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FIG. 7
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APPARATUS AND METHOD FOR
ELEMENTAL ANALYSIS OF PARTICLES BY
MASS SPECTROMETRY

CROSS-REFERENCE TO RELATED
APPLICATION

This application is a divisional patent application based on
U.S. application Ser. No. 11/838,353, filed Aug. 14, 2007,
which claims the benefit of U.S. Provisional Application No.
60/837,605, filed Aug. 15, 2006, the entire contents of which
are each incorporated by reference, including all appendices
and other documents attached thereto.

INCORPORATION BY REFERENCE

This application incorporates by reference:

U.S. Patent Publication No. 200510218319 entitled
“Method and apparatus for flow cytometry linked with
elemental analysis” published 6 Oct. 2005;

U.S. Pat. No. 4,490,806 issued 25 Dec. 1994,

U.S. Pat. No. 4,583,183 issued 15 Apr. 1986;

U.S. Pat. No. 5,367,162 issued 22 Nov. 1994,

U.S. Provisional Application No. 60/772,589 entitled
“Quantitation of cell numbers and cell size using metal label-
ing and elemental mass spectrometry” filed 13 Feb. 2006;

Ornatsky et al., Journal of Immunological Methods 308,68
(2006);

Sirard et al., Blood, 83,1575 (1994);

PDA 1000 1 GHz Waveform Digitizer Product Information
Sheet, Signatect Inc., 1138 E. Sixth Street, Corona, Calif.
92879-1615, U.S.A.; and

Piseri et al., Review of Scientific Instruments, 69,1647
(1998),

including all appendices and other documents attached
thereto.

FIELD OF THE INVENTION

The invention relates to elemental analysis of particles by
mass spectrometry.

SUMMARY OF THE INVENTION

The invention provides systems, methods, devices, and
computer programming useful for, among other purposes,
operating a mass spectrometer and tending to reduce mass
spectrometry data generation rate, and/or for reducing the
amount of data intended for processing, such as for storing in
a computer volatile memory and for recording into a com-
puter non-volatile memory, during the analysis of individual
particles. The described system and methods operate can
operate with a mass analyzer that provides for temporal sepa-
ration of charged particles within a flow of charged particles,
based on mass and/or mass-charge ratio. The individual par-
ticles include, for example, biological cells that contain
elemental information, or elementally-coded beads. How-
ever, the invention is relevant to the analysis of any kind of
small particles.

For example, in one aspect the invention provides methods
and means for operating a detection system for mass spec-
trometry of individual particles using a time-of-flight mass
spectrometer. In particular, the invention provides methods
for reducing the TOF-MS data generation rate by sampling of
the TOF-MS detector waveform predominantly in one or
more primary mass-to-charge ratio channels for most mass
spectrometer sampling cycles and initiate sampling in the
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2

other than primary mass-to-charge ratio channels only when
the data obtained for the primary mass-to-charge ratio chan-
nels satisfy predetermined selection criteria. The data can be
sampled in one or more single sampling cycle mass spectra as
appropriate for a desired application.

The time window which is sampled in each single TOF-MS
spectrum can correspond to the time window in which the
ions of a staining element that is present in the cell or the
particle being characterized and is relatively absent in the
absence of the cell or the particle, can produce a signal at the
TOF-MS detector. In the event that the signal within this time
window is above a certain threshold (i.e. the staining element
is present), the presence of a particle in the mass spectrometer
is recognized and detection is activated in at least one other
time window. This detection in the other time window(s) can
be activated for the same single mass spectrum, if the “stain-
ing” element characterizing the presence of the cell or the
particle is the lightest among the elements of interest and thus
arrives at the detector before other ions of interest. Alterna-
tively, detection in the other time window(s) can be activated
for a set number of consecutive single spectra, or until the
“staining” element signal falls below a designated threshold,
thus allowing detection of any number of elements of interest
from the cell, including those that are lighter than the “stain-
ing” element. “Staining” of the cells can be achieved by any
method consistent with the processes and objectives dis-
closed herein, including for example the method described in
U.S. provisional patent application Ser. No. 60/772,589 filed
Feb. 13, 2006 “Quantitation of cell numbers and cell size
using metal labeling and elemental mass spectrometry” by
Ornatsky and Baranov, which is incorporated here by refer-
ence. There can be more than one staining element which
indicates that a particle to be analyzed is present in the mass
spectrometer. In such case, analysis of the particle can be
activated on a condition that a pre-selected function of the
signals of the detected staining elements (for example, the
sum of the intensities of the staining elements signals) satis-
fies pre-defined criteria.

The methods of the present invention can be employed to
significantly reduce the rate of data generation by detecting
only a small part of the full mass spectra between the particle-
induced events. The data generation rate is thus better suited
for data transfer without loss of significant data. The presence
of the staining element is detected either by the TOF-MS
detector or independently of the TOF-MS detector means.

In an aspect of the invention, the signal that indicates the
presence of a particle in the mass spectrometer can be
detected by other elements that the main ion detector which
provides mass resolved data. In such case, the system can
comprise one or more auxiliary detectors. This signal can be
induced by ions, photons or electrons produced by the ion
source, or by a neutral component of the particle which sur-
vived through the ion source in un-ionized state.

In another aspect of the invention, the time window which
is sampled in each single mass spectrum, contains all
expected times of arrival of the ions of interest (i.e., all mass-
to-charge ratio channels of interest), including the ions of
staining elements. However, only the data from the primary
mass-to-charge ratio channels, which can be referred to as a
primary detection group, that correspond to one or more
particle staining element, are transferred for further process-
ing. Only when the data from these first time windows satis-
fies pre-defined selection criteria, the data from other time
windows, which can be referred to as a secondary detection
group, are transferred for further processing. As a result, the
amount of data which is always processed can be kept low and
only increases to process a more detailed set of data/informa-
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tion only in the event when the primary time windows data
indicate the presence of the particle.

In another aspect of the invention, the time window which
is sampled in each single mass spectrum contains all mass-
to-charge ratio channels of the ions of interest, including the
ions of staining elements. All data from the time window is
transferred and processed for each single mass spectrum, the
processing including, for each mass-to-charge ratio, ion
counting or summing of all signals within the pre-selected
time window corresponding to a particular mass-to-charge
ratio. The resulting data contain for each single mass spec-
trum a plurality of single integral values of a signal strength
for each mass-to-charge ratio. Only when the processed data
in the mass-to-charge ratio channels selected as a primary
detection group satisty pre-selected criteria, the processed
data for the single mass spectrum is stored.

In another aspect of the invention, the criterion for select-
ing the data as eligible for sampling, transfer, processing or
recording involves the data from the primary time windows
from more than one sequential single mass spectrum, for
example, from a group of consecutive mass spectra duration
of which is approximately the same as the duration of the
presence of the particle or particle-induced ion cloud in the
mass spectrometer.

Another aspect of the invention provides a mass spectrom-
eter for elemental analysis of individual particles, which com-
prises means to introduce particles into the mass spectrom-
eter, an ion source to vaporize, atomize and ionize at least
some of the elements associated with the particle, a mass
analyzer to separate the ions according to their mass-to-
charge ratio, an ion detector to detect the mass-to-charge
separated ions, a digitizing system to digitize the output of the
ion detector, means to transfer, process and record the data,
means to detect the presence of a particle in the mass spec-
trometer, and means to synchronize at least one of the ion
detector, the digitizing system, or the means to transfer, pro-
cess and record the data with the means to detect the presence
of the particle in the mass spectrometer.

BRIEF DESCRIPTION OF THE DRAWINGS

The foregoing and other aspects of the invention will
become more apparent from the following description of
specific embodiments thereof and the accompanying draw-
ings which illustrate, by way of example only, the principles
of'the invention. In the drawings, where like elements feature
like reference numerals (and wherein individual elements
bear unique alphabetical suffixes):

FIG. 1 shows a block-diagram of an exemplary apparatus
according to the invention.

FIG. 2 is a schematic diagram of an example of a time-of-
flight mass spectrometry apparatus suitable for analysis of
individual cells, beads or other particles in accordance with
the invention.

FIG. 3 shows a mass spectrum for a typical analysis of
biological cells that contain multiple lanthanide-tagged anti-
body-antigen conjugates.

FIG. 4 shows 83 consecutive single TOF-MS spectra
obtained for the sample of cells that are stained with Rh-
containing staining molecule and contain lanthanide-tagged
antibodies conjugated to antigens of interest.

FIG. 5 shows an ion signal for the cell staining element
(Rh+) for the 83 consecutive single TOF-MS spectra of FIG.
3.

FIG. 6 shows a flow chart of an example of how a method
according to the invention can be applied for reduction of the
data generation rate.
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FIG. 7 shows a flow chart of an example of a method
according to the invention as applied to reduction of the load
of the data to be processed and stored.

FIGS. 8A-1 through 8A-5 and 8B show results of applica-
tion of the exemplary method shown in FIG. 7 to the data
processing of the experimental data for biological cells
stained with Ir and immuno-stained with Th-CD-45, Ho-CD-
38 and Tm-CD-34 antibodies, with FIGS. 8 A-1 through 8 A-5
showing all the data obtained for 165000 single sampling
cycle mass spectra, and FIG. 8B showing the data processed
according to a method of the invention.

DEFINITIONS

Staining element: is any atomic element or isotope present
in the particle or biological cell which can be analyzed by the
disclosed apparatus and method. The element can be natu-
rally present in the cell or particle, or can be an element that
is purposely added to the cell or particle. For example, some
cells may be abundant in Zn or Fe. Alternatively, a staining
element can be specifically added (or tagged) into the cell or
particle, by any method consistent with the disclosure herein,
including but not limited to using a metalointercalator to label
the DNA or permeated into the cell or added by an element-
tagged antibody.

Presence of a particle in a mass spectrometer: includes the
fact of presence of the particle itself or observable effects
induced by the particle. For example, characteristics of an
inductively coupled plasma ion source can change when a
particle or a biological cell passes through the inductively
coupled plasma. Such characteristics can include, but are not
limited to, changes in the light emission characteristics of the
plasma due to suppressed excitation of the plasma gas or
excitation of species present in a cell or a particle, changes of
an electrical parameter of the plasma as a consequence of the
passage of a particle or a biological cell through the plasma,
or changes in the radio-frequency or in the direct current
potential in or in the vicinity of the plasma. One of the pro-
cesses, or effects, induced by a particle is an ion cloud pro-
duced from the material associated with the particle, which,
when detected, indicates the presence of the particle in the
mass spectrometer.

A single mass spectrum can include a waveform and raw
and processed data associated with the waveform, that are
collected in a single sampling cycle for example after a single
ion beam modulation event is applied in a mass spectrometer
(such as an exemplary time-of-flight apparatus described
below). For example a packet of ions in the acceleration
region pushed by appropriately arranged electrical pulses into
the flight tube. This can also be referred to as single sampling
cycle mass spectra.

Time-of-flight cycle is the period between consecutive
single ion beam modulation events.

Elemental code is a composition of a particle or cell with
respect to at least two isotopes of the same or different ele-
ments that are present at a known or preset ratio of abun-
dances and that distinguish the particle or cell from particles
or cells of a different type. The isotopes may occur naturally
in the particle or cell, or may be purposely introduced in the
manner described for a staining element.

Ion detector includes any or all devices capable of collect-
ing one or more mass spectra, or of collecting signals induced
by a staining element.

Data generation rate is the rate at which the digitized rep-
resentation of a single mass spectrum is produced. For
example, if a waveform representing a single mass spectrum
is of the duration of 10 microseconds, and its features require
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sampling of the waveform with accuracy of 1072% in time
and 0.4% in signal strength, the waveform needs to be
sampled every 1 nanosecond and with 250 levels of signal
strength, resulting in approximately 10000x8 bit=10 kilobyte
(kB) of datain 10 microsecond, or 1 gigabyte (GB) per second
data generation rate.

Data transfer rate is the rate at which a digitized represen-
tation of a single waveform can be transferred into a memory
storage device for further processing, including for example
compression or recording.

Spectrum generation frequency is the frequency at which
consecutive single mass spectra are generated.

A particle is any discrete object of a size suitable for mass
analysis by a mass spectrometer. For example, metal or metal
oxide powders used in different technological processes can
consist of 10 nm-100 pm particles. Other examples of par-
ticles include viral micro-organisms (viruses), debris of bio-
logical cells, whole biological cells, groups of biological cells
etc.

DETAILED DESCRIPTION OF THE PREFERRED
EMBODIMENTS

The description which follows, and the embodiments
described herein, are provided by way of illustration of
examples of particular embodiments of the principles of the
present invention. These examples are provided for the pur-
poses of explanation, and not limitation, of those principles
and of the invention.

Although the following description provides examples of
embodiments of the invention in Time-of-Flight mass spec-
trometry applications, it will be appreciated that in other
embodiments, other mass spectrometers may be employed,
including static mass spectrometers that separate ions of dif-
ferent mass-to-charge ratio by spatial dispersion, for
example, magnetic sector mass spectrometers. Other mass
spectrometers considered are dynamic mass spectrometers
that scan parameters of the analyzer in time in order to trans-
fer ions of different mass-to-charge ratio to a detector at
different times. In the description that follow, a detection
region of a mass spectrometer can include, depending on the
particular embodiment, the time frame or space frame for
detecting ions in a mass spectrometer. A sampling window is
a subset of the detection region, which for example can be a
time window that is smaller than the period of a sampling
cycle in an embodiment employing Time-of-Flight mass
spectrometry, or a part of a scan function of the analyzer
parameters in the case of dynamic mass spectrometers like
those based on RF quadrupoles or on various types of ion
traps. In exemplary embodiments utilizing mass spectrom-
eters dispersing ions in space, the detection region can be an
ion detector of the mass spectrometer, with a sampling region
being a limited portion of the ion detector, or, in case of the
instrument with plurality of ion detectors, a sub-set of ion
detectors.

Apparatus according to the invention can be described with
reference to FIG. 1. A particle to be analyzed by the apparatus
is introduced by the particle introduction system 1000. The
material associated with the introduced particle is vaporized,
atomized and ionized by the particle vaporizer, atomizer and
ionizer 1010, and ions associated with the particle are pro-
duced. The ions are separated according to their charge-to-
mass ratio by the lon mass-to-charge ratio analyzer 1020, and
the separated ions are detected by the main ion detector 1030.
During times when there is no particle introduced or present
in the system, a particle presence detector 1080 does not
detect the presence of a particle. During such times, data
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collected by the main ion detector 1030, digitized by the
digitizer 1040, transferred by the digitized data transfer chan-
nel 1050, processed by the data processor 1060, and/or stored
by the data recorder 1070, is minimal and limited to the data
which can be used for the detection of the particle. For
example, the detector can be operated within a time window
in which only some ions associated with the particle, for
example, ions of the staining element, can be detected.

Alternatively or in addition, the data digitizer 1040 can be
operated to digitize only the data which originated from
within the time window where, for example, the staining
element can be detected. Alternatively or in addition, the data
transfer channel 1050 can transfer only data which originated
from the time window in which the ions of the, for example,
staining element can be detected. Alternatively or in addition
to the above, the data processor can process only the data
which originated from the time window where, for example,
the staining element can be detected. Alternatively or in addi-
tion, the data recorder stores only the data which originated
from within the time window where, for example, staining
element can be detected.

The particle presence detector detects the presence of par-
ticles in the system by detecting signals induced by either
ions, neutrals or electrons associated with the particle. The
signals can be detected by the components of the particle
presence detector 1080 which are distinct from the main ion
detector 1030, or which can use the minimal data collected by
the main ion detector 1030. The particle presence can also be
detected by the particle presence detector 1080 with the use of
the data digitized by the data digitizer 1040 or by use of the
data processed by the data processor 1060. When the pres-
ence of a particle is detected, synchronizer 1090 can be acti-
vated and commands one or more of the ion detector 1030, ion
signal digitizer 1040, digitized data transfer channel 1050,
data processor 1060 and/or data recorder 1070 to either detect
ions from a wider time window or from additional time win-
dows, to digitize ion signals from a wider time window or
additional time windows, to transfer the data originating from
a wider time window or additional time windows, to process
data originating from a wider time window or additional time
windows, and/or record data from a wider time window or
additional time windows.

Synchronizer 1090 therefore can be used to synchronize
one or more other components of the mass spectrometer with
the presence of the particle. For example, if a particle is
present, such synchronization can be to permit detection of
more ions, such as in a secondary detection group or channels
(as described in more detail below). Additionally, if a particle
is present, it can be to digitize more data (such as data that are
already detected in full). Further, if a particle is present, it can
be to transfer more data (such as data already detected and
digitized in full). Still further, if a particle is present, it can be
to process more data (such as data that is already detected,
digitized and transferred in full). Further still, if a particle is
present, it can be for recording more data (again, such as data
that is already detected, digitized, transferred and processed
in full). As examples, the benefits of data savings can be
performed at different stages of the data collection, digitiza-
tion, transfer, processing or recording, as synchronized by
synchronizer 1090.

With reference now to a specific type of embodiment, the
detection of ion signals and data processing in Time-of-Flight
(TOF) Mass Spectrometry, and in particular methods of
operation of a detection system and apparatus for collecting
and storing Time-of-Flight Mass-Spectrometry data for
analysis of individual particles, is described below.
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Time-of-Flight Mass Spectrometers (TOF MS) operate on
the principle of measuring the time which ions travel over a
fixed distance, the time being usually proportional to the
square root of the mass-to-charge ratio of an ion and thus
being a measure of the mass of a detected ion. Ions that arrive
at an ion detector produce detector output signals which usu-
ally consist of a sequence of peaks each representing one or
more ions of a particular mass-to-charge ratio (m/z). Gener-
ally, the duration of each peak in the mass spectrum is less
than 100 nanosecond, and the total duration of the detector
output signal which represents ions of all masses (usually
called single mass spectrum) is of the order of 100 microsec-
ond. Such detector output signals are usually digitized in one
of two distinct ways: time-to-digital conversion or transient
recording. In a time-to-digital converter (TDC), a counter
associated with each arrival time window is incremented
when an event of ion arrival is detected within this window.
All events of ions arriving at a detector within a certain time
period (called “dead time” of the TDC, typically 5-20 ns) can
only be counted as one event. As a result, the TDC technique,
being an ion counting technique, has been limited by the
measurement time dynamic range and is not generally suit-
able for high dynamic range characterization of rapidly
changing ion beams.

One example of a rapidly changing ion beam occurs when
a small particle is ionized and produces an ion cloud that
rapidly changes in composition and/or ion density. TOF MS s
an example of a preferred method of analysis of ion clouds, in
a flow cytometer instrument with a mass spectrometer detec-
tor that measures elemental composition of a single biologi-
cal cell, or asingle bead particle, specifically for elements that
are attached to antibodies or other affinity reagents conju-
gated to their specific antigens, as described in the US patent
application #20050218319 Al “Method and apparatus for
flow cytometry linked with elemental analysis”, published on
Oct. 6, 2005. The typical duration of an ion cloud produced
from such a cell or bead in the ICP is 100-200 microsecond.
It is desirable to be able to analyze such a short ion cloud for
ions of multiple m/z with dynamic range of at least 4 orders of
magnitude.

Another way of digitization of the detector output signal is
the use of a transient recorder, in which all of the information
in the signal that represents a single TOF mass spectrum
(single transient) is captured and stored. For example, tran-
sient recorders, based on analog-to-digital converters (ADC),
are encountered in commercial Digital Storage Oscillo-
scopes.

It can be desirable in some circumstances to provide infor-
mation about the change in elemental composition of a par-
ticle-produced ion cloud during transient periods which can
last, for example, 100-200 microseconds. In such circum-
stances it can be desirable to collect and store multiple mass
spectra during such a relatively short period. The duration of
a single mass spectrum can desirably be of the order of 10-20
microsecond, allowing 5-20 spectra to be collected for a
single particle ion cloud. A typical width for a single mass
window in elemental TOF with a single mass spectrum dura-
tion of approximately 20 microsecond is 10-15 ns. A sam-
pling rate of 1 GHz or better can thus be desirable for char-
acterizing ion peak shapes. Such a high sampling rate and 10*
dynamic range requirement results in a data generation rate
well in excess of 1 GB/s. This is much higher than the fastest
data transfer rate (~250 MB/s) achievable with technology
known in the art.

One of the ways known in the art to match a high data
generation rate with slow data transfer capabilities such as
those of the current technology is to use integrating transient
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recorders, such as those described in U.S. Pat. No. 4,490,806,
issued Dec. 25 1984. In such devices, information from each
single mass spectrum is collected and then the information
from multiple sequential transients is summed in a high speed
memory register bank in a time-locked manner. Two or more
parallel memory banks can be used, with one bank used for
integrating the data while another one is used for the data
read-out and transfer. However, with such methods, informa-
tion from individual mass spectra can be lost, so it is not
suitable for tracking compositional changes between indi-
vidual mass spectra occurring during analysis of very short
duration ion clouds.

Another way to match high data generation rates with slow
data transfer capabilities is to filter the acquired data accord-
ing to chosen selection criteria, transferring only the data to
be stored and discarding the data to be ignored.

In a related technology, the signal detector means is turned
on in each mass spectrum only for a data collection time
window beginning just prior to the expected arrival time of
each of the plurality of the expected ion peaks, as described,
for example, in U.S. Pat. No. 5,367,162 issued Nov. 22, 1994.
In another technology, described in the U.S. Pat. No. 4,583,
183 issued Apr. 15, 1986, programmable masking means
masks in each mass spectrum the information from the time
windows in which the data are to be ignored. For such
devices, to achieve significant reduction of data generation
rates, data in each single mass spectrum which is to be stored
need to be separated by relatively long time windows from the
data to be ignored. For example, a 10-fold reduction in data
requires that in each single mass spectrum, the mass peaks of
20-50 ns duration be separated by 0.2-0.5 microseconds. For
asingle mass spectrum of 10-20 microsecond duration, which
is needed for the sampling of very short transients from indi-
vidual particles, the mass peaks of interest can be spaced
much closer in time.

In one type of embodiment, a time-of-flight mass spec-
trometer is provided, in which a method, and corresponding
computer program code, are implemented for sampling sig-
nal waveforms generated by the ion detector in predefined
time windows on each of the single time-of-flight spectrum
generation events, and where sampling of a signal waveform
generated by the ion detector in at least one additional time
window is provided in the event that the sampled signal in the
first window is above a pre-selected threshold.

Description of such embodiments may be provided by
using the example of a Time-of-Flight Mass Spectrometer
schematically shown in FIG. 2. FIG. 2 shows an example of a
schematic of a mass spectrometry-based flow cytometer suit-
able for use in implementing various aspects of the invention.
A sample 10, which can, for example, comprise a suspension
of'biological cells, is introduced through sample introduction
means 20 into a droplet generator 30 which produces droplets
40 at least some of which contain single cells. Means 50 for
deflecting the unwanted droplets are provided which allow
only wanted droplets 60 into the injector 70 of the induc-
tively-coupled plasma source 80, where at least part of the
material comprising cells is vaporized, atomized and ionized.

Ions from the cell material are introduced through a differ-
entially pumped interface 100 into the ion transport section
380 which can comprise an ion deflector 110, apertures 140,
170, an RF ion guide 150 connected to the means of genera-
tion of the necessary RF and/or dc voltages 160. This section
may include one or more ion collectors 120, 360, 350, con-
nected to at least one signal handling means 130. Ion deflector
110 can deflect at least a portion of the ions towards the ion
guide 150, which can transfer at least some ions through a set
of'ion optics 170 into the orthogonal accelerator 390, which
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can comprise a push-out plate 180, grids 181, 182, 183 and a
set of rings 185. In a usual operation, voltages are applied to
the elements that comprise the ion transport section 380 from
the appropriate voltage supplies (not shown) in such a manner
that a significant portion of the ions of interest are transported
into the orthogonal accelerator 390.

At the start of each time-of-flight cycle, a short push-out
voltage pulse can be applied to the push-out plate 180, and
pull-out voltage pulse may be simultaneously applied to the
grid 182; both can be supplied from the pulsing electronics
260. Such pulses can cause ions present between the plate 180
and the grid 181 to travel sideways through the accelerator
390, towards the grid 183, producing a short in the sideways
direction packet of ions that consists predominantly of the
ions that were between the plate 180 and the grid 181 at the
time of application of the pulses. The ions then can travel
through a field-free space 200 towards the ion reflector 220
which can comprise grids 184 and 210 and rings 205. At least
some of the ions can be reflected back and then travel in the
field-free space 200 through the grid 185 into the ion detector
240, in which the ions produce electron pulses which can be
amplified by an amplifier 270, producing an ion signal wave-
form corresponding to a single spectrum.

The ions’ arrival time at the detector depends on their
mass-to-charge ratio, m/z. The ions with the largest m/z arrive
at the detector latest. After a time interval sufficient for the
latest of the ions of interest to arrive at the detector, the cycle
may be initiated again by application of another set of pulses
to the plate 180 and the grid 182, which are kept between
pulses at voltages appropriate to allow at least some newly
delivered by the ion transport section 380 to travel between
the plate 180 and the grid 182. Several consecutive such ion
signal waveforms that are acquired on several consecutive
time-of-flight cycles are shown as 290. Time-of-flight instru-
ments known in the art sample consecutive single spectra
completely, for example, by analog-to-digital conversion of
complete ion signal waveforms, and transfer digitized data
describing such waveforms. In some embodiments, instru-
ments can include means 280 that can sample every ion signal
waveform predominantly in a relatively short time window
that corresponds to the arrival time of the staining element(s).

For instruments such as that shown in the example, Rh can
be selected as the staining element; however, any other ele-
ment inherently present or artificially incorporated into the
cell, canbe used. The means 280 sample the single ion spectra
predominantly in the time window 11 that corresponds to the
arrival time of Rh+. After the signal strength in the time
window 11 exceeds a pre-selected threshold 300, means 280
can start to sample single ion spectra additionally in at least
one more time window 41. Alternatively, instead of two or
more time windows, a single, longer time window can be
chosen for sampling. After a pre-selected number of single
spectra are sampled in two or more time windows (or a wider
single time window), a short window sampling in a time
window 11 can resume. Alternatively, multiple-window sam-
pling (or the longer window sampling) can continue until the
signal in the time window 11 falls below the pre-selected
threshold 300. Since time window 11 can be significantly
shorter than a single time-of-flight cycle (i.e., the period of a
sampling cycle), the amount of digital data generated can be
significantly reduced, and thus data transfer can occur in real
time, without information loss [for data of interest].

In another mode of operation of an instrument according to
such an embodiment, voltages supplied to one or more of the
ion transport section 380, the RF ion guide 150, the orthogo-
nal accelerator 390 and the reflector 220 can be applied in
such a manner that the presence of a staining element can be
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detected with use of one or more of ion collectors 120, 230,
350, 360, 370. Signals indicating the presence of staining
elements, after amplification and shaping by the signal han-
dling means 130, 250, 600, 450 and 500, respectively, can be
inputted into a logical device 400, which can generate a
triggering pulse to initiate sampling of the ion signal wave-
form in one or more time windows by the means 280. Voltages
applied to one or more of the ion transport section 380, the rf
ion guide 150, the orthogonal accelerator 390 and the reflec-
tor 220 can be changed after the ions from the cell materials
have produced signals on one or more of the collectors 120,
230, 350, 360, 370, in order to provide better transport of the
ions of interest to the detector 240 after the staining element
is detected. Operating an instrument in such a mode can allow
sampling of the ion signal waveform predominantly when the
cell or other particle of interest is present, and not sampling
the ion signal waveform when it is absent, thus reducing the
amount of generated data.

In another mode of operation, the instrument is operated
with one long sampling window or with a plurality of sam-
pling windows, which correspond to or cover arrival times for
ions of all mass-to-charge ratios of interest. However, only
data from the shorter time window 11, which corresponds to
aprimary detection group of mass-to-charge ratio channels, is
transferred for further processing. In the event that such pro-
cessing reveals that data in the sampling window satisfy cer-
tain criteria (indicating that a particle is present in the system,
for example, by signal strength for Rh+ or other staining
element being above certain threshold), data from other sam-
pling windows, such as for a secondary detection group of
mass-to-charge ratio channels, can be transferred. An advan-
tage of such mode is that the average data transfer rate can be
reduced.

In another mode of operation, all data obtained as
described in the previous paragraph is transferred; however,
only data from the primary mass-to-charge ratio channels is
used for processing. In the event that processing reveals that
data in the primary mass-to-charge ratio channels satisfy
certain criteria (indicating that a particle is present in the
system, for example, by signal strength for Rh+ or other
staining element being above certain threshold), data from
other sampling windows can be processed. Thus the average
load on the processor can be reduced.

In another mode of operation, all the data obtained as
described in the previous paragraph is transferred and pro-
cessed; however, only in the event that data in primary mass-
to-charge ratio channels satisfies pre-selected criteria, is the
data stored in a non-volatile memory. Thus the average load
on the disk recording system is reduced.

In another embodiment, a method of elemental analysis of
particles by mass spectrometry is provided, comprising the
steps of

a) defining a primary detection group consisting of one or
more mass-to-charge ratio channels of a mass spectrometer
based on anticipated elements associated with the particle;

b) defining a secondary detection group consisting of one
or more different to the first detection group mass-to-charge
ratio channels of the mass spectrometer;

¢) defining a function having as arguments the data col-
lected in the primary detection group in one or more sampling
cycles;

d) defining at least one selection criterion for evaluating the
function as indicating a presence of a particle in the mass
spectrometer;
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e) acquiring the first data in the plurality of mass-to-charge
ratio channels of the mass spectrometer which includes at
least the primary detection group, for at least one sampling
cycle;

f) in the event that the value of the function of the first data
satisfies the pre-defined selection criteria, use the data from
one or more of the first and the second detection group for the
analysis of the particle.

In some embodiments, data observed from the secondary
detection group of channels can also be used in the detection
of particles, for instance, such as when selection of the pri-
mary detection group of channels appear to be insufficient for
detection of the particle presence, the secondary group data
may be used. Additionally, in an embodiment there can also
be a wide detection time window which can include both
primary and secondary detection groups. Even in these
embodiments, the data processing and/or recording rate can
be reduced, since the data in both detection groups or wider
window would have already been collected

EXAMPLES OF OPERATION OF
EMBODIMENTS

Example 1

Reduction of data generation rate for apparatus operating
at a spectra generation frequency of 20 kHz.

In a particular embodiment cells can be stained with DNA-
specific metal intercalator labeled with rhodium, as described
in U.S. patent application # U.S. 60/772,589. Rh is a single
isotope element which can be detected at m/z=103.

In the TOF-MS apparatus of a particular geometry with the
parameters as per Table 1, in which the device reference
numbers 180, etc., correspond to reference numbers shown in
FIG. 2, the calculated expected pre-selected time window
within which most of Rh+ ions arrive at a detector is 12
nanosecond wide, spanning from 32.970 to 32.982 microsec-
ond. Calculated expected times of arrival for other elemental
ions of interest for detection in cells span from 33 to 46
microsecond (Table 2). The spectrometer can be operated at
20kHz spectrum generation (push-out) frequency, thus anion
cloud of 100-200 microsecond duration can be sampled with
2-4 single spectra. The detector output signal can for example
be sampled and digitized only in the time window of 12
nanosecond duration, which can be arranged by any method
compatible with the purposes described herein, including, for
example, by means that generate the trigger pulse for activat-
ing ADC acquisition or sampling which is delayed by 32.970
microseconds from the spectrum start trigger. The length of
the record can be set to be only 12 points, with sampling
frequency of the ADC of 1 GHz.

In an event that the staining element is detected in a time-
of-flight cycle (with sampling of the ion signal waveform
performed within only 12 ns time window), the sampling of
the ion signal waveform in a time window spanning from 33
to 50 microsecond can be activated for the next time-of-flight
cycle, so that the second half of the 100 microsecond long ion
cloud induced by the cell event may be sampled for all ele-
ments above 100 a.m.u. If the cells are introduced at 1000 Hz
frequency (as is desired in mass spectrometry based flow
cytometry), the average data generation rate is then 20.9
MB/s, which can be handled by the fast data transfer.
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TABLE 1

Parameters of the instrument operated

at 20 kHz push-out frequency

Plate 180-Grid 181 distance/mm 4.4
Grid 181-Grid 182 distance/mm 5

Grid 182-Grid 183 distance/mm 50
Grid 183-Grid 184 distance/mm 715
Grid 184-Plate 210 distance/mm 350
Grid 184-Grid 185 distance/mm 730
Plate 180 potential/V 350

Grid 181 potential/V 0

Grid 182 potential/V -391
Grid 183 and Liner 200 potential/V -4000
Plate 210 potential/V 350

TABLE 2

Calculated arrival time windows and segment start and stop
times for the instrument of parameters as per Table 1.

Segment Segment Number
Segment Isotopes  start time/ stop time/  of sample

# Elements m/z  microsecond microsecond  points

1 Rh 103 32.97 32.982 12

2 Ag 107 33.604 33.616 12

3 In 115 34.839 34.851 12

4 La 139 38.303 38.315 12

5 Ce 140 38.44 38.453 13

6 Pr 141 38.575 38.59 15

7 Nd 144 38.984 38.999 15

8 Sm 152 40.052 40.067 15

9 Eu 153 40.184 40.199 15
10 Tb 159 40.964 40.979 15
11 Dy 164 41.604 41.619 15
12 Ho 165 41.73 41.745 15
13 Er 166 41.856 41.872 16
14 Tm 169 42.233 42.249 16
15 Yb 174 42.852 42.868 16
16 Lu 175 42.975 42.992 17
17 Hf 180 43.585 43.602 17
18 Re 187 44.423 44.44 17
19 Ir 193 45.13 45.149 19
20 Pt 195 43.363 45.382 19
21 Au 197 45.596 45.615 19

In other embodiments, sampling in multiple short time
windows may be activated, the time windows being defined
by elements of interest that are expected to be present in cells.
Multiple elements can be artificially incorporated into cells
simultaneously by tagging affinity reagents, in order to per-
form a multilex single cell assay based on detecting multiple
tags simultaneously in one cell. For example, if a 20-plex
assay is based upon affinity reagents labeled with Ag, In, La,
Ce, Pr,Nd, Sm, Eu, Tb, Dy, Ho, Er, Tm, Yb, Lu, Hf, Re, I, Pt,
Au, twenty time windows required to detect major isotopes of
these elements can be activated, as shown in Table 2.

In practice, signal digitizers have limited time window
(also called segment) re-arm time (the time from the end of a
segment until a trigger will be accepted to begin another
segment acquisition), of for example 150 ns; see PDA1000 1
GHz Waveform Digitizer Product information Sheet, Sig-
natec Inc., 1138 E. Sixth Street, Corona, Calif. 92879-1615
USA. Using this particular board, only 15 segments can typi-
cally be utilized, as shown in Table 3.
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Segments for pre-selected elemental labels TOF-MS
detection allowing 150 ns for a segment re-arm time

Segment Segment Number
Segment Isotopes start time/ stop time/  of sample
# Elements m/z microsecond microsecond  points

1 Rh 103 32.97 32.982 12
2 Ag 107 33.604 33.616 12
3 In 115 34.839 34.851 12
4 La, Ce, Pr 139, 140, 141 38.303 38.59 287
5 Nd 144 38.984 38.999 15
6 Sm, Eu 152,153 40.052 40.199 147
7 Tb 159 40.964 40.979 15
8 Dy, Ho, Er 164, 165, 166 41.604 41.872 268
9 Tm 169 42.233 42.249 16
10 Yb, Lu 174, 175 42.852 42.992 140
11 Hf 180 43.585 43.602 17
12 Re 187 44.423 44.44 17
13 Ir 193 45.13 45.149 19
14 Pt 195 45.363 45.382 19
15 Au 197 45.596 45.615 19

For the acquisition described in Table 3, the total number of
points per Rh-activated detection is 1015, reducing the aver-
age data generation rate to 3.05 MB/s.

This average data generation rate allows data buffering in
the on-board digitizer memory and subsequent recording to
the hard disk to be performed without data loss.

Example 2

Reduction of data generation rate for the apparatus pre-
sented in FIG. 2 operated at push-out frequency of 80 kHz for
analysis of individual cells.

The parameters of the instrument listed in Table 1 can be
changed in such a way that the time of arrival of the heaviest
elemental ion of interest is below 12.5 microsecond, thus
allowing operation of the TOF-MS at 80 kHz. In this example,
the individual particles that are analyzed are MBA-4 cells
from the human monocyte cell line derived from human
hematopoetic MO7E cells, as described by Sirard et. al. [Sir-
ard C., Laneuville P, Dick J. E. Blood, 83, 1575 (1994)]. The
MBA-4 cells express the myeloid cell surface antigen CD-33
and the VILA-4 antigen which can be detected by immunoas-
say with use of antibodies labeled with elemental tags, as
described by Ornatsky et. al. [Ornatsky O., Baranov V. L.,
Bandura D. R., Tanner S. D., Dick J. Journal of Immunologi-
cal Methods 308, 68 (2006)], incorporated here by reference.

Convenient elemental tags include lanthanide atoms. FIG.
3 shows a mass spectrum measured for a sample containing a
mixture of La, Ce, Pr, Nd, Sm, Eu, Gd, Tb, Dy, Ho, Er, Tm,
Yb, Lu with the instrument of FIG. 2 arranged to operate at 80
kHz spectrum generation frequency. In the example
described here, the CD-33 was detected with the use of anti-
bodies labeled with Europium (Eu), and the VLA-4 was
detected with the use of antibodies labeled with Tulium (Tm).
The DNA of the cells was labeled with Rhodium (Rh), as
described in the U.S. patent application # U.S. 60/772,589
filed Feb. 13, 2006 “Quantitation of cell numbers and cell size
using metal labeling and elemental mass spectrometry” by
Ornatsky and Baranov, incorporated here by reference. Thus,
signal of Rh* ions could be used as “‘staining” element. From
the data of FIG. 2 steps a) and b) above of the exemplary
method of the embodiment can be performed.

FIG. 4 shows a three-dimensional representation of 83
consecutive mass spectra collected on an instrument accord-
ing to FIG. 2 for a sample of MBA-4 cells processed in the
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described above way (e.g. containing Rh, Eu and Tm). As
shown, there are 83 exemplary consecutive single TOF-MS
spectra obtained for the sample of cells stained with Rh-
containing staining molecule and containing lanthanide-
tagged antibody-antigen complexes. The horizontal axis
shows the mass-to-charge ratio of the detected ions (derived
from their time-of-flight in a known in the art way via the
instrument calibration), the vertical axis shows the number of
the single spectrum acquired, and the color of the point indi-
cates the amplitude of the electrical signal detected by the ion
detector.

FIG. 5 shows the processed data of the 83 consecutive
spectra presented in FIG. 4, with integrated ion signals from
multiple ions of the same nominal m/z for each scan being
plotted as a function of time or the spectrum number. In FIG.
5, one can see ion signals for Rh*, Eu*, Tm™ as a function of
a spectrum number (lower abscissa) or time (upper abscissa)
for the data of FIG. 4. As can be seen from the FIGS. 4 and 5,
anRh*ion signal at m/z=103, is present in most of the spectra.
This means that Rh atoms are present in the sample buffer
(which is continuously aspirated into the ICP) or in the sam-
pling tubing or other components of the sample introduction
system. However, the strength of this “background” Rh+
signal is below 100 arbitrary unit (arb. un.) up until spectrum
#4990, after which it rapidly rises and reaches saturation at a
level of approximately 2000. It is seen from FIGS. 4 and 5 that
the signals from Eu+ and Tm+ appear only when Rh+ signal
starts to rise above the selected threshold of 100 arb.un. in the
exemplary embodiment. This simultaneous rise of signals of
Rh+, Eu+ and Tm+ is attributed to the arrival of a single
cell-produced ion cloud into the TOF section of the instru-
ment of FIG. 2. The Pb+ ion signal is constantly present
because Pb is impurity in the sample buffer and not in the
cells. Thus, there is no need to sample the ion signal wave-
form in more than the first time window (corresponding to
Rh+ signal) until the Rh+ signal strength is above the selected
threshold of 100 arb.un. Only the time window in which Rh+
signal appears (~15 ns, as can be determined from the data of
FIG. 3) needs to be sampled for each single ion signal wave-
form, e.g. only 15 data points for the 1 GHz detection system
are collected every 12.5 microsecond.

The continuous data collection rate is thus only 1.2 MB/s
(for 8-bit dynamic range), and the data can be easily trans-
ferred and handled without data loss. The second ion signal
waveform sampling time window which covers the mass
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range of 150-169 and is approximately 700 ns wide, can be
activated only for spectra from #4991 to #5010, when the
signal in the first time window is above the selected threshold
of 100 arb.un. without loss of significant information for
detection of Eu and Tm from the cell-induced ion cloud. The
cells are introduced into the instrument at a rate of approxi-
mately 1000 per second. The 14 kB ofthe data collected in the
20 spectra #150-169 can be transferred during approximately
700 microsecond, before the next cell-induced ion cloud
enters the TOF section, at an effective rate of 20 MB/s. Even
if the second time window is selected in such a manner that
the ion signal waveform is sampled for all ions of m/z>100 in
spectra #4991 to #5010, the required data transfer rate is less
than 60 MB/s, which can be easily handled with available
technology.

As will be apparent to those skilled in the relevant arts,
once they have been made familiar with this disclosure, the
second time window can be activated even later than the
appearance of the Rh* signal above the pre-selected threshold
01’100 arb.un.—either by setting up an appropriate time delay
of'by selecting a different threshold of Rh+ for activating the
second time window.

Example 3

Reduction of data generation rate by collecting ions on
other than TOF detector.

The DNA of a cell is very abundant: 10 billion base pairs
can be present. If every base pair is labeled with a staining
element, for example, Rh*, as described in the U.S. patent
application # U.S. 60/772,589 filed Feb. 13, 2006 “Quantita-
tion of cell numbers and cell size using metal labeling and
elemental mass spectrometry” by Ornatsky and Baranov,
total Rh abundance can be in excess of 1010 atoms per cell.
The following consideration is given to the ion transmission
factors at different points of the instrument shown in FIG. 2:

3.1. ionization efficiency in the ICP plasma. The cell is
completely atomized in plasma, and Rh degree of ionization
for a typical ICP is 99%

3.2. The combined efficiency of ion transport from the
plasma through the sampler 90 and skimmer 100 is approxi-
mately 1%

3.3. The transmission of ion optics 110-140 is typically
10%

3.4. The multipole rf ion transmission device 160 is typi-
cally 20% efficient

3.5. The time-of-flight analyzer in a non-reflecting geom-
etry is typically 20% efficient

The resulting number of Rh.sup.+ ions in a cell-induced
ion cloud collected by one of the collectors positioned at
different points along the ion path per single cell can be
evaluated as follows:

Collectors 360 or 120: 107 ions

Collector 350: 2x10° ions

Collector 230: 2x10° ions

Collector 370: 4x10° ions

Although the numbers above are the lower estimates only,
and since in practice there will be more than one atom of Rh
attached to a base pair of a cell DNA, it is clear that such ion
numbers are well above the noise level of a typical charge
sensitive amplifier (<1000 electrons RMS) and thus can be
easily detected.

Thus, a decision to activate the second ion detection time
window can be based not only on the signal detected from the
“staining element” in the first detection window, but instead,
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orin addition to, by detecting the “staining element” on one of
the collectors or ion detectors (230, 350, 360, 370) shown in
FIG. 2.

A signal from the ion detectors 230, 350, 360, 370 can be
also used for switching the potentials of the electrodes of the
system to allow ions to be transmitted to the detector 240 only
when a signal on one or more of the ion detectors is above a
certain threshold. For example, grid electrode 210 can be
biased to a potential to either allow ions to pass through or to
be deflected back towards the detector 240. The switch
between these two states can be done between two single
push-outs, after the signal of the “staining element” detected
on the collector 370 is above a certain threshold.

Example 4

Reduction of data generation rate by collecting photon
emission induced by the “staining element”

Ton collector 120 in this example is substituted with a
photo-detector which detects emission characteristic of the
atoms and ions of the staining element introduced into the
ICP. When the cell which contains abundant “staining ele-
ment”, for example, Rh, the emission lines characteristic of
RhI and RhiI excited in the plasma, will be readily detectable
above background, as known in the art of inductively coupled
plasma optical emission spectroscopy.

Example 5

Reduction of data generation rate by collecting neutral
component of a particle that partially survived ionization in
the ICP.

Ton collector 120 in this example is substituted with a
secondary electron multiplier which can detect neutral ener-
getic clusters, as described, for example, by Piseri et al. The
part of the particle that survives ionization, after expansion
through the interface 100, can acquire velocity as high as 3
km/s, which makes its impact on a particle-sensitive surface
of the multiplier energetic enough to induce secondary elec-
tron emission. This signal can be used to detect the presence
of' the particle while the ionized component of the particle is
deflected by the deflector 110 and can be used for mass
spectrometry elemental analysis. This can be seen in FIG. 6,
which shows a summary of an exemplary method for reduc-
tion of the data generation rate.

Example 6

Reduction of data storage rate according to an exemplary
method of' the invention illustrated by F1G. 7 for the apparatus
of FIG. 2 operated at a push-out frequency of 55 kHz for the
analysis of individual cells. The flow chart of FIG. 7 shows an
exemplary method for reducing data recording load accord-
ing to the invention.

Inthis example, the KGla cells were stained by element Ir,
which has two isotopes: *'Ir and '°?Ir, of natural ratio of
abundances of '*'1r/'**Ir=1/1.68. The cells are also immuno-
interrogated for CD-34, CD-45 and CD-38 proteins by anti-
bodies labeled with metals: Tb-CD-45, Ho-CD-38 and Tm-
CD-34. FIG. 8A shows the data collected for five mass-to-
charge ratio channels : m/z=159 (Tb), m/z=165 (Ho);
m/z=169 (Tm), m/z=191 (**'Ir) and m/z=193 (***Ir) for all
single mass spectra within 3 seconds of the experiment. Thus
in FIGS. 8 A-1 through 8A-5, there is seen data for cells KGla
stained with Ir (FIGS. 8A-1 and 8A-2) and immuno-stained
with Tb-CD-45 (FIG. 8A-3), Ho-CD-38 (FIG. 8A-4) and
Tm-CD-34 (FIG. 8A-5) antibodies collected for 3s, with all
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five mass-to-charge ratio channels shown for each single
sampling cycle mass spectrum. For each single sampling
cycle mass spectrum, a time window of 30 ns was selected for
each m/z, and all signals within a time window were summed
to produce for each single mass spectrum one set of five
2-Byte numbers indicating signal strength for each element.
The resulting data occupies 1.65 MB of the computer volatile
memory (RAM). The data for the primary detection channels,
m/z=191 and m/z=193 only, was further processed in order to
detect particle presence. The function according to an exem-
plary embodiment was selected as a sum of signal strength
of *!Ir and '**Ir in 10 consecutive mass spectra. It is noted
that the 10 consecutive mass spectra have a combined dura-
tion of approximately 180 microsecond, which approximates
the duration of the cell-induced ion cloud. The exemplary
selection criterion of the particle presence in the mass spec-
trometer was selected as the function value being above 7000.
If the selection criterion is satisfied, the other, secondary
detection channels are processed. The resulting data of the
full processing is then stored in a computer non-volatile
memory (hard drive). The data indicates that only 39 groups
of 10 consecutive single spectra satisfied the selection crite-
rion and were qualified as indicating the presence of a cell in
the mass spectrometer (see FIG. 8B, showing data of shown in
FIGS. 8A-1 through 8A-5 processed according to an exem-
plary method of the invention illustrated with reference to
FIG. 7). The data requires only 0.8 kB of memory, thus the
reduction of the load on a disk recording system of more than
3 orders of magnitude is achieved.

In other embodiments, other functions, such as functions
related to signal strength, can be used. Such exemplary func-
tions can relate to selected single, sum, ratio or integral of
signal strength(s).

The above described exemplary methods may be imple-
mented using hardware, software or hardware and software
combinations consistent with the purposes described herein,
including a wide variety of such devices known to those
skilled in the relevant arts. For example, the described meth-
ods for elemental analysis of particles by mass spectrometry
can be implemented using computer readable code stored on
a computer readable medium. A mass spectrometer with
hardware and/or software components customized for
elemental analysis of particles may also be used in some
embodiments.

While the foregoing invention has been described in some
detail for purposes of clarity and understanding, it will be
appreciated by those skilled in the relevant arts, once they
have been made familiar with this disclosure, that various
changes in form and detail can be made without departing
from the true scope of the invention in the appended claims.
The invention is therefore not to be limited to the exact com-
ponents or details of methodology or construction set forth
above. Except to the extent necessary or inherent in the pro-
cesses themselves, no particular order to steps or stages of
methods or processes described in this disclosure, including
the Figures, is intended or implied. In many cases the order of
process steps may be varied without changing the purpose,
effect, or import of the methods described.

What is claimed is:

1. A method of elemental analysis of particles by mass
spectrometry using a plurality of a mass spectra produced by
a mass spectrometer, comprising:

operating the mass spectrometer for at least one sampling

cycle to acquire data from an atomized sample, includ-
ing at least first data in a primary detection group defined
to comprise one or more mass to charge ratio channels of
the mass spectrometer,
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determining whether or not ions detected during the at least
one sampling cycle meet at least one selection criterion
indicating a presence of a particle in the mass spectrom-
eter using a function defined to have as arguments the
data collected in the primary detection group during the
at least one sampling cycle, and

determining whether or not to use data in a secondary

detection group collected during the at least one sam-
pling cycle ofthe mass spectrometer to analyze a particle
based on whether or not the value of the function satis-
fies the at least one selection criterion, wherein the sec-
ondary detection group is defined to comprise one or
more mass to charge ratio channels different from the
one or more channels in the primary detection group.

2. The method according to claim 1 wherein the function is
a signal strength of at least one mass-to-charge ratio channel
from the primary detection group.

3. The method according to claim 2, wherein the signal
strength is defined by at least one of a peak height, peak width
or a peak area of mass peaks detected the determination ofthe
function data.

4. The method according to the claim 1 wherein the func-
tion is the sum of signal strengths of two or more signals from
the primary detection group.

5. The method according to claim 1 wherein the function is
the ratio of the signal strengths of at least two signals from the
primary detection group.

6. The method according to claim 1 wherein the acquiring
of the data in the primary detection group for at least one
sampling cycle comprises acquiring data for a plurality of
single sampling cycle mass spectra associated with a single
one of the particles.

7. The method according to claims 6, wherein the plurality
of single sampling cycle mass spectra has an aggregate time
period between 50 and 500 microseconds.

8. The method according to claim 6 wherein the function is
the integral of the signal strength for each mass-to-charge
ratio of the primary detection group across several single
sampling cycle mass spectra.

9. The method according to claim 8, wherein the plurality
of single sampling cycle mass spectra has an aggregate time
period between 50 and 500 microseconds.

10. The method according to claim 1, further comprising
recording the order number of a single sampling cycle mass
spectrum in a series of mass spectra associated with the par-
ticle in the sequence of the sampling cycles of the mass
spectrometer.

11. The method according to claim 1, further comprising
recording an aggregate number of the single sampling cycle
mass spectra that are associated with the particle.

12. The method according to claim 1, further comprising
using data in the secondary detection group to analyze one of
the particles, wherein analyzing the particle comprises sum-
ming a signal strength in each mass-to-charge ratio channel
across a group of single sampling cycle mass spectra that is
associated with the particle.

13. The method according to the claims 1, wherein the at
least one selection criterion comprises a threshold value for
comparison with the function data.

14. The method according to the claim 1, wherein the
selection criterion comprise a pre-determined range of values
for comparison with the function data.

15. The method according to claims 1, wherein the primary
detection group overlaps with the secondary detection group.

16. The method according to claim 1 further comprising at
least one of the actions selected from the group consisting of
defining the primary detection group, defining the secondary
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detection group, defining the function, definition the at least
one selection criterion, and combinations thereof.

17. The method according to claim 1 wherein determining
whether or not to use data in the secondary detection group
includes an action selected from the group consisting of deter-
mining whether or not to digitize the data, determining
whether or notto process the data, determining whether or not
to transfer the data, determining whether or not to record the
data in a non-volatile storage device, and combinations
thereof.

18. The method according to claim 17 further comprising
using the data in the secondary detection group substantially
only if the value of the function satisfies the at least one
selection criterion.

19. Computer readable code stored on computer readable
medium for execution in a mass spectrometer, wherein the
computer readable code when executed causes the mass spec-
trometer to:

define a primary detection group consisting of one or more

mass-to-charge ratio channels of the mass spectrometer
based on anticipated elements associated with the par-
ticle;

define a secondary detection group consisting of one or

more different to the first detection group mass-to-
charge ratio channels of the mass spectrometer;

define a function having as arguments the data collected in

the primary detection group in one or more sampling
cycles;
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define at least one selection criterion for evaluating the
function as indicating a presence of a particle in the mass
spectrometer; and

acquire the first data in the plurality of mass-to-charge ratio

channels of the mass spectrometer which includes at
least the primary detection group, for at least one sam-
pling cycle,

wherein in the event that the value of the function of the

first data satisfies the at least one selection criterion, then
designate the sampling cycle as associated with the par-
ticle and use the data from one or more of the first and the
second detection group for the analysis of the particle,
and

wherein the code when executed causes data to be trans-

ferred to a data storage device at a relatively lower rate
when the value of the function does not satisty the at
least one selection criteria and at a relatively higher rate
when the value of the function satisfies the at least one
selection criteria.

20. The computer readable code of claim 19, wherein the
code for causing the mass spectrometer to evaluate the first
data includes further code to: derive a signal strength from the
first data; and determine whether the signal strength is above
asignal threshold to indicate the presence of the particle in the
mass spectrometer.

21. The computer readable code of claim 19, wherein the
primary detection group and the secondary detection group
overlap.



