N
ATOM 1978 CA LEU 259 2.205 -20.290 -21.571 0.00 32.61 c
ATOM 1979 CB LEU 259 2.916 -19.268 -22.,478 0.00 29.21 c
ATOM 1980 CG LEU 259 2.158 -17.955 -22.714 0.00 26.28 c
ATOM 1981 CDl1 LEU 259 3.068 -16.979% -23,472 0.00 23.23 C
ATOM 1982 CD2Z2 LEU 259 0.853 ~18.183 ~23.498 0.00 20.43 c
ATOM 1983 C LEU 259 2.823 ~-21.676 -21.813 0.00 32.86 c
ATOM 1984 O LEU 259 2.247 -22.567 -22.418 0.00 33.23 0
ATOM 1885 N LEU 260 4.016 -21.828 ~-21.240 0.00 32.63 N
ATOM 1986 CA LEU 260 4.780 -23,058 -21.333 0.00 31.93 C
ATOM 1887 CB LEU 260 6.173 -22.701 -20.767 0.00 27.56 C
ATOM 1988 CG LEU 260 7.087 -21.923 ~21.745 0.00 24.68 C
ATOM 1888 CDl1 LEU 260 6.392 -20,999 -22.760 0.00 24.55 C
ATOM 1980 CD2 LEU 260 8.158 -21,143 ~-20.984 0.00 24.63 C
ATOM 1991 C LEU 260 4,108 -24.268 -20.628 0.00 32.12 o
ATOM 1982 © LEU 260 4,493 -25,421 -20.835 0.00 32.59 0
ATOM 1993 N ALA 261 3.063 ~23.954 -19.843 0.00 32.03 N
ATOM 1884 CA ALA 261 2.132 ~24.9853 -19.356 0.00 31.86 C
ATOM 1985 CB ALA 261 1.680 -24.608 -17.929 0.00 22.63 c
ATOM 1886 C ALA 261 0.933 -25.112 -20.315 0.00 32.75 c
ATOM 1897 © ALA 261 0.411 -26.210 ~20.445 0.00 32.76 ¢]
ATOM 1998 N ARG 262 0.475 -24.034 -20.975 0.00 33.24 N
ATOM 1588 CA ARG 262 ~0,802 -24.145 -21.681 0.00 33.14 c
ATOM 2000 CB ARG 262 -1.511 -22.,778 -21,736 0.00 31.21 c
ATOM 2001 CG ARG 262 -1.278 ~21.918 -20.487 0.00 30.68 C
ATOM 2002 CD ARG 262 -2.199 -20.705 -20.370 0.00 25.12 C
ATOM 2003 NE ARG 262 ~3.443 -21.062 -19.693 0.00 29.72 N
ATOM 2004 CZ ARG 262 ~4.348 -20,103 ~19.393 0.00 32.40 C
ATOM 2005 NH1 ARG 262 -4.136 -18.853 -19.772 0.00 30.25 N
ATOM 2006 NHZ ARG 262 -5.459 -20,389 -18.729 0.00 30.45 N
ATOM 2007 C ARG 262 -0.656 ~24,831 -23.062 0.00 33.48 C
ATOM 2008 © ARG 262 -1.109 -25.950 -23.279 0.00 34.27 o]
ATOM 2009 N LEU 263 -0.017 ~24.067 -23.970 0.00 33.46 N
ATOM 2010 CA LEU 263 0.087 -24.386 -25.401 0.00 32.83 c
ATOM 2011 CB LEU 263 0.693 -23.198 ~26.183 0.00 25.16 c
ATOM 2012 CG LEU 263 1.789 ~22.389 -25.452 0.00 19.78 C
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ATOM 2013 CDh1 LEU 263 3.041 -23.221 -25.155 0.00 17.36 c
ATOM 2014 Cp2 LEU 263 2.181 ~21.138 -26.233 0.00 20.79 c
ATOM 2015 C LEU 263 0.802 -25.734 ~25.675 0.00 33.60 c
RTOM 2016 O LEU 263 0.603 -26.386 -26.695 0.00 34.48 0
ATOM 2017 N THR 264 1.582 -26.151 -24.668 0.00 33.08 N
ATCM 2018 CA THR 264 2.122 ~27.497 -24.622 0.00 32.35 C
ATOM 2019 CB THR 264 3,312 -27.355 -23.667 0.00 25.02 c
ATOM 2020 0OGl THR 264 2,872 -26.560 -22.579 0.00 26.73 0
ATOM 2021 CG2 THR 264 4.518 -26.644 -24.282 0.00 33.85 c
ATOM 2022 C THR 264 1.048 -28.474 -24.054 0.00 32.47 C
ATOM 2023 © THR 264 0.556 -29.407 -24.694 0.00 32.11 0
ATOM 2024 N GLY 265 0.751 -28.182 -22.769 0.00 32.10 N
ATOM 2025 CA GLY 265 -0.207 -28.903 -21.941 0.00 31.58 c
RTOM 2026 C GLY 265 0.502 -29.660 -20.810 0.00 31.07 c
ATOM 2027 © GLY 265 0.291 -30.861 -20.637 0.00 31.73 0
ATOM 2028 N GLN 2646 1.355 -28.899 -20.078 0.00 0.00 N
ATOM 2028 CA GLN 266 2.177 -29.476 -18.004 0.00 0.00 c
ATOM 2030 CB GLN 266 3.607 -28.909 -19.126 0.00 0.00 C
ATOM 2031 CG GLN 266 4.188 -29.236 ~20.501 0.00 0.00 c
ATOM 2032 CD GLN 266 5.586 -28.659 -20.707 (.00 0.00 c
ATOM 2033 OEl GIN 266 6.120 -27.896 -19.911 0.00 0,00 0
ATOM 2034 NEZ2 GILN 266 6.144 -29.076 -21.836 0.00 0.00 N
ATOM 2035 C GLN 266 1.519 -29.236 -17.615 0.00 0.00 c
ATOM 2036 © GLN 266 0.315 -29.375 -17.446 0.00 0.00 o}
ATOM 2037 N ALA 267 2.371 -28.872 -16.633 0.00 31.53 N
ATOM 2038 CA ALA 267 1.980 -28.403 -15.310 0.00 31.00 c
ATOM 2039 CB ALA 267 2.528 -29.400 -14.287 0.00 26.15 C
ATOM 2040 C ALA 267 2.573 -26.991 -15.111 0.00 31.09 c
ATOM 2041 O ALA 267 3.444 -26.556 -15.870 0.00 31.38 0
ATOM 2042 N VAL 268 2.0B3 -26.277 -14.084 0.00 30.47 N
ATOM 2043 CA VAL 268 2.386 -24.852 -13.967 0.00 28.70 c
ATOM 2044 CB VAL 268 1.184 -24.087 -13,373 0.00 19.31 c
ATOM 2045 CG1 VAL 268 1.299 -22.592 -13.708 0.00 13.11 c
ATOM 2046 CG2 VAL 268 -0.170 -24.638 -13.845 0.00 13.68 c
ATOM 2047 C VAL 268 3.662 -24.603 -13.134 0.00 28.78 C
ATOM 2048 O VAL 268 3.647 -23.850 -12.165 0.00 28.11 0
ATOM 2049 N ARG 269 4.775 ~25.211 -13.613 0.00 28,92 N
ATOM 2050 CA ARG 269 6.073 -25.309 -12.937 0.00 30.63 C
ATCM 2051 CB ARG 269 6.924 -26.466 -13.542 0.00 22.36 c
ATOM 2052 CG ARG 268 6.319 -27.436 -14.574 0.00 32.47 c
ATOM 2053 CD ARG 269 6.749 -27.128 -16.021 0.00 39.34 c
ATOM 2054 NE ARG 269 6.081 -25.938 -16.514 0,00 47.186 N
ATOM 2055 CZ ARG 268 6.571 -24.678 -16.542 0.00 51.35 c
ATOM 2056 NH1 ARG 269 7.827 -24.365 -16.189 0.00 49.30 N
ATOM 2057 NH2 ARG 269 5.71% -23.728 -16.914 0.00 48.88 N
ATOM 2058 C ARG 269 6.921 -23.990 -12.8%7 0.00 32.38 C
ATOM 2058 © ARG 269 8.149 -24.037 -12.9%48 0.00 32.30 0
ATOM 2060 N ASP 270 6.200 ~22.848 ~12.793 0.00 34.48 N
ATOM 2061 CA ASP 270 §.714 -21.503 -12.515 0.00 35.58 c
ATOM 2062 CB ASP 270 5.676 -20.514 -~13.101 0.00 37.39 C
ATOM 2063 CG ASP 270 5.910 -19.052 -12.677 0.00 40.82 c
ATOM 2064 OD1 ASP 270 5.192 -18.533 ~11.840 0.00 42.55 0
ATOM 2065 ODZ ASP 270 6.843 -18.425 -13.144 0.00 42.59% 0
ATOM 2066 C ASP 270 6.872 -21.302 -10.977 0.00 36.90 C
ATOM 2067 © ASP 270 §.225 ~21.968 -10.173 0.00 36.89° 0
ATOM 2068 N GLU 271 7.754 -20.363 -10.614 0.00 39.22 N
ATOM 2068 CA GLU 271 8.002 ~19.873 -9.242 0.00 41.06 C
ATOM 2070 CB GLU 271 8.881 -21.003 -8.501 0.00 39.65 c
ATOM 2071 CG GLU 271 8.266 -21.495 -7.172 0.00 4B.54 C
ATOM 2072 CDb GLU 271 B.380 -20.481 ~6.031 0.00 56.43 C
ATOM 2073 OEl GLU 271 9.148 -18.540 -6.113 0.00 57.23 0
ATOM 2074 OE2 GLU 271 7.692 -20.610 -5.029 0.00 62.54 0
ATOM 2075 C GLU 271 8.612 -18.568 -9.2%81 0.00 41.71 C
ATOM 2076 © GLU 271 9.565 -18.23% -8.586 0.00 42.88 0
ATOM 2077 N THR 272 7.907 -17.767 ~10.125 0.00 41.65 N
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ATOM 2078 CA THR 272 7.980 -~16.320 =95.993 0.00 42.64 c
ATOM 2079 CB THR 272 8.484 -15.656 -11.282 0.00 42.39 c
ATOM 2080 OG1 TER 272 7.625 -15.903 -12.370 0.00 43.51 0
ATOM 2081 CG2 THR 272 9,908 -16.107 -11.615 0.00 38.23 c
ATOM 2082 C THR 272 6.611 -15.805 -8.533 0.00 43.15 c
ATOM 2083 © THR 272 6.409 ~15.538 -B.351 0.00 43.72 0
ATOM 2084 XN GLN 273 5.685 -15.689 -10.506 0.00 42.61 N
ATOM 2085 CA GLN 273 4.441 -14.928 -10.367 0.00 42.94 o
ATOM 2086 CB GLN 273 4.328 -13.883 -11.505 0.00 40.63 C
ATOM 2087 CG GLN 273 4.804 -12.488 -11.138 0,00 41.54 C
ATOM 2088 CD GLN 273 6.309 ~12.330 -11.323 0.00 40.08 C
ATOM 208% OEl GLN 273 6.%29 -12.929 ~12.194 0.00 42.27 0
ATOM 2050 NE2 GLN 273 6.850 -11.406 -10.526 0.00 36.89 N
ATOM 2081 C GLN 273 3.194 -15.830 -10.391 0.00 43.31 c
ATOM 2082 O GLN 273 2.068 ~15.347 -10.438 0.00 42.58 0
ATOM 2093 N THR 274 3.408 -17.141 -10.316 0.00 43.56 N
ATOM 2084 Cn THR 274 2.239 -17.963 -10.044 0.00 43.14 c
ATOM 2085 CB THR 274 2.592 -~19,457 -9.992 0.00 40.31 c
ATOM 2096 OG1l THR 274 3.929 -19.553 -9.594 0.00 39.02 0
ATOM 2097 CG2 THBR 274 2.381 -20.181 =-11.323 0.00 41.11 c
ATOM 2098 ¢C THER 274 1.666 -17.525 -8.696 0.00 43.55 C
ATOM 2088 © THR 274 2,378 -17.340 -7.710 0.00 44.13 o
ATOM 2100 N ASN 275 0.321 ~-17.456 =-B.712 0.00 43.67 N
ATOM 2101 CA ASN 275 -0.328 -17.83¢4 -7.481 0,00 43.35 C
ATOM 2102 CB ASN 275 -1.824 -17.530 ~7.505 0.00 46.47 c
ATOM 2103 CG ASN 275 -2,379 ~17.884 -6.124 0.00 49.65 c
ATOM 2104 O0OD1 ASN 275 -2.177 -18.990 -5.626 0.00 48.03 0
ATOM 2105 ND2 ASN 275 -3.102 -16.912 -5.540 0.00 50.80 N
ATOM 2106 C ASN 275 -0.056 ~19.330 ~-7.345 0.00 43.26 c
ATOM 2107 © ASN 275 -0.471 -20.106 -B.1%4 0.00 42.88 0
ATOM 2108 N ARG 276 0.728 -19.686 -6.305 0.00 42.79 N
ATOM 2109 CA ARG 276 1.186 -21.071 -6.302 0.00 41.89 c
ATOM 2110 CB ARG 276 2.295 -21.400 -5.277 0.00 35.35 c
ATOM 2111 CG ARG 276 3.440 -20.399 -5.146 0.00 38.27 C
ATOM 2112 CD ARG 276 3.914 -19.721 -6.422 0.00 38.16 c
ATOM 2113 NE ARG 276 5.353 -19.38B5 -6.373 0.00 33.84 N
ATOM 2114 CZ ARG 278 5.809 -18.223 -6.500 0.00 29.73 C
ATOM 2115 NH1 ARG 276 4.961 -17.486 -7.597 0.00 29.17 N
ATOM 2116 NH2 ARG 276 7.055 -17.779 -6.734 0.00 27.82 N
ATOM 2117 C ARG 276 0.029 -22.028 -6.070 0.00 41.62 C
ATOM 2118 © ARG 276 -0.201 -22.954 ~6.841 0.00 41.51 0
ATOM 2119 N TER 277 ~-0.675 -21.780 -4.955 0.00 41.62 N
ATOM 2120 CA THR 277 -1.571 -22.848 -4.563 0.00 40.92 c
ATOM 2121 CB THR 2717 ~1.725 -22.803 -3.046 0.00 38.55 c
ATOM 2122 0Gl THR 277 -0.434 -22.656 -2.483 0.00 40.27 0
ATOM 2123 CG2 THR 271 ~-2.375 -24.061 -2.492 0.00 33.28 c
ATOM 2124 ¢C THR 277 -2.865 -22.818 -5.38B% 0.00 40.23 C
ATOM 2125 © THR 277 -3.597 -23.801 -5.421 0.00 38.64 0
ATOM 2126 N LEU 278 -3.071 -21.671 -6.089 0.00 40.18 N
ATOM 2127 CA LEU 278 -4.120 -21.660 -7.115 0.00 40.03 C
ATOM 2128 CB LEU 278 -4.706 -20.266 ~-7.367 0.00 31.63 c
ATOM 2128 CG LEU 278 -5.243 ~19.5%2 ~6.100 0.00 33.48 o
ATOM 2130 CD1 LEU 278 -5.701 -18.176 -6.398 0.00 31.83 C
ATOM 2131 CD2 LEU 278 ~-6.366 -20.332 -~5.376 0.00 33.73 c
ATOM 2132 C LEU 278 ~3.644 -22.285 -8.431 0.00 40.70 c
ATOM 2133 © LEU 278 -4.205 -23.283 -8,867 0.00 40.27 0
ATOM 2134 N ASP 279 -2.631 -21.674 -9.081 0,00 40.70 N
ATOM 2135 CA ASP 279 ~2.324 -22.150 -10.436 0.00 41.25 c
ATOM 2136 CB ASP 279 -1.574 -21,087 -11.258 0.00 39.83 c
ATOM 2137 CG ASP 279 -2.434 ~19.880 -11.655 0.00 40.78 c
ATOM 2138 ODl ASP 2759 -1.908 -18.778B ~11.772 0.00 38.32 o]
ATOM 2139 0OD2 ASP 278 -3,627 -20.024 -11.916 0.00 45.76 o]
ATOM 2140 C ASP 279 -1.513 -23.457 -10.375 0.00 42.14 c
ATOM 2141 0O Agp 279 -0.288 -23.482 -10.446 0.00 42.47 0
ATOM 2142 N SER 280 -2.255 -24.569 ~-10.264 0.00 42.24 N
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ATOM 2143 CA BSER 280 -1.603 -25.861 -10.085 0.00 42.52 (o}
ATOM 2144 CB SER 280 ~1.098 -25.887 -B.641 0.00 43.37 c
ATOM 2145 OG SER 280 ~2.045 -25.240 -7.817 0.00 53.78 o]
ATOM 2146 C SER 280 ~2.641 -26.963 ~10.326 0.00 42.70 C
ATOM 2147 O© SER 280 -2.515 -27.885 -11.13%3 0.00 43.08 o}
ATOM 2148 N ASP 281 ~-3.673 -26.776 -9.49%6 0.00 42.26 N
ATOM 2149 CA ASP 281 ~-4,798 -27.693 -9.406 0.00 41.23 o
ATOM 2150 CB ASP 281 -5.417 -27.421 -8.027 0.00 38.53 c
ATOM 2151 CG ASP 281 ~6.436 -28.484 -7.637 0.00 44.46 c
ATOM 2152 OD1 ASP 281 -7.527 -28.502 -8.180 0.00 42.82 0
ATOM 2153 0OD2Z ASP 281 ~-6.162 -29.286 ~6.758 0.00 50.85 0
ATOM 2154 C ASP 281 -5.838 -27.471 -10.557 0.00 41.29 c
ATOM 2155 0O ASP 281 -6.264 -26.349 ~-10.807 0.00 41.8%4 0
ATOM 2156 N PRO 282 -6.282 —-28.588 -11.223 0.00 40.10 N
ATOM 2157 CD PRO 282 -5.712 -28.932 -11.095 0.00 38.25 o)
ATOM 2158 CA PRO 282 -7.346 -28.523 ~12.248 0.00 38.47 (o)
BATOM 2159 CB PRO 282 -7.5%27 -29.9%80 -12.715 0.00 38.20 C
ATOM 2160 CG PRO 282 -6.239 -30.697 -12.313 0.00 38.94 C
ATOM 2161 C PRO 282 -8.740 ~27.952 ~11.866 0.00 37.61 c
ATOM 2162 0O PRO 282 -9.611 -27.756 -12.715 0.00 37.71 e}
ATOM 2163 N ALA 283 ~B.896 -27.682 -10.557 0.00 36.9%4 N
ATOM 2164 CA ALA 283 -10.139 -27.074 -10.111 0.00 36.48 C
ATOM 2165 CB AlLA 283 -10.583 ~-27.614 =-8.751 0.00 35.07 Cc
ATOM 2166 C ALA 283 -10.022 -25.543 -10.166 0.00 35.80 C
ATOM 2167 O ALA 283 -10.951 -24.884 -10.622 0.00 34.69 (o]
ATOM 2168 N THR 284 ~8.892 -24.980 -9%.701 0.00 35.83 N
ATOM 2169 CA THR 284 -8.726 -23.538 -9.891 0.00 35.29 (o
ATOM 2170 CB THR 284 -7.617 -23.019 -8.%61 0.00 32.40 c
ATOM 2171 0Gl THR 284 -6.822 -24.096 -B.550 0.00 35.43 0
ATOM 2172 CG2 THR 284 -8.129 -22.314 -7.707 0.00 28.10 o]
ATOM 2173 C THR 284 -8.386 -23.234 ~11.362 0.00 35.13 C
ATOM 2174 © THR 284 -8.884 -22.279 -11.950 0.00 35.74 e}
ATOM 2175 W PHE 285 -7.472 -24.078 -11.870 0.00 34.18 N
ATOM 2176 CA PHE 285 -6.753 -23.851 -13.113 0.00 33.44 o
ATOM 2177 CB PHE 285 -5.352 -23.302 ~12.759 0.00 28.35 C
ATOM 2178 CG PHE 285 ~4.,517 -22.951 ~13.967 0.00 29.65 c
ATOM 2178 CDl PHE 285 ~4,539 -21.670 -14.506 0.00 32.61 C
ATOM 2180 CD2 PHE 285 -3.703 -23.904 -14.568 0.00 30.18 (e}
ATOM 2181 CEl1 PHE 285 -3.776 -21.366 -15.626 0.00 30.81 C
ATOM 2182 CEZ PHE 285 -2.950 -23.608 -15.696 0.00 28.02 C
ATOM 2183 CzZz PHE 285 -2.988 -22.332 ~16.231 0.00 30.65 C
ATOM 2184 C PHE 285 -6.683 -25.195 -13.873 0.00 33.13 C
ATOM 2185 © PRE 285 -5,717 -25.950 -13.776 0.00 32.78 0
ATOM 2186 N PRO 286 -7.753 ~25.498 ~-14.654 0,00 32.77 N
ATOM 2187 CD PRO 286 -9.031 -24.821 -14.651 0.00 32.42 c
ATOM 2188 CA PRO 286 -7.673 -26.540 -15.663 0.00 32.83 C
ATOM 2189 CB PRO 286 -9.040 -26.493 -16.381 0.00 33.16 C
ATOM 2190 CG PRO 286 ~9,951 -25.793 -15.385 0.00 32.10 C
ATOM 2181 C FRO 286 -6.559 -26.242 ~16.662 0.00 33.42 C
ATOM 21%2 0O PRO 286 -5.720 -25.365 -16.504 0.00 31.91 [o}
ATOM 2193 N LEU 287 -6.640 -27.040 ~17.722 0.00 35.05 N
ATOM 21894 CA LEU 287 ~-5.744 -27.010 -18.836¢ 0.00 34.68 C
ATOM 2195 CB LEU 287 -4.392 -27.588 -18.367 0.00 45.85 Cc
ATOM 2186 CG LEU 287 -3.140 -27.122 -19.111 0.00 45.76 C
ATOM 2187 CDl1 LEU 287 -2.993 -25.,598 -19,005 0.00 50.52 Cc
ATOM 2188 CbD2 LEU 287 -1.810 -27.822 -18.526 0.00 23.18 C
ATOM 2188 C LEU 287 -6.444 -27.B64 -19.898 0.00 33.9%0 o
ATOM 2200 O LEU 287 -7.477 -28.499 -19.662 0.00 33.75 0
ATCOM 2201 N ASN 288 -5.791 -27.828 -21.062 0.00 33.11 N
ATOM 2202 CA ASN 288 -6.199 -28.544 -22.,263 0.00 31.58 C
ATOM 2203 CB ASN 288 -6.327 -30.049 -21.953 0.00 33.15 o]
ATOM 2204 CG ASN 288 -5.384 -30.834 -22.844 0.00 38.51 o
ATOM 2205 OD1 ASN 288 -5.712 -31.221 -23.953 0.00 42.62 0
ATOM 2206 ND2 ASN 288 -4.,150 -30.967 -22.360 0.00 33.80 N
ATOM 2207 C ASN 288 -7.466 -27.966 -22.847 0.00 30.16 C

116



03803578. 2 . .
O ) H$535/48 T

/1

ATOM 2208 O ASN 288 -7.877 -28.430 -24.011 0.00 30.29 0
ATOM 2209 N ARG 289 -8.058 -26.949 -22.287 0.00 29.02 N
ATOM 2210 CR ARG 289 -9.298 -26.341 -22.730 0.00 28.68 c
ATOM 2211 CB ARG 289 -9.778 -25.363 -21.645 0.00 25.11 C
ATOM 2212 CG ARG 285 -9.693 -25.880 -20.183 0.00 24.11 C
ATCM 2213 CD ARG 289 -10.572 -27.100 -19.878 0.00 13.39 c
ATOM 2214 NE ARG 289 ~11.848 -26.916 -20.544 0.00 16.42 N
ATOM 2215 CZ ARG 288 -12.772 -26.055 -20.121 0.00 16.75 C
ATOM 2216 NH1 ARG 289 -12.969 -25.851 -18.840 0.00 10.60 N
RTOM 2217 NH2 ARG 289 ~13.448 -25.395 -21.034 0.00 17.40 N
ATOM 2218 C ARG 289 -9.034 -25.599 -24.055 0.00 29.87 c
BTOM 2219 © ARG 289 -7.891 -25.455 -24.480 0.00 31.33 0
ATOM 2220 W THR 290 -10.112 -25.135 -24.709 ©0.00 30.25 N
ATOM 2221 CA THR 280 -9.937 -24.494 -25.995 0.00 29.85 C
ATOM 2222 CB THR 280 -11.250 —-24.690 -26.772 0.00 28B.56 c
ATOM 2223 0Gl TER 280 -12.353 -24.323 -25.958 0,00 35.50 0
ATOM 2224 CG2 THR 290 -11.418 ~26.131 -27.256 0.00 21.55 c
ATOM 2225 C THR 290 -9.597 -23.019 -25.757 0.00 29.75 c
ATOM 2226 O THR 280 -8.523 -22.515 -26.073 0.00 30.48 o
ATOM 2227 N PHE 291 -10.624 -22.359 -25,212 0.00 30.15 N
ATOM 2228 CA PHE 291 -10.512 -20.924 -25.064 0.00 30.03 c
ATOM 2229 CB PHE 281 -11.860 -20.323 -25.456 0.00 24.13 c
ATOM 2230 CG PHE 281 -11.768 -18.872 -25.830 0.00 23.71 c
ATOM 2231 CDl PHE 291 -12.074 -18.488 -27.128 0.00 18.16 c
ATOM 2232 CD2 PHE 291 -11.398 -17.902 -24.905 0.00 19.04 c
ATOM 2233 CEl PHE 291 -12.048 -17.152 -27.495 0.00 1B.25 c
ATOM 2234 CE2 PHE 291 -11.351 -16.568 =-25.272 0.00 15.99 c
ATOM 2235 CZ PHE 281 -11.687 -16.191 -26.55% 0.00 15.83 c
ATOM 2236 C PHE 291 -10.112 -20.616 -23.621 0.00 31.14 c
ATOM 2237 O PHE 291 -10.802 -20.987 -22.679 0.00 30.79 0
ATOM 2238 N TYR 292 -8.991 -19.884 -23.500 0.00 32.48 N
ATOM 2239 CA TYR 282 -8.642 -19.282 -22.216 0.00 32.45 c
aTOM 2240 CB TYR 292 -7.207 -19.624 -21.812 0.00 32.27 c
ATOM 2241 CG TYR 292 -6.962 -21.106 -21.757 0.00 32.70 c
ATOM 2242 CDI TYR 292 -7.451 -21.850 -20.692 0.00 33.42 C
ATOM 2243 CE1 TYR 292 -7.212 -23.211 -20.598 0.00 34.06 C
ATOM 2244 CD2 TYR 292 -6.235 -21.751 -22.748 0.00 33.21 c
ATOM 2245 CE2 TYR 282 -5.991 -23.110 -22.664 0.00 34.04 c
ATOM 2246 CZz TYR 292 -6.479 -23.838 -21.591 0.00 33.73 C
ATOM 2247 OH TYR 282 -6.223 -25.188 ~21.507 0.00 32.69 0
RATOM 2248 C TYR 292 -8.816 -17.765 -22.355 0.00 32.40 c
ATOM 2249 O TYR 292 -8.383 -17.173 -23.335 0.00 32.48 0
ATOM 2250 N ALA 293 -9.508 -17.206 -21.351 0.00 32.87 N
ATOM 2251 CA ALA 293 -9,848 ~15.795 -21.354 0.00 32.4°9 C
ATOM 2252 CB RLA 293 -11.359 -15.655 -21.484 0.00 31.07 o
ATOM 2253 C ALA 283 -9.333 -15.197 -20.052 0.00 32.76 c
ATOM 2254 O ALA 293 -10.022 -15.153 -19.037 0.00 33.46 0
ATOM 2255 N ASP 254 -8.065 -14.774 -20.184 0.00 32.76 N
ATOM 2256 CA ASP 294 -7.266 -14.332 -19.051 0.00 32.52 C
ATOM 2257 CB ASF 294 -5.853 ~14.927 -19.172 0.00 27.05 C
ATOM 225%8 CG ASP 2594 ~5.895 -16.447 -19.232 0.00 32.03 c
ATOM 2255 ODl1 ASP 294 ~5.741 -17.111 -18.212 0.00 36.85 0
ATOM 2260 OD2 ASP 2584 -€.026 -16.981 -20.326 0.00 26.97 0
ATOM 2261 C ASP 294 -7.221 -12.801 -18.070 0.00 33.56 c
BATOM 2262 © ASP 284 -6.481 -12.186 -19,835 0.00 34.01 0
ATOM 2263 N PHE 295 -8.086 -12.236 -18.198 0.00 34.33 N
ATOM 2264 CA PHE 295 -8.249 -10.785 -18,145 0.00 34.46 c
ATOM 2265 CB PHE 295 -9.681 -10.426 -17.712 0.00 34.84 c
ATOM 2266 CG PHE 295 -10.473 -10.033 -18.924 0.00 33.58 c
ATOM 2267 CDl PHE 285 ~11.155 -10.994 -19.656 0.00 32.53 c
ATOM 2268 CD2 PHE 295 -10.483 -8.710 -19.354 0.00 28.69 c
ATOM 2269 CEl PHE 295 -11.814 -10.637 -20.819 0.00 29.13 C
ATOM 2270 CEZ PHE 285 -11.147 -8.351 -20.518 0.00 26.88 C
ATOM 2271 ¢z PHE 298% -11.811 -9.316 -21.246 0.00 26.59 C
BATOM 2272 C PHE 285 -7.175 -10.130 -17.258 0.00 34.41 C
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ATOM 2273 0O PHE 295 -6.958 -10.538 ~16.123 0.00 34.74
ATOM 2274 N SER 296 -6.515 =-9.115 -17.867 0.00 34.74
ATOM 2275 CA SER 296 -5.244 -8.587 -17.376 0.00 35.23
ATOM 2276 CB SER 296 -4.198 -9.466 -1B.071 0.00 32.33
ATOM 2277 0OG SER 296 -4.386 ~-9.350 -19.469% 0.00 29.63
ATOM 2278 C SER 296 -5.053 =~7.083 -17.750 0.00 35.77
ATOM 2278 O SER 296 -5,914 -6.466 -18.379 0.00 36.08
ATOM 2280 N HIS 297 -3.836 -6.563 -17.369 0.00 35.81
ATOM 2281 CA HIS 297 -3.432 -5.166 -17.636 0.00 35.93
ATOM 2282 CB HIS 297 -3.781 -4.201 -16.484 0.00 30.97
ATOM 2283 CG HIS 297 -3.759 -4.863 -15.134 0.00 29.10
ATOM 2284 ND1 HIS 297 -4.857 -4.974 -14.364 0.00 30.32
ATOM 2285 CD2 HIS 297 -2.666 -5.400 -14.446 0.00 30.35
ATOM 2286 NEZ HIS 297 -3.131 -5.822 -13.249 0.00 27.62
ATOM 2287 CE1l HIS 297 -4.449 -5.5%2 -13.226 0.00 31.20
ATOM 2288 C HIS 297 ~1.924 ~4.875 -17.9%70 .00 36.86
ATOM 2289 O HIS 297 -1,027 -5.728 -17.59%0 .00 37.22
ATOM 2290 N ASP 298 -1.739 -3.820 -18.679 .00 37.48
ATOM 2281 CA ASP 298 -0.497 =-3.378 -18.325 .00 37.70
ATOM 2292 CB ASP 298 -0.548 -1.904 -19.813 .00 40.22
ATOM 2283 CG ASP 298 -1.170 -0.868 -18.849 .00 43.04
ATOM 2294 OD1 ASP 298 ~2.343 -1.026 -18.487 .00 42.12

ATOM 2295 O0D2 ASP 298 -0.517 0.108 ~18.478
ATOM 2256 C ASP 298
ATOM 2287 O ASP 298
ATOM 2298 N ASN 299
ATOM 2299 CA ASBN 299
ATOM 2300 CB ASN 299
ATOM 2301 CG ASN 299
ATOM 2302 0Dl ASN 299
ATOM 2303 ND2 ASN 299
ATOM 2304 C ASN 299
ATOM 2305 © ASN 299
ATCM 2306 N THR 300
ATOM 2307 CA THR 300
ATOM 2308 CB THR 300
ATOM 2309 0G1l THR 300
ATOM 2310 CG2 THR 300
ATOM 2311 C THR 300
ATOM 2312 0 THR 300
ATOM 2313 N MET 301
ATOM 2314 CA MET 301
ATOM 2315 CB MET 301
ATOM 2316 CG MET 301
ATOM 2317 SD MET 301

0
0
0
0
0
0
0
0.00 46.35
.726 -3.559 -1B.437 0.00 38.09
.738 -4.118 -18.846 0.00 38.60
.528 -3.057 -17.197 0.00 38.09
.637 -2.917 -16.256 0.00 38.83
.156 =-2.300 -14.921 0.00 41.85
.899 =-1.010 -14.553 0.00 40.97
.589 0.065 -15.059 0.00 38.9%4
.962 -1.150 -13.759 0.00 40.43
.350 -4.256 -15.9%0 ©0.00 39.25
.548 -4.266 -15.754
.551 -5.362 -16.023
.081 -6.727 -15.905 .00 38.65
.103 -7.647 -15.118 .00 37.46

0.00 39.29

0

0

0

.766 -8.493 -14.194 0.00 40.31
0

0

0

.00 39.50

.192 -8.548 ~15.967 .00 36.50
.369 -7.302 -17.299 .00 37.95
.182 ~-8.203 -17.446 .00 38.04
.654 -6.782 -18.317 0.00 37.29
.844 -7.341 -19.653 0.00 36.22
.B37 -6.781 -20.672 0,00 34.53
.576 -7.348 -20.484 0.00 30.68
.742 -6.622 -21.655 0,00 31.17
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ATOM 2318 CE MET 301 ~2,998 -7.914 -21.673 0.00 2B.96
ATOM 2319 C MET 301 3,287 -7.148 -20.150 0.00 36.54
ATOM 2320 O MET 301 3.863 -8.037 -20.768 0.00 36.55
ATOM 2321 N VAL 302 3.848 -5.956 -19.871 0.00 36.45
ATOM 2322 CA VAL 302 5.164 =-5.612 -20.423 0.00 36.07
ATOM 2323 CB VAL 302 5.560 -4.154 -20.072 0.00 31.27
ATOM 2324 CGl1 VAL 302 5,162 =-3.204 -21.208 0.00 33.35
ATOM 2325 €GZ VAL 302 4.930 -3.611 -18.778 0.00 25.22
ATOM 2326 ¢C VAL 302 6.295 -6.690 -20.252 0.00 35.66
ATOM 2327 O vaL 302 6.947 =-7,042 -21.237 0.00 35.83
ATOM 2328 N PRO 303 6.512 -7.249 -19.026 0.00 35.27
ATOM 2329 CD PRO 303 6.003 -6.746 -17.756 0.00 35.56
ATOM 2330 Ca PRO 303 7.395 -8.405 -18.860 0.00 35.46
ATOM 2331 CB PRO 303 §.931 -8,979 -17.512 0.00 35.79
ATOM 2332 CG PRO 303 6.473 -7.763 -16.712 0.00 35.92
ATOM 2333 C PRO 303 7.290 =-9.503 ~19.925 0.00 35.42
ATOM 2334 O PRO 303 8.278 -10.051 -20.394 0.00 34.46
ATOM 2335 N ILE 304 6.005 =-9.771 -20.245 0.00 36.17
ATOM 2336 CA ILE 304 5.611 -10.9857 -21.010 0.00 35.54
4 0

ATOM 2337 CB ILE 304 .073 -11.185 -20.959 .00 28.17
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.698 -12.568
.478 ~11.012
.942 -11.091
.094 -10.785
.588 -11.699
.962 ~-9.508
.4B5 =-9.048
.049 -7.595
.637 -~7.522
.390 =-7.455
.556 ~7.532
.096 -7.451
.253 -7.498
.026 -7.463
.013 =-9.156
.576 =-9.602
.648 -8.733
112 -8.560
.403 -7.714
.926 -9.8B6
.863 -10.106
.474 -10.744
.000 -12.088
.310 -12.693
.728 -12.936
.621 -13.508
.423 -12,851
.094 -13.680
.575 -13.653
.063 -14.607
.495 -16,060
.536 -14.515
.916 -13.130
.673 -13.838
.797 -11.811
.606 ~11.147
.731 -10.597
.148 -10.398
.477 -10.327
.665 =98.513
.247 -9.527
.614 ~10,935
.290 -10.902
.401 -11.563
.329 -8.109
.815 =-7.560
.400 -7.639
.088 -6.383
.258 -5.187
.788 -5.389
.319 -5.694
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.970 -5.936
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ATOM 2403 N ALA 313 13.937 -5.985 -30.831 0.00 41.20 N
ATOM 2404 CA ALA 313 14.525 -5.316 -31.967 0.00 41.18 C
ATOM 2405 CB ALA 313 13.447 -4.541 -32,740 0.00 35.51 c
ATOM 2406 C  ALA 313 15.570 -4.353 =-31.440 0.00 41.95 o
ATOM 2407 © ALa 313 15.562 -3.963 -30.276 0.00 42.91 0
ATOM 2408 N THR 314 16.410 -3.957 -32.419 0.00 50.74 N
ATOM 2409 CA THR 314 17.309 -2.827 -32.213 0.00 49.31 C
ATOM 2410 CB THR 314 18.086 =-2.635 -33.516 0.00 41.84 o
ATOM 2411 OGl1 THR 314 18.641 -3.884 -33.840 0.00 20.00 o}
ATOM 2412 CG2 THR 314 19.227 -1.620 -33.446 (.00 20.00 o
ATOM 2413 C THR 314 16.455 -1.610 -31.808 0.00 49.39 (o}
ATOM 2414 O THR 314 15.322 -1.457 -32.247 0.00 48.9%4 o}
ATOM 2415 N ALA 315 17.002 -0.858 -30.840 0.00 20.00 N
ATOM 2416 CA AIA 315 16.125 -0.126 -29.%40 0.00 20.00 c
ATOM 2417 CB ALAR 315 16.860 0.096 -28,.619 0.00 30.84 c
ATOM 2418 C ALA 315 15.616 1.212 -30.51% 0.00 20.00 c
ATOM 2419 O ALA 315 16.332 2.012 -31.126 0.00 20.00 o}
ATOM 2420 N LEU 316 14.322 1.436 -30.234 0.00 20.00 N
ATOM 2421 CA LEU 316 13,753 2.766 =-30.442 0.00 20.00 C
ATOM 2422 CB LEU 316 12.223% 2.711 -30.361 0.00 20.00 c
ATOM 2423 CG LEU 316 11.568 2.344 -29.011 0.00 20.00 c
ATOM 2424 CD1 LEU 316 10.072 2.116 -29.256 0.00 20.00 o
ATOM 2425 CD2 LEU 316 12.156 1.111 -28.308 0.00 6.00 C
ATOM 2426 C 1EU 316 14.399 3,797 -29.481 0.00 20.00 o
ATOM 2427 © LEU 316 14.813  3.471 -28.371 0.00 20.00 o}
ATOM 2428 N  ASP 317 14.530 5.030 -30.019 0.00 41.14 N
ATOM 2429 CA ASP 317 15.387 6.041 -29,39% 0.00 43.80 o
ATOM 2430 CB ASP 317 15.871 7.062 -30.438 0.00 25.62 o
ATOM 2431 CG ASP 317 17.011 7.902 -29.860 0.00 52.11 o
ATOM 2432 0Dl ASP 317 18.162 7.470 -29.935 0.00 55.32 0
ATOM 2433 O0OD2 Asp 317 16.769 8.969 -29.310 0.00 49.91 0
ATOM 2434 C  ASP 317 14.643 6.806 -28.287 0.00 45.46 c
ATOM 2435 © ASP 317 13.529 7.283 -28.487 0.00 43.82 o)
ATOM 2436 N PRO 318 15.289  6.947 -27.085 0.00 46.37 N
ATOM 2437 CD PRO 318 16.584 6.378 -26.731 0.00 45.47 c
ATOM 2438 CA PRO 318 14.658 7.687 -26.007 0.00 46.72 C
ATOM 2439 CB PRO 318 15.667 7.612 -24.850 0.00 46.17 o
ATOM 2440 CG PRO 318 16,578 6.443 -25.210 0.00 45.84 o
ATOM 2441 C PRO 318 14.342 9.157 -26.31% 0.00 46.73 c
ATOM 2442 O PRO 318 13.468 9.751 -25.709 .0.00 47.54 0
ATOM 2443 N LEU 319 15.039 9.721 -27.314 0.00 46.85 N
ATOM 2444 CA LEU 318 14,778 11.087 -27.730 0.00 4B.87 C
ATOM 2445 CB LEU 319 16.094 11.867 -27.885 0.00 53.90 C
ATOM 2446 CG LEU 319 17.158 11.644 -26.796 0.00 20.00 c
ATOM 2447 CDl1 LEU 318 18.422 12.454 -27.128 0.00 20.00 c
ATOM 2448 CD2 LEU 319 16.671 12.018 ~-25.354 0.00 19.33 o
ATOM 2445 C LEU 319 13.986 11.158 -29.052 0.00 50.25 C
ATOM 2450 © LEU 319 13,770 12.255 =-29.553 0.00 51.46 0
ATOM 2451 N LYS 320 13.577  9.993 -29.623 0.00 50.67 N
ATOM 2452 CA LYS 320 12.777 10.079 -30.873 0.00 51.28 o
ATOM 2453 CB LYS 320 13.624 10.151 -32.165 0.00 51.97 c
ATOM 2454 CG LYS 320 12.832 10.858 -33.298 0.00 20.00 c
ATOM 2455 CD 1LYS 320 13.400 10.736 -34.722 0.00 20.00 o
ATOM 2456 CE LYS 320 13.618  §.310 -35.257 0.00136.39 C
ATOM 2457 N2z 1LYS 320 12.443 B8.448 -35.343 0.00135.98 N
ATOM 2458 C LYS 320 11.728 8.834 -31.021 0.00 52.14 o
ATOM 2459 O LYS 320 12.060 7.746 -31.016 0.00 52.43 o}
ATOM 2460 N PRO 321 10.426 9.338 -31.193 0.00 51.95 N
ATOM 2461 CD PRO 321 $.906 10.670 -30.897 0.00 35.57 c
ATOM 2462 CA PRO 321 9.388 8.449 -31.713 0.00 51.37 o
ATOM 2463 CB PRO 321 8.068 9.234 -31.600 0.00 40.15 C
ATOM 2464 CG PRO 321 §.386 10.509 -30.822 0.00 35.40 c
ATOM 2465 C PRO 321 9.681 8.12¢ -33.18B0 0.00 51.70 c
ATOM 2466 O PRO 321 10.457 8.807 ~-33.833 0.00 52.79 0
ATOM 2467 N  ASP 322 9.063 7.041 -33.674 0.00 38.93 N
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8.250
0.272
1.147
2,251
0.716
7.973
7.076
7.858
6.866
6.573
7.724
8.471
g.188
9.325
7.068
6.097
8.336
8.699
9.538
0.236
9.684
1.483
9.400
0.625
8.531
9.005
8.969
7.575
7.641
6.313
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6.751
4,920
8.105
7.049
8.610
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6.611
5.426
5.445
5.986
4.943
6.165
5.591
6.384
5.776
6.453
6.527
7.858
8.766
8.001
4.254
3.500
3.842
2.447
2.385
1.037
-0.019
1.128
1.895
1.831
1.516
0.870
2.000
2.605
3.734
4,142
4.207
3.577
4.867
-0.188
-0.376
-0.976
-2.275
-3.350
~3.381
~-4.435
~-3.635
-2.248
-2.719
-1.633
-1.388
-1.448
-1.557
-2.653
-2.245
-3.882
~0.561
-0.969
~3.075
-4.,748
-4.339
-0.016
1.026
-0.079
1.103
1.303
-0.026
2.155
0.5825
0.114
1.708
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-36.305
-36.255
-37.337
~35.707
-35.081
~37.037
-37.798
~39.146
-40.161
~-40.054
-40.837
-39.191
-38.003
~38.020
-38.188
-38.421
-39.715
-39.950
-39.668
-40.432
~37.161
-37.056
-36.211
-34,948
~33.813
-33.572
-32.545
-32.066
~30.758
~-29.867
-30.353
-34.625
-35.226
-33.645
-33.338
-33.523
~34.984
-35,211
-35.951
-31.953
~31.798
-30.976
~29.665
-28.615
-27.193
~26.257
~25.062
-26.318
~26.515
-25.262
-23.983
-25.218
-24.045
-28.757
-29.856
~29.780
-29.958
-31.463
-32.218
-31.740
-29.101
-29.431
-28.000
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ATOM 2533 CA ASP 329 2.278 1.483 -26.932 0.00 38.78 c
ATOM 2534 CB ASP 329 2.183 2.717 -26.017 0.00 32.64 c
ATOM 2535 CG ASP 329 2.236 2.307 ~24.540 0.00 34.06 c
ATOM 2536 OD1 ASP 329 3.206 1.673 -24.129 0.00 29.53 0
ATOM 2537 O0OD2 ASP 329 1.340 2.644 -23.769 0.00 35.26 o]
ATOM 2538 C  ASP 329 0.880 1.087 -27.453 0.00 40.15 C
ATOM 2539 O ASP 329 0.268 0.106 -27.051 0.00 41.15 0
ATOM 2540 N SER 330 0.440 1.890 -28.430 0.00 40.61 N
ATOM 2541 CA SER 330 -0.818 1.690 -29.127 0.00 41.23 c
ATOM 2542 CB SER 330 -0.896 2.834 -30.141 0.00 42.29 C
ATOM 2543 OG SER 330 ~0.233 3.948 -29.601 0.00 45.58 o
ATOM 2544 C SER 330 -0.967 0.295 -29.801 0.00 41.86 c
ATOM 2545 © SER 330 -2.008 ~-0.346 -25.692 0.00 42.30 0
ATOM 2546 N LYS 331 0.083 =-0.157 -30.513 0.00 41.26 N
ATOM 2547 CA LYS 331 0.025 -1.470 -31.163 0.00 40.70 C
ATOM 2548 CB LYS 331 0.704 -1.428 -32.549 0.00 33.66 c
ATOM 2548 CG LYS 331 0.247 =-0.230 -33.404 0.00 30.18 c
ATOM 2550 CD LYS 331 0.813 =-0.202 -34.825 0.00 33.56 c
ATOM 2551 CE LYS 331 0.367 1.055 -35.590 0.00 38.12 c
ATOM 2552 NZ LYS 331 1.097 1.229 -36.83% 0.00 39.69 N
ATOM 2553 C LYS 331 0.581 =-2.600 -30.255 0.00 41.18 C
ATOM 2554 0 LYS 331 0.337 =-3.766 -30.538 0.00 41.72 o]
ATOM 2555 N LEU 332 1.285 -2.198 -29.,179 0.00 40.24 N
ATOM 2556 CA LEU 332 1.869 -3.049 -28.153 0.00 39.62 c
ATOM 2557 CB LEU 332 2.790 -2.162 -27.282 0.00 41.08 C
ATOM 2558 CG LEU 332 3.343 -2.743 -25.962 0.00 44.158 o
ATOM 2558 CD1 LEU 332 4.486 -3.728 -26.185 0.00 42.24 c
ATOM 2560 CD2 LEU 332 .3.800 =-1.608 -25,032 0.00 42.70 C
ATOM 2561 C LEU 332 0.721 ~-3.657 -27.356 0.00 39.38 c
ATOM 2562 0© LEU 332 0.466 ~4.855 -27.411 0.00 39.45 0
ATOM 2563 N VAL 333 0.026 -2.731 -26.660 0.00 39.66 N
ATOM 2564 CA VAL 333 -1.188 =-3.019 =-25.916 0.00 38.61 C
ATOM 2565 CB VAL 333 -0.B6B ~3.544 -24.483 0.00 34.55 C
ATOM 2566 CGl VAL 333 -0.331 -4.981 -24.500 0.00 39.35 C
ATOM 2567 CG2 VAL 333 0.050 -2.654 -23.667 0.00 27.40 c
ATOM 2568 C VAL 333 -2.060 =-1.727 ~25.857 0.00 38.42 C
ATOM 2569 O VAL 333 -1.842 -0.878 -24.997 0.00 39.24 o]
ATOM 2570 N PRO 334 ~-3.108 -1.610 -26.722 0.00 38.06 N
ATOM 2571 CD PRO 334 -3.393 -2.498 -27.846 0.00 37.97 c
ATOM 2572 CA PRO 334 -4,163 -0.601 -26.503 0.00 37.82 C
ATOM 2573 CB PRO 334 -4.942 =-0.630 -27.82B 0.00 37.98 c
ATOM 2574 CG PRO 334 -4,762 =~2.051 -28.356 0.00 37.83 C
ATOM 2575 C PRO 334 -5.042 =-1.071 -25.311 0.00 38.00 c
ATOM 2576 O PRO 334 -4.732 =-2.094 -24.712 0.00 37.20 0
ATOM 2577 N PHE 335 -6.138 -0.346 -24.975 0.00 3B.58 N
ATCOM 2578 CA PHE 335 -7.154 -0.866 -24.044 0.00 39.08 C
ATOM 2579 CB PHE 335 -8.067 0.242 -23.457 0.00 40.95 C
ATOM 2580 CG PHEE 335 -7.612 0.940 -22.192 0.00 40.80 c
ATOM 2581 CDl PHE 335 -6.652 0.429 -21.321 0.00 41.85 C
ATOM 2582 CD2 PHE 335 -8.197 2.161 -21.872 0.00 38.289 c
ATOM 2583 CEl PHE 335 -6.275 1.135 -20.186 0.00 41.38 C
ATOM 2584 CE2 PHE 335 -7.839 2.869 ~20.734 0.00 37.16 c
ATOM 2585 CZ PHE 335 -6.861 2.359 ~19.897 0.00 36.53 c
ATOM 2586 C PHE 335 -8.036 =~-1.830 -24.844 0.00 39.01 c
ATOM 2587 © PHE 333 ~-B.219 -1.668 -26.044 0.00 35.17 0
ATOM 2588 N SER 336 -8.517 -2.864 -24.120 0.00 38.22 N
ATOM 2589 CA SER 336 -9.050 -4.087 ~24.710 0.00 37.86 c
ATOM 2590 CB SER 336 -10.446 -3.956 -25,330 0.00 35.35 C
ATOM 2591 0OG SER 336 -11.336 -3.256 -24.492 0.00 30.00 0
ATOM 2592 C SER 336 -8.071 =-4.742 -25.713 0.00 37.88 c
ATOM 2583 © SER 336 -8.463 ~5.477 -26.614 0,00 37.01 0
ATOM 2594 N GLY 337 -6.782 -4.438 -25.477 0.00 37.86 N
ATOM 2585 CA GLY 337 -5,714 -5.088 -26.214 0.00 37.79 c
ATOM 2586 C GLY 337 -5.695 -6.582 -25.889 0.00 38.00 C
ATOM 2587 © GLY 337 -5,333 -7.017 -24.799 0.00 38.1¢ O
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ATOM 2598 N HIS 338 -6.126 -7.351 -26.895 0.00 37.48 N
ATOM 2598 CA HIS 338 -5.994 -8.786 -26.738 0.00 36.83 C
ATOM 2600 CB HIS 338 -7.100 -9.541 -27.489 0.00 33.31 c
ATOM 2601 CG HIS 338 -7.345 -8.988 -2B8.874 0.00 31.30 c
ATOM 2602 ND1 HIS 338 -8.385 -B.179 -29.171 0.00 33.23 N
ATOM 2603 CD2 HIS 338 -6.623 =-9.232 -30.052 0.00 35.53 of
ATOM 2604 NEZ HIS 338 -7.245 -B.569 -31.054 0.00 34.31 N
ATOM 2605 CE1l HIS 338 -8.301 -7.946 -30.4%4 0.00 32.92 C
ATOM 2606 C HIS 338 -4.577 -9.183 -27.162 0.00 36.00 o
ATOM 2607 0O HIS 338 -4,132 -B.932 -28.278 0.00 36.18 o]
ATOM 2608 N MET 338 -3.544 -9.894 -26.203 0.00 33.99 N
ATOM 2605 CA MET 339 ~2.840 -10.768 -26.512 0.00 32.20 C
ATOM 2610 CB MET 339 -1.877 -10.750 -25.316 0.00 27.38 C
ATOM 2611 CG MET 338 -1.093 -9.443 -25.163 0.00 25.46 c
ATOM 2612 SD MET 339 -0.48B6 -9.236 -23.474 0.00 28B.65 S
ATOM 2613 CE MET 339 0.586 -10.676 ~-23.346 0.00 20.5° C
RTOM 2614 C MET 339 -3.512 -12.130 -26.680 0.00 31.08 c
ATOM 2615 O MET 338 -3.947 -12,743 -25.71B 0.00 31.99 0
ATOM 2616 N THR 340 -3.639 -12,545 -27,950 0.00 28.76 N
ATOM 2617 CA THR 340 ~4.,265 ~13.833 -2B.209 0.00 27.64 c
ATOM 2618 CB THR 340 -5.400 -13.709 -29.233 0.00 21.69 c
ATOM 2619 O0OGl THR 340 -6.330 -12.731 -28.823 0.00 26.65 0
ATOM 2620 CG2 THR 340 -6.114 -15.049 -29.398 0.00 20.30 c
ATOM 2621 C THR 340 -~3.199 -14.803 -28.692 (.00 26.84 C
ATOM 2622 O THR 340 -2.786 -14.777 -29.837 0.00 27.10 0
ATOM 2623 N VAL 341 -2.780 -15.710 -27.797 0.00 25.48 N
ATOM 2624 CA VAL 341 -1.859 ~16.734 -2B.256 0.00 24.76 C
ATOM 2625 CB VAL 341 ~0.B855 -17.041 -27.134 0.00 26.47 o}
ATOM 2626 CGl VAL 341 0.049 -18,231 -27.482 0.00 21.30 C
RTOM 2627 CG2 VAL 341 -0.005 -15.803 -26.806 0.00 26.46 c
ATOM 2628 C VAL 341 -2.676 -17.934 -2B.78% 0.00 25.12 c
ATOM 2629 O© VAL 341 -3.103 ~18.822 -28.061 0.00 25.02 0
ATOM 2630 N GLU 342 -2.833 ~17.89% -30.121 0.00 25.02 N
ATOM 2631 CA GLU 342 -3.459 -18.979 -30.866 0.00 24.64 c
TOM 2632 CB GLU 342 ~-3.753 -18.502 -32.286 0.00 23.75 c
ATOM 2633 CG GLU 342 -4.796 -17.390 -32.318 0.00 28.12 C
ATOM 2634 CD GLU 342 ~5.010 -16.967 -33.757 0.00 28.05 C
ATOM 2635 CEl GLU 342 -4.780 -15.810 ~34.066 0.00 26.76 0
ATOM 2636 OBZ GLU 342 -5.396 -17.791 -34.580 0.00 28.25 o]
ATOM 2637 C GLU 342 -2.523 -20.184 =30.990 0.00 24.60 c
ATOM 2638 O GLU 342 -1.601 -20,213 -31.800 0.00 24.31 o]
ATOM 2639 N LYS 343 -2.865 -21.212 -30.206 0.00 25.35 N
ATOM 2640 CA LYS 343 -2.341 -22.522 -30.542 0.00 25.38 c
ATOM 2641 CB 1YS 343 -2.437 -23.494 -29.370 0.00 20.459 c
ATOM 2642 CG LYS 343 -2.200 -24.942 -29.834 0.00 18.00 C
ATOM 2643 CD 1LYS 343 -1.8B1 -25.863 ~-2B.682 0.00 15.69 c
ATOM 2644 CE LYS 343 ~1.557 -27.285 -29.153 0.00 21.61 C
ATOM 2645 NZ LYS 343 ~1.572 -28.196 -28.022 0.00 25.594 N
ATOM 2646 C LYS 343 -3.104 -23.061 -31.760 0.00 25.84 C
ATOM 2647 O LYS 343 -4.,304 -23.348 ~31.736 0.00 26.32 0
ATOM 2648 W LEU 344 -2.295 -23.225 -32.825 0.00 25.98 N
ATOM 2649 CA LEU 344 ~2.833 -23.922 ~33.975 0.00 25.22 c
ATOM 2650 CB LEU 344 -2.184 -23.528 -35.318 0.00 19.48% c
ATOM 2651 CG LEU 344 -2.079 -22.033 -35.662 0.00 24.70 C
ATOM 2652 CD1 LEU 344 -3.394 -21,275 -35.479 0.00 26.15 C
ATOM 2653 CD2 LEU 344 -0.915 -21.340 -34.854 0.00 22.72 C
ATOM 2654 C LEU 344 -2.632 -25.425 ~33,769 0.00 24.63 C
ATOM 2655 © LED 344 -1.615 -25.500 -33.247 0.00 25.02 0
ATOM 2656 N ALR 345 ~3.636 ~26.094 -34.378 0.00 24.95 N
ATOM 2657 CA BALA 345 -3.435 -27.368 ~35.041 0.00 23.88 c
ATOM 2658 CB ALA 345 -4.701 -28.222 ~34.9212 0.00 12.78 C
ATOM 2653 ¢C ALA 345 -3.170 -27.065 -36.526 0,00 24.46 C
RTOM 2660 O ALA 345 -4,088 -26.844 -37.326 0.00 25.11 0
ATOM 2661 W CYs 346 -1.851 -27.072 -36.866 0.00 52.07 N
ATOM 2662 Ca CYS 346 -1.399 -26.961 -38.261 0.00 57.87 C
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ATOM 2663 CB CY¥YS 346 -0.337 -25.858 -38.481 0.00 60.57 C
ATOM 2664 8G C¥S 346 ~0.685 -24.177 -37.%05 0.00 20.00 S
ATOM 2665 C CYS 346 -0.787 -28.297 -38.696 0.00 56.25 C
ATOM 2666 O CYS 346 0.427 -28.464 -38.770 0.00 57.24 Q
RTOM 2667 N SER 347 -1.709 -29.244 ~38.963 0.00 40.12 N
ATOM 2668 CA SER 347 -1.402 -30.648 -39.,170 0.00 42.04 od
ATOM 26683 CB SER 347 -2.594 -31.310 -39.894 0.00 45.11 (o}
ATOM 2670 O0G SER 347 -3.841 -30.B16 -39.456 0.00 51.55 (¢]
ATOM 2671 C SER 347 -0.112 -30.867 -39.%85 0.00 42.38 C
ATOM 2672 O SER 347 -0.010 -30.333 -41.085 0.00 42.90 (o]
ATOM 2673 N GLY 348 0.851 ~-31.638 -39.432 0.00 86.19 N
ATOM 2674 CA GLY 348 0.809 -32.448 -38.210 0.00 B5.84 (o}
ATOM 2675 C GLY 348 1.562 -31.815 -37.031 0.00 83.56 C
ATOM 2676 O GLY 348 2.160 ~-32.50B -36.210 0.00 84.50 ]
ATOM 2677 N LYS 348 1.568 -30.471 -36.89%2 0.00 77.74 N
ATOM 2678 CA LYS 349 2.578 -29.806 -36.183 0.00 70.75 (o4
ATOM 2679 CB LYS 348 2.660 -28.320 -36.585 0.00 77.21 c
ATOM 2680 CG LYS 3489 4.050 -27.727 -36.345 0.00 20.00 C
ATOM 2681 CD LYS 349 4.129 -26.225 -36.634 0.00 20.00 o}
ATOM 2682 CE LYS 349 5.498 -25.594 -36.352 0.00 20.00 lod
ATOM 2683 NZ LYS 348 6.618 -25.931 -37.228 0.00 20.00 N
ATOM 2684 C LYS 349 2.314 -29.974 -34.671 0.00 63.74 C
ATOM 2685 O LYS 349 3.149 -30.479 -33.927 0.00 61.45 (o]
ATOM 2686 N GLU 350 1.132 -29.450 -34.286 0.00 55.81 N
ATOM 2687 CA GLU 350 0.925 ~28.613 -33.104 0.00 51.60 o}
ATOM 2688 CB GLU 350 0.871 -29.365 ~31.778 0.00 49.17 C
ATOM 2689 CG GLU 350 -0.371 -30.242 -31.715 0.00 398.91 (o}
ATOM 2690 CD GLU 350 -0.495 -31.015 -30.400 0.00 41.57 C
ATOM 2691 OQEl1 GLU 350 -0.777 -30.428 -29.351 0.00 49,17 (o]
ATOM 2692 QEZ GLU 350 -0.335 -32.229 -30.458 0.00 37.27 (e}
ATOM 2693 C GLU 350 1.920 -27.446 -33.059 0.00 46.34 C
ATOM 26%4 © GLU 350 3.139 -27.582 -33.167 0.00 42,43 (o]
ATOM 2685 N ALR 351 1.276 -26.264 -32.953 0.00 43.46 N
ATOM 2696 CA ALA 351 1.984 -25.011 -33.209 0.00 41,15 Cc
ATOM 2697 CB ALA 351 1.629 -24.539 -34.623 0.00 37.86 C
ATOM 2698 ¢C ALA 351 1.549 -23.923 -32.219 0.00 42.11 C
ATOM 2699 O ALA 351 0.615 -24.094 -31.439 0.00 42.33 Q
ATOM 2700 N VAL 352 2.249 -22.771 -32.347 0.00 30.71 N
ATOM 2701 CA VAL 352 1.788 -21.575 -31.643 0.00 32.11 C
ATOM 2702 CB VAL 352 2.627 -21.268 -30.378 0.00 33.27 C
ATOM 2703 CGl1 VAL 352 1.870 -20.297 -29.457 0.00 29.92 C
ATOM 2704 CG2 VAL 352 3,072 -22.521 -29.616 0.00 36.39 C
ATCOM 2705 C vaL 352 1.957 -20.413 -32.613 0.00 31.49 (o]
ATOM 2706 O VAL 352 3,007 ~20.297 -33.233 0.00 31.37 o}
ATOM 2707 N ARG 353 0.929 -19.551 -32.671 0.00 31.19 N
ATOM 2708 CA ARG 353 1.066 ~18.223 -33.252 0.00 31.03 C
ATOM 2709 CB ARG 353 0.235 -18.054 -34.534 0.00 25.64 C
ATOM 2710 CG ARG 353 0.278 ~16.633 -35.134 0.00 22.73 C
ATOM 2711 Cb ARG 353 -0.561 -16.493 -36.408 0.00 20.84 C
ATOM 2712 ©NE ARG 353 -1.987 -16.574 -36.083 0.00 19.33 N
ATOM 2713 C€CZ ARG 353 -2.937 -16.413 -37.034 0.00 22.82 [of
ATOM 2714 NH1 ARG 353 -2.549 -16.207 -38.,290 0,00 27.5%5 N
ATOM 2715 NHZ ARG 353 -4.234 -16.457 -36,727 0.00 24.85 N
ATOM 2716 C ARG 353 0.8562 -17.269 -32.183 0.00 31.39 c
ATOM 2717 O ARG 353 -0.436 ~-17.520 ~31.512 0.00 31.97 8]
ATOM 2718 N VAL 354 1.330 -16.172 -32,074 0.00 31.34 N
ATOM 2718 Ca VAL 354 0.917 -15.065 ~31.235 0.00 30.76 C
ATOM 2720 CB VAL 354 2.141 -14.461 -30.527 0.00 27.08 C
ATOM 2721 CG1 VAL 354 1.791 -13.264 -25.636 0.00 26.65 c
ATOM 2722 CG2 VAL 354 2.918 -15.524 -29.747 0.00 26.74 C
ATOM 2723 C VAL 354 0.199 ~-14.060 -32.145 0.00 30.98 C
ATOM 2724 O VAL 354 0.667 -13.687 -33,218 0.00 31.21 0
ATOM 2725 N LED 355 -0.969 ~13.681 ~-31.622 0.00 31.28 N
ATOM 2726 Ca LED 355 -1.749 -12.604 -32.186 0.00 31.23 c
ATOM 2727 CB LEU 355 -3.,127 -13.191 ~32.545 0.00 27.66 C
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ATOM 2728 CG LEU 355 -4.15%8 -12.287 -33.244 0.00 22.18 c
ATOM 2729 CDl1 LEU 355 -4.617 -11.092 -32.405 0.00 11.06 C
ATOM 2730 Cb2z LEU 355 -3.719 -11.861 -34.643 0.00 22.54 c
ATOM 2731 C LEU 355 -1.735 -11.563 -31.071 0.00 31.79 c
ATOM 2732 0O LEU 355 -1.810 -11.893 -29.891 0.00 31.94 o
ATOM 2733 N VAL 356 -1.576 -10.303 -31.504 0.00 31.30 N
ATOM 2734 CA VAL 356 -1.580 -~5.178 -30.573 0.00 25.82 C
ATOM 2735 CB VAL 356 -0.156 =~-B8.824 -30.101 0.00 28.64 C
ATOM 2736 CG1 VAL 356 0.003 -7.410 -29.528 0.00 27.80 c
ATOM 2737 CG2Z VAL 356 0.361 -9.828 -29.064 0.00 30.86 c
ATOM 2738 C VAL 356 -2.264 -8.023 -31.314 0.00 29.37 C
ATOM 2738 ©O VAL 356 -1.704 -7.422 -32.226 0.00 29.87 0
ATOM 2740 N ASN 357 -3.509 -7.744 -30.885 0.00 2B.63 N
ATOM 2741 CAR ASKN 357 -4.211 -6.532 -31.296 0.00 28.77 c
ATOM 2742 CB ASN 357 -3.408 -5.295 -30.847 0.00 28B.65 c
ATOM 2743 CG ASN 357 -2.988 -5.429 -29.376 0.00 29.48 C
ATOM 2744 OD1l ASN 357 -3.694 -5,991 -28.547 0.00 32.72 0
ATOM 2745 ND2 ASN 357 -1.79%6 -4.885 -29.118 0.00 21.22 N
ATOM 2746 C  ASN 357 ~4.544 -6.465 -32.810 0.00 29.51 C
ATOM 2747 O  ASN 357 -4,496 ~-5.410 -33.421 0.00 29.85 0
ATOM 2748 N ASP 358 -4.893 -7.648 -33.350 0.00 30.14 N
ATOM 2749 CA ASP 358 -5.311 -7.865 -34.,751 0.00 29.80 c
ATOM 2750 CB ASP 358 -6.413 -6.905 -35,292 0.00 27.10 c
ATOM 2751 CG ASP 358 -7.842 -7.198 -34.785 0.00 30.87 C
ATOM 2752 ODl1l ASP 358 -8.010 ~-7.600 -33.648 0.00 24.87 0
ATOM 2753 O0OD2 ASP 358 -8.806 -7.047 -35.528 0.00 31.33 0
ATOM 2754 C  ASP 358 -4.117 -7.895 -35.733 0.00 30.06 c
ATOM 2755 O  ASP 358 -4,309 -8.099% -36.926 0.00 31.52 0
ATOM 2756 N  ALA 358 -2.909 -7.700 -35.185 0.00 29.44 N
ATOM 2757 CA BALA 359 -1.690 -7.927 -35.833 0.00 29.27 c
ATOM 2758 CB ALA 359 -0.711 -6.805 -35.590 0.00 27.82 o
ATOM 2759 C ALA 359 -1.154 -9.303 -35.521 0.00 29.44 c
ATOM 2766 © ALA 358 -0.976 -9.579 -34.336 0.00 30.43 0
ATOM 2761 N VAL 360 -0.917 -10.167 -36.527 0.00 28.54 N
ATOM 2762 CA VAL 360 -0.227 -11.412 -36.214 0.00 27.55 c
ATOM 2763 CB VAL 360 -0.377 -12.479 -37.316 0.00 19.62 C
ATOM 2764 CGl VAL 360 -1.793 -13.056 -37.287 0.00 19.67 C
ATOM 2765 CG2 VAL 360 -0.003 -11.99%4 -38.725 0.00 21.60 c
ATOM 2766 C VAL 360 1.224 -11.041 -35.944 0.00 28.50 C
ATOM 2767 O VAL 360 1.791 ~10.188 -36.625 0.00 28.49 0
ATOM 2768 N GLN 361 1.722 ~11.704 -34.885 0.00 28.84 N
ATOM 2769 CA GLN 361 3.031 -11.398 -34.363 0.00 29.66 c
ATOM 2770 CB GLN 361 3.007 -11.406 -32.829 0.00 29.50 c
ATOM 2771 CG GLN 361 2.098 -10.304 -32.255 0.00 25.30 C
ATOM 2772 CD GLN 361 2.543 -B.932 -32.786 0.00 25.04 C
ATOM 2773 OE1l GLN 361 3.734 ~8.678 -32.902 0.00 25.72 0
ATOM 2774 NE2 GLN 36l 1.584 -8.122 -33.255 0.00 22.21 N
ATOM 2775 C GLN 361 4.041 -12.391 -34.956 0.00 30.70 c
ATOM 2776 O GILN 361 3.829 -13.603 -34.949 0.00 30.60 0
ATOM 2777 N PRO 362 5.141 ~11.792 -35.504 0.00 31.17 N
ATOM 2778 CD PRO 362 5.484 -10.371 -35.391 0.00 30.B6 c
ATOM 2778 CA PRO 362 6.046 -12,529 -36.374 0.00 31.24 c
ATOM 2780 CB PRO 362 6.874 -11.437 ~36.934 0.00 30.70 c
ATOM 2781 CG PRO 362 6.906 -10.272 -35.950 0.00 30.30 c
ATOM 2782 ¢C PRO 362 6.904 -13.562 -35.651 0.00 31.88 c
ATOM 2783 O PRO 362 7.256 -14.596 -36.202 0.00 31.35 0
ATOM 2784 N LEU 363 7.217 -13.221 -34.3%0 0.00 32.28 N
ATOM 2785 CR LEU 363 8.029 -14.062 -33.502 0.00 33.69 c
ATOM 2786 CB LEU 363 7.345 -15.411 -33.196 0.00 34.47 c
ATOM 2787 CG LEU 363 5.816 -15.329 -33.040 0.00 32.72 c
ATOM 2788 CDl LEU 363 5.211 -16.689 ~32.671 0.00 29.71 c
ATOM 2789 CD2 LEU 363 5.355 -14,222 -32.076 0.00 34.44 C
ATOM 27%0 C LEU 363 9.476 -14.290 -34.006 0.00 34.17 c
ATOM 2791 © LEU 363 9.699 -15.080 -34.917 0.00 34.16 o]
ATOM 2782 N GLU 364 10.456 -13.650 ~33.310 0.00 35.12 N
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ATOM 2783 CA GLU 364 11.875 -13.931 -33.603 0.00 35.29
ATOM 27%4 CB GLU 364 12,737 -12.660 —-33.485 0.00 34.10
ATOM 2785 CG GLU 364 13.627 -12.452 -34.73% 0.00 42.56
ATOM 2796 CD GLU 364 12.549 -11.447 -35.687 0.00 42.95
ATOM 2797 OEl1 GLU 364 12.218 -11.842 -36.599 0.00 44.78
ATOM 2798 OEZ GLU 364 13.166 -10.241 -35.501 0.00 41.63
ATOM 2788 C GLU 364 12.478 ~15.016 -32.687 0.00 36.20
ATOM 2800 © GLU 364 13.224 -15.887 -33.125 0.00 36.78
ATOM 2801 XN PHE 365 12.124 -14.934 -31.387 0.00 36.81
ATOM 2802 CA PHE 365 12.554 -15.889 -30.364 0.00 37.54
ATOM 2803 CBR PHE 365 11.7%2 ~15.522 -29.06% 0.00 31.47
ATOM 2804 CG PHE 365 10.288 -15.398 -29.183 0.00 35.32
ATOM 2805 CDl PHE 365 9.470 -16.481 -28.8%9 0.00 37.18
ATOM 2806 CD2 PHE 365 5.682 -14.194 -25.564 0.00 33.82
ATOM 2807 CEl1 PHE 365 8.088 ~16.386 -28.992 0.00 34.58
ATOM 2808 CE2 PHE 365 8.301 ~14.081 -259.645 0.00 34.48
ATOM 2808 CZ PHE 365 7.501 -15.190 -29.372 0.00 35.26
ATOM 2B10 C PHE 365 12.466 -17.386 -30.828 0.00 38.90
ATOM 2811 O PHE 365 13.417 ~-18.172 -30.711 (.00 40.6¢4
ATOM 2812 N cYs 366 11.300 -17.669 -31.449 0.00 38.11
ATOM 2813 CA C¥S 366 11.055 -18.967 -32.067 0©.00 38.82
ATOM 2B14 CBR CY¥YS 366 8.72% -19.520 -31.551 0.00 29.14
ATOM 2815 SG CYS 366 8.351 -18.372 -31.743 0.00 25.65
ATOM 2B16 C CYs 366 11.103 -18.928 -33.612 0.00 39.74
ATOM 2817 © cyYs 366 11.403 -19.961 -34.209 0.00 40.79
ATOM  2B1B N GLY 367 10,807 -17.764 -34.240 0.00 39.42
ATOM 2819 CA GLY 367 10.975 -17.653 -35.683 0.00 38.50
ATOM 2820 C GLY 367 .753 -18.144 -36.469 0.00 38.32
ATOM 2821 O GLY 367 .738 -19.245 ~37.009 0.00 38.51
ATOM 2822 N GLY 368 .738 -17.261 ~-36.512 0.00 37.31
ATOM 2823 CA GLY 368 .492 -17,597 -37.171 0.00 36.69
ATOM 2824 C GLY 368 .619 ~-17.682 -38.702 0.00 36.66
ATOM 2825 © GLY 368 .381 -16.975 -39.358 0.00 37.77
ATOM 2B26 N VAL 369 .760 -18.588 -35.212 0.00 35.97
ATOM 2827 CA VAL 369 .400 ~18.731 -40.614 0.00 33.92
ATOM 2828 CB VAL 369 .557 -20.202 -41.071 0.00 25.01

ATOM 2828 CGl VAL 369
ATOM 2830 CG2 VAL 369
ATOM 2831 C VAL 369
ATOM 2832 © VAL 369
ATOM 2833 N ASP 370
ATOM 2834 CA BASP 370
ATOM 2835 CB ASP 370
ATOM 2836 CG AsP 370
ATOM 2837 OD1 ASP 370
ATOM 2838 OD2 ASP 370
ATOM 2839 ¢ ASP 370
ATOM 2840 © ASP 370
ATOM 2841 N GLY 371
ATOM 2842 CA GLY 371
ATOM 2843 C GLY 371
ATOM 2844 © GLY 371
ATOM 2845 N VAL 372
ATOM 2846 CA VAL 372
ATOM 2847 CB VAL 372
ATOM 2848 CGl VAL 372
ATOM 2849 CG2 VAL 372
ATOM 2850 C VAL 372
ATOM 2851 © VAL 372
ATOM 2852 N CYs 373
ATOM 2853 CA CY¥S 373
ATOM 2854 CB CYS 373
ATOM 2855 sG CYs 373
ATOM 2856 ¢ CYs 373

ATOM 2857 O CYs 373

.5968 -21.233 -40.094 0.00 30.32
.052 -20.443 -42.495 0.00 27.26
.963 -18.204 -40.714 0.00 33.52
.020 -18.795 -40.183 0.00 33.78
.877 -16.993 -41.31% 0.00 33.05
.744 -16.085 -41.095 0.00 32.05
.557 ~16.337 -42.052 0,00 35.18
.755 -15.773 -43.462 0.00 41.63
.787 -15.309 -44.049 0.00 44.49
.B65 ~15.779 -43.878 0.00 43.42
.282 -16.135 -35.626 0.00 30.9%0
.166 -16.526 -38.301 0.00 31.36
.213 -15.736 -38.736 0.00 29.05
.893 -15.686 -37.301 0.00 27.25
.653 -17.047 ~36.592 (0.00 26.67
.622 -17.105 -35.366 0.00 26.16
.490 -1B.138 -37.378 0.00 26.06
.378 -19.446 -36.726 0.00 25.72
.654 -20.455 ~-37.638 0.00 24.00
.547 ~-21.840 ~-36.974 0.00 26.39
.271 ~19.542 -38.057 0.00 22.33
.783 -19.863 -36.358 0.00 25.01
.610 -20.192 ~37.229% 0.00 25.70
.971 -20.152 -35.043 0.00 24.40
.103 -20.872 -34.455 0.00 24.75
.598 -20.124 -33.221 0.00 22.74
.722 ~18.784 -33.625 0.00 26.39
.697 -22.290 -34.014 0.00 24.9%8
.538 -22.683 -34.033 0.00 25.84
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ATOM 2858 N GLU 374 6.717 -23.076 -33.624 0.00 24.05 N
ATOM 2858 CA GLU 374 6.442 ~-24.438 -33.178 0.00 22.32 c
ATOM 2860 CB GLU 374 7.651 -25.288 -33.54% 0.00 14.72 c
ATOM 2861 CG GLU 374 7.437 -26.806 -33.438 0.00 15.44 c
ATOM 2862 CD GLU 374 8.705 -27.454 -32.8%% 0.00 16.24 C
ATOM 2863 OEl GLU 374 9.434 -28.083 -33.65%3 0.00 24.22 0
ATOM 2864 OE2 GLU 374 8.968 -27.331 -31.707 0.00 23.78 0
ATOM 2865 C GLU 374 6.216 -24.482 -31.666 0.00 22.87 C
ATOM 2866 O GLU 374 6.758 -23.680 -30.906 (.00 22.72 0
ATOM 2867 N LEU 375 5.381 -25.479 -31.282 0.00 23.46 N
ATOM 2868 CA LEU 375 5.027 ~25.769 -29.896 0.00 24.27 c
ATOM 2865 CB LEU 375 4.219 -27.087 -29.803 0.00 21.60 C
ATOM 2870 CG LEU 375 2.998 -26.975 -28.876 0.00 22.87 c
ATOM 2871 CD1 LEU 375 1.910 -26.135 -29.555 0.00 19.72 c
ATOM 2872 CD2Z LEU 375 2,463 -28.362 -28.487 0.00 24.59 c
ATOM 2873 C LEU 375 6.258 -25.805 -28.891 0.00 25.89 C
ATOM 2874 © LEU 375 6.406 -24.994 -28.082 (.00 27.38 0
ATOM 2875 N SER 376 7.120 -26.804 -29.267 0.00 26.84 N
ATOM 2876 CA SER 376 B.273 -26.989 -28.3%7 0.00 28B.73 c
ATOM 2877 CB SER 376 8.866 -28.386 -28.620 0.00 29.15 c
ATOM 2878 OG SER 376 7.845 ~29.366 -28.695 0.00 34.83 0
ATOM 2878 C SER 376 9.332 -25.864 -28.543 0.00 30.09 C
ATOM 2880 ©O SER 376 10.047 -25.570 -27.595 0.00 30.63 o)
ATOM 2881 N ALR 377 9.372 ~25,247 -29.747 0,00 31.13 N
ATOM 2882 CA ALA 371 10.361 -24.199 -30.035 0.00 31.93 c
ATOM 2883 CB ALA 371 10.502 ~24.016 -31.539 0.00 24.80 c
ATOM 2884 C ALA 377 9.992 -22.848 -28.402 0.00 32.39 c
ATOM 2885 O ALA 3717 10.836 -22.044 -29.022 0.00 32.55 0
ATOM 2886 N PHE 378 8.669 ~22.685 ~-25.286 0.00 32.08 N
ATOM 2887 CR PHE 378 8.084 -21.530 -28.616 0.00 33.00 C
ATOM 2888 CB PHE 378 6.552 -21.652 -28.608 0.00 28.97 c
ATOM 2888 CG PHE 378 5.888 -20.369 -28.204 0.00 25.72 C
ATOM 2880 CDl PHE 378 5.508 -18.475 -28.192 0.00 25.8B6 C
ATOM 2891 CD2 PHE 378 5.637 -20.056 -26.871 0.00 24.55 c
ATOM 2892 CEl1 PHE 378 4,871 ~18.282 -28.862 0.00 26.35 c
ATOM 2883 CE2 PHE 378 4,996 -18.870 -26.537 0.00 24.40 C
ATOM 2884 CZ PHE 378 4.606 -17.988 -27.536 0.00 25.84 c
ATOM 2895 C PHE 378 8.590 -21.459 -27.177 0.00 33.56 c
ATOM 289¢ ©O PHE 378 8.970 -20.418 -26.661 0.00 33.37 0
ATOM 2897 N VAL 379 8.515 ~-22.660 -26.574 0.00 32.89 N
ATOM 2898 CA VAL 379 9.015 -22.868 -25.234 0.00 32.75 C
ATOM 2899 CB VAL 378 B.623 -24.273 -24.760 0.00 26.11 c
ATOM 2900 CGl1 VAL 379 9.308 -24.689 ~-23.442 0.00 20.94 c
ATOM 2901 CG2 VAL 378 7.100 -24.411 -24.673 0.00 24.32 c
ATOM 2%02 C VAL 379 10.523 -22.648 -25.240 0.00 33.65 c
ATOM 2903 © VAL 379 10.988 -21.678 -24.650 0.00 33.91 0
ATOM 2904 N GLU 380 11.247 -23.566 -25.933 0.00 0.00 N
ATOM 2905 CA GLU 380 12.705 -23.55% -25.991 0.00 0.00 C
ATOM 2906 CB GLU 380 13.214 -24.432 -27.152 0.00 0.00 c
ATOM 2807 CG GLU 380 13.414 ~25,904 -26,765 0.00 0.00 C
ATOM 2508 CD GLU 380 14.627 -26.028 -25.834 0.00 0.00 c
ATOM 2809 OE1l GLU 380 15.737 -26.203 -26.338 0.00 0.00 0
ATOM 2910 OE2 GLU 380 14.477 -25,923 -24.617 0.00 0.00 0
ATOM 2911 C GLU 380 13.283 -22.158 -26.087 0.00 0.00 C
ATOM 2812 © GLU 380 14.311 -21.859 -25.471 0.00 0.00 0
ATOM 2913 N SER 381 12,595 -21.310 -26.894 0.00 36.50 N
ATOM 2914 Ca SER 381 12.896 ~15.870 -27.036 0.00 36.04 c
ATOM 2815 CB SER 381 11.626 -19.055 -27.293 0.00 36.35 C
ATOM 2816 OG SER 381 11.112 -18.284 -28.576 0.00 38.67 0
ATOM 2917 ¢ SER 381 13.525 ~19.233 ~25.780 0.00 36.34 c
ATOM 2818 © SER 381 14.557 -18.573 ~25.781 0.00 38.23 o]
ATOM 2818 N GLN 382 12.755 -19.462 -24.732 0.00 36.12 N
ATOM 2920 CA GLN 382 12.951 -1B.B12 -23.470 0.00 34.70 C
ATOM 2921 CB GLN 382 11.674 -19.068% -22.650 0,00 27.72 C
ATOM 2922 CG GLN 382 10.388 -18.551 -23.330 0.00 24.90 C
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ATOM 2923 CD GLN 382 10.577 -17.098 -23.753 0.00 27.65 C
ATOM 2924 OEl GLN 382 10.825 -16.790 -24.915 0.00 22.40 0
ATOM 2925 NEZ GLN 382 10.571 -16.258 -22.708 0.00 30.03 N
ATOM 2926 C GLN 382 14.191 -19.365 -22.777 0.00 34.01 c
ATOM 2927 O GLN 382 14.096 -20.229 -21.915 0.00 33.75 0-
ATOM 2928 N THR 383 15,342 -18.777 -23.147 0.00 33.80 N
ATOM 2929 CA THR 383 16.366 -18.640 -22.112 0.00 34.30 c
ATOM 2930 CB THR 383 17.771 -18.519 -22.727 0.00 30.44 c
ATOM 2931 OGl THR 383 18.758 -18.316 -21.739 0.00 32.90 o]
ATOM 2932 CG2 THR 383 17.915 -17.440 -23.797 0.00 13.95 c
ATOM 2833 C THR 383 15.910 -17.401 -21.33% 0.00 34.88 c
ATOM 2934 O© THR 383 15.334 -16.506 -21.953 0.00 35.30 (¢}
ATOM 2935 N TYR 384 16.089 -17.446 -20.012 0.00 0.00 N
ATOM 2936 CA TYR 384 15.500 -16.486 -19.080 0.00 0.00 c
ATOM 2937 CB TYR 384 15.081 -15.133 ~-198.6%95 0.00 0.00 o}
ATOM 2938 CG TYR 384 14,620 -14.159 -18.655 0.00 0.00 of
ATOM 2939 CD1 TYR 384 15.511 -13.251 -18.106 0.00 0.00 C
ATOM 2540 CEl1 TYR 384 15.106 -12.437 -17.062 0.00 0.00 C
ATOM 2941 CD2 TYR 384 13.302 ~14.176 -18.206 0.00 0.00 c
ATOM 2842 CE2 TYR 384 12,905 -13.381 -17.152 0.00 0.00 c
ATOM 2943 CZ TYR 384 13.824 -12.539 -16.566 0.00 0.00 c
ATOM 2944 OH TYR 384 13.457 -11.807 -15.471 0.00 0.00 o]
ATOM 2945 C TYR 384 14.336 -17.161 -18.373 0.00 0.00 c
ATOM 2846 O TYR 384 14.423 -17.502 -17.201 0.00 0.00 0
ATOM 2847 N ALA 385 13.216 ~17.245 -19.110 0.00 33.73 N
ATOM 2948 CA 2ALA 385 11.954 -17.353 -18.383 0.00 33.39 c
ATOM 2948 CB ALA 385 10.750 -17.037 -19.281 0.00 33.58 c
ATOM 2850 C ALA 385 11.780 -18.715 ~17.728 0.00 33.41 C
ATOM 2951 O© ALA 385 11.161 -18.827 -16.680 0.00 33.36 0
ATOM 2952 N ARG 386 12.312 -19.731 -18.415 0.00 33.76 N
ATOM 2953 CA ARG 386 12.041 -21.104 -18.030 0.00 33.78 C
ATOM 2954 CB ARG 386 12.3985 -21.968 -15.213 0.00 29.82 c
ATOM 2955 CG ARG 386 11.267 -21.990 -20.228 0.00 30.58 c
ATOM 2856 CD ARG 386 11.564 -22.969 -21.348 0.00 33.21 C
ATOM 2957 NE ARG 386 12.961 -22.854 -21.747 0.00 38.55 N
ATOM 2958 CZ ARG 386 13.588 -23.865 -22.389 0.00 45.55 C
ATOM 2959 NH1 ARG 386 13.049 -25.079 -22.498 0.00 45.18 N
ATOM 2960 NH2 ARG 386 14.772 ~23.664 -22.950 0.00 48.29 N
ATOM 2861 C ARG 386 12.B41 -21.506 -16.806 0.00 34.24 C
ATOM 2962 O ARG 386 12.384 ~22.276 -15.973 0.00 33.55 0
ATOM 2963 N GLU 387 14.027 -20.889 -16.745 0.00 35.81 N
ATOM 2564 CA GILU 387 14.929 -21.039 -15.622 0.00 36.860 o
ATOM 2965 CB GLU 387 16.371 -20.886 -16.133 0.00 33.38 c
ATOM 2966 CG GLU 387 16.660 -19.578 -16.893 0.00 34.37 c
ATOM 2967 CD GLU 387 17.661 -19.767 -18.031 0.00 38.33 c
ATOM 2968 OEl GLU 387 18.861 -19.640 -17.782 0.00 44.34 0
ATOM 2569 OE2 GLU 387 17.216 -20.045 ~19.151 0.00 37.68 o
ATOM 2970 C GLU 387 14.493 -20.140 -14.459 0.00 37.0%9 C
ATOM 2971 © GLU 387 14.886 -20.376 ~-13.324 0.00 37.06 0
ATOM 2972 N ASN 388 13.594 -19.1%2 -14.805 0.00 37.10 N
ATOM 2873 CA ASN 388 12.500 -18.749 -13.941 0.00 36.45 o
ATOM 2974 CB ASN 388 11.558 -19,947 ~13.734 0.00 35.79 C
ATOM 2975 CG ASN 388 10.196 -19.496 -13.231 0.00 34.06 c
ATOM 2976 OD1 ASN 388 9.845 -19.685 -12.079 0.00 31.69 0
ATOM 2377 ND2 ASN 388 9.468 -18.862 -14.158 0.00 36.14 N
ATOM 2978 C ASN 388 13.022 -18.146 -12.617 0.00 36.35 C
ATOM 287% 0 ASN 388 12.759 -1B.651 ~11.527 0.00 37.08 0
ATOM 2880 N GLY 389 13.883 -17.123 -12.756 0.00 43.23 N
ATOM 2981 CA GLY 389 14.220 -16.359 -13.546 0.00 44.87 c
ATOM 2982 C GLY 389 15.735 -16.346 -14.038 0.00 47.35 o
ATOM 2983 © GLY 389 16.424 -16.942 -13.209 0,00 48.83 0
ATOM 2884 N GLN 380 16.169 ~15.547 -15.028 0.00 20.00 N
ATOM 2985 CA GLN 390 17,574 -15.,199 ~15.1983 0.00 20.00 C
ATOM 2986 CB GLN 3%0 17.954 -15.665 -16.585 0.00 20.00 C
ATOM 2987 CG GLN 3590 19.417 ~15.461 -16.994 0.00 20.00 c
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ATOM 2988 CD GLN 380 15.438 -15.553 ~18.514 0.00 20.00 C
ATOM 2889 OEl GLN 380 18.695 -14.579 ~19.217 0.00 20.00 0
ATOM 2990 NE2 GLN 380 18.980 -16.747 -18.957 0.00 20.00 N
ATOM 2881 ¢C GLN 390 17.737 -13.666 -15.114 0.00 20.00 C
ATOM 2892 © GLN 380 17.745 -12.998 -16.137 0.00 20.00 0
ATOM 2993 N GLY 391 17.895 -13.125 -13.893 0.00 44.54 N
ATOM 2594 Ca GLY 381 18.107 -13.848 -12.645 0.00 44.5¢6 c
ATOM 2995 C GLY 381 17.772 -12.922 -11.483 0.00 45.33 c
ATOM 2996 O GLY 381 18.589 -12.617 -10.611 0.00 45.38 0
ATOM 23997 N ASP 392 16.512 -12.459 -11.550 0.00 45.62 N
ATOM 2998 CA ASP 392 16.172 -11.299 -10.733 0.00 45.99 C
ATOM 2999 CB ASP 392 1€.318 -10.012 -11.582 0.00 45.28 c
ATOM 3000 CG Asp 392 17.747 =-9.665 -12.021 0.00 45.72 C
ATOM 3001 OD1 ASP 392 18.408 -8.853 -11.367 0.00 48.42 0
ATOM 3002 OD2 ASP 392 18.219 -10.183 -13.02% 0.00 48.45 0
ATOM 3003 C  AsP 392 14.768 -11.401 -10.098 0.00 45.74 C
ATOM 3004 © ASP 3%2 14.127 -10.372 -9.9%906 0.00 46.12 0
ATOM 3005 N PHE 393 14.345 -12.637 -9.719 0.00 45.56 N
ATOM 3006 CA PHE 383 13.145 -12.711 -8.8B4 0.00 45.07 C
ATOM 3007 CB PHE 383 12.364 -14.018 -9.108 0.00 32.59 C
ATOM 3008 CG PHE 383 10.989 -13.926 -B.494 0.00 20.25 C
ATOM 3008 CD1 PHE 383 10.610 -14.779 -7.463% 0.00 15.47 C
ATOM 3010 CD2 PHE 383 10.086 -12.859 -8.914 0.00 19.44 C
ATOM 3011 CE1 PHE 383 9.382 -14.662 -6.833 0.00 13.08 C
ATOM 3012 CE2 PHE 383 8.861 ~12.825 -8.279 0.00 20.53 C
ATOM 3013 CZ PHE 383 8.501 -13.674 -7.241 0.00 11.71 c
ATOM 3014 C PHE 383 13.508 -12.399 -7.407 0.00 45.73 c
ATOM 3015 © PHE 383 12.773 -11.725 -6.687 0.00 45.31 0
ATOM 3016 X ALA 394 14.728 -12.819 -6.89%0 0.00 46.74 N
ATOM 3017 CA ALA 384 15.213 -12.325 =-5.702 0.00 47.96 C
ATOM 3018 CB ALA 384 16.367 -13.170 -5.158 0.00 45.87 C
ATOM 3018 C ALA 394 15.584 -10.824 -5.750 0.00 49.39 C
ATOM 3020 © ALA 354 15.262 -10.09%1 -4.827 0.00 50.95 0
ATOM 3021 W LYS 385 16.238 -10.3%2 -6.853 0.00 49.20 N
ATOM 3022 CA LYS 395 16.578 -8.871 -6.982 0.00 48.66 C
ATOM 3023 CB LYS 395 17.418 -8.676 -8.234 0.00 46.40 C
ATOM 3024 CG LYS 395 18.903 -9.027 -8.109 0.00 45.86 C
ATOM 3025 CD LYS 385 18.203 -10.531 -8.116 0.00 48.64 o
ATOM 3026 CE 1LYS 395 20.427 -10.853 ~8.873 0.00 51.96 C
ATOM 3027 NZ LYS 385 20.206 -10.586 -10.3%3 0.00 58.42 N
ATOM 3028 C LYS 385 15.309 -8.113 -7.032 0.00 48.82 C
ATOM 3028 © LYs 395 15.296 -6.954 -6.641 0.00 49.36 0
ATOM 3030 N CYs 396 14.223 -8.740 -7.504 0.00 49,05 N
ATOM 3031 ca CYs 386 12.919 -8.116 =-7.413 0.00 50.34 c
ATOM 3032 CB CYs 396 11.829 -8.969 -8.198 0.00 41.14 c
ATOM 3033 SG CYS 396 10.288 -9.201 -7.4%6 0.00 38.85 S
ATOM 3034 C CcYs 396 12.501 -7.884 -5.953 0.00 51.97 c
ATOM 3035 © CYs 396 11.982 -6.834 -5.608 0.00 51.74 ¢]
ATOM 3036 N GLY 397 12.748 -8.874 -5.08B6 0.00 53.22 N
ATOM 3037 CA GLY 397 12.338 -8.625 =-3.702 0.00 54.85 c
ATOM 3038 ¢ GLY 397 10.811 -8.438 -3.581 0.00 55.89 c
ATOM 303% © GLY 387 10.287 -7.653 -2.783 0.00 55.84 0
ATOM 3040 N PHE 398 10.123 -9.254 -4.400 0.00 56.89 N
ATOM 3041 CA PHE 398 B.681 -9.354 -4.178 0.00 58.18 c
ATOM 3042 CB PHE 398 7.989 -10.001 ~-5.381 0.00 47.91 c
ATOM 3043 CG PHE 398 6.508 -9.922 -5.165 0.00 38.29 c
ATOM 3044 CD1 PHE 398 5.785 -11.035 -4.837 0.00 36.72 C
ATOM 3045 CD2 PHE 398 5.883 -B.694 ~-5.249 0.00 32.82 c
ATOM 3046 CE1 PHE 398 4.395 -10.505 -4.579 0.00 33.15 C
ATOM 3047 CE2 PHE 398 4.533 -B.558 -5.004 0.00 31.60 C
ATOM 3048 CZ PHE 398 3.783 -9.666 -4.671 0.00 33.30 C
ATOM 3049 C PHE 398 8.407 -10.180 =-2.914 0.00 60.26 C
ATOM 3050 © PHE 398 8.310 -11,3%5 -2.980 0.00 60.24 o]
ATOM 3051 N VAL 399 8.242 ~9.464 ~1.783 0.00 0.00 N
ATOM 3052 Cca VAL 388 7.864 -10.116 ~0.5335 0.00 0.00 C
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ATOM 3053 CB VAL 389 8.386 -5.283 0.660 0.00 0.00 c
ATOM 3054 CG1 vaL 399 8.132 -9.947 2.020 0.00 0.00 c
ATOM 3055 CG2 vaL 388 9.888 -9.017 0.523 0.00 0.00 C
ATOM 3056 cC VAL 398 6.320 -10.276 -0.501 0.00 0.00 c
ATOM 3057 © VAL 399 5.561 -9.327 -0.728 0.00 0.00 o}
ATOM 3058 N PRO 400 5.836 -11.505 -0.198 0.00 67.95 N
ATOM 3059 CD PRO 400 6.606 -12.734 =-0.020 0.00 68.35 c
ATOM 3060 CA PRO 400 4.404 -11.689 0.013 0.00 69.31 c
ATOM 3061 CB PRO 400 4.223 -13.204 0.109 0.00 65.06 C
ATOM 3062 CG PRO 400 5.585 -13.702 0.577 0.00 68.86 c
ATOM 3063 C PRO 400 3.956 -10.890 1.263 0.00 70.48 C
ATOM 3064 O PRO 400 4.774 -10.547 2.115 0.00 70.91 0
ATOM 3065 N SER 401 2.663 -10.529 1.242 0.00 0.00 N
ATOM 3066 CA SER 401 2.069 -9.534 2.127 0.60 0.00 c
ATOM 3067 CB SER 401 1.55%4 -8.365 1.238 0.00 o0.00 c
ATOM 3068 OG SER 401 1.860 -8.569 -0.114 0.00 0.00 0
ATOM 3069 cC SER 401 0.913 -10.17¢ 2.8%38 0.00 0.00 C
ATOM 3070 OCT1 SER 401 1.034 -11.306 3.375 0.00 0.00 o]
ATOM 3071 OCT2 SER 401 ~0.118 ~89.,555 3.158 0.00 0.00 0
END
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