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L. — PP & i B A s B A e A, Frad e fk sk = W 467 55 H 2 A5 D U HIV-1Gag—Pol
EH.

2. GORCRIZE SR Lok 1 #8044 , HRrAEAE T, Frik HIV-1Gag—Pol 8 [ x2 HIV-1INDK[{ HIV-
1Gag—Pol & H -

3. QAR EE SR 2B iR I Ak , HRRAEAE T, Frid 88 4% /7 F1SEQ 1D NO: 2/ S B R )7
Ip

4 AR B SR 1~ 3HT— BT IR B 844, FARRAEAE T, P 3044 2 8, 15 4w A0 D AU HT V-
1Gag—Pol & H 1A% B 17 51 1 R .

5. Rl T = A A ARG J5 ik, Bk 7 4G B gm i DIE M HIV-1Gag—Po 1 2 [ [ 1%
T e 514 N\ FURL T 32 3EHTV S 5h T34, DL AR ek A s ik

6. AORUM LSR5 FTIA 1 712 , FURFEAE T, iR HIV-1Gag—Pol 8 [ 22 HIV-1INDK[{ HIV-
1Gag—Pol & H -

7. AR SR 6 BT 14 77 32: , AR EAE T, iR BB 9mfdSEQ 1D NO: 2/ S R 771

8.t T 7 AR A8 g B A U 1) J7 0%, BTl 5 VAL < (Al M 0 45 T S RS D B HT V-
1Gag—Pol & [ /6025 BAR TS s BE 44

9. AR SR 8FITIR () 7712 , HRFAEAE T, I I 0,2 B8 A4 AR Pl ik 12 99 B B4 A& JoTk

10 GURRI BR8Pk (0 75325, FRFARAE T, Fr ik 4 o 9 I 2 38D A HIV-1Gag MPo1 5

=
L1 AR SR 8 Pk (K 754, FURRAEAE T, 4 I .25 04 B 5 30 O\ P i 4 i 1 22 1A

H,

12, QAR SR 8B IR B 77 2%, HAFRAEAE T, IR HIV-1Gag—Po 1 & 1 &HIV-INDKFHIV-
1Gag-PolEH »

13 AR ZE SR 1 2Bk B 77325, SEHRRAEAE T, BT A 25 8k 2B SEQ 1D NO: 21 S L 1R
3.

14 AR E SR8 BT IR 1 77 2%, HARAEAE T, Fid 77 V23040 B0, HE e 0 25 38 Ak, T il 0,266 4%
A0, 28 ) A 95 T AR O 2R 5 T R RS B B HT V-1 Gag—Po 1 85 1 R [R) 0, 26 0k

15, — P AL & RO EE SR 1~ 3 AT — T IR (K 384 1 40 .

16 QIAURIEE SR 15 ik B 40, HOARAEAE T, W il B4R 4 G ik N Bk 40 M i) R DR 4

17. — A& DI AIHIV-1Gag M1Po 1 25 1 [ 18 955 25 2 A Sk

18 AR EESR L7 HT i (1) 18 55 B AR Jkr , HFPAEAE T, BTk Gag F1Po 1 25 [ & HIV-1INDK
GagflPol & H »

19. QAR EER IFTIR B 7V , AR AE T, Frik Gag fiPol 5 1 f2 il i 4w A5 SEQ 1D NO:
2 ZFE IR 7 B AL IR 7 71 23K 1 7= A I Gag FHPo 1 85 [ o
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EBI BGACE R A IBmEERTHNA

BRREAR

[0001]  #E2H y% 1 O Fifi B2 ZH DNAS R (1) 33 20 iy % e , B2 DNABE AR B A2 1 o B3 2 PR 4 DA 7™
AAB IR B X AT X, O B8 % 7 21 5 NAEBUR MR B, AT EAT 1965 75 224
TG TEEAN ML N 15 DARIE I o0& MR 8RBT, DAAEHL TS N R R R e N

[0002]  BHRE WAL VI EEOR PRI E R Kutzlers ,Nat Rev Genet,9 (10) :776-
788,2008) « AR F , BEATHA UL T &40 i UL F - A is QkER10) T 2 AT R KIS 9%
T A ) AE 2 KU o

[0003] SR FHEAB MM B0 4 s 55 (0% SR B 44) 1 R (R i 15 A B 120 8048 AR - T FH
Mann%5H3A (Cell,33 (1) :153-9,1983) o #xi7 FH I BUR I 3% S5 7 5 T 5578 JE (Mo loney)
B TP 99 55 (MLV) o FLBE DR 40 7 5, Wi DR 40 7 A 2 R & (1 JfiGag WPo L FEnv, F DL 3%
TR B E BT BreckpotZE, 2007 ,Gene Ther,14 (11) :847-62;He%:,2007,Expert
Rev vaccines,6 (6) :913-24) . — {7 BRI 7 A& K K imEE %) (LTR) A H '~ Bk
JPH B PR I A P 51 (IRBRat thr /) 3P F W B IaRNAZS G A il (B4 &
7 15, PBS) , MG BE S i Jo ) — e H e 2 31 (LTRIN BB R, L S 2004 F 3] (PPT) , 1E %6
UEPT L T) o N 1 AR SR SR R 30 A SR EE AR, T T gag wpo 1 Mllenv PR A FlBh 2K, IF
HHZFRIEEER.

[0004] Y5 1 1 s B Ak DRV 2L 1) 30 2 s B A4 (BRI 180 B8 A4 2 vmai o T2 PRV 97 A
T 6T B A A BN TR, BB S RE T HEm e fRam e i . BEm 5 . 1%
RER AR B LR, I HAG B op w18k w58 W % 3 a5 0 R4, JUH 2 e 4
e (HeZE,2007,Expert Rev vaccines,6 (6) :913-24) , 3% 50 V88 1ok PN Y5 1A 380 4 1) e i &2
e 53 AR HE 5B Retroviridae) — D8 EE (slow virus) J&, HALREA S sk
Feasm B (HIV) AR MR S B B 25 (STV)  Eh A% G P 28 i 85 (ETAV) | Ll 329877 28 ik 28 o 75
(CAEV) A= #u s wh Ferps B (BIV) MU Gy sk e g 25 (FIV) o 18995 8 7] LA TG PR MR 4 47 A2 T
T8 £ FF HLAE— A 1 2 e J 1) DAAS [R] 3 5 3% 82 55 il o P ot s 3 75 0 7 5 N (1 RF B2 5 il X
P T B 18 B AE

[0005] 41 1% T A A 1) T T 28 T BT IR A B I I X 5 S AR P 20 8 43 19 o AE 7 4 4
WP I 08 A 5 52 75 BT IR s 5 2L DR A P A7 AR PR AR AP 31« vp s 205208 7 5
(cPPT) AL 2B FF B (CTS) o EAT1F BUE B = BEDNALE A4, B A L DNA “Hif (flap) ™, %45
AL DR 3 N AE 2 24 40 . (B FE A SR 41 (DO) ) 1% N 1) 3 e KAk (Zennou%§ , 2000, Cel 1,
101 (2) 173-85;Arhel%E,2007 ,EMBO J,26 (12) :3025-37)

[0006] L& dL T A A A R Al e R A0 e B AR FR B A Gag \ Pol  Ta t MRe v &R [ 1T AR J
THIV-1189% 234k (NaldiniZE ,PNAS 15:11382-8(1996) ;ZuffereyZ: ,Nature
Biotechnology 15:871-875,1997) ;Dull%, Journal of Virology (1997)) .iX SSHfF 5% H
BV 2 Gag fIPo 1 g [ BEAT o MIHIV-1£0 2 A i 44 1 HEBYE Bl gag Fllpo 1 7 FI A ATIE R VP-4 o
[0007]  BRBIV AL HMFLEHIV-LIK) 2 FOAS R ME 2 c HIV- 1 — 28 5P 2L, 451 4r1C EFNAE 2L, BL-F-
FERG A FHCHTIV-1BYE Y (38 [E MR P ) 32 B AY) B 2 Essex® ,Adv Virus
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Res.1999:53:71-88. fE A IA VI Uy [ 5¢, K IMHIV- 1L H WA & AL AR, iX 54742 T-AE YA
T (48 K 2 BHT VI G NS o A3 ) (1) S 28 7 A E 2 F A 22 HL o Spira
J.Antimicrobial Chemotherapy (2003)51,229-240, Pt , 7616 28 FORK PN BT I (B AL 3 s
SR 55 A R RN A L i TR £ 55 55 P AL 2 [A) W] BB AFAE ™ B 22 S (HARIA] ) o 2 22
A M HT VAL A X o [R] PR A% F R Ik A 24 0 FH e 72 BR PH R 58 [0 5 381 1) 14 A s BIv 2R 1)
F AR (B ALF ) A, BEAL LA L CODRIEAE AR AT 0 5 A 3, 76 X e iy S A
A FE HARFE F) o sh, — i 7 300 (ATDS) [ R L2 S M Y g A AN ) (M4
[l 1) o IR, ABLP-HIV=1 B 28 5 H B HI V-1 28 22 AR K

[0008]  HIVF F 43 9% — M T-U5 B AHF - 1 2 A WAL R 4 [X 35 (gag v pol Mlenv) [
BHRTA, BUE T KRR A T 98 THIV- 1R A KT PR M R 548 7,
HIV-1BWV A AE B A% L SHIV DAY B BB AHOC (E1) o % THIV-1GagMPol &5 A F¢ B Fft &
S MT IR HIV-1BYE AR 3845 - 5HIV DIV A & B2 AHC (B2) o

[0009] A3k, HIV—1-NDK (— DIV RS9 85) X CDA-+7bk B 200 i 6 400 At 3850 1k 8 2 o FHI V-1
BRUJFJE (— FHBIE AL EF) o 3% A] A A DA T D 28 5 53 1 3 0 () 3Rl % (Fusogenicity) HI
etk .De MareuilZs,J.Virol.66:6797 (1992) . H41 57 F 1) R B4 % B, ol B HIV-1-NDK
i (MA) 28 I NAR I 43 (1) 754 s B R -5 HI V-1 -NDK ()48 B a1 — [A] 3 i 1 HIV-1-NDKAE
CDA-+7HR T 20 i o 38958 1) B0 1 DA A2 HIV—1-NDKAE — £2CDA-ZH i 5 o 3458 ) Jge e v (LB 4k )
e

[0010] AW 75 L2459 B 10 2B A A4 R A 1 B i R () 2 B b 1 s i A, DA/ 53t
AR R G E , B B e R AR, JF BN g A8 — Hb ok iR o7 i B O ECE AR
W T IX—HRE,

[0011] R EHMEA

[0012]  HIDIVRUHIV-1f)gag—po 1k PRI & A1 995 Bk 0.2 okl (#) i 44 p8. 74) P AYHIV-1BIE
R gag—pol FE A, PAAE BA A4 p ThV-GP-No Jr i A i A4 T 18 0 5 04 A0 A2 Bl o A T4
A& p8. 74, {f FIp ThV-GP-NJGURLIR1F £ 245 i f) R0 o AL Lk, AT BAV. Y 95 #3 ) Gag—Pol , D
W AYHEE A Gag—Po 1 4 /51 1 1205 B3 BRIV Y AT o AR B S B DI R gag—po 1 2 371, T
HJ& ok H HIV-INDK I DIV R gag—po 1 5 31 () 48 s 75 A B Ak o £E— MRz Skt 77 =, ik
12 FR AR BRI SEQ ID NO: LR H IR 7 81 o £E— ML SL it 77 b, ik 18 75 3
BWARGHALSEQ 1D NO: 2f &R IR 771 .

[0013]  SEQ ID NO IFRZE R FF 4 -

[0014]
atgggtgcgagagecgtcagtattaagegggggaaaattagatacatgggaaagaattcggttacggeccaggaggaaa

gaaaaaatatgcactaaaacatttgatatgggcaagcagggagctagaacgatttacacttaatecctggecttttag
agacatcagaaggctgtaaacaaataataggacagctacaaccatctattcaaacaggatcagaagaaattagatca
ttatataatacagtagcaaccctctattgtgtacatgaaaggatagaggtaaaagacaccaaagaagctgtagaaaa
gatggaggaagaacaaaacaaaagtaagaaaaagacacagcaagcagcagcetgatagcagecaggtcagecaaaatt
accctatagtgcagaacctacaggggcaaatggtacatcaggeccatatcacctagaactttgaacgecatgggtaaaa
gtaatagaagaaaaggccttcageccggaagtaatacccatgttttcagecattatcagaaggagecaccccacaaga

tttaaacaccatgctaaacacagtggggggacatcaagcagetatgcaaatgectaaaagagaccatcaatgacgaag
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ctgcagaatgggacagattacatccagtgecatgcagggectgttgeaccaggccaaatgagagaaccaaggggaagt
gatatagcaggaactactagtacccttcaggaacaaatagcatggatgacaagcaacccacctatcccagtaggaga
aatctataaaagatggataatcctgggattaaataaaatagtaagaatgtatageccctgtcagecattttggacataa
gacagggaccaaaggaaccttttagagactatgtagaccggttctataaaactctaagageccgagcaagettcacag
gatgtaaaaaactggatgacagaaaccttgttggtccaaaatgcaaacccagattgtaaaactatcttaaaageatt
gggaccacaggctacactagaagaaatgatgacagcatgccagggagtgggggggcceggecataaagecaagagttt
tggctgaggcaatgagccaagtaacaggttcagetactgecagtaatgatgcagagaggcaattttaagggeccaaga
aaaagtattaagtgtttcaactgtggcaaggaagggcacacagcaaaaaattgecagggeccectagaaaaaagggetg
ttggaaatgcggaagggaaggacaccaaatgaaagattgecactgaaagacaggectaattttttagggaagatttgge
cttcccacaagggaaggecggggaattttcttcagagecagaccagagecaacagecccaccageagagagetteggg
tttggggaggagataaccccectcectcagaaacaggagecagaaagacaaggaactgtatectttagettecctecaaate
actctttggcaacgacccctecgtcacaataaagatagggggacagectaaaggaagetectattagatacaggageaga
tgatacagtattagaagaaataaatttgccaggaaaatggaagccaaaaatgatagggggaattggaggttttatea
aagtaagacagtatgatcaaatactcatagaaatctgtggatataaagctatgggtacagtattagtaggacctaca
cctgtcaacataattggaagaaatttgttgacccagattggetgecactttaaattttccaattagtectattgaaac
tgtaccagtaaaattaaagccaggaatggatggceccaaaagttaaacaatggeccattgacgaagaaaaaataaaage
attaacagaaatttgtacagaaatggaaaaggaaggaaaaatttcaagaattgggectgaaaatccatataatacte
caatatttgccataaagaaaaaagacagtaccaagtggagaaaattagtagatttcagagaacttaataagagaact
caagatttctgggaggttcaattaggaataccgcatcctgecagggetgaaaaagaaaaaatcagtaacagtactgga
tgtgggtgatgcatatttctcagtteccttagatgaagattttaggaaatataccgecatttaccatacctagtataa
acaatgagacaccagggattagatatcagtacaatgtgectcccacagggatggaaaggatcaccggcaatattccaa
agtagcatgacaaaaatcttagagccctttagaaaacaaaatccagaaatagttatctatcaatacatggatgattt
gtatgtaggatctgacttagaaatagggcagcatagaacaaaaatagaggaattaagagaacatctattgaggtggg
gatttaccacaccagataaaaaacatcagaaagaacctccatttctttggatgggttatgaactccatcctgataaa
tggacagtacagcctataaacctgccagaaaaagaaagetggactgtcaatgatatacagaagttagtggggaaatt
aaactgggcaagccagatttatgcaggaattaaagtaaagcaattatgtaaactccttaggggaaccaaagecactaa
cagaagtagtaccactaacagaagaagcagaattagaactggcagaaaacagggaaattctaaaagaaccagtacat
ggagtgtattatgacccatcaaaagacttaatagcagaactacagaaacaaggggacggccaatggacataccaaat
ttatcaagaaccatttaaaaatctaaaaacaggaaagtatgcaagaacgaggggtgeccacactaatgatgtaaaac
aattaacagaggcagtgcaaaaaatagccacagaaagcatagtgatatggggaaagactcctaaatttaaactacce
atacaaaaggaaacatgggaaacatggtggatagagtattggcaageccacctggattcctgagtgggaatttgtcaa
tacccctectttagtaaaattatggtaccagttagagaaggaacccataataggagecagaaactttctatgtagatg
gggcagctaatagagagactaaattaggaaaagcaggatatgttactgacagaggaagacagaaagttgtcccttte
actgacacgacaaatcagaagactgagttacaagcaattaatctagctttacaggattcgggattagaagtaaacat
agtaacagattcacaatatgcactaggaatcattcaagcacaaccagataagagtgaatcagagttagtcagtcaaa
taatagagcagctaataaaaaaggaaaaggtttacctggcatgggtaccagcacacaaaggaattggaggaaatgaa
caagtagataaattagtcagtcagggaatcaggaaagtactatttttggatggaatagataaggctcaggaagaaca
tgagaaatatcacaacaattggagagcaatggctagtgattttaacctaccacctgtggtagecgaaagaaatagtag
ctagctgtgataaatgtcagctaaaaggagaagccatgecatggacaagtagactgtagtccaggaatatggcaatta
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gattgtacacatctggaaggaaaagttatcctggtagcagttcatgtageccagtggetatatagaagecagaagttat
tccagcagaaacggggcaagaaacagecatactttctecttaaaattagecaggaagatggeccagtaaaagtagtacata
cagataatggcagcaatttcaccagtgctacagttaaggecgectgttggtgggcagggatcaaacaggaatttgga
attccctacaatccccaaagtcaaggagtagtagaatctatgaataaagaattaaagaaaattataggacaggtaag
agatcaagctgaacatcttaagacagcagtacaaatggcagtatttatccacaattttaaaagaaaaggggggattg
ggggatacagtgcaggggaaagaataatagacataatagcaacagacatacaaactagagaattacaaaaacaaatc
ataaaaattcaaaattttcgggtttattacagggacagcagagatccaatttggaaaggaccagcaaagettetetg
gaaaggtgaaggggcagtagtaatacaagacaatagtgacataaaggtagtaccaagaagaaaagtaaagatcatta
gggattatggaaaacagatggcaggtgatgattgtgtggcaagtagacaggatgaggattaac (SEQ 1D NO 1) .
[0015]  SEQ ID NO 2@ LM FHIH :

[0016]
MGARASVLSGGKLDAWERTRLRPGGKKKYALKHLIWASRELERTALNPGLLETSEGCKQI IGQLQPSIQTGSEELRS
LYNTIATLYCVHERIEVKDTKEAVEKMEEEQNKSKKKTQQAAADSSQVSQNYP I VONLQGQMVHQATSPRTLNAWVK
VIEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKET INDEAAEWDRLHPVHAGPVAPGQMREPRGS
DIAGTTSTLQEQIAWMTSNPPIPVGETYKRWI ILGLNKTVRMYSPVSILDIRQGPKEPFRDYVDRFYKTLRAEQASQ
DVKNWMTETLLVQNANPDCKT I LKALGPQATLEEMMTACQGVGGPGHKARVLAEAMSQVTGSVTAVMMQRGNFKGPR
KSTKCENCGKEGHTAKNCRAPRKKGCWKCGREGHQMKDCSERQANFLGK I WPSHKGRPGNFLQSRPEPTAPPAESFG
FGEETTPSQKQEQKDKELYPLASLKSLFGNDPSSQFFREDLAFPQGKAGEFSSEQTRANSPTSRELRVWGGDNPLSE
TGAEGQGTVSFSFPQITLWQRPLVTIKIGGQLKEALLDTGADDTVLEEMNLPGKWKPKMIGGIGGFTIKVRQYDQILT
EICGYKAMGTVLVGPTPVNIIGRNLLTQIGCTLNFPISPIETVPVKLKPGMDGPKVKQWPLTEEKTKALTEICTEME
KEGKTSRIGPENPYNTPIFATKKKDSTKWRKLVDFRELNKRTQDFWEVQLG IPHPAGLKKKKSVTVLDVGDAYFSVP
LDEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPATFQSSMTKILEPFRKQNPEIVIYQYMDDLYVGSDLEIG
QHRTKTEELREHLLRWGF TTPDKKHQKEPPFLWMGYELHPDKWTVQP IKLPEKESWTVND IQKLVGKLNWASQTYAG
TKVKQLCKLLRGTKALTEVVPLTEEAELELAENRETLKEPVHGVYYDPSKDLTAELQKQGDGQWTYQITYQEPFKNLK
TGKYARTRGAHTNDVKQLTEAVQKTATESTVIWGKTPKFKLP IQKETWETWWIEYWQATWI PEWEFVNTPPLVKLWY
QLEKEPTIGAETFYVDGAANRETKLGKAGY VTDRGRQKVVPETDTTNQK TELQA INLALQDSGLEVNIVTDSQYALG
TTQAQPDKSESELVSQITEQLTKKEKVYLAWVPAHKG IGGNEQVDKLVSQGIRKVLFLDGIDKAQEEHEKYHNNWRA
MASDFNLPPVVAKE I'VASCDKCQLKGEAMHGQVDCSPG IWQLDCTHLEGKVILVAVHVASGY TEAEVIPAETGQETA
YFLLKLAGRWPVKVVHTDNGSNFTSATVKAACWWAGIKQEFGIPYNPQSQGVVESMNKELKK T IGQVRDQAEHLKTA
VQMAVF THNFKRKGGIGGYSAGERT IDITATDIQTRELQKQI IKTQNFRVYYRDSRDP IWKGPAKLLWKGEGAVVIQ
DNSDIKVVPRRKVKI IRDYGKQMAGDDCVASRQDED (SEQID NO:2) .

[0017] Ak B A S DI ZIMA 7 3], G H: 2 ok F HT V- INDK R DR ZRUMA 5 3] () 48975 234 2%
AR o AE— LR SERE Ty 20, Pk 85 T AR A S Y & 47 SEQ 1D NO: 3 2 1R Fr 1 (4
MAZEF .

[0018]  SEQ ID NO SRR FHIE

[0019]
MGARASVLSGGKLDTWERTRLRPGGKKKYALKHLIWASRELERFTLNPGLLETSEGCKQI TGQLQPSIQTGSEEIRS
LYNTVATLYCVHERIEVKDTKEAVEKMEEEQNKSKKKTQQAAADSSQVSQNY (SEQ ID NO 3) .

[0020] ik b, AHEL T 4 i HIV-1BRUMHIV Gag MAZE [ 189 B 4 2 8tk (ol far,
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p8.74) , IR 4mhEHIV Gag MAZE [ 18 F 6028 B4 7= AR I 28 A0 235 180 B LA i 22 /D 3
21505, B Z DI Z 265 AR e, TR 1295 5 O3S HUA R B HIEIE AR, JF Bz WAL M.
[0021]  fE—AMRaE e 7 U, Brid 189 #5 B 28 BUA RIS IWHIV Gag MASEI7E 1207 &
SRR AR B AT 1507 M Z R FE A RN AR Ak th , i 199 5 B 38 Uik A & [ 7R
Faehr BA AR HALF6 14 B & .

[0022]  7E—AMidk SEHt 7 b, BT IAMASS 111K 55 1 2457 S 28 PR A it U R o 72— I L SE e
T, AL R IR R N R AR — MR S T S, B AR R WA R £ — 1
Peik sty Arh S SRA6AT S SR & e R AL — MBI S P, BB 6 1 S R 2 R A
Mg o AE— ML Ty 20, SR 6 1A L PR A B 2R

[0023]  fE—ANsLjf 7 U, TR E A s DhBe MEnvEE A .

[0024] A B IR K BT il 4% ok 02 9 2 60, 20 A4 (1) 5 V2R RV P I e 0 B A0 2 3 A4
751

Bf (=154 BA

[0025] it 225 I Il B Jn 5 e P22 i A R ]

[0026] [ 1 fEIRHT VIR BRI b R A AT

[0027]  E2AMIBHEIAHIV GAG (A) RIPOL (B) & (I Fh R AW .

[0028] GAGATPOLEE AR FFFIFHHLL FMHE:http://www.hiv.lanl.gov/content/
sequence/NEWALIGN/align.html . 5% C AN HIVEL B T & , AL R — 2 B 3 (@b
B) Bk 4 A3 1 R T 51, 9F HOKGAGRIPOLER )7 71 5 Sk E b A BEE 1 (B.FR.83.HXB2_
LAI_ITIB BRU.K03455) {ELL#5 o 4 FVector NTIRZ%11 (B4 A ] (Invitrogen)) KF#HATLL
XF o

[0029] [ 334 5 HIp8. T4 pThV-GP-NFURL AL B A4 A8 Bl B 3R 45 1 R o 458 FH Ji 99 B3 5k
(pFLAP-CMV-GFP) 5% (pseudotyping) kL (pTHV-VSV.G) LK H AN B2 SOk (U5 H BRU
¥k 32, 8. 74) BENDKJEPE 40,35 FTRL (p THV-GP-N) Sk A= 18 35 75 450k o #1028 FUREH#EAT 187K
MhAr G, I BB IEFACS 73 B A WU 5t o SR F A0 D005 B R 10 04Kt 3R 19 AH AL &5
B, R 9 R FURLAL A BRBNH T VAT R 263 1 B2IMER B 11 I Bh

[0030] &) 44 B A A BRUAINDK S 25 110 A2 il » BA RO He 45 - AR SR MK VA o BT A A
BRU (pBRU) ERNDK (pNDK-N) 75 55 f) 2 A JURE % % 29 3T MY o A8/INI WS H2 9 5535 VAL, - i
FELL I GLPA-CCROAN MY, (10,35 8 58 B 5 6 3R B 7 FE IR 5 i 4 5 i R S8 FHHIV. LTREKZ))
FRVFAETATER 11 (RUR R0 A28 T 72 AL 906 I o5 FEHBRUBINDK G #E1 2 TR AR
JLPA-CCROAN AL, 3 ELR IS e 3 Ml Rl () B G 2l /P24LL (B) .

[0031] P& 5 I K AR A28 ORI AS IR L BRI BRU (p8, 74) FINDK (pThV GP-N) %k A4
o B 2641 5 (M Oug NDK+10ug BRUZ|10ug NDK+Owmg BRU) , &l R4 O (k) FIP24 7K
S CRETTHY .

[0032] [ 643 M FH YR 422 ORI BRU (8. 74) BINDK (pThV GP-N) BT 7= AL 34 _E 35 W1
WesternEl 75 o {f FNTHII-P24MAB (183-H12-5C) HHEAT P24 8 [ A1 A4AG 901 .

[0033] &I 74tR BEAL BB EE (BRU; SEQ 1D NO:3) M4k DI % (NDK; SEQ 1D NO:4) [N
ARITMAFTF FUH 7B L XS o
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[0034]  PE8HHiIA 2 Fh3EAk A BIo 55 FNA BmMA 2 F1 ) 5 51 BE Xt o

[0035] | Qi 2 ittt A s DI 2 X NASSmMA 3 B ) J3° B L X
[0036] & LOFA BEAL B B (BRU) A& A B HINA A 7 51 B Fr B LE X

BRERESF

[0037]  BNEZUHIV-Up 85 H e HIV-1E B H A F 2 &b 75T, BIE AL #ALT B BRI %
PR ANASF) AR 38R AT, BIP AL 75 T )32 N T HIV-118 9 S ik Figm & e
BEFAKI A B A T 0 AEBIE AR #5 (K Gag MPo 1 8 A 42 75 R I T2 W S A B 3 AR i AR
P29 B2 TR (B 224K p8. 74) HPHIV-1BIV Y Y gag—pol FEK FIDIE AUHI V-1 gag—pol FE
A, LA B S AR p ThV -GP-N .o B A4 i 44 FH T4 093 B3 3 A4 AR A o A8 FHp ThV-GP-N BT 3R
PR AN L& M AR pS . TAFT A3 1 245 (K13) o IR Ik, B A8 B 3 A4 v (9 DAE R HT V-1Gag—Pol
it I P2 B3 AR IR 2804, A Gk I R B M HIV-1Gag—Po 1 FIr WLEE B X o

[0038]  Ffrad 198 FE AR R M B9 3 N 28 AL 7E T~ S ViU D 45 5 SR 19 35 8 AR R Y5 e
X BEAR RN SR FURN I 0 mT FH A o 2500 38 s Je e 98 2 1 3045 e 5 = i 06 75 U4 R
57 B, DA ISR RS 08 B B AR R 16 T (1 AR RS, SR AR BRI T P AR
[0039]  HIV-1BRUMIHIV-INDKJp 25 ) 5 51 B 28 BH , HI V- INDKJps 55 7£ 978 5545 A7 JE G 5
W A R (E14) o Bt VR A AN TR & B 2 DAY A0 45 3 4, S 7R DALY 20 A0, 26 38 Ak 2 o
RN P E A 1 ) Th B R 247K (B15) o I ILEE 3], % FH P iR DAY 24 A0, 2 4 A F 19
BRI il &4 B p 24 (00 1 58 BRERUIE , B BE = K I p 241044 (B16) o Rk, DI A £ 4%
AR Gag BoR 5B A A 3R 2 £ R

[0040]  Xf-THIV-1Env, HIV-1-NDKJE 51 (MA) 25 [ F NA Ui 18 40 2 1) 754> 28 Jk PR A 1 e HI V-
1 -NDKAECDA-+7bf L 24 i 250l P2 39 i 1 S5 A, FF L3 Bl HI V-1 -NDKAE — £2 CDA- 41 e 2 Hh 3 58
(K gL 1t . De Mareuil?§,J.Virol.66:6797 (1992) . FH T 3% FIBIV AU DAY B 40,5 45 4k 1) 1
I TR A A B b BT K Env 25 13 2 A RN (B, VSV) , ACAE B 26 FITD Y 764 40,25 3 A4 Fr HI V- 1MA
HER

[0041] &0k AN [F) HEAL A5 R HT V1975 55 A MR NAS 3 75N 2 3k PR ) B L B 1% < 5 RN R 1
JE o W HIV-INDK 55 ok HIV-1BRUI 2 FE B2 B AT 1022 7 (B T) o SR, FHIV-1NDK 55 20 Ff
ANFIHIV=1BYE 8955 5 (1) 2 A VR L R0, (M 22 311X 16 72 S (R 80 (B18) o 5 B DI A 3
4 N EL 2R, Ik e 2= S (AT ARMR BE (FH9) o X e 22 7« DIV 95 73 (1) L R 56 1 267 I A
DA, RIS IR AR IR , BIL IR A6 0 A B, LA S R IR a6 1A
[0042]  f HLE Y ) BR AN N LL BRI, Frid FL e T AL - 5D 25 5%, AR BE 1 JL P-4l
XL 22 5 (E]10) o JLT- A 300X Le AR B B 955 55 75 58 1 2407 2 I 20 R » 1 L2 AR B B 25 P 11
L AEF 150 EUHEIR  JLT- AT TR AEB Y 295 # 1E S 4607 IR AR LT & Arid
AEBIV 2 o5 55 75 556 167 2 30 AR ZA PR B e 2R o Pk {E B AL 53 W s 14 L 78 58 1247
LI , £ 56 164 # 2 IMARKS IR 2 L 1L , 7255466 2 AR, HAE 6147 2T 5+
AR T MAR .

[0043] A% B Ko AL AEBIY B Gag A1/ BP0 1 55 [ [0 A0 3 34, DL A0 & X B 3 i 71 =
YL o A K BHE B e F T 46 g RS AEB Y A Gag A1/ BP0 1 £ A YA 34 A4 1K) T ¥25 o A i W38

8
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W B AT FH X e 35 3 4k FH T AR B m BE 8UR 1 77323 LA S B BB B Gag 1 /Bl Po | E 1 1Y
IR ER A

[0044] G ALE{A

[0045] A B K gt ARB Y B Gag A1/ Bk Po 1 85 (1 HIAS B 3 44 . 18955 75 “ 35 3™ 7E A S
HE SUN TR IR P AR 58 5B FAR R E I E G 5 18U AL 5 gemt, irid %
B8 7 A g ThRE PEHIV—1Env It HHtZ WAL 55, (H B8 31K 7] 90N 95 5 5000 1) 1895 B2 Gag
H1/8Pol A AR W R E A s A Bk E s fi#s R L 5 5 Py k B AR E il
[0046]  Firif B0, 2% A4 T DL RNAZR AR B DNAZL A4 o Bk 9EBE 2L Gag F1Po 1 5 A AT & H : AME
L CE A \DIP 2 ENP Y (R A (PP Y (GME R HE R RN P B , e LB AR
BEFARAL A SEQ 1D NO: 18K 4RA5SEQ 1D NO: 2.

[0047] AR B S gmtsAEB Y 2 Gag 85 A AL 2SR AA , DA R A 5 1% SE 344 (1) 1 == 40 B - B
RAEBE M Gag s (A M]3% H : AVE L L CIE A (DVP Y (EVE 2 (F 1P 2 (P23 78 LG 28 HATE 724 11 ] TF
A, R HBEHF AR EIEEAEIISSEQ 1D NO: 2/ Gagtk &R 5.

[0048] AR BHP K b ARB Y ZUMA SR 1 I B2 B4, DL R A X Be s AR 1) 1 2 40 BT ik
AEBIY FUMARE (A AT [ : AP A L CAV A DIV AY (EVPAY F NP AY \F23P AY L GAP AU L HAY 724 A1 J 3 7
BA, MHEAF AR EEEFAASALSEQ 1D NO:38SEQ 1D NO: 2(MAZE 1555 .

[0049]  fEAS[R) S 7 A, B B0 235 80 A7 SEQ 1D NO: 185 SEQ 1D NO:1 Hf %D
95% 96 % .97 % .98 % . 99 % AH Rl T K A% R P 3] o FEAS [F] SE Tt 77 20 HP , BT A28 25044 4 A5 SEQ
ID NO:2.SEQ ID NO:3,3%5SEQ 1D NO:28KSEQ 1D NO:3EHA F /595% .96% .97% .98% .
99 % AH A PR ) 2 LR 7 51 o

[0050] 4 SC T A, A AR AZ R e 20 R RE TR 1k v 0 Bl mT il i B e e s B ok e, BT ik b
R FHGAPTHSEALFE /776 . O (FHDevereuxZE iR (Nucl.Acids Res.12:387,1984) , 3f H.A]
SR R R KSR AR 2E T EHLEIBA (UWGCG) ) , K FIGAPFR FE I BRIA S8, 855 : (1) X%
T EZ I — o b B A B (LRG0 A R BB A L, X AS[EVEUE M 0) 5 BA K GribskovBurgess,
Nucl.Acids Res.14:6745, 1986/ INELLL #C45 F%E (A0 Schwartz filDayhof f4i,Atlas of
Protein Sequence and Structure ((E[AFFIMGEHEMY) , B RKAEME 2207 L2
(National Biomedical Research Foundation) , 58353-358T1,19790iA) 5 (2) X} &-&k 1K)
3. O 11 43 FIGE 85 AR (K BAR0 L LR 145 5 DA B2 (3) b AR ol A i1 43

[0051]  FEAN[E S 7 3 h , BT A 38uA B & gmigHIV-1IMASE (A 1 771, L2 —Fhak 2 Fhd
TRHIE

[0052]  FEEIEER S 1200 A B IR 5

[0053]  FEEIEERHE 1507 A K IR 5

[0054] R FLER SEA6H A G = IR s Al

[0055]  7EZJEIR 6 LA AR -

[0056]  FEAN[A S 7y 3 b, BT A 3UA & gmbgHIV-IMASE (A 19 751, L 2 — ik 2 Rl
TRHIE

[0057]  BE1247 IR A2 A TR |
[0058]  EE 1547 IR A2 T A IR ;
[0059]  BE1547 A FEMR 2 TH E TR ;
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[0060]  ZE4647 E HL PR 2 e IR 5

[0061]  ZF61f7 LML 2 R rm 2 IR s Al /ER

[0062]  ZE61f7 LML 2 FIMAR -

[0063]  Pirak A0 4% AR LIL S ASHIV-1Gag MPol o S P ade L , BT il A0 S A S ASHIV-1Gag
VAEE A .

[0064] P iRAEH AR ] L5 B T Gag f1Po 1 31K 1995 55 1 7 FU BAE o 537 51« T IR .25 2%
AT, A HIV-1LTRECHIV-1LTRAGUS X 38 o 7 He B S8t 77 S, Frids 0 38 s AR AN ST HI V-
LLTR A] A% FAFAR] JE Bl 2R 3K 5l Gag MIPo 1 (1) K15 o Lk b , PIridk J5 B+ 75 N Al v 32 98 5 3))
oLl , Bk A BA AL B B 4w EE (CNY) B3+ CMVEL G 58 5 /XS Bl sh S 1
(CAG) JBah= 5 IR AR B (RSY) Jo 3+ N IR H R A (WPGK) JE 3+ Bk H LTRIY
U3 (540 , & BE 3G 58 1 R R i B8 (MPSV) UB) JiE B KB 3y Fir 2 b 2[R fi gag Mlipo 1 3
[0065]  fILijtth , BT ik A0 4% AR 5 R R AAS T o ] LR AT R IR IR 5 5 - ik
e, ek IR RS TN 2085 T sl , Irid SR IR IR A5 5 2 Na2BkiE
A B4 A KR BGH) R RS 5 - Lk b, Bk .25 HUA 1 5 Rev B2 Ju /4 (RRE) o 7E
— M SE G 7 2T, TR O AR R IAHIV-1RevEL [ o fE — LI 52 i /7 20, Frid o2
AR 2D — A B AR Ay f AR D — A B AR AT B AE AR Ty T, Bk ke
BARKILHIV-1Tat B .

[0066]  7E—AMLafe Lt 77 U, Bk e B S = g HIV-1Vif  Vpr . Vpu., Hl/BiNef [
FF 3 o BT A28 28 A4 W] A0, 25 G b L AT — PR 22 R A ST R S A T HIV-1IMAEE 9 1 72 971
[0067]  AE—AsLta )7 b, i B BAR N 469 LFIHIV-122 1, Gag o /£ — DL 7 2,
FT iR 25 AR g A 2 FRHI V=15 1 , Gag fIPo 1 o £ —ANSE i 77 20 b, B i 40 285 A 1 g 3
FRHIV-1821 , %8 H Gag\Pol RevilTat . fE—SEHEJ7 Ao, Frid 00 AR N g A4 FHHI V-1
t#HH ,Gag.Pol\RevHiTat,

[0068]  AE—> sty 20, Irid BUA A & (S £37) :CMV S8+ ifiGHIV-1Gag-Po 1]
IR T3 Gt Tat FIRe v 53 (1) 70 2 BYREAAR A7 f3 S RRE A 75+ BY4E 2 A8 Ar
s Gt Tat FIRev 43 A0 5, LA AR IR R A4S 5 o flide th , FriRHIV-1Gag—Pol /2D
MHIV-1Gag—Pol.

[0069] P id G0, 2B s A i P A0 75 FH T 76 4 B B30I T 4400 o v 50 o ) Lo Pk A 28 34 T
PR PE bR B DR DA FR AN B B3O B A0

[0070] AR BHPE B A0 AR R B A 2 s A 1) i 32 40 B BT 3 i = 0 mT FH AR R BH ) A 2
AR Iy e o BT IR 1 = 40 P DU AR R B A2 R O N N ik 1 32 40 B L DR 2 A0 i 3R
% FOAS R 0 40 M2 538 1) i F2 40 B o ARk b, B 3 440 e N 40 B, e I T i A 4 A 41 g
FoE—ASEE Ty 20, Frid 40O A HEK 293 T4 MY o 78— NSt 77 30, Frid 41 g /& He LA -
HT1080E%PER C6ZH [l (Delenda®s,Cells for Gene Therapy and vector Production (FH
TIREREIT FEs AR A i 40 i) Wit TMethods in Biotechnology ((AEMIFE AR TTVED) |56
244 :Animal Cell Biotechnology:Methods and Protocols ZIZuEDHi AR : ks
J7%8) SRR POrtnerd , HriE vU MFEFC T EH S AR 7] (Humana Press Inc.)) o
[0071] ARG

[0072] AR AP KSR i35 R, Frid 2k a3 Ra 05 R IA4EBIE Al Gag M1/ B(Po

10
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EAR M 2R “EA Re FEAR SO E SONE T AN R, ik RAEA S WAL
Bk T 2/ RIBNE R R Gag MIPol & A , 3 H BB A5 5 JF 100 5 S0 8 WAL AT IO AR AZ R 1 20
Hi. iR 8 s s RSN ARICRERZ L EmBTEA EM, frid RSl RaRE
BN A FTIA B IR AT L IR BRI (91, HIV-1Env) BCESm 51 (40, VSV, 3 4l
e lrm IR ) B O AR L7 2, Bk A8 e A R R IAHIV-
[ Tatfl/BReviz A -

[0073]  FEANIA R SLHE 77 2UH , Frd 1208 8028 RG I 41 o B0 5 F e B A i N L LR 41
hSHIV-1Gag M1/ BPo 11K FF 51 o FEAN [F] 1K) 5Lt 7 b, Frid P8 202 Rt 1 Al A 5 72
SE R A N H L AL ) RS A R B 1 ) 3 1 o ZE AN TR B S it 7 a0 b, BT iR 18R 825 R4
()£ 5 A o B A B N LD A R AL HT V-1 Tat A1/ BRe v i 5 371 o

[0074]  FEASIA] Y SL it 7 S, B 1298 250,256 3R 40 119) 4 B B N SR AAHIV-1Gag Fl /B Po 1
o AEAS R S 77 20 H , Frod 1298 B3 028 R 4010 4H Hu B i SR8 B IR 5 1 o AE AN [R) i 77 =X
L, BT IS5 B AL 2 RS 4l R i R IAHIV-1Tat Fl/BRevEz [

[0075] Pk aE 25 R4 4N T KA JEBW M Gag MIPol B 1, 7 H AN L L CIE 2 L DIE
A BNP RS R LP RS F23 RS ( GV 7Y HAE R Y AL 8 e A A — AN SEE Ty R, Brid
TR ER L R 4L, SEQ 1D NO: 1ELEIASEQ 1D NO: 2.

[0076]  fEAN[A] SZji 77 AP, BT IS 50025 R 40 R L HEBE Al Gag iR 1 . FTiAAEBIE
MGagE AP IEH AR CE AL DIPAY (ENE AL F 1A JF2E A G A AP 2R Fn TP A s 1
M EHAF.

[0077]  AEASR SEHE 77 P, Bk 180 5625 R4 4 fu R 8 HEB W BUMA SR [« BTk 4EBE
BIMASE AR H : AL L CIE Y \DE A (ENP A (R E Y (P23 Y G 2R HE R R P 2 a5
N HEHF LA RARRALSEQ 1D NO: 3ESEQ 1D NO: 2fMARE A #4 »

[0078]  fEAS[R] St 77 3, B i 8 905 15 40,266 28 0 1 40 B ] A8 75 A O B | AT AT 48 9 B 3
(e

[0079]  fEAS[E SLHE 7 XA, Bk 12 2023 RAR A5 SEQ 1D NO: 18{5SEQ 1D
NO: 12 % /095% .96 % .97 % 98 % 99 % AH A PE A% BRI 51 o 7EAN A S it 77 20 rp , i 12
995 T A0 SR A 1 4 e e 38 LA SEQ ID NO:2.SEQ ID NO:3(¥ & 3R 771, BL5SEQ 1D NO:2
BSEQ ID NO:3EA ZE/95% .96 % <97 % 98 % 99 % FH[F) 11 1) & 3 8 5 71 1 25 19 ot o
[0080] il a4 AW AHAR) T 12

[0081] A< B3 2 F T il 4% s AE B U Gag Al /B Po 1 85 1 1) 40 B A 1) T 22 il ik A, 2
AR T BA AR AR SCHTR FRAE

[0082]  fE—ANsLja Ty b, Bk 5 ik A dE ok B HEBIE BUHIV- 15 B2 K Gag A1 /Bl Po 1 J7 5]
N2 AEHIV A 8h+ (B, CMV J3 3 5) $8 il JBoks , BLAE A 8 s dds o 7 — skl 7
Fr i A0, 2 B804 A b LPPHIV- 18R [ o /E— SR D7 20, B A0 28 8 AR A g A R PPHIV-1 25
o AE— AN 77 S, IR A s b 3FPHIV-18 1 , 1% H Gag Pol \RevlTat . /£ —
AL, FTiA B AE HAR I JnhS 4 FIHIV-1485 1 , Gag Pol .RevfilTat.

[0083]  fEAS[E SEfif 72l , ik BURLAL & OMV 3 31 g g Tat FIRe v &5 2 1Y 40 7 51
FEAIAR AT A S RREFI & BTS2 AR 55 IR iE Tat MIRev IR 8 4 O 40 21, AR IR AT IR
A5 5 H ) —PhE 2 .

11
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[0084]  FEAS[RI Lt 77 =UH , Bk GG 3 AR 5 CMV 3 31 SR A Ta t FRe v 3 73 1 40
+ B AR AT S S RREFI N BT AR AT L g Tat FiRe v I3 73 I A0 ., IR
IRERE S

[0085]  FrikdEBNY AUHTV—195 85 Al 3% H : AP 2 L CIE A (DI Y (BN Y (F1E 2 (23 2 LG
A HWP AL, A A e 8, e B ¥

[0086]  fE—ANSEgt /7 I, B 7 A A R AL A S HIV-1B I AR 52 1K) Gag /77 B 1) A2 2,
A4, Aok B HIV-19EBYE R 25 10 Fr 1) AR B ik A v K1 Gag /7 771

[0087] ik d4EBIY AUHTV—195 85 Pl 3% H : AP 2 L CIE A (DI Y JENE 2 (F1E 2 (P23 2 LG
B, R T A B, S HEH A AE— DMLk L 77 2, AEBWE A HI V-1 B a2 HI V-
INDK.,

[0088] il 4% 12 BB AR 1K) U V2

[0089] AR BHIL ¥ KA FH 4 HIV-14EBE 2 Gag A/ Bl Po | g [ 160 255 30 A4 ke 2B R 12 25
BRI T AR SEHtE 7 20, AR B 0 B a) B AT 80 B B I 41 M 45 T dm A HTV-14EB
WM GagBPol i A IR B4 o Firid (026 8044 m] B AT AR ST IRF-E

[0090]  Fpad 15 B s Ads A0 15 FH T A0, 2 Rt 2 s ) I =X A FH e 91, 06 W 7 s R 51 45
Br ARGt , P 185 B AR A S I NHIV-LLTRF 51 o £ — A2t 7 0, FRARLTRZ — 4%
B , T USHIR P 1) o L% 1, iy i 1299 B3 8 A A0, 75 v 0 Z2 WS FE B (ePPT) AlTH L 26 117
F1 (CTS) o BT ik 1299 T 8 AR A0 128 9 B9 48 08 25 BRAEAS o 5 8 1, 490 o odle 3 P A A A B0 R 3t
J o

[0091]  AE—ANsLja 75 P, Brid 180 s AR B & — PP 2 PHIVELRE , ARIEHT V=130 5%
ek, ik $i i 2 Gag Pol JEnv Vif . Vpr.Vpu.Nef.TatBiRevii i o IR LR 7] DA 2 5K
TG HE B R — B PR TR AW PR T 2 RS R M 2 IR TR A AR — AL S i
7720, Bk 1 R A BT HIV-1p24Gag i

[0092]  FE—YLiksLiti )y sCrh , AR R B A& B A NISH) B s B im s g . “5 A
NISH a3 857 A & NF-Kb 45 547 s P02 RIS E Jof (TSRE) MISXYZAF (SXY) o KRR A
(S ANTSI S B B A B2m B Zh - FIMHC 12538 Ja2h - I B8 R AR 72 AR (R S A NTS I
JEBN—Bon BG4 B LR IR B 31X s B2mEE I BUMHC T2RE8 1 Y gl 1A, Bl
DRI ZH B4 22 (1 : NCBI £ /% Be B4 FEh t tp: //www.ncbi.nlm.nih.gov/guide/dna—rna) {1
HEZ NG AG IS (1 BRI SR o B2m N T SRMHCE AR N = B AR PEE A & (MHC) -B2m
FTSEMHC 3 5 7 511 3 DR 2H 35040 e v A fn skt A, B, 3R A B 2m AN T SMHCH J8 3+ 7
Hllo

[0093]  MHC IZ&FNB2-fiERkEE A 3 310 & & A NISI a8 8+ 1 3G 45 A8 [R5 ME o X 2 )5
B LA 7R A0 L g SR BTG R B 7T, LA B, 75K 2 B e AR ZH 2 DABAIG i 38
T RE

[0094]  FE—/Nsjia 75 20, BT 0, 2 2 A4 R 02 s B3 B0 — R SN A1, DA RV TE R
B R TR A BAR 7 A 1K) Gag 85 [ I EH ok 12 0 B 2850 445 17 A6 1) A% 2 1) 18 ks 3 28044 UKL o A
16 1, 31X eIk FH BT IR A 2R B A4 N BT I 180 B3 48 A L 2 L A ke SR o Tk 4 i I T A g Ay
ZRidEnviE [ (LI VSVREE AG) MIAZIR - L , B 12 995 85 2 A4 JURL RE 6 3k N A& 10 15 &
YN, JFAEFTIATE LA W B AR IE

12
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[0095]  7E-—NSjita 7 TUH , BT A0 2 s A4 B0 0 B B AR R 0 BB A N A D, I HLRR AR
BB P NFTIRZH I, DA SO VT T R i B s A R

[0096]  fE-—ANSLfita 7y A, Bk 75 208 G R WO AE R I 4 A= S 1) 18 B A

[0097]  FE—A LTy U, ik Jr i AR R PR A ik, prik Bt Ak s ik Ak i 18
TR EE AR = T Z B E B Gag B Po 1 8 [ I AH R A0 R 3 4 o A ety , Pl ol 20t AEGE T 2
B A GagBlPol 5 [ Ak B4 5 38 2 2 /01 . 5fEk 2t .

[0098] 1555 F5 B A RTKE

[0099] AR By A BT HIV-19EBIE M Gag Al /B Po 1 5 [ [ 1893 25 B A4 UKL o T iR HEBAIE.
RlGagMPo 1 [ A] BA A SCHTIA KA HFAE o

[0100]  Fridk 185 B s A Sk A0 15 5 A FH T A 28 A0 i s i =G A P 2 AR IR, B 5
Gag~Pol MEnv & A RERI) W A7 fUR BI04 A 07 s o AR et , T i 2 05 PR AMHIV-1LTR
P AE— SR T TN, IR LTRZ — 4 MRS , FH-T-USHIRFP 21 o A2t , Py 1899 285 44 it
PLIAZ IR B 5 v 0 Z2VERS 7 31 (cPPT) FTHp 02818 7 31 (CTS) o BT IR A% BRI 128 4 5 12 9 3B
At EE D, B Wk B VAR RV B SR A, B 1858 B A BURLAL S VSV
S

[0101]  fRiEH:, FriR 1B IR B ARG & S ANISH B3+ fE— D sLhE =, Btk 58+
&B2ma s+

[0102]  FE— s )y sUH, il A8 B B0 & — PPEl 2 MPHI VLR , LI HIV-140 5 -
i, BTk $i R Z&Gag Pol \Env. Vif Vpr.Vpu.Nef . TatZRevi /i .

[0103]  A]¥G A BH () 1808 TR 384 25 118 E 40 (B FE A6 3 o

[0104]  Fraks 158 B3 A8 A4 ks m] A0 5 B 4 i 8 At e 2R Y () BB ) AL ) 25 D0, 4610 4, Yang 5
Targeting lentiviral vectors to specific cell types in vivo (PN &R =] 1895 B %%
A2 2 AMUSEAY) ,PNAS 113 (31) :11479-11484 (2006) , HAd ik 5| FHAN N AL o S 1m) 7] 18
T 55 40 b 1) 400 B 2R D 1 45 A IO PO AR R ST o ST B 401 i SIS 20 A e S AR S 4 I L T4 e L B
JHO o D0 2 B ) B SR A SR A, JF Honl il it 5DCR I E A R w4 A 1 B E A kL .. =
W, %, Yang % ,Engineered Lentivector Targeting of Dendritic Cells for In
Vivo (T FE 2 1 15 978 25 250 44060 B S 40 L i 44 A 8B 7)) ,Nat Biotechnol.2008March;26
(3) :326-334, Hoidid 5| AN AR SCo AR IR Je AR IR BH B 180 B 34 T H2 A8 i 5 28k
R, T 6216 7 YR A B0 T BN, Brid Ve 97 Tt 4 & V) BO% T Re 18 15 3 BX
1 B o R AT AR B IRRLERAZ SN ) 38 5 BT % S S B AR a8 b B FR AR AE T TR
AR 1) B SR i () S L R A

[0105] Kl

[0106]  Sjifafal 1. BURiA 4

[0107]  gag—po 1 JE PRI R FIEIL PCRY H13 21, 8 HIPTA 514 9 EAHTV—1NDKFK) 5 & pNDK-Nff:
FREAR o T 3RS pThV-GP-NJFUkL , BT 43 PCR™“ ) HiEag1/Sal 1AL I 3 A [Fl £ FHEag1/Sal 1
AL B A p8. T4,

[0108]  sifa {42 . d Ik o G A i 12 Bk A

[0109]  fii FIpFLAP CMV GFP bisHlIpTHV-VSV.G (INDI-CO) bisHtAp8. 745 pThV-GP-N, 3
AT 7 36 EE YL , 18V K HIp8 . T4 18K HIp ThV—GP-N. I A5 il 47 4£-80°C .

13
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[0110]  FUKIpFLAP-CMV GFP bis#bist th5¢ )6 (1 (GFP) , Haik ml i in 2 40 g AR A
.

01111 Sl 3 . 1o T A k7™ ) W s A )

[0112] A2 i I 1 29 3 T4N L Hh GFP 235 (Y A ke I 5 o AN AE 24 FLIRN B 57 T 5 A
1026 FBSHDMEM 1 , B 2 Hei 81 > 102,/ FLA 26 o 2R, PV 4 AS IR B i 1
300uLAARFEL S AN . 2/ I, 10 S5 FLER INT000 1 23545 10 % FBS I BT #ERT 77 5L 55 3 J5 7271
I, B8 25 8537 2L I AEDul becco MR Eh 2 R 7K (DPBS; F A A 4 7] (Gibeo) ) HHge i 4m i .
0.05% Trypsin—EDTA (F 1 ] 2 7)) B2 H 40 o e i s N 300u ] 58 A DMEMK A% 11 R W 4L , IF
W 41 e B8 248 LAEFACS,, I Ji5 2K FFACSCal ibur (BDAE iy B4 A w) FI509nm) 8 &% 3 K xt
FARGFPIY 4 M8 . 13 1€ 30 % LA R AIGEPRH P4 M 1 43 L

[0113] &5 LIS S RIpThV-GP-NAIp8 . 7484 7= B 2 [0 i 2% 22 53¢ , R HIp ThV-GP-N
JRRE IR o Ay o FESE B, SR A3 SR D ThV-GP-NFIF A 8 4 Rt 2 SR P L RSE FH ) Jo L
p8. TAPTAF AR P A5 (H ST ER AR 36 : p<0. 001)

(01141 S54SR Al ThV-GP-N{ 15935 #8014 2 38

[0115]  HIV-1BRUMIHIV—INDKYp &% FH 293 T4 Mo i 4% , 3 H A T S PACCRS 41 Y . 1X L 41 fify
BLTHIV LTRES B R IR E (0 5O0 3B S I8 7 Hopl e 5 7 TATER 1 (G AR AR A H T VK
QMO0 » LacZ 2t A 4R35 I HAE UG IR R e R MRS A INHIV-1Gag p24 MIZL R AR
15 B HURT 4, I FL i s B A ZUNDK R 5 1) 1% 5 8 1 T A ZUBRUI 55

[0116]  SZjififsil5 . R Fp ThV-GP-N{Eip24 R 384

[0117]  RAAFLLBIKIp8, 74 FpSD GP NDKAD 2 3 A ok AE pfi 1 95 B 3 A kL . xof T 4% bp
{51, K A RIP 247K 5T o 45 SR T 105, I ELVE W 47 ZENDKADL B JFURE , B i Hh 2 AP 24
S RIPINER

[0118]  sLjfafsil6 . 5% Fp ThV—GP-N{#ip24 Jin 1-y8i />

(01191 SR AL 3L 3 Ak 8 . TARMIp THY-GP-Nofe A e (2, 35 14 B MBIV 1) L 90 o 2 FHINTH
FL-P24MAB (183-H12-5C) Xf fir ik i AT Wes ternEN AR SL L6 o 45 LR Tl 6, 3F HLAR P24
B A A ETAR R 7= 2= 1 ENDK A BRUAD 2 5k 22 [A) 5 22 5, NDKE ke 7= A2 B8 = 1P 244 1 (FF 9
5 B A AEP24RIAE) , TIBRUZE RS LB I R P24,

14
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<110>

FPi a7 B /A 7 (Theravectys)

EHR T BT (Institut Pasteur)

<120>
<130>
<140>
<141>
<150>
<151>

AEBIE R GAGER I AENE 7 23 E 2 (0 2
THERA.11.3
PCT/US2012/
2012-09-25
11306222.8
2011-09-26

<160>
<170>
<210> 1

<211> 4298
<212> DNA
213>
<400> 1

67

PatentIn 3.5iK

NG R BRI a1

atgggtgcga gagcgtcagt attaageggg

ttacggccag
ctagaacgat
ataggacagc
acagtagcaa
gtagaaaaga
gatagcagcc
catcaggcca
ttcagcecceegg
ttaaacacca
accatcaatg
gcaccaggcce
caggaacaaa
agatggataa
gacataagac
ctaagagccg
caaaatgcaa
gaagaaatga
gctgaggcaa
tttaagggcce
aaaaattgca

atgaaagatt

gaggaaagaa
ttacacttaa
tacaaccatc
ccctetattg
tggaggaaga
aggtcagcca
tatcacctag
aagtaatacc
tgctaaacac
acgaagctgce
aaatgagaga
tagcatggat
tcctgggatt
agggaccaaa
agcaagcttc
acccagattg
tgacagcatg
tgagccaagt
caagaaaaag
gggccecectag

gcactgaaag

aaaatatgca
tcetggecett
tattcaaaca
tgtacatgaa
acaaaacaaa
aaattaccct
aactttgaac
catgttttca
agtgggggga
agaatgggac
accaagggga
gacaagcaac
aaataaaata
ggaacctttt
acaggatgta
taaaactatc
ccagggagtg
aacaggttca
tattaagtgt
aaaaaagggc

acaggctaat

ggaaaattag
ctaaaacatt
ttagagacat
ggatcagaag
aggatagagg
agtaagaaaa
atagtgcaga
gcatgggtaa
gcattatcag
catcaagcag
agattacatc
agtgatatag
ccacctatcece
gtaagaatgt
agagactatg
aaaaactgga
ttaaaagcat
ggggegegeeeg
gctactgeag
ttcaactgtg
tgttggaaat
tttttaggga

15

atacatggga
tgatatgggce
cagaaggctg
aaattagatc
taaaagacac
agacacagca
acctacaggg
aagtaataga
aaggagccac
ctatgcaaat
cagtgcatgc
caggaactac
cagtaggaga
atagccctgt
tagaccggtt
tgacagaaac
tgggaccaca
gccataaage
taatgatgca
gcaaggaagg
gcggaaggga
agatttggcc

aagaattcgg
aagcagggag
taaacaaata
attatataat
caaagaagct
agcagcagct
gcaaatggta
agaaaaggcc
cccacaagat
gctaaaagag
agggectgtt
tagtaccctt
aatctataaa
cagcattttg
ctataaaact
cttgttggte
ggctacacta
aagagttttg
gagaggcaat
gcacacagca
aggacaccaa

ttcccacaag

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
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ggaaggccgy
ttcgggtttg

tatcctttag
ggggacagcet
taaatttgce
taagacagta
tagtaggacc
ctttaaattt
atggcccaaa
ttgtacagaa
tactccaata
cagagaactt
tgcagggctg
agttccctta
tgagacacca
ggcaatattc
aatagttatc
gcatagaaca
agataaaaaa
taaatggaca
acagaagtta
gcaattatgt
agaagcagaa
gtattatgac
gacataccaa
gaggggtgcece
agaaagcata
atgggaaaca
caatacccct
agaaactttc
tgttactgac
tgagttacaa
agattcacaa
agtcagtcaa
agcacacaaa
gaaagtacta
caattggaga
agctagctgt

tccaggaata

ggaattttct
gggaggagat
cttcecteaa
aaaggaagct
aggaaaatgg
tgatcaaata
tacacctgtce
tccaattagt
agttaaacaa
atggaaaagg
tttgccataa
aataagagaa
aaaaagaaaa
gatgaagatt
gggattagat
caaagtagca
tatcaataca
aaaatagagg
catcagaaag
gtacagccta
gtggggaaat
aaactcctta
ttagaactgg
ccatcaaaag
atttatcaag
cacactaatg
gtgatatggg
tggtggatag
cctttagtaa
tatgtagatg
agaggaagac
gcaattaatc
tatgcactag
ataatagagc
ggaattggag
tttttggatg
gcaatggcta
gataaatgtc
tggcaattag

tcagagcaga
aaccccectet
atcactcttt
ctattagata
aagccaaaaa
ctcatagaaa
aacataattg
cctattgaaa
tggccattga
aaggaaaaat
agaaaaaaga
ctcaagattt
aatcagtaac
ttaggaaata
atcagtacaa
tgacaaaaat
tggatgattt
aattaagaga
aacctccatt
taaacctgcce
taaactgggc
ggggaaccaa
cagaaaacag
acttaatagc
aaccatttaa
atgtaaaaca
gaaagactcc
agtattggca
aattatggta
gggcagctaa
agaaagttgt
tagctttaca
gaatcattca
agctaataaa
gaaatgaaca
gaatagataa
gtgattttaa
agctaaaagg

attgtacaca

ccagagccaa
cagaaacagg
ggcaacgacc
caggagcaga
tgataggggsg
tctgtggata
gaagaaattt
ctgtaccagt
cgaagaaaaa
ttcaagaatt
cagtaccaag
ctgggaggtt
agtactggat
taccgecattt
tgtgctecca
cttagagccce
gtatgtagga
acatctattg
tctttggatg
agaaaaagaa
aagccagatt
agcactaaca
ggaaattcta
agaactacag
aaatctaaaa
attaacagag
taaatttaaa
agccacctgg
ccagttagag
tagagagact
ccettteact
ggattcggga
agcacaacca
aaaggaaaag
agtagataaa
ggctcaggaa
cctaccacct
agaagccatg

tctggaagga

16

cagccccacce
agcagaaaga
cctecgtecaca
tgatacagta
aattggaggt
taaagctatg
gttgacccag
aaaattaaag
ataaaagcat
gggcctgaaa
tggagaaaat
caattaggaa
gtgggtgatg
accataccta
cagggatgga
tttagaaaac
tctgacttag
aggtggggat
ggttatgaac
agctggactg
tatgcaggaa
gaagtagtac
aaagaaccag
aaacaagggg
acaggaaagt
gcagtgcaaa
ctacccatac
attcctgagt
aaggaaccca
aaattaggaa
gacacgacaa
ttagaagtaa
gataagagtg
gtttacctgg
ttagtcagtc
gaacatgaga
glggtagega
catggacaag

aaagttatcc

agcagagagc
caaggaactg
ataaagatag
ttagaagaaa
tttatcaaag
ggtacagtat
attggctgca
ccaggaatgg
taacagaaat
atccatataa
tagtagattt
taccgcatcce
catatttctc
gtataaacaa
aaggatcacc
aaaatccaga
aaatagggca
ttaccacacc
tccatcctga
tcaatgatat
ttaaagtaaa
cactaacaga
tacatggagt
acggccaatg
atgcaagaac
aaatagccac
aaaaggaaac
gggaatttgt
taataggagc
aagcaggata
atcagaagac
acatagtaac
aatcagagtt
catgggtacc
agggaatcag
aatatcacaa
aagaaatagt
tagactgtag
tggtagcagt

1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
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tcatgtagcce
agcatacttt
tggcagcaat
ggaatttgga
attaaagaaa
aatggcagta
ggaaagaata
cataaaaatt
accagcaaag
aaaggtagta
tgatgattgt
210> 2

211> 1499
<212> PRT

agtggctata
ctcttaaaat
ttcaccagtg
attccctaca
attataggac
tttatccaca
atagacataa
caaaattttc
cttctctgga
ccaagaagaa

gtggcaagta

tagaagcaga
tagcaggaag
ctacagttaa
atccccaaag
aggtaagaga
attttaaaag
tagcaacaga
gggtttatta
aaggtgaagg
aagtaaagat

gacaggatga

213> NAyZBhie a1 1Y

<400> 2

Met Gly Ala Arg Ala Ser

1

Glu Arg Ile

His Ile
35

Leu

Leu
Gly Leu
50
Gln Pro
65

Thr

Ser

Ile Ala

Thr Lys Glu
Thr
115

Ile

Lys Lys

Pro
130
Pro

Tyr

Ser Arg

145

Phe Ser Pro

Thr Pro Gln

5
Arg Leu
20
Trp Ala

Glu Thr

Ile Gln

Thr Leu
85

Ala Val
100
Gln Gln

Val Gln

Thr Leu

Arg

Ser

Ser

Thr

70

Tyr

Glu

Ala

Asn

Asn

Val Leu

Pro Gly
Glu
40
Gly

Arg

Glu
55
Gly Ser

Cys Val

Lys Met

Ala Ala
120
Leu Gln
135

Ala Trp

150

Glu Val
165

Leu

Ile

Asn

Pro Met

Thr Met

agttattcca
atggccagta
ggccgeetgt
tcaaggagta
tcaagctgaa
aaaagegeees
catacaaact
cagggacagc
ggcagtagta
cattagggat

gcagaaacgg
aaagtagtac
tggtgggceag
gtagaatcta
catcttaaga
attgggggat
agagaattac
agagatccaa
atacaagaca

tatggaaaac

ggattaac 4298

Ser Gly
10

Lys

Gly

Gly
25

Leu

Lys

Glu Arg

Cys Lys Gln

Glu Glu Leu

75

His Glu Arg
90

Glu Glu

105

Asp

Glu

Ser Ser

Gln Met

Val Val
155
Ala

Lys
Phe Ser
170
Asn

Leu Thr

17

Lys Leu Asp
Ala
30

Leu

Lys Tyr

Ile Ala
45
Ile Tle
60

Arg

Gly

Ser Leu

Ile Glu Val

Gln Lys
110

Ser

Asn
Gln Val
125
Val His
140

Ile

Gln

Glu Glu

Leu Ser Glu

Val Gly Gly

ggcaagaaac
atacagataa
ggatcaaaca
tgaataaaga
cagcagtaca
acagtgcagg
aaaaacaaat
tttggaaagg
atagtgacat

agatggcagg

Ala
15

Leu

Trp
Lys
Asn Pro
Gln

Leu

Asn
80
Asp

Tyr

Lys
95
Ser Lys

Gln Asn

Ala Ile
Ala
160
Ala

Lys

Gly
175

His Gln

3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
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Ala
Trp
Met
225
Gln
Glu
Met
Pro
Gln
305
Gln
Gln
Pro
Gly
Arg
385
Lys
Glu
Gly
Ser
Glu

465
Tyr

Ala
Asp
210
Arg
Glu
Ile
Tyr
Phe
290
Ala
Asn
Ala
Gly
Ser
370
Lys
Asn
Gly
Lys
Arg
450

Glu

Pro

Met
195
Arg
Glu
Gln
Tyr
Ser
275
Arg
Ser
Ala
Thr
His
355
Val
Ser
Cys
His
Ile
435
Pro

Ile

Leu

180
Gln

Leu
Pro
Tle
Lys
260
Pro
Asp
Gln
Asn
Leu
340
Lys
Thr
Ile
Arg
Gln
420
Trp
Glu

Thr

Ala

Met

His

Arg

Ala

245

Arg

Val

Tyr

Asp

Pro

325

Glu

Ala

Ala

Lys

Ala

405

Met

Pro

Pro

Pro

Ser
485

Leu
Pro
Gly
230
Trp
Trp
Ser
Val
Val
310
Asp
Glu
Arg
Val
Cys
390
Pro
Lys
Ser
Thr
Ser

470
Leu

Lys
Val
215
Ser
Met
Ile
Ile
Asp

295
Lys

Met
Val
Met
375
Phe
Arg
Asp
His
Ala
455

Gln

Lys

Glu
200
His
Asp
Thr
Ile
Leu
280

Arg

Asn

Met
Leu
360
Met
Asn
Lys
Cys
Lys
440
Pro

Lys

Ser

185
Thr

Ala
Ile
Ser
Leu
265
Asp
Phe
Trp
Thr
Thr
345
Ala
Gln
Cys
Lys
Ser
425
Gly
Pro

Gln

Leu

18

Ile
Gly
Ala
Asn
250
Gly
Ile
Tyr
Met
Ile
330
Ala
Glu
Arg
Gly
Gly
410
Glu
Arg
Ala

Glu

Phe
490

Asn
Pro
Gly
235
Pro
Leu
Arg
Lys
Thr
315
Leu
Cys
Ala
Gly
Lys
395
Cys
Arg
Pro
Glu
Gln

475
Gly

Asp
Val
220
Thr
Pro
Asn
Gln
Thr
300
Glu
Lys
Gln
Met
Asn
380
Glu
Trp
Gln
Gly
Ser
460

Lys

Asn

Glu
205
Ala
Thr
Ile
Lys
Gly
285
Leu
Thr
Ala
Gly
Ser
365
Phe
Gly
Lys
Ala
Asn
445
Phe

Asp

Asp

190
Ala

Pro
Ser
Pro
Ile
270
Pro
Arg
Leu
Leu
Val

350
Gln

His
Cys
Asn
430
Phe
Gly

Lys

Pro

Ala
Gly
Thr
Val
255
Val
Lys
Ala
Leu
Gly
335
Gly
Val
Gly
Thr
Gly
415
Phe
Leu
Phe

Glu

Ser
495

Glu
Gln
Leu
240
Gly
Arg
Glu
Glu
Val
320
Pro
Gly
Thr
Pro
Ala
400
Arg
Leu
Gln
Gly
Leu

480
Ser
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Gln
Phe
Arg
Gln
545
Pro
Asp
Lys
Arg
Gly
625
Leu
Glu
Lys
Cys
Asn
705
Lys
Asp
Lys
Val
Ser

785
Pro

Phe
Ser
Val
530
Gly
Leu
Thr
Trp
Gln
610
Thr
Leu
Thr
Gln
Thr
690
Pro
Trp
Phe
Lys
Pro
770

Ile

Gln

Phe
Ser
515
Trp
Thr
Val
Gly
Lys
595
Tyr
Val
Thr
Val
Trp
675
Glu
Tyr
Arg
Trp
Lys
755
Leu

Asn

Gly

Arg
500
Glu
Gly
Val
Thr
Ala
580
Pro
Asp
Leu
Gln
Pro
660
Pro
Met
Asn
Lys
Glu
740
Ser
Asp

Asn

Trp

Glu

Gln

Gly

Ser

Ile

565

Asp

Lys

Gln

Val

Ile

645

Val

Leu

Glu

Thr

Leu

725

Val

Val

Glu

Glu

Lys

Asp
Thr
Asp
Phe
550
Lys
Asp
Met
Ile
Gly
630
Gly
Lys
Thr
Lys
Pro
710
Val
Gln
Thr
Asp
Thr

790
Gly

Leu
Arg
Asn
535
Ser
Ile
Thr
Ile
Leu
615
Pro
Cys
Leu
Glu
Glu
695
Ile
Asp
Leu
Val
Phe
775

Pro

Ser

Ala
Ala
520
Pro
Phe
Gly
Val
Gly
600
Ile

Thr

Thr

Glu
6830
Gly
Phe
Phe
Gly
Leu
760
Arg

Gly

Pro

Phe
505
Asn
Leu
Pro
Gly
Leu
H85
Gly
Glu
Pro
Leu
Pro
665
Lys
Lys
Ala
Arg
Tle
745
Asp
Lys

Ile

Ala

19

Pro

Ser

Ser

Gln

Gln

570

Glu

Ile

Ile

Val

Asn

650

Gly

Ile

Ile

Ile

Glu

730

Pro

Val

Tyr

Arg

Ile

Gln
Pro
Glu
Ile
555
Leu

Glu

Gly

Asn
635
Phe
Met
Lys
Ser
Lys
715
Leu
His
Gly
Thr
Tyr

795
Phe

Gly
Thr
Thr
540
Thr
Lys
Met
Gly
Gly
620
Ile
Pro
Asp
Ala
Arg
700
Lys
Asn
Pro
Asp
Ala
780

Gln

Gln

Lys
Ser
525
Gly
Leu
Glu
Asn
Phe
605
Tyr
Ile
Ile
Gly
Leu
685
Ile
Lys
Lys
Ala
Ala
765
Phe

Tyr

Ser

Ala
510
Arg
Ala
Trp
Ala
Leu

590
Ile

Gly
Ser
Pro
670
Thr
Gly
Asp
Arg
Gly
750
Tyr
Thr

Asn

Ser

Gly

Glu

Glu

Gln

Leu

575

Pro

Lys

Ala

Arg

Pro

655

Lys

Glu

Pro

Ser

Thr

735

Leu

Phe

Ile

Val

Met

Glu
Leu
Gly
Arg
560
Leu
Gly
Val
Met
Asn
640
Ile
Val
Ile
Glu
Thr
720
Gln
Lys
Ser
Pro
Leu

800
Thr
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Lys

Gln

His

Phe

865

Met

Leu

Gly

Gln

Pro

945

Leu

Ile

Tyr

Arg

Gln

Lys

Ile

Asn

Pro

Arg

Ile Leu
Met
835
Thr

Tyr

Arg
850
Thr Thr

Gly Tyr

Pro Glu

Leu
915
Cys

Lys

Leu
930
Leu Thr

Lys Glu

Ala Glu

Gln Glu
995
Gly Ala
1010
Lys Ile
1025
Phe Lys
1040
Glu Tyr
1055
Thr Pro
1070
Ile Tle
1085
Glu Thr
1100

Glu
820
Asp
Lys
Pro
Glu
Lys
900
Asn
Lys
Glu
Pro
Leu
980
Pro
His
Ala
Leu

Trp

Pro

Lys

805

Pro

Asp

Ile

Asp

Leu

885

Glu

Trp

Leu

Glu

Val

965

Gln

Phe

Thr

Thr

Pro

Gln

Leu

Ala

Leu

Phe

Leu

Glu

Lys

870

His

Ser

Ala

Leu

Ala

950

His

Lys

Lys

Asn

Glu

Ile

Ala

Val

Glu

Gly

Gln
825
Gly

Arg Lys

Val
840

Leu

Tyr

Glu
855
Lys

Arg

His Gln

Pro Asp Lys

Thr Val
905
Ile

Trp

Gln
920
Gly

Ser
Arg Thr
935
Glu

Leu Glu

Gly vVal Tyr

Gln Gly Asp
985
Leu Lys
1000
Asp Val Lys
1015

Ser Ile Val
1030

Gln Lys Glu
1045

Thr Trp Ile
1060

Lys Leu Trp
1075

Thr Phe Tyr
1090

Lys Ala Gly

1105

Asn

20

810

Asn

Ser

Glu

Lys

Trp

890

Asn

Tyr

Lys

Leu

Tyr

970

Gly

Thr

Gln

Ile

Thr

Pro

Tyr

Val

Tyr

Pro

Asp

His

Glu

875
Thr

Ala
Ala
Ala
955

Asp

Gln

Leu

Trp

Glu

Gln

Val

Glu Ile Val
830
Glu Ile
845

Leu

Leu
Leu Arg
860
Pro

Pro Phe

Val Gln Pro

Ile Gln

910
Ile Lys
925

Thr

Gly
Leu Glu
940
Glu

Asn Arg

Pro Ser Lys

Thr Tyr
990
Tyr Ala
1005
Thr Glu Ala
1020

Gly Lys Thr
1035

Glu Thr Trp
1050

Trp Glu Phe
1065

Leu Glu Lys
1080

Gly Ala Ala
1095

Thr Asp Arg
1110

Trp

Lys

815
Tle

Gly

Trp

Leu

Ile

895

Leu

Val

Val

Glu

Asp

975

Gln

Arg

Val

Pro

Trp

Val

Glu

Asn

Gly

Tyr
Gln
Gly
Trp
880
Lys
Val
Lys
Val
Ile
960
Leu

Ile

Thr
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Arg

Glu

Val

Ala

Glu

Ala

Ser

Ala

Ala

Ala

Gln

Leu

Tyr

Ala

Val

Ala

Tyr

Leu

Lys

Lys

Gln Lys
1115
Leu GIn
1130
Asn Tle
1145
Gln Pro
1160
Gln Leu
1175
His Lys
1190
Gln Gly
1205
Gln Glu
1220
Ser Asp
1235
Ser Cys
1250
Val Asp
1265
Glu Gly
1280
Ile Glu
1295
Tyr Phe
1310
His Thr
1325
Ala Cys
1340
Asn Pro
1355
Lys Lys
1370
Thr Ala
1385
Gly Gly

Val

Ala

Val

Asp

Ile

Gly

Ile

Glu

Phe

Asp

Lys

Ala

Leu

Asp

Trp

Gln

Ile

Val

Ile

Val

Ile

Thr

Lys

Ile

Arg

His

Asn

Lys

Ser

Val

Glu

Leu

Asn

Trp

Ser

Ile

Gln

Gly

Pro

Asn

Asp

Ser

Lys

Gly

Lys

Glu

Leu

Cys

Pro

Ile

Val

Lys

Gly

Ala

Gln

Gly

Met

Gly

Phe Thr
1120
Leu Ala
1135
Ser Gln
1150
Glu Ser
1165
Glu Lys
1180
Gly Asn
1195
Val Leu
1210
Lys Tyr
1225
Pro Pro
1240
Gln Leu
1255
Gly Ile
1270
Leu Val
1285
Ile Pro
1300
Leu Ala
1315
Ser Asn
1330
Gly Ile
1345
Gly Val
1360
Gln Val
1375
Ala Val
1390
Tyr Ser

Asp

Leu

Tyr

Glu

Val

Glu

Phe

His

Val

Lys

Trp

Ala

Ala

Gly

Phe

Lys

Val

Arg

Phe

Ala

21

Thr Thr

Gln Asp

Ala Leu

Leu Val

Tyr Leu

Gln Val

Leu Asp

Asn Asn

Val Ala

Gly Glu

Gln Leu

Val His

Glu Thr

Arg Trp

Thr Ser

Gln Glu

Glu Ser

Asp Gln

Ile His

Gly Glu

Asn Gln
1125
Ser Gly
1140
Gly Ile
1155
Ser Gln
1170
Ala Trp
1185
Asp Lys
1200
Gly Ile
1215
Trp Arg
1230
Lys Glu
1245
Ala Met
1260
Asp Cys
1275
Val Ala
1290
Gly Gln
1305
Pro Val
1320
Ala Thr
1335
Phe Gly
1350
Met Asn
1365
Ala Glu
1380
Asn Phe
1395
Arg Tle

Lys

Leu

Ile

Ile

Val

Leu

Asp

Ala

Ile

His

Thr

Ser

Glu

Val

Ile

His

Lys

Ile

Thr

Glu

Gln

Ile

Pro

Val

Lys

Met

Val

Gly

His

Gly

Thr

Val

Lys

Pro

Glu

Leu

Arg

Asp



CN 107858375 A

.l

3

8/32 T

1400

Ile Ile Ala Thr Asp

1415
Ile Lys Ile
1430

Gln Asn

Pro Ile Trp Lys Gly

1445
Ala Val Val
1460
Arg Lys Val
1475
Asp Asp Cys
1490
<210> 3
211> 129
<212> PRT

Tle

Lys

Val

Gln

Ile

Ala

Ile

Phe

Pro

Asp

Ile

Ser

213> NAyZBhie a1 1Y

<400> 3

Met Gly Ala Arg Ala Ser

1
Glu Arg Ile

His Leu Ile
35
Gly Leu Leu
50
Gln Pro Ser
65
Thr Val Ala

Thr Lys Glu

Lys Lys Thr
115

Tyr

<210> 4

211> 129

<212> PRT

Arg
20

Trp
Glu
Ile
Thr
Ala

100
Gln

5
Leu

Ala

Thr

Gln

Leu

85

Val

Gln

Arg
Ser
Ser
Thr
70

Tyr

Glu

Ala

213> NA EBhpemae1 Ay

1405
Gln Thr
1420
Arg Val
1435
Ala Lys
1450
Asn Ser
1465
Arg Asp
1480
Arg Gln
1495

Val Leu
Pro Gly
Arg Glu
40

Glu Gly
55

Gly Ser
Cys Val

Lys Met

Ala Ala
120

Arg Glu Leu

Tyr

Leu

Asp

Tyr

Asp

Ser

25

Leu

Cys

Glu

His

Glu
105

22

Tyr

Leu

Ile

Gly

Glu

Gly

10

Glu

Lys

Glu

Glu

90

Glu

Ser

Arg

Trp

Lys

Lys

Asp

Gly

Arg
Gln
Ile
75

Arg

Glu

Ser

1410
Gln Lys
1425
Asp Ser
1440
Lys Gly
1455
Val Val
1470
Gln Met
1485

Lys Leu

Lys Tyr

Phe Thr
45

Ile Tle

60

Arg Ser

Ile Glu

Gln Asn

Gln Val
125

Gln

Arg

Glu

Pro

Ala

Asp

Ala
30

Leu

Gly

Leu

Val

Lys

110
Ser

Tle

Asp

Arg

Gly

Thr
15

Leu
Asn
Gln
Tyr
Lys
95

Ser

Gln

Trp

Pro
Leu
Asn
80

Asp

Lys

Asn



CN 107858375 A

.l

3

9/32 T

<400> 4

Met Gly Ala Arg

1
Glu Arg

His Leu

Gly Leu
50

Gln Pro

65

Thr Val

Thr Lys

Lys Lys

Tyr
<210> 5

Tle

Tle

35

Leu

Ser

Ala

Glu

Thr
115

211> 132
<212> PRT
213> NHyZBhpemae 1 1Y

<400> 5

Arg
20

Trp
Glu
Ile
Thr
Ala

100
Gln

Ala

Leu

Ala

Thr

Gln

Leu

85

Val

Gln

Ser

Arg

Ser

Ser

Thr

70

Tyr

Glu

Ala

Met Gly Ala Arg Ala Ser

1
Glu Lys

His Tle

Gly Leu
50

Gln Pro

65

Thr Val

Thr Lys

Lys Lys

Ile

Val

35

Leu

Ser

Ala

Glu

Ala
115

Arg
20
Trp

Glu

Leu

Thr

Ala

100
Gln

5

Leu

Ala

Thr

Gln

Leu

85

Leu

Gln

Arg
Ser
Ser
Thr
70

Tyr

Asp

Ala

Val

Pro

Glu
55
Gly

Lys

Ala

Val
Pro
Arg
Glu
55

Gly

Cys

Ala

Leu

Gly

Glu

40

Gly

Ser

Val

Met

Ala
120

Leu

Gly

Glu

40

Gly

Ser

Val

Ile

Ala
120

Ser
Gly
25

Leu
Cys
Glu
His
Glu

105
Asp

Ser
Gly

25

Leu

Glu
His
Glu

105
Asp

23

Gly Gly
10
Lys Lys

Glu Arg

Lys Gln

Glu Ile
75

Glu Arg

90

Glu Glu

Ser Ser

Gly Gly
10
Lys Lys

Glu Arg
Arg Gln
Glu Leu

75
Gln Arg
90

Glu Glu

Thr Gly

Lys

Lys

Phe

Ile

60

Arg

Ile

Gln

Gln

Glu

Lys

Phe

Ile

60

Arg

Ile

Gln

His

Leu

Tyr

Thr

45

Ile

Ser

Glu

Asn

Val
125

Leu

Tyr

Ala

45

Leu

Ser

Glu

Asn

Ser
125

Asp

Ala
30

Leu

Gly

Leu

Val

Lys

110

Ser

Lys
30
Val

Leu

Ile

110
Asn

Thr
15

Leu
Asn
Gln
Tyr
Lys
95

Ser

Gln

Arg
15

Leu
Asn
Gln
Tyr
Lys
95

Ser

Gln

Trp

Lys

Pro

Leu

Asn

80

Asp

Lys

Asn

Trp

Lys

Pro

Leu

Asn

80

Asp

Lys

Val



CN 107858375 A F % 3% 10/32 T

Ser Gln Asn Tyr
130

<210> 6

211> 75

<212> PRT

213> NG skbe i ag 1

<400> 6

Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp

1 5 10 15

Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Lys Leu Lys

20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45

Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Leu Gly Gln Leu
50 55 60

Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu

65 70 75

210> 7

211> 73

<212> PRT

213> NG hbe s 1

<400> 7

Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp Glu Lys

1 5 10 15

Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys His Ile

20 25 30
Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro Gly Leu
35 40 45

Leu Glu Thr Thr Glu Gly Cys Arg Gln Ile Leu Gly Gln Leu Gln Pro
50 55 60

Ser Leu Gln Thr Gly Ser Glu Glu Leu

65 70

<210> 8

211> 75

<212> PRT

213> N Gepeshbe s 1 Y

<400> 8

Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Gln Leu Asp Arg Trp

1 5 10 15

24



CN 107858375 A F % 3% 11/32 T

Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Leu Glu Gln Leu
50 55 60
Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 9
211> 75
<212> PRT
213> NG skbe i ag 1
<400> 9
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Lys Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Gly Gly Cys Arg Gln Ile Leu Glu Gln Leu
50 55 60
Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 10
211> 75
<212> PRT
213> NG b e 1
<400> 10
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Ile Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Ala Gly Cys Arg Gln Ile Leu Gly Gln Leu
50 55 60
His Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 11

25



CN 107858375 A F % 3% 12/32 T

211> 73

<212> PRT

213> NG sk ag 1

<400> 11

Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Lys Trp Glu Lys

1 5 10 15

Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys His Ile
20 25 30

Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro Gly Leu

35 40 45
Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Leu Ala Gln Leu Gln Pro
50 55 60

Ser Leu Pro Thr Gly Ser Glu Glu Leu

65 70

<210> 12

211> 75

<212> PRT

213> NG skbe i ag 1 2

<400> 12

Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp

1 5 10 15

Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Lys Leu Lys
20 25 30

His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro

35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Leu Gly Gln Leu
50 55 60

Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu

65 70 75

<210> 13

211> 73

<212> PRT

213> NG peshbe s 1 Y

<400> 13

Ala Arg Ala Ser Ile Leu Ser Gly Gly Glu Leu Asp Arg Trp Glu Lys

1 5 10 15

Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Lys Leu Lys His Ile
20 25 30

Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro Gly Leu

26
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35 40 45
Leu Glu Thr Ser Glu Gly Cys Ile Gln Ile Leu Gly Gln Leu Gln Pro
50 55 60
Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70
<210> 14
211> 75
<212> PRT
213> NG skbe i ag 1
<400> 14
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Lys Leu Lys
20 25 30
His Val Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Lys Ile Leu Gly Gln Leu
50 55 60
Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 15
211> 75
<212> PRT
213> NG shbe e 1 4
<400> 15
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Gln Tyr Lys Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Leu Glu Gln Leu
50 55 60
Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Ile
65 70 75
<210> 16
211> 75
<212> PRT
213> N b e 1 8

27
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<400> 16
Met Gly Ala Arg Ala Ser Ile Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Gln Tyr Arg Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Gly Gly Cys Lys Gln Ile Leu Ala Gln Leu
50 55 60
His Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 17
211> 73
<212> PRT
213> NG skbe i ag 1 2
<400> 17
Ala Arg Ala Ser Ile Leu Ser Gly Gly Glu Leu Asp Arg Trp Glu Lys
1 5 10 15
Ile Arg Leu Arg Pro Gly Gly Lys Lys Arg Tyr Arg Leu Lys His Ile
20 25 30
Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro Gly Leu
35 40 45
Leu Glu Thr Ser Glu Gly Cys Lys Gln Ile Ile Arg Gln Leu Gln Pro
50 55 60
Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70
<210> 18
211> 75
<212> PRT
213> N sk a1 8y
<400> 18
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Arg Ile Arg Leu Arg Pro Arg Gly Lys Lys Lys Tyr Gln Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ser Val Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Leu Arg Gln Leu
50 55 60

28
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Gln Pro Ala Leu Gln Thr Gly Ser Glu Asp Phe

65 70 75
<210> 19
211> 75
<212> PRT
213> NG skbe i ag 1
<400> 19
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Leu Gly Gln Leu
50 55 60
Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 20
211> 75
<212> PRT
213> NG hbe s 1
<400> 20
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Arg Ile Arg Leu Arg Pro Gly Gly Ser Lys Lys Tyr Lys Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Ser Leu Leu Glu Thr Ser Glu Gly Cys Lys Gln Ile Leu Gly Gln Leu
50 55 60
Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 21
211> 75
<212> PRT
213> N ok a1 4y
<400> 21
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15

29
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Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Gln Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Ser Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Leu Gly Gln Leu
50 55 60
Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 22
211> 75
<212> PRT
213> NG skbe i ag 1
<400> 22
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Lys Trp
1 5 10 15
Glu Arg Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Lys Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Ile Gly Gln Leu
50 55 60
Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 23
211> 75
<212> PRT
213> NG b e 1
<400> 23
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys
20 25 30
His Val Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ala Glu Gly Cys Lys Gln Ile Leu Ala Gln Leu
50 55 60
His Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 24

30
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211> 72
<212> PRT

213> Nz i pes 1 Y
{220>

<221> misc_feature
<222> (18)..(18)

<223> Xaan] PLAATAR FIR 7= A ) 2 FE 1R

<220>
<221> misc_feature
<222> (51).. (1)

<223> Xaan] PLRATAR RAR 7= A ) 2 FE 1R

<400> 24

Arg Ala Ser Val Leu Ser Gly Gly Glu

1 5
Arg Xaa Arg Gln Gly Gly Lys
20

Trp Ala Ser Arg Glu Leu Glu
35

Glu Thr Xaa Glu Gly Cys Arg

50 55

Leu Gln Thr Gly Ser Glu Glu

65 70

<210> 25

211> 75

<212> PRT

213> NG s o e 1

<400> 25

Met Gly Ala Arg Ala Ser Val

1 5

Glu Lys Ile Arg Leu Arg Pro

20

His Ile Val Trp Ala Ser Arg
35

Gly Leu Leu Glu Thr Ser Gly

50 55

Gln Pro Ser Leu Gln Thr Gly

65 70

<210> 26

211> 75

Lys
Arg
40

Gln

Leu

Leu
Gly
Glu
40

Gly

Ser

Lys
25
Phe

Ile

Ser
Gly
25

Leu

Cys

Glu

31

Leu
10

Ala

Leu

Gly
10

Glu

Arg

Glu

Asp

Val

Glu

Gly

Arg

Gln

Leu
75

Arg

Leu

Asn

Gln
60

Glu

Lys

Phe

Ile
60

Trp

Pro
45

Leu

Leu

Tyr

Ala
45
Leu

Glu
His
30

Gly

Gln

Asp

30
Val

Gly

Lys
15
Ile

Leu

Pro

Arg
15
Leu

Asn

Gln

Ile

Val

Leu

Ala

Trp

Lys

Pro

Leu



CN 107858375 A F % 3% 18/32 T

<212> PRT
213> NG skbe i ag 1
<400> 26
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Thr Trp
1 5 10 15
Glu Arg Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Ala Leu Lys
20 25 30
His Leu Ile Trp Ala Ser Arg Glu Leu Glu Arg Phe Thr Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Lys Gln Ile Ile Gly Gln Leu
50 55 60
Gln Pro Ser Ile Gln Thr Gly Ser Glu Glu Ile
65 70 75
<210> 27
211> 75
<212> PRT
213> NG skbe i ag 1 2
<400> 27
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Lys Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Leu Gly Gln Leu
50 55 60
Gln Pro Ser Leu Gln Thr Gly Ser Glu Glu Leu
65 70 75
<210> 28
211> 75
<212> PRT
213> N Gepeshbe e 1 Y
<400> 28
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Thr Trp
1 5 10 15
Glu Arg Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Ala Leu Lys
20 25 30
His Leu Ile Trp Ala Ser Arg Glu Leu Glu Arg Phe Thr Leu Asn Pro
35 40 45

32
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Gly Leu Leu Glu Thr Ser Glu Gly Cys Lys Gln Ile Ile Gly Gln Leu

50 55 60

Gln Pro Ser Ile Gln Thr Gly Ser Glu Glu Ile

65 70 75

<210> 29

211> 75

<212> PRT

213> NG skbe i ag 1 2

<400> 29

Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp

1 5 10 15

Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Lys Leu Lys

20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45

Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Ile Ser Gln Leu
50 55 60

Gln Pro Ser Leu Lys Thr Gly Ser Glu Glu Leu

65 70 75

<210> 30

211> 75

<212> PRT

213> NG ehbe s 1 4

<400> 30

Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Glu Trp

1 5 10 15

Glu Lys Ile Arg Leu Arg Pro Gly Gly Arg Lys Thr Tyr Lys Leu Lys

20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45

Gly Leu Leu Glu Thr Ser Glu Gly Cys Lys Gln Ile Ile Ala Gln Leu
50 55 60

Gln Ser Ser Ile Gln Thr Gly Ser Glu Glu Ile

65 70 75

<210> 31

211> 73

<212> PRT

213> N by e 1 8

<400> 31

33
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Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Glu Trp Glu Lys

1 5 10 15
Ile Gln Leu Arg Pro Gly Gly His Lys Arg Tyr Lys Leu Lys His Ile
20 25 30
Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Ile Asn Pro Gly Leu
35 40 45
Leu Glu Thr Ser Gly Gly Cys Arg Gln Ile Met Gly Gln Leu Gln Pro
50 55 60
Ala Ile Gln Thr Gly Ser Glu Glu Leu
65 70
<210> 32
211> 73
<212> PRT
213> NG ske i ag 1 2
<400> 32
Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp Glu Lys
1 5 10 15
Ile Arg Leu Arg Pro Gly Gly Arg Lys Arg Tyr Arg Leu Lys His Ile
20 25 30
Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro Gly Leu
35 40 45
Leu Glu Thr Ser Glu Gly Cys Lys Gln Ile Ile Ser Gln Leu Gln Pro
50 55 60
Ser Leu Lys Thr Gly Ser Glu Glu Leu
65 70
<210> 33
211> 61
<212> PRT
213> NG ahbe s 1 Y
<400> 33
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Glu Leu Asp Arg Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Lys Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Val Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Leu
50 55 60
<210> 34

34



35

CN 107858375 A F 5l % 21/32 1
211> 61
<212> PRT
213> NG sk ag 1
<400> 34
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Thr Trp
1 5 10 15
Glu Arg Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Ala Leu Lys
20 25 30
His Leu Ile Trp Ala Ser Arg Glu Leu Glu Arg Phe Thr Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Lys Gln Ile Ile
50 55 60
<210> 35
211> 61
<212> PRT
213> NG ske i ag 1 2
<400> 35
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Lys Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Gln Ile Ile
50 55 60
<210> 36
211> 61
<212> PRT
213> NG ahbe s 1 Y
<400> 36
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Glu Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Arg Lys Thr Tyr Lys Leu Lys
20 25 30
His Ile Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Lys Gln Ile Ile
50 55 60
<210> 37
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<211> 59
<212> PRT
213> NG sk ag 1
<400> 37
Ala Arg Ala Ser Val Leu
1 5
Ile Gln Leu Arg Pro Gly
20
Val Trp Ala Ser Arg Glu
35
Leu Glu Thr Ser Gly Gly
50
<210> 38
<211> 59
<212> PRT
213> NG ske i ag 1 2
<400> 38
Ala Arg Ala Ser Val Leu
1 5
Ile Arg Leu Arg Pro Gly
20
Val Trp Ala Ser Arg Glu
35
Leu Glu Thr Ser Glu Gly
50
<210> 39
211> 61
<212> PRT
213> NG ahbe s 1 Y
<400> 39
Met Gly Ala Arg Ala Ser
1 5
Glu Lys Ile Arg Leu Arg
20
His Leu Val Trp Ala Ser
35
Gly Leu Leu Glu Thr Ala
50
<210> 40

Ser

Gly

Leu

Cys
55

Ser

Gly

Leu

95

Val

Pro

Arg

Glu
55

Gly
His
Glu

40
Arg

Gly

Arg

Glu
40

Leu

Gly

Glu
40
Gly

Gly
Lys
25

Arg

Gln

Gly
Lys
25

Arg

Gln

Ser
Gly
25

Leu

Cys

36

Lys
10
Arg

Phe

Ile

10
Arg

Phe

Ile

Gly
10
Lys

Glu

Lys

Leu

Tyr

Ala

Met

Leu

Tyr

Ala

Ile

Gly

Arg

Gln

Asp Glu Trp

Lys Leu Lys
30
Ile Asn Pro

45

Asp Ala Trp

Arg Leu Lys

30

Leu Asn Pro
45

Arg Leu Asp

Lys Tyr Arg
30
Phe Ala Leu
45
Leu Met
60

Glu Lys
15
His Ile

Gly Leu

Glu Lys
15
His Ile

Gly Leu

Ala Trp
15
Met Lys

Asn Pro



CN 107858375 A F % 3% 23/32

211> 61
<212> PRT
213> NG sk ag 1
<220>
<221> misc_feature
<222> (54) .. (54)
223> Xaam] LA AEAT RIR A M= IR
<220>
<221> misc_feature
<222> (61) .. (61)
223> Xaam] PLAEAEAT RN A = IR
<400> 40
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ser Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Met Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Met Glu Arg Phe Ala Leu Asn Pro
35 40 45
Asp Leu Leu Glu Thr Xaa Glu Gly Cys Gln Gln Ile Xaa
50 55 60
<210> 41
211> 59
<212> PRT
213> NG shbe e 1 4
<400> 41
Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp Glu Lys
1 5 10 15
Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Ile Lys His Leu
20 25 30
Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro Gly Leu
35 40 45
Leu Glu Thr Ala Glu Gly Cys Gln Gln Ile Met
50 55
<210> 42
211> 61
<212> PRT
213> N ok a1 8y
<400> 42
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
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CN 107858375 A F 5l % 24/32 T
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Arg Tyr Arg Met Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Asp Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ala Glu Gly Cys Gln Lys Ile Met
50 55 60
<210> 43
211> 61
<212> PRT
213> NG skbe i ag 1 2
<400> 43
Met Gly Ala Arg Ala Ser Val Leu Thr Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Arg Lys Ser Tyr Lys Ile Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Asp Leu Leu Glu Thr Ala Glu Gly Cys Gln Gln Ile Met
50 55 60
<210> 44
211> 61
<212> PRT
213> NG shbe e 1 4
<400> 44
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Asp Arg Phe Ala Leu Asn Pro
35 40 45
Ser Leu Leu Glu Thr Ser Glu Gly Cys Gln Gln Ile Ile
50 55 60
<210> 45
211> 61
<212> PRT
213> N ok a1 8y
<400> 45
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
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1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Arg Lys Lys Tyr Arg Met Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Asp Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ala Glu Gly Cys Gln Gln Ile Leu
50 55 60
<210> 46
211> 61
<212> PRT
213> NG skbe i ag 1 2
<220>
<221> misc_feature
<222> (42) .. (42)
223> Xaam] PLAEAEAT RN A M = A 1R
<220>
<221> misc_feature
<222> (49) .. (49)
223> Xaam] PLAEAEAT RN A & I IR
<400> 46
Met Gly Ala Arg Ala Ser Ile Leu Ser Gly Gly Arg Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Xaa Arg Phe Ala Leu Asn Pro
35 40 45
Xaa Leu Leu Glu Ser Ala Glu Gly Cys Gln Gln Ile Met
50 55 60
<210> 47
<211> 59
<212> PRT
213> N sk a1 4y
<400> 47
Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp Glu Lys
1 5 10 15
Ile Gln Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys His Leu
20 25 30
Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro Asp Leu
35 40 45
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Leu Glu Thr Ser Glu Gly Cys Gln Gln Ile Ile
50 55
<210> 48
<211> 59
<212> PRT
213> NG skbe i ag 1
<400> 48
Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ser Trp Glu Lys
1 5 10 15
Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys His Leu
20 25 30
Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro Ser Leu
35 40 45
Leu Glu Thr Ala Glu Gly Cys Gln Gln Ile Met
50 55
<210> 49
211> 61
<212> PRT
213> NG ske i ag 1 2
<400> 49
Met Gly Ala Arg Ala Ser Val Leu Arg Gly Glu Lys Leu Asp Thr Trp
1 5 10 15
Glu Arg Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Met Met Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Ala Pro
35 40 45
Gly Leu Leu Glu Thr Ala Glu Gly Cys Arg Gln Ile Ile
50 55 60
<210> 50
211> 61
<212> PRT
213> N sk a1 4y
<400> 50
Met Gly Ala Arg Ala Ser Ile Leu Arg Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Gln Leu Arg Pro Gly Gly Lys Lys Arg Tyr Met Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
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Gly Leu Leu Glu Thr Ala Glu Gly Cys Arg Gln Ile Ile
50 55 60
<210> 51
211> 61
<212> PRT
213> NG skbe i ag 1
<400> 51
Met Gly Ala Arg Ala Ser Val Leu Arg Gly Glu Lys Leu Asp Thr Trp
1 5 10 15
Glu Arg Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Met Met Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Ala Pro
35 40 45
Gly Leu Leu Glu Thr Ala Glu Gly Cys Arg Gln Ile Ile
50 55 60
<210> 52
211> 61
<212> PRT
213> NG ske i ag 1 2
<400> 52
Met Gly Ala Arg Ala Ser Ile Leu Arg Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Gln Leu Arg Pro Gly Gly Lys Lys Arg Tyr Met Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ala Glu Gly Cys Arg Gln Ile Ile
50 55 60
<210> 53
<211> 59
<212> PRT
213> N sk a1 4y
<400> 53
Ala Arg Ala Ser Ile Leu Arg Gly Gly Gln Leu Asp Arg Trp Glu Lys
1 5 10 15
Ile Arg Leu Arg Pro Gly Gly Lys Lys His Tyr Met Leu Lys His Leu
20 25 30
Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Val Leu Asn Pro Gly Leu
35 40 45
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Leu Glu Thr Ala Glu Gly Cys Lys Gln Ile Met
50 55
<210> 54
211> 61
<212> PRT
213> NG skbe i ag 1
<400> 54
Met Gly Ala Arg Ala Ser Ile Leu Thr Gly Glu Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Met Ile Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ala Glu Gly Cys Gln Gln Ile Ile
50 55 60
<210> 55
211> 61
<212> PRT
213> NG ske i ag 1 2
<400> 55
Met Gly Ala Arg Ala Ser Ile Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Arg Lys Lys Tyr Arg Met Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ala Glu Gly Cys Gln Gln Leu Ile
50 55 60
<210> 56
211> 61
<212> PRT
213> N sk a1 4y
<400> 56
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Gln Leu Lys
20 25 30
His Val Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
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Gly Leu Leu Glu Thr Ala Glu Gly Cys Gln Gln Ile Ile
50 55 60
<210> 57
211> 61
<212> PRT
213> NG skbe i ag 1
<400> 57
Met Gly Ala Arg Ala Ser Ile Leu Thr Gly Glu Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Met Ile Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ala Glu Gly Cys Gln Gln Ile Ile
50 55 60
<210> 58
211> 61
<212> PRT
213> NG ske i ag 1 2
<400> 58
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Asp Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Gln Tyr Lys Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Lys Ile Ile
50 55 60
<210> 59
211> 61
<212> PRT
213> N sk a1 4y
<400> 59
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Arg Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Met Lys
20 25 30
His Leu Ile Trp Ala Gly Arg Glu Leu Asp Arg Phe Ala Leu Asp Pro
35 40 45
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Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Lys Ile Ile
50 55 60
<210> 60
211> 61
<212> PRT
213> NG skbe i ag 1
<400> 60
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Met Lys
20 25 30
His Leu Ile Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asp Ser
35 40 45
Gly Leu Leu Glu Thr Thr Glu Gly Cys Arg Lys Ile Ile
50 55 60
<210> 61
211> 61
<212> PRT
213> NG ske i ag 1 2
<400> 61
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Arg Lys Lys Tyr Lys Met Lys
20 25 30
His Leu Ile Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asp Pro
35 40 45
Gly Leu Leu Glu Thr Ser Glu Gly Cys Arg Lys Ile Ile
50 55 60
<210> 62
<211> 38
<212> PRT
213> N Gepeshbe e 1 Y
<400> 62
Gly Gly Lys Lys Lys Tyr Arg Leu Lys His Leu Val Trp Ala Ser Arg
1 5 10 15
Glu Leu Glu Arg Phe Ala Leu Asn Pro Gly Leu Leu Glu Thr Thr Glu
20 25 30
Gly Cys Lys Gln Ile Ile
35
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<210> 63
211> 61
<212> PRT
213> NG skbe i ag 1
<400> 63
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Arg Lys Lys Tyr Arg Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Asp Leu Leu Glu Thr Ala Asp Gly Cys Gln Gln Ile Leu
50 55 60
<210> 64
211> 61
<212> PRT
213> NG skbe i ag 1 2
<400> 64
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Asp Leu Leu Asp Thr Ala Glu Gly Cys Leu Gln Leu Ile
50 55 60
<210> 65
211> 61
<212> PRT
213> N sk a1 8y
<400> 65
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Glu Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Thr Pro Glu Gly Cys Leu Gln Ile Ile
50 55 60
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<210> 66
211> 61
<212> PRT
213> NG skbe i ag 1
<220>
<221> misc_feature
<222> (61) .. (61)
223> Xaam] LA AEAT KRR A = IR
<400> 66
Met Gly Ala Arg Ala Ser Val Leu Ser Gly Gly Lys Leu Asp Ala Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Lys Tyr Arg Leu Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Asp Arg Phe Ala Leu Asn Pro
35 40 45
Asp Leu Leu Glu Thr Ala Asp Gly Cys Leu Lys Ile Xaa
50 55 60
<210> 67
211> 61
<212> PRT
213> NG hbe s 1
<400> 67
Met Gly Ala Arg Ala Ser Ile Leu Ser Gly Gly Lys Leu Asp Asp Trp
1 5 10 15
Glu Lys Ile Arg Leu Arg Pro Gly Gly Lys Lys Gln Tyr Arg Ile Lys
20 25 30
His Leu Val Trp Ala Ser Arg Glu Leu Asp Arg Phe Ala Leu Asn Pro
35 40 45
Gly Leu Leu Glu Ser Ala Lys Gly Cys Gln Gln Ile Leu
50 55 60
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