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L. — PR 254 S W 2R 25 S &
(a) U 2/ D= AR ARy iR, Hod
o B—gERl SRR iR PR ST H A 4R 9. 51Ve BN &L S (oD, Horp
2R L bR R PO, FodnZz e ik EH :MSLNLDLL3\FLT3 . BCMA . PSMA . CD337/]
CD19;
« BTSN S E T R A S, F H R A TESE 10V NI, 1% 58 — Pl e AR/
EBRECD3 ek A A A7 5 - L
« BRI A S I Z IR B2 IR AR S B L CH2 25 M S FNCH3 &5 Ay,
FR T IR PR 22 IR SRR 22 PR TR S A I R, P22 28 = g5 R 10 B T iR 2 IR Rk 2L A 10k
H MM 2R 741, 124 VA N4k : SEQ 1D NO:17-24;
(b) Z=/D—Fhggahss), Hak 1« OFR AR TSR DR HAFR P A TR « S KRR ANIERR « uk
HA A,
(c) Z/D—Fikir, Hoge 1 < FA VRFER . H 22 A LA M A & DAY
(d) Z/D—FhRTETEVER, Hak 5 - B0 RE20. J 1 L AR R40 . 22 11 24 R60 . 22 1L
FURERES0 IS VD U188 B S LM PEG 3350.PEG 4000 M Ho24H 5
H HHEAZ 25 S pHAE4 25 VE I N -
2. QAR R BT AR AR 29Wn 20 G0, Horze i) A B oA A
3. QR ARAUR) R AT — T Al R AR 25 AL A5, Forp Pl B8 = g i e sd L 5 7%
Fsir 2
BT - CH245 M) Ja - CHB 5 Ay 3 - 1k - e - CH2 45 Kyl - CH3 45 Ay
4 QRUR) ER L ER 2 BT IR IR 250 el A, Hop iz B — g5 R L G #E4 . 556 . 51107
WNIpl.
5. AR ER Lk 2T R iR 25 40 5, HodZ of — a5 G 18 . 529 . 5115 [
WNIpl.
6. QAR B R Lk 2T R iR 259 20 G, HodhZ of — a5 G 188 . 529 . 015 [l
WNIpl.
7. QRUR) SR Lk 2 BT iR TR 250 2 AW , o HZ CH245 Ay bl (0 25 45 Al sl N 2= D 2 PR
—HiMro
8. QAR R ek 2T R iR 25 20 &, HodhZ of = a5l oG 155 . 5 2.7 . 515 [
WNIpl.
9. QAR B R ST IR 25 4 &7, o iz 28 = 45 i A 756 . 0227 . O Bl Y
HIpT.
10 AR K Lk 2Bk ik 254l &4, Hob
(1) 1Z 56— 25 0 S APk nl AR g5 ka3, - ELZ 8 — 253 0 & APkl AR 45
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(11) 1Z B —E5 I 0 B — NPk ] AR g5 by, - HZ o8 — g5 a0 S A bk ] Ax g5
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(i1i) ZB—g5 I A S PR PUAR AT AR g5 kb, I HAZ o8 — g5 Ml o & — AN Pk T A
SERL I 5 1k
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(iv) ZEE— G B S — PR T R g5 Ay, O F Haz ol 85l a8 — Ak 22 45
a3
L1 ABURI K Lk 2 Bk IR AR 29 1651, Hoize o s AR A 2 2 BT &
A
(a) BE—&5 15
(b) EEk L A 3 N AN ESER T4, %4 DA M 41k SEQ 1D NO:1-3;
(c) 8 &Mt ;
(&) IREEK IR BEL R A e B MR SRR 74, 4 A M 41ak: SEQ ID NO: 1.2,
3.9.10.11F112;
(e) BB =G5 56— 2 IR L4
() IkEEL  ZIk L A 2 A M ALESERR 741, 1241 A M4 SEQ 1D NO:5.6.7
;LA MK
(g) SE =S5l 28 — 2 )R PR
12 QAR R BTk IR 25 A &, Forpz 2 /D — Mg b DA S 2 200mMIT K Ve
Bl AFAE
13 BRI K L2 T b AR 2o A, Horhnz 22 /D —Fhag ph 7l DA 10 2 50mM I ik &
14 AR SR LT IR 2 A, FE Az o1 2
15 AR B K Lk 2T iR (IR 25 A& , oz 2 /D — Rl AL % 215 % (m/V) 11
YOI IR VS S A1
16 ARBUR BESK 1B FT ik IR 2o AL G , oz 2 D — R A9 % 212 % (m/V) [k
17 ABUR B R L sl 2B ik IR 25 & , HorpZ 22 /D—Fh R aE EAILL0 . 004 % %2
0.5% (m/V) [FIYEH N IR EEAFAE .
18 AR R LT Tl (R AR 29 Al &, Horiz 2 /b —Fh R & M1 PL0 . 001 % 2
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BETAMmES I IE A ReHAIE S

BEEEA

[0001]  JF-2 M 2582 ks PRk (D) A& R g b= i A K e b a7 7 2 — o 5 7IME
SEZPPARLL , 25 1 BT AR B N A e e R A M, O H st R b B o = 52
WIS TR T, 12X 26 v 5 M o 11 40 25 s iE « F SF S i AT A (Roberts,
Trends Biotechnol. [ R ]12014457 H ;32 (7) :372-80,Wang, Int J Pharm. [[EfR
25242275 119994F8 F120 H 5185 (2) :129-88) .

[0002]  py TR Al 5 kD, PRI IRAE AT DAYE BT iR i i DA s Al B R A 3 T 28
BT 258, N 20 58 1 5 AR T, A A BN FARUE (marginally stable) Jf HAR S &
B 2E RN PR AR 5 o AL SRR FRTD KN BER B , 91 A B A S 2
AR BRI BCHT I — R Bt /K AR A B RS B PR R U B 2 1 T 3T & N R T
AN BRI B RN ER B o AL BRI BB AL 2 A FaE Ve i 2R 1 BT 29 & i EL BRI I
1552 — (Chi%E A, Pharm Res[Zy¥iff5t], 55204, 5691, 20034F9 H , 551325-1336 11T,
Roberts,Trends Biotechnol. [ R#a#4]201447 J1;32(7) :372-80) -

[0003] 3 AIET-25 (A U 259 B8 BURE S -, BN BITE® ORURE S TAm e i 5
W) oA AR, Hog A M EE RO B U AT AR O 5 5 G5 AL a5 O T 21 28 1 DU A
BiTE®SHUAM IR — A4 5 A on S8 41 it _E e Bt R At DR I o U R Y 5 26
TS G EE RN CD3 (TN b TR 32 R 2 A I 38) @5 S Ve o il ik HRF R e,
BiTE®HUAM AR i 5T T4 S AR 4R 42, H BRI 55 s TAni
o B 20 M B [ 4R VA )T 5V HAMG 103FIAMG 110HT % Bk R i 25— X BiTE®
PUAR A (S W0 99/54440F1W0 2005/040220) [ T3 T & B4R 5 CD3e 51
N AL IS S AT 2 455 OB S LR AL R (WO 2008/119567) o 51z BRI A
A T BITE®S P LA BARAN o W ARG (Callithrix jacchus) ERIAEAIIGE
(Saguinus oedipus) BRFARIEE (Saimiri sciureus) CD3efE SR, i HH 1R 51
T (A B 2 BT R I SR S T4 &40 R CD3&E & W 3 0r) A2k
R S P M TR 2 S TR — AT 4B A HopA T W 21 O R AR O B TN Bk
G X AR D5 A T D el DO TN R0 AR AR , 12X 8 % e R E R XU o

[0004] WO 2008/119567 Hi iR [T IAAS J (R n] HEE 52 M YR PRI B 5 TR, SR e
BB P B8 B ARA RS o B0z, H FLPRGE AL =9 HE A AR (F& AT TR AR P B H AT
BESZ T BT HEAR N AT R A o F TR INE BB - PO AR N e 90, PRl b i e
SRR PN A NS TR T T SEEIR T 8OR SR, X S Ik PN e 1 03 2o AR
FATTE, R, A2 S 5 SRR IR Y T RS DU N 958 TSR IR Y AR B 17
AR B0 R, s AE A5 IN T IREFZEIA ST T AU IR 7 771,
AR IR IR BT AR, H IR A BRI ARED 1A R (B4 5K r2
D .

[0005] 34 hnf) -l & ) e Bk 1 U DR U/ NGB B
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(AN 7 o AT HR AR 11 FH A SE B Rt AR 7 T B4R/ B e e e A T R S 2
KEEE PG, AR T BITE®HUAT R 197G 77 80K  BURE S R TN 2 S Wi X
Tt —25 & TR S FE AR MEF e - 451, 81 4nUS. 2014/0302037.US 2014/0308285.W0
2014/144722.W0 2014/151910F1W0 2015/048272 1Tk .

[0006] &5 T R EE A A U FEAES e PER L i, HLH R AR UA R TR R R
IKER Pk A 2 TR AT 2 AR AR B E e MR [ A B ] o 12 455 A0 AT TRl
MAE TS A KB s A R 28 B B B A SRR IR S |
AR (BN, P EpHAN3T °C) FH HIE A NI E A e kA TR 4 (Chi%F A, Pharm
Res [Z5¥ptt5E] , 56204, 5594, 200349 H , 581325-1336 11 ,Roberts, Trends Biotechnol.
AW R34 12014457 H 3 32(7) :372-80,Wang, Int J Pharm. [[Epr2542%:E 1199948 H
20 ;185(2) :129-88,Mahler J Pharm Sci.[Z5¥Fl#24E]120094E9 ;98 (9) :2909-34) .

[0007]  HEA, I WA PR 4P - TS P B AR A, B G 0 5 P TE R AR (9l AP e 4y
) B S E TR, DABR 11 85 1 5 SR AR AN/ ek B B 3 - 85 1 T R SR A2 TRl
1, PR B 2 30 7 I A U YIS - A, 25 A I R 2R S BN UTEE I 25807 S 4
S, H T W2l B R GAR AT RR I B 24 sl P BRI 1 752 o it , A
(AR ST B A BCREZ U PR IR SR 1 (B @ AR el AJRE 1 B0 11
FEAE T DA 25 38 0 RN MR o A A S 7 B R XU, OB s A TR0 25
Ve, s A R EIE ] (Mahler J Pharm Sci. [Z5¥Fb¥445120094F9 ;98 (9) :2909-
34)

[0008]  E SR, SCikH 24kl 1l T AL 85 B B R S e MU T8 7
W B T — s 1, AT UARRE & B SO HLRE I 1B R 08 s b 5222 44
MBS 0PN SRR /K P T L ARSI B 7K SR, 2 A B SR A T AR AT DL B AR =2 46
/BT G I e Sy — Ay S T IR AR RS (PR “fRER™) |, DA il T 22 R L)
(UM s pHAER) SR 2 DB M R SR TR « H |, 25 1 0 SR SR 2 e 3 o ook
IR E D 2 T i 25 o BRI, A R KPR = - (W) OIS 00 B, B R I HMWAMY
SRR R e i AR TR I T 2 A PRk (Chi % A, Pharm Res[%4
Y], 55204, 55951, 20034E9 H , £51325-133611) «

[0009] A=W AN A BRI I FR GRS 1 DA PRI P SR ™ B PR o ANk 7 2
AT 2540 &4, HAR BEIR T YRR B U B s AR E I F IR AE B I 52 12 (i A7
&5 T 3NN 28 S ANAR P sle A , AT 1E DhE e AN I e IR SR o« A BHIR E )
ST R XM, @ S TP R oA R, A0l B R AE KA (AF e sy
) R R TAN e 59

REAAE

[0010]  FUAEIFIING 25 15 PR (Bl S22 M) ASFRIGU IROBRS S RN/ B 2 e 1E) Botde (B4n
BURFFPETARI R S DTARM EEAR) T8 BB 290 5 T AL 2R FUBUANEGE - ;X RE R 2]
T FHRERIE A (HLEFE 20 AU fofots i f, ix Po - R HE KA Ui R e JE 2 (B
HMscFe) VFe (FR MhetFeslF il — R fkFc hFe) A AUMIE A& A RL S WBFRHSA
2EhALB) « 5 A AEE VE OF ARS8 A LR 50 A AR R Tollrsg —/ H 45 IR Y
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Ptk , HrhAE TRy T I AR -y ] (RIS AR BT & Al KB s Fr RN £ 7ok F 1
R]) 1 2 Z 4 o IR, AR W H 2 SR B RE I 2 A 1 2 25 A S B ot i
P L R I KA 2 e de  TANI i S H U AR AL AR I | S, ek
SEIRAARA APl AT DAl 1 R T RAF R A2 5 ek AT DL B LIRS P 25 4
Gt s

[0011] (o) U2 D= e PR HE AR, Hor

[0012]  « Z5—£5Agig SHOANiE R M HUR A &I H A 7E4ZE9, SHTE B A U5 LS (D)
[0013]  « 55— 45 M3 5 28 — Pl sh s L A8 10 L8 . 52 9. 0F VL N 1Y
pl;JfH.

[0014] o {ffctth, 55— G5 AT G0 2 P 2R, B B R B0 5 i L CH2 G5 A B FTICHB 4
e, FCH TR PR 22 R FH R S AR e R 155

[0015]  (b) Z=/D—FhZg 5 5

[0016]  (c) Z/D—Fuir; LA K

[0017]  (d) &/ D—FhRTGERA 5

[0018]  Jf H LA iZ 24 & Wit pHAES . 5E 63 EI -

[0019] AL AR I T SRR 2 & a0 Sl E R, HOE PR oAby A
[0020]  FEACE A P SOt — 2D, Firid 58 — G5 A el B R R AT 8. 15 - B -
CH245 Hgel - CH3 25 My - 1 3k - B e - CH2 45 Ay 38 - CH3 25 A 35 o

[0021]  FEACEIARY N SCFR eGSR AR A& B B oA AR (0 15 28 = 454

[0022]  FEACRBA BRSO IR s A, S A 204 . 02 499 .5 Rk 294 .5 %
7.5.8%4.5%6. 5[1VEEINIpT .

[0023]  FEA R B b T SCHR AR, SR 2 i B R B N R R B R S (b
[0024]  FE AR BAM P SChE 20 A g pide 3N AL, A DA T 4k CDH9
MSLN.DLL3.FLT3.EGFR.EGFRvIII.BCMA.PSMA.CD33.CD19.CD20F/ICD70.

[0025]  fE AR B b R SR s AR, 55 G52 CD3 A/ B R CD 3 & 4 11 41 i /87
7.

[0026]  FEACK I I P SCH AR, 58 G5 IkpI/E8 . 5259 . OfFJEH N

[0027]  ZEACEIAN bR Serpilt—258 8, S = S AN T A 2 A G Sk H R
N 78 AT 22090 % [l — TR 2SR 5 A1), %A A N4 SEQ 1D NO:17-24, s A
28 F N ASGERR A 24 A 418 SEQ 1D NO:17-24,

[0028]  ZEAL AN b R SCHR AR, CH2EE AL, 0 2 A M b PN e S B8 — i

[0029]  ZEACK AR bR SO, B = ah M I A 455 . 57 . 5 Ik 6 . 057 . Okl
MIpLe

[0030]  FEACE IR I SChdt—2 s,

[0031] (i) 258 — S5 A Il B & P Pop T AR 5 Al bk, O HAZ 58 85l (0 5 g n]
AR RS

[0032]  (ii)1ZZF—Z5MId & — MU T A g byt , H HZ 28 — 5l 0 & NP fkm]
AR R I
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[0033]  (iii) 1ZEf— S5 a0 & DU i AR g5 A, OF HAZ8E — g5l 25—k
RJAZEERGI; Bk

[0034]  (iv) 158 —E5 A (0 & — N Pu IR AT AR 2543y, HAZ 6 — 45 B0 & — A Bufdn]
AR R I o

[0035]  FEACL I I P SCHR AR, Hiim B s B = R B e M B0 2

[0036]  (a) ZH—&h AN 5

[0037]  (b) kP, 1z Sk A e B NS EFR 4, 1Z 41 DA N 4L : SEQ 1D NO:
1-3;

[0038] () &5 —&EHdak;

[0039]  (d) ke, iz Sk e B NS ERR 4, 1Z 41 DA N 41k : SEQ 1D NO:
1.2.3.9.10. 11F112;

[0040]  (e) 56 = A5 A1) 28— 20 IR PR

[0041]  (F) Ik iz Sk A e B N AL SERR 41, 1Z 41 DA N 41 : SEQ 1D NO:
5.6 7TH18; VL &

[0042]  (g) 5 — AU IakI 88 2 JIK Lk

[0043]  FEACKHAM b N SCHIR AR, = D—Fheg sl B M AR 4L DL R 4
ORI FTAETR  BRIARR I AR & O IR  Hh oK IR 21 SR IR 2 - (N- RO IRRAR) £ AR
WHAA

[0044]  FEALIAN R SC it —2B 4848, 2 /D—Fhgg i3 DA 5 22 200mMIT ik JFE I Bl  BEAR
BEHBLA 102 50mMI Ik VS AT A

[0045]  FEACL A b NSO, 2=/ Dol AL iZ AL DA N ARk Ol IR
W RS 2R SCHE A TR ok 2k {E S A SR

[0046]  FEACAHANY I N SCH IR AR, RHE F N2 AR DA N AR R TR A H
AN SRR

[0047]  FEACL AN I P SCHhadE— 2 A8, B L B4R

[0048]  FEACAHARY I P SCH AR, = D—FiEPAL % 215 % (m/V) ITEHE N IO R e s
HiPL9% 212% (m/V) [ VS FAFALE

[0049]  FEACK A b N SCHhR s, DR IiE PRI B4 A2 DL ALk R
L AERERE20 B8 1L BERERE40 R 1 BUEEFE60 2R 1L 2B R 80 JEs Vb 1 188 L5 B JE v F68 . i
FrEX-100. 358 LM (polyoxyethylen) \PEG 3350.PEG 40005 F4H 4.

[0050]  FEACKHARY b RSt — 2], &b — R s 1 2L0. 004 % 0.5 % (m/V)
PTG L0001 9% 550,01 % (n/V) FTE I PN R BE LA A .

[0051]  FEACEIHRY I B SO AR i 4 S pHAEA . 0225 . O Y, Ak ba . 2.

[0052]  FEACE IR bR SOk AR 1 254 S P A 7R 150 2 500m0smif B B N 1515
o

[0053]  FEAK IR b N SO0 A8 2 A S b Ak 1 AIRIE A,
ZA UL N — Pk 2 M2 ool A Fhok 2 P R .

[0054]  FEACL A b N SCHRAR, Ak — Mk 2 FUEAILA0 . 1% 215 % (w/V) IR T
REc2di



N 110582297 B W OB P 5/323 T

[0055]  FEACL AR I P SCHIA R iz A S e S

[0056]  (a) QIETIARUF SR AR — T FTR P TR 12K

[0057]  (b) 1OmMA2AFRER Bk AR ER

[0058]  (c)9% (m/V) FEWHE6 % (m/V) FEHFAI6 % (n/V) FEPN 5L -B- TR,

[0059]  (d)0.01% (m/V) B 1L1ALfZRESO

[0060]  Jf H I Az A L5 S pH 4 . 2.

[0061]  FEACLHAM b R Seh it — 208 8 iz P A LLO . 1 2 8mg/m L 0. 2-
2.5mg/ml e HE0 . 25-1 . Omg/m1 [F3k B VG I AEALE -

[0062] AL b N SCH AR, AR B 25045 02 A

[0063]  ZEAEHAN I N SOk s A8, 25l SR R 25l 5, HonT il ad 7k T an i
AR SR F AT — T ATk [R5 S T 3K AS

[0064]  FEAAHARY I M Scht—2 058, 29 A S R 2o A G, Hond s T 2
b AT AR A TR B AR 2 A S TR

[0065]  FEZ5WnA G b B SCR BB T T AEIR T B , DU S B PR o 3 ok
o w5 I R A

[0066]  FEACK AN I P SCHIA AR, A a B IINE T A Se s ik P i sl 4
[0067]  FEACAHAR b Pt — 2% 8 KA S 2511233456 5 TR, sl g
25T 1.2.34.586 2, sl H 12k, sk~ H 1ok 2ok, ettt i f 12K

Bf$ =135 BB

[0068]  [F1:Elali r T AL A HTAAS BAAN) — > S I 1 i o 7 i — R (AR Fe
PUARRY PRI T B L e B A R 1O X - A R o SINFEZR T B DAS ST S il 58
¢ B d g o rboiis gk 5 LS 8 (HSAEChALB) HORES -

[0069]  [E]2: /£ 29k pH AR L AR RASpH 2D 1 L By i R S5 44
W

[0070]  [&I3:4FpH 4F1pH 7 N A HLE(EGFRY T T4 A HODSCIAE A . AEpH 4 F T
tbAEpH 7 M Tmffk5.5°C.

[0071]  [K]4: (a) WorAHEE TpH 6, 7EpH 4HIERICDHL9 scFeduAM BHRIN S 47 124
R o3 bl o AR AT PH 4.0 I AT DA ER B 5 (b) I onqE4°C (N R S T0 2w 4w) \25°C
(TO\ 1w 2w+4w) AI137°C (TO 1w 2w+ 4w) NAE = FiA L H] A -G4SuT GATr THIGAMSuT H s ik
SECTAEJCDH19scFe BiTER) I 45 Ll  G4SuT a7 10mMA 2 iR 9 % (w/v) FEEFE.0.01 % ¥
LA RESO0, GATr TAY 25 10mMA 2R < 9 % (w/v) MM 0. 01 % 1L ALRZ RS0, GAMSuT 7
10mMA R 4% (w/v) HEslF 2% FERE.0.01 % J LI AUEERES0 . fEpH 4 MUkl THuEME. (o)
/R TAE-20°C (TO4w) FAE = MAF B -G4SuT  GATr TANGAMSu T HA 1 1o SECTIl & 19
CDH19 scFe BiTERFIEE bl (d) o T 4E4°C (TO 2w 4w) +25°C (TO- 1w+ 2w+ 4w) F137°C
(TO 1w, 2w, 4w) "N 7E = R[] e ) ok SECUER [UCDHL9 scFe BiTEFK 53—~ (HMW)
) A3kl : GASuT GATr TAIGAMSUT . (e) o T AE-20°C (TO 4w) | A = FfAS [F Fc il s -
G4SuTGATr TANGAMSuTH IH 1= SECI [JCDH19 scFe BiTERJHMWIA 43kl . (f) BoR T 7E4°C
(TO-2w-4w) +25°C (TO\1w.2w.4w) F137°C (T0. 1w, 2w, 4w) AL —=FAFIEC 5 -GASuT GATr T
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FNGAMSuT H 1 SECIIE [JCDH19 scFe BiTERIR I H 43 LE

[0072]  [K]5.:6/ H eI & 1) pHYE 4 2 711 & g rh A FHEGFRv T T T Es cFCHUAAS AR 1) 3=
IEF bt fEpH 4.0 N, HuiAg ik B i i ot .

[0073]  [¥]6: (a) o T /E4°C MAEAFIRCHI AR EECD33 - scFe UM S AR 1) 3205
H57EE » “ccHFC R I B ey s - I B scFe 5 #9358 (cys-clamed scFe domain) o1&
pHACHI IR A A B = I AR T - (b) spoR T 4525°C N AEAN RIS 6l S F AN I CD33 -
scFeHT AR BRI E & [ 77 E o “ccHFCT AR R B il ey s - FFFRI s cFe &5 A5 {FpHL
Hl IR A B R = SR T

[0074]  [E7. 43l sak SECHR [T (AEHLE) CD19xCD3 BiTE®Hi &M HAALETO TR 14K
A~ H R E 20 U E b pH R 2 Z SR, 2EAIGpH |, SR SR T 2 B

[0075]  [&8:Statisticafff (LW FFZEFFZT] (Statsoft) ) A AL il b S 28k £ b il
EANG BV .

[0076] ]9 : il it R 50 il ok RS HERH AR = 25 % (SE-UPLC) A E [FIMSLN - scFe il 51 Fh
=5 ImT (HMWS) 2 1 40 BB oA

[0077]  [E10: F il it R ZS b i o RO HEBH R = et i (SE-UPLC) 72 CD33ce - scFe il
FRE s 5T (HMWS) O35 1 29 PR A

EARSEHEA

[0078] R HFIG T AR B m R, I LA E A R IR A& B 5
PP IAR A ARNE: (R 1 TR E ME DR — A EE B R B 1 28 1 BUR S  BLe A
Je S, AnmT BEAOER A U HE AN 290 = S AN R SEWLAN, PR AT e A R S
e FA S EE R, H BRSO AU 0 T P8 IS T e AU R 2
B A PR W DA AR A U3 2y IR0 25 (R R B 14T & L 2tk I 5e Vs %
fEAFEREA 1) KA, FF H BRI R IR 35 ARG s a0 D)5 B ey 7 I 2 1
(RE R MR D B EE s - ELACAL ) 25 Bd il 7T DA BT iR

[0079]  HEMETE AR 25Y QBITE® SR B4R 1) £ RAREL ] 5 -h 25 K
[BLEAFEE N, H I E R TSR ™ G, FIARE4 C M UL ) e il 27~
BRI BITE® T4 ik JEHLEFHLEZS (R ) (14020 16 25 BT H 25 30 70 P pH
{8 FELAERR VP S e Ve, 9l an . A TpH 6xkpH 7, EpH 4 F B VBRI RS
TEVE PRI, ARG E R Tias BB 8B AR VAR 8 P NAZFRA o TR b , A4l
BN TUR b AR A& BB U A A S A AR pHIC R DRI ke b5 e 2 5 i S )
FREMI scFvo (AL, ARH A N0 H & B, AES, AR A& B Hoidors e B A {fpHIE
IR 25 S 5 e BEREE Y -

[0080] A AL T~ 10l At I B0 B AR S A & TH I LA A R IR 25 W A 5
PR AR E AR N 138G AR I P AR AR AR I o L5 —FN 28 — g hgsg A
AR HL S (oD B AN, 28 = 45 A3 p TR Bt AN TR T 28 — 2543t p T 7 AR B A4
T, BB/ B = A R R DA, R p TR AT ER Y, AN, pT oM £4.0.4.5.5.0,
5.5.6.08%6.5. B8 — S5 sk p T = 16 .5, I 1£97.0.7.5.8.05k8. 5, It p THL AR HIAG T
o AR, A T aE M IENm  ELAA8. 04510, 0 I HZY8 . 559 . 5 Lk 9. 211
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plo kAN, 28 = S5 Al i AT 6 . 027 . OF IR MEp T, X A A B 85— 25 A3 [ p T ik
Ve, 55 S5SN8 = G5l 2 [ e p L 22 57 o (AL AR p T 22 5 L 2 /D — A A
HARRNEP LI 55— G5 BAT iR Ep D) R AR T A Ak 1, AR 25 A3
SEANAN, BRI AR SCFRAT o BT iR AH B By T LA S Binad PN 43 F- TAL R R 5], 1 St >k T LA
SEERLE, HASBOC AR LRI 70 (W) #J51 B JE A AT DA S S i )
FRE P B T IR AARFRE e SR, QAR BRARA T B o, W R S5 A o A A= Ji -0
KAEFHEAEER G2 .

(00811 {54, A0 - TN Ee & S5 A3 _E 1 1E B AICD 194544 3ak I 1) 6 FEL Ay , PRI I 1 pH
T, S A CD 191 58 — G5 A 3s A BN CD3 Y 2 — S5 A3 I o AAAs B Al AR, £ 1X
B S| IR SR X S BRI E M AL LpH 4 1, RGBT IEFL, O F
HLTHE R T IR AR E T

[0082]  5i4h, Bl 28— FN2E S5 A3k p L0 B b BT , il an, 58 — S5 A3l oh 298 031 H.
SISO 28 . 5889 019 5, PN EE A AR A T8I pHE. N &85 1E . o A 2 BE AR
pHYEL, B An2y4 1 , PG (B2, ¥EAIT 43 & G5 AL 3) sm A7 1E L o 1X 5 2t 2 58
(LA - FL T HE e, T HLIAE S 35000 S5 B s R e AR e M o A MR i A A R I T Y
P IIFRAp T1f0 5 JEAEAN AT 85 G5 AN 8 — S5 I IGO0 1, #hFe iz 38R« B 2 AR
A AR oAy 13 A 2 52 2 T H A pH (406 . Ok BE AT k5 . 5k BE AT k5 . Ok B ARG
o4 SRR, 44 . 2) (A s B 1 B S5 A

[0083] AR A A B HUAAS AR 1 58 — S5 A3y, Fam i 2 IR 2 48N s c Fv & Atk , R
A 5 5 SR R M p T, 85 S5 A 2 HiCD3 S5 A S

[0084] MM, 55 " ZE gl (5 4n$iCD3 &5 ) HA/E8 A 10 et 298 . 559 . 5[1)E
et 299 211p 1 .

[0085]  4niR o8 —&5 A3 2 HICD19uk HiCDI3&h My, M) &5 — 25 Ayt n] A5 294 . 9% 5. 311
pLo WIS — A e HiDLL3 sk HUEGFRv T T T 5 AL Ik, T 55— S5 n] HAT 296 281k £)9. 011
pLo WSS — AT HTCDTOE5 Ak, ) 28— S5 A ] HA 298 . 08 . 51 p T« QR & — 4514
IS 4TCDH1 9Z5 el , I 28— £ Mgt ] A 297 .07 51T o AR 85— 45 A Sl ST 471 PSMA LS Ay
S, 0 B —EE AT A 297 .07 5 pT o QR E8 — G5 A S HIMSLNEE AL I, T 25— S fg b
AT EAZ)9.07%9. 51pT . g5 S — S5t g Hib 1 35ty 28— 25 A3 ] HA5 218 . 5%
9.5[1pl.,

[0086]  FEACK A b N SCH AR, FRUE AN p LI S5 AL A A i) i PO 2 T AR A An
PO A AL AL I b N SCH A 3 WA ST IR 1) 28— S5 A OB e R B Ay
JCHGE Tl A ST IR I EC R ASUE o SR T, FAOBCRS S P pe e A (B, A~ FAT Xk
158 = G5y th m] DAARSE AL I s « 3 an , SRR Ba A & R Bo it 2R T DA R
B SEQ ID NO 1954-1956[KHCDRANSEQ ID NO 1958-1960[KJLCDRI 55— 45 Mk o 1A 14
R ARPE AR A B E AT LR (A SEQ ID NO 1957[FJVHANISEQ ID NO 1961[JVLIY
S G A DL AR AR P A BRI Bo s S AR (1 55— 25 A ] DL AR BESEQ 1D
NO 19621 55— S5l iR AR AR A A A Ho s 128 R ] HAARHESEQ ID NO 1963[1) )7
Ao

[0087]  SRT, AEAL AR b NS, 23 AL G nk e EASBR T A (858) ARIpIiY

11
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SERIIR PO A PRI, IR AR A IR 29 40 S A By SRS AR E L )
DX TR AR B A AR p LIS, PRI AT il A Sk PR B AR o XA B 53 7] DA
B ROX e P U AAS EEAR I 25 G GRS AR 40, B &5 & S5 A I S frp T B 2
S, e R AR IR AL B N SO 29 A S R B S NI RSE (b o U i g
PRI 53 DT AL B P 3IE OB TR IR o AEA AR B B SCHR X RS 1t
PR AR AT LA 5 S A4 o 38 T o s an R Bt ixX S8 pi ettt B N4 iz R DA
"N#H% : CDH19 MSLN.DLL3.FLT3EGFR.EGFRvIII.BCMA.PSMA.CD33.CD19.CD20A/ICD70,
[0088] X R[HEIM DAY IR UE DA Sk TR 656 B bl L b g &
B A5 (1) 2 /DA S5 G a5, T a5 A 0 3 B R S IR T M R B 2 R Iy
A, (L1) FPHAE T AR VTEIRAS A 5 S 53 S ARN S5 SRR AR (91 e i 2 mm) 1
SEETIRERG oy, AN (L11) 21 (2) T (1) Z R Rl s sy, i nf ) s & fE B an
B B RS PR I 22 K o B, AL T AU B IRAS I T SaE HUiR B A7 40 N N 2 C
At I GRS HES  FEGER 70 - R VDSEIER O3 - 45 6 G A sl 45 & S A dk - P05 43 - Rl
53 ARIEA K B 25 A5 ] U HA 28 11 LSS oA SRR T AeuE i, o /D
GG AR 2 DTSRI 53 T p TSR] o B, — et 43 [ p TR PAFE3ZE 5 e
3.5% 4.5 L3, 9% 4. 5ITE RN, 15— ARG 1p T4EE . 0F 7.0 Lk 5. 5%
6. OFFITEIHE PN o AE XML T, SR G IR, AEARSEAC A B 1 25 2 S b L R AR R 4
M, AT DL AR oA AR R B2 He o LU ) Fy AR ApH N OARIR] BT (e AEE
FILEARSEA A B 1 250 4 S b xh se A Dhag , PRIt i 40 -1 (HMW) W5 1 40 (6 25
5 RS AT DL 2R, B0, 210 % 5 2 296 % 5 % 4 % Bk AR T4 % oI 174 % [FUHMW
W T 5 B b & B0 T pH b 204 . 25 4 . 8IWARTE A& BRI 25 R &

[0089] et , AR FE AL B 25 A5 W) G0 pHISARG AR F8 A& BRI A AL LA )
PRk =SSR AT — N DT, DA AR A G5 A 1 44 1 F Ay DA 7 A S5 ALk [R] F 45 44
SENHERF A pHE 24 . 0555, L 4. 254 .8,

[0090]  iA4 AT & I0 , ARAEA A B I 25 Al A e LALE U] BE = O3k BB S AR A
KA HUAN B o 1l 3, WA AR T AAS B A 2 Img /m L ¥ BE i A7 A0/ 2l FH T
ZG A G Y ARSI N SR IR EAUA) SR 1, ANASCHIT R, B pHAT B T
FE LAY TR N HE e, X B T SR U I FL AT DA e v BE e PR o AR Ak BB (A
1.5.2.0.2.5.3.0.3.5.4.0.4.5.5.0.5.5.6.0.6.5.7.0.7.55%8. 0mg/ml) [fi7% A (k) A
FaE .

[0091] 20 R, AL I 25l S 2 sk 1, A S e B 1 s B & e LI 5
F1EL, BIAnSEAE N Pe e im T ZEA7 5T (SKU) MR FIRIE ) (B AR JHEA & BH 25
WIS WINI5K ] Ay BB A B WA, I DR 2 25 1 e il T DAl e 12 55 40 - TR A5 FL R,
F 43 ANFIP L I pER DAY T SARE , A R T WA TR (R R HE e« SR, X 2E
Fr 1T A S R FP A I S AR LA E TS « 251 CRE A CHUH E ) T LA
AMEEHRTER B SR FL T, O EL T3 N HE R IR0 = AR K AR ELAE - AT
FRIEA LA 25 L S IS T E £ Irifs e S s - B S A AL
+, WA LATRARIN/ ok CERAR « IR I, AR I A A B0 25 40 S e e A2 JTCATLH S 1,
F'\Cl I FBr o FEh , AR A A AN 25 S e AN B NaCl

12
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[0092] AL EEARAE AR A & B AT A i) o Fh B N R e 1 T LA B 11549 B Al
PR T BRUASRAT AT B A p LA BT 254 59 o 1 HL, ARpH 25 241 5 vl i
THRKING T o ORI, QAR TR E: T sk LA N 45T el an S8 T OB PR 22 i PR pHO2 A
AT PZ 210 TR AT DAMARSE A& B IRUAAR 25 A 5 P03 R AR [ R 25 4 500 » FRIE SR AR 75
TR AEIE T Aris 8 T IE Al MR B2 5 I 255 E AT B2 A BT EE R o e 4h , it
FEARPH Il FHAC R B 25841 5, v DA 4 Ak A e 77 4 Captisol®.

[0093] AR 258 20 A5 W (R L 1 1) SR S Do (AR AR RS e MR B 7T i o B A1
SRS AN FDBURR S PE fo A AR A 52 AN s, BC )t T DABBOER T3 - RFE R4 T A0
b, XL R B R HAN R T/ B 45 S M i A7 - IR K 43 W TEPE ey s - (cys-
clamp) o QAT IR 4028 Pty 1l pHANER 5t 2 28 e EE B o AR E VR I &, PTRERE DIt i
A7 554 T SRR KRS PERTF T S 0T 70 A BURR S ME HAR 3 R PR R e PR T 5 R At
K, W02 {1 R B TIARPIT 7R o QA ST IR (R8RS S PE AL EEACAE 30 C KW i A7 30 TRI LA
R GE P 3 IR E AR _FORRSUE R, SR RT I R S 50— 503 PR A M A , (15 &
IAESNE (BREBIAN, DLSTARED 15 147) FA Bk M o il e pH A B -5 B O e Al i 4%
P, 75 BRSO i A IR B R D (A ] S SR AMEE X RS o SR T , AEAE AU M 7
W5k, TR T I AN K DSF AR BT s IFIDLS A Mg KA B/ E T ey, 28007
H S SRR AR E PERT TR R PEAL O —2E S0 (BT T DR T4 TFEE 350nm/ 330nmANFR 14
LT AR AR ) A 2 i EL T BRI AR DS o SR T, FR T XELURRER VRS AR Zh 152 T K0S
TEVE, PRI ASHERS AT i Fe B TRDRT F 2 R R 2 5 S (R R R sk PR A AT LB 27, A
SOOI T IR Bk o QA S PO RSE RE TR R R EE 1 N AU S o A AL AR AR A
A BRI 29 S R RS e PR A T .

[0094]  FEA KB, RGE “FauE 5k “Faue b ¥ M 2o A S Wi 3R R e 1 , TR b
P ST A (9 AR S B e Al ) AR B fesE v R B E AR BC i VL3 as i
AT FNZE T 1A  AEA R WA 258 A S o AN S Ve B B b U A AT | R Serh, RiE <
TEVE” 5l FRE I Rl 2 A5 D s B L B 1 BUER SEk (HMWS) HTE R - FLpR D, ARG “Faue 1
R A S AL A SR it 25 45 W v R B S 1 R B A A AR PR R ARG E 1 o TR
TEVE” SRR AARIIURL (108 A D KA ] O R E0UF) SRR B IR AR TP R RE

[0095] A Sl AR “ (B 11 J50) SRS AAC 1l Tk o B e 1t PO 8 1 JBOR 2, IR 2R
W Bl L RAKT A FT A I E B 2E (IATEAR) 2 ARTBAEA S ] SR8 ‘&
YIS F1“HMWS” B 48 fili o 25 1 TSR SRR RN (M (CLZRAR) BRI (I ] W stz ]
DR AR EARTE MK BIHCK) JEA QERIEIE R EHR) VBB A RS (KRR SGIER
SR/ARNE) A3 F IR G I GEMAREE TARFLAY) AT i AR g P AN e SR B
R SR 2912 100nm 1Y R/ NE S, I HL B BUBURE & 2500 7] L (£90.1-100. m) A1TA] L (>
100. m) YuE . AT LR 8 5 (1 0 28 S Ml s R s A 12 RE o PR, ROE S (B 0D R
SR JE AR Ak B 2 i 1 TR BT R ER 4 5 el A 2 B AR R OR B S

[0096]  [AlHt, ARGE “E5 1 BUEREE” Bl “IERIRER O SRR ER 10 BU57 T AL Ak H Rl BE 22 Fif
AR E G — k2 i, RS E A P R A2 P T8
PSRRI, Al DL 2 M 75, X B8 S L R AU ) (Ui i FNi 1 28
) AR/ e AR AT ) o
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[0097] & FERITH s I T A0 SON, AR 1 B i e A I I , a4k i T AR k2R 0 o 1
L T 5 2 A DY — 2 — R 5K /K % BT LS BURE S
AT, AT DU RS 0 A B R4 21 i B s AR b FH T R A A 36 TS e A e
ZoIIR S PR (-70°C) VR VR (-20°C) BRI E (4°C) V== (25°C) FIZERE
T (37°C)

[0098]  Hh -4 Z4 BRI 22 ALY, QBT I UK/ R SR TR 7 A O w2 T AT B
BRI B R e 4 , DA F 224l 4 i 45 5 S B0 pHAR (b, IR 2 1 BT AR PR RN SR £
RILER R/ R A A A

[0099] &5 [ e B I BG it n] DA o 25 1 PR SR WTE Bk AR R B A BURE , AAAEK
Iy ZARE TR Ky A U i VAR & A R A K P iz Ao i
TN AR PR X FHERR AR, AT ae A R T 3 AR R i e R .

[0100]  YE&E A BURCAEC Il 285 75 U E M 5 JE 751 (o B RRE) |, AR AR
AR T BRI , - LI YN 25 A1 I Rl S R R e 25356105 AR e P A e, 4B any 28 iRy
SEANJEER I o Pl , v 2 B A T s S A PR AR A B AL M AT 1 242
HEL RIS GRS 5T R EM AT & & B DUk,

[0101] R, S ARA A AN 2 S FUE ), BY, BIEAE 2252 N 77 CRll 2 N )
AT SR TS SR T (A8 i/ R  A) ) k4 G EBEAMETE) sk 5 AU &9
AP A B3 G575 TR S I R A S B A A S & A PR Sk Ak, 5 AT
SBIFR RN B R pHI LS WAELEL , 294l &9 n] A A DL ek 2 R SGE RRHIE « AL
(1252 St et 2 2125 1 ST 25 ST, 2043 B AN et B AR e 1 3L
FEFP DU A

[0102]  AEACEGHAIA b B S AR, SR I~ RIS 5 5 AT (5 22 ) AR R8s 5
PE O/ B 2 e VR DURIMEC ) o A8 R BE St B b SRS S e pu iR 5 & 85— 3B, 1 28
THUR R TR A g -, BPERk — Rk 2 FiFcR (Bl AFe y RITT) FfA
AT ATV T PRI F e X R — Rk 25 P - DO AR I 1 A1 o 3508 - DO B I S5 A i E AN PR
TF-Cla&h & FaMA R fi i 40 i 5504 (CDC) JFe 2 AR 45 & B e i 4n it - S 10 4 it 5.4
(ADCC) i/ H ~ A 2= 11 32 A N R ANBAR B - 2 55 ADCCIA SN it 1) S5 e 45 1H
AP T-4H i 5 E TN A0 I B AZ 41K (PBMC) R AR 3455 (NK) 41JS < SR A4 i fnng rh bk
41 .

[0103]  HOR A GURFERAE , BN 25W0 4 & WA S B A7 14 s o3 TR AU A (BRI /D sl 41 1)
RURFSEYEH A BRI 1 LR AR ITE ) | AERIR AT Al — L R AR sk A G S Al 1k, 2R
IR PN 252 A W BV AT M o R So, A RS B R SRR
AR R RFC T 10% 9% 8% 7% 6% 5% 4% 3% 2% 51 % (w/v) , KBl A 25230
BAN I, A E B S Fh AT oAk 1) o

[0104]  FT-#fE PR PRSI M 8 A BUR SR e 10 T T E e iMah ler 558 AL J
Pharm Sci. [Z5¥F}27 24512009479 H ;98 (9) :2909- 34455k o AT MEEE 1 T R ER AR I TE B
A Gr AT SR AT ) RS HERH R = 380 A €3 (SE-UPLC) SR Al « SECSZE T A A
TE TR AR AR i 28T )5 72— « SECHT T S i R ARy I/ N S H B A i 27
SEQ-UPLC 2 ¥FE 295 - 1000kDal ) 43—~ E yE [l N 2 T-HIBAR AR/ GRdksh J15-1420) defetk
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APt B K-

[0105] &5 1 BUiA R o s HEO G Ve RO 3L 1 B sl B o VAR D C R P S A A R kL
BRI RSO G PR ES o B8 1 TR RSRIBAAR , F 25 7KK e o) it A ek B -2 1 Bk B B
FERSIURT (1) AEAT ~ FIURE R INFRE AR B [P RURT S o 7R B AT DAL UV - Vi s ' 15 520k 340 -
360nmyE BN CE R, I I TAS I AT A AN A SR Sk

[0106]  HEAb, al  FbE TF-BAS A A AL 5 SR8 PR 5 1 BT SR S AR 58 0 T » I e HOAR
Deutscher Arzneimittel Codex (DAC) JaX53EATHf 1] W IR AR fEAE BRANFAE AR B 1
=

[0107] QA A Ty Bk , e ARA G IR 258 20574 -t ] R i AR pHIV) /B P AT s
Mo AR A e AR E ) - A ) T B OB S P Do A R g R A As e 1, 9T LA
IR HH APk L2 A T - TR B (LLPS) LLPSSE DA R shi =, Hoh 5
JE AR e A o3 B A B 1 BT AS 2 A G2 TR Al & & A BUAE GEE 2R -
LLPSHLI RN 15 VR 5 PR AR T A I A 56 4 P 3 o LLPS 1 & A LV R TR i
SIER ot - 2 B B - R s o & B - a5 SO S | DEE  CRIE, S5 A B - 2R
WIS I 2940 S P0AHLG AR TR A W G5B - BRI (1 2520 S W/ r LLPS £ 1[5 A~ e AH R
B B S IR B (DB S D T B o ERLIEE , S50 ARG AR R BH I 29l S W I
A IILLPS B e 4 A LLPS, - HLIER AR 1 A A BH B S P e (AR F3E (AT B85 I e A
FENE o ITLAYSLLPS , I H AT L AnBT B S8 Hh fir A 25 A AR & B T2 &

[0108]  PRIGER S AR HIE f - P/ sl AR M T S B R AL, X e >k AT LA F)
TR A NBUTNE, WA A BRI, 18 0 5 7 e 2 SRR I B 2 ' & S o R v
ity BURS S E BT AL A A T T ARRE 1Y« IR I , AR B 25 40 S W i de i
DB ANEIA G A vk (BIAERSRI S 3 & 008 1 BTR2S) 1TE

[0109] ATk , AL HHINASUE 29 S W B S8R et o @k, R a8 — 455
LSRR SRR R PR G, LB 45 G g S T L I HiH D345 & .

[0110]  Ri& “PriAAg iR S& 45 b S5 RN/ s hRE i T-Puik (B an4 Kl 5e 3 T R Bk &
F143 1) I ES RN/ S DR AN/ sl N TR sl L B il AR B (VH) 1/l i AR 4k (VL) 2544
SRR 3 F- o R, oAl @R aR e S FRE R HERE s DU &5 o IEAN , ARSEAS A B Pt
A IR 25 G G5 A A 5 Se VPR S S TR DU 5/ NG A R o X P/ NEE SR AT DA 1
1o /D= AN25ECDR (HIVLIX [RJCDR1 . CDR2AIICDR3) F1/ 5k = /> E4ECDR (HPVHIX [FJCDR1 .CDR2
FICDR3) HLade 45575 CORIIAFAE K TE X o 78 SCHUARI fre /NG A ER I W] AR T T2 40
T8 SR YRR EE R N PR AT A B 2 X (A 37%0) TR SR A 4R A g5 gt i 5%
SR E XHUARIN A e S IR DR AR A A AR A A BT B T (e AR A5 491 4 v
e N NNEEEZEE I NS/ S E I . NN e I NN U R dE i 1 LD NE 1

01111 ARIEA A A ST AAS IR 55 & G5 A3 T DA 60 5 SCHE M IPICDRA - it
PBEECDR{U & AE Hiddciz sk rT AR X (VL) AT Hgk n] AR X (VH) OAEZE i SR 1T, EA—E 05
PR AN, Fd B BEEAT TS VHIX O F HLIE PR B S B DU 45 S S5 A3 — S8 455 Dhigk
PR B TR PRl &5 G M TE 2 D3I e 4 (1) Fab B, — B HAT VL VH.CL
FICHLEE A BN Fr B s (2) F (ab”) B, — MR F i R BB DGR R M N Fab
B B (3) HAT /N VHANICHI S5 A3 Fd | B s (4) BT Hudc s O VLANVHES A1)
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FvIv B (5) A VS 1 dAb  Br (Ward % A, (1989) Nature [ [ 741341 :544-546) 5 (6) 47
B9 HAMRE DX (CDR) 5 F11 (7) B4R (scFv) |, JG &2k (Blan, Ard: H scFVLF) «ARTE
AR WA SR B ST S BN A 1L R - W0 00/006605.W0 2005/040220
WO 2008/119567.W0 2010/037838.W0 2013/026837.W0 2013/026833.US 2014/0308285.
US 2014/0302037 WO 2014/144722.WO 2014/151910F1W0 2015/048272,

(01121 ARSI 45 S A iR 191 52 2 R Hig 2 J152011/0054151
WK EE L ST RS AN, SR DU S5 688 1 T LB BrmAb - FyIE 2, Hirh g6t
PRAECAK S PV Bl G o D, 7] DA ImAb-FabJB2, HFh TgGHuiAR/ECoR b S5 Fabjil
% omAb-Fab#4 13 Rk 545 CHANCLIE & S5 C oA 2 CR R PVl &, TimAb-Fv AN gy o 2 WL 35
LR HIEATT52011/0054151 1 E8 A2l , mAb - FyvAImAb - Fab s H A ONA i 45 75 X s D
25 FNCH1 5 A3, (B, (085 L A5 A3 VHHIX) o mAb - Fv HImAb-Fabs ik &5 = A1 ARX i
RN MG B DI PN 85558 Pl Sl AR M E R 85 5 T2 UR s 55
LR HE AT 52011/0054 151 AR [ Fab-FvAllFab-Fab#g A . Fab-FvlIFab-Fab 5 2 Bk
EAWE GG —PURINA Fab B & 88 — HUICAKIRFvEkFab Fr B .

[0113]  F il " RAAHUAR LI N TG, R RAH TS, B HE AR T 1g61 . 162,
1gG3HFITgG4, S A FE T 1gM 1gD 1gG IgAMIIgE . N M BRfF , Hofacis vl LA & [F AR AN/
SO R 2 B A, ani sl 5T E R SR E F A TT52009/0163699H Fr 118G/ G2
FA PRI p L TR e A 5 1) — 57

[0114] 534N, A1 “Gi G a5 M8l ol “G5 S IS I 1R 8 N e 2 KBTI BB, WivH L\ VHH
VL. (s) dAb.Fv.Fd.Fab.Fab’ .F (ab’) 28k “v I1gG” (““FEHiik”) ARTEA L BB TANS AR L
AT DAEL S PUARIIS 1 B B (WA R BTIRAE 1K) |, WiscFv, —-scFvik — (s) -scFv.scFv-Fc,
scFv-$rk scFab Fab, Fab, T FREEH TR RO TA (Tandab’ s) VK - scFv,
HB=-scFv. “ZHiik” =Pk PUpiik) DL RS HT iR anai kPR sl & —A4
FJ AR ZE RS BT AR G5 A TR, 12 AR G A AT DU oy T A VX sk g5 Al i e v e
LA PR E AT I VHH L VHER VL .

[0115]  GuASCAl I, R “BUBEFY” | “BUBEHTIART Bl “scFv” e R 2 TR B, ixX 2t
Pk R Botu &k 3 BRI RN T AR X, (H 2 1 X . — kil BT AAEVH S VLEE
Wz Rl — B8 2R 12 2 I KA R ATy B e v bt I G S I S A« B
HEHURTEAIE A T VL NP . Pluckthun, The Pharmacology of Monoclonal Antibodies[H
BRI Z5EE ], 551134, Rosenburg MMoore 4t Springer -Verlag [t Mk Hi ik
#H1, A2, 55269-315 1 (1994) o A= BUBEH TR % BT 2 TR, Al 7 ik et el M
FIT AR ) IR . 251 £ F) 54,694, TT8H15, 260, 2035 [EHFRE H 1% AT 5W0 88/01649;
Bird (1988) Science [Fl#]242:423-442;Huston®: A (1988) Proc.Nal .Acad.Sci .USA[ZE[H
E X R BB 71185 :5879-5883 ; WardZ: A (1989) Nature [ F#Kk]1334:54454 ; Skerra®e A
(1988) Science [F}1242:1038-1041 /- FARNI S AT , BgEHTIARIA AT LU BUR: I |
ZRE VRN A/ B TR/ B A B -

[0116] b AN, ROE “PrdRdy B 10 E CRHE AT MMM Z ) (polyvalent/
multivalent) A, I H IR b RN S A0 G540 i VR 45 G DOBURE e A A3, DA
St AR S G iR RS S A (B =S AR 2 DU 24
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51 (polyspecific/multispecific) MHEHAR . AN, ARl “Bridty HAR” 1€ XA G H—
SN A 20 - DA S R S — S 2 IR e 40 F- , i e n] DS AR (Rl — 2%
P AR = B ARk IR R W) sl AR Gl R AR IR =R AR IR SR ) - Sk
TE PR M AR S AT AP ) S JC A A T LA R :HarlowfliLane,, Antibodies a
laboratory manual [FifA: 5058 2 ] ,CSHL Press [¥& @i 320G 2= H hert ] (1988) Al
Using Antibodies:a laboratory manual [{ii A : 5286 2= F ], CSHL Press [ iR 5L
5w Hkrt] (1999) ;KontermannfiiDibel ,Antibody Engineering[$if& T F£],Springer
[ RS ], 2828k 2010FILittle,Recombinant Antibodies for Immunotherapy[ T
PO T A E A TKR] ,Cambridge University Press[ 82 kst12009.,

01171 QAR FHI , ARGE “BUR 7 S8 18 /D AR 7 i boisae dipk, Bl = /D4y
B A SN S A S A, o BB — S5 G g — R e (Al - #E AR
TP 456, T B 8 G 855 5 — P e (BIAneD3) &5« IR AR A 2 BT
PUAR ARG B ETN 2 DM R B I sl S R R e o B2, 28— S5 A L e A S AR
SRS ) —Fhiak Z2 B CD3e 4RI ANE A 25 5 o AR “SEARI R It 2 Fe Fh 4
ek T HAEAE T 4ul K LA AR 8 Ak UL A T Bl U 4540 « HL AT A
P = D DiW mvive s =4 = DY O )i OB N A E 2 U R e VI Eot ra I v e =4 = DAL L U S R = L
9, Qe o FAR et 2 R LI« AR B ARGE “BURE ST AT IR IR 55 20 R e 1
PUAR AR, I =Fr DA 8, 5 & R =S e S, sk B = Fh (B an iy
pUNT I L LI ) PR A o

[0118] QAT BRARACKS St oA AN/ sl b il At R AN & Ze i B VE
FEEREE I (B0, Bs1gG) B MNP 45 & 853k 1 TG (BN, F2 55 ok B4k ) 2 A 5l R
BRI 1 B Y AN 5 5 S A I, AR SRR s BON P R AR S At (91140, Fvisk
scFv)) BsAb Bt (Flan, BURFR-PE SRR BURE IR G 2E 1 (B0, 580N 15500 il
BT EE S G5 AL ) FBsAbZE 5. 22 0L, I, Spiess A ,Molecular Immunology [543
TR F167 (2) F353A:97-106 (2015) , HAWA | & FosURe B Al 5| TS )
i S ML AR ST B FEAEAS R TR T S B ML BRI s e Py BCRE S M TR B 5
(BiTE) JE7 (FH i Bk B > Bk AT AL B (scFv) 4k RS 8 ) MFab200R: 7
PRI DA 2 K BT TR A A 2 D, i, Chames FBaty , 2009, mAbs 1[6]
1-9; flHol1ligerfllHudson,2005,Nature Biotechnology[ HRAEMH AR]123[9]:1126-
1136;WuZE: A\ ,2007,Nature Biotechnology [ HARAEMH AT25[11]:1290-1297;
Michaelson®: A ,2009,mAbs1[2]:128-141; [EFr%E F) N H52009032782412006020258 ; Zuo
22N, 2000,Protein Engineering [fEF i T #£113[5]:361-367; &£EE N HEANT 5
20020103345;Shen®: A\ ,2006,] Biol Chem[A:¥fb¥Z4:E]1281[16]:10706-10714; LuZ:
A.,2005,] Biol Chem[ZA=#{bZ4d4:1280[20]:19665-19672; VL &Kontermann,2012 MAbs
4(2) 182, FrAT X Lo NASL

[0119] Y TARPEA KL AR PTARM B0 CE/D) BCRERMER BT IS S RRA A F S
RIRFEAE P AN - R, KRR Boiiobg i ek e e ek i F 2 A = DA A
AR AR G5 S A I T 238 TR e o BRER 1 « AURE TR A m LA
o R A X A R A AR Rl ek Fab” B4z . 5 W, f9ldnSongsivilai
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FlLachmann,Clin.Exp. Immunol . (IR 3286 5055271 79: 315-321 (1990)

[0120] % DA HUAN BRI 2 /D AN S5 G A ST T Az g5 A4 3k (VH/VL) T DA B aln]
DAAEL S IR (RIBEI) o ARIEAS A, ARIE “PREE L™ A0 S X A I B R 41 < o 1% e B
R 7 5] , A B TR AR — A (RIS AN/ Bk 855 G5Asai RN S5 — (T AR RN/ s g5 1) 2544
S S B R AR e 2 o IR Skt P AR TR 25 = S5 A S5 A % B e iAok A g HAth
SERIRER G o X PR SR I AR E AR IEAE T EA SR R EIEVE A iE KL e A
SE[E%EF4,751,180H14,935,2335KW0 88/09344 itk (ALY o k43 S th o] Fl 45 Hfth 45
Pl B ki IX (A~ R K S5 A3 1 B 2 AL B DAL R A

[01211 AL IR FEAAR L e300 “URAN = A TR A XA ARE SRR R [aA
TE PR A, L rh A IR e A e , 49 QAR SINGE PR A JR s B 1 D Es P sl T A
Mgt e 21 S 4 S5 5 I R T ATAR FAth 5 ik = A= nT AR X (B4, %5 /Db—~CDR) (14>
Ak 557 o R, XA ARGE e M HEER At b P de e gt b ) B AR B HE P~ A 1 7 41
“EE PR S o i HE 4H DNAF R Bk 3 X T R AP

[0122] YA I, RAE “FRTCREHUAR” (mAb) Bk PR v B bk RO 3R 1S B 92 |k
PIHUARTE AR, BER T AR/ D B A AR T RE R SRAEAE I S/ sl e IS 18 1 (191
w, AL AR Ah, B S IZEEAR I SR T AR AR R o 55 LR B 5 5 1 AN [ DR e e
(RN B FRITUARR L (25wl HrksiFAHL , B e TS NP iR
R E A S R PR T AR et 2 AN, e U IE A B A il 2R R B 7R
Wi i, AN A G B 3R AR TS A7 T2 A LA o A8 MRS B e ™ ek 1T H 950
BB UL , - HASR EEARA SESRaE AR T i k.

[0123] T ra EHUARMITI 25, FTUASE PR Ot R 2R 4l AR R 7o A B TR AT 4L
Ao B, R EE T H s EfUA R LAl Koehler® A Nature [H K] ,256:495 (1975) 1
PRI 2 AR T3, sl R DA FEZHDNA YT v (S, Bl anse [ 2 0] 54, 816, 567) il ¢« 1]
T A N BT R HUAR Y 3 AN EOR 1 S B 48 = IR 2 s8I B R L A BAN i 24 22 S B
(Kozbor, Immunology Today [4 H Hufz~¥14 (1983) ,72) FHEBV- 2458 H K (Colef A,
Monoclonal Antibodies and Cancer Therapy [ M5 HUAMIEE/SYT] , Alan R.Liss2y
] (1985) ,77-96) .

(01241 SR 5 AT DA AR A 75 72 CAnPRE I 50 e W B 0 e (ELTSA) A1 1 5 B 1 R M s
(BIACORE™) 3-H7 75 e 3238 , LAY s — ik £ Py Ak S i B S e S B Ppk it 2 22
S ATAE AR BT LU E e )i, Bl ol RIRAFAETE A BT AR Ak
Jr BEA KR K A BT Acore F Ze Hh SR FH I 2 11 55 25 - At i vl LA 35 0 55 e 4 it
PRI FNT S5 G s AP UAR 8GR (Schier ,Human Antibodies Hybridomas[ A3
2258817 (1996) ,97-105;Malmborg, J. Immunol .Methods [ 9052 /44451183 (1995)
7-13) .

[0125]  Gj—Fhifil o8 B ve BT 7 91 7 T B A e £ 1 JoT kSO , (01200 by 4k Fee s
AT JR R S o W R A SR s AR T- LA M rp: Ladner®3 A, SE[H L )55, 223,409;
Smith (1985) Science [Fl2]1228:1315-1317;Clackson®: A ,Nature[ H#R],352:624-628
(1991) FiMarks=5 A, J.Mol.Biol. [9rFA4:M~72rii], 222:581-597 (1991) .

[0126] [k T R /RS 2 AN, i RTUAE FHAESCHURUR o5 dE A Shn , I anms v sl (an
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AN B R RERER) o AE— A BIH , JE A S 4 A e Be Bk LR 2 D —36 57 -
Ban, FTEE R Tg (T Bk 1) SR A K R Bk T AR /N e pA™ AR Sk B rri /N B i
Ao 2RO, AT DA AR B BT A2 B A By SR IR S MR R B PRI e D e e 1
TR BUAR S W, 15140, XENOMOUSE™ . GreenZ: A (1994) Nature Genetics[ [k fE54]7:13-
21.US 2003-0070185.W0 96/34096 W0 96/33735.

[0127]  FvEFEHTARN T DASRAT FAE A S, JF HLAR Je i AU Hh 2 110 EE 41 DNAFOR
PATEM, BIA0 AL« 50058 R IR S 55 o AB A IO Bo i BRI SE B L FE IR A BTk A
TR R SERTTRGN ik (0L, BillHawkins S A J . Mol . Biol . [43 T A4 i5 1254,
889-896 (1992) HLowman® A ,Biochemistry [ZE¥{t~#130,10832-10837 (1991)) A
AZ ) — ek 2 BN - DhR PR SEE k (I, Bl anSEHE % F15, 648, 260 ; Kont ermann 1D
tibel (2010) , R 5| SCAILitt1e (2009) , FR5|30) o

[0128]  FEfuResr, S A e XA A A il i 12 B, A B N A ) R Fh BT
P S PR SR AT IR« T SRR B T AR BUR, 15 32 AR R KR A
TIPSR A RN SF A Bl A TS84 gk B S ARSI A E 228
RS PO te ok BT SRR A B o A s B A 5 48 571 5 2 B PCRAECDR N 5 |
NBENLZRAS o b, 1t 2R RT DA 1o S A 2 SR 388 0 o f FH FeE s i (CAnims B AR B o) 1004 T
PR Bk — A AR Bl i 7 AR B AR R RYE N IR = A T e R B

[0129]  HUpAAE SR (1) S B U AL A e e 08 S B AR (i A\ s sl At
1) B— e A AR X IR . — R, BB T 02D T L 1 — Pk 22 R AT A3 AR (AR
TR IR AR B BEE I AR T 7 AR I R AR AR O S R =0 M fii
GG R A R 7R RS A TR TR T 35 2, KT i A2 DX ey (51406 - 7 ity) 2848 AT
AN A= AT A T BRI S SRR U o BRI AR BT AR AR A B 5 20 22 DRI Py AR fe
IR SRR N BRE ML 3 PR T T TR Rk o SR ey WA S PITAR ske ISASE s 1 1k o A7
IR R I A TE M (B AnSs G2 00 o8 T 5@ TSR e a2k v 22 DX e , wT DASE
TSRS L A S XN DU S5 G 1025 DTk = R X PRk 4, e
I - PR AN S AR S5 R LA S 1 S5 G 8538 5 I A SRR T i 2 RISt il i
SEA R ARPEASC AR A, I B il A AR SR TR T T U e 2 . — H =k
TSR R, BANA S TR X AR A T g , I HL T DAk B —Fhl 22 iR Sl i Hp
HARR ST T2 10T A .

[0130] % B B e BED AR U B R R AR 3 “IE7 Ptk (k& H) , Hirh
BEM/ BB 355 SATAE BRRE MR E TR E DU AN SO 2 BT R AR A1)
— B, T — e B R 5B ST AR B — WA s T — B A ol 2611
PR AR 7 41— Bk R, DA 28 BTk i B, e AT R I s BRI AR i e
BIAT (GEE L F)+=4,816,567;Morrison®: A ,Proc.Natl.Acad.Sci . USA [ZE[E[H & R pr bt
F111,81:6851-6855 (1984) ) o« AU GEMWER S HUA AL “RAC M Pk, X ek 8 51T
A HAE ARSI (Fan, IH KRB 855 1A A 456 i A A NEE X 74
CafAR T 2MATHSREERMNTES W, B, Morrison® A,
Proc.Natl.Acad.Sci U.S.A. [EEEZEFF55ET181:6851,1985; Takeda®: A ,Nature
[[F14k1314:452,1985;Cabilly%E A, EE L F]54,816,567;Boss™ A\, E[E L F] 54,816,

19



N 110582297 B W OB P 16/323 T

397; Tanaguchi®: A ,EP 0171496;EP 0173494;FIGB 2177096.

[0131] ik PRy R Hodk s Bk o2 fck v DA 5 4nwo - 98/529761kW0 00/
34317 BRI 7 TR e HO R e N TR, (Rl “ 25 ™ I 5 18 SR T84 - T 11 5
2, ATDAXT 5MHC TT2RE5G HORK A AT Huak i) Sl R Bl m] A G5 Ak 3nl 5 iX BB IR AR SIS AL T4
iz (W0 98/52976A1W0 00/34317HIITE S o Jy T A IITEAE TR AT , AT AR FHFR
ML BT AL 7y 3, HLI NS VEFIVL B 4 P A7 ZE 3L 7, AT DA% 22 AMHC 1T
KL IRI B, W0 98/52976 W0 00/34317 il « X B 7 5518 Fh = BEMHC 11
ZEDRIFN B R R AT —Fh &5 &, I ELIR AL B AR TR ZRA o A DU 2 7 AR TR 2 ]
DA 1 R PT AR 25 A3 Fh i) /D B S SRR R, Bl e i i i B S B R AR T s o S
UMD, AT ORI 1 AN HEA D, AT DU T AT AR B 7 A1 Hr A7 i AT 1 s B R
NFA A B 51 P4 B Toml inson®5 A (1992) J.Mol.Biol. [/ A:H42E1227:
776-798;Co0k,G.P. % A (1995) Immunol . Today [ 4 FH 15516 (5) £&:237-242;
Tomlinson® A (1995) EMBO J. [BRIM /A=W os 2 i) 14: 14 :4628-4638.V BASEH 5%
Tefit T AR BRE A AR X 1455 H 5% (FToml inson, LA 55 A Z@#EMRC Centre for
Protein Engineering[BR2AiFoe i giox i F i LAEHL0 ], Cambridge , UK [SE[ESIHF]) 01X
B8 A1 AT DLFIE AT 2 BRI, 451 4 F - HEZRIX RICDR ot T LA FH A O AHEZRIX., 51 4n
WFEEL 56,300,064 ik o

[0132]  “ NJEAC” Hoik  Poddmty @ik AR ol BB (QiFv Fab\Fab’ \F (ab”) 25 HTiARIMH
R EE S 7 A0 & RN FINPUR S e sk E 1, R — ek Z Pt BIEA R
FEEREE I/ NF A TR Skt , ARIE P AR Be Bk 1 (2Rt , Hok A
SRR AZ X (AR MCDR) [RFRIE Sk AR (FIAnme 45 2h4) Mokt (BEARS T (/N K
B BB o) T A Py BRI R e e R A AR IR AR X R ER B e A — 25 00 1,
AN GPEERER N VHEZLLX (FR) ZREEAHR AR S FR I B0 o JE AN, QA I, “ NI
A" I8 P LR S R DT R al ARTR Fh B0 A R e 2k o iEA TaX BB A LAt — 20 2
SRR DA BE « NIRAEHUMAGE 7] DA 2 SR A S R BRER 1 1 e BREE 1 1EE IX
(Fe) [/ D—3555 AT B Z 04075, 2 WJones S A Nature [ [H#R],321:522-525 (1986) ;
Reichmann®: A ,Nature[ F#Rk],332:323-329(1988) ; LA M Presta,Curr.Op.Struct.Biol.
[&5M A28 W], 2:593-596 (1992) .

[0133] A JBfk itk 2 Fr BE ] DL T\ Fv i 48 2h Mg dak 10 4 380 A1 B s B2 S
IR G TNFY AT AR G5 A3 F A ke r A o T P2 AR AR PR sl A B s o s 2 A B
24t Morrison (1985) Science [F£}4]229:1202-1207 ;01 % A\ (1986) BioTechniques[4E¥)
FiARJ4:214; VI K%US 5,585,089;US 5,693,761;US 5,693,762;US 5,859,205; FIUS 6,
407,213 L5 TE 4G 43 B RN R B i ok H B sl 2B rh 19 2 D —F I ek
T REEREE I Fv AR G5 AR ASER 3 1 o I AZTR W] DASRAS: F 0 B iR A= 6 e )
PUARII 243598 , DA M AR IR SR 5 T LR b A JE AL BiR 7110 B 4L DNA e B 2 453 1 2
R

[0134]  AJR{LPUiARIL FT DA AL L N B (Anek A SR RERIFRHE SE R HN BB 2 1k P R4
AN R BREE 1 B AR L TR/ N P24 s Winter il T R] T 2 A SR g A\
WA R FIVECDRIZ Iy 1 (GEEI L H) 55, 225,539) o AT 4 E3CDR AT LT 2D
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— 153 E A CDRE 6, 5l 5N —2ECDR AT LA E A COREF 48 o (M 75 280 1 TR AU i
TUEDUR S5 5 By B2 CDRES &
[01351 WLk 51N PRSFEUR A P ATHUR Rl s BT/ sl m ] 2 R AR Nt
K o I RSO 1 T R B AR 1 43— P DASH i A0 2 R 4 T AR A — R R 75
(4, Teng®: A\ ,Proc.Natl.Acad.Sci.U.S.A. [ZEEEZE B+ T]],80:7308-7312,
1983;KozborZ A\, Immunology Today [ H &4 ],4:7279,1983;01sson%E A,
Meth.Enzymol . [B/775],92:3-16,1982F1EP 239 400) .
[0136]  RiE “APUAR” L ANPUARRGIAR” R0 N S5G G B4 A PURX PR Bk
P AR RN S 5 G5 A 38, 1IX BB TR DX QNS 5T b R TR b 2 R AR AR e B3k 1 e )
(R A AR ATE E X sk G5 AR I, AR BN HiKabat 55 A (,1991) (FaR 5130 FEAR I ABLE A & ]
MNP ooy 8 p ek 25 5 S5 R 3 AT LAAE (91 anCDR MR FLRS B 52 COR3FI A B AN R AR R TR
PR T 14 s R R IR AL (i ol A4S N AT Ll M e S 12 175 A sl o Ak PR ki
FAZGINHIRR)  NFUR Tty R sk 25 S S5 T LR A 2D 1A 24034 405
BOEZ A AT R U BRER 7 ) i 1) 2 SR A 5 4 PO 67 B o SR, QA S A ]
PP Py AN 25 & S5 A T8 SGA RS “TE R ANPUA” , iIXEE 22 NPT
AN T/ Sas AR I AD T4, qna] o i 1 WX enomous e B R B R AT AR HEE
Pedeth, “TE ABUAR” AR B A AT R RUBEERER 7 M i) s SRR TR A
[0137]  fE—285girh , A & WO HUARE FEAR G “o3 B 5“9 o b 200" o fAds 1844
TR A 5 BTG AR, o B 5l “SL ot 2i)” S fediidde @k W™
AETRERIN A 5 H ST 43 RN/ sl I AR i, Sodice A ek s BT AN ok 3 R AR
ISR HAth A 50 45 1 o H P AR IR TS A1 4y, Q0 R 20 L e A P AR R s e A oy, o2
AR 2 KRS W ki T i nod o, I 5 AT Ay sk A HAth & A Bk R B
JTTI 5T o BUAAL AR AT US04 E At S R A B 2 /D 205 R % ik 2 /D 2950 F iR %
RERf  ARTE IGO0, 0 B A Rl A B B S i 5 FE i % 299 . 9 ie % o il 1 i 1T
FFAE 5 Em Rk E 51, BRLA D 2 B = IR BEI 25 2K, DAREAS & ARG Nk B /K
SIS o 12 XA REAE AR IE R B RN 22 M A M AR/ sl ng = g e AR A I A AR
Her S rh, oL A (D) 1 il PR U7 2 B A 2l 2 2 DASRAS 57D 15/ N AR
SN R TR A I ER L AL RS, Bk (2) P DAa et SDS - PAGEAE Fik I sl il I &5 2F M A %
A s LR s A (a4l ik = Y 5 AR T, 1 A 1 = DSl P BRIl A oy S B
JELE
[0138]  Rif “GE & &5 S T AR AL 1 (R e tED) 856 /A0 BAE /AR (e
Ji) AR5y 5 CD33AICD3) 45 e e v sl 25 e O 11 G5 A« 56 — &5 & &5 A3k R
BIBIANCD33) [ G AL RN EE VA S L eif AT 85— &5 & a5tk GRICD3) IS5 AL/ ok e e &
THui, Blan Kk e R TR B 1 oy - ISR AN/ s Dhag , A/ sl MNPtk B B vl
Az H gk (VH) M1/l T Apfesi (VL) SRl rh$2 B L, 85— S5 S S5 MR T =12
HECDR (RPVLIX[JCDR1 . CDR2AHICDR3) A1/l — > E 5ECDR (HIVHIX [!JCDR 1 CDR2FICDR3) 1] 47
1F o 58 25 G I eA B 5 SR VRIS S DU i NS I R AL, 55 S5 5 4
Pl 005 %8 /D =M ECDR (BIVLIX¥JCDRT\CDR2MICDR3) Fl/ B =4 HAECDR (RPVHX
CDR1.CDR2HICDR3) o AR EE — &5 G5 A 3a R/ Bl 58— 45 S5 A 3l 2 i Wk By A S 7l S 2
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it 67 1 e A R BRASH , T ANl Rk H PR (5T R8) HUiR i COR 7SI S AE 2]
SRR A ECT AR o

[0139]  ARIEALW], S S 4 2 — Rk 22 P2 IR L 2o e 8 2 T LA I 2 1 s
o3 MRS A TRy (BT a-B SK B S DG, Ak ) « 88 A ot (ROt B et A
WtV BORl 5 2 A /D F 30N 2 SRR IO 108 22 AL IR B e b BB g Pl B 254
SRR (P A LR

[0140] QiR SCAL I , ARGE “Z K" ik 17— 41501, 1IX 485 il i Hid 302 B R 4
180 Z KT LAE— 2 D 2 8 Ak, a0 R A = SR AR = R S5 58 W, B 2 T — AN 2K
o7 TR OB 2R IR R = IR ARSI 2 IR0y 1 AT LURARIR A AR« R, 1 2R 22
SEPRAOAFI ) B e SR AR B D[R] 5 SR Akl S U SR S TR = S Rk el S P = S Ak e
TR 2 RARI SLPRAE H R IRIE AN 9 SR IR O e 25 IR e AN S AR ) 1) e 20 T 201
PSR SD1o AE IR 2R R 5 2 FE R B IR I 2k &5 A o, HLrh g
SEPIAnIE T B 1B 1 (UL  CIEAL RS IR A1 55) SRS o M AR SR B KB, “JIRT
I BB AT WA LR BRI, AnSR & TR o MR B U A AR AU R I
HAE N3Gk -

[0141] Lyt , 45 S HE AN AR I U IO 25 5 A5 A BN/ 025 5 CD3 e [ &5 B S A2 A\ 25
B 08 D NG G SIS IR U Al TS B AR (A 2
Py (BN KRB B ERE ) ) AT DA/ Bl RE DX A TR ST A SRR D — 2 n R b
MG ST AL AT A P LA S BT AR DT AR B AR Dot T R el ] LA S B
PSR DUR BT RAG R FBE R - O 1 G B A U s Wi AR AU A Bl pAA S
P, AL R AU EDRE 5 INBIMG A s LAERG 5 s A e e Aok A A Bl 5e
EL NN UNETINGN (SFE LS

[0142]  EYACHP FEBEANE AL RARAL I/ NI ASE R BE TR B AT TS I B)/INRR P A T RE 70y
P EHAE B IR R o OB DR R Shise e o3 AR AR I AR R B 1 5 0 )
T35 B At PR ACRE /N A DA RS RO L A S5 28 T A SR (RO AL DR P K
R AR R R IR 5 HA AR e i 5 AN S 500 175 SRR e R0y DL o
[0143] XS A e SR N/ N AR B AR e “ A TBUE” R N e BkeEE B (Tg)
FEPRESINBIE T N R IE Te BE N 2 22200 i)/ NER TR B T DT I T TR RS e U s DAL 2
FORRAATLAI A B HAEBANN & 7 FR A E AL 2 o A SRR il LUy e 4 A sk
(mAb) 17 A= g AR AR - 1 A B T ST 7 A A B Hh B T S5 ) e 2 B R L T
W15 4 ADURE TR AR/ N e N AR A mAB I [5G e S PR AR AR I fie /N
&, I H I s T 0 fuik /Do BRI B80oR & 4 o FT AT FH 58 4 A Uik st
PR RIS T A B B e TSI RN L P NBR (e B ARG ge Agsssie) H
TRt 2 e

[0144] LB — H AR —FOT 52 A Te B R R R B TR /N P = AL B f i
INBR A AR, BT R INRAE A A/ NPT TS DL R A R AR A - R A Tg Fr
PR R A AT AR BE DN AR UL BORH B p = AR RN 21 i 4 428 o a1 /NS LA S B
PUARZAFARIERE VA Kt = 0 AR LT GBI 32 , A3 28 /NGt AR A E A BT
JENL P A ST ES BRI D5 (AR DU I Esm R o HIZR AR BOR, FT LA
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Gy A B FAA Py B MR PR 7 1 A mAb o &5 5 28— FfiXenoMouse /Nl &R 1
FEAE R T XA — R (3 0 Green®E ANature Genetics [ RuifE]7:13-21
(1994)) - XenoMousety 2 1153 )5 A A\ T BEAL R A Rl R B IR JAE 1) 245k b AT 90k b A /N
AR Be B N T3 (a0 (YAC) T REAY , X e fh A 1 B B B A2 0 AT AR X RIE E
X791 uEBH 2 A A LglNYAC S /INR R AR A LB HE AR Boik , I HLABE R ISTE /N
TR N o il A SBANIA & A 5e 2 A DU S AAE N AR A= H i R e e
mAb[JHE SR UEH o iX BB 45 R SR, SIS A B ZERE VR SN oA LglH
SE X IR BRI Tg 2L PR A P DA S ot b B IR R s TR A S 8 (1 N AR 5 TH) R 1)
SEEE Green®E N TAERALY R B 73 515 I N IRBREE A/ NN T B Ik R A A i i
FE R AR I Fh R R BUYAC Fr BEE 51N KT 2980 % 19 A DUk 2H 72 . 2 WMendez % ANature
Genetics[ [k {E5]115:146-156 (1997) FIZEE L] FHii5 7 41508/759 , 620,

[0145]  XenoMouse /NI At — DA At 21~ DL b« S 2 A1 FR s 7 41)+5:07/466
008,741 507/610,515.J74507/919,297 . 741 507/922,649 . 741 508/031,801 . 74
508/112,848.[7411%508/234, 145 541 '508/376, 279 J7 41 '508/430, 938 J7:41'508/464,
584.7:41508/464,582. % 41508/463, 191 %41 '508/462,837 . [741)"508/486 ,853 . [ 4]
508/486,857. 741 '508/486,859.J7:41508/462,513 . FF4508/724 , T52F1 741508/
759,620 ; MIZEE L F]56,162,963;6,150,584;6,114,598;6,075, 181F15,939,598PL & H
RLF|=3 068 180 B2.3 068 506 B2.F13 068 507 B2.iAZ: iMendez®: ANature
Genetics [ H R E5115:146-156 (1997) VL K GreenfllJakobovits J.Exp.Med. [SZ8G =%
Z=751188:483-495(1998) \EP 0 463 151 BL.WO 94/02602.W0 96/34096.WO 98/24893.WO0
00/76310F/1W0 03/47336.

[0146] fF— PR, AHEE 25%E PR 5] (GenPharm International, Inc.)
(At A TR T P PR R T3 7 o AR R A T Vv 1 B 8ok I T R R I e (.
SRIRZE IR SRABLASNIME Tg B PRI B o ERIIEE , S — N ek 2N VHER PR — A 22 DHAE AT L — Ak
25/ JHEE ] smufFUE DOMISE A E X (e v 1H & DO JE RO F Tl N2 2P A
BT IERAR T LA N s Surani SE NWSEE LR 55,545,807 H1ZE[E % ] 55,545,80655,
625,825;5,625,126;5,633,425;5,661,016;5,770,429;5,789,650;5,814,318;5,877,
397;5,874,299; F116 , 255,458 (% [ HLonberghKay) KrimpenfortHBernst]3EE % F] =
5,591,66916,023.010.Berns®: A\ JHZEE L F]=5,612,205;5,721,367; 415,789,215, DA
JChoiMDunnffy FHE £ H 55,643,763 LA K I 259 (GenPharm) [H][555EE £ A1 Fi i 741 =
07/574,748. JFH'507/575,962.J741507/810,279. 5 4507/853,408. % 4'507/904,
068,741 507/990,860. /7411 508/053, 131 . /741 508/096 , 762 [7- 51 508/155, 301 . [ 4|
508/161,739.F41508/165,699. 7 4508/209,741 .34 % JLEP 0 546 073 B1.WO 92/
03918.W0 92/22645.W0 92/22647.W0 92/22670.W0 93/12227.WO0 94/00569.W0 94/
25585.W0 96/14436.W0 97/13852FIW0 98/24884A } FE[H L F] 55,981,175, 3k — & W
TaylorZE A (1992) .Chen®: A (1993) \TuaillonZE A (1993) ChoiZE A (1993) Lonberg®E A
(1994) .TaylorZ: A (1994) AlTuaillonZE A (1995) JFishwildZE A (1996) .

[0147]  KirintbJE R T MBIl G 5 N KEBERY e R el B B R 1/ N A2 A
K S LRGN E ) 55773 288711843 961.Xenerex BiosciencesiEAEJT % T ABuiklf
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TEAE P2 AR ROR AR XA, FHAREL i (1 anBAN/ sk T4nf) EEBCSCID/NGR « SR FEH
AN R AT P A R U I TR B 2 o 2 WSS L A1) 55,476,996 55,698, 767
15,958,765,

[0148] A pu/NEDTHR (HAMA) & E 4 S 3024 T gt A sk HAth IR v Bk . 2R 1, 7
SRS AR PRI T Bk 22 7 5 R T A2 i 21 Bh st A Ber & ok (HACA) N2« AL, 1Y)
LA S TR AN SR T P I 85 5 S5 AR BN CD3e A &5 5 Ak A A 4t
A, DATHERHAMATICHACA R 511 [ UR/ Bl 38U o

[0149]  RiE“H...... CRr PR 2557 L CRePE) 107 L GRS e) SR Fnsg oL
CRESVE) SN EARR IR AL B, 85 & i 588 0 (i) (BB4d - 43 A HEAT I ZR 1 Pt
JIRANCD3e) |- A4 e SR a2 i BRIt AR EAF H sl R AR B A H

[0150]  Rif “FRAy” EHRE5 G a5 (TR e Bk 1, sk ek s BRE B AT A=
W B Bl A A 5SS S DU I — “FReir” SR BRI, I BN R IE R A A
IR A D G547 ol DU R E T L, 85 S S5 8UE “Dus AR AR o Bk
G55 /AR BAE IR SRR

[0151]  “Fef” ] DA E S0 2 S IR kil 45 1 B = 3T & I B I AR 4 s B RE
Ji o “ERPERAT ST IXAFI AT, FH SRR — T I S BRI A7 o £ VRSG5 LR £
0] S 2 S R R e P o = e N E ST e o = e s S R R T R (REAT S R
F 210N EHAETR -

[0152] S LR PERAAHI , “BIG RN ST X AFFEIFRAT , LR Ag sl 3R 7 [ 2 SR FR ) — 2R 1)
ASSERTIR IR A I ME—BRE 2053 (1, A SRR 10— )T YA —TE B 45 & G5 3 )
[FIFAL) o BRI, A G e B0 S AR T 2R MR 3 A B INESUR 1 B TR o S T R R IR
S5E SR B PU e IR ok 2 1E JBal B I = AR E5 A (FEA A B R SCR , —N 4
G AR PR G5 AL RS TR SR I HUR & TN < B, M & B By S OB =
HELEAIT TP AL G 3N RS SR A / B 20 IR 2R B, (RS- DR RE S IR A 2R -
TR I TT 1B E AP T x S 2R AR s AR IR (2D-NMR) Yl e a5 E e
IO IR R (EPR) Y.

[0153]  DURHHA RT3 @ na s ik - Y ASRAn e R b a5 1 i IX (AR LR
iAW) AR AR RS an i 2 s (an, AN e gn i & o, H 2 HAth 4o
X RER BT G S PTRE ) IO AR DX A8 H/ B4, U A A= 45 5 G Mgl 45 5 1A B
%, BRARSS & 5 on TR AR AR R K st gnia 2 i BAT 28 RSP AL
T-5 AR P & R N X 56 BTk AR E 20 227010 % <20 % 30 %
40% 5550 % ; B eI /060 % 70 % 580 % , I HLIs Al 106190 % 95 % 5 2100 % , Hitt
5 AR MU O R X 2SS E 100 % o AR Tk ASEgnig g mbt/AE
RN 2 T U R A AAE CHOAI Fh 25k o AR BRSBTS I ol /4 A\ FE i 1h 4
JFHR AR SR AR S 54 (1 (WIEpCAM) [ IR 25 A el A/ ke Am it TR 45 A el 75

[0154] 1 FT- 3807 A Ak 53 AN 5 ik v, AT DA A T A e U A B4 i
FM BT AN AN EE A3k, DURfE 25 5 S5 AL 3R B R DXk o AR X S A B 5, ANR
ity T U522 SR KA [ ) A0 3 A N AT i 5 T o A S/ I 5 A il e X3 o TAE AR el ) e 4T
N P 2T LAAECHOAN i Hp 2k o iR AR I B 4 i 38 1 pre B 2 T A S AN Tl s
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SE58E ) (QIEpCAM) IS B S5 AL SR/ sl AR ST 45 A3 75 o AR o B gn i R T Pt
JE AP HN A i A 26 15 S5 IR &5 A3k, landiT 2 /N T g GER R (R S IR 1R S Ik 1 —20 %
AL AN SR B U ] DA HINAS G (TS5 R sa v a5 ais, H e vrieir &
I HEAE A F R IEAFk TN PR 5 Fh 25 S 25 A el R a1 ) BB At 2 T i X ek g
SO AN R DU UE UL AR S A TR e O S S IR L e % /D10 % .20 %
30% 40 % 50 % ; AR ZE /060 % 70 % 80 % , I H A2 H190 % 95 % sk H: 5100 % , o
I 5 HEA A SRR T d i g ) A AN Ik 25 A3) 45 5% 100,

(01551 fify e AN i 5 T e 5 R AR S8 B BN BropdcAs T ke 5 & S5 A sk iR 1 B sk i1
— M RN AR G W, BliiMorrison KLAIWeiss GA.Cur Opin Chem Biol.[{k2¥
AEWE W12001456 H 35 (3) :302-7) , AR AT IR ER AT A2 ph e i 5 A2 1 N 2R
et N SRIMEE L ROV B HEE RIN 22 B e AL B ARl (SRR vF 2 HoAth
QAR B R S5 AL T BRSO TR A/NTEIE T, A AT DA E K
(RS IEIR (WAL B e 2R o N AR & — I 2l ] TR — B TRl iR
[0156]  Zh-45 glhbhydng 15 3R 7l (0 25 v 1 X3 2 TRT RO AR A R M 45 5 5 AL 3o e o
T EDUE QAL - 45 3 S0 40 i U RICD3) A7 /02 F i 1 DX e 00 H T S
AT, HAE T S B sk CD3 LAY &R (I ek Hul AN Fe B0 H Sk 2 S B - T
MRS A7 A% L2010 M (KD) 5 SR RS2 RN 25 45 o e b, 24 45 252 A ) 2910 125
10 M. 10 %107 M. 10 =10 M. 10 1078, ek 2910 10 M A SE S R
(19 o T I K BTk 5 G5 A3 5 30 28 1 ek U I OB S5 iR 25 5 g5 ik S R e 4n i 2= 1
Uk CD3 AN &R I BTk Bl 1 SO AT LR, AT DA 5 Bl 8 5 45 A2 75 5 0 Ry
SVER N B G AL, AR BRI S5 G IR E A I Bk S B E A S SRR R b
s CD3LAANTI R L Bk bl (B, 58— 456 g5 i e 45 SRR fnanig R b DALMY 2
J1, - HL 28 — 455 AN RR E5 A R CDILAANI B 1 1) o W ARAR B AL IR PR Hr A AL A 1)
FHIE N S HABHLETE sCAHEE B 03155 AT RRAE o AL , SR IC S 125 A R B AR A 2 2
ST o R P AR BRI B AL AR SR - T T DR D SR b A B T A S N 12
(45 TP LI TR RIS o 12 15 1) 1 , PRA AR B oA O v B R 99 1wl
F ZEME R E A 25

[0157]  JRGE “FEA /90 AN 8k AR B AR AL IR 455 5 A 25 5 B i
R APUH B CD3LAINT A Bk hl, B SR gn i R m b skCD3PAANTII & 1 BTkt
JRAN R R 30 % , ERE A 20 % , AL S AN 10 % , R B e A9 % 8% T % «
6% Bk5 % [ SO, MK 5 BRI R T H U s D3I S5 & 43 BlEE 2100 % .

[0158]  Jaf5 e E 5 A i 45 S S5 BRI Ot 1 2 6 P 21 v P e e B e S BRI
I, T E— 2 AN/l = A DL S TR S5 ) kA A, RSB T 4565 - DAt
P F S 5 R S B U R S AR B AR AT DL S B i s S5 P i 7 B 45 5 o A,
P AR L AE M 5 A e D R S AR B E AT DA T B R el A AN S B0 5 1
518, Blant T3 S HUR R I BUR I SR

[0159]  JRGE “RIAE” &4 Priknk o pe BR e A 45 A R B0 H H e 21 AT AR 5 HL S S50 s
TEDUARI R G G FUIRER sy (B “— ek A AR 85893 o v Az Bk (VH) ATRT A
F2%5E (VL) 1R — 2 e U 5 S i o
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[0160]  FJAZVELE FENHUAI P AR ZE I Fh A 5000 A 5 & S FhAF E e ] A DX R4 AT
XA GRS o X B 5 I Pl “Ri A2 X7 5k “H AN E X (CDR) o AJ AR
SERYIIR SR AT ) (BREESAR) #850 #MR Jy “REZL” X (FRMEKFR) |, H o = 4E2s [ Fp ) /54
CORFEHE S ZR DU Ut 45 5 2 10 o RIRAFAE I BB B T R G5 I & A & PUASFRM
XI5 (FR1.FR2.FR3MIFR4) , X PUANFRMDCE, S SR B - Hr 8 A 1, il =S AR X R , X
AT BB - T & A IR, AR — 201500 MERB-HT & G357 - R4k
e m A XA FRME B S A i, 55k | D — SRS s X — 2 A B T Hu 455
MR (2 W Kabat % A, FIRF]I30) .

[0161] KR35 “CDR” M HL A F “CDR” j2 45 H =M i T 47 [X (CDR-L1.CDR-L2MICDR-
L3) [R5 S 3 L= /M Bl B 7] 45X (CDR-H1 . CDR-H2HMICDR-H3) [ 45 A AF 1 B Ak
TE X o CORE AT KB A sk S HuUe e AR AR 2L O LR A B T3 +-10
DRI  EA DU R A R 32 ZEE e

[0162]  WERAE X [ CDRI S BES2 i T AN A 1 53 FE MG 5 & G o A, COR AT LA m ok
Kabat.Chothia.contactalfTf Hfl FHE SC (U ASOrA g5 290 K5I S EH
AR A HIX e R G A — A Rl AT AR A N AT I 22 X 15 T BT — e
JER S o IR, AR PE1X 8 32 Z I CDRAE SCRT AR TR IR 2 DX B AT X g 1A
i« 2 WP AKabat Gk ESYRh T S22 SR 757 Chothia GET-HUE -k E S
TR T 1) R/ skiMacCal Tum (Kabat 5 A, iR 5|3 ;Chothia A, J Mol .Biol [
AWyl ,1987,196:901-917; fiMacCal lum®E A, J. Mol .Biol [43 f-A:Wr744di], 1996,
262:732) o RAFHU A E M1 35S — bRt A EER 93 123 w] (Oxfbrd Molecular) [
AbMB U AR A FH IR ADMAE Y o 25 DL, Protein Sequence and Structure Analysis
of Antibody Variable Domains [$Hif&r]Zr g5k 1125 A 5 T 2 FNE5 A0 M7 14 : Ant ibody
Engineering Lab Manual [Hifk T #5256 2= F ] (4% Duebel,S. fllKontermann,R. , it 1%
WA L (Springer-Verlag) , /R M MERIL B E BORE X & X AR X
IM5 , ALK BTG PAUE ST CDR SR, AR T IE Kabat R T4 5 & 0k o
[0163] Sl CDRIEAK AT LA 53 N TE 5 A A EE A o R “BVE S5 A7 & 45 i pU &5 &
(CDR) ERFTR M E R S ML B SR 7, B8 RIS DU S S i MU
A PRI AT A S o B S B A5 AL P DA 20 e 2R S Aok RAE IR, B 2 TRIT
X REER AT B AR E A =S54, BERTR ARy B S R 7 718 14 (Chothia il
Lesk, J.MoI.Biol. [4FA¥r¥2<],1987,196:901;ChothiaZE A ,Nature[ H%k],1989,
342:877;MartinfiThornton, J .MoI.Biol [/ {E#F 244 :E],1996,263:800) - LA, Bir% H
[PREE A 5 JH BRI 2 35 - A 2 A I 2 o R T 2R 00 A G2 R BRI K B AN T34
AR ARSFHEZR PN (B, BRSIN) SCBEA i I S SRR IR BRI T o At , AT DA X B O B S L TR
TR A R TR R E O A 43 B o

[0164]  ATE “BIEAEH TR AT LT TR I 2 SR 2, I, Wi Kabat
(Kabat®F A, FiR5130) 4 Hi Kabatgws )7 5 (R %) s PA—B07 O STk T B 251181
RERILILIA TS ) 12 R BARHE , R AR W R 28 7 56, o an A At
T HTHE M o T ANW S5 FE R ZZ B v DL T e Dok e 8540 « 49140, Kaba t 4 5 oK 56 4>
SRR RS 22 S mT DL i Cho thia®5 N I4RS R GokAiiR , A/ sl o FAEOR (a4 i
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M AR = AR SRR R R, T DU E PR T A1 T E I 2, 22k
AJCHE SRS Y IR 54 (chassis) A1) (BN, 2 T7E SO rh E4E 2 PTE 25/ 11
W) SRR T IR SRS 4 Kabat 4 5 A U1H Chothias A, iR 5| TR II4E
F497% FE R 22 DA MR AR TR S A9 TR 7 T 1 5 S o AN R AR S s BR AR A RO PR A
e = A A A AR H 2 VRN o 3 BT R S5 10254 , 2 DlAnt ibodies: A Laboratory
Manual [FifA : 5255 2= T ] ,Cold Spring Harbor Laboratory [ Ri#sslds =], Harlowss
A%k, 1988,

[0165]  F2BERICDRIVA M AR A1 A2 Hr Gk Y CDR3 AJ AL plc Bl mI AR DRI H i ] AR X PN B &5
G E B PO R o AE — 2E P @b, B ECDRELTAS B i S ik 2 ] 3 B2
fipk DX 35 o R BRI COR B AR NG 7 5 W AT ok 46 & R e sl e M 2o 33 B
AT PRI S - I, CORSILAY M E HUARSE S i N 23 - AR 1 i ARk I« 311, H
ATV B A TR TR AL 5 2 T-26 DS TR

[0166]  fr 2y KPRk e BREE Frh , T s (L) sl — M it 5 () 5k
B, T AR o — Ak A B I R X R T R o i ST VHI CHES 4
S Ay 2 NCHL AR TE (°C7) S5 B2 ShuR 45, (R & Mss - Dhiak, it
PP AT HO AR B E AR MASS « U IO e X ARG A BB 1E E S5 43 A , - HLA71
WREE S T AR A IF e S AARAR HLAE

[0167] A AEFMAAN N SR fm BTSRRI 7 A1) v B s, - FL A o e oA 1 B R 4 )
10" FR[FEHA S T (Immunoglobulin Genes [ Bk [13EIN], 5528, Joni o A Gfi,
Academic Press[*7RKHktt],San Diego, CAUMIFARSE M MEHNEF , 1995) o A, T
ARGttt T ek LA RE “H 7 R AR T e u o AT A B B D —Mghs D — Mo
FEERER T AN 2 D—FIAZ A TR 3 41 o — il 2 B e A1 AT DA s BV DA T X BELA &
BRBEIVANTIX B RN EEHER = AE o AT, — il 22 Bl A1 AT DARR R T4 AR FEHE, 5140
PRI T AR A o PR, — bk 25 0 41 (1) 33050 sk 4 AT DA 1 DNABY 2 A%
HER Y S HAME T 75545 , 2 WA AN 25 2 )5, 565, 332 4 22 AT LU A Ff—Fh 7 1
s AT PAVEAER Z R 41, dE sl Z A SR 74l

[0168]  Rif “Fedf/y” ok “Fe A" AR W B 1 & b — N H A CH2 45 i Sk DhRe ) 45
KIS AN 25 /D — A B o REER SR 47 T R CH3 G5 A DD AR I S5 381 22 K o ARG “Fe LA™
WS W, A IREECHES M 1) 20 2 “Z IR AR JFe SR ] DUE /DA S HEER ER R (1 2
—IEE X e BR AR 1 S5 R IEk (CHL) IS Be BRER I EE X R B AH 2 /D PRE— ) CH2 45 Fig 35
(I DIREHS 3 AN CH3ZE AL DhRRER 3 TR 2 IR, FLH CH2 25 A4 Sl /T CH3 S5 Ay 3 110 Sl B AR iy o
FEEAN E Sz T T, Fe BAmT DU (079 Tg - Fe Bk X CH2 X FICH3 X [ — 3 R 2 JIK
TEE DX, LR S DX A CH2 85 M) 3114 28 5 R i o BEAEAS A2 A IR Bt DX AR 0 — 2844 o P ELAS
PR, L P e 2 I+ AT DA i RNV A B A SR Bk A X CH 2R AE TN Fe 2 IR —
R SR ARIXANE X G5 — I v, Fe B pA ] DLg 0 75 CH2 X ANCH3IX [ — 43 [ 22 JIK
DX BB T, B 28Fe 2 - T LA B & B A e Bk oy 13RS o 25K
eI, Fe BRI Z K7 SN B 25U T-DL FIFe ZJIK7 41 : 196, FelX \1gG, FelX . IgG,
FelX  IgG, FelX . IgM FelX  IgA FelX . IgD FelX MIgE FelX . (W, fil4iPadlan,
Molecular Immunology[4y T #fr2],31(3),169-217 (1993)) o [Al A ok Bk & 1 2 [RIAFAE
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— By I HACH TIEREE W, BT PAFc B AR FE T gA  TgDAN T gGIM i Jea P/ HEBEIE A E X
FEERER 1 S5 403, DA K TgE AT Mt tse in — A~ HE Bl e IX S e Bk A 1 A3 an B Prde M, Fe
FARGAE AT DA RS A 1X 8 S5 A N A i [ S M e o A T T g AR T @M, Fe FRAA AT DL FE T 5% o X
TG, et R Bk iR [ 45 Fy 3 CH2 FICH3 DA K iy PR /™ 45 Ky il 15 CH2 27 [R] I B8 o SRV
Fea5 1 ST DARKCRE , {H A0 2 ThER Ecda . CH2 RICH3 S5 M35 11 N\ T oG B 5 F ¢ 3545 11 52451 7 DA
TE SO EL 2 5% D23 1 (BB S5 A AR - W W - N A 1H#)D234) 2 CH3 G A 12 Ak
Aty FJP476, 53 HIHBLAT6 O T-1gG4) , H iR HiaKabat a5 o 28 I LA LAl S TR BTN Fe
393 B F ¢ BLARCE SR BRI BT AR ) 58 = G503k, 12 58 — G5 A3t il DA iE Sl scFe
SERI

[0169]  FEA A — A SE I, BEARAIASIR 251 scFe S5 A3, 43 Bl i LAl A ¥ F e
A FEAE DA AR 58 — Gl dkrh

[0170]  ARHALIH, AT I ZR L HR A1 H K aba t 4 5l IR % 8 TeCEREENX o 5k
— 3, AR P B Bk A5 F e/ X33 (0 o AR MK aba t 2 5 RN Y. §-D234 % P2431) TG 41
LRI S R TR BR AL o R A8, A & HH IR B e 45 A 3/ DX 3l B 25 Bl T g G L8 I A1)
DKTHTCPPCP (SEQ ID NO:1449) 2% Cuf R 141 N 1 Fron i D234 2 P243 - i APk
FrARAE S, A B AT SRR E R 1Y) AEA R BHRPE e i ST B, NS TAXEUR &
B PR AR 5 = 45 Ayt Fh CH2 45 M de [t Kaba t 17 B 3 1440 R AL A7 A, o X2
SN R o AR AR N3 14U o 71 B e iy S i , ik CH2 S5 A 3 ) A
S VLN (R PEKabat 47 ) : V321CHIR309C GXEEIAR A Kabat (7 i 30941321 4L 5] N4k
TSN D 2R )

[0171] SRR BRI UAAS A 88 — S5 el 2 Bk = SR FL N 00 5 sk b DA R 4k -
DKTHTCPPCP (SEQ ID NO:1449) (H4%%k) -CH2-CH3 - 423 -DKTHTCPPCP (SEQ ID NO:1449) (R
BB -CH2-CH3 AR LE M ST A, 1 R By AT A SR PRI AR T2 52 771G Ly -
Gly-Gly-Gly-Ser,HGly,Ser (SEQ ID NO:1) , sk H I EW, B (Gly,Ser) x, HHix A5 Bk
HEEEL (F1an56 .7 855 B R) |, Ifiask 6 ((Gly4Ser) 6) o fIrikAg EAR P DAE— P& Lk
HARN3 14X, A de NS TAGAT/ 1k 3 AN EUR V32 1 CRIR309C o FE U S SIAK BB 1AM
PRI S S AR S5 S5 AR/ i RCD3 e Sk A SNR A7 G 15 o

[0172] %1 EBEIX MR IR Kabat 4 5
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éi%z ;\’IGT IgG, f;f&ﬂ Kabat % %
1 B 226
2 P 227
3 K 228
4 S 232
5 C 233
6 D 234
[0173] ” K 235
8 T 236
9 H 237
10 T 238
11 C 239
12 P 240
13 P 241
14 C 242
15 P 243
[0174]  AEAG IR AN HEGID , B sk a5 a3/ DX S e i DA N 4 - TeG2 I e BE

HIJERKCCVECPPCP (SEQ 1D NO:1450) - 1gG3MI 8445 5% 5+ #JELKTPLDTTHTCPRCP (SEQ 1D NO:
1451) 5k ELKTPLGDTTHTCPRCP (SEQ ID NO: 1458) F1/5k eG4l 4544 5 #JESKYGPPCPSCP (SEQ
ID NO:1452) o 1gG13l M5k A1 7] DLEPA N —FHEPKSCDKTHTCPPCP (4155 1HISEQ ID NO:
1459FH TR o PRI, AEAS GBI | P SCHR s A8 T X A2 UV B IX

[0175]  TgG CHOANTEG CDSEEHIkity R B RIFE A1 iU B FTl 2291 L Kbt 45 2
[0176]  3K2.1gG CH2FNCH3IX 11 2 FL IR L AL [ Kabat 4=
ﬂlzg; CH2 aa #33% CH;If;bat CH3 aa &% CH;Iéf‘bat
o1y 18Gi APEw ~KAK 244 <360 GQP-PGK 36l 478
I1gG, APP-++ ++-KTK 244+ 360 GQP-++PGK 361+ ++478
IgG; APE- ++KTK 244+ +-360 GQP-+-PGK 361+ ++478
1gGy APE- +KAK 244+ ++360 GQP-eLGK 361+ 478
[0178]  FEA & BHI— NS5t o, 4 25 — R NN F e BRAAR PR CH3 435 Ayl oRH 4R 5 311 2 ik
FRFREL R o

[0179] B =53 Z KBk (“Feifisy” Bk “Fe BUpR™) T b A ik e L e & 2 /D>
25 NIRRT AL (25126272829, 30%) o Bl , X MK FE 85 2 /D 30 S SR FR St
(30.31.32.33.34.35%) i fLadth, Bk B B 240U TR AR AL  FE Uit & 2 355
FLRFLIL I L e A U 30 S SE IR B EE o A K I e 26 1) S HE B R AL AE T 2 S5 TR
AGly-Gly-Gly-Gly-Ser, BlG1ly,Ser (SEQ ID NO:1) , sk &%), Bl (Gly,Ser) x, HiHix 5
o B R FBEE (N6 < 7k8) o ftdeth , BEHCh 6k T, S e 3856«
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[0180] /R T4 I ok 28— G5 A da il 5 25 58 — G5 A3l ol 28— G Al 5 — S5 A3
G RSB EMIINEOUN iz et B R DA IR 58— G5 A I A 28— g5k Fh 1B —
Y RT DA b Ay M OR B L 2 S a5 S R e M K R A1) o 6T B A R B oiAcs Jd
HH DA S5 G S5 R A RTAE S5 A3 Ik RSk, & DB R I AR FR AL (1)
W2 SR TR AL B B /D) (R PR I S 2 e 1) o IATIE , 120111104987 6 5k 52 3T
FREIR R Pk ) BRI HA DTN A R I L B 24 3 2k I AR R, o
B GLy NS LE I o TRl 28— S5 AN 28— 25 Mg sl Y Bz Sk I e e 1 S e B
SEQ ID NO:1Hfi%s . I TRl 58 45 M3 88 = S5 M3k i Ik e K e e ek S 912
(Gly) -85k, 0 BIAGA- =k

[0181] & Pk “PRESL" 10 b N SRR B 2B P —" S R OE G Ly o [AIE , i i
SKATUA R R — S B ER G Ly 4 B o AE A A B ARSI S AR, KB R AR T 2 508 7 )
Gly-Gly-Gly-Gly-Ser, BIGly,Ser (SEQ ID NO:1) , sk AW, B (Gly,Ser) x, Firhx A1k
BRI (B an28k3) ARVEIHESLAESEQ 1D NO: 1% 12Mifi4e . G ANMIe 3k — &5/ iy
WK RFIE & ARG BRI I B T3 4iDall’ Acqua®E A (Biochem. [ZE¥1k ]
(1998) 37,9266-9273) .Cheadle®: A (Mol Immunol [/ fufE~¥] (1992) 29,21-30) DL
RaagHIWhit1ow (FASEB [ ZE[E S2s LM e 225751 (1995) 9 (1) , 73-80) HI o SEANAMIEFEHAT:
] R EE R IR K AR LT o FIT IR S A3 A b 2 2 T LA i ook B PR TR B, 21
PRI o FH &8 b 5 10 HL AT HR B B 1 BURE S M PR AR S A/ E M AL S g e ek 4m
B 2R S AT T 5 T AR A VR (B 4AW0- 99/544405 Sambrook %5 A ,Molecular
Cloning:A Laboratory Manual [43 f5a% : 52862 F}]1,Cold Spring Harbor
Laboratory Press[{ @536 % Hilk4t],Cold Spring Harbor [¥% =] ,21£,2001) .
[0182]  FEACL A ST AR BRI C e SERE B , 55— 25 Mg AN 28 — g5 Mg LAk B M4
FE IR A 24 DA R4 : (seFv) v sceFv-FAEEFgIsimAD T AR X EEFE 2
AR — P S

[0183]  ARYAF N R SB 51 , I LA B SRR IE 28, AN A BT AL AR ) 25— S Al
FEE S5 A3l “BURe VR B DT A BT SE A S AU S Mk “BBEFY” (scFv) o /R Fv
Fr BB PN SE RIS VLANIVH F 7 (R 3 PR G b , (R T 20 vk Al DR T o 5l 4
G W TR iz A LA TR HITS B A A i, L FR VL AIVHIX B PAE Bk R
o+ 2 W, Pl inHus ton: A (1988) Proc . Natl.Acad.Sci USA[ZE[EEZE RbibiT)185:
5879-5883 o il AT B RN T LRI i B ARG AF IX B PR B, HLAL I 5e 3 a4
KHUAARRI T 2 B B Dhig - (Rl , B AT AR BB (scFv) S e BREE I Bk (VH)
s (VL) AT X RS, 105 2910 E 29250 5 350 , Lt 2915 2 20 2 5L IR
RS B Bkl i = B H R IR AT IINE | DA & 22 IR R IR VAR A
fif e, I AT LA B VHIN AR S FIVLIF) C- ARy , ik S Z TRIR ST Kbk TIHEXIFSIN T8
K AHZE E PR T IIG R ER & 1R e

[0184]  SUURE Ik B EE DT AR AR AU FR 2 DRI IR T LA M W0 99/54440;
Mack, J.Immunol . [ 2] (1997) ,158,3965-3970; Mack, PNAS [ ZE[E[H 5 Bl Bl
I, (1995) ,92,7021-7025;Kufer,Cancer Immunol.Immunother. e G bl ],
(1997) ,45,193-197; Loffler,Blood [ , (2000) ,95,6,2098-2103;Brihl, Tmmunol . [,
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777, (2001) ,166,2420-2426;Kipriyanov,J.Mol.Biol . [4>F4:¥pr 2kl (1999) ,293,
41-56 FH AR T P2 A R RE B TR BOR OCHZ W 2EE % H4, 946, 778 Kontermann 1D
bel (2010) , R 5| HMILittle (2009) , R 5]30) AT DAL 7 A e Al — bk 22 Bl
PiT e RE S B RE U AA A  FA

[0185]  —ffy (bivalent) (tBHRAIAM) (divalent)) sl BURE M sk n] 47 B (L
(scFv) 2/l -scFvik —-scFv) A DAB i R s cFvar - IR A ESCRr g4k
K TR « ANRX A scFv o AT A SR e, WIS (seFv) 203 R debiol —
i B A TARF R RERA FA M) « RIS scFvar - HA AR S &k e, A
15 (scFv) o RSP hoBURs S o R AT DA b 7 A FLAT S VHIX R /S VLIX ) B —
IR EE T 7= AR ik s e Fv sk it AT (2 W, il i Kufer P.5E A, (2004) Trends in
Biotechnology [ R#a#]22 (5) :238-244) o o — R REME 2 7= AE LA #E KK W scFy
o IR T A AT AR DR UK EE AT ASBRIT B A —iE (BIINLHAN 2R |
M scFv B0 « X P W o B btk (WL, il diHo1 1 inger, Philipp%3 A, (1993
TE7 H)Proceedings of the National Academy of Sciences of the United States of
America [SEIEIFEZ R BB 111190 (14) :6444-8)

[0186]  ARHEA KW, 55— AL A 58— Gh Mg sl 8 — Sh AL SN 28 — 25 A SamT DL B FR
RS, 43 B R S5 MU A ) P A2 S Agdask % /D CDR o BLAS A IS BT AN A 55— (YR
PRI AR ZE AL I, DU AT AR S5 SRR A Ay T HABVIX sl S5t ik B E S5 S R E DU
B — AT IR TGS WIS Fe R B FE TR TR TR, JF HaX SOy Hi B s
st LA EEEDTAR (TgNAR) |, AT DA X BEFE R R A RAGF IR AV g 7 B B G AL S LA
AR T Bk B I e ke 1, 49105k N BImi 14 sh i — B R Al AR gtk oy 34
RCEALA, TR SRAF AR SN B S5 H s A O VHER VL o RV BA 5 AR IS 0 1 22 BT 58 i 2
ST EEE AR S R, (HE O A R AT AR B RE I AN U e I 45 S AR 7 o LS5 A
AR SBIE IS s dAb AR FR — T AR ZE AT

[0187] K, (CPRE5ALIHmAD) A& i (FE/D) PR B A5 Ry a i v ST B ) B s P BT A A
R IZA B A A B O TR R e BN DL N VWV VRV o 1K
ok K IITE 20 250U, “scFv - PR &5 R IEmAD” S i 22 /D — /N0 1 ik 1 B 45 A3 bt
PAR— D0 A ) scFv a4 i B s BT AR [FIRE , Bk e SRRk TE A

[0188] i fA Al i A 717 55 0 — 45 i iR AR 55 v 45 & T DAAE S 4 e (an s etk
ELTSAsEE T4 A Te M E) il o th T DA A= Mo 22 85 VIR sk (BRkD) « S5t
A=W 2 R IR IELISANR AN, 24 5 A B AR A USROS N, i e Bfokr v () R — A8 AT
PERIE AT IE R U R AR Rk L, I FLAR IS T B — DU TR - S DN o —
JUATF HEATAT 3NN E o TR T e T Br i A4t R

[01891 T sl TIR [ A AE AR I e rh R FAZ UM T — SR iy AR LY
KA A TATAME A, N AH A AR DDRE - T4HN AT LA i 4 i 2
I AEAE T2 A4 (TCR) 1f 55 FAhIARER 41 QB4 AINK4H)1) X 43T TCR B B A 5 3=
TR LM NS S HC) 325 ST, I H PR RS R 1 1 TS A 1 o 7595 % 1 T
riffarh, TCREH AT 2R72: (o) A DL (B) B4 AR » 2 TCR S5 405 JIRAMIMHC (TR /MHCE 51 #2510, T
IR At e o — AR A0 ARG S L S2 AR T MR B0 - A 5loRE O e s R - &
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A S T

[0190]  CD3X AR G W —Fhas F i i &4, O H DU S BER i - AE M AL B, 5
A A5CD3 y (D) 4k .CD38 (/R 1) BEANPY 45CD3e (Y 1) 4k o X He45k S5 T4 S22 (TCR)
FIFEIC E8) 545 5 DAE A T4 52 AR CD3 S A WA E TIbk B 4 i Fh A il 455 . CD3
y (fiNh) \CD35 (fE/RIE) FNCD3e (P PY Jp) S e & B — A AN o R Bk AR 1 S5 A1) e s
BREE R S R0 v B A S T 2R 3R T 25 1 - CD345 1 4fa PN B 2 4 T TCRIE S5 26
TIFT TR B — RSP EE T, PR T T 58 52 AR R IS 2 7 Bk T AR T TAM. CD3e 43 -2
— PR, Z 2 IRAE AP A, T A k11 FACD3BREN 4wbt  CD3 e Yt (13 1SR 52 AU FE A
N CD3e 4 ANEE A1) 2l B TR AL 1 - 27N o« BEAEAR A A BHIR o fAchs 8 R MU b - H A A
s D AR R R T AR X AR VR R T T FR R AN TR Y o X RS B 7R ]
AU P AT o

[0191] 22 24 /DR VR Poiids AR S TAN N B4R HE R A Rl M
VRN ZE I R A K 2 FL R FIRURI BRI 26125 « T4 5 O TN BE W1 S0 ANV it , 9 ELAS
ST PP I 0 288 Bl v B TR o3 A0 ) S RERE AT LRI A 5200 5 25 L, B 4nwo - 2007/
042261,

[0192]  GRPARSFi 5 2 Fo A A B e e AR S IO 4RI s o 380 41 i ] DA B
A s SR CA) CDSPHPETAN Bl A CA) FNE I B AZ 4 (PBMC) o 2 RS040 i S2 %55
WA IR Bk Fek [l H 28 — S5 A3 45 5 IR R A e 2 T Bl e %, US04 it 7 A2 26
WACTRI , WRARTANNE 2 , 51 441 19LnPx . S4B Fe 2k SR 2 i Ho it CE /D anfsh a4
), A0 AN SR AN S A FE AR T DU TR AR 2 ot (B A\ skosr e e 40
ML) Fa g sk R4 A 4n i 22 (QNCHO) « TR HE , FE4R I RT DL B4 i L o
FRME R IR R AN AR N TAE AN SR Rk B AR AR R T HU 4R i &, 7
JPIEC, B B Ao SR AN S5 #E AN (B2 T) P i 291001, H -t n] DASCAR SR 2 i
B xCD3 MU S BT M AR A A R0 PE T DUAE Cr - BB (Z18/INK TR 75 I [1R])
B AE LT FACSIIANI B EIIE (Z948/INI YW B I TR]) Hh il o -t T B0 5 W A I TA] (41
P EEE SONE) EA TAB S AN S AR S5 1 1 5 TN AR B SR e 2RI, I H A
FEMTTEMTSIE B T-ATPIYIE (BAE ARV A CIE) ik 22 PHIHB (SRB) Ml E \WSTHlAE |
v A A E FIECTSH AR

(01931 {ts £ 2 T4 1 40 5 0 Rl i p A A B A B 40 i 26 1 405 x CD 3 BU S
VPO BRSSO AR M R IE  Hotl P DA Cr - B0 rh e FLrh EC, (i #oR, %E
I 2RO A 380 B (U5 A B4R 15 s KB 2 R H s ) A B B 3 T B b 4
(IR o et , FEANIESR BT xCD3RURE F VDU AR IIEC, [ < 5000pMEK < 4000pM
A% <3000pMik <2000pM. L2 B 126 << 1000pMik <500pM. H1 5 B 128 <400pMEk <
300pM . % HE {0156 << 200pM . L% B 16 << 100pM . 28 B {16 << 50pM. % B Lk < 20pMik,
<10pM.JH HA e < 5pMs

[0194] | aR45TE WEC, 1B AT LALE AN R N E Ho il i o ARSI AR YRS, 24 PR/
EERAICDS T/ R 4RI, 5 AR IPBMCARLL , W LATIUAEC, [ e b AN AT AT
391, SRR RS , A i 2k R AR AR R TN, EC, (BB Bildn, 4 45 ]
R/ = SR A CD8 TR/ Ay 5wy 4 G LA 0 40 it 2 11 5 e 4 i ancHo it
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u AT 2 T O BEE A 41t R VR R #E AR ) s, S 40 it 35 T 5 x CD 3 BURR S ME A A 7
TRIEC, (i {51 < 1000pM. FE{12E < 500pM . 2% B8 {1 < 250pM - 55 B {1 < 100pM HE 5
B 126 <50pM. £ % B2k < 10pM. I HL i ffoads < 5pMo 2448 FHLAPBMCYE Jy e 4y, #E4H
i AT xCD3BURF PP AAAs J A TR EC,  fE 0106 < 5000 pMik < 4000pM (1 52 4 4 iy
S AR AN R TP BHIE A A 2R 008 <<2000pM (k5 B 24 302 it J2 S0 4m it 2 TP iR
LA nCHOAN KNG B 16 << 1000pMuk <500pM. £ % B L /e < 200pM. - B e <
150pM =2 BT 16 << 100pM 5 HL i {108 << 50pMilg B A » 24 {5 FH AR ABE T 410 R ALnPx4 1191F
BSOS A ELAE PR R A 2 T BB 2 e 1R 4R i A8 QCHOAN I /A B4 i AR I, e 4
[ T xCD3BURR PP Ay JAA TR EC,  fEL 0126 < 2000pMik < 1500pM. HE {126 < 1000pM
ik <500pM. B3 < 300pMak < 250pM. L% B {0k < 100pM. I HL i {326 <<50pM.

[0195] ) 3deth , A S WY 0 00 200 it 3% 1T 70 x CD 3 AU S e Hifdck R AN 5/ - B iR ek
FOR PGS/ SRR SR s YRR AnCHO AN T i R “F5 SRR L AR
FAEFIEME AN FIER 2 FEARAN TR S ARA LI AT T2
SHAT30% , AR 20 % , AR e AR 10 % , B B I A HETE9 % 8% 7 % 6 % 1k5 %
(B A0 e 55 T ot B PR A (R A, Eh MR e 4 i 2 T e i B MR A AN &R I TR R A E
100 % o 12X 18 ¥ 125 1T+ B 1=k 50 OnMIP) B AL A o AT AR N AR QT =2 A5 11
D AHIA AR  LEAN , AU B 20T 1 A er e A e v e 1) EL AR R

[0196]  FAANFIRE AN B xCDIBURR S PE DT AR A SR 1) A B — SR R[] At 7 TRl 41
Mo 5 25 S RON “RUABIAIRR o 12 AB IR AT AR50 4 F- R Bk 5 — R AJE U
EC, ,1H.Z IR L 3 o A% BH R 4 2 T 4705 x CD3BURE S M A SR 35 e TR B e <
S i <4 HEHEE< EEElE<2 I Hitk<1.

[0197] AL BAIHUAN BRI 58— 45 G G5 AR/ ol 58— (BT HiAth) 855 g5 dak e
TR EMELSIY B 1Rk B AT S YR Sk ES W R M CD 345 & g A 491 Ak
TWO 2008/119567H1 o AR HE— SBT3 5059 A SEAIa R i Ht A CD3 45 & 2 5,
S S RN/ B B A A A S R K SR A i U/ CD3E &, X
86 R KRB ush (AR T) Bkl R RS0 Gk BRI sl B  TH K
bifi RAS RS s AR KA I AAE AR AL AL

[0198]  FEACLZ A HTAAG IR — AN S il rh , 58— g5t a5 A A ook
— DGR AR DU R R R D O H e, 85573
TBREEANIE 2R BRI AN R i « 55— 25 5 a5 A IO B R E 4 i 2 o 3
TIRE<<15nM. B 16 <10nM. 2 B 106 <5nM, 2 B e < InM HFE L% <<0. 5nM.
FEAE <0, InM I Hie e <<0. 05nMl L% <0.01nM.

[0199]  fledetth , ARFEA L BRI HT AL AT &5 S Br i An i 2 Hoon A\ FEgnin R it
Jit [ma B 40 A SR BT - hufE 40 i 21 Pt ] s A A B (i3 41 i BiaCore s i 1
Scatchard > HrfiiE) <100 ftdE <20 E{t e <15 —b k<10 = R e <8 B
2 <67F Him i ide <2 AR5 A B P AAs AT 85 SRR A i 22 o i On A e i 2
U ERME B E Sy E R0 . 11520 2 ) BRI E 70 . 25 102 [i] = B AL e 4103
562 ARG, 553 [k fE0. 5152 57 ] I HLA e £E0. 5152 [A] sk ££0.. 6
52 1d],
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[0200] K& BHRIF A EAR 28 — (g5 45 Mt 5 A\ CD3 e Fll/ el i iCD3 e 45 & o AE {1k
HISEEBIH, 25— g5k biadt—20 S50 BM0 R TR sk A B CD 3 e 45 5 o B S A ZR AR
MR ) J| TR0 R (Callitrichidae) BB R K 2B, MAA I L & T 2R
(Cebidae) FrIT RBl R K 2B

[0201] W AR BT AR PC e D, 5 A FN/ B BECD 3 i S a2 5 5 1 26—
SERIE AU 507 3158 A DL [EICDR-L1 <CDR - L2FICDR - L3FVLIX -

[0202] (&) 4IWO 2008/119567[4SEQ ID NO: 274214 CDR-L1, LIW0 2008/11956711]
SEQ ID NO:28H 22 ICDR-L2DL K 4nwo 2008/119567[4SEQ 1D NO: 2970 Ffri 22 +JCDR -
L3;

[0203]  (b) ZIWO 2008/119567[%JSEQ ID NO: 117HIFFHH4EMICDR-L1, 4aWo 2008/119567(1)
SEQ ID NO: 118 AHi22[CDR-L2DA K 4nWwo 2008/119567(4SEQ ID NO: 1197h 221
CDR-L3; DL}

[0204]  (c) WO 2008/119567(SEQ ID NO: 153H1FHEZCDR-L1, ZAW0 2008/119567(1)
SEQ 1D NO:154H1 %A CDR-L2DL K 4nwo 2008/119567[%SEQ 1D NO: 155 £
CDR-L3.

[0205] A& WIS BRI RIFREC G i S e R, 5 AR/ 53k CD 3 e 5 R 4T fit 71
RN EE G — a5 58 A 1% 3 A FIICDR-H1 L CDR-H2A1ICDR -H3 [ VHIX :

[0206]  (a) ZOWO 2008/119567[4SEQ 1D NO: 12/hFFREZ:[KCDR-HL , 4AW0 2008/119567(1)
SEQ ID NO:13H1 22 ICDR-H2PL M 4nwo 2008/119567[4SEQ 1D NO: 1470 G224 CDR -
H3;

[0207]  (b) 4IWO 2008/119567[/SEQ ID NO: 30 THHZ2 14 CDR-H1, LIW0 2008/1195671¢]
SEQ ID NO:31H1 22 CDR-H2PL R 4nwo 2008/119567[4SEQ 1D NO: 3271 i 22+ CDR -
H3;

[0208]  (c) 4IWO 2008/119567[4SEQ ID NO:48 122 1ACDR-H1, LIWO 2008/1195671¢]
SEQ ID NO:4971 Fi22CDR-H2PL M 4nwo 2008/119567[4SEQ 1D NO: 5071 b2+ CDR -
H3;

[0209]  (d) 4IWO 2008/119567[4SEQ ID NO:66 T2 ACDR-H1, LIW0 2008/1195671¢]
SEQ ID NO:67 1 FFi22CDR-H2PL M 4nwo 2008/119567[4SEQ 1D NO: 6871 i [+CDR -
H3;

[0210]  (e) 4IWO 2008/119567[4SEQ ID NO:84 T4 1ACDR-H1, LIWO 2008/11956711]
SEQ ID NO:85H1 22 CDR-H2PL M 4nwo 2008/119567[4SEQ 1D NO: 8671 Ffri 2 +JCDR -
H3;

[0211]  (f) WO 2008/119567[XJSEQ ID NO: 102H1firfH42 14 CDR-H1 , 4IW0 2008/1195671¢]
SEQ ID NO: 103/ fFHi22 1 CDR-H2PA K 4nWwo 2008/119567(4SEQ 1D NO: 104rh 22
CDR-H3;

[0212]  (g) WO 2008/119567[%JSEQ ID NO: 120 FTHH221JCDR-H1 , 4IW0 2008/119567[1]
SEQ ID NO: 121 hrHEZ2HCDR-H2PL K 4nW0o 2008/11956714SEQ 1D NO: 1221 i 2211
CDR-H3;

[0213]  (h) WO 2008/119567[%JSEQ ID NO: 138H1frHH42 14 CDR-HL , 4IW0 2008/1195671¢]
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SEQ ID NO: 13942 CDR-H2VA K 4nW0 2008/119567[1JSEQ ID NO: 140H firffi 211
CDR-H3;

[0214] (i) WO 2008/119567[1JSEQ ID NO: 156 £ JCDR-H1 , 4nW0 2008/119567[1]
SEQ ID NO:157H i 1CDR-H2DA & 4nW0 2008/119567[JSEQ ID NO: 158HIflFfi (1
CDR-H3; VA K

[0215]  (j) ZIWO 2008/119567[JSEQ ID NO: 174+ £ JCDR-H1, Z0IW0 2008/119567[1)
SEQ ID NO: 175/ i £21/CDR-H2PA K 4nW0 2008/119567[JSEQ ID NO: 176 HIflrfi 22
CDR-H3.

[0216]  FEAC LA ST A PE e ) SEhE I, 4 iR = ZHVL CDRYJ iR --41VH CDR
LS 255 AN L5 DUE Y (30) 41, BF 41 fU 5 CDR-L 1-3FICDR-H 1-3.

[0217] X TACK RIS A AR PE G 08, S5 CD3ZE S 128 — 25 Ml fu &rdk 1 M 4R VL
DX, iZ2H i PA R 48 : W0 2008/119567JSEQ ID NO:17.21.35.39.53.57.71.75.89.93.
107.111.125.129.143.147.161.165. 1795k 183F 228k SEQ ID NO: 13F £ VL
X

[0218]  [RIFFLLENIE, SHCDIGE G I8 a5l a5k B N A VHIX AL DA N 4

w0 2008/119567[1JSEQ ID NO:15.19.33.37.51.55.69.73.87.91.105.109.123.127.
141.145.159.163. 1778k 181 R 2(fEk SEQ ID NO: 14FH 221 VHIX o

[0219] Attt , A & B BT AR FFIEAE T 5 CD3S5 A S8 a5l &k B b
ZHFVLIX FIVHX 1220 UL R 4

[0220]  (a) 4IWO 2008/119567[JSEQ ID NO:178k21 A £ VLIX FIIwo 2008/119567
FJSEQ ID NO: 158k 19FR P29 VHIX 5

[0221]  (b) 4IWO 2008/119567(KSEQ ID NO: 355391 A VLIX FI4IW0 2008/119567
[FJSEQ ID NO:338k37FR P29 VHIX 5

[0222]  (c) 4IWO 2008/119567(SEQ ID NO:538k 57 A VLIX FI4IW0 2008/119567
fJSEQ ID NO:518k55 AT H#EZ: I VHIX ;

[0223]  (d) LIWO 2008/11956711JSEQ ID NO:718k75- 22 VLIX F1Unwo 2008/119567
fJSEQ ID NO:695k73H1 A2 VHIX ;

[0224]  (e) 4IWO 2008/119567(KSEQ ID NO: 891k 93 A KIVLIX FI4IW0 2008/119567
ISEQ ID NO:875k91 - £ VHIX ;

[0225]  (f) ZAWO 2008/119567[XSEQ ID NO:107uk 1111 AT £:fIVLIX F14awo 2008/
119567//SEQ ID NO: 1055109 iG22I VHIX

[0226]  (g) 4NWO 2008/119567(KSEQ ID NO:1258% 12971 i £ f VLIX F14nwo 2008/
119567//SEQ ID NO: 123k 127 i VHIX ;

[0227]  (h) 4OWO 2008/119567(XSEQ ID NO:1438k147H i £ f VLIX F14nwo 2008/
119567//SEQ ID NO: 1415k 145 iG22I VHIX ;

[0228] (i) 4IWO 2008/119567[XSEQ ID NO:161uk 1651 i £ [fIVLIX F14awo 2008/
119567//SEQ ID NO: 1595k 163FHR TG ZgVHIX ; DA M

[0229]  (j) @OIWO 2008/119567[XSEQ ID NO:179uk 1831 i £ (K VLIX F14AW0 2008/
119567//SEQ ID NO: 177k 181HITHEZIVHIX .
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[0230] ST AR I PTAA R BEAIA R 12 , SHCD3ZE AN SE 45 Ml 0 & WiSEQ 1D
NO: 13H 22 VLIX FAISEQ 1D NO: 14FR A F 220 VHIX

[0231] R FEA K R PTARAL SR 2R 1 S HE , 85— S5 A 3a RN/ Bk 88 — S5 Aa3 FLA DA
T VHX FIVLIX 62 2 BT (scFv) [RTE R VHFIVLIX PAVH- VL ik VL - VHIS 5T HE
F AR, VHX A7 T3 K S AON A , F HLVLIX A2 T4 37 AR C AR o

[0232] AL b HopRAl SR e 1 S i B RFE A 145 5 CD3IM B8E — 25 Agda B 2
e NEAISEQ 1D NO: 15FH AT £ 512 741 41 i LA 4% : WO 2008/119567(1)SEQ
ID NO:23.25.41.43.59.61.77.79.95.97.113.115.131.133.149.151.167.169.18555187.
[0233]  HifAg IR HATME U L IR A A IHINTEREIN , Bl A E A S e R ek
1T AU, SE S PTARAL HER R E A SRR R AL 5 BRI 15 128 PR M EE BN Bk C AR i 7R 3 S
A AUAT A SN, Sy R T AR B 5N B4 -

[0234] s B Fk 3L i Wit So- XA CRRES FIARR ) , i O R sk S O
7, DAS 2R RS BRI R AT AW o e S 7 35 T DA 5 B = I i s o - - B -
(5- R JE) PR IR Sl CIBEH WN- B S S R e 3 - A 2 - 2 - Mk e S — e (e« FH 32 - g
e S AR RN R « 2 - FUR - 4- I 3R ke 5 - 7- A3 oR - 2- 5 401, 3-
SR RAT A o

[0235] A5 A il AEpH 5.5-7.0 F SHRRIR — L8 SONVATAEH, TR A i il 3504
2 S BE FL AT AR S 1 o 6 VR FR I FR SR IRt 2 A FIR 5 12 SO AL 6 7EpH 6.0 P AE
0. IM " FH BRI A EA T o B e R S N S B AR A ik 5 3 PRI F ol LM AR TR I S B X
6 25 AUAT A A A L B SR SR A L ART P8O, o F AT 2B o S 3 AU SE I HAMB 50
FUCLFET SRR , 4n FR S0 I I e FRB 5 Tt i Js 5 NHE P2 IS 5 A A S s = BRI 5 0 -
FRELSRIIR s 2, 4 - TR 5 DAL SRR 1 5 CREFR R O SO o

[0236]  KhEAWFL A 5 — Pk TR B G 2 I FE S 2, 3- T i 1, 2- 38
O A ATED =) BN i A1 o e TR BB A FrpKa , PRIFORS 2R FR L HUTT AR (L BE SR
RIAERRME S BT o AN, X 845U ] DA S i B S PH A MRS 2d i e - 2 L L P SO A o
[0237] ALK S ER R A TR B 1, 5 BRI 2 i 1 5 0% e AU S ek P A
SRV CRERRIC 5 N BB 2 D o 5 W HD , BN - S SE bR AN i 35 R e 43
TR0 - BRI S e TS - RS EEAT A= o 0 T T s S R PR DA A 5 FH
TR R EEME b B A BT, FARSUETI A

[0238] R ELAEE CR AR S 2L) i S5 I R”-N=C=N--R") M. ik
BEVERE , FLAPRAIR AR AR OSERE , N1 -IA T 2E -3~ (2-NEMRIE -4 - £ 35) ik — sk
1-436-3- (4-%5-4,4- “HERED B 0 I Ah , RGBT FE A St 5
BT IR R A PR AN S e e e A 2

(02391 FIACTIRE AT AL AT T34 A & BH BB Al AR A T B KA A el R L B el
LA T2 Mo i o s IR & ant, 1- W EERCOHL) -2- R 3E A5 R TR
N- I BR AR elin (BN 54 - SR EKABIRIOER)  [FACE BB SR ER , B 4% — IR HAmET
JEelig, an3, 37 - iR BEFANED L P FRR)  FBUE B8 Lh R el i , 4B -N- H R el
- 1,8- 31 ATAEFI NS - [ W& &UEEREL) AT N IE T Fle B RS P AR RE A A7
TE R AZ R Al EIG A b a4 o n AR, K an 25 4 %153, 969, 287.3,691,016.4, 195,
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128.4,247,642.4,229,537H14, 330, 440 FT iR (19 S W A 7K AN TR B BT 4 A8 s A e
TRACE AN SN R T4 B E{E

[0240] 7 G e i P Bk 25 A1 R 2t e e 7 2 a0 5 0 A O P e I A I 1) 73 S e Tk B R R &
TR o IR, 1IX BB I AT SRR I S5 eIl o X S PR L AT — TR A & T A A
[7EH .

(02411  HAAEIE G FERT Il S FR AN SRR I R AL ) 22 S B sk 5 S B TR BE O R L (O AR
1S BB BR A 2 TR AN ZH 24 PR M S 1 o - B4 L1 FH 4k (T.E.Creighton,Proteins:
Structure and Molecular Properties[#&Hi: 459800 F5M:],W.H.Freeman&Co.
[(W.H.#B B2/ 7)) ,San Franciscol[IH4111],1983, 5579-86T1) W NAG 1 L WAL AN
FEATCA R L I o

[0242]  E4EAE AL HHIE N IR ST AL B 53— PR i e B i B a2 & A B
BRI QAR A B AR DU T8 B B e 21 (3l an, B Sk v
5 TE MR R B A A AR B A AE) sl A A A B A 24k 2B ik . Mg
WEFERIRIE RS

[0243]  Z KRR M SN - B0k 0- B N-1E B S R K S o i B 2 K
KPR BE « = JIK 7 2RI I - X - 22 B BRI R e i - X - T B XM BR I R
PUINFHTA S ) S R K AL s o TR 1 2 R A e M B ) iR R0 41 ERI ke, A 25
JRH X 28 = K7 AR AT AR T AT AR IR 5 O- B SR RIN - £
Pl FURE I 2= FUS AR P ) — Fhode P 22 3L SR, i DL I 22 Rl 5 5 R , IRV
AT 5 - PRI 2 FR Bk 6 - L IR

[0244] A B S EIR ANV & A R =P A —F 2k 23 O TN-1E8:01
BRI RS 10 75 (S € B A e A AL A DI 35 67 0 o 38 T LA [l 2 46 3 1) O
0- ERZIIBHEAL AL 1) B INEEAC — A s 2N 22 G PR i S BRER R R E o A oy T
(S WL, BT B 1 S 8 e A A e 15 DNAZK S AR b SR rSe3E s I 0 3 A Fide et it
A SRR 2 K IDNA,, LA A K R e il Iy SR S B R M 5 1

[0245]  BEHIHTAAY AR B IOBOK A S PES 3 AR 1) ) — AP B2 il i R 5k
P PR ARIDE 22 45 [ IO o X BE R Fr AT ) 2 A0 AE T EA AT 2240 FAT T TN- 10 - 1 B 2 b
HORESEARE JT 7 F=4i i b = AR 25 1 5T B TP il (I 7 2, — bk 22 ol ol 12 42
F (a) KR MA TR, (b) WL, (o) WEEads, =R AR, (d) I ast, s
ZIR I SR BRI IR AP, () J7 T IRARAEL , WK N Z IR  BK 2R ok R T ARLE
ik (F) A 2B B i L P o 1X 26 7 4R T-W0 87/053300 K AplinfilWriston, 1981, CRC
Crit.Rev.Biochem. [CRCAEMIMF BT, 56259-306 T HH »

[0246]  FFEAE TR IAHTIAA AR _E IR KA A s 5 1 KBk AT DAl (b sk B 7 205E
B o P R RO 2 A U B T S = S IR, sl S5 5 o 124 B S Bt
el (N- AT B I N - e FURE IO LASINT K 20 55l i A 4 4, AT fil 22 IR PR 45 5
$ Y i Hak imuddin®E A, 1987, Arch.Biochem. Biophys. [ZEWb 515 A=Wy ii
24 HEF]1259: 52 MEdge™: A, 1981, Anal . Biochem. [43#T2E WL F] 118 1314k « 2k ik
IKAY 508 43 1) T (R R At T DA e ok {8 P 22 i P D08 S i R0 O DI0OBR A g S 3, 4 El
Thotakura®s A, 1987 ,Meth.Enzymol . [i§¥ /5151138 : 350 1R [1) o A DA o 5 AL &k
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BB AR AL ISR, 4ndiDuskin® A, 1982, J.Biol . Chem. [A¥f 7 2%
51257 : 3105 1) o AR5 Z2 T AR 1 BT -N- B ST %

[0247]  RSCb 2% Febi il AR IO A AS 1 o 40, Dol AR R B — R A S B 1
HHEVLEE L R 54 ,640,835.4,496,689.4,301,144.4,670,417.4,791,1928k4,179,337
HURH DT SO BT S 1 2 SRR A TR Y, I EAR T %P £ oz, B
RO VRBAN R RAMG IR RN R Y A, A 2 R
ARSI BRI AN A EE A T 2 BERR EUR, 91 an A T8 IR 5 M AnPEG

[0248] - —SLSE I, AL B ST A SR A B BRI I— D s 2Rl
TCEP AT DA 22 FH 25 B BT TR] B S5 ity @A B X U D IR A 1 2 a7 BH T A id &
1 B & R A A 2 A I B AT DA T3 A G 0 RAE “brad” 2k “brid 5T
SETRAA A I bRIC o — R, Aric & T 2 A2, X B T4 0 e AT IR0l E - L
S E R AR T

[02491  a) [F{; ZARIC , X EE[F 7 ZAmic AT LR O 1 Il 7 2R sk R AT 437 2=, e s R [l 7
S A 2 (BT 0 PN 58 %7 0y 7 My, 1297 191

[0250]  b) fGMEARIC (B ANk RokD)

[0251] ) S ol T MRS oy

[0252]  d) Y3kl (AFREARR T, AR P B CRFIEZ Y CHD) |, Qo 3R] (BIIFITC . 22
FHIHVEE R T 2B T RPN EH] X B2 P AT LAUE /N7 28 65 sl
1o

[0253]  e) BRHIEIE AT (5] QAR o SE A P0ME  B - - FLBH T OG220 ARk Pk A o)

[0254]  f) LWL REH]

[0255] @) Hhof —dia I TIE 2R (B0, Se B r o) Fr A1 28 —HuRm &5 &
ISR ey /b ST Ve A eoa )

[0256]  “Dedithric” BRIl LAZR F L A T 2 SR A I B R ATATT 23 o S IR 2 bl
AR EAIR T2 D P O RS PRI 2L RGO R - F/ O R LA
G, IR O AT T T R PO BEITAL . TAEDANS \EDANS \BODTPY FL.LCZ1640.Cy5-
Cy5.5.LCZLT05 kX 4% Alexa-Fluordik} (Alexa Fluor 350.Alexa Fluor 430.Alexa
Fluor 488.Alexa Fluor b546.Alexa Fluor 568.Alexa Fluor 594.Alexa Fluor 633.
Alexa Fluor 660.Alexa Fluor 680) itk Al BUAIR-HZLEH (PE) (WX
15148452 5] Molecular Probes,Eugene,OR)) JFITC. %/ PHIHFIEE v = B2l (Rl i+
PN e AR B R 2 7] (Pierce,Rockford, IL) ) <Cy5.Cy5.5.Cy7 (547 i JE I NPT 25 4%
T PR WA=y A2/ 7] (Amersham Life Science,Pittsburgh,PA)) S G Suk)
(HEZZEH) fiiiA TRichard P.HauglandffJMolecular Probes Handbook [43 454 ]
W

[0257]  SidpyER B Chric i AR E AR T2kt CE 1, BIHEE Renilla) JHE
(Ptilosarcus) 8{/KE}: (Aequorea) ¥IFHFIGFP (ChalfieZE A, 1994, Science [£}2]263:802-
805) ; EGFP (5% 2 Zs va 5286 = R 23 ] (Clontech Laboratories,Inc.) , LN FEE RS
U55762) V5 to 2 A& 1 (BFP, it WA AR 2y 5] (Quantum Biotechnologies, Inc.) ,
DR T A 52 F) 21k Montreal ,Quebec, Canada) IAAZN I A E PEEE (de Maisonneuve
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Blvd.West) 1801, %58)= ,H3H 1J9) ;Stauber,1998,Biotechniques [A:¥diAR]24.462-471;
Heim®: A\, 1996, Curr.Biol. [ 2440 EM5]6.:178-182) \Mung M ta s Ve a | (EYFP, va 275
v AR A W) HOCEME (Tchiki® A, 1993, . Immunol . [ 2224 d5] 150: 5408 -
5417) BFFLBET M (Nolan®i A ,1988,Proc.Natl.Acad.Sci.U.S.A. [FEEE K EFBib
F1185:2603-2607) AV (W092/15673.W095/07463.W098/14605.W098/26277 .W099/
49019 FEE%EF)55,292,658.5,418,155.5,683,888.5,741,668.5,777,079.5,804, 387
5,874,304.5,876,995.5,925,558) .

[0258] A% BHIHUAN BEAE T DALE 28 S AN Z5 Al ixX Be S5 A3l 9 an B 193 501
I Ko F B R PE 25 ED J127 00 11 o A BT 93 B H UM S PR 25 A3 rT LAk IR Pk
FRE I SNBSSy, X555 AT DA 43 25 7 72 (BN 5y B5AE) Fhaligk . b2 ) AN 25 Al
(A R A S8 91 B AR My ¢ - FR2s JHAT - AR JHA - FR2E W TAP-FRZS (GST-Fr2s JL T Ji4h
A ER I (CBD-H138) 2 TEMSE A 1 (MBP-A3%%) (Flag-Fr%s \Strep- b DL M AR & (151
WStreplI-Fr2E) FHI ARSI T o DAY G B CORMFFIE A SO 25 11 FIT A P Al 1
FRATDLEL T H s -FRES S5 A9, 1211 s -FRES S5 A3l MR oy 1 I BB e I R SR H s
PTG A k5 ELE AR 266N 1 sFREE ONHEIR) oHi's-ARZs 0] DU T Bl At
RTINS CAR S , e A T CoR b » fe L ety 75 22 FR 2% (HHHHHH) (SEQ 1D NO: 16)
25 FRITR B 12 AR A R B AT AL AR C AR i « 5341, PLGA - PEG - PLGAFIZR 5 Mk 22 AT
DA S R RS 40E TR IABCGE 258 1501

[0259] A7 5E T A TR I HUAAS EER ) S E IR  HIB AT o 91 40, AT BB S G By
FERINEE G AR/ s A AR PR o i R Y AL R A2 A 5 N B BTy T AR ok
T A Rl 28BS AR ) S R e S AR  FIT A D TR R 1 S B BR - Y B 1 I N
AATHSROR B ARABA I SR A I I B AE i M (SRR MU AICD3EE &) Aty
JEUNS

[0260]  RiE “G LR Bk “GA FLIR FL AL MR R A HOARGTUS A A 8 XS 5 R , an
28 H N AEAER 24 L AL 2R (AlaskA) 5 K%L (ArgekR) 3 KM% (Asnk
N) 5 RAZIR (AspikD) 5 PR (CysukC) s A alBii% (G1nukQ) ; %R (GLubkE) 5 H R
(GlyEkG) s 5K (HisukH) ; 502 (Hesk D) 5 582K (LeuskL) 5 MER (LysskK) ; 2R
(MetzkM) ; KN R (PhenkF) ; IfiZdfR (ProukP) ; 225412 (SerskS) ; /1vaiR (ThrokD) ; (42K
(TrpEkW) ; F& SR (TyrskY) ; DL MARSE (ValskV) |, /45 il DRSS A USRI « & R
A TSR R . — RV, S SR T DAy 4 o A BRI (f914nATaCysHe\Leu,
Met Phe.Pro.Val) ; HAH: B HLAOMIEE (B a1AspGlu) 5 HAHT IERL M EE (Bl dArg JHis
Lys) 5 sk HoAG AN L PO e (B 41AsnCys<Gln.Gly HisMet.Phe.Ser.Thr.Trpf/
Tyr) -

[0261]  SBEFR MBI ELFE B AN T pAAs TR 1 S IR - 41 P IR B B TR Sk S A / g N/ 1%
HUR o BEA TR A AENFTHAR A 2015 AR Bl S AR, S e e A AR LA Ty
EIRFAE « 2 BEFR AR AVt i) DABSCRE BT S R I B Jm e A, A 2t A P 28 Bk

(DA=R

[0262] {54, AT DAAEARESCORA R N BBk B0 120314 5k 6 U5 R (A 8k B -1
KB ] DAAEERANFRAFE N B ek B 4c1.2.3.4.5.6.7.8.9.10.11.12.13.14. 15,16+
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17181920825 4R - L ettt , S LR 7 A\ B Py iR b e 35 5 53100 5k
HEZARE LK BT N 1.2.3.4.5.6.7.8. 95k 10k AL 1R S L A1/ ok 8 5 A i
G, PASRA B 2SRRI AL 1 7 A N F N o B AT DAAE ARG BH B U ce A 1 28 = 45
T3 N BEA T AR N B 1 o A A BH IO O T AR (e N AR A B 15 S5 i ) oA TR AR FIN AR iy
ORI G B 5 Z KRS

[0263]  HUAR TS AL i BB A i B RE ((HASPR T EERE AN/ sk B2 BECDR, Rl & AR X,
{H 75 FE FE RN/ SR BRI FRISCE « U 2e 2 An A STk g RS B e e 1, mT DA
CORAEAR1.2.3.4.5.6.7.8.9k 10N P8, 17 ] AFEHEZLIX (FR) AR L.2.3.4.5.6.7+
8.9:10.11.12.13.14.15.16.17.18.19. 205k 255 LR , i B RJ-CDR K PRI - 34
QIR CDR 7711 556 1 S FE TR , A ARX BE S LR P 1 1S 2 Bl 3/ B 2R DL, 2R
CDRJF A1 T 5 1 5 R , MIBEAIX BE S TR FH I 1S 12 W 3 4 54 k6 MR
[0264]  FT-S e ME RS U5 A8 057 B DT AL AR (1 S e B L ke DX Y0 A T 5 088 “T
SR FRIAA” , fnCunninghamfllWells T-Science [FH],244:1081-1085 (1989) HHAFR 1
LRI, S 0E T DA RPN o sk BE ek S ER B A (B 4y FL AR AL, Warg asphis. lysHliglu)
JFH T FR PR sty 07 F I S AR (e I e P S PR 3 B PR ) 848 DA s i S R 15 3R v AR
HAEM

[0265] AR i A B A A AL B B S S TN — 30 1 sl At AR A RORS IR IR e Jg 7
ST EA DhRE UM I 2 TR AL 1 - TR, BB AR T T SN SR BR 7 A AR A R v p e X 3
SETIRE MY A SRR S PR B RE TIUE o BN, A 1 s Al e 26 7 v i ab 28R [ kg, 1l
DAAERE S~ ol X Ab 34T PN R ek AL A2, I ELR e Pir Sk R oAy i8R R (R DA
AT AT AT I MR S A A1 S o T A TR 7 I DNAR (R TIUE 2 i 2 T AR AR 0 12
ARSI, 5140, M35 | i A FIPCRIE AL o A T &5 i 1 (B gn i 2 i sk CD3 45
A IIME eI e AR A o

[0266]  — R, WIS S TRAE A/ sl 2 B 1 — Bk 2l BT A CORAT U, Tl
B, Z JE3RAF I “BUR A B4 5 “R14E” CORJF- 411 45 2 /060 % 5565 % B AL 12670 % Bk
75% 2 680 % 5k 85 % I LA I 2690 % 5k 95 % ] — 1k o iX 512 AR B T-CDRIYY
KRS BT Fe AR R B, A 5N AR IR CDRPIC e 5 HL B 7 4180 % AHIAD , DA
ERURZE D — R - AU, DA BRI COR AT LA S LB e A1 B AR B T [A] —
P, 1 anCDRLL AT PALAG80% , ICDRL3 AT LA HAT90 %

[0267] P HAR (B4 & PRSP HU AR, BTk E i R B L 48 b 2F — 25 A3k
SRR a5 S B A i 58 453 L5 CD3, 73 BIHBCD3s &5 A1 AE M1/ B L CDR
Z I BRI A AT [F 1 (55 “Bas” CORFF- A1 AT 257060 % 565 % , EEALET0% 575 % ,
FZ T80 % 1,85 % - H A AL 12590 % 5% 95 9% [Fl—1E) |, WIS AR AR B, (i EfRsr
Rk A N R3HAITH OREIERT I — P2 -

[0268]  (RAFEV R T-23H “ULit U bl 2 T o AR R T BB s A e, AT
PURHE 3y 2408 IR IMERURY sl dnde N SCS 25 R R IR — 20 Firik i1 B SE B AR b
SIN, B LR AT A SRR RHIE -

[0269] 383 2 EFRHUK
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JB Ak Y T P IR, 3% BLAX,
Ala (A) valy leu. ile val
[0270] | Arg (R) lys, gln, asn lys
Asn (N) gln. his. asp. lys. arg gln
Asp (D) glu. asn glu
Cys (C) ser. ala ser
Gln (Q) asn, glu asn
Glu (E) asp. gln asp
Gly (G) Ala ala
His (H) asn. gin. lys. arg arg
e (D) leu. val. met. ala. phe leu
Leu (L) EFAB. ile. val. met., ala|ile
Lys (K) arg. gln. asn arg
0271] Met (M) leu. phe. ile leu
Phe (F) leu. val, ile. ala. tyr tyr
Pro (P) Ala ala
Ser (S) Thr thr
Thr (T) Ser ser
Trp (W) tyr. phe tyr
Tyr (Y) trp. phe. thr. ser phe
Val (V) ile. leu. met. phe. ala leu

[0272] AR B UARKE BRI A PR MR ) S BT MR A A 2 i 1 e BEAE PR R LA B BN T
[ AR IR TER s () BRI I 2 I 2R 254, ol dn 237 & s e i 42, (b)
Gy AR SR FR AT B /K L Bk (o) VB RS 93 o 35 T LRI SRR VR R IR AR B
F . (D) Bk IF 5 BR wmet walasval leusiles (2) M SE/K M s cys.ser.thriasn,
gln; (3) Bk :asp.gln; (4) BRPE :his lys.arg; (6) s2MBER A FRIE : gly pro; DAL (6) J5
TR trps tyr.pheo

[0273]  AECRAFPEIUACKE 5 ZORF X L8 S I — 20 A Al D3ds i 55— 283l AT A S S 4EEs
PR BRI YA G T R Sk 1 i m A 22 Z R IR, DA 47 - I A e fsuE e
FEB1E 5 A8k AR, T PLRE— AN 2 IR B BN I ok LASGE HAsuE VE CReil 2
TEFTAE DU B (Ev 5 B GO B) .

[0274] ST 2A5ER A, o (o A GIe, 2 AR bR AE BOR A e e 21 (5] — PR/ S AR E
AFHEABE T, Smi thfllWaterman, 1981, Adv. Appl Math. [EZ8 M A2 48214 JEER 74
il —PEEL7E NeedlemanfWunsch, 1970, J Mol .Biol . [/ FEM ¥ 445148 : 44310741 [l —
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PEEE A 7 \PearsonfllLipman, 1988, Proc . Nat.Acad.Sci.U.S.A. [ZEEE K E-F 5]
85 : 24441 RN J7 TR A 2 X SO S A TH BT SR (R R Bt A "7 4 - (A I GAP
BESTFITFASTAFITFASTA , A2t HEN IR, 575 27 Kl , 22 1msdh, i e 2 M (Genetics
Computer Group,575 Science Drive,Madison,Wis.)) .Devereux® A\ ,1984,Nucl.Acid
Res. [ZIIT77]12: 387395 T i [P e (R VC L - YRR f 7 , e B FH AR AR B, sl i A A
ettt , 1 FastDBEET-DL N S HOHRE A — M F 4L 85 R0 T4 0 1 2567 51100 s 28k
NS4 0. 33 DL RS 4 30, “Current Methods in Sequence Comparison and
Ahalysis AL M 4 a1 /77E]” ,Macromolecule Sequencing and Synthesis[ Kk
a5 ERK],Selected Methods and Applications[FTiZEBeiy A SN ], 55127 -
14971 (1988) ,Alan R.LissZyH].

[02751 A FHI SR SAG1 2 PTLEUP o PTLEUPE 17wt X sonT L A —ZH AR 7 41 1 1
2 AN o Bk T LA 2 ) o 1 B E SR 28 280 R AT E I . PILEUPEE Jf{Feng 11
Doolittle,1987,J.Mol.Evol. [4rfit{tZd135: 351 - 3601t b X T LT B Ak 5 1%
J7 120 THiggins fliSharp, 1989,CABI0OS5: 151- 153 [ /5 1 o A5 HIIPILEUPS A (45
3. 00FBRINZE A L0 . LORY BRI ZS (A AR A DA A i 256

[0276] A MR TEN U — L& BLASTE Ik iR T-LL M Altschul 58 A, 1990,
J.Mol.Biol. [ 1AW+ 4~t]1215:403-410;A1tschul A ,1997,Nucleic Acids Res.
[R5t 25: 3389-3402; MllKarin®: A, 1993, Proc.Natl.Acad.Sci.U.S.A. [SE[EH[E R E
A BB 1190 :5873-5787 . 5l FHIIBLASTARE &2 MAT tschul % A, 1996 ,Methods in
Enzymology [~ /5721266 :460- 48041 F1JWU-BLAST - 282 57 o WU-BLAST - 248 FH 25 /M8 %
Z, B R R E AR ME K RIS B O BNV M BRI =1, EE& 0 =
0.125, 7 A (T) =TT.HSP SHIHSP S2ZHUEZhAMA , I H AR 7 A SRS E 7 M1 2
RS TE 254 e I A R, AR e 2 ek A 2= B Gl e 45 2R, P DA R
BO(E DAY i R .

(02771  HAME I E LS AL tschul 55 A, 1993 ,Nucl .Acids Res. [#f&hfF5T]25:3389-
3402418 1) 45 {7 BLAST » 2% {3 BLAST{ FIBLOSUM- 6 2HUH I3 5 RME TS 8508 E M9 fil A JE =S
(A R I T3 7, WK 23 A FE WL O+K I AR 5 Xuide iE o 16, I H Xg 1B E 240 (4K
PFERZINED VAT (T REM R BB o 28 (PO FON B - 2) 22 R PE47 ik A2 o
[0278] kI, B AALARCDREVH/ VLT A1 2 TR 1 S BE R [T AR e ) — 4 S
SCHAZEI 812 227060 % , 1 H R I FLA 25 /D65 % 570 % , AR 527D 75 % 580 % , L
F 5 /D85% .90% 91 %92 % 93 % 94 % <95 % + 96 % 97 % 98 % 99 % 1) LF-100 %
DR D [T B ] — 1 o AARBA 5 =X, AR T Ao S e [ 45 68 A AR 7 411
19 “F 77 b (%) B8 3 A1 IRl — 17 0 SOMgE i 1 Fh S fu e AR R gt S A%
PR IR AR I AZH BR ER L 1 40 b o BT AR T BN S U IWU - BLAST - 2 BLASTN
B, S RIFR AN &5 B0 B E N 110125,

[0279]  —fRVF, ZibS 5N ARCDREEVH/ VL SIRAZHIR 7 41 S A S & A H IR T )
2[RI IAZ IR - A0 Rl AR Bk R — R 22060 % , - HSE L B A 25 /D65 % .70 %
75% 80% +81% +82% +83% 84 % ~85% 86 % 87 % +88% +89% 90% 91 % +92% 93 %
94 % .95 % 96 % <97 % 98 % 15,99 % A1 ) LF=100 % [ At 26 38 Mg [al Pt wle [m]—: . IR, <A
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PRCDR” 5l “AZ fAVH/VLIX” f& 5 7R & W55 7R CDR/ VH/ VL EAT 45 7€ BRI MO sl ] —
Ve, I HAL= W ohae , S5 E AR T35 ASCDRuk VH/ VLI S A1/ sk 3G PRI 2 2D 60 %
65% T0% 75% +80% 81 % +82% 83 % 84 % 85 % 86 % 87 % +88% 89 % +90% 91 % «
92% .93% 94% <95 % 96 % 97 % 98 % 5599 % .

[0280] AR, ARSE AL A HoicAy i3k 55 AR AR IR — 1 E 20 bE o =70 % 1k
=T75% , AL e =80%1% =85% , & 1%k =90% , H H ik =91%.=92% . =93 % .
=94 % =95 % S E =96 % o 5 APUAFN R P R — PR R 2 BRI T RS
I7 AR 5]k B R 25 W I R B B T XU 1 B L RRAE o Hwang MlFoote
(“Immunogenicity of engineered antibodies[ T FAV PRI G REM]” sMethods [y
72:136 (2005) 3-10) UuEBH T Z5¥HuiAmt @k g A B o3 i > S BaG T IR s 54t
ZaW BT R R FRAR o 3 PRI BUNG PRVFAN B BT R 25 R 2 1 S R B 1 2508k, i o DA
NES DAV IS B BT G345 1 9% (1) EE R ARSI AEA
VIX Pk CE3423 .59 % ) SEAR IR, 5T @B 2 TVIX & F Bia T7 71
RS NI R ARSI M T e R F R 3, AT A HVector NTI
FAFBVLIVIX 5 AP AVIX BT X B (http://vbase.mrc-cpe.cam.ac.uk/) 124558 7
ANEAT PO T HAm AR R 1 2 SRR AR SRR PAVL I S S FR AR A S B0 L sl R R I 41 (L
SEETEE) oA TVHIX EX (http://vbase.mrc-cpe.cam.ac.uk/) [EFEE G, B2 BT VH CDR3
[ B AR DI A A FRZAVH CDR3EU X RO A, PR AT DAHERRVH CDR3. 2R AT DA
FEE AR ARG IS5 A Priafh 2 5K 19 2 [ 1

(02811 555 —3hE b, AL B BCRS S M oAl AR EARHERE FO B S T, 50 dnE
NG O A GO e s N AT = = R Nt SO ) v (U 1.2 2N SO E A A S NS S LEER Y N2
h=0.25mg/L FIEHRELE=0. 5mg/LEE B 1% = Img/L I Hse {de = 3mg/L_FiF i

[0282]  [FIFEHE, AT DAHAE HUAAS B — S AR BTAcRs R [ AR g = 22, I ph I A e
R b (BR, B CRAR 3R 4K) ) o FRARRT B AR S A = RN R AR T
S EE AT DA AnAE K B AR TR A BRI 7S AL P2 35579 L ISR SECAlA 20 BR R 3k
13 AE— S, PR BRI AR T 4 EE o =80 % A1 =85 % L R Bl =
90% JT H i ks =95% .

[0283]  fE—NShEGI T, iRy HEAR PO 2k 1 2 A e e (A I 2R RIECS0 5 eI K i1y
EC50[LL %) S <buk <4, FE<3.5uk <3 HEHME<2.5uk <2 9f Hi sk <<1.55k
< 1o Prifmty AR i 2 RS e 1 P DA i KA A3 T C N AE MR PR IF B 24/ N0, 2
10 Ve PR TR B 0 2 P 2 ECS 03t o 4401 it 20 5 v (403807 2t ] DA A s 1)
LEI N\ CDSFH T4 - SO A m] DS Bl A 2% i Ho i 2L CHO ARG « S il it 15
PR (BT Lb AT PAE B 101 1. Tt H IR ILR ZE KI5 T FRED TARR 78 1T B ik
ER I R A O Iy o 18 25 O S B i 40 4, FF HLUCER B 2R A B T D 2R o A g xS
MR, 7ERPMI - 1640857 S i R 4 5 0 5 2 i 7 BRAG R HropAcrs S o o i 28 Aaue e v 50
EC50 (IM2EWT & 7)) 5EC50 o) FEL R

[0284]  HAMEZERIE , A A BB TS T AR 1 B R 21— JRAR I S A e A o AT DAAE AN 55
PE ML A HL s s PR RS HERR s HE A T 00 AT o 50 4, oAy 8 (A g R[] R R )
o T PAAE3T C LA S AFI 411 00pg /m1 5k 250pug/ml IR EE N AR B A b T7 R AR IX BB A5
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AR AR AR R R <5% ER I <4% EHEBEE<3% . HLEHE
T <2.5% HEFEMRE<2% HEHMRE<1.5%HF HEMk<1%k<0.5% A%
0% M kT

[0285] AR EINIE , A A B RDOBURE S VDU AR 208 i/ R R B A Ja DAAE R AR
T IRARFEACATAT AP R P AL A B A B i B R 2 v R 3 2 ik R 250pg/
ml, I I T=NA %/ RGARIR (FE-80°C ¥4 %:30min, 2 J57E 20 P ##%30min) , 2~ J5 it
1T BESECLARAAE L 28 5 A0 B — SR AR HTANS S R ) de ) B Ao (A AL BT 1 0 b o sk
o, AN = A /R IEIA 2 I, SRR PE DU AR — R o L i <5% Bk
<4% HEFEMRE<3% HEEERE<2.5% HEERE<2% HEHLE<1.5% .
Higft e <1% ek HE<0.5%.

[0286] A AR ST A B 10 W os R BRI =45°C i =50°C \ Bl =52
Cul=54C HE B =56"Cul=57"C I Hix it =58"C =59 C 1A F| b 1 . 4
FOEMES BT DARBE TR R GG A0 M e Rk R 250pg/m] NP TR VAR LA 2 —
Lo b I T B T Bh A CEU (DLS) 2 B R AR PA0 . 5°C /min iy ARG 2 40 °C AR 70
C, TEE R I Y12 o i 4R 7~ 85 1 BN R Sl Bk E) AR B DR AR SR AR
o

[0287] WA AHE, W] DA 22 oA B PG (DSC) A e et P s m i 28 DA 8 oA 4
(B A= PR 2 [ SRR M o X B8 S A0 TR A PR A 7] (MicroCal LLC) (G5
515 FE IR I 22 05 (Northampton ,MA,U.S . A)) VP-DSCHRE T FH4T « SN 2 A e 2 3111
FERARLE , 20°C 290 CIe 5 & A3 T iAAs JE AR I 1 BB S PR o iAoy A 4n/E SEC
BT R 3 2 250ug/mL UK o o8 T 10RO B A il 28, 20 T i 3 i
FEARRENRET I, 10 A AN I 28 P 770 2 25 Wi e B B o SRR i 1 e i 5 Cp (-
R /EEIR/ C) RS AW ZE 51 RN R AT EEAE IR o A Rl B 78 SO B — IR e K R R
I PR

[0288] 3% AR & W) ) 00 24 i 38 1 i x CD3 U S M oAk il 3k Bl <0 2 ik <
0.15 FEMEE<0. 12 2 e <0. 13 HA bk <0. 081 (UnreFralifb it s
T AR 4R 222 . Smg/m1 i 1 I 75 I 152 0D 3403 (1)

[0289] {1 b — e FIrh , ARSEA A I HUARS SRR R P pHE. DB AR M o Hoidcde Bk
LEAEAFEpH N 2580 H (AT 52 PR Bk, , I 4npH5 . 5 G4 T anPH B3 # (o i 1k i 2= 1 pH) 5k
SR (WipH4 . 075 5) , I Z T A AR S I HopAob AR - s (B o) S [l iiege
kS o fEpH 5.5 N AMEST- (BIAIRHES 1) AL HuiAAe BRI ISR 0 5 =30 % B
Mk =40% FEAEE=50% LT B 1E =60% L e =T70% HE 2 B =80 % &
EHRE=90% LR B =95% I HAftiE=99% .

[0290]  HEANBEAR, A K HHIRBURE S e oA S R 0 R VR T D38 ek s i 7k o X A DA
B L NI R e MRS A B P S s A T FR A

[0291]  ZR&IHEARN GUHIE AT IE P R HEAZ A T e S 58, a0y S 1 JaeE i £k
RIS SR TR R 245 T OB S LA SR B DA R TR 2% [T
I SRIRATAT T XCH AT LB &5 50 o e b, I AR AT/ CL% 1 <70 <60 ALk <
50k <40, FLFE L1 <305k <207 Hip Lk <10k <5k HLFE <2.5.
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[0292]  FEAL AR UAR BAARRIICE O STREBID , oA A PRBEH TR A
[0293] S0, FEA K IR HUAAL BRI IC e S B h , Frid 55 = 25 i s ik = ;R 3L
TS EERE

[0294] ¢k - CH2 - CH3 - 42 3 - 5584 - CH2- CH3 .

[0295]  FEAK AR —ANSSiEBID, SR = 5Tk Z Ik ik i — AR E 5% AR
R FA) E AT 2090 % [ — P S LR 741, Z 41 DA N4 : SEQ 1D NO: 17-24. fEACK
B PC 0 S, Firk 22 K PR R B — S A 28 FISEQ 1D NO: 17- 241054 R 771
[0296] AN, FEA K AR —AN T B, 25 = g5 A3t — N el Rk 51 (B) 2Rk
() CH2 £ My 388 A0 25 G5 AN D R — i o WAL Pl 1, KGR “ ISR — by 245 2
IR GEIR-S-S-RIVE AE  Z Bt FR h SSHak — Wik, I FLif ik - s Rk S i A
Tk AT ERIPORAT AL O T AR BT AAs B R R DI ZE 12 , K BT Rl EEAR rh e
IR I (12 DR 2 B 5N T-309 1321 (Kabat 4 5) [ CH245 My i 1) S L
FrAl

(02971 {EA K BHI—AN Sy, 2B CH2 45 Kigla (K aba t (7 B 3 14 FROB LA A5 . A6
(2 , N3 TAXHU SE B A A i 25 B, L XORBRQZ ANTI A S R o T ik BUARAR
Ve AN TAGHUR, o 78 B 5 (1 St i , BTk CH2 S Mgk b /e 25 DA MBS (RR#EKabat [
) : V321CHIR309C (X EEHNf A Kabat {7 i 309132140 5 | NG5 A3k PN - e iR — i) o
[0298] 1B S5 I AnAC AU b EL RN BURE S S R P e iAot AR (B 1b) A& B4
Y AR DR E AT LA B CH2 85 b 5 TN BB 4 o IR, A& B g 2
AR LR , AR BB UL EE PRI 28 — 25 A3 i ) CH2 45 A48 /i Kaba t {37 £ 309132140 &
SR N 2 DS R BRI RN/ 2kKaba t 7 5 3 1A AL (L A7 daifind RN TAXEAR 2%
e m NS TAGHUR 25k -

(02991 FEA K B 3 — A e i SEhE b, AR BRI ST fAcs S R 11 88 = S5 A3 i1 CH
SEFg /i Kabat v £ 3091321 Ab 6 5 5 A3nk A 1 e 2R — Rtk H Kabat v £ 31440 H 5L
PO N3 TAGHUR KB o e ottty , Ak B BT R 1 88 — g5 Ak i 2 R Ak LA
28 H NIRRT A 14— 41 SEQ ID NO: 174118,

[0300]  FE—ANShEf, AR IR T Huiichg iid, Hor

[0301] (i) 1ZEE—Z5 i S N pUiR T AR g Mtk , I HLIZ 28 — g5 i o 5 N puik ]

S ;
[0302] (i) iZER—Z5MI (05— TR T AR A IE, I HAZ AR — S5 0 2 i o]
S ;

[0303]  (iii) %58 —£5Aa A5 P Ui T AR A, OF A% S8 — it & — ik
P ARSI Bk

[0304]  (iv) iz 58— B0 0 — Uik T AR S, I HAZEE 2 & — kT
S5,

[0305] Pt B — 5 AR RN 28 — S5 AT LLE % B A 25 P TR AT AR S5 A (AnvIANVL
EEAIE) IO EE 15 S AL o IH 2R A0 5 P U T AR A IR 25 15 5 AL ) S BIE b SCdAT 1
AR TE FLAAE] a0 b SR IRy Fr B seFv Fr BeakFab B o PR AR, i Mo 5 5 S5 AL d
HI— BRI PT LA PR — AT AR AR Sl o SRR 5 A A5 5 25 A ) S b Sk T T
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AT HAFE B ARG UAR B A & — A T A G5 A3 1 B — R AR A A, % — A~ A AR
SRS AT LU AT T A VIX sl 5 A Ry R S5 A U sl 0 (1 VHH L VHER VL .

[0306]  FEAC KA ST AR BRI DC e SEREBI , 55— S5 A 28 S5 Al 2 ph k=K
58S = SRR G e IR K O A SO I B ARFIEAE T 2 R 7 4Gy -Gly -Gly-
Gly-Ser,HlGly,Ser (SEQ ID NO:1) , sk EWr, B (Gly Ser) x, FH b 1l BRI BT ()
Wn28%3) o« HI T 28— S5 AR 28 — g5 43 5 88 = a5 A da it & 1R I e e R B2 L AESEQ 1D
NO: 1HRffiZ:.

[0307]  FEfadery SEAIH , AL BH ST BRI R IE AR T4 i R (7
[0308]  (a) E5—Z5A4d;

[0309]  (b) ik$%3k, kL B e B AR IER 741, 1224 UL N 405 : SEQ 1D NO:
1-3;

[0310]  (c) S5 —Z5Hadu;

[0311] () k$%3k, kL B e 5 AR IER 741, 124 UL N 408 : SEQ 1D NO:
1.2.3.9.10. 114112,

[0312]  (e) 58 =G AUIIT 5 — 22 L4k 5

[0313] () k$&3k, kL B e 0 M AR IER 741, 1% 4 UL N 40 A% : SEQ 1D NO:
5.6 7TH18; DL M

[0314] (o) T8 =AMl 88 2 IRk

[0315]  FE A A — A J5 T, B SR — 5 45 5 R 4n i 2 1 U2 e ot ek e
P SRR S DU Bl S0 o QA T ARGE “Iirg il ml DA A 5338 1 Ieg 4n it
AR o X EE P AT DA 2 A A 4 NS s i A i iz g AN a1l S
oy F RIS IR A AN TS0 4 o X B i A5 I SRR R MRE 40 i B2 53, 1 MORASRE AL 41
o218 o SR ANAEEL , IR AT DL IR 4t b 2k ko35 T DU R e e e 28
A ALIXFE O N, S R R RS PO o B DL o JIRe 40 e R L 4 i S 8 1)
YU, L E AR N IR AR U - 515 4UIAILL , X S AR e p i mT LA ek , uk
F T IR A G 5 1E A S A K DR 2 R 4n i R pu ik 45 & nT e
[ o AN A R PR g e P ERR Al 2k 92451 72-:CDH19 JMSLN . DLL3 . FLT3 \EGFRvIII.CD33.CD19.
CD20A1ICD70.

[0316]  FEACK A ST AR BRI C L SRR, IRl 3 A A DL R 4%
CDH19.MSLN.DLL3.FLT3.EGFRvIIT.CD33.CD19.CD20.CD70.PSMAKIBCMA

[0317] AL I — A JT T, Pt @ bz e S = R Ry

[0318]  (a) B5—Z5A, 1258 — G5 I A LU LR 4 i R P A1k B N4, 14 i
PL N4 AESEQ 1D NO:52.70.58.76.88.106.124.94.112.130.142.160.178.148.166.184 .
196.214.232.202.220.238.250.266.282.298.255.271.287.303.322.338.354.370.386+
402.418.434.450.466.482.498.514.530.546.327.343.359.375.391.407.423.439.455.
471.487.503.519.353.551.592.608.624.640.656.672.688.704.720.736.752.768.784.
800.816.832.848.864.880.896.912.928.944.960.976.992.1008.1024.1040.1056.1072,
1088.1104.1120.1136.1152.1168.1184.597.613.629.645.661.677.693.709.725.741,
757.773.789.805.821.837.853.869.885.901.917.933.949.965.981.997.1013.1029.
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1045.1061.1077.1093.1109.1125.1141.1157.1173.1189.1277.1289.1301.1313.1325.

1337.1349.1361.1373.1385.1397.1409.1421.1433.1445; 716 [ TR/ L FHE

BCMAF 741 55 PSMAAT X:F{JSEQ 1D NO:1460%21518;4150.56.68.74.86.92.104.110.122,

128.140.146.158.164.176.182.194.200.212.218.230.236.248.254.266.272.284.290.

302,308, FHLHHTRSEQ ID No:50% 308HHAE— M AZ 2 5 T 4110 E, LURIT AN 3 7 41 3%

L2F AN 207, DA RN 3 e 4 5 1270 S PSMAS S IISEQ 1D No:320.335.350.365.380.

395.410.425.440.455511470;

[03191  (b) ikdek, M EEL A 1 F AR ESERRFF41  Z A DA R4 : SEQ 1D NO:

1-3;

[0320]  (c) BE —Z5A, 1% 58 5 A G R 4 i R P Ak BN 14

PLN4HAL WO 2008/119567(/SEQ ID NO:23.25.41.43.59.61.77.79.95.97.113.115.131.

133.149.151.167.169.1855 1875k SEQ ID NO:15;

[0321]  (d) BRFk, iz L B 1 MRS IRF 41, 241 DL M4 : SEQ 1D NO:

1.2.3.9.10.11F112;

[0322]  (e) ZE=S5MIIIEE — 2K 258 — 2 IR A e B M L2 741, 1240

FPL R 41 : SEQ 1D NO:17-24;

[0323]  (f) BhFek, kL B 1 MRS IRF 41, 241 DL M4 : SEQ 1D NO:

5.6 7HI8; VLM

[0324]  (g) SE=&5M3k0 S8 — 2Kk 288 — 2 Ik A 2 B M A2 741, 1241

HiPL N2k : SEQ ID NO:17-24.

[0325]  Sjazffak i) Sl — 2, IRk 5 P BE 2 KR S 1 58— S5 A AN 58— 25 A
S MY Z A UL N AL

[0326]  (a)SEQ ID NO:531159;CD33

[0327]  (b)SEQ ID NO:71F/177;EGFRvIII

[0328]  (c)SEQ ID NO:89.107.125.95.11341131;MSLN

[0329]  (d)SEQ ID NO:143.161.179.149.167F/1185:CDH19

[0330]  (e)SEQ ID NO:197.215.233.203.2214/1239;DLL3

[0331]  (£)SEQ ID NO:251.267.283.299.256.272.288%11304;

[0332] (D19

[0333]  (g)SEQ ID N0:323.339.355.371.387.403.419.435.451.467.483.499.515.531.

547.328.344.360.376.392.408.424.440.456.472.488.504.520.536 /1552 ; FLT3

[0334]  (h)SEQ ID NO:593.609.625.641.657.673.689.705.721.737.753.769.785.801

817.833.849.865.881.897.913.929.945.961.977.993.1009.1025.1041.1057.1073.

1089.1105.1121.1137.1153.1169.1185.598.614.630.646.662.678.694.710.726.742.

758.774.790.806.822.838.854.870.886.902.918.934.950.966.982.998.1014.1030.

1046.1062.1078.1094.1110.1126.1142.1158.11744111190;

[0335] (D70

[0336]  (i)SEQ ID NO:1268;PA A& CD20

[0337]  (j)SEQ ID N0:1278.1290.1302.1314.1326.1338.1350.1362.1374.1386.1398.
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1410,1422.1434.1446,CD19

[0338] (k) TS5 7ESEQ 1D No:1472.1478.1491.1497.1509. 15151 FJAHN - 41/BCMA
[0339] (1) SEQ ID NO:1527.1533.1545.1551.1563.1569.1581.1587.1599.1605.1617+
1623.1635.1641.1653.1659.1671.1677.1689.1695.1707.1713.1725.1731.1743.1749,
1761.1767.1779.1785.1797.1812.1827.1842.,1857.1872.1887.,1902,1917.1927.1937,
1947.1962PSMA

[0340] Ty i , AR BH AU AR RO AEAE T HA 0k B N AL 2R TR 41, 1241
LA 20

[0341]  (a)SEQ ID NO:54.55.6041161;CD33

[0342]  (b)SEQ ID NO:72.73.78F179;EGFRvITI

[0343]  (¢)SEQ ID N0O:90.91.96.97.108.109.11441115;MSLN

[0344]  (d)SEQ ID NO:144.145.150.151.162.163.168.169.180.181.1864/1187;CDH19
[0345]  (e)SEQ ID NO:198.199.204.205.216.217.222.223.234.235.240411241;DLL3
[0346]  (f)SEQ ID NO:252.306.257.307.268.308.273.309.284.310.289.311.300.312.
30541313;CD19

[0347]  (g)SEQ 1D NO:324.554.329.555.340.556.345.557.356.558.361.559.372.560+
377.561.388.562.393.563.404.564.409.565.420.566.425.567.436.568.441.569.452
570.457.571.468.572.473.573.484.574.489.575.500.,576.505.577.516.578.521.579.
532.580.537.581.548.582.553 1583 ; FLT3

[0348]  (h) SEQ ID N0:594.610.626.642.658.674.690.706.722.738.754.77.786.802+
818.834.850.866.882.898.914.930.946.962.978.994.1010.1026.1042.,1058.1074
1090.1106.1122.1138.1154.1170.1186.599.615.631.647.663.679.695.711.727.743+
759.775.791.807.823.839.855.871.887.903.919.935.951.967.983.999.1015.1031
1047.1063.1079.1095.1111.1127.1143.1159.1175.1491411192-1267;CD70

[0349]  (i)SEQ ID NO:43;CD20

[0350]  (j) SEQ ID No:1279.1280.1291.1292.1303.1304.1315.1316.1327.1328.1339.
1340.1351,1352,1363.1364.1375.1376.1387.1388.1399.1400.1411.1412.1423.1424,
1435.1436.1447.1448.CD19

[0351] (k) SEQ ID No:1473.1474.1475.1479.1480.1481.1492.1493.1494.1498.1499.
1500,1510.,1511.1512,1516,1517.1518BCMA

[0352]  (1)1528.1529.1530.1534.1535.1536.1546.1547.1548.1552.1553.1554.1564+
1565.1566.1570.,1571.1572.1582.1583.1584,1588.1589.,1590.,1600.1601.1602.1606
1607.1608.1618.1619.,1620,1624.1625.1626.1636.1637.1638.1642.1643.1644.1654
1655.1656.1660.1661.1662.1672.1673.1674.1678.1679.,1680.1690.1691.1692.1696
1697.1698.1708.1709.1710,1714.1715.1716.1726.1727.1728.1732.1733.1734.1744,
1745.1746.1750,1751.1752.1762.1763.1764.1768.1769.1770.1774.1775.1776.1786 .
1787.1788.1798.1799.1800.1801.1802.1803.1813.1814.,1815.1816.1817.1818.1828,
1829.1830.1831.1832,1833.1843.1844.1845.1846.1847.1848.1858.1859.1860.,1861 .
1862.1863.1873.1874.1875.1876.1877.1878.1888.1889.1890.1891.1892,1893.1903
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1904.1905.1906.1907.1908.1918.1919.1920.1921.1922.1923.1933.1934.1935.1936.
1937.1938.1948.1949,1950.1951.1952.1953F11963PSAM
[0353] AL HHE— B4R T gt AL B HU A AR AL TR /IR 53 - « A% IR
T A B SAE BE FR 1 134 1l B 2 M AZ A R B A B T A=) 28 S0 - DNA (41¢DNA) F1TRNA
(AAmRNA) & HATANF AP D EE N ZAZ A BRI S  AZ TR T 78 ML 771~ WIDNARNA[) H2.
PRERE BT A ALY - AZIR 53 F B A% R AT DA A B AN BB e PRI FNIEE Y - e AR
P S A A AR e S A A b o P i AN e A & B R Ak sk
ZRATTR L ol Yo e ARk pu ik 2 . I B I, 2 IR EEIR ) S 46l
HI TR E A
[0354]  StAL Al S K BT (RR) PN 2w i) s B B A 11 I A — 20N o T 4 e v
(A= A 2 15 DA FH mRNAFR S [P 4 2 SRR A A, FH e RNA Y —F- 4y 2 SR
— IR mRNA =AM FROR SE BV o 12305 8 S T X SR R = AR e 41 (B 5655 F-) 4n
A 18 08 7 25 1 BT BB D KRR IR A el R o I 1 — 289N AR e A1 P R — A
FR B -5 8 HA— S LR « R i K 22 B IR AR i S AR IR B0 B A T4, BT LR
TE B 1 PR R Y BRI 1 S o B SR S A RO 25 TE 4 X R 8 1 B 41 AR
fth 3L PR A DX R B 2 SN X RO 25 1 B AE IO [R] At
[0355]  [IbAN, AR IR T 3tk 2R O S AL I AL IR /AR oy -« B TIPE
¥ QIR &Y U A% B AN rh I N POAZ IR 531 - RAE “HUAR” IR S (HABR T BTk
RERIAT I Btk . — Mkt , TR a5 R I i 2 e R AR B bR S
FA Gl AT TR A 2 A R P A H e U S i R 3ER) Fi7e 24 2k “i
B8 BB R B FEIDNA A1 o 3 28 3L RN T EY 2R, B A8 PT o 25 At AR AL < S 2D 1
BALRRC BT B DU R A BE ) A1 B A AR R b ek ik (FRik A EEA)
AT I e g Skt 522 8, 9 Hal i A il 1.
[0356]  RIE “P il 7 417 & FR AL 8 18 = AW A 3Rk PTE B g b - 51 T I T 1
DNAFF A o (811, 15 FH 1 IR AE i 2 ) 2 B3 48 S 21 AR RO IR - e P Rz A & 15
M. E R EAZANE R B IR R 5 5 A 1.
[0357] YRR 55— R T AIAL T DhRE e R 12 A% RS “PIH E B 514, sk
B HT A B AT S A FIDNASR IR 5 5 2 R w25 1, Ul 2 sl oy s 3 e
A1 IFIDNA 45/ 1% 1 22 1% 22 K IIDNA 5 AR 5 2l sl o 1 S M i - 1 0 3 5%, % s
o) f- el G - PR E R B 2L T A 5 B W SR AR R 25 St e v il A5 B T8I,
M ZAZAE RS S M T4 e P B D 51— RV, PR ERBE B B FR AT EE P2 TUDNA
FeAE =221, I HAE 7 i mr SR IS B & 220 G140+ Bl (reading phase)
G SR IT, S0 AN BB o e Bl 1 A 5 (R BRIV A S A TS R SE B WA E
PRI A, WIAR B S  FH 5 O A IR AT 4 1l ko
[0358]  “BLHY” A BCRMZIR T T i A% HTR (BEEAR) SINBHEGN 0 2 o ioRKiE
T BT Bz AR T 1 1 TR SN SRR ) - ek AL R
RS o YA G M e FT TN R g fLek TR, DA e VF B B T« 5 S v
DAGE F AR 85 , 1 1 L 27 L, 18 0 At Hs il i F BH 21 IR B S5 P SR & A= 2E B ik
(XL I8 Bk 5 4 Rl & R L B A U ) kedb AT
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[0359] R “PAb” HIT-HEAZIR )y F sk AL HIR (IR HUAR) mgnmh, DL RS
Al (EEH Y4 T RR SRR R, S S 4l B s s EAZ AN i S R AR
2L RS S PRl o e 2540 i S ML ] Pl e s DO T B = NSNSt A o (R
o) TP A P DA NN TF-BOR B N 1A R A, A sk 40 e o 20Ad Tz
A X AT REAE AN A LA AT i 22 BSR4 A (RIS T B a1 7 2 1 A 2

[0360] &b, A K BHER B 11 4, 248 AN A L BHIN ZAZ IR /%R 47 - sl A8k
BEARECE G o A ), ARTE “fF 2 4H” ok “Sefkanfife” B A uis v LUE sk 2 22 A
SNIEPEAZIR 53~ PN A R WA J AR ) 22 A2 TR I 32 AN / Sl (AR AR B ()52 4k
AATAT B AR sl A S TR o il 1k B A B S T ORAE R M B 5 N B it b o R “4
TN I 5 7E R AR e AREE AL S AR R O RSB AT HE - RSR I AN B A
R RAR B T IR sE M AR fe AR A AR, B DL R e A8 a8 F TR S o AR A e 440
] (FETEAS B R 20 ak A ASDNAKIMACHR) | (BT B AR AT HIARE TN « Gk [ 1 E 4
N 3G Uz AN ek EAZ A, HLaA R E AR T 20 e B R 0o 40 A A e R
SPENG, anES R An AT LA A , NS RER BRI o

[0361]1 AL WP fAchs S 4 v DA 4 e v A2 o ek I, A R R oA R MR
FF P ARSI R LA P 2 4 5, O HL AT LA sy A e i v A/ wl RO HERR SR 264«
itk nT DAL T F T alifb ) anE CHO ARt Fh SRR TR I 5 31 7o

[0362] [ T A% LB 2 A0, FAZIAE ) (A 22 AR AT ) S AR B P AL R (1 &
T p R Ak A T o BRI I B (Saccharomyces cerevisiae) sl [l (o B2 LT FUZ
T FAE Y iR T « SR1 , VR 22 HAth B BRI B Rl 5 kA5 T HLaT A0, an
SEW S B (Schizosaccharomyces pombe) « yi @4 R & (Kluyveromyce) fi 4, WIFLIR
OELEIRE (K. lactis) JJiBEvT €44 B (K. fragilis) (ATCC 12424) i HNFINE oo 6 4L
(K.bulgaricus) (ATCC 16045) gk v ye S 4EREEL (K. wickeramii) (ATCC 24178)  FL/RIR
EHAERFEE (K.waltii) (ATCC 56500) ARl vo S 4ER#EL (K. drosophilarum) (ATCC 36906) i
YL L) (K. thermotolerans) MIE e e 5 4L R (K. marxianus) ; HEEGTEL) & (EP
402 226) ; BE7RIERE (EP 183 070) s {RZZI BRI Bl AR (BP 244 234) s MIRS IR 5 VHIL
14} & (Schwanniomyces) , WP 5 YFHE# £ (Schwanniomyces occidentalis) ; 22 R EL
, Ak E JE (Neurospora) « F 45 & (Penicillium) i 2 & (Tolypocladium) A2 &
(Aspergillus) 16 &, WS 2 (A.nidulans) FIZEHE A (A.niger) -

[0363]  JHI Rk A A WIS A A4S AR ) 53t 1) 4 2 ARATT A I 2 4 AR iAo
Bl M 2B TG A e FE g & %€ T 2k A W05 Ho 57 1% 1k
(Spodoptera frugiperda) (FEH) IR (Aedes aegypti) (1) « AL (Aedes
albopictus) () FAJE 48 (Drosophila melanogaster) (5RIH) F15 4y (Bombyx mori)
(4 FEFVF AT DR SRR AN AR DA SRR R v T VR B R R A0 o T 1) 2 P Bk
SIS, BT E 75 RS8R Ik (Autographa californica) NPVIYL- 1R (AR AxNPY
(F9Bm- 5% , I HARIE AW, 11 2893 5 AT LAY EASC s 55, el T A Bt SR k2
.

[0364]  AAE . oK B KT R A A b0 IR T AR S A M A e R =t m] DA
VRS o AT e dn e s b = A 2 A U se A Rk AR ARSUFE AR A e
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HIR .2 W, linHiatt 4 A, Nature [ [19k] (1989) 342:76-78;0wen®: A (1992) Bio/
Technology [AW/HiRK]110:790-794 ; ArtsaenkoZE A (1995) The Plant J[AE#Z%:E]8:
745-750FFecker®: A (1996) Plant Mol Biol [ME¥45 FA4:¥1#]132:979-986.

[0365]  SR1f0, X EFHESI AN > 4dkis K, I BASHESh Al 55 72 (HERR 1))
(B R L o A T AL 2 1 == 4 3R 1 5491 0& Hi SV40 (COS-7,ATCC CRL
1651) FAVI B CVL AR s ARG B & (29340 sl e & ] e BB 7e i A= K 19293411,
Graham™: A\, J.Gen Virol. [l &2 245136:59 (1977)) 5 2 G iU B4l (BHK, ATCC CCL
10) 5 ARG FRIN B4 fif2/ -DHFR (CHO, Ur laubZ: A, Proc .Natl.Acad.Sci . USA [ZE[E [E K £l
BBt FI177:4216 (1980)) ; /NS ZEFCAI 4N (TM4 ,Mather,Biol .Reprod. [A=4 A¥7123
243-251(1980)) ; B 40/ (CVI ATCC CCL 70) ; AEUNEEI B 41 (VERO-76, ATCC
CRL1587) ; N\ B s 4m iy (HELA,ATCC CCL 2) 3 K'E4mJiis (MDCK,ATCC CCL 34) ;772 ki
JH4uis (BRL 3A,ATCC CRL 1442) ; AJitignffs (W138,ATCC CCL 75) ; AJHF4mffs (Hep 62,1413
8065) 5 /NEFL M (MMT 060562 ,ATCC CCL5 1) ; TRIZAMYI Mather®: A ,Annals N.Y
Acad.Sci. [FHARBAET]] (1982) 383:44-68) ;MRC 54T ; FSA4MJIL ; 1A 41 &
(Hep G2) »

[0366] {1 ) — eI, AL IHER L 1 T 7 AR A L IR e Al @A) 5 7, BTk Jy 7
BFEAE SRV RE AR I BT BRI S N RS FRAR B A 4 g B ZE: 729+
ISR P A e A A3

[0367] QAL I, KRB B S FRANIAE Sl I 554 N AERS R P R INE R L 47
AR B AN/ B o ROE SRR RS M AR A BRI A SR A A2 B, B4
EUANBR T 53 G SR S 80  BIRE S IR S A A A 40k

[0368] i JTJEE A BRI, foddt) @R AT DAL B zs TR AR A i PN A, sl B 300 Wb 2 %
FRE R BTAA EAR AE AN N A IER 28 —28 A9 dnaind 25 U kR 8 25 i = 41
ORI P B ROR R % o Carter® A, Bio/Technology [A=#/5: K]10:163-167 (1992)
R T 93 B0 W B KA b 8 B2 TR TR AR T « TR T 5 2, A2 2930min N, £E LR
& (pH 3.5) \EDTARIAR HHBL e s (PMSF) f74E D H AN 7 o nT LA 29,0 PR A i
o AER U  I BIRE IR R IS OL T, 1 e AT R A A 1 Bk ZE BE R, B a0
AmiconmiMillipore PelliconiBJE T2k H ISR AR g T4 ARk
A ER AT DL EAE S BN (QIPMSE) DA F K AR, T Bl DLEdE AR ZZUAR 14k
ISR AEL

(03691 AJ DLl 5 s S mshe e A €0 32  J S HEL K ~ 8 M A 53 A £ 3 32 [ WA ke i A M 7
F AN £ AL IR AR A BT 22 [ ok, o ml i A - 25 1 i alife
IR, AT B 28 HE o3 3 25« O UUHE S OAHHPLC  7F A i EdbA T e ik A
JIF ZSEPHAROSE™ b 3HA TR (0l 7 A 1 1B BH 28 1 e i (Un SR RACSRAD) b T
O O 5 £E . SDS - PAGE LA M AR R B DU » 2 AS A& WA A Ho A A 0, & CH3 25 A sl
Bakerbond ABXAJIE (S DIve, FERI At , 5 pb N (J. T.Baker,Phillipsburg,NJ)) HJ
T4tk

[0370]  SEAIEa L B e i Al B R o 23 RNIC AR P22 42 1 25 Jo i i DM Bt IEmle , H FoAth B
JoT A2 AT I  AEATUR AR IR BT T 5 2 AL al SR CR M — A3 R e vrbb B

51



N 110582297 B W OB P 48/323 T

E AT LA S P BE DR R J R B R [ A PRI ]
[0371] AN, AR BHER L T 294150 , 2 25 A S A0 5 AR BRI SRS B sl AR
YNy S [ SR Raa S ISE I N v @ NS i i N 2 SN 25T Y SRS R T it DD A N3 & X NN R) i
PE=80% , AL E=81%=82% .=83% .=84%uk=85% , JF— L1k =86% .=87% .
=>88%.=89%5=90% , A3t — L1 =91%.=92% . =93% . =94 % 5, =95% , J- H fix
RE=96% . =97% . =98% i =99 % .
[0372] QAT I, RIE “ZOM S0 U Ml 46 T 45 BB s N B TN G . A
KA LE T 25 40 S W B 2 Rk i 7 A SR I — il 2 FAC L BRI ook 2304 . 41
Bvios2 ONEZL /)L E RS /) i e 2 SV S G e 27 UL 23T ol s v A D=1 I 1| Nl 71 N i 5 e
VAT AT P FLATR B3 S 7R/ e R0 2 il o o 5 W P B 2 i o3 D e A I
KRR N BN 82 5 TC i MR « A I 25 A 5 W B FEAE AN T4 12 R
M THEY
[0373] AL HHZH G W] DAL 255 1 e S R 28] — kit Al i, “255 1
Al B S 524 T, R e B NS T A AR AR A /K EREE K
B JCBRIVAIR S VA 71 22 1591 (B g PR ER 2% i Eh K (PBS) ¥ R) 7K R U FLIR (CAnibh /7KL
TR0 ~ 25 PRI BT TR TR o3 B T SR A M 2R AN 255514 25 A A b o il
FEARGIBE A PRI, HLAS S M 2850 10 4L A mT DA i BRI A e il
[0374]  REELSTEFIER L T 204 G, iIXEE 20 A S B S A R IR oAy 13 pAoRn 53 4/
— R 2 PRI, QAN 53 A S At 7 350 B AR s P IR BRI 771 A2 5 T8, e
FAEAZ I A AT FI-2 B E 19, QR 38R L O EE sk A= e, Qs 380Rs A / Bk,
A B T3 1k PABSGE A 38U A / R b S Ll s AT 2, DOST BT Al - e il ik 1z
PG B IRTHE RS A T AN Je i R R 2B R 01T S B AR R BS 1
[0375]  fF FLeesigmafiit, 25920 S ml DAS A T30 SRRk R A S LA N7 1
(1 E I RC I 0« A9 anpH 27 F RGBS s BH RS S B SR i U G PR Ve
fir el BB R B e iz B M (3 WREMINGTONS PHARMACEUTICAL SCIENCES [ BHZELK
2451, 5187 ik, (A.R.Genrmo%i%) ,1990,Mack Publishing Company [ E 758 H ik 2y
1) AR EFI, A d R I BT DL R AR T
[0376]  « GUELR, AN H IR « N R A SUBE I « Rl s 0 2R Sl 2R 2 - RN TR
BT AT S AR , DO M R « RIS 2R R 2R « A 2 R B AN/ Bl 1 Sl
(03771« HUf A=W, Wit AT b 57
[0378] = PUAAMF, AIHTHA IR « RS 2l MV A R ke I At 9 2 Y 5
[0379]  « 2 b 2 RGN P, T A SRR 2)4. 056 5 fdkih4 . 2548
IR YEDH [ 5 22 571 1) SPGB AT AR IR h AR Sk sl HAt A UG B FATR 2k IR 26
RS FRFN IR ER s BInZIpH 4.0-5. 51K £ R £h 45 715
[0380] o EZKMEIAFAN, AN 5 IR & S P AoAes S AN m T S A HUER anihie &
fig;
[0381] o JRKPEZEGA TR B/ 7K AR FLA BB AR, B A S KA R 5T 5
[0382] o AEWRI[EARIR G, W58 M
[0383] o JEZMiKH, anH ik Pk H &R ;
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[0384] o 25, W U TR (EDTA) 5

[0385] o B AR ISCHE IR 5

[0386] o 28551 (AHERA] 2R LI IS Be i« B - EARIPRS Ll P 2 - B-IRRRS)

[0387] < ¥ A

[0388] o HUpH; i AR S i Al H 2R lomIR) 5 K ST L2
ARIb TR , e Rl RN L\ B 26 1) AR sl AR ;

[0389] = (ff/1&) & H B 2Kk 1 aon], A s ILES B & B IR sk e Bk
F L e A SKIR 5

[0390] = 5 a7 AR ;

[0391] Erfiiad [ 5], anas b H K S B 2R S i SRR AN B A H I Lo -— B H I AR
IR EN

[0392] = FokEAl;

[0393] = FL{L5;

[0394]  « SFOKVERGW, WER CARME T ;

[0395] = plEhufi -, 4;

[0396] = [B5J68 57, Anbuis A=W b s b ) B 70 W R SRS s S DR L R
R KR IRATIIR K CBE W R B OR R HH R R 30K FHER AT « U AE ~ LU 2R el 5
e

[0397]  « GIEEEW), Win-EEHTE &5

[0398]  « AFIAHLA A W H N R RS

(03991 o HHALHHES , QUIRFSERE R ) B EE  H BT « L Z4RT s R/ 00  H b
L BLBE AR AR L JULBE (myoinisitose) «EFU0E  FURIEL R OBHEL L VLA LS
(myoinisitol) FUMERE  HIM AL EE (BIAnLES) 2R & 7 s A2 ool ;

[0400]  « E7F5;

(04011 SRYEIE PR sl e A (AN BAJE v (pluronics) \PEG. BisK LLIZU SR 28 (L A4
B (R AEERE20 R BYEEER) Az s &0 T =B . O Bk s T B L 28 i D AL
(tyloxapal)) ; FIHITEPEFAN AT LU YRS, L /o 15 > 1. 2KD, F1/ ol ZR Bk, a1 >
3KD 5 1065 15750 O A PR A 1 S4B 2 e 35 20 < T2 40 I3 60 < -3 8O 17 85 5 8 178 ZR ik 1)
JEFR R 22512 PEG 3000, PEG 3350.PEG 4000411PEG 50003

[0402] o FRuEMERGSE ], Amibiiek L BeRT 5

[0403]  « 5Ky ) (Ui B X1 1L, e AL el ek S e s B 25 s LAY

[0404] = JI7) B ANEE IR IR ), BTG AL BN TA TR PRAS B A W A TR AN AL B FLIBRAR
FREC IR AN A R

[0405] o FRIKINIBIEHA ), BAERARANE Fkb e LR BRI Fe ) (2 T RAs B A TiE
FHIIRLE)

[0406]  F T ARG E AN SR IS, a0, 25 S WA A oy (Blan, 3041
HRIRARED) W DLEATASFIR8ON , I L2 350 AT DA 58 M 25 p ) RS AR/ sl e e 71 s H ik
B AT LA 8 M BRI/ ks 733851 s S B RT LA Fe s it IR W/ wlsk T s 7 5 55
[0407] & AEER T ASCE XA AN Z K Z S, A B AL AT DLEL 2 D AN A= 00
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PEF, X 21 S PO T e 2257 AT LU E T T B 1 AR e 25 5 S 4n i d i
S 254 Ty v PRI ILAE 1 253 AR ) e s R 1R 259 (91 an e B S [ ) 15 RAER %
259 NEF T IEER AR Ge i 29 M / sl ARk Fh 2RI 25770 AR A PRl o 3R i AR A A B 1
YA AN T ik, Bl S — Mo 241 5

[0408] 1 HEUL e il h , frc i 25 WA S PR FR AR IR RN GRS AN U1 4s T i 4%
BT RIS S A SR - 5 D, FI 4IREMINGTON’ S PHARMACEUTICAL SCIENCES [£5 A
B A aT5], [F] b AR R ST, I IS4 S W a] DASEN A & B B A iR ¢ BE
RS R e M AR PR SR AR PN I B 3 o AE RSB S rh , 259240 S b i T A
Pk AT L AT DA 7K R s A E KPR o 4540 , 15 18 A A Pk 370 AT DA 5 K AR
PRER KPR N I, P RN e T T B NG TR A S i W i og . vk
P KE S N9 A& TR AT EACE BN R BIVESE S o A2 R S b, Ak BT
VA AR A W R DA i R 5 A i Ay B2 4l 1 s 0 ik A B AR e e il i (REMINGTON''S
PHARMACEUTICAL SCIENCES [ 25774451, A b)) LAVR Tt sl ks I i &2
A iAo LA, A SRR S, T DA 51 7 (At REA A BRI S iAds
FRARFCHI R R T

[0409] Y25 fE)l B ANG TN, T ARG T & Wae UC I B Sh T sz (17K
PRSI TE AR, 2KV EIR TR 25 b AT s I - b L 5 A I B BE A
Pk 1T 1 B ANE S R B GG IR T 00 JC B 22K, FE R A B B A f3 (R e i)
J I M ORAFI) O R S B TR o AE BB ST B ) 28 T LARS S AT DARR SR GZ =4 ]
DA FR i e S SR8 05) 152 328 sl R SR IR 293751 CAmT 3 S Al S A= vl A b iR L 28
G EY RIS CBERR) PRk ol IR A Bl A Ay 220 1 AR e s b,
ATV I S , %03 BH R A (e dE PR PR S TRI RO/ o A2 RESE ST g, PTAEN 25
Prishik e i Al T 5 Ny B HU A 13k

[0410]  FAth Z5W 4 S W0 T AR GUR B RN Gk U2 W1 2 W, B 3G 7 Rl ol s il i
&/ R SCEC Al it P 8 MR R BB S A B Al it o FH T P 1) 4 A At R Sl s il i 5
A QIR TR A=W AR e o e 2 SLERRL AN i 223 59) Hoe ARG R G2
HIM o 2 W, bR 2 R B S PCT/US 93/00829, Huifik 1 T-36 24 25 Wi S i 2 4L
RBE YR BRI RSB AT LA AR 52 s 2R ) i (B an s sl i ) JE e
PESR S YL R SRR BT DL AIHE SR KB R  BR R A8 i (an2EE 4 F)53, 773, 91951
KRN 2 R FRA A THSEP 05848 PP i) \L- VSR y -L- 2R ABRII LY (Sidman
%5\, 1983, Biopolymers [ZEW)EE &1 2:547-556) VB8 (2-¥: 2 3L - HEL N IEIATR) (Langer
FEN,1981,].Biomed . Mater.Res. [AEWb<2gpbHIT 7t 445115:167-277MLanger, 1982,
Chem.Tech. [{t 5 K]12:98-105) . LM LR TR (Langer®: A, 1981, [A] ) 5k28-D (-) -
3B TR (RN E R HG A TTSEP 133,988) AR 20 &5 ik vl DA E ] DA s A<45
S ORI TR A AT — R s IR R . = I, Bl inEppstein®E A, 1985,
Proc.Natl.Acad.Sci.U.S.A. [ZEEEZEFFEieT]]82:3688-3692; Kk il % A Hiig A5
EP 036,676;EP 088,046HIEP 143,949,

(04111t AT DI HUaAc S 0 A (A1 1 i 28 R el 1 S T 55 ) e PO AU 2 (191
W3 9 J e R BE AR A 2 sl I s - e AN 28 (FHE PUIATR FHTR) Tiie 48) v, AR AR 251
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BTE ARS8 (ARG TR AR I OR ICPL IR K DR RNAAAC IR 58) sl (o e LRI
o 2B R % T Remington’s Pharmaceutical Sciences[fRHHE 254 1], 5616
Jik,0slo,A. g, (1980) Hi.

[0412]  FTRING T 2a 2l &R st UG R IR A o K AT DAt 0 e B8 It 8
SER e MR G TIN, AT AR s T AN 2 iy ok 2 e 8 F iz ikt KR - T B Ah
Y IIH SR AR TR Nk A i A7 - 0 5 R 12 B AN S BN B A o RN Y
Fae (BN EA AT B RS SR 2 21 ik PR TRk /NRD R

(04131 LB U — 7 T B AE 1 G A A IR AUk 3L AR A o , 1 BB A i) ] TR 2
W AW, R % R HEWO 06138181 A2 (PCT/US 2006/022599) Hi ik o 2E1X 5 1A F
HEE 1 TR AN AT RN 15, AT LR AT S B SR UEH , nArakawa™ A, “Solvent
interactions in pharmaceutical formulations[Z5¥fEC ISR ARG ER],”
Pharm Res. [Z5¥f157]8 (3) :285-91(1991) ;Kendrick®: A\, “Physical stabilization of
proteins in aqueous solution[/KMEIARHE A EE e/ ]” ZERATIONAL DESIGN
OF STABLE PROTEIN FORMULATIONS:THEORY AND PRACTICE [F& & 85 (A Julc il i & FH ik
1 e 552k 1, CarpenterfiManningZ/iPharmaceutical Biotechnology[Z5%)4:%)
HR]13:61-84 (2002) AlRando1phZE A, “Surfactant-protein interactions[FEHTE M
Al-# A BUAHEAE]” ,Pharm Biotechnol. [Zy¥ABIR]13:159-75(2002) , K532 Il o¢
TARIEA A BN B 2% s 2 e ) ARSI AN S A AR R oy, TR e T T
DA/ s N = T 8 A B 29 i s 7

[0414]  FRAEA BHIR FELL S8, AT DA Ik DA Qs H8 e ) ot 1 25 - B M / el 555
PN/ B SGEAR S AL A A1 S8 E sl A sl o3 TR TA A BE AN/ sl W AR E 1 o ARFIT
H, BT A 5 8 B By A I ER R 2 S e B 1 s T Ry 2 A
R B AT AP L e FEL AR A D WO 5 RTAHE e AH A T 5 R SR AR 5 B R AR AR
o B A P LA RS A S 8 2 B AR PR (- -CONH) 255 SR A8E & A BUN A PEIR S .
BEAh, S E BT RS A S ATRIAR AR 3R P P 25 A LR TR v] DA D 43 - TRl A LA
1, 3 H NI B 1 5w b 8 1 T R S FAN R A o

[0415] 2R EE A ITE R B A E T & T 280 7] B sAR I A & B
A SN M B BIE I 0 280 . — A S 2 Hofme i ster R A, % RS
T IR PR BT SR e YRR E R B AR MR E B IR BTt T 12 - FRUE 1A o
PR “SEII” o ANFRUE A TSR “BS I o 188 ol FH v e B TR S I (912, > 1 BE /R IR
) AR b DUTE 28 1 ot (C“ShAT™) o 1 i (0 1T S IR e (i 2 1 o AR 1 A / sl v e (“2h
IR”) o BN BRI RN AT AN AT 3R E T H AT Hofme i ster RAIFHIRALEL -

[0416]  FRIEA A WIS At , 7 B S B IR AT AE A A WU AL BB S Fh VR M B ik
FUNAE AP RN S IR 8 o 3R i U 22 SR N R m] T AsUE i
il AR 1 B e H 2R AT F TR T LA DR IE AR gF S5 AL ARV o e 7D i) S A T
P RS R R T i & 1 R S - A T T ED U7

(04171 ZouRE AEM, a0 H 5B  ERE AT LU 2N LA K 22 oo ls , andlan B Ay gz, Jf
HHFAGEAR HIT, udER 1 (PEG) AT« 22 TUls A& 22 U1 o« EAT HE R AT
1l PR T B R R 2 R A THIASUE A, DAL AP 1 B se M BRI 7 B it R 1) 52
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] o 2 el 0, ] - BRI R 5K T o AEA R B RO B 90 e (9 b R 22 ohse H ke,
H B E TR T EC A P R S5 A RRE M B R TR SR e Bl
ST FIAnpERE) — Sl o 1 L ZYEE AN RER S F T3R5k ) HAE e e AIUAR 1 AE
Tk R e R - AR N Tk B 1 A )i R R £ PR R e 08 2575 o 3R iR (B T
Pl AL AT |, Qe A AT LR , P Lol 5% T i el R AR SRR F R S o ERT L, e A T A
SEARPEAL A A E15E 20 Jols o eI, AE X 10, JE R 2R s B BT bt AS 2 AL ]
e 2 TCRE A2 M QRN , RERAERR IR S5 D 7K ARy SROBRERN A A B DT b = AR Wi A
PEGRJ I AeuE & 1 BT IR SR DR 451, 3 LA 5 10 AT LA AL B

[0418] R & HHBT A S AAEC ) L 1 S b A — 20 0 & R s A B A 500 ) 2 Tk
e b, I HLATVE DL M BB TS 7E 23 0 IR < B - SRR AT AR - I A T Ak B 2 o 1X BB 2K
I3 5 B TR BN S LG o X A A B E Al S 8 A BRI L, EL R
RERTZ e = s i AR R b = AR O BRAIR %) T D0 o 5 FAE FH 38 T 14 71k
Bly 1F ~ foe/ MBI D 2 T BT o A 5 T, A& B F A T % 1 s 1R 77 B 45 28 L B4R R 20
R EES0 oK L AR 5 O @I A B TR « LA K T8 VD 1188 o 2% 111 7 14 711
i T8 B BT S AR M o AR X T 38 s 14 72 25 A BT S M, ERL g AAv]
S TE RIS PRI B 2 A5 E — 284 A BUF AL & 1 TR E -

[0419]  ZRILIAURERE 2 T A bt , - HLam i e N S e g e o S e LA 5 iR 85
RSB , JCHE R 2 BRI S8 A « PRI, B VRl 58 L B9 R , FH ELAE B R R DAL
AR S0 5 FH o AE X 5 10, ZR L BB 1o 1 T 7 N DA e AR A 280 s FH g —
Fi

[0420] A& HAFUAAS) B A TC ) ot 1 S 90— 20 A0 & — il 22 B a7 o i 0 PRI
LKA A SN I e 2 2 6 1, T DAAE SRR T B 1 25 e i) et A 1
1 55 AL o BT A FHB T A AT IR 1 5 1 B s B« 72X 5 T, A TR e
FEIE IS/ T BRI S5 T AR A B 176 7 1 5 1 e il P P
A2 BRI T FLAE B 2 L R i A7 A oo N PR FFHE AE X U 10, EDTASZ AR FR A
R BT A7 BU AR A A P AR AR 1 BT 94, 38 S5, Al 2 e H K, T A
BRI . R, e B T AR BT AR IC I T IR el e w8 PR A B il
LA F O A BT R BRI

[0421]  ARIEALHARECH AT LB S SRR 1, XEe B E e E D i - g
TEREE BT 2 S P TS 1, AT Rl R e i 5 2K B P s O B - B s - Al LA
FRI B AR 1 B —SE R SR T, B B - L B 1 B BRI 2 e B T
(10-120mM) 7] T4 R AR AL Ny 3 R AR - Ca ™ B 1 (535 100mM) 1] LI B A
ERIERATE R A E VE R, Mg Mn " HA1Zn 7] DL{HrhDNase ANATE « 250U, Ca IS 0
DIFARE IR F-VITT, & ] AN ™ Mn 2F1Zn 2. Cu ™ FiFe 2o faie , 3 HLH SR E T DS AL P
FBEhn.

[0422] AR HAHUAAE) B A PC ) 1 S B 90— 2 (0 B — el 22 BB B3 771 o 24 A8 S
[l — & a e B — R 2 500 5l B ANBC I S N 75 763 A2 AT 1 o« R B DD AR 2 ik
AW R T ERAERAE 2550 7 i P B O SBT3k s P IR A R At JC B 12 o T OB 3 7 e i
2R RS 2R AR FE S SV B B A /N - R B AMEE FH G T A 18 AR T s AR 2B 8
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FUR R RC I O & AT e A Bk 1 o B 8 1 LT B 28 1 T B A AR e Ry CR
) HAX TR BRI AR 20750 B A 1 B il PR T R BN 22 o 12 S5 o ik, R 2R
15 25 P A P SR T, 24 225 ) o2 P REINS, e A i R (Y
BRE DA SARNEG I AT B B o — A R AR S A AR ER (hGH) |, R B3 Ll S T &
CASFHEE . 2 R TS B R i B AY o 2 /D PR S A hGHI B B Bl A 28
EAE HAT A AT 5 L3k 45 Norditropin GRAA, T MG A 7] (Novo Nordisk)) .
Nutropin AQ GRA, ZE[N 2250 7] (Genentech) ) FliGenotropin (ART1- - B & 247, LA P
i 55 23 7] (Pharmacia&Up john) ) 55 K3, IfiSomatrope (RLAK ] (E11 Lilly)) H[H]-F
P EA TR o A5 B B3 7 2R R B AR A PO TR] 7 2258 R T A U7 181 A 25 i
RIS BT 7R FE o 3X T B DA T Uil A 0 380 T AN 401 25 28 1 DR e MR I e B Rl A7)
g E MR 7.

[0423] 1 Qu e LATSUSI IRAF , 25 A B J68 790 1 v A B 1 et (1 T A B T B 1 ot B EL Bk ke
VE P IR T BRI b AT AAE A B SR FIAG &0 N #RT, IH ELAE 7 IS 345 3 Js 790 o A e
FVEERC X4 k8 1 BB A5 85 1 e M i 1], DI A2 25 B/ M SR PO REUE 14 IXURS: » A 1
R LS BN, AR AN P2 AR BT (2918 % 244 H) P AREEB J8 704 3G e Fnfa g vk . 3
PR B B UE, B 7 e B AE A I ME 25 RN BT A IR 791 4020 1) e 2 ol 45 21
RS

[0424]  ZRSCHE E Do A 23 Rt n] DARC I A e g S ik« “IRPTiR” 52 H & P2 s
J5T B B RN/ ke 3 T T P A B ) /Nt 2/ Nt ] T 25t ik =T FLh W« IR o Ak
(453 18 5 VASUZTEXHES , ST A B TR ST HE A o &8 oAl @A g Jo i e AC
SUHE RN T EHIES , WEpstein®F A, Proc.Natl.Acad. Sci . USA [ZEEIEZ BBl il
82:3688 (1985) ;Hwang®: A\ ,Proc.Natl Acad.Sci.USA[ZEEEZEFFEebi )], 77:4030
(1980) ; E[H L 54,485 ,045F14, 544 ,545; LA WO 97/38731 iR o A e KOG EAIS
[ JIE AR 5 1 95 4 R 55, 013, 556 1 5145 T g oA ] DA I S ZR & 777
B3 I AR A R FPEGHT AR (L IS ARE C IS I (PEG-PE) RINE AN S W= A o (IR B Ak
B BA R E LR ERS LA™ AR BT Biras BRI BRI TR TR o« A A BH I A AT
Fab’ Jv Berl LS IR UA LS F i A He [ N 28 75, WiMartin®: A J . Biol . Chem. [A=¥fb
Zi51257:286-288 (1982) ik o (L2207 AN W S AR I BUA N « 2 WGabizon A
J.National Cancer Inst.[[EZJAEM7TTA%E5181(19) 1484 (1989) .

[0425]  — H i 72560, T LK EAE IR TR BT IR  FLIRL [ i kol AR
K BT ARG AAAE R/ IR o I 2Bl 5 58 PABD HDE Uk AR 4 TR SR TE 5
WBlanTIE=0 i

[0426] AT X254 i) A= i Ve T DA s ik 4R a5 e e R, 4nbA i 52
WO 99/544405% FHSchlereth®: A (Cancer Immunol.Immunother. [JEEhE T F T ke ia
77120 (2005) ,1-12) Ak o QAR A, D80 ki “PR N D38 38 Fa 158 F ) anbm i (ENCI R
BRI A BT 250 A S IR Ty TR N 2 o il AR B 250 20 S Iy TR s sl fA N
L3S A AWt T L0 T (A 5, B4 A 5 R L 5 BR8N, BIVFESUps BR 4 iy
(B anR 4t BIfRE o AR N Zh3AT DA i ) 7 IR R SR b kB4 7 e il
DX T R AR AR T S AN 22 57 SO G AR A de T B BE AR . A, T DA ]
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MBI s S VI PR A 2 2 8O 37 ORI 5 75 < A, T LU PR ST A B =
SR XY ER R SR AR R R SE K (4, FH T 58T 1 S0 R A 7 P s 1 90 7 25 1Ay
[Cheson BD,Horning SJ,Coiffier B,Shipp MA,Fisher RI,Connors JM,Lister TA,Vose
J,Grillo-Lopez A,Hagenbeek A,Cabanillas F,Klippensten D,Hiddemann W,
Castellino R,Harris NL,Armitage JO,Carter W,Hoppe R,Canellos GP.Report of an

international workshop to standardize response criteria for non-Hodgkin’s
lymphomas [FrHEM AR EE 77 Sk U8 B B PR HE I [E PR AT 1of 254k 251 .NCT Sponsored
International Working Group [NCT%&BHERR T AEZH].J Clin Oncol. [IfGRIEE 2~
1199944 H 517 (4) 1 12447) IEHLF R GHETERGEARFIR A TG 22 5 SOsas 4n
P53 ek HE R IR B A AU A/ 2 2R M A TR B R R S PRI R AL 2 2 88 (il an
FLIRER I ZU) A1 A O AR ST ik

(04271 J1-Jk 25 N & W) 2520 6 W) 100 D — 2 BBk ik i 25 Bh 707 Re 1k ) mT )
W M, RTRAE T feeads 250 m 2518 F1th 2%, BISEN R 2 2907697 45 e IR BE J11Y
AR 1P S EIIHN LR oM ZoPTaT T PR SR RE S 25 8 1177 S 5 e AR EA
PR < 2P 0T o0 A AR TR 1 o A A 7 S5 S AR B o 45 8 25771 9 D38 AT EASZ 1) RS
fe MBS HIIE .

[0428]  “-TEI)” EHE50 % W45 T 25l A=W A% (ANl HEESE) JHER AN TR] . I
W o RO T 48 29 T R S T M k), B 2 a a JH A TR AR B o 3 A 4
BV BAE WA MR BB (Bl angnfia Ao shas1a] AR ZUMas B 55 Wi AR, DA
NP IX R = N R “MIG S a AT SR AW 5 G &E 0 GQnadE e A EAF T
G55 NI S B A iE PR AR )

[0429]  Z5RE) /12 HOA BARN T-45 T 1045 i 2 2910 AE W R T RS I T I ] (TG )
Tmax VR SGH 2 S A/ Bk Cmax o “A=47) FHEE” BRI R 2= rh 251 i o “Ti Jm Py TR
AR AT 5 AR IR sk i A RO A SRR 0 S 2 TR] (RN TRTER o “Tmax” 52 2591k 2]
R IR B 2 e BRI TR], I L “Cmax” 5@ FH 45 78 25k 1) fe R IRGAR B o 15 B AR 3k
IS P (R 25 P I sl 4 R0 R T I 152 81 i A 2 B30 52000 o I HH 5 P P e P PR BUR
SRR BRI 2518 177 288 G AT AR Q0L ATtk (A PR AR SR S Sh Wi i PR iy
I E) R TlanSchlereth®: A (Cancer Immunol.Immunother. [JEE G055 F
FREIAIT120(2005) , 1-12) YA TFHI.

[0430] R &AMy TR, 9P S 2)-20°C N RE 22 /DU i o TS S e Bl
2 RS2 L T ARE FHAS AT 28 Geilial A & BB Aok S pR g o i ARG TARR AT R
B 3R T o« X Be g B AR A 7 & “ICH Harmonised Tripartite Guideline:
Stability Testing of Biotechnological/Biological Products Q5C and
Specifications:Test procedures and Acceptance Criteria for Biotech
Biotechnological/Biological Products Q6B[ICH= /5 thiH¥Era : LW A/ AW i
T PEI QB CHITRAS : AR/ A== St (R IR P A WA E TIQEB 1™, - HLIA el e
AT BEAE R R 2%, DA e A U 1 7 it (R S P S B MBS TR AR o ATl 52 R
AR SRR ARTE o T B i sl At S oM A, DRI A R/ A P 7 i )
S ol 2ol i SR N 2 o — AP R T A O BRI S R SR O T i T
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R PRI E R, Sl N S A i Al g 7 1

[0431] 25 7 oPAh AR B BU A BRI 25 Al S o i, AT DA Qi i o AT i
PR PAME SR M S ORI SRR HMWS) KA o IR 02 , 7540 -20°C M e 2= /b
R BEFAEAE T/ N T 1. 5 % IMWS /4t 58 /N T+ 1 % HMWS 55 1 o

[0432]  Hpdchs BARAE N 29 4 S A e e il ot an b sk o SR T, DA R A DDA e il o o]
AEA KA, RHEAS T REIR

[0433] o Jiifil A

[0434]  20mMAEREH . 150mM L-A5 2R 2R IR £E <6 % (w/V) Wbl —/KE5#0.0.01% (w/V)
L1 Z4EE80, /EpH 6.0

[0435] o Jiclifill B

[0436]  10mMAEAIR 4% (w/V) HERFZ 2% (w/V) FERE.0.01% (w/V) 1L FE RSO, £
pH4.0

[0437]  FEPTFEELI4 - 12F R T Tl 2 29 A S WIE A L IR s B )
FRE VER A S o A AP EE S, T A R Z5WE il &t R PR AS [R] 2  28 A I Ak BH T
PUAA BRI ST, - FLUR 45 S5 AR ORI BCRE M TR B 5 Do S8R g oAt
FRWIAEK HLE) JE R TR — ko, W S A A RIHLEJE R A FAA AR fHLEJE 2
fPTiARAE R (B “BTEm” Hrikaa 2800 Aatt AR PR AL BB A e FORE U foidcia
VRAE BETE BRI N 254 AR AR /) N A BERSOE o Pir I AR e M T AT M AT
AL (T 250, ERE A 70) AIT = L (e I 50, B RE s el TR AOTEL D) 5
IE ARSI ER N SR IR R, AR PR SR FROE DA 50 [ i Mo T= R I e A M fi
PPN B B 2o 4, X SR RN AR I PR S e 2 I /D RSt o« 5 R BiraR 3 i
TEVEERAE L ERg .

[0438]  —NSEFIREEL T A A A DT AR AR SAR IR A A B 5 7 AR I A 1 R
FT-1005 677 Bz ARG  IHR I s 25 e el e MR s

(04391 ZRSCRTIR FBC R AT AT T B2 B TR FPEIRST SR AN/ sl LT an A SC TR 1
T BRR 2 IR I 2 WA S W - RO U697 S fRI6 7 MRIG Ty ATl M (prophylacticuk
preventative) %B’@W\]% ?ﬁﬁ@ﬁﬂ%@ﬂ%ﬂt%fi@ﬂﬂ@ié/ﬁ%?bﬁﬁﬁﬁ/@ﬁ%\ﬁﬁ/l}‘ﬁﬁgﬁ/ﬂﬁ
R Bl RN / BRSO TA  BEE T AR IN o B A R ek 4, B IR TR T R SR 2
PR RN R AR RO B SEMNZA | IRl R IZ I P BT o

(04401 QuiASCfil I, RIE “GE iR S Em AR A R BH P A RS T 2 A 7
SR TN BT Q0 D SRR 1 JEE sl e sl e R VR T e (1) R T RS AT AT G o X
TR AT AR A 2 s f5 1 R 1) I sl s e el e RS e R ) 2 e o A St T
ARG TR B RR i  RAR P AL B S @RS T A 75 I~ i 3 kbt e A 4 b
HTHEE M IR sl s e A R e (R B R AR 2 A

(04411 RaE “Pgn” 458 32 2 T ISR iR P i3k ol 25 40 S 00T AT
R o X BTGV 2RSS , R IRLE T FL B4 2 FE T 25 FE5 IR EEpE K o
[0442]  “FAEWp RN AR 0 ER S TE R o« 4B A s T R
TR o A ek R AT AR VR AR GRami) ~ BOMIER o R A 0 i PR
NEEE « CA T T AR NI 420, I T RIE A2, B EAT 19 H 2 S Ak iy A
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Pk A H L, RIE RV e W a5 56 12 21 I 46 MR 1 4 21 ks B R SN S fth 21 21
oA B o RELIRE AT 1 I 2 IR 2K AR W o HE T AR IR B, e AT I I s A R e ok
e .

[0443] RGBSR A T VE N2 0 s A 45 R 5 o

[0444] QAL I, KRB e 22 Bns” AR Pz R B 1) 5 L SUR o ie 8T, A
PRI U S Tk o

[0445] A —ANSfEBA A BHER BEIE T Bk R MR TR M « IEg YOS e S R Bk
PSSR 518 %7 I AR A T 2 S 46 T A IR Hopory i A ol AR B A BH TR
PaRe SRR OEAIN N AFERUNINEI L

[0446]  Rif “FREEMISIAET 8 T BRI R s T 22 A B aT 1 ARLE DL ST
B BEAS I AR A T S ek R AR B T M E B IG Ty EIR T T AN AR FL 5
Yk

(04471 2R G HHIRT AL A 5 R MRS T8 45 T R AT Tk VR E 25 1 1 AR R
TE PR IR ETRTT AR AR AMEIE I SR Bt S MW B L e A T 4511
S TR MR BT

[0448]  [AHt ] DAARFE AL B TR il i AN AL S P LA i A AR i R 265 T i fRadk o £E A
KM P ST s R AR T

[0449] o JEEPERTR (ANFREZ N B IR H: (auricular/aural) JBHIE BHED 5

[0450] < gt (R BBl & B Vs P& B ) s PAK

[0451] o 75 S CATEbk PN S BRI B NS LIPS B P T == PN S A S PR S BB
HEIBEIN SN ST N VO LR A AE N B N B IDE N BB AR PN VR 2 L B PN R
JEL RN VE ) -

[0452] A% B 2500 S A TN B AT DT T2 B AN T, B Bz 1 sk P et
5, BN e T S s AL S, sl A W S S A S T LU TS R R A
T T T 2SI T 2 B 1 SR AR S5 LR 54,475,196 54,439,196 3 4,
447,224;4,447,233;4,486,194;4,487,603;4,596,556;4,790,824;4,941,880;5,064,
413;5,312,335;5,312,335;5,383,851; f115,399, 1631,

[0453]  HpRlHl, AL IHER B T Sl A SNSRI 25T A E AR AR SL B, v] DL
SRESE I F TR IR T FAIE NGB AR N IR AN /INRSE 22 G ok SR AN R W ak S5 AS
[T (RIS [N46T - S AL BRI BTN BRI 25 20 S T LA (T ATk 98 R ey
T IR R G AR i e ORI, I HLd AR T 5 S R TR 7 I 25 A 1
SE SIS o 2 B AR AR e R 25 A I, R fRS BUAAS [R] W B N\ SR R P TG T 571
HET S T o AE X RGO T, 2518 2 e 2 IO 45 T I BORN 25 1 &4 2 S T 45 1 B B s
WRTE 25 BN SN I B BRI 5 A X a7 A — R ARl 45777
[0454] A BHIM P UARRE EEAR ) SLal AN [RIWT 45 A] DAl i st 18 o B ol NI AR R 45
PEATIRBRINEBE T 45T, 1Ak 08 20 i ol /NS A e B 45 TR ARaIX HR it (1 e #ARgiX
SIHUVE A TS IR S U B e « 1B N AT I9E R G n] LR RG] T8 B R
IR G 18 [ A A sk B B S RN T B FER B - Irik 48 A g il LU, T8k shfik ek
T L [ e B B B B, T e VAR R B A B TR B e B i A R e T DA B2
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BB 24/ NN BHOK AR R G Re ROT U IN, B/ NSRBIt o o« VE D ARRR 1 52451
FE TG IE M A S s AR T L0 . 1%550m] .

[0455] 4045 Tt i) DA b il fe S kb G &2 5 255, OF HLDA— & TRl Bk A T 5 4tk
ARGUSEARN GUARE S 1% H T 258 R 0 R R AERE RIS, ARG T
JCHIE G T AW ES T, R 28— RS OIS R BE 3 iT LA R b S5 A 1 28 0k o Idc e
LEAIATES AR S — PR MG 10 B SRS 1T F R TRT IS A BIR R s 28— FRRNG B 2 15 ok 52
Ji o AN B B T Bl PR S g [ R

[0456] QIR ECKFZGMA S i1, IR 45 T 2 A B e O T oA i S iR A rh E i 1]
DL T A B an R i B 7K (BWRT) AEBRER /K BERR £h 2% b /K (PBS) BS54 i T
FEE E B ATAL T AR AT A 1 A A

[0457] AL BAMIA S PIRE LA G G R 45T 2 520, 12070 8 A DAB Qi SRR
R (BIAERI) 26185 ) & ) SR H A ST AR (R M R Ry S MR A R W B 4cAs)
Jat A o R R A TR A AE o A0 TR SR AT AR s M ARy e PR AR B
PAs BT LA A LU B 20T TR SR R A 28 sh Wi R g 0 BAE R 259 1]
TN SR T SR F TR ERITRING PR IR 21 D AE o Q04 B 22 s I AT A — A R
7 IR 2R, A S AR RSR TR AR R 4G T IO B S R 45 T
INFTRI T2 R R AR DU RN 25T 1 HA 259 o

[0458] A& “BRGHE (effective doserfeffective dosage)” & X M e VL sEEiek £ /D
B3 SEER T AT BN [ i o RIE TR A RSGTIER” 8 SCOR R VAR Rk 2 /D &5y BH L TR R
I ) A [R5 MR I ACRE ) i o T Ik P s A 38011 v e R B 1 298 7 B IR G R
E) R BT AR IRTT 15 S E AR S 1 SRR BT e iy vk B I I A ST
SRTT IR B 25T 42 B AR (R TR AR alas B RN 1/ s IR (i A — (it
FRERAL) VA MBS FR G5 R Ge i — IR S o T VAR 5 75 = A= r JA i 280 24 551l DA
R ARG TR EERSE RIS TG T 28, H AR S R ER T 3N .
[0459] AR I SCHE SR 25 B 5 B Bl AT LA 290 . g /kg % 5515 29 30mg / kg il B
2 AL BRI S B, FIEVEE T LAY L. Ong/kg 2 £)20mg/ ke (T 05 1 10ug/ kg 24 10mg/
kgl 100pg/kg % £)5mg/ kg »

[0460] A& I HUAM HARI TG T A ORI S SO IR F AL FE A Ok
SRR B AR SN TRLES D TS FH T T BT = AR 0 3 sl e O T IRYT Ak A i
U IMEE , AR B P A AR TG T A 380, B ANt 4 i it /A CD3bu s i 44, A0
T ATATT I B e ) 4 i A sl MR AR 52 /D 2920 % D 2440 % /D 2)50 %
Z/02360% /D 2JT0% /D280 % 5k /D £990 % o AT DAL TR ZD 281 sh i AU rh oAy
S A= K IEE .

[0461]  Zy¥ 2 ST LAVE DD SR ia 7 71 sk 55 D3 AN T vk i e 2 b 7 72, il
M H BUNEESE F 251 A5 45 T - X e 25 ml LS 8 A ASOE AR I dik
AT S PIRINES T, 5B AR 26T AR Huiory @k 2 1T sk 2 e DA TRIFRLE TR] B A
DG T

[0462] AT Y, Rl “FR HICH IR & A A WSR3 A wT i =2 741 &t
Z AT 52 )R = DA S S B A TR IR TP IR i/ Nl PO ARUE |, 1 33 e 2k
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N3 2 VRN o X P 8 H IG5 1 7 B AT DA G ik A el Hh o 1) 77) e JE A
FORMAE , I HRAL T E AR BIE 570 5 GRS &1, DLT) .

[0463]  GUACSCAl I, RGE S R AR A R SRl ™ B R i R 25 stk
RN o X EEEIE R AT RE R FREG T I B 2 R Gel: 25y S MR AN/ el 2 JRyfsig 2 1 o 2512
T R LR FH 25 5 [ 1 B8 ol B0 U

[0464] QAT R, ARGE L VE” L “PRIN e e ol T 2 VE” T8 ST 25 ss 1 1mAe
ST I AL B S A RS (RERIM A2 1) PLMAE 29 B K45 I B TR R S
AR SN, BT PAFETA ST ANBE U IR DA Ana A O TR B oA “2e e L RN 22
VR BT AR o I BRI PR RO, 9] anas B 230, DA R S0 2 e (M ide o ] DAEA T Il
PRIPFAT , H HARHENCT -CTCHN/ siMe dDRABRAE 1L %/ i 55 1 L IR i 22 o v B R AT DA
FE AN B/ G 2 MR/ B B OV BRI S AR, QI a0 R S5 (i TR B AR v
v3.0 (CTCAE) FR AT ¥ o I DA 5556 22 2 BB 0] Qi s I R Bt I B 2R AR
T3 AT A SRR CAnILTE ~ IR IR ES sl A R TR S (A 2 o PR 24 PR ] DA b
BN AN 2 B A (B RS R« x S 2% CTH 2 LR 1% (MRT) ot o R R
FFETE BILOFEIR) ) A PRAE 1 i 5056 25 ZEOMNE SR AN R PR vl o B, AR
AR A0 5 i rp AR SRR RA S E ) AN R e il DA i 20 2 P M/ el 4 2
I TR A .

[0465] FRAAREBWAADL FHIE A :Hl8iPreclinical safety evaluation of
biotechnology-derived pharmaceuticals S6[ A= ARATA: 2510 R T 224 M AR
S6];ICH Harmonised Tripartite Guideline[ICH=J51hJd$5i];ICH Steering
Committee meeting on July 16,1997[199747 H16 H[NICH{g 5% el .

[0466] i i AR BHER T &, 12 S B S AR B I Boid il R sl AR B A & BH Y
TTUEFE P UK AR AR B 25 AL 51 AR IR 225 TR AL IR 2 AR A/ Bl
KM e 40

[0467]  AEACKZHARY b RS0 RGE SR &7 SR Al B 2 B4 4y CGHLrp— ot B -4
KIS R 25 G AR kA R A — i B i« e an el At
e, R S AT AR A R i DASIE R — E PR — 2= A/ sl 2 T DAY i — B e s
[0468] 1 5fl & AT LB — ek 2/ A AR i TR R/ INHIRRE (PEge 57K 11, 3 an 28
FHERIRE) (352 as /NI L8 A s TR MWD 2N s S A T
T ISR A I ST A sk WA G0 (0130 Gl nT A S aE A 0 b
A (i an =2/ ek s B T2 20 48 T AL B Hoiial 3R 0 T B (A B
TR SE) T B RCA G I DT AL BRI TR B/ 2l T AoBEA A B A dre A 4k
MFE.

[0469] AL BHIAFR AL TR TS 45 T B oo ulfl & AL R Ena T A S A B8
T/ R TIPS AR 1) 58 — B sz e A E S /K MERC I L R 85— 82 A o AE AR BN St
S B2 T A AL E U S R (AR S A T ) R E .
[0470] A KA G YE— DS b, ol gk 5 ML, 1zl P N4 : iR
OB/ LR TR /AT RN DR FARR / BEFARR B 1S R / 1P A0 PR 1 2 R / 1 2 TR
HCLH &R \Tris &R  CIRER MR &Y, IRl e B SR B AT TR /AT TR D%
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AR VA 2R Y SR s O R M L

(04711 5 [P 28 179103 i i 5 2 20 OmM ke BEEG (9 B2, B 411249190,180,170,160. 150
140.130.120.110.100.80.70.60.50.40.30+20. 105K 5mM 52 R GUEFHES 25 55t 22 i
R B AR QA S TR [ 25 A A RS e M AR BH 25 A0 S W s AR 2 7k
PTG 255 £5200mM, 1378 MZI5 % £5100mM, B35 M ZT10ZE £)50mM

[0472] QAL I, KRB O &7 U8 Jadi T 1A T B s il 46 T I &) K
T BT B BT Bk R AR ] B i T SR R R AT B T A A
A SIS B e L s i LS s i iR VIR R K 2B
H0 I BB TR KRB /B B A BRSO B 25 A S 0 e R e IR RN 242
TR BB S| R T A B INIR T RUR A S e 4 T A S s il b S AT
AT BB IA Rl el 4 B VEE o AR BHIN 252 b T B2 AL G W il AR BILE SR AN/ B,
2527 PR« FLpH, KRB “Zy27 bRl 107wl DL 48 FR A B LR sl o Ath 52357 s 4K A )
2ot AE S T, 9 O R B H A A Al ]

(04731 A LA 2594 G B 25— ik 20 P SCIT AR (RS e PR B A AR, Heade DA
TRIT AR, B- IR FIZE ). Va7 A 3R B R P A S | R P SRR 7 R .
WETT RO AN ERE AT DA B A 258 5 AR AR ey el SEaG 4 S, AIHEDS0 (£E50 % Fif
PRHETY B R 77 1) FILD50 G50 % BRI i) SRAfiE o 67T IRt E 2 AR 7
L MIETTHEER, I H. & BEVAEDS0/LD50LE 37 o i i BB HH RTB TR B 2l S e e -
[0474] 205 RT A Qi AT OB - EARIPRS AN R b 711 o 259 5 AT et 0 & — ek %2
T INPRIEF, e A AR MR AR A AR, R 2 AR E T
[0475] WA AAE AL IR AT FF-2 R0 H 1, Anyfl i il S e AL sk AE R e ani
HORG AN E A B T3 2 VAE— 20 G A R sk it — 2P R e 26 Bl il i AN 725, ARG 1 E
T a0 i s A48  BE AT HE RS <4 TR e B v & A= s 00 3 B3R B i A
JEER o ARAE “MRIE 7 18 5 AR TS 750 R 5 7 S AR 51 A0 0 IR B 591  BORK B 79 B 791 75
JES B TR PR 25 € 7] BRI IR 71 R0 70 28 il 25 7RG FE IR T 741 2
TR AR L BRI AR AR S BT 3 701 s LAY 70 A I ATEK 1 5o

[0476] ST ARG E RN SR RIS, a0, 25 S WA FIRIEH (Flan, 3¢
AR AREE) RTLAEAT AR RGN , I H B T DA 5 24 2% i) e I sl s e s H
ELBE A DL g M Bk AN/ sk I3 am ) s SN RT DA gE M sh ok AW/ sk BEsm ) 5
(04771 Z55CREAEIRAAFI G T Bl il FR AR 2 A I ASUE A, PAOR PSR 1 BT e e M) AN b -
P A RS2, JH HLIA AT - B2 ) S 5K T« 25 el A dmbi, 9120 H e B S RERIEAT L
FERE DA M Z ol , Bl an HmAn s iz, O B TASGE R B Y, e iR £ (PEG) A1
AR T o H 5 B i T A R AE TR ) Fh R S5 A ASE T o B IR T O 5 A aE
PE B IH 58T ORI (G anme) —Ee (8 H o 1L BURE AN RS H T35k 1 HAFE b Aa e
FUVAB 1EAE i R 8 5 - A B kB 1B AE il o R e il 2 I B T 245551 PEG R
T FE S A BUFEE IR

(04781 S Bl T 1075 1R AR By 1k sne M Bl D IR 85 1 50 AT 20 TR B A
I, I HAR M DA S F A0 255 VAR T A - IR - A AL T A TR B o X BB 0 1
TS PR A L o X A A B E Tl S & B A b, H B M PR
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PEIRY (QAE P S AAC B R Fh = AR PO R R %) TN 55 TR S ME I a4E 3 1
FUBEME20 28 11 AU A8 0 /K LU YRS 5 & S B o IR TR « DA M IR Vb 1188 . 3%
TSR T4 T A U G fe e M o A5 7 T 38 s PE L2 & A TR eI
PRI AR 265 2 O SR T P A B M 2 F e — 2L 8 1 SO At 85 A BUANERUE -

(04791 Z 11\ AUREHE 5 T SA (LR, I ELIm s AR I S e e S e LA s e 2
JRER I , o HoE B sUR A S8 AL o DAL , MR F 5 (L 2N R, ELAE A FH RS B DA
AR BOR A o

[0480]  yiised PRAFIE Y KA A ML ) ol O e T N, HU e A AT DA SR i
B 25l BT FE A T AR PSR AR AR B L 2 BT A R o
FEX ST, A HEIPTA AR R A 58/ F SSRGS 7 TR 7 8 A SRS il
HR TR S S /KR PRI LA S I A7 A o PR PR 1 - EDTASE A I 5431
[0481] G J@ 7] DAFe M85 1 BTN FOF HLRR e il L e e B 51 s -t ml
DAAM IR R 12 BT — S8 B o SR T , 6 I 25 -t i AL B . 1 B B R 2 B R
- (10-120mM) FJ -4 R 28 A R 57 R 2R - Ca+2 25 1 (i 100mM) AT DASE i
N AR R B 1 e i M o R 1T , Mg +2 Mn+2F11Zn+2 7] DL fdirhDNase A FEE « 25U, Cat+2
FISr+2 A DIFAE N FVITT, & A PAAIMg+2 Mn+2F1Zn+2 Cut2fIFe+2 5445 , 7 H HL B g2 7]
DA AL+3 25540

[0482]  [55 JG§ 751 AT FR Al A= 0 A AR 249 7 i P 8/ O S Pl 4 SO0 T PR A o P2 i
OB EEIDAE , RS AR 25 75 e ) St P s 1 o 5 P AR 973 3 ) 0 i 2 FR R 2Ry A TR FE
W5 o SYE B I AL/ N -1 B AN 5 T A A6 15 AP 7 5 AR 5 B 7 P 4 1 B 1
FOHE & AT RE A BRARE B I 51 LF e &5 A i R A A e 0. (R 5D |, H X E Ak N
PE ) LA 2 1 B ) ot P A T 2 B R R 12 A 1k, R85 2 1) FH - — 2k
PR T SR 10, 24 2 A BE 2 AT aRR e A BB T R B O A i e 65
Ve o — R A S8 E AR ER (hGH) |, B IRl i & EL 2 S BOE TG 2k il
i [EopaR NN RN SN A e

[0483]  TE 4 AT LATRUMIR HIBAE , 5 A5 73 63 A 0 v (A e il o P 2 b 2 T e ) o BE L Bk
PE A UR TR b AT AAE BB BB G 00 1 T, LA B FH S B S R o e
FUTERC - X4 %6 T B 67915 25 1A T be PO RsF 1], AT A 25 dse /M AR D OB e TR XU o ZETRRUIAC
R s D0 N, REAEEEA P2 S A BT (2918 244 F) IR HRRBI i3 7 A a8e M AR e Mk o
P AT I, B IR AT RSO B AE S AT T I 25 RN R AT T 77 420 B e T ) et 45 2
IR

[0484]  ARFEALIH , T DA FHER DA Q] 48 258 e il St 0 25 - et R/ sl S MR/ il
— 3B BGE A Sl At R 23 O PR AR RN/ e AR E I R R AN, B T RT DA S
1B A]_ 0T By 2R S 45 5 J i o 2 10 T P A R A 22 P RIAR M S A B AR L
AR ELAE 5 | RIHE oA B A FH R i SR AR 28 1 B R SRR AS o B -1k 7] DA L
B 58 A BT AR MR EE (- - CONH) 456 Rk Fa e 85 1 BT oA MEIR S - kA, 548 A b iy
i,y 35 A AR P 5 A B AR HLAE R T DA D - IR0 F A LA FE 5 AN T B 1 ik
DA A BRSNS o 85 1P 8 BT E AN D8k T 2 R0 Al TR AR
WAL AR 29 & P 1 M B R E I 20 280 R4 . — 340 EHofmei ster |
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A1, 12 F D 1N AR R AR 1 T A SR E PR RO TR B - AR Ml B IR Bt A T
R RTETR BN “SRUIN” o« ANFRTE TR BN “ESURLIN™ o 28 5 50 FH i A FEE PR3 1) (8, >
1EE /R ) VAR A TiE a A BT CSRAT™) o 1 il T B R i 1 oA VA / ks
il CERIRT) o B0 “ERIR” N ERAT” AR A 38U FR AE T HAEHofme i ster RAFHIIALEL -
(04851  Jif7 2 Sl B TR M AE Z5W 2 A W A R 2 ik 771 < R 7R AN S A 7 A e s ot
I o R IR 22 S B AN P 28 T T AsuE Bl it i 5 1 oo H U T T T LA
FAERIE AR5 A FNRFVE o CE RIS i) S AL R T ROl L R 2 b R 2 ER YA mT T4l & A
[P SR 5 S T T E U A

[0486]  FiT-Acibl 2o SR B T 75 G0 15 o S VRRe b « H 2l LI 2N BT RS
AR H5ATR < R I R 20 R LD LRSS0 L ISV 1188 1 B JE o, M HL 4 5 BTk I 511
BELAA R IR A7 AE T 29l 5, A B2 1 S5 2R DU Qn A SCASB b IR O BT s
FERE AR A ZE BT 208U e I FR A DU AL AR I RSUE 1L - U, EREBELA2 % (w/v) 12% (w/
V) [RIR EETAE T 20 & BRI N 12% (w/v) ~11% (w/v) 10% (w/v) \9% (w/v) \8%
W/v) 7% (w/v) 6% (w/v) \5% (w/v) 4% (w/v) ~3% (w/v) 5i2% (w/v) o e M RERRR T
FEl A% (w/v) £210% (w/v) FEHBERE N6 % (w/v) Z210% (w/v) - B 1L ZLELEES0FE LA
0.001% (w/v) %0.5% (w/v) [NIKEAAAE T 2o &, B EEN0.5% (w/v) \0.2% (w/
v) ~0.1% (w/v) .0.08% (w/v) .0.05% (w/v) .0.02% (w/v) 0.01% (w/v) .0.008% (w/Vv) .
0.005% (w/v) .0.002% (w/v) 550.001% (w/v) L% 58 111 LB B8 0k i VB[ 0. 002 %
(w/v) 20.5% (w/v) FFHACER0.005% (w/v) 2£0.02% (w/v) o

(04871 F-T-Pc il 25 Al G904 T 9 J 710 5 B AE Tt A= W) (et o 71 sl oot
BRI 7T BTSRRI s SRR RFL S KRR /KA R R I
X FEFE FHR FR R W RN R N R « U O « LU 2R el A A & DUt A= B3 T 751 A
KA S I DA A B R e K 2 PR BT I 5T o 4 1) 1 T Be i A & A 25 4 S W Bl
JES B AE 2R FRE U T RS 2R ) R O PR R BRI FR R RS L O R SR R I
FEBRAINZR o X BB 15 J55 75 1) G5 AL AR PR B R T Meyer®E AJ Pharm Sci. [Z5¥Fl 52
4196 (12) ,3155[1& 17,

[0488] [ aRBJEs A RE AR M BE A AE T 29 a5 o il an, KR RELL0. 251 1%
(v/v) Z AR BB A A , S T BRI e 0. 3-0.5% (v/v) , K Ik FE eI D 0. 07
550.5% (v/v) 28], [B] B IR FEYEEI N0 . 17-0.32% (v/v) SR M3 FEYE A0 . 003 -
0.01% (v/v) o W FEIEIR HER IR A e FE 0. 05-0.5% (v/v) BN, KA LEEAE
0.1-3% (v/v) [FEEIN, H HAPREERHER N FEAE0.05-0.5% (v/v) [ITEFEI N -

[04891  AKIf, 38 T DARELEN 2940 S5 MDA (0 AR AT B S5 770 o Rl , A& WU AR AN 5B
IR 23 A5 W) 2 23 A S A Bk B 200 . Smg/m1 R ACRR 1 BB B A A FE R
FEN21% (w/v) RS T B0k - - TRORDRS B ER I 0 29 10mMIT B FR B DA M I AN By
£98% (w/v) FIRERHRNIE 2 0. 01 % (w/v) ISR LLIZYERRS0, pHoWZ6.0,

[0490] AL BHIIZaW A SR LA B 2CRE I, 490 4n, ARV GRAAR 48 R SUR s R TP
2, HICH AT DU TS HUTT i R NG BRI 0 R 791 TR, R IRe VIR AL T BT
TR FLIR RS R SRR B 51 B B el i A e U I 2K

[0491] R UE, N AL R 25l &, v DAAR 2 2 Biviig A7 A0/ s R 8 s Bk 17
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W g T Bt R S P Ay 210 57 (3 W, #9141, Remington” s Pharmaceutical
Sciences [FFHHIZGMRLAE] , 55220k, 0slo, AL, gl , (2012)) «FEARN G EIR 2], e
AU X gt B T LAAFI A s i A & BH IO SO S8 R AR S RRUE MR AR RS TR 2 A
WIBERIE .

[0492] i, 2o 2H G 1 3 S W sl a8 R AE F AR B T U KPR s A /K1 - &
PO IRA W ik AR T DAZ 3 S 7K AR R /K VAR ke A o I 25, PTBEAN 8 S iy
W1 B ANE T IO A Y 5T - thE 28k /K ek 5 10 A TR SRR K S B AN 71
[ERUSIEY/R

[0493] 25 fEfn H ANG T, AR IR IRTT A5 WRe USRI g B A AT sz 7K
IRINTE B 2K YRR A 295 1 AT B s I B W 0 35 By 22 1 oA @tk . 11
1% T8 AN SO 5 2 O A 008 T B 28K, LA P Aok LA 1 il 24 AR AT 1 TS
B IRI % 7% P DA M AT AR =4 (= AT DA A i P B R %) F 4 il sl b
SRR 25750 (A mT RO A A= PTAR AR R S b ) (U SR FLIR 5 L TR
PRkl IR L) el By B0 F- o th AT DABE A BTRR , 1208 BH B A (e dE A AR S 1]
HIPE FH o FTAELN 23 04 2 ¥ ) T 5 NPT BB R PR AL A

[0494]  ARSCA AR T Rzl il b 18 /B il i o T ROl 25 Ao At R Sl s il s
5 RIIHOR QiR A3 AP PR Aok 5k 22 FLBRRLRN e 1) e AT A AR 5
AN 2 WL, R4 R FR IS S PCT /US93,/00829 , HdffiiR T H T84 25 WeH & it 2 4L,
RBE YR BRI RSB T LA AR 52 s R ) i (B an s sl i ) TE e
VESR G WL - Fr SRR I P A SR R KB IR VIR A2 s (W92 %R 53, 773, 9 19 FINK I
LR ATTSEP 058481 HIHTHEESI1) (L- A 2R y - 2R SRR IR Y) (Sidman®s
A, 1983,Biopolymers AW 3E &1 2:547-556) I8 (2-F22,3L - LI TATE) (Langer?s
A,1981,].Biomed.Res. (A=Wl M kHIF5T]15:167-277H1Langer, 1982, Chem. Tech. [{t
FHR]12:98-105) LI LR TR (Langer® A, 1981, [7] ) 558 -D () -3- 7258 TR (K
N RSN TTSEP 133,988) o FEETRRAL A Wik AT DA 4E AT DA o A4 i 2 F01 4
T M ER AR M SRR S 0, Bl W Eppstein® A ,1985,
Proc.Natl.Acad.Sci.U.S.A. [ZEEEZRFFBeT]]82:3688-3692 ; Wi il % F| g A5
EP 036,676;EP 088,046F1EP 143,949 b 7] DU A S8 A f LR 51 4 o e SR PR Bk
I AR S U 2 (BN B A o PRI 4144k Rk I e - e 4 AN S8 (FREE PN Y
B i) vh, AR AR 2t ik A e (IR BT 1 8 L TOER VTCPL IR IR A2
K)ok A B A T FLAR IR R o B 2SR S T-Remington’s Pharmaceutical
Sciences[FF A 2554 ], 85220k ,0s10,A. 4%, (2012) Fh,

[0495]  FTRINES TR0 25040 S P st DL JC BT IR A o KB AT DA o B 8 s
SER e M A SR, P AR R T AR RS 2 it sk 2 Jm 8 R 2o ki K - - T B Ah
AT YRV G TIE R s T b B A7 - 105 B 12 B AN S BN TC RN 1Y
Foaw GBI T B DSR2 I ZE 1 IO BRIk N A TR /N .

[0496]  IRSCH ) ho A 3 Rt n] DARCHI A e g S ik« “IRPTiR” S F & P2 s
J5T B B RN/ ke 3 T 7 P A B ) /Nt 2/ Nt ] T 25t ik =T FLh W« R B Ak
(453 18 5 ASUZTEXHES , AT A B TR ST HE A o &8 oAl @A g Jo i e AC
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SUHE RN T AR, WEpstein®F A, Proc.Natl.Acad. Sci . USA [ZEEIEZ R Bl il
82:3688 (1985) ;Hwang™s A\,Proc.Natl Acad.Sci.USA[ZEEEZ R FEkBiTI],77:4030
(1980) ; 5[E % F]54,485,045H14, 544,545 ; PL WO 97/38731Hfirak o A ZEK- R {E IR
[ IE AR 5 1 95 % R 55,013, 556 1 5 5145 TG IR oA ] DA 1 S AHZR & 777
B3-S B AR A R FPEGAT AR (L IS ARE C IS I (PEG-PE) RINE AN S W= A o (IR B Ak
B BA R E LRI ERS LA™ AR BT Birds BRI BRI TR TR o« A A BH I A AT
Fab’ BRI DA S B BUR S i st s e [ W 28, WiMartin®E A J . Biol.Chem. [ZE410 %
Z=i51257:286-288 (1982) HI Tk (L SR Ty T2 M B AE IR BTAR N « 2 Il Gabizon S5 A
J.National Cancer Inst.[ESIEMTFTHTA4E]81(19) 1484 (1989) »

(04971 & AEER T ASE BRI B DU B SN A I 2 S Wik T LB 2 )
AN AEIDTE 1A 7], X H T4 S P TR FH 1% o 12X 6 245 740 ] RS B E FH T Iieg A/ sl
AU 298 B BT 29 Al S W T F s, el DAAR R e i A7), i 26 T B4 1
1B 1B ARG 2575 Al s SN R 259 (BN Bz JoT 28 BT 7 98 N 22 (1 29
TR AR R 250/ SR 2RI 2575 an4n i A - o R BEARREAS A BH I 25 2 59
N T3 WS B — R A

[0498]  — H il T 2550, T LK EAE IR TR BT IR  FLIRL S [ i ikl AR
K BT ARG AAAE R/ IR o I 2Bl i 58 PABD HDE sk AR 4 TR SR TE 5
B TIE 20 A7 a0, AT LR T 2 S WAE I a4 FHZK (BWFT) AERRER /K gk
R Eh 2% R K (PBS) ol 5 T a1 S A AT AR AT A ol ot

[0499] A& BHII 254l & i v LARC I il s AR Sl R 45 T s ik o AE AL BHIY
e, AT E R AR T RS (Bl N B VR VH (auricular/
aural) \PHIE BED s N &R GO IR B %5 FVs OB E ) s M E ISR (5l
BRI PN S BB B AL LS S AL 0 2 A S BB/ S B PN S D B PA  EBES S ST AL O
WAL IN IR AN 1B N BN BB RN R 2 L B N R R TN BTN

[0500]  RSCRTIR 25 S TR BT T 110 B AN T, BB B sl bk PN ik, 491 4
T RS G, mlam e A Al 29 S AT DA R T R R Y TR
TSIy 28 B I SR A SR L R 54,475,19634,439, 1964, 447, 22434,
447,233;4,486,194;4,487,603;4,596,556;4,790,824;4,941,880;5,064,413;5,312,
335;5,312,335;5,383,851; 115,399, 1631,

[0501] 7K & WK 2 20 & Wt v LIS TRIKT HB 45 Y7 o /6 Dy A BBR ) 51245, 7T DA I HE I
ST TR B A AN B RN IR /NI 28 Gk SEERAS R] T Bk 52 5T AN
Wr (BIELR) 45T - Al & n] DL o AT IR R4 T - L ISR R Ge A ANk i
T T, T HLs i O T2 B IR T A 2515 10 ST B 4 o 24 B X PR R
FRIR 25N, TR S BN RIWT IR N B AN IR 7 7R T I b o AE X RIS 00 B, 24
5 4 2 AT IZE T I BN 25 1 B0 2 TR T 46T I B R A e 258 B & XN, I L
AR T TR A X a7 71— K ARG 17

[0502] A& I Z5¥ 40 5 W) e Sk AN TRIWT 45T AT DA o I At 14 28 B sl /N AR A 4
PEATIIRIN BB N 45T, 12 IR 08 30 v ol /NS A e B 45 T TR ARaIX HR im0 e 149X
SN AT T BB IX SIS BB « TR N AT IR ARG n] DLVRAE T8 135 R B
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IR G 18 A A sk B B S RN I S FE B - BTk 48 A ge il LU, T8k shfik ek
T B I e e B B B, W e VAR R 5 A B IR B e e A R e T DA B2
BB 24/ NN BHOK AR R G ae ROT U IN, B/ NSRBIt o « VE D ARRR i1 52451
FE TG IE M A S s AR T PA0 . 125 50m] .

[0503] 245 Tt v] DLk e B2 Bk 1 s 22 B2 451, I HDA—E TRl Fmat 1 T B ok
ST ARGIHE RN GURIE IS T2 B R T 250 s ik i A Ge AHAFE SR, &1
BT IHIE S T AL T, B 85— G i 54 i) DA R S A0 B 86—
TS A AR a0 A 5 — TSSO 1 B e v R T s A B AR 28— RS I B 2 i
K SE o A2 BRI 2 Hh T sl P A e g [ 7L

[0504]  HOR A GUE A SRR , AL I 2504 & il i v] DUE S AR _EsR IR 7 ek 55 4
TG PR, s e MET A @ B e, e S A e o B e R 5 AR v 52
B PEAR ) B2 B - PRRIRS (1 25 4 A AR AT AT FIVRR IR « BER N DURFBR B 25 2 M 38 2%
oy, VB E i 25 A 51, BC e 38 A EAN 5 (0 S A Horp OB S 1 B B pro A
BT EARTI/ ek 2 A Ak

[0505]  skskskekk

[0506]  WAZIE e, BRAE BN SO AR, & A ASE R, BB — (@) 7,
“— (an) 7 FTFTR” (GG BN R~ R, 00, 3 sl OB M g I 2R [
FR R —Fhk 22 A, FF EUG “Frad 5 7 OB M G AE e MRS EHE BOR A L EL IR AT LA E 2
A TR T3 TSP B TS 1

[0507] [k SIANERA, 5 WA — R AT 200 RS 5 /07 N A fr1z A A
—AICER  ARSTBHHARN SE B S 56 e OR B ek AR A e A S AT iR A R BRSO R
VRSB I VT 25 553800 I RS 80 15 AR I s A A A R

[0508]  RAE “Fll/ml” A A FHRHEURE “F17”  “5” AR R E RE T 2 A A el T
T HA S HE s

[0509] QA G, RIE “207 Bk “REY” B SS € E ey E 20 % N L 5E£E10 % PN
JEH B EAED % N AR, B BT, Blin220 81520,

[0510]  RAE “/NTF” wl R T A dE IR N, /N T 202 8/ N Tl 55T 25U, 2T
KT EARZ TS T/ ok T 1

(05111 B 2 A B 5 M LT AR SR 5, B Ak BN SO A K, 5 il “a &
(comprise)” LA KA “ 25 (comprises)” ok “f 75 (comprising) ” M Y gl PR i a5
TR IR Ao Rk A BRI A (AN HEBRAT A At Al 2 Bl 2 Al o R )
o MAASCHE I, R3E “B17% (comprising) ” FILAUIARLE “5 47 (containing) ” ok “BI4%
(including) ” R, sk E AT I AEASC R FHIN FTIRE “HAT (having) "I

[0512] QAL IR, “He . . . . .. " HEBR T AR ERoT R R IR E Nt R P
Rk A5y o ARSI, “FEAR ... R FEAHEBRAS ST M s AR B3R g 5t
ARFHFEAE I DB

[0513]  {EASCHIRERME LT, ARG “B7 VAR ... R H. ... R
(AE—F B AT AT S NS AR B R AT — SR e

[0514]  NERfR , AL AN AR W E T3 14 7 S8 MR BRI B, O BLIA
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FTAARAY o A Sl AR TEAN ] - AR 5 8 S0 1, 1 AN 4T 5 PR A AR Sk PR
TE A HHITE .

[0515]  AUiHA 14 S 5| I AT A AR AN 2 1) (B3GR 4 R 2 R Had R ik
Py il e ui IS GBS L Jeie e PGS R, Bl 5 AR NSO A%
AAEAT N A BRI AN L B ICA R T Je i & I T X e i B N A o it 5 TN
MRHE—ERE R F AU AS A A o sl A — BN, A B R RATAT I Sk
[0516] K LA B SAFIFR AR AT AN A R A0 i BE e B g, ok 8 SISO T U B E 1
DX ECSBIFEAFT AT 2R A AL BT .

(05171 =244

[0518] ﬁij{ﬁljl

[0519]  Canonical EGFRvITI BITE®¥uAA AR HIAEpH 7.05kpH 4. OFIZE AR FH
LI TDSC o P AL AR I DS Coa it FE AN F— I B3R 43 . fEpH 7 N, Tmo65°C, 1
fEpH 4 N, Tmh59.5°C, BT H RS BT (Z WIEBH RS ED «— Bk IE, B TR L
YR RS ENE.

[0520] ﬁij{ﬁ]m

[0521] 3454743 B AT 414 CDH19 EGFRvI TT . CD33FNCD 19f1) 8 — P 4b Mydaf i afi b i e 74
o scFe R (MBI TEH AL G 1 TR ] 25 JoT i i 8 38 /72 B8 A e BE 405 (MWCO)
10kDafP A TEE I A 4 o 2 15 TR IR 4 (1 i 28 TR S B0 e 2B ) o o RGBT T 1
Bl S EK60RTr TAIGAOMSuT , K6ORT T T 20mMA R A L 150mM L - K5 %86 £h e 25 .6 % (w/V) 7
PERE T KA.0.01% (w/V) 22111 BRSSO (pH 6.0) £H 5, GAOMSuT H 10mMA 58 4 % (w/V)
HEEE 2% (w/V) FERE0.01% (w/V) R I BLEEES0 (pH 4.0) B o F PR FE KT
1.0mg/mL . [ 1950 L AR AR A B IIAS0uL 1000 ppmbEArAE A CR H Pl 42 3
(Alfadesar) [i)YEiEk4l (Specpure) , P24 5 38717) , A 25ppmiB Il B A5 IR AT
FIAEXS TR o S35 IR s i DA SO PR R FE 2 3ee TAUBERS/IMfLH, ITAE37°C R
B 24/ NI o 1155 SE-UPLCA A AT A AL S DL B AL HMWS (1 B o 45 5, 14 (a) S oAREL T-pH6 , {7 pH4
FRHEEYCDHL9  scFeftiAAg PRI 43 - B B E 43 b o AR AR pH 4.0 N A DLEAIRIT
B4 &4 (b) ToRAE4°C (N A A T0 2w 4w) < 25°C (TO 1w+ 2w 4w) F1137°C (TO 1w 2w 4w) N1E
= RN R - GASUT A GATr TAIGAMSUT i 1 SECTI = FCDH19 scFe BiTERY -0 540 H -
GASuT 5 10mMA 282 9 % (w/v) FEME.0.01 % JR 11 BLEZ RSSO, GATr TAd 75 10mMA 282 9 %
(w/v) TR 0. 01 % S 1L BEFZRESO, GAMSuTE 5 10mMA a2 4 % (w/v) H < FE 2 % FER
0.01% F 1IN FUEERES0 . fEpH 4 N UERH T F2UE M o KAH N Ho A 3 AR e i) A s A7 A 55 AR A 1
NUAE TR M . 4 () iR T AE-20°C (T04w) N AE = FiASIAIEC il 5 -G4SuT . GATr TAH
GAMSuTH I o SECTII B [JCDH19 scFe BiTE[ I 1 7kt o &4 (d) o TAE4°C (TO 2w 4w) «
25°C (TO~1w.2w+4w) FI37°C (TO 1w, 2w, 4w) N £E = FRAS I i i Fh ik SECTI & [ CDH19
scFe BiTEM 4 (HMW) I& [ 45 b : GASuT GATr THIGAMSuT . &4 (e) tios T H#E-20°C
(TO4w) NAE =P[R B A, -G4SuT L GATr TAIGAMSuT HA i 1k SECT e [JCDH19 scFe BiTE[()
HMWIES 145 Ll o« B4 (F) S0 T AF4°C (TO 2w 4w) <25°C (TO. 1w 2w 4w) F137°C (TO. 1w, 2w, 4w)
NE = FPASEBC S -G4SuT GATr TANGAMSuT HR i of SECIUI & [CDH19 scFe BiTE[ILZ
HIEMW Aot E5 s 764 H IR 1 pHyE 4 2 7119 2% B hfl FHEGFRv LT T EscFCH 4
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TR I A b o AEpH 4.0 N, P S A i N I 47 b (K6 : (a) W 1414
C MEARIFCH] S H AR EEICD33 - scFe g A g [ 70 b o “ccHFC AR 12
B cys- KK scFes5#3 (cys-clamed scFe domain) o fFpHECH S 4G 2 A R = I R
I (0) ' T AE25°C N AEAS RIS FRAS R FE T CD33 - scFe i Ay 1 R 1) 8 1 47
b . “ccHFC” BRI cys - FEARIK s cF e S5 Mg, o TG pHAC il 5 GG 4 LA 1 s ) B )
J5T 17« A0 3t SECT () #7% (EHLE) CD19xCD3 BIiTE® HifA M HHATETO 7R L LA RFALA
HITRZREE E 73 LA E pHI R 2 B H , 7ol [, RS 0 25 I

[0522] 5453 : EGFRvITT BiTE®H A G A (I & 1 J s A il (IMAC) |, 2R it
JRSFHERH a3 (SEC) P4 7401« SECHE Bt/ AEpH 5.0 N 7E20mMET IR 12 % (w/v) Vgt — K
BP0, 43mg/mL. BGFRYTTT o REMRL 3 i = A5y o B 2B — o3 P4 EPHG . 0 [ o KL
fth %53 [ pHAY BITAEE A6 . ORNT . 0 KT A 257 1l A L0 . 2um 1)1 BE AR I8 o fc S i i 5
U 4 IR 70t S5 TR O B R DN R4y« RATRAE T B 0 ) b IR o g A A1) it R 1
EGFRvITIIRESET-0. Img/mL o KLl AR 2R TAVBERE/IMH IR 7828 1. oL, Rz /NI T 22
MR SERN R R 25 2 (aluminum flip off seal) £,

[0523] 4 PUAACLH] S OMEAR o« I T AREE T2 (4-0) FiAS [ I R P PR 254
RS 1 o b 25 (o) [RRC I AR S BT HR O, I L 28— U= A0 il es

b A0 £EB (100 | BRB—_RE% | RLEAEHR pH
mM) [%% wiv] 80[% wiv] ’
Al L-# £ BHCI 2.0 0.002 5.0
A2 L-# £BHCI 10.0 0.002 5.0
A3 L-# # B HCI 2.0 0.018 5.0
A4 L-# £ B HCI 10.0 0.018 5.0
A5 L-# £.FHCI 2.0 0.002 7.0
A6 L-# £ B HCI 10.0 0.002 7.0
A7 L-# £ B HCI 2.0 0.018 7.0
A8 L-# £ B HCI 10.0 0.018 7.0
A9* L-# £ BRHCI 6.0 0.010 6.0
A10* | L-# £FHCI 6.0 0.010 6.0
[0524] =
All* | L-# & BHCI 6.0 0.010 6.0
L1 L-#1 # B HCI 2.0 0.002 5.0
L2 L-# A B HCI 10.0 0.002 5.0
L3 L-# £ HCI 2.0 0.018 5.0
L4 L-#t & B HCI 10.0 0.018 5.0
L5 L-#i A B HCI 2.0 0.002 7.0
L6 L-#i & BRHCI 10.0 0.002 7.0
L7 L-# £ HCI 2.0 0.018 7.0
L8 L-#i A B HCI 10.0 0.018 7.0
L9* L-#4 2 BRHCI 6.0 0.010 6.0
L10* | L-# £ B HCI 6.0 0.010 6.0
L11* | L-# £ B HCI 6.0 0.010 6.0
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[0525]  REFCH W 7E25°C N A740K , SR A 1 35 0nmiT it 2 R e RS HERHIEE i
TERNGY B B 28 He (WCX) (a3 dE 1 7047 o fdi 2k FH Tecan[fJTecan Infinite M100032ARAYAE
96 LA FH I 350nm [ DR SRR FR AR (AD) DA M A

[0526]  AT=0D,,, /(0D,g, -OD,. )

(05271 J57 FHSECH M A P Al it 11 25 47 Hek 0 57 (HMWS) P 43 B 2 RN 80 ) 25 14
JEUMR 5 o i llAcquity UPLC BEH200 SEC 150mmfE GRAFHTA F] (Waters)) fFAcquity H-
Class UPLCZAZE (R /A T (Waters)) FiEfTSE-UPLC¥ARIR T F25°C o il B ik
0. AmL/min [ 5 BT IR SCI RS AR AR I 43 25 o I sAH FH 100mMA R £ . 250mM NaC1 (pH
6.8) 41K o 1B TR ELTT6 . 045 Bl B RE L A0S C MR FRAE A ZhibRE s L 50T G
N 3ug AR BT o sl G ety , AR AR JE E1 7740 % ACNT HR [AIT: B o A2 20"t (280nm
UK, 3250m TGS T HMNSIFIRE o D T A 25 1 UKL, a5 280nm [ FRYEHL — AR
K447 (PDA) DEATAS M. i F Empower® R ffE 1 TIE R 43 Hikald T HMWS HH 2% T AR T A o
[0528]  fifi[lProtein-Pak Hi Res CM 7umit GREFHTA ] (Waters.) HR+5186004929) ,
fEAquity H-Class UPLCAHZE GRAFH A 1] (Waters)) FdEfTWCX a3k AL 15 0E 30°C o
A 110 . 65mL/minffig s B 155 H AT 22 R 5 1ok Sy AR AR T 43 B8« I B AHA
FIBHI 20mMAZSER AN (pH 6. 5) FI20mMAEFRENZH A% -

[0529] 555 T TWOX i1 h

(05303 Tyt ] [min. ] %A %B
G 100 0
4.00 100 0
5.01 70 30
10.00 45 55
10.01 0 100
12.50 0 100
12.51 100 0
15.00 100 0

[0531]  BEAEALAESC N IRFFAE H Bt B 2 0 T o B Sug 8 11 B 0 204 I FiA 2D
AHATIURREAE I o e S T , AR R A T 251740 9% ACNIR HR RIS o A8 0 3 12206 (Ex
280nm,Ex 325nm) . fi F} Empower®#¢1 3k Tl R4y 31l 1 32l ORORARZS) [l £ T AR
ST (AUC) «

[0532]  Statistica®Xf} (M PHEFFAT] (Statsoft)) HITAEZe et FodAl Falbfd il 244
I R S SR 25 HMWS TR F 3 b 25 i 25 1 BT R RIWCK =R I P = B 1R 52 i) o [ 8 H 45 1 it
DB AN TP A 0 A o tae A FE 1) o D SRARG SR SR 4R 250 AIRHMWS « 1= 88 1 B0 B R v 20 1 40
b o QRIS , 18 o 5 FHL - K5 228 « =5 PSSOIK S HZE A pHEL il , (i 5 =t Kb o

[0533] 524

[0534] i 45 1 BTA, BHZ 22 # (CEX) AR FEmsE A (HA) taiikafifl [ B 25 (MSLN) -scFe
BiTES TN A o SR f5 58 FHR S /15758 (UFDF) FOUIC fiHAV: I o 188 1k % ik i O MR 775 25
VR R S i XA o o P R T MU il St O MR
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[0535] 356 ML i) it o Aihadk

[0536]

[0537]

[0538]

4

LA R

G40MSuT-1&

10 mM 2 £ B4

4% (wiv) &8, 2% (wiv) E4E

0.01% (w/v) PS 80

pH 4.0
1.0 mg/mL MSLN-scFc
G40MSuT-# | 10 mM% &8

4% (wiv) H&B2., 2% (wiv) B4

0.01% (w/v) PS80
pH 4.0
5.0 mg/mL MSLN-scFc

K60TrT-1&

20 mM AR 47

150 mM L-# £.E HCI
6% (wiv) #E#*2 H,0
0.01% (w/v) PS 80

pH 6.0
1.0 mg/mL MSLN-scFc
K60TrT-% 20 mMA% B 47

150 mM L-#% £ BLHCI

6% (w/v) #&FE$E*2 H,0
0.01% (w/v) PS80

pH 6.0

5.0 mg/mL MSLN-scFc

K70LTrT-1%

20 mMAE B 47
75mM & £ BR 2 B 3

4% (wIV) HFEEZRKEY
0.01% (w/V) PS 80

pH7.0

1.0 mg/mL MSLN-scFc
K70LTrT-3 | 20 mMAEBR 47

75mM#h £ 88 3 8% &

4% (wiV) #HEHE—KE&%

0.01% (w/V) PS 80
pH 7.0
5.0 mg/mL MSLN-scFc

R AL S E2R TAVBRE M IS 2 1. 3ml , R/ NI T 2SR5 B IE R Ea

SR AL AE -20°C L 25 CRI3TC Mg A7 Kk PU A, #E2°C -8°C M k7 Kk 15
JE o PEFE RE PR ]S AR i o A A AT FLRE SR R A (20°C ->-50°C ->20
'C,0.3K/min, 7E H PRI N PREFL/INGD otk RS HERER s s taii (SE-UPLC) FIRKAEIR] (I
T B NS R AITEST C M B AR IR ) TR

[0539]
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Class UPLCARZ GRFHTAF] (Waters)) FidE4TSE-UPLC R 1B E 725 C o 2l B itk
MO . AmL/min (5B T 74 SRS AR AR 20 12 ot S AH FH LOOmMBERR 84 . 250mM NaCl (pH
6.8) o 1A TS TALEL TG . 09 B RN AES C N PRAAE H ShidE RS R B 0 M o T 5 R
N 3ug I ER 11 BT o it S Kt , A0 AF ML Jm 1251740 % ACNIR HR TR BT o A I T2 (280nm
ML, 325nm RS ol I Empower® i i T RSy o AR T HMWS 2 T (A IR
(&9) »

[0540] s IRPEE W AR 35 (FE37°C N E) I A A28 TR 2 B o B I A1 28 1 Db
i, T SORE B0 0 BS FIT A I R e I L By 5 22 B 2 I LSS S e i
Jiko

[0541] 25 T SR K8 o8, 94T 1 IR SRR AL « — R TR 1 DA M — IR R
BEFLE B AL RS 00 T, B8 A BUN SRR , SR I5 ] i 5Bz (DTT) 3& )i o £EDTT
WIS T, 8 R IO R A 25 1Y D SRR FR B B o SR R I 2 1 1) 28 4 1 5.0mM
Tris pH 7.8FHHATIN o S IERER I BRIt L AR DA 25 110 CRESY < i) IR EE SR IR T2 53
TFI R 48 Hh I RESAEST C R 430 Bh il ot RN = S LR IEE K SR

[0542]  Kf5pug BRI 012800 BT 2410 1% (V/V) FIER (FA) F-F{fiff) Zorbax SB-
C18 (Agilent#859700-902) AT I o i 15645 BhER I 51k 90 % LI (5450, 1%FA) L, DA
KR E R 2)Q-Exactive Plusiiif GRER KRB A ] (Thermo Scientific)) ¥
FEL T 2 - o (i T L2 T DASS R R s s S 25, Forp a3 (03 9370 0005
FAHTEE200-2000m/2) 2 e 12 4= 5 B I s REREHEAR B3 (HCD) (43 J1%£17500)
(05431 {5 J] Py 508 4 A2 25 T 05 A Joid o R Y G B 25 i IR o 0 S5 i iE AT T B Bk -
Pinpoint#ff ek KRBT 2 E] (Thermo Scientific)) BT B+ FE B MMANS
YRR AR i o

[0544]  FMAPRGEIX (CDR) AT WIE- K3 R 8 1 F 4 LE HiFehler ! Verweisquelle
konnte nicht gefuden weden.745H .

[0545]  4PE9FT R, K AR SpH 6.08k7.0 N RCH] S ARLL , 2MSLN-scFeftEpH 4.0 M)
I HMWS I B S 5 B o SR TERAE T HEST C N A7 B S TG 1) ot PRI P AL A AR A
[0546]  UnERTHrx, WS SpH 6.0F07. 04HEL, 2 4EpH 4.0 MECHIES , MLSN-scFe A5 T
B

[0547] 7. 10k A AR E N EIMSLN - scFe it il R A A A A EAR [ % ]
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SH% | BEAA | B4 K | G4OMSuT- | K60RTrT- | K70LTrT-

[ %, 1% 1%

feli o | BBREAL | NI10I 3.2 0.7 0.6

BLBLEAL | N162 3.3 15.0 14.0

CD3% 44 | BLBLARIL | N348 2.9 9.4 24.5

10548] W | N351 0.8 38 10.0

¥ kR £k M530 4.3 4.0 5.4

E-¥9 M706 2.5 2.1 3.7

BLBLEAL | N603 5.6 7.0 7.5

R Fm 22.6 42.0 65.7

[0549] 5515

[0550]  fifi ik (1 JoaA S BH S 22 4t (CEX) AEEELRE A7 (HA) 2k 2lifk.CD33cc-scFe BiTE

PUAR AR SR E TR I8 /720 (UFDF) R A HADR I« 101 78 DI 24 (R MR EZ 711 ik 2 P T
RSB ABC ] o A 8FEHE T AL kA -

[0551]

28 : DAt RO ik
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[0552]

[0553]

AR

B ] &

483

G40MSuT-1%

10 mM2B & B8

4% (wiv) H&E. 2% (wiv) E#E

0.01% (w/v) PS80

pH 4.0
1.0 mg/mL CD33CC-scFc
G40MSuT-% | 10 mM#& & B

4% (wiv) HEE. 2% (wiv) EHE

0.01% (w/v) PS80
pH 4.0
5.0 mg/mL CD33CC-scFc

K60TrT-1%

20 mM &% B4 47

150 mM L-#5 £ BRHCI
6% (wiv) #&FEHE*2 H,0
0.01% (w/v) PS 80

pH 6.0
1.0 mg/ml. CD33CC-scFc
K60TrT-3 20 mMABEER 47

150 mM L-# £ B HCI

6% (wiv) #HZFEHE*2 H,0
0.01% (w/v) PS 80

pH 6.0

5.0 mg/mL CD33CC-scFc

K70LTrT-1%

20 mM A% BR 47

7SmM#f #8828 3

4% (w/V) HFEEZKEY
0.01% (w/V) PS 80

pH 7.0

1.0 mg/mL CD33CC-scFc
K70LTrT-% | 20 mM#EEL 47

75mM A 28 3 8L

4% (wIV) HFAE =KW
0.01% (w/V) PS 80

pH7.0
5.0 mg/mL CD33CC-scFc

R L ARRCH] A AE2R TR/ MR e 1. 3L Rz MU T 3R ZE R R R

S5 MR P B RS AE - 20°C L 2°C -8°C W25 C N3 C M B AFK A Y o AEFE A IR A A
FHEEESS o A, B AR T TR B S PRI A (20°C ->-50°C->20C, 0. 3K/min, /£ H
FRIGLEE N ORA45 LN o i e RS HERHA = 58 2% (SE-UPLC) AR AR (SO T35 RS A
A AIAEST C MEAFIRES) 23 BT o

[0554]

{fiFJAcquity UPLC BEH200 SEC 150mmi¥ (GREFARZSE] (Waters)) fEAcquity H-

Class UPLCARAZ (GR¥FHT ] (Waters)) b4 TSE-UPLC AL A€ J925°C o 18 B FH i
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MO . AmL/min 5 T 74 SR AR AR 20 2 o S AH FH LOOmMBERR 84 . 250mM NaCl (pH
6.8) ZH i o i T [RLEL116 . 000 Bl BRI AES C N R HFAE B shidbFERS th B 04 T4 W
I 3ugHIER 11 BT o it S Kt , A0 AF ML 5 1251740 % ACNIR HR TR BT o A I T2 (280nm
NBCE L 325nm N RS ol T Empower® S f TR 43 A THMWSHIZR N (AN T AN
(&10) .

[0555] gl IV W AR 35 (FE37°C NI I A A28 TR 2 B o B I A0 28 1 Bbf
i, T SORE B0 0 BS T AR o R e D L e 5 22 B 2 IR LSS S M e i
Jiko

[0556] 2 T SR RS %, 94T 1 R BRI A « — R TR i DA M — R TR
BEFLE B AL RS 00 T, B8 A BUN SRR , 2R I5 ] i 5Bz (DTT) 3& )i o AEDTT
W B T, 8 R IO R A 25 11 D SRR F R AR B o SR R 2 1 1) 28 4 1 5.0mM
Tris pH 7.8FHEATIN o S IRER I BRI e L AR DA 25 1010 CRESY < i) TR EE SRR T2 53
TSR AR ZEST C RIS 3043 BTl RN = S0 SR TR K SR

[0557] Ko BEFIH I 01250 BT 240 1% (V/V) FIER (FA) F-F{fiiff) Zorbax SB-
C18 (Agilent#859700-902) KA I o f FH1563 BhES 11501590 % LI (27450, 1%FA) |, DA
KR E R 2)Q-Exactive Plusiiif{ GRER K /KRB A ] (Thermo Scientific)) ¥
FELMT 5 2 - o T L2 TR LASS R R s Xl S 25, Forp a8 (0 9370 000;
FHTEE200-2000m/2) 2 Jrd 12 25 B I REREHEAR B3 (HCD) (43 E3217 500) .
(05581 {5 JT] Py 503 A A4 25 3OS A Joid o R R G B i 25 o IR o 0 S5 i AT T B Bk o
Pinpoint® ) (FEER K /KRB AT (Thermo Scientific)) ZET- B PR B MANE
YRR ARG i o

[0559]  %MAERGEIX (CDR) YT WIE K3 R A8 1 1 4 LE HiFehler ! Verweisquelle
konnte nicht gefuden weden.9%%

[0560] 4P 10fT 5, nsk SpH 6.08k7.0 FAORCH] AL , 24CD33ce-scFeftEpH 4.0 FAd
TS, HMWS ) 25 i 25 B o R TRk T AE37°C M A7 ] i I il o PR SR A A AR 1AL
[0561] N 9P, WP 5pH 6.0f17. 04HLL, 24 4EpH 4.0 FECHIN,CD33cc-scFe AL
THFAE

[0562]  3K9. jHxt KA R mE N IICD33 e e - seFe it il it rh AP B A [ % 1
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B | BREAR | B#E4EE | G4OMSUT- | K6ORTrT- | K70LTrT-
’ & 1% 1%
et b £k M34 1.7 1.0 1.6
FH L D103 7.3 5.8 6.1
CD3¢4% | &4k M290 1.3 0.8 1.4
BLEBEAERAL | N359 0.9 7.0 23.2
[0563] BLELEAL | N362 0.3 3.1 9.0
¥ 4£Fc F AL D510 2.3 2.3 1.8
£k M541 4.7 4.2 7.2
BLBLEEAL | N614 4.5 7.4 7.7
BELEAL | N673 0.5 1.1 4.5
A4 M717 3.0 2.1 4.5
R ¥ Fo s 26.5 34.8 67.0

[0564] 536

[0565] /3 W& 45 4lifk OMSLN - hALB MSLN-hF c FIIMSLN - s cF e [1 il fill 245 W Jo il ot g /
ZUEAE T R 4315 (MWCO) 24 L0kDa [ JEdEA T4 i1 52 8 o 288 o % I 4 (1) i 25 TR S
I PO Y o RS A T BT A R S K6 OR T THIGAOMSuT , K6ORTr T FH 20mMA R EH . 150mM
L- RSB AR £ 16 % (w/V) MEell /K& 1).0.01 % (w/V) B 1L ALEZEESO (pH 6.0) £H i,
GAOMSuTH] 10mMA 22 4 % (w/V) HEKEZ 2% (w/V) FEHE.0.01% (w/V) 211 BLEERES0 (pH
4.0) £ ;% - MSLN-hALBYFK60RTr THAFiC ] ,MSLN- scFe /EK60RTr THIGAOMSuT HI L il o 25 [ BTk
FEI 1. Omg/mL o [7] 195 0pL AR A A 78 N B0l 1000ppmAtARE AR CKk H Fl7ER
7 (Alfadesar) 6% 4l (Specpure) |, /45 38717) , FE25ppmiB I« ¥ AL MM
AR B o RS I A AR A KON IR R FE 2 3ce TARU IR/ NIl , HFAE37TC R
5 B 247N o AR S I4 AR (1 75 1 L il i SE-UPLCA AT PIr A A i, DA (L HMWS R B (GR
10) « 4 7EK60RTr TR I, MSLN - hALBHI- scFe £EZS MIRER {5 7~ HHHMWS [ 25 {0 i o 6T
scFeMg AR, I DL 7 HH ok e i) i pHRR A 22 4 . O T DARR AR BB I o AR P20 15U , 1
FTT A TMLSN-hALBSEAS I T, B s AR ) S pHAE 5 . 0 S A NI 2 B AR B b
[0566] 10 £F N\ 25ppmfil: 5 15 SE - UPLCH E FIMSLN - hALBAF - scFe il 7 HHHMWS 2 52 1)
WA

AR hALB scFe
(05671 B4 o K60RTrT | K6ORTrT | G4OMSuT
A %HMWS (5K #Aodd st B Aaik)
25 ppm #4010 1.0 0.2

[0568] St T-scFegfa, AT A W ai i Reic il it pHIR AR A2 4 . O] DABRARAN TG 2 001
ST BE I AR PRI RS, 12X TT 1N T-MLSN - hALBSZ AN RIA T , AR S s A B il it pH
95 0 KA IR 2 A A e Bt « R, RIS 4 AR et G e AR A R B iAo
A, BlnscFe/EoyEE = SAb .

[0569] 524417
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[0570]  BFHE AN e M RE K245 [ EHLE CREZE 2 K) BITE®H Ak Atk (BiTE®A)
[{EGFRVI I TAE20mMAT S — 7K &), 100mM  L- K558 B R R h A e pH4 . 8 N i il o i FH AMfi
BRI IR IR 22545 FE IINO 10020 0mME A4 o AN 245 [Tk BE R 42 250 . 8mg
BiTE A/mLo Wi A S5y 22 . omLEITIAU10R  TRUBEEES /N, Bz N T 28R ZE N
FREN R BB P B X B VAR S0 C M AT L2 8, A AR A g VA Rl e Ve
[0571]  SE-UPLCAEACQUITY UPLC H-Class Bio& % GKEFHT/AE] (Waters) , K /R HE
(Milford) , B e, SLIE) 3T LAME & H PR, iZACQUITY UPLC H-Class Bio#
e AP RE A BERS - FINAE VU S eIA A B RS A L — AR 41 (PDA) A = 4L A » 16 FH
Acquity UPLC Protein BEH 200 SECK: (BH%t1.7um,4.6X 150mm) GREHTAE] (Waters) ,
KIRAEE Milford) , =i FE N, FEED AT B R AR FFE25°C 1 o 5 100uL A Fh
eI 5 B A PTRE/ REM IR FRIEL GRFEIT A 7] (Waters) , K/RFE{E (Milford) , Bk
FEN, 2] (MBS IETE S MR 4 B Shit iR S8 C 1.

[0572] Pyttt A i, Fh R B TR B /AR A BIAE |, X 7 3 . 8Ly 4
AN, B A PR 20 . 8mg/mL o A S P AR SE B 45 2F R LLO . 4mL/minf Rt db AT, {1 1]
100mMIgE RN ZE 71 (pH 6. 8) F11 Y3 AN 250mMEU AN ZE IR ZIAH - 121 T2 il i R 4
5 na )@ EA ) 500mMEEER — SN IiEk R @ E B 1 500mMEEFR S AN Inak A miEC -
(M BN DA RO 2R 2 818D | HPLCEF K H Sh R & o AEFE B AT 2 8], 1S 10pLiry
40% N o AEEFIR AT TR TT A6 , F TR RN S5 oRIN, I 5 1 BTbRiE D LA DR AR Geids I VE - ffaz
AT TRIBEE 6457 Bl o

[0573] sl F-EEA M BE R AE A, , 7E280nm P N e UVIRISC o i T Empowe r B (TR
WA E] (Waters) , KIRAEE (Milford) , Shpig ZE M, 5D YT OISR R ES kil
22 IR (AUC) 111 5 3 M e i B, AR R BE A o RHEL A — N = A A A S R~ 3
SMNAME RS

[05741  fi FHUA R MR P R

AUC HIE
[0575] c = 1000 60

€ * RN IBLE » IEHATHRAR
[0576] &5 pHERZRE N IR (AUC) B (mAUs) THERERL IR EE (ng/mL) « R 1FPAITH S
(05771 K11 U T AR IR (ng/mL) [RISE-UPLCT AN AL

5% 1&
SRR [mL] 0.0038
[0578]  #LiZ[mL/min] 0.4
A3 3% 42 [cm] 0.5
HAEK e [AUmME" em™ mLj 2.0000

[05791  FR12FPESHT 1 AE Dy PSS AN f#E A7 I TR R 0 BITE®AFCH i 1 £ FH BTk -
ERIRAEAAAE EAENROTG DU T 28 A DUk S BN TR PRSP IEE , (EAE 25 R A o 42 2 (e 25 1)
T A TR o« 26 TR AE 25 7 200mM LA BT Al it 2 5 B S A
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[0580] K12 /F MBI SLAE AT A pR B2 A Tk
NaCl
4 -8 18] K B [mg/mL]
[mM]
TO 0.80 £0.01
0 T4w 0.78 £ 0.01
T8w 0.78 £ 0.01
T12w 0.76 £ 0.02
TO 0.84 £ 0.01
[0581]
T4w 0.80+0.00
100
T8w 0.75+£0.01
T12w 0.70 £ 0.00
TO 0.79 £ 0.01
T4w 0.66 = 0.01
200
T8w 0.55+0.00
T12w 0.47 +0.00

[0582] 1/ FJ'GRH Sk il 5t BITE®A il 751 H oA - 10FN25wm ¥ 30 AT WL ASTRT ) 5 o 7F L 25 A
HRLD 150f&J&=sIHTIAC 9703+ Ak 1R Ze (D12 & /- 4F (Beckmann Coulter) , #f
T Brea) | ATERTN . 2E0H) |77 EBIIRL AR fUPharnSpec. SHKPEEFTACR
TRV  AEFER A7 2 BT, 5 WL BZYT- Ca LK BE B E Spm (FER AR B A 1
(Thermo Fisher Scientific) , K/RKEEM (Waltham) , =i 2E N, E[E) FIEZYTM-Cal ki i
FRAE15pm (BB /R RS A 7] (Thermo Fisher Scientific) ,AZRERMEE (Waltham) , Shj
WEEM, L) Bk R gl k.

[0583] St T-RE ML, PALOmL/min Rttt i A TPU R0 . 2mLAE S AR FR I & o 2 557 28—k
AT RERURIAR B DA e fer = R R~ A 25 H o AR v 2 iR 2 TR) 2 EA T st o
A JCRURT IR /K IR DR I P AR U E iR I g 100k /mL = 2pmdAT 14N JURT/mL = 10pm o 4K
T LOAN25pum PR INE FT IOk P LA — AR A 25 H

(05841  ZR1SMEIR T 1E A EC A 77 TR 250 24 BITES AR EC A S 0 T WLk
B AFAFAE FAARITE BL N, AT DL ASORT THESOR AR , I LB 5 I TR R HERS SN 2
o IR BN T BOH Y BRI AR RURE T 250 SR, AR SRATAE N, M AT RSk 1) P S [R) S 5
B X R EAE SRS O T, 28 B R R AR E TR 208G

(05851 13 : MLl At A A7 I [T B R = T P DRSOk T2
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NaCl
fi% 4 B ) >10um >25pum

[mM]
TO 1288 59

0 T4w 1466 62
T8w 1894 108
T12w 2383 61
TO 1540 83

[0586]

100 T4w 4708 258
T8wW 6206 550
T12w 6139 811
TO 1541 53
T4w 7594 933

200
T8w 7778 1133
T12w 5233 972

[0587]  1f o 42K 2 o FA G (GKDSE) A 54 BITE® ARl 77 2- 1 T80 7 o 1 F
Prometheus NT.48{¥#s GEIHE R (NanoTemper Technologies) , 5 e 2 5 [E]) FIAHMN 1
PRThermControl #4: GEtH 5% FH R (NanoTemper Technologies) , %eJE 22, {8 [E) s AN A fd
I BITE®ARIFIRIRIF AR GEAT N« T 04 2 A BRI T A R SR i Tag g, i
o EME I 10pLIE S BlPrometheus NT. 4845k B 4N (3 0 B
(NanoTemper Technologies) ,Je ., faE) OB TUER T o — U= A0 MR ARG o AR
E XOh20°C 5 95°C, IR %1 C /min.

[0588] f{}i fHPrometheus PRThermControl 4 (iEH E F14 (NanoTemper
Technologies) , 5 JE &, TR SHATEIE T A PVRTTAEIEOL T, 20 BPR 22t
(F350nm/F330nm) {— S BOHD T AR O T RIIZR S , 70 BB S e B i —n
BRI EEER.

[0589]  KieE A BURIHEL (T,) MRS (T, ) AR 14 LA — =3 tH SR (SR
224 . ELTEWIAEA A7 (e SE SN, T RETT (1) VR (R (T, ) A
RAE o X SRHA A7 R O C 1) S A G RN IR AR S PE B

[0590] 14 AE I il R B AR DSEAT R A B S A T ISR AE

NaCl [mM]  Tul [°C]  Tag [°C]
520+00 525+0.1

100 51,7400  50.6+0.0

200 51000 493 =0.1

(05921 {318

[0591]
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[0593] BN A BITE®D AN A4 (FF 5N BOMARIYEC A iy 25 A7 A4 ¢ 25 Myt 1) 25 44

b A A (BITE®F )AL A (BITE®E) B 4Mcys- 1) FUBCMATELOmM L- 732442 9 %
(w/v) R (pHA . 8) FREC il o {5 FHAMfE 28 TAR A 2R IR 1 % 53 HR TN O 100 F1200mM A 44«
BRI E 250, Smg BITE®,/mL o ¥ e Z9R M5/ 222 . 5mLE AR 10R 1Y B i
ANHRH B2 MU T EEAG IR FERN RN 55 2 B R B P o X SRR AR 30 °C M i A7 128, I
AR5 BT 5 A AR e 1

[0594] 47 b AT £ 7 SE - UPLC o 2l 3 (5 FH280nmiF iU I K AE325nm I I i 2 ' & B
SRS R TAS I o (28T FOARDT T AR (AUC) P UHPA TR - 5T (LMWS) o« a5k 15 o,
LMWSFHIS TR AT A AR SIS O N AR, , - BRI I seEfaE .

[05951 15 /E AL ANE A7 H] A 200 BITE®E A BITE®F il 71 LMWS 1) 15 45 Lt
Ot
] :
NaC pARE  LMWS [%]
[mM]
iTE®
Bi BiTE® F
E
TO 0.0 = 0.0 0.0+ 0.0
[0596] T4w 2.5+0.0 26=0.0
0 T8w 3.1+0.0 33+0.1
T12w 4.0+0.1 43+0.1
TO 0.0+ 0.0 0.0 0.0
100 T4w 2.840.0 3.0 0.0
T8wW 3.8+0.1 4.0+ 0.0
NaCl
A8 LMWS [%]
[mM]
BiTE® ,
BiTE® F
E
[0597] T12w 5.0+0.0 54+0.0
TO 0.0 £ 0.0 0.0 £ 0.0
T4w 2.9+ 0.0 3.1%0.1
200
T8w 4.1+0.1 43+ 0.0
Ti2w 5.4+0.1 5.7+ 0.0
[0598] WIS AT TR A TR . L6 T4 H T/ i S A 7 10 R 5510 BITE®E A

BITE®F il 1 Hhll v] WRTRLIF R o ansR 5 2 SR , AEA A QUL BRSO~ L
F DU A K., S A7 IN TRC G - 1X R BITE®E MBI TE®F £ A& £h AL At 1 H
HEGE IR AR E M -
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(05991 4516 Ayl R F7 I AT A 7 T TR

1[\25[1] AR >10 um >25 um
BiTE® BiTE® ,
BiTE®E BiTE® F
E F
T0 19 26 1 3
Taw 72 74 5 7
0 T8w 60 26 6 2
T12w 101 63 9 8
L0600l T0 18 25 1 3
Taw 662 587 38 50
100 T8w 150 288 9 20
Ti2w 937 699 61 42
TO 205 33 19 3
Taw 735 1971 2137 186
200 T8w 266 493 859 48
T12w 1381 5T2 3701 45

[0601] i FH S 7 FR o (1) 5 5, il AR ZE 7 A i Pk (402K DSF) X BITE®E #l
BiTE®F 5L T #Ur i K5 A TR R (T) R SRR (T, ) AER LT, — U=
THRRF A SR 20 - e, noR5 0045 03k 1 00mMEC AL N ) U FFTARLL , £E200mM
NaCUf7AE I, Je T (T)) AE BT N A A= o AT RO R VR L PR A A I 1) s & Al 571 2
JRZR B RIS, W5 25 A U B Al IR 2 9 ISR B o SR B B R R B PR S i B A1
AR AR A S FR A BCH SL A RAR Ae e PR o

[0602]  ZR17 ARy ICH itk B0 AAKDSEX AR RIZR B4 T IR AE

NGl e Toge [°C]
[mM]
BiTE®E BIiTE®F BiTE®E BiTE®F
0608 0 582+0.1 582+0.1 n.d. n.d.
100 582+0.0 582400 77.1+£04 769+0.1
200 576+0.0 57.6+0.0 684+0.6 71.2+0.1

[0604] n.d.=AAMF)
[0605]  F18.FpHl3k
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oo e BRIAR | F3)
1. G4S # % GGGGS
2. (G4S)2 4 3k GGGGSGGGGS
3. (G4S)3 #: % GGGGSGGGGSGGGGS
4. (G4S)4 4k GGGGSGGGGSGGGGSGGGGS
5. (G48S)S5 # & GGGGSGGGGSGEGGSGEGGSGGGGS
6. (G4S)6 4 3k GGGGSGGGEGSGGGGSGGGGSGGGGSGGGGS
7. (G4S)7 4k GGGGSGGGGSGEGGSGGGGSGEGGSGGGGSGGGGS
8. (G4S)8 % GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSGGGGS
9. Ak % PGGGGS
10. Ak Ak PGGDGS
11. Fk gk SGGGGS
12. P GGGG
13. CD3e 444 QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIG
VL GTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGG
GTKLTVL
14. CD3g 4544 EVQLVESGGGLVQPGGSLRLSCAASGFTFNSYAMNWVRQAPGKGLEWVAR
VH IRSKYNNYATYYADSVKGRFTISRDDSKNTAYLQMNSLKTEDTAVYYCVRHG
NFGNSYVSWWAYWGQGTLVTVSS
15. CD3¢ ¢ 44 EVQLVESGGGLVQPGGSLRLSCAASGFTFNSYAMNWVRQAPGKGLEWVAR
scFv IRSKYNNYATYYADSVKGRFTISRDDSKNTAYLQMNSLKTEDTAVYYCVRHG
NFGNSYVSWWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
16. NI RABRARE HHHHHH
17. Fc #4k-1 DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
+c/-g KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS

NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
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VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

18.

Fc #4k-2
+c/-g/delGK

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSP

19.

Fc $4k-3
-c/+g

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKV
SNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDI
AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK

20.

Fc $#-4k-4
-c/+g/delGK

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKV
SNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDI
AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSP

21.

Fc #4k-5
-c/-g

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYGSTYRVVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

22.

Fc #4k-6
-c/-g/delGK

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYGSTYRVVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSP

23.

Fc #4k-7
+c/+g

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYNSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

24.

Fc #-4k-8
+¢/+g/delGK

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYNSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSP

25.

scFc-1

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGS
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

26.

scFc-2

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSP

27.

scFc-3

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
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KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKV
SNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDI
AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGG
GSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCS
VMHEALHNHYTQKSLSLSPGK

28.

scFc-4

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKV
SNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD!
AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSP

29.

scFc-5

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYGSTYRVVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGS
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYGSTYRVVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

30.

scFc-6

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYGSTYRVVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPREEQYGSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSP

31.

scFc-7

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYNSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGS
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYNSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

32.

scFc-8

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYNSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYNSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
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EALHNHYTQKSLSLSP

33.

MSLN-HLE

Fr Fc &t 1

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWLSYIS
SSGSTIYYADSVKGRFTISRDNAKNSLFLQMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGINTWLAWYQQKPGKAPKLLIYGASGLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQAKSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ,
PREPQVYTLPPSRKEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLKSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
K

34.

MSLN-HLE

FFcét2

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV

KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYDTTPPVLDSDGSFFLYSDLTVDKSRWQQGNVFSCSVM

HEALHNHYTQKSLSLSPGK

35.

MSLN-HLE

hALB #&4&

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWLSYIS
SSGSTIYYADSVKGRFTISRDNAKNSLFLOQMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGINTWLAWYQQKPGKAPKLLIYGASGLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQAKSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLPGGDGSDAHKSEVAHRFKDL
GEENFKALVLIAFAQYLQQCPFEDHVKLVNEVTEFAKTCVADESAENCDKSLH
TLFGDKLCTVATLRETYGEMADCCAKQEPERNECFLQHKDDNPNLPRLVRPE
VDVMCTAFHDNEETFLKKYLYEIARRHPYFYAPELLFFAKRYKAAFTECCQAA
DKAACLLPKLDELRDEGKASSAKQRLKCASLQKFGERAFKAWAVARLSQRFP
KAEFAEVSKLVTDLTKVHTECCHGDLLECADDRADLAKYICENQDSISSKLKEC
CEKPLLEKSHCIAEVENDEMPADLPSLAADFVESKDVCKNYAEAKDVFLGMFL
YEYARRHPDYSVVLLLRLAKTYETTLEKCCAAADPHECYAKVFDEFKPLVEEPQ
NLIKONCELFEQLGEYKFQNALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCC
KHPEAKRMPCAEDYLSVVLNQLCVLHEKTPVSDRVTKCCTESLVNRRPCFSAL
EVDETYVPKEFNAETFTFHADICTLSEKERQIKKQTALVELVKHKPKATKEQLK
AVMDDFAAFVEKCCKADDKETCFAEEGKKLVAASQAALGLHHHHHH

36.

CDHI19-HLEa

X R4t 1

EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHG
NFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSSYELTQPPSVSVSPGQTA
SITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNSGNTAT
LTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVLASTKGPSVFPLAPSSKST
SGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTV
PSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFL
FPPXPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEE
QYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREP
QVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYDTTPPVL
DSDGSFFLYSDLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

37.

CDH19-HLEb

X 4h4E 2

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
FIWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI
IGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGQPKAAPSVTL
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FPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNN
KYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECSDKTHTCPPCPA
PELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE

VHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSRKEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLKSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

38.

CDHI19-HLE

FFc4t 1

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
FIWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI
IGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOQOMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSRKEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLKSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

39.

CDH19-HLE

% Fc 4% 2

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV

KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYDTTPPVLDSDGSFFLYSDLTVDKSRWQQGNVFSCSVM

HEALHNHYTQKSLSLSPGK

40.

CD33-HLE

F Fc 4 1

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQCLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSSGGGGSGGGGSGGGGSDIVMTQSPD
SLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLLLSWASTRES
GIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGCGTRLEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGG
GGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSRKEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLKSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK

41.

CD33-HLE

F Fcék 2

DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV

KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYDTTPPVLDSDGSFFLYSDLTVDKSRWQQGNVFSCSVM

HEALHNHYTQKSLSLSPGK

42,

CD33-HLE

scFc

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQCLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSSGGGGSGGGGSGGGGSDIVMTQSPD
SLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLLLSWASTRES
GIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGCGTRLEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGG
GGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
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EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGG
GSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK

43.

CD20-HLE

scFc

QVQALVQSGAEVKKPGSSVKVSCKASGYAFSYSWINWVRQAPGQGLEWMG
RIFPGDGDTDYNGKFKGRVTITADKSTSTAYMELSSLRSEDTAVYYCARNVFD
GYWLVYWGQGTLVTVSSGGGGSGGGGSGGGGSDIVMTQTPLSLPVTPGEP
ASISCRSSKSLLHSNGITYLYWYLQKPGQSPQLLIYQMSNLVSGVPDRFSGSGS
GTDFTLKISRVEAEDVGVYYCAQNLELPYTFGGGTKVEIKSGGGGSEVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYI
SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

44,

CD33xI12C-scF
[

VH CDRI

NYGMN

45.

CD33xI2C-scF
[

VH CDR2

WINTYTGEPTYADKFQG

46.

CD33x12C-scF
c

VH CDR3

WSWSDGYYVYFDY

47.

CD33xI2C-scF
[

VL CDR1

KSSQSVLDSSTNKNSLA

48.

CD33xI2C-scF
[

VL CDR2

WASTRES

49.

CD33xI2C-scF
[

VL CDR3

QQSAHFPIT

50.

CD33x12C-scF
c

VH

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQGLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSS

51.

CD33xI12C-scF
c

VL

DIVMTQSPDSLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLL
LSWASTRESGIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGQ
GTRLEIK

52.

CD33xI2C-scF
c

scFv

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQGLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSSGGGGSGGGGSGGGGSDIVMTQSPD
SLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLLLSWASTRES
GIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGQGTRLEIK

53.

CD33x12C-scF
c

A F
2F

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQGLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSSGGGGSGGGGSGGGGSDIVMTQSPD
SLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLLLSWASTRES
GIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGQGTRLEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
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RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

54.

CD33xI2C-scF
c

B4R
HLE %%

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQGLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSSGGGGSGGGGSGGGGSDIVMTQSPD
SLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLLLSWASTRES
GIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGQGTRLEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGG
GGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
JAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGG
GSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK

55.

CD33xI2C-scF
¢ delGK

WAF
HLE #-F

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQGLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSSGGGGSGGGGSGGGGSDIVMTQSPD
SLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLLLSWASTRES
GIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGQGTRLEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGG
GGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

56.

CD33_CCxI2C
-scF¢

VH

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQCLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSS

57.

CD33 CCxI2C
-scFc

VL

DIVMTQSPDSLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLL
LSWASTRESGIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGCG
TRLEIK

58.

CD33_CCxI2C
-scFc

scFv

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQCLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSSGGGGSGGGGSGGGGSDIVMTQSPD
SLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLLLSWASTRES
GIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGCGTRLEIK

59.

CD33_CCxI2C

WA F
5F

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQCLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSSGGGGSGGGGSGGGGSDIVMTQSPD
SLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLLLSWASTRES
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GIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGCGTRLEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

60.

CD33_CCxI2C
-scFc

4% Fe bk
HLE 9%

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQCLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSSGGGGSGGGGSGGGGSDIVMTQSPD
SLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLLLSWASTRES
GIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGCGTRLEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGG
GGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGG
GSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK

6l.

CD33 _CCxI2C
-scFc_delGK

WEEFH
HLE %%

QVQLVQSGAEVKKPGESVKVSCKASGYTFTNYGMNWVKQAPGQCLEWM
GWINTYTGEPTYADKFQGRVTMTTDTSTSTAYMEIRNLGGDDTAVYYCAR
WSWSDGYYVYFDYWGQGTSVTVSSGGGGSGGGGSGGGGSDIVMTQSPD
SLTVSLGERTTINCKSSQSVLDSSTNKNSLAWYQQKPGQPPKLLLSWASTRES
GIPDRFSGSGSGTDFTLTIDSPQPEDSATYYCQQSAHFPITFGCGTRLEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGG
GGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

62.

EGFRvIIIxCD
3-scF¢

VH CDRI1

NYGMH

63.

EGFRvIIxCD
3-scFc

VH CDR2

VIWYDGSDKYYADSVRG

64.

EGFRVIIIXCD
3-scFc

VH CDR3

DGYDILTGNPRDFDY

65.

EGFRVIIIXCD
3-scFc

VL CDRI1

RSSQSLVHSDGNTYLS

66.

EGFRvIIIXCD
3-scF¢

VL CDR2

RISRRFS

67.

EGFRvVIIIxCD
3-scFc

VL CDR3

MQSTHVPRT

68.

EGFRVIIIXCD

VH

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKGLEWVA
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3-scFc

VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSS

69.

EGFRVIIIxCD
3-scFc

VL

DTVMTQTPLSSHVTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLL
IYRISRRFSGVPDRFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGQ
GTKVEIK

70.

EGFRvIIIxCD
3-scFc

scFv

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKGLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGQGTKVEIK

71.

EGFRVIIIXCD
3-scFc

R4 FE
2F

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKGLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGQGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

72.

EGFRVIIIxCD
3-scFc

4%
HLE %%

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKGLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGQGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGG
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGS
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

73.

EGFRVIIIXCD
3-scFc_delGK

B4 Tk
HLE %

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKGLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGQGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGG
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
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EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

74.

EGFRVIII_CC
xCD3-scFc

VH

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKCLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSS

75.

EGFRUvIII CC
xCD3-scFc

VL

DTVMTQTPLSSHVTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLL
[YRISRRFSGVPDRFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGC
GTKVEIK

76.

EGFRVIII_CC
xCD3-scFc

scFv

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKCLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGCGTKVEIK

71.

EGFRVIII CC
xCD3-scFc

B4t
HLE
21

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKCLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGCGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVROQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

78.

EGFRvIII CC
xCD3-scFc

B4 Ftk
HLE %F

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKCLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGCGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGG
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGS
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

79.

EGFRVIIL CC
xCD3-scFc_del
GK

BA4F F-t
»F

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKCLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMINSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGCGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGG
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
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THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

80, MS _1xCD3-s¢ | VH CDRI DYYMT
Fc
81. MS 1xCD3-sc | VH CDR2 | YISSSGSTIYYADSVKG
Fc
82. MS_ 1xCD3-sc | VH CDR3 DRNSHFDY
Fc
83. MS_1xCD3-s¢ | VL CDRI RASQGINTWLA
Fc
84. MS_1xCD3-sc | VL CDR2 GASGLQS
Fc
85. MS_1xCD3-sc | VL CDR3 QQAKSFPRT
Fc
86. MS_1xCD3-sc | VH QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWLSYIS
Fc SSGSTIYYADSVKGRFTISRDNAKNSLFLOMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSS
87. MS_1xCD3-sc | VL DIQMTQSPSSVSASVGDRVTITCRASQGINTWLAWYQQKPGKAPKLLIYGAS
Fc GLQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQAKSFPRTFGQGTKVEI
K
88. MS 1xCD3-s¢ | scFv QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWLSYIS
Fe SSGSTIYYADSVKGRFTISRDNAKNSLFLOMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGINTWLAWYQQKPGKAPKLLIYGASGLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQAKSFPRTFGQGTKVEIK
89. MS 1xCD3-sc | a4 7% QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWLSYIS
Fc ST SSGSTIYYADSVKGRFTISRDNAKNSLFLOMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGINTWLAWYQQKPGKAPKLLIYGASGLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQAKSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
90. MS_1xCD3-s¢ | s 4 Fe QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWLSYIS
Fc HLE %% SSGSTIYYADSVKGRFTISRDNAKNSLFLOMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGINTWLAWYQQKPGKAPKLLIYGASGLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQAKSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ,
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
KGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGP
SVELFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
91. MS_1xCD3-sc | at4¥ 714 QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWLSYIS
Fc_delGK HLE 4% ¥ SSGSTIYYADSVKGRFTISRDNAKNSLFLOMNSLRAEDTAVYYCARDRNSHFD
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YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGINTWLAWYQQKPGKAPKLLIYGASGLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQAKSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
GGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSY
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPC
EEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

92.

MS 1 CCxCD
3-scFc

VH

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKCLEWLSYIS
SSGSTIYYADSVKGRFTISRDNAKNSLFLOQMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSS

93.

MS_1_CCxCD
3-scFc

VL

DIQMTQSPSSVSASVGDRVTITCRASQGINTWLAWYQQKPGKAPKLLIYGAS
GLOSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQAKSFPRTFGCGTKVEI
K

94.

MS 1 CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKCLEWLSYIS

SSGSTIYYADSVKGRFTISRDNAKNSLFLQMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC

RASQGINTWLAWYQQKPGKAPKLLIYGASGLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQAKSFPRTFGCGTKVEIK

9s.

MS_1_CCxCD
3-scFc

A 1k
0%

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKCLEWLSYIS
SSGSTIYYADSVKGRFTISRDNAKNSLFLOMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGINTWLAWYQQKPGKAPKLLIYGASGLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQAKSFPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

96.

MS_1_CCxCD
3-scFc

4 FE
HLE %-F

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKCLEWLSYIS
SSGSTIYYADSVKGRFTISRDNAKNSLFLOQMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGINTWLAWYQQKPGKAPKLLIYGASGLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQAKSFPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
KGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

97.

MS_1_CCxCD
3-scFc delGK

4F F

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKCLEWLSYIS
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HLE %#-F SSGSTIYYADSVKGRFTISRDNAKNSLFLQMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGINTWLAWYQQKPGKAPKLLIYGASGLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQAKSFPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGL!IGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
GGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSY
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPC
EEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

98. MS 2xCD3-sc | VH CDR1 DYYMT
Fc
99. MS _2xCD3-sc | VH CDR2 [ YISSSGSTIYYADSVKG
Fc
100. MS 2xCD3-sc | VH CDR3 DRNSHFDY
Fc
101. MS 2xCD3-s¢ | VL CDR1 RASQGITRWLA
Fc
102. MS_2xCD3-s¢ | VL CDR2 AASVLQS
Fc
103. MS_2xCD3-sc | VL CDR3 QQSNSFPRT
Fc
104. MS_2xCD3-sc | VH QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWISYIS
Fc SSGSTIYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSS
108. MS 2xCD3-sc | VL DIQMTQSPSSVSASVGDRVTITCRASQGITRWLAWYQQKPGKAPKLLIYAAS
Fc VLQSGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQQSNSFPRTFGQGTKVEI
K
106. MS_2xCD3-sc | scFv QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWISYIS
Fc SSGSTIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGITRWLAWYQQKPGKAPKLLIYAASVLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSNSFPRTFGQGTKVEIK
107. MS 2xCD3-sc | 4% f ik QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWISYIS
Fc »F SSGSTIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGITRWLAWYQQKPGKAPKLLIYAASVLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSNSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
108. MS_2xCD3-sc | ®4F M QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWISYIS
Fc HLE 4% SSGSTIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDRNSHFD

YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGITRWLAWYQQKPGKAPKLLIYAASVLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSNSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
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VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG

VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
KGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

109.

MS_2xCD3-sc
Fc delGK

B4 b
HLE %%

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKGLEWISYIS
SSGSTIYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARDRNSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQGITRWLAWYQQKPGKAPKLLIYAASVLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSNSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
GGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSY
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPC
EEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

110.

MS_2_CCxCD
3-scFc

VH

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKCLEWISYISS
SGSTIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDRNSHFDY
WGQGTLVTVSS

111.

MS 2 CCxCD
3-scFc

VL

DIQMTQSPSSVSASVGDRVTITCRASQGITRWLAWYQQKPGKAPKLLIYAAS
VLQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQSNSFPRTFGCGTKVEI
K

112.

MS_2_CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKCLEWISYISS
SGSTIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDRNSHFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITCR

ASQGITRWLAWYQQKPGKAPKLLIYAASVLQSGVPSRFSGSGSGTDFTLTISS

LQPEDFATYYCQQSNSFPRTFGCGTKVEIK

113.

MS_2_CCxCD
3-scFc

M4 Rt
2%

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKCLEWISYISS
SGSTIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDRNSHFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITCR
ASQGITRWLAWYQQKPGKAPKLLIYAASVLQSGVPSRFSGSGSGTDFTLTISS
LQPEDFATYYCQQSNSFPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPGG
SLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYATYYADSVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

114,

MS 2 CCxCD
3-scFc

ATk
HLE %¥F

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKCLEWISYISS
SGSTIYYADSVKGRFTISRONAKNSLYLQMNSLRAEDTAVYYCARDRNSHFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITCR
ASQGITRWLAWYQQKPGKAPKLLIYAASVLQSGVPSRFSGSGSGTDFTLTISS

LQPEDFATYYCQQSNSFPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPGG
SLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
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GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG

VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
KGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

115. MS 2 CCxCD | 4% F QVQLVESGGGLVKPGGSLRLSCAASGFTFSDYYMTWIRQAPGKCLEWISYISS
3-scFc_delGK | HLE 4% SGSTIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDRNSHFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITCR
ASQGITRWLAWYQQKPGKAPKLLIYAASVLQSGVPSRFSGSGSGTDFTLTISS
LQPEDFATYYCQQSNSFPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPGG
SLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVK
DRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
GGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSY
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPC
EEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
116. MS _3xCD3-s¢ | VH CDR1 DHYMS
Fc
117. MS_3xCD3-sc | VHCDR2 | YISSSGGIIYYADSVKG
Fc
118. MS_3xCD3-sc¢ | VH CDR3 DVGSHFDY
Fc
119, MS_3xCD3-sc | VL CDRI1 RASQDISRWLA
Fc
120. MS_3xCD3-sc | VL CDR2 AASRLQS
F¢
121. MS_3xCD3-sc¢ | VL CDR3 QQAKSFPRT
Fc
122. MS 3xCD3-sc |{ VH QVQLVESGGGLVKPGGSLRLSCAASGFTFSDHYMSWIRQAPGKGLEWFSYIS
Fe SSGGIIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDVGSHFD
YWGQGTLVTVSS
123. MS 3xCD3-sc { VL DIQMTQSPSSVSASVGDRVTITCRASQDISRWLAWYQQKPGKAPKLLISAAS
Fc RLQSGVPSRFSGSGSGTDFTLTISSLQPEDFAIYYCQQAKSFPRTFGQGTKVEI
K
124. MS_3xCD3-sc | scFv QVQLVESGGGLVKPGGSLRLSCAASGFTFSDHYMSWIRQAPGKGLEWFSYIS
Fe SSGGIIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDVGSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQDISRWLAWYQQKPGKAPKLLISAASRLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFAIYYCQQAKSFPRTFGQGTKVEIK
125. MS 3xCD3-sc | 4% F 1% QVQLVESGGGLVKPGGSLRLSCAASGFTFSDHYMSWIRQAPGKGLEWFSYIS
Fc >F SSGGIIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDVGSHFD

YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQDISRWLAWYQQKPGKAPKLLISAASRLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFAIYYCQQAKSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
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GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

126.

MS 3xCD3-sc
Fe

M4k Fb
HLE %%

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDHYMSWIRQAPGKGLEWFSYIS
SSGGIIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDVGSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQDISRWLAWYQQKPGKAPKLLISAASRLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFAIYYCQQAKSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
KGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0621]

127.

MS_3xCD3-sc
Fc_delGK

AR
HLE %-F

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDHYMSWIRQAPGKGLEWFSYIS
SSGGIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDVGSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQDISRWLAWYQQKPGKAPKLLISAASRLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFAIYYCQQAKSFPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
GGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSY
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPC
EEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

128.

MS_3 CCxCD
3-scFc

VH

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDHYMSWIRQAPGKCLEWFSYIS
SSGGIIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDVGSHFD
YWGQGTLVTVSS

129.

MS_3_CCxCD
3-scFc

VL

DIQMTQSPSSVSASVGDRVTITCRASQDISRWLAWYQQKPGKAPKLLISAAS
RLQSGVPSRFSGSGSGTDFTLTISSLQPEDFAIYYCQQAKSFPRTFGCGTKVEIK

130.

MS_3_CCxCD
3-scFe

scFv

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDHYMSWIRQAPGKCLEWFSYIS
SSGGIIYYADSVKGRFTISRDNAKNSLYLOQMNSLRAEDTAVYYCARDVGSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQDISRWLAWYQQKPGKAPKLLISAASRLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFAIYYCQQAKSFPRTFGCGTKVEIK

131.

MS _3_CCxCD
3-scFc

B4R
2F

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDHYMSWIRQAPGKCLEWFSYIS
SSGGIIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDVGSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQDISRWLAWYQQKPGKAPKLLISAASRLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFAIYYCQQAKSFPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPG
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GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

132.

MS_3 CCxCD
3-scFc

R4 F
HLE %-F

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDHYMSWIRQAPGKCLEWFSYIS
SSGGIIYYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCARDVGSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQDISRWLAWYQQKPGKAPKLLISAASRLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFAIYYCQQAKSFPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
KGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

133.

MS_3_CCxCD
3-scFc_delGK

WA R
HLE %%

QVQLVESGGGLVKPGGSLRLSCAASGFTFSDHYMSWIRQAPGKCLEWFSYIS
SSGGIYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARDVGSHFD
YWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVGDRVTITC
RASQDISRWLAWYQQKPGKAPKLLISAASRLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFAIYYCQQAKSFPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
GGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSV
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPC
EEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

134.

CH_1xCD3-sc
Fc

VH CDR1

SYGMH

135.

CH_1xCD3-sc
Fc

VH CDR2

FIWYDGSNKYYADSVKD

136.

CH_1xCD3-sc
Fc

VH CDR3

RAGIIGTIGYYYGMDV

137.

CH_1xCD3-sc
Fc

VL CDR1

SGDRLGEKYTS

138.

CH_1xCD3-sc
Fc

VL CDR2

QDTKRPS

139.

CH_1xCD3-sc
Fc

VL CDR3

QAWESSTVV

140.

CH_1xCD3-sc
Fc

VH

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
FIWYDGSNKYYADSVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAG
IIGTIGYYYGMDVWGQGTTVTVSS

141.

CH_1xCD3-sc

VL

SYELTQPPSVSVSPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKR
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Fc

PSGIPERFSGSNSGNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTV
L

142.

CH_1xCD3-sc
Fc

scFv

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
FIWYDGSNKYYADSVKDRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARRAG
IGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSV
SPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSN
SGNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVL

143.

CH_1xCD3-sc
Fc

M4 FE
5%

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
FIWYDGSNKYYADSVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAG
IGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSV
SPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSN
SGNTATLTISGTQAMDEADYYCOAWESSTVVFGGGTKLTVLSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

144.

CH_1xCD3-sc
Fc

A FiE
HLE %%

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA

FIWYDGSNKYYADSVKDRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRAG
IIGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSV
SPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSN

SGNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVLSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK

YNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFG

NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG

SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL

PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW

ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL

PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW

ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

145.

CH_1xCD3-sc
Fc_deGK

4 F 1
HLE %%

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
FIWYDGSNKYYADSVKDRFTISRDNSKNTLYLQVINSLRAEDTAVYYCARRAG
IIGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSY
SPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSN
SGNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVLSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

146.

CH_1 CCxCD
3-scFc

VH

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
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IWYDGSNKYYADSVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI!
GTIGYYYGMDVWGQGTTVTVSS

147.

CH_1_CCxCD
3-scFc

VL

SYELTQPPSVSVSPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKR
PSGIPERFSGSNSGNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTV
L

148.

CH_1_CCxCD
3-scFc

scFv

QVQLVESGGGVVQPGGSIRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYDGSNKYYADSVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGII
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS

PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS

GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVL

149.

CH_1_CCxCD
3-scFc

B4k F bk
»F

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYDGSNKYYADSVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGII
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

150.

CH_1_CCxCD
3-scFc

AT
HLE %%

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYDGSNKYYADSVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI!
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVLSGGGGSEVQLY
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

151.

CH_1_CCxCD
3-scFc_delGK

4R
HLE 9%

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYDGSNKYYADSVKDRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRAGI!
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVLSGGGGSEVQLY
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
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QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

152. CH_2xCD3-sc | VH CDRI SYGMH
Fc
153. CH_2xCD3-sc | VH CDR2 FIWYDGSNKYYADSVKG
Fc
154, CH_2xCD3-sc | VH CDR3 RAGIIGTIGYYYGMDV
Fc
155. CH_2xCD3-sc | VL CDR1 SGDRLGEKYTS
Fc
156. CH_2xCD3-sc | VL CDR2 QDTKRPS
Fc
157. CH_2xCD3-sc | VL CDR3 QAWESSTWV
Fc
158. CH_2xCD3-sc | VH QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fe FIWYDGSNKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAG
IIGTIGYYYGMDVWGQGTTVTVSS
159, CH_2xCD3-sc | VL SYELTQPPSVSVSPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKR
Fe PSGIPERFSGSNSGNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTV
L
160. CH_2xCD3-s¢ | scFv QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fe FIWYDGSNKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAG
IIGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSV
SPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSN
SGNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVL
161. CH 2xCD3-s¢ | s 4¥ F QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fe SF FIWYDGSNKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAG
IIGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSV
SPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSN
SGNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVLSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
162. CH_2xCD3-sc | s4¢ QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fc HLE %% FIWYDGSNKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAG
IIGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSV
SPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSN
SGNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVLSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFG
NSY!SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK
163. CH 2xCD3-sc | s 4 M QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fc_delGK HLE %-F FIWYDGSNKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAG

IIGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSY
SPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSN
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SGNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVLSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

164.

CH_2 CCxCD
3-scFc

VH

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYDGSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRAG!!
GTIGYYYGMDVWGQGTTVTVSS

165.

CH_2_CCxCD
3-scFc

VL

SYELTQPPSVSVSPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKR
PSGIPERFSGSNSGNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTV
L

166.

CH_2 CCxCD
3-scFc

scFv

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYDGSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRAGI!
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYODTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVL

167.

CH_2_CCxCD
3-scFc

WA FE
2%

QVQOLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYDGSNKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI!
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVLSGGGGSEVQLYV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

168.

CH_2 CCxCD
3-scFc

WA F

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYDGSNKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI!
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWILNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

169.

CH_2_CCxCD
3-scFc delGK

A F ik

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
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T IWYDGSNKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI|
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

170. CH_3xCD3-sc | VH CDRI SYGMH
Fc
171. CH 3xCD3-sc | VHCDR2 | FIWYEGSNKYYAESVKD
Fc
172. CH_3xCD3-sc | VH CDR3 RAG!IGTIGYYYGMDV
Fc
173. CH_3xCD3-sc | VL CDRI SGDRLGEKYTS
Fc
174. CH_3xCD3-sc | VL CDR2 QDTKRPS
Fc
175. CH_3xCD3-sc | VL CDR3 QAWESSTVV
Fc
176. CH_3xCD3-sc | VH QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fc FIWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAG!
IGTIGYYYGMDVWGQGTTVTVSS
177. CH_3xCD3-sc | VL SYELTQPPSVSVSPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKR
Fc PSGIPERFSGSNSGNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTV
L
178. CH_3xCD3-sc | scFv QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fc FIWYEGSNKYYAESVKDRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARRAGI
IGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVL
179. CH 3xCD3-sc | a4 F ik QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fc SF FIWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI
IGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
180. CH_3xCD3-sc A FH QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fc HLE %-F FIWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI

IGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVLSGGGGSEVQLY
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGN
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SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

181.

CH_3xCD3-sc
Fc_delGK

A -
HLE #-F

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
FIWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI
IGTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGGGTKLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

182.

CH_3 CCxCD
3-scFc

VH

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI!
GTIGYYYGMDVWGQGTTVTVSS

183.

CH_3_CCxCD
3-scFc

VL

SYELTQPPSVSVSPGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKR
PSGIPERFSGSNSGNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTV
L

184.

CH 3 CCxCD
3-scFc

scFv

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI!
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVL

185.

CH_3_CCxCD
3-scFc

Atk
»F

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI!
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYODTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

186.

CH_3_CCxCD
3-scFc

A
HLE %-F

QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
IWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGII
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
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GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

187. CH_3_CCxCD | M 4¥ 1 QVQLVESGGGVVQPGGSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAF
3-scFc_delGK | HLE &% IWYEGSNKYYAESVKDRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRAGI|
GTIGYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSSYELTQPPSVSVS
PGQTASITCSGDRLGEKYTSWYQQRPGQSPLLVIYQDTKRPSGIPERFSGSNS
GNTATLTISGTQAMDEADYYCQAWESSTVVFGCGTKLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK
188. DL _1xCD3-sc | VH CDRI SYYWS
Fc
189. DL_1xCD3-sc | VHCDR2 [ YVYYSGTTNYNPSLKS
Fc
190. DL _1xCD3-sc | VH CDR3 IAVTGFYFDY
F¢
191. DL 1xCD3-sc | VL CDRI RASQRVNNNYLA
Fc
192, DL 1xCD3-sc | VL CDR2 GASSRAT
Fc
193. DL_1xCD3-sc | VL CDR3 QQYDRSPLT
Fc
194, DL_1xCD3-sc | VH QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKGLEWIGYVYY
Fc SGTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCASIAVTGFYFDY
WGQGTLVTVSS
195. DL 1xCD3-sc | VL EIVLTQSPGTLSLSPGERVTLSCRASQRVNNNYLAWYQQRPGQAPRLLIYGAS
Fc SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYDRSPLTFGGGTKLEIK
196. DL_1xCD3-s¢ | scFv QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKGLEWIGYVYY
Fe SGTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCASIAVTGFYFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERVTLSCRAS
QRVNNNYLAWYQQRPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGGGTKLEIK
197. DL_1xCD3-sc | s4¥ F QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKGLEWIGYVYY
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Fc¢

2T

SGTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCASIAVTGFYFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERVTLSCRAS
QRVNNNYLAWYQQRPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGGGTKLEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVL

198.

DL_1xCD3-sc
Fc

WA
HLE %-F

QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKGLEWIGYVYY
SGTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCASIAVTGFYFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERVTLSCRAS
QRVNNNYLAWYQQRPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGGGTKLEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

199.

DL_1xCD3-sc
Fc_delGK

WA Rtk
HLE %-F

QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKGLEWIGYVYY
SGTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCASIAVTGFYFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERVTLSCRAS
QRVNNNYLAWYQQRPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGGGTKLEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGG
GGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEE
QYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREP
QVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVL
DSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

200.

DL_1_CCxCD
3-scFc

VH

QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKCLEWIGYVYY
SGTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCASIAVTGFYFDY
WGQGTLVTVSS

201.

DL_1_CCxCD
3-scFc

VL

EIVLTQSPGTLSLSPGERVTLSCRASQRVNNNYLAWYQQRPGQAPRLLIYGAS
SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYDRSPLTFGCGTKLEIK

202.

DL 1 CCxCD
3-scFc

scFy

QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKCLEWIGYVYY
SGTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCASIAVTGFYFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERVTLSCRAS
QRVNNNYLAWYQQRPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGCGTKLEIK

203.

DL_1 CCxCD
3-scFc

w4k R

QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKCLEWIGYVYY
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»F SGTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCASIAVTGFYFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERVTLSCRAS
QRVNNNYLAWYQQRPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGCGTKLEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVL

204. | DL_1_CCxCD | st##®H# | QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKCLEWIGYVYY
3-scFc HLE %% | SGTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCASIAVTGFYFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERVTLSCRAS
QRVNNNYLAWYQQRPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGCGTKLEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
205. | DL_I_CCxCD | s4#M# | QVQLQESGPGLVKPSETLSLTCTVSGGSISSYYWSWIRQPPGKCLEWIGYVYY
[0631] 3-scFc_delGK | HLE #F | SGTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCASIAVTGFYFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERVTLSCRAS
QRVNNNYLAWYQQRPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGCGTKLEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGG
GGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEE
QYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREP
QVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVL
DSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
206. | DL_2xCD3-sc | VHCDRI | SFYWS

207. E‘L_ZXCD3-SC VHCDR2 | YIYYSGTTNYNPSLKS
208. gi,_ZxCDB-sc VH CDR3 IAVAGFFFDY
209. ]FDCIL2XCD3-sc VL CDR1 | RASQSVNKNYLA
210. }I;cL_szD3-sc VL CDR2 | GASSRAT
211. IF)(;_,_2XCD3-SC VL CDR3 QQYDRSPLT

Fc
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212,

DL _2xCD3-s¢
Fe

VH

QVQLQESGPGLVKPSETLSLTCTVSGASISSFYWSWIRQPPGKGLEWIGYIYYS
GTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARIAVAGFFFDY
WGQGTLVTVSS

213.

DL _2xCD3-sc
Fc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVNKNYLAWYQQKPGQAPRLLIYGAS
SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYDRSPLTFGGGTKVEIK

214.

DL 2xCD3-sc
Fc

scFv

QVQLQESGPGLVKPSETLSLTCTVSGASISSFYWSWIRQPPGKGLEWIGYIYYS
GTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARIAVAGFFFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLSCRAS
QSVNKNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGGGTKVEIK

215.

DL_2xCD3-sc
Fe

A T
2%

QVQLQESGPGLVKPSETLSLTCTVSGASISSFYWSWIRQPPGKGLEWIGYIYYS
GTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARIAVAGFFFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLSCRAS
QSVNKNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGGGTKVEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ,
PEDEAEYYCVLWYSNRWVEGGGTKLTVL

216.

DL_2xCD3-sc
Fc

WA R
HLE %F

QVQLQESGPGLVKPSETLSLTCTVSGASISSFYWSWIRQPPGKGLEWIGYIYYS
GTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARIAVAGFFFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLSCRAS
QSVNKNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGGGTKVEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

217.

DL_2xCD3-sc
Fc_delGK

45 F
HLE %%

QVQLQESGPGLVKPSETLSLTCTVSGASISSFYWSWIRQPPGKGLEWIGYIYYS
GTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARIAVAGFFFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLSCRAS
QSVNKNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGGGTKVEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGG
GGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEE
QYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREP
QVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVL
DSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
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218.

DL_2_CCxCD
3-scFc

VH

QVQLQESGPGLVKPSETLSLTCTVSGASISSFYWSWIRQPPGKCLEWIGYIYYS
GTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARIAVAGFFFDY
WGQGTLVTVSS

219.

DL 2 CCxCD
3-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVNKNYLAWYQQKPGQAPRLLIYGAS
SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYDRSPLTFGCGTKVEIK

220.

DL_2 CCxCD
3-scFc

scFv

QVQLQESGPGLVKPSETLSLTCTVSGASISSFYWSWIRQPPGKCLEWIGYIYYS
GTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARIAVAGFFFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLSCRAS
QSVNKNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGCGTKVEIK

221.

DL_2_CCxCD
3-scFc

WA Fik
»F

QVQLQESGPGLVKPSETLSLTCTVSGASISSFYWSWIRQPPGKCLEWIGYIYYS
GTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARIAVAGFFFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLSCRAS
QSVNKNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVL

222.

DL 2 CCxCD
3-scFc

AR
HLE %%

QVQLQESGPGLVKPSETLSLTCTVSGASISSFYWSWIRQPPGKCLEWIGYIYYS
GTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARIAVAGFFFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLSCRAS
QSVNKNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

223.

DL 2 CCxCD
3-scFc_delGK

M4
HLE %F

QVQLQESGPGLVKPSETLSLTCTVSGASISSFYWSWIRQPPGKCLEWIGYIYYS
GTTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARIAVAGFFFDY
WGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLSCRAS
QSVNKNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLTISRL
EPEDFAVYYCQQYDRSPLTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSVKD
RFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVT
SGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGG
GGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEE
QYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREP
QVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVL
DSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
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224, DL_3xCD3-s¢ | VH CDR1 NYYMH
Fc
225. DL 3xCD3-sc | VH CDR2 IINPSDGSTSYAQKFQG
Fc
226. DL _3xCD3-sc | VH CDR3 | GGNSAFYSYYDMDV
Fc
227. DL_3xCD3-sc | VL CDRI1 RSSQSLVYRDGNTYLS
Fc
228. DL _3xCD3-sc | VL CDR2 KVSNWQS
Fc
229. DL_3xCD3-sc | VL CDR3 MQGTHWPPT
Fc
230. DL 3xCD3-sc | VH QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGLGLEWMG
Fc IINPSDGSTSYAQKFQGRVTMTRDTSTNTVYMDLSSLRSEDTAVYYCARGGN
SAFYSYYDMDVWGQGTTVTVSS
231. DL _3xCD3-sc | VL DVVMTQTPLSLPVTLGQPASISCRSSQSLVYRDGNTYLSWFQQRPGQSPRRL
Fc IYKVSNWQSGVPDRFSGGGSGTDFTLKISRVEAEDVGVYYCMQGTHWPPTF
GQGTKVEIK
232. DL_3xCD3-sc | scFv QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGLGLEWMG
Fc IINPSDGSTSYAQKFQGRVTMTRDTSTNTVYMDLSSLRSEDTAVYYCARGGN
SAFYSYYDMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDVVMTQTPLSLP
VTLGQPASISCRSSQSLVYRDGNTYLSWFQQRPGQSPRRLIYKVSNWQSGVP
DRFSGGGSGTDFTLKISRVEAEDVGVYYCMQGTHWPPTFGQGTKVEIK
233. DL 3xCD3-sc | si4¢ it QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGLGLEWMG
Fc ~F [INPSDGSTSYAQKFQGRVTMTRDTSTNTVYMDLSSLRSEDTAVYYCARGGN
SAFYSYYDMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDVVMTQTPLSLP
VTLGQPASISCRSSQSLVYRDGNTYLSWFQQRPGQSPRRLIYKVSNWQSGVP
DRFSGGGSGTDFTLKISRVEAEDVGVYYCMQGTHWPPTFGQGTKVEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
234, DL_3xCD3-sc | 4% 71 QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGLGLEWMG
Fc HLE %% IINPSDGSTSYAQKFQGRVTMTRDTSTNTVYMDLSSLRSEDTAVYYCARGGN
SAFYSYYDMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDVVMTQTPLSLP
VTLGQPASISCRSSQSLVYRDGNTYLSWFQQRPGQSPRRLIYKVSNWQSGVP
DRFSGGGSGTDFTLKISRVEAEDVGVYYCMQGTHWPPTFGQGTKVEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGG
GGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGG
GSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
|JAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK
235. DL _3xCD3-sc | a4 Fh QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGLGLEWMG
Fc_delGK HLE %% IINPSDGSTSYAQKFQGRVTMTRDTSTNTVYMDLSSLRSEDTAVYYCARGGN

SAFYSYYDMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDVVMTQTPLSLP
VTLGQPASISCRSSQSLVYRDGNTYLSWFQQRPGQSPRRLIYKVSNWQSGVP
DRFSGGGSGTDFTLKISRVEAEDVGVYYCMQGTHWPPTFGQGTKVEIKSGG
GGSEVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEW
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VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGG
GGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

236.

DL_3 CCxCD
3-scFc

VH

QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGLCLEWMGI
INPSDGSTSYAQKFQGRVTMTRDTSTNTVYMDLSSLRSEDTAVYYCARGGNS
AFYSYYDMDVWGQGTTVTVSS

237.

DL 3 CCxCD
3-scFc

VL

DVVMTQTPLSLPVTLGQPASISCRSSQSLVYRDGNTYLSWFQQRPGQSPRRL
IYKVSNWQSGVPDRFSGGGSGTDFTLKISRVEAEDVGVYYCMQGTHWPPTF
GCGTKVEIK

238.

DL _3 _CCxCD
3-scFc

scFv

QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGLCLEWMGI
INPSDGSTSYAQKFQGRVTMTRDTSTNTVYMDLSSLRSEDTAVYYCARGGNS
AFYSYYDMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDVVMTQTPLSLPV
TLGQPASISCRSSQSLVYRDGNTYLSWFQQRPGQSPRRLIYKVSNWQSGVPD
RFSGGGSGTDFTLKISRVEAEDVGVYYCMQGTHWPPTFGCGTKVEIK

239.

DL _3 CCxCD
3-scFc

AR
¥

QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGLCLEWMGI
INPSDGSTSYAQKFQGRVTMTRDTSTNTVYMDLSSLRSEDTAVYYCARGGNS
AFYSYYDMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDVVMTQTPLSLPV
TLGQPASISCRSSQSLVYRDGNTYLSWFQQRPGQSPRRLIYKVSNWQSGVPD
RFSGGGSGTDFTLKISRVEAEDVGVYYCMQGTHWPPTFGCGTKVEIKSGGG
GSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPS
LTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGT
PARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

240.

DL_3 CCxCD
3-scFc

ATtk
HLE %%

QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGLCLEWMGI
INPSDGSTSYAQKFQGRVTMTRDTSTNTVYMDLSSLRSEDTAVYYCARGGNS
AFYSYYDMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDVVMTQTPLSLPV
TLGQPASISCRSSQSLVYRDGNTYLSWFQQRPGQSPRRLIYKVSNWQSGVPD
RFSGGGSGTDFTLKISRVEAEDVGVYYCMQGTHWPPTFGCGTKVEIKSGGG
GSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPS
LTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGT
PARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGG
GGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGG
GSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK

241.

DL_3_CCxCD
3-scFc_delGK

B4R
HLE %%

QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYYMHWVRQAPGLCLEWMGI
INPSDGSTSYAQKFQGRVTMTRDTSTNTVYMDLSSLRSEDTAVYYCARGGNS
AFYSYYDMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDVVMTQTPLSLPY
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TLGQPASISCRSSQSLVYRDGNTYLSWFQQRPGQSPRRLIYKVSNWQSGVPD
RFSGGGSGTDFTLKISRVEAEDVGVYYCMQGTHWPPTFGCGTKVEIKSGGG
GSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPS
LTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGT
PARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGG
GGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

242. g 9 1xCD3-sc VH CDR1 SYGVS
243. gcl 9 IxCD3-sc VH CDR2 YNDPVFGS!YYASWVKG
244, 1(::: 9 1xCD3-sc VH CDR3 DRSYVSSSGYHFNL
245. gcl9_GCD3-sc VL CDRI QASETIYSSLA
246. }(:3‘:19_~]xCD3-sc VL CDR2 GASNLES
247. }(:3: 9 _1xCD3-sc VL CDR3 QSGVYSAGLT
248. C19_1xCD3-s¢ EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWVRQAPGKGLEWIGYN
Fc VH DPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAEDTAVYYCAKDRSYVS
SSGYHFNLWGQGTLVTVSS
249. C19_1xCD3-sc VL DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKPPKLLIYGASNL
Fc ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
250. C19_1xCD3-sc DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKPPKLLIYGASNL
Fc ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
scFv GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSS
251. C19_1xCD3-sc DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKPPKLLIYGASNL
Fc ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
WA F EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
3 VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
252. C19_1xCD3-s¢c DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKPPKLLIYGASNL
Fe ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
AR EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
HLE %% VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY

YADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
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ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWUNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

253.

Cl19 _1_CCxC
D3-scFc

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWVRQAPGKCLEWIGYN
DPVFGSIYYASWVKGRFTISSDNSKNTLYLOQMNSLRAEDTAVYYCAKDRSYVS
SSGYHFNLWGQGTLVTVSS

254.

Cl19_1_CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCQASET!YSSLAWYQQKPGKPPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGCGTKVEIK

2535,

C19 1 _CCxC
D3-scFe

scFv

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKPPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGCGTKVEIKG
GGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWV
RQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAE
DTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSS

256.

C19 1_CCxC
D3-scFc

B
»F

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKPPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGCGTKVEIKG
GGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWV
RQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLOQMNSLRAE
DTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

257.

C19_1 CCxC
D3-scFc

WA S
St

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKPPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGCGTKVEIKG
GGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWV
RQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAE
DTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

258.

C19 2xCD3-sc
Fc

VH CDR1

SYGVS

259.

C19_2xCD3-sc
Fc

VH CDR2

YNDPVFGSIYYASWVKG

260.

C19_2xCD3-sc
Fc

VH CDR3

DRSYVSSSGYHFNL

261.

C19_2xCD3-sc
Fc

VL CDR1

QASETIYSSLA

262.

C19 2xCD3-sc

VL CDR2

GASNLES
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Fc

263.

C19_2xCD3-sc
Fc

VL CDR3

QSGVYSAGLT

264.

C19_2xCD3-sc
Fc

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWVRQAPGKGLEWIGYN
DPVFGSIYYASWVKGRFTISSDNSKNTLYLOMNSLRAEDTAVYYCAKDRSYVS
SSGYHFNLWGQGTLVTVSS

265.

C19 _2xCD3-sc
Fc

VL

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSMQPEDIATYYCQSGVYSAGLTFGGGTKVEIK

266.

C19 2xCD3-sc
Fe

scFv

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSMQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSS

267.

C19_2xCD3-sc
Fc

MAE FtE
2F

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSMQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

268.

C19_2xCD3-sc
Fc

I 4
HLE %%

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSMQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVALLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLOMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWINGKEYKCKVSNKALPAPIEKTIS
KAKGOPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

269.

C19_2_CCxC
D3-scFc

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWVRQAPGKCLEWIGYN
DPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAEDTAVYYCAKDRSYVS
SSGYHFNLWGQGTLVTVSS

270.

C19_ 2 _CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSMQPEDIATYYCQSGVYSAGLTFGCGTKVEIK

271.

C19 2 CCxC
D3-scFc

scFv

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSMQPEDIATYYCQSGVYSAGLTFGCGTKVEIK
GGGGSGGGGSGGGGSEVALLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHENLWGQGTLVTVSS

272.

C19 2 CCxC
D3-scFc

M4 FtE
aF

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSMQPEDIATYYCQSGVYSAGLTFGCGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
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VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

273. DIQMTQSPSSLSASVGDRVTITCOQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSMQPEDIATYYCQSGVYSAGLTFGCGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA

Cl19 2 CCxC | 4Rt LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP

D3-scFc 2>F ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

274. g: 9_3xCD3-sc VH CDRI SYGVS

275. I(:Icl 9_3xCD3-sc VH CDR2 YNDPVFGSIYYASWVKG

276. g: 9_3xCD3-sc VH CDR3 DRSYVSSSGYHFNL

271. gcl 9_3xCD3-sc VL CDRI QASETIYSSLA

278. lC;‘Jé 9_3xCD3-sc VL CDR2 GASNLES

279. I(::(:19_3xCD3-Sc VL CDR3 QSGVYSAGLT

280. C19_3xCD3-sc EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWVRQAPGKGLEWIGYN

Fe VH DPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAEDTAVYYCAKDRSYVS
SSGYHFNLWGQGTLVTVSS
281. C19_3xCD3-sc VL DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
Fc ESGVPSRFSGSGSGTDFTFTISGLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
282. C19_3xCD3-sc DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
Fe ESGVPSRFSGSGSGTDFTFTISGLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
scFv GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSS
283. C19_3xCD3-sc DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
Fc ESGVPSRFSGSGSGTDFTFTISGLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
ILAF Ftd EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
25 VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
284. C19_3xCD3-sc | 4§71 DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
Fe *>F ESGVPSRFSGSGSGTDFTFTISGLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
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GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

285.

C19 3 CCxC
D3-scFe

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWVRQAPGKCLEWIGYN
DPVFGSIYYASWVKGRFTISSDNSKNTLYLOQMNSLRAEDTAVYYCAKDRSYVS
SSGYHFNLWGQGTLVTVSS

286.

C19_3 _CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISGLQPEDIATYYCQSGVYSAGLTFGCGTKVEIK

287.

C19_3_CCxC
D3-scFc

scFv

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISGLQPEDIATYYCQSGVYSAGLTFGCGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLOQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSS

288.

C19_3_CCxC
D3-scFc

B4 F ik
»F

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISGLQPEDIATYYCQSGVYSAGLTFGCGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

289.

Cl19 3 CCxC
D3-scFc

A% Fe bk
HLE %-F

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISGLQPEDIATYYCQSGVYSAGLTFGCGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK
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290. gc19_4xCD3-sc VHCDRI | 5YGVS
291, gc19_4xCD3-sc VHCDR2 | YNDPVFGSIYYASWVKG
292. gc19_4xCD3-sc VH CDR3 | DRSYVSSSGYHFNL
293. 539_4XCD3-SC VLCDR] | QASETIVSSLA
294, gcl9_4xCD3-sc VLCDR2 | GASNLES
295. }9019_4XCD3-sc VL CDR3 | QSGVYSAGLT
296. | C19 4xCD3-sc EVOLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWVRQAPGKGLEWVGYN
Fe VH DPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAEDTAVYYCAKDRSYVS
SSGYHFNLWGQGTLVTVSS
297. | C19 4xCD3-se | DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
Fc ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
298. | C19_4xCD3-sc DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
Fc ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
scFv GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTESSYGVSW
VRQAPGKGLEWVGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLR
AEDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSS
299. DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWVGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLR
C19_4xCD3-s¢ | R4 FM | AEDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGG
Fc 5 LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
300. DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWVGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLR
AEDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
C19_4xCD3-sc | 44 | LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
Fc HLE &% | ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK
301. | C19 4 CCxC EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWVRQAPGKCLEWVGYN
D3-scFc VH DPVEGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAEDTAVYYCAKDRSYVS
SSGYHFNLWGQGTLVTVSS
302, | €194 CCxC | DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
D3-scFe ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGCGTKVEIK
303. | C19 4 CCxC DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
D3-scFe sckv ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGCGTKVEIKG
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GGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWV
RQAPGKCLEWVGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAE
DTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSS

304.

C19_4 CCxC
D3-scFc

4Tt
2T

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGCGTKVEIKG
GGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWV
RQAPGKCLEWVGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAE
DTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

305.

C19_4 CCxC
D3-scFc

ARl
HLE %-F

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGCGTKVEIKG
GGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWY
RQAPGKCLEWVGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLOMNSLRAE
DTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

306.

C19_1xCD3-sc
Fc_delGK

4 Fet
HLE ¥

DIQMTQSPSSLSASVGDRVTITCOQASETIYSSLAWYQQKPGKPPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVALLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

307.

C19_1_CcCxC
D3-scFc_delG
K

WA Rt
HLE #F

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKPPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGCGTKVEIKG
GGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWV
RQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAE
DTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGLV
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QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

308.

C19_2xCD3-sc
Fc_delGK

A Fob
HLE %

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSMQPED!ATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLOMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

309.

C19 2 CCxC
D3-scFc_delG
K

4% F-th
HLE %%

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSMQPEDIATYYCQSGVYSAGLTFGCGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

310.

C19_3xCD3-sc
Fc_delGK

A Fb
HLE %F

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISGLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK

GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VRQAPGKGLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
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EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

311

C19 3 CCxC
D3-scFc_delG
K

4 S
HLE %-F

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISGLQPEDIATYYCQSGVYSAGLTFGCGTKVEIK
GGGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VROAPGKCLEWIGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRA
EDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

312.

C19 4xCD3-sc
Fc_delGK

A
HLE %%

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGGGTKVEIK
GGGGSGGGGSGGGGSEVALLESGGGLVQPGGSLRLSCAASGFTFSSYGVSW
VROAPGKGLEWVGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLR
AEDTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

313.

C19 4 CCxC
D3-scFc_delG
K

WA FM
HLE %%

DIQMTQSPSSLSASVGDRVTITCQASETIYSSLAWYQQKPGKAPKLLIYGASNL
ESGVPSRFSGSGSGTDFTFTISSLQPEDIATYYCQSGVYSAGLTFGCGTKVEIKG
GGGSGGGGSGGGGSEVQLLESGGGLVQPGGSLRLSCAASGFTFSSYGVSWV
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RQAPGKCLEWVGYNDPVFGSIYYASWVKGRFTISSDNSKNTLYLQMNSLRAE
DTAVYYCAKDRSYVSSSGYHFNLWGQGTLVTVSSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

314.

FL_1xCD3-scF
c

VH CDR1

NARMGVS

315.

FL_1xCD3-scF
c

VH CDR2

NIFSNDEKSYSTSLKS

316.

FL_1xCD3-scF
c

VH CDR3

IVGYGSGWYGYFDY

317.

FL_1xCD3-scF
c

VL CDRI1

RASQGIRNDLG

318.

FL_IxCD3-scF
C

VL CDR2

AASSLQOS

319.

FL_1xCD3-scF
c

VL CDR3

LQHNSYPLT

320.

FL 1xCD3-scF
c

VH

QVTLKESGPALVKPTETLTLTCTVSGFSLSNARMGVSWIRQPPGKALEWLANI
FSNDEKSYSTSLKSRLTISKGTSKSQVVLTMTNMDPEDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSS

321.

FL_1xCD3-scF
c

VL

DIQMTQSPSSLSASVGDRVTITCRASQGIRNDLGWYQQKPGKAPQRLIYAAS
SLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIK
S

322,

FL,_IxCD3-scF
C

scFv

QVTLKESGPALVKPTETLTLTCTVSGFSLSNARMGVSWIRQPPGKALEWLANI
FSNDEKSYSTSLKSRLTISKGTSKSQVVLTMTNMDPEDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPQRLIYAASSLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIK

323.

FL_1xCD3-scF
c

B4 FE
»F

QVTLKESGPALVKPTETLTLTCTVSGFSLSNARMGVSWIRQPPGKALEWLAN!
FSNDEKSYSTSLKSRLTISKGTSKSQVVLTMTNMDPEDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPQRLIYAASSLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

324.

FL_1xCD3-scF
c

W AF itk
HLE #-F

QVTLKESGPALVKPTETLTLTCTVSGFSLSNARMGVSWIRQPPGKALEWLANI
FSNDEKSYSTSLKSRLTISKGTSKSQVVLTMTNMDPEDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPQRLIYAASSLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
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AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

325,

FL_1 CCxCD
3-scFc

VH

QVTLKESGPALVKPTETLTLTCTVSGFSLSNARMGVSWIRQPPGKCLEWLANI
FSNDEKSYSTSLKSRLTISKGTSKSQVVLTMTNMDPEDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSS

326.

FL_ 1 _CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQGIRNDLGWYQQKPGKAPQRLIYAAS
SLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIK

327.

FL 1 CCxCD
3-scFc

scFv

QVTLKESGPALVKPTETLTLTCTVSGFSLSNARMGVSWIRQPPGKCLEWLANI
FSNDEKSYSTSLKSRLTISKGTSKSQVVLTMTNMDPEDTATYYCARIVGYGSG

WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG

DRVTITCRASQGIRNDLGWYQQKPGKAPQRLIYAASSLQSGVPSRFSGSGSG

TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKS

328.

FL 1 CCxCD
3-scFc

W 4F b
o>F

QVTLKESGPALVKPTETLTLTCTVSGFSLSNARMGVSWIRQPPGKCLEWLANI
FSNDEKSYSTSLKSRLTISKGTSKSQVVLTMTNMDPEDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPQRLIYAASSLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

329.

FL_1_CCxCD
3-scFc

A FHE
HLE %-F

QVTLKESGPALVKPTETLTLTCTVSGFSLSNARMGVSWIRQPPGKCLEWLANI
FSNDEKSYSTSLKSRLTISKGTSKSQVVLTMTNMDPEDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPQRLIYAASSLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPXDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

330.

FL_2xCD3-scF
c

VH CDR1

NARMGVS

331.

FL_2xCD3-scF
c

VH CDR2

HIFSNDEKSYSTSLKN

332.

FL_2xCD3-scF
c

VH CDR3

IVGYGSGWYGFFDY

333.

FL_2xCD3-scF
c

VL CDR1

RASQGIRNDLG
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334.

FL_2xCD3-scF
c

VL CDR2

AASTLQS

335.

FL_2xCD3-scF
c

VL CDR3

LQHNSYPLT

336.

FL_2xCD3-scF
¢

VH

QVTLKESGPTLVKPTETLTLTCTLSGFSLNNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGSG
WYGFFDYWGQGTLVTVSS

337.

FL_2xCD3-scF
c

VL

DIQMTQSPSSLSASVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAAS
TLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIK

338.

FL 2xCD3-scF
c

scFy

QVTLKESGPTLVKPTETLTLTCTLSGFSLNNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGSG
WYGFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKS

339.

FL_2xCD3-scF
c

W4 Ftk
»F

QVTLKESGPTLVKPTETLTLTCTLSGFSLNNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGSG
WYGFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

340.

FL_2xCD3-scF
c

B4 FtE
HLE % ¥

QVTLKESGPTLVKPTETLTLTCTLSGFSLNNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGSG
WYGFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

341,

FL 2 CCxCD
3-scFc

VH

QVTLKESGPTLVKPTETLTLTCTLSGFSLNNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGSG
WYGFFDYWGQGTLVTVSS

342.

FL_2 CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAAS
TLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIK

343,

FL_2_CCxCD
3-scFc

scFv

QVTLKESGPTLVKPTETLTLTCTLSGFSLNNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGSG

WYGFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG

DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG

TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKS

344,

FL 2 CCxCD
3-scFc

4 Fe bk

QVTLKESGPTLVKPTETLTLTCTLSGFSLNNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGSG
WYGFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
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TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

345.

FL_2 CCxCD
3-scFc

A FE
HLE %F

QVTLKESGPTLVKPTETLTLTCTLSGFSLNNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGSG
WYGFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

346.

FL_3xCD3-scF
c

VH CDR1

NARMAVS

347.

FL,_3xCD3-scF
c

VH CDR2

HIFSNDEKSYSTSLKS

348.

FL_3xCD3-scF
c

VH CDR3

IVGYGSGWYGYFDY

349.

FL_3xCD3-scF
c

VL CDR1

RASQDIRNDLG

350.

FL,_3xCD3-scF
c

VL CDR2

AASTLQS

351.

FL_3xCD3-scF
c

VL CDR3

LQHNSYPLT

352.

FL_3xCD3-scF
c

VH

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSS

353.

FL 3xCD3-scF
c

VL

DIQMTQSPSSLSASVGDRVTITCRASQDIRNDLGWYQQKPGKAPKRLIYAAS
TLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIK

354,

FL_3xCD3-scF
c

scFv

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKS

355.

FL_3xCD3-scF
c

4k FE
¥

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLOQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

356.

FL_3xCD3-scF

A FE

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKTLEWLAHI
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HLE %%

FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

357.

FL_3 CCxCD
3-scFc

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSS

358.

FL_3_CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQDIRNDLGWYQQKPGKAPKRLIYAAS
TLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIK

359.

FL_3_CCxCD
3-scFc

scFv

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKCLEWLAH]I
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG

DRVTITCRASQDIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG

TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKS

360.

FL_3_CCxCD
3-scFc

4 FbE
2F

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKCLEWLAH|
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGG
GLVOPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQOAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLG

361.

FL_3_CCxCD
3-scFc

RN
HLE %%

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
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TQKSLSLSPGK

362.

FL_4xCD3-scF
¢

VH CDR1

NAKMGVS

363.

FL_4xCD3-scF
c

VH CDR2

HIFSNDEKSYSTSLKS

364.

FL_4xCD3-scF
c

VH CDR3

IVGYGSGWYGYFDY

365.

FL_4xCD3-scF
c

VL CDR1

RASQDIRDDLG

366.

FL_4xCD3-scF
c

VL CDR2

GASTLQS

367.

FL_4xCD3-scF
c

VL CDR3

LQHNSYPLT

368.

FL_4xCD3-scF
c

VH

QVTLKESGPALVKPTETLTLTCTLSGFSLNNAKMGVSWIRQPPGKALEWLAH!
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSS

369.

FL_4xCD3-scF
c

VL

DIQMTQSPSSLSASVGDRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGAS
TLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVDI
K

370.

FL_4xCD3-scF
c

scFv

QVTLKESGPALVKPTETLTLTCTLSGFSLNNAKMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIOQMTQSPSSLSASVG

DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG

TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVDIKS

371.

FL_4xCD3-scF
c

A it
23

QVTLKESGPALVKPTETLTLTCTLSGFSLNNAKMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

372.

FL_4xCD3-scF
c

WA F
HLE %%

QVTLKESGPALVKPTETLTLTCTLSGFSLNNAKMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

373.

FL_4 CCxCD
3-scFc

VH

QVTLKESGPALVKPTETLTLTCTLSGFSLNNAKMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSS

374.

FL_4 CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGAS
TLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVDIK
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37s.

FL 4 CCxCD
3-scFc

scFv

QVTLKESGPALVKPTETLTLTCTLSGFSLNNAKMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG

DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG

TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVDIKS

376.

FL_4_CCxCD
3-scFc

WA R
¥

QVTLKESGPALVKPTETLTLTCTLSGFSLNNAKMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

377.

FL 4 _CCxCD
3-scFc

A Fr ik
HLE %%

QVTLKESGPALVKPTETLTLTCTLSGFSLNNAKMGVSWIRQPPGKCLEWIAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

378.

FL_5xCD3-scF
c

VH CDR1

NARMAVS

379.

FL_5xCD3-scF
c

VH CDR2

HIFSNDEKSYSTSLKS

380.

FL 5xCD3-scF
c

VH CDR3

IVGYGSGWYGYFDY

381.

FL_5xCD3-scF
c

VL CDR1

RASQDIRYDLA

382.

FL_5xCD3-scF
c

VL CDR2

AASSLQS

383.

FL_5xCD3-scF
c

VL CDR3

LQHNFYPLT

384.

FL_5xCD3-scF
c

VH

QVTLKESGPVLVKPTETLTLTCTVSGFSLRNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSS

38s.

FL_5xCD3-scF
c

VL

DIQMTQSPSSVSASVGDRVTITCRASQDIRYDLAWYQQKPGKAPKRLIYAASS
LQSGVPSRFSGSGSGTEFTLTISSLOPEDFATYYCLQHNFYPLTFGGGTKVEIK

386.

FL_5xCD3-scF
C

scFv

QVTLKESGPVLVKPTETLTLTCTVSGFSLRNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVG
DRVTITCRASQDIRYDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLOPEDFATYYCLQHNFYPLTFGGGTKVEIKS

387.

FL_5xCD3-scF
c

R4 F
2>F

QVTLKESGPVLVKPTETLTLTCTVSGFSLRNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
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WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVG
DRVTITCRASQDIRYDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNFYPLTFGGGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

388.

FL_5xCD3-scF
c

A FP
HLE %%

QVTLKESGPVLVKPTETLTLTCTVSGFSLRNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVG
DRVTITCRASQDIRYDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNFYPLTFGGGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWULNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

389.

FL_S5 CCxCD
3-scFc

VH

QVTLKESGPVLVKPTETLTLTCTVSGFSLRNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSS

390.

FL_5_CCxCD
3-scFc

VL

DIQMTQSPSSVSASVGDRVTITCRASQDIRYDLAWYQQKPGKAPKRLIYAASS
LQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNFYPLTFGCGTKVEIK

391.

FL_5 CCxCD
3-scFe

scFy

QVTLKESGPVLVKPTETLTLTCTVSGFSLRNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVG
DRVTITCRASQDIRYDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNFYPLTFGCGTKVEIKS

392

FL_5_CCxCD
3-scFc

B4 TN
»F

QVTLKESGPVLVKPTETLTLTCTVSGFSLRNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVG
DRVTITCRASQDIRYDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNFYPLTFGCGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

393,

FL_5_CCxCD
3-scFc

M4 T
HLE %%

QVTLKESGPVLVKPTETLTLTCTVSGFSLRNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVG
DRVTITCRASQDIRYDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNFYPLTFGCGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
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ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

394.

FL_6xCD3-scF
C

VH CDR1

NARMGVS

395.

FL_6xCD3-scF
c

VH CDR2

HIFSNDEKSFSTSLKN

396.

FL_6xCD3-scF
c

VH CDR3

MVGYGSGWYAYFDY

397.

FL_6xCD3-scF
C

VL CDR1

RASQSISSYLN

398.

FL_6xCD3-scF
c

VL CDR2

AASSLQS

399.

FL_6xCD3-scF
c

VL CDR3

LQHNSYPLT

400.

FL_6xCD3-scF
c

VH

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSFSTSLKNRLTISKDTSKSQVVLTMTNMDPVDTATYYCARMVGYGS
GWYAYFDYWGQGTQVTVSS

401.

FL_6xCD3-scF
c

DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSL
QSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIK

402.

FL_6xCD3-scF
c

scFv

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSFSTSLKNRLTISKDTSKSQVVLTMTNMDPVDTATYYCARMVGYGS
GWYAYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASY
GDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKS

403.

FL_6xCD3-scF
C

4 FbE
2t

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSFSTSLKNRLTISKDTSKSQVVLTMTNMDPVDTATYYCARMVGYGS
GWYAYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASY
GDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

404.

FL_6xCD3-scF
c

4 Fr bk
HLE %F

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSFSTSLKNRLTISKDTSKSQVVLTMTNMDPVDTATYYCARMVGYGS
GWYAYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASV
GDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNRYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
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PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

405.

FL_6_CCxCD
3-scFc

VH

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSFSTSLKNRLTISKDTSKSQVVLTMTNMDPVDTATYYCARMVGYGS
GWYAYFDYWGQGTQVTVSS

406.

FL_6 CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSL
QSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIK

407.

FL 6 CCxCD
3-scFc

scFv

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAH]I
FSNDEKSFSTSLKNRLTISKDTSKSQVVLTMTNMDPVDTATYYCARMVGYGS
GWYAYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASV
GDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKS

408.

FL_6_CCxCD
3-scFc

4T
~F

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSFSTSLKNRLTISKDTSKSQVVLTMTNMDPVDTATYYCARMVGYGS
GWYAYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASY
GDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG

SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA

LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

409.

FL_6_CCxCD
3-scFc

WAl
HLE %%

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSFSTSLKNRLTISKDTSKSQVVLTMTNMDPVDTATYYCARMVGYGS
GWYAYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASY
GDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

410.

FL_7xCD3-scF
c

VH CDRI1

NARMGVS

411.

FL_7xCD3-scF
c

VH CDR2

HIFSNDEKSYSTSLKN

412.

FL_7xCD3-scF
c

VH CDR3

IVGYGTGWFGYFDY

413.

FL_7xCD3-scF
c

VL CDR1

RASQDIRTDLA

414.

FL_7xCD3-scF
c

VL CDR2

AASSLQS

41s.

FL_7xCD3-scF
c

VL CDR3

LQHNRYPLT

416.

FL,_7xCD3-scF
c

VH

QVTLKESGPTLVKPTETLTLTCTVSGFSLNNARMGVSWIRQPPGKALEWLAH
IFSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGTG
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WFGYFDYWGQGTQVTVSS

417.

FL_7xCD3-scF
c

VL

DIQMTQSPSSLSASVGDRVTITCRASQDIRTDLAWYQQKPGKAPKRLIYAASS
LOSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNRYPLTFGGGTKVDIK

418.

FL_7xCD3-scF
c

scFv

QVTLKESGPTLVKPTETLTLTCTVSGFSLNNARMGVSWIRQPPGKALEWLAH
IFSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGTG
WFGYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRTDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNRYPLTFGGGTKVDIKS

419.

FL_7xCD3-scF
C

WA
»F

QVTLKESGPTLVKPTETLTLTCTVSGFSLNNARMGVSWIRQPPGKALEWLAH
IFSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGTG
WFGYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRTDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNRYPLTFGGGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

420.

FL_7xCD3-scF
c

B4 FE
HLE ¥

QVTLKESGPTLVKPTETLTLTCTVSGFSLNNARMGVSWIRQPPGKALEWLAH
IFSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGTG
WFGYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRTDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNRYPLTFGGGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

421.

FL 7 CCxCD
3-scFc

VH

QVTLKESGPTLVKPTETLTLTCTVSGFSLNNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGTG
WFGYFDYWGQGTQVTVSS

422,

FL_7_CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQDIRTDLAWYQQKPGKAPKRLIYAASS
LQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNRYPLTFGCGTKVDIK

423.

FL_7 CCxCD
3-scFe

scFv

QVTLKESGPTLVKPTETLTLTCTVSGFSLNNARMGVSWIRQPPGKCLEWLARI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGTG
WFGYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRTDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNRYPLTFGCGTKVDIKS

424,

FL._7 CCxCD
3-scFc

RAFF M
»F

QVTLKESGPTLVKPTETLTLTCTVSGFSLNNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGTG
WFGYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRTDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNRYPLTFGCGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

132



CN 110582297 B

i

B B

129/323 7

[0656]

425.

FL_7_CCxCD
3-scFc

B F
HLE %-F

QVTLKESGPTLVKPTETLTLTCTVSGFSLNNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGTG
WFGYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRTDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNRYPLTFGCGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMINNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

426.

FL_8xCD3-scF
c

VH CDRI

NARMAVS

427.

FL_8xCD3-scF
c

VH CDR2

HIFSNDEKSYSTSLKS

428.

FL_8xCD3-scF
c

VH CDR3

IVGYGTGWYGFFDY

429.

FL_8xCD3-scF
c

VL CDR1

RASQGIRNDLA

430.

FL_8xCD3-scF
C

VL CDR2

AASSLQS

431.

FL_8xCD3-scF
c

VL CDR3

LQHNSYPLT

432.

FL_8xCD3-scF
C

VH

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSS

433.

FL_8xCD3-scF
c

VL

DIQMTQSPSSLSASVGDRVTITCRASQGIRNDLAWYQQKPGKAPKRLIYAAS
SLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIK

434.

FL_8xCD3-scF
C

scFv

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKTLEWLAHI!
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQGIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKS

435.

FL_8xCD3-scF
c

AT
»>F

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQGIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

436.

FL_8xCD3-scF
c

B4 F ik
HLE %%

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKTLEWLAH!
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPEDTATYYCARIVGYGTG

WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQGIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY

YADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
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YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

4317.

FL 8 CCxCD
3-scFc

VH

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSS

438.

FL_8 CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQGIRNDLAWYQQKPGKAPKRLIYAAS
SLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIK

439.

FL_8 CCxCD
3-scFc

scFv

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQGIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKS

440.

FL_8 CCxCD
3-scFc

BAEFH
*F

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQGIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

441.

FL_8_CCxCD
3-scFc

A T
HLE %%

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQGIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

442,

FL_9xCD3-scF
c

VH CDR1

YARMGVS

443.

FL_9xCD3-scF
c

VH CDR2

HIFSNDEKSYSTSLKS

444,

FL_9xCD3-scF
c

VH CDR3

MPEYSSGWSGAFDI
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445.

FL_9xCD3-scF
c

VL CDR1

RASQDIRNDLA

446.

FL_9xCD3-scF
c

VL CDR2

AASSLQS

447.

FL_9xCD3-scF
c

VL CDR3

LQHNSYPLT

448.

FL_9xCD3-scF
c

VH

QVTLKESGPTLVKPTETLTLTCTFSGFSLRYARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSS

449.

FL_9xCD3-scF
c

VL

DIQMTQSPSSLSASVGDRVTITCRASQDIRNDLAWYQQKPGKAPKRLIYAAS
SLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKLEIK

450.

FL_9xCD3-scF
c

scFv

QVTLKESGPTLVKPTETLTLTCTFSGFSLRYARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKLEIKS

451.

FL_9xCD3-scF
c

A T
2F

QVTLKESGPTLVKPTETLTLTCTFSGFSLRYARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKLEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

452.

FL_9xCD3-scF
c

A FE
HLE %%

QVTLKESGPTLVKPTETLTLTCTFSGFSLRYARMGVSWIRQPPGKALEWLAH!
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIOMTQSPSSLSASVG
DRVTITCRASQDIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKLEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

453.

FL 9 CCxCD
3-scFc

VH

QVTLKESGPTLVKPTETLTLTCTFSGFSLRYARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSS

454,

FL 9 CCxCD
3-scF¢

VL

DIQMTQSPSSLSASVGDRVTITCRASQDIRNDLAWYQQKPGKAPKRLIYAAS
SLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKLEIK

455.

FL_9 CCxCD
3-scFc

scFv

QVTLKESGPTLVKPTETLTLTCTFSGFSLRYARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKLEIKS

456.

FL_9 CCxCD
3-scFc

24 F
a¥

QVTLKESGPTLVKPTETLTLTCTFSGFSLRYARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
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DRVTITCRASQDIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKLEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

457. | FL_9 CCxCD QVTLKESGPTLVKPTETLTLTCTFSGFSLRYARMGVSWIRQPPGKCLEWLAHI
3-scFc FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTASPSSLSASVG
DRVTITCRASQDIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKLEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
A HH | LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
HLE ¥ | ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK
438. glc,_wxcm-sc VH CDRI | NARMGVS
459. Elc*—lo"cm'“ VH CDR2 | HIFSNDEKSYSTSLKS
460. gi‘—mxcm'“ VH CDR3 | MPEYSSGWSGAFDI
461. Eitmxcmﬁc VL CDRI | RASQDIRDDLG
462. E,Ic‘—lo"cm'sc VL CDR2 | GASTLQS
463. f;i‘—w"cm'sc VL CDR3 | LQHNSYPLT
464. | FL_10xCD3-sc QVTLKESGPVLVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKALEWLAH
Fc Vi IFSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSS
465. | FL_10xCD3-sc DIQMTQSPSSLSASVGDRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGAS
Fc VL TLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVDI
K
466. | FL_10xCD3-sc QVTLKESGPVLVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKALEWLAH
Fe IFSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPYDTATYFCARMPEYSSG
scFv WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVDIKS
467. | FL_10xCD3-sc QVTLKESGPVLVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKALEWLAH
Fc IFSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
sipg | WSGAFDIWGQGTMVIVSSGGGGSGGGGSGEGGSDIQMTASPSSLSASVG
il DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG

TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
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WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

468.

FL_10xCD3-sc
Fc

WA Fe
HLE %F

QVTLKESGPVLVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKALEWLAH
IFSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

469.

FL 10 CCxC
D3-scFc

VH

QVTLKESGPVLVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSS

470.

FL_10_CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGAS
TLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVDIK

471.

FL_10_CCxC
D3-scFc

scFv

QVTLKESGPVLVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKCLEWLAH!
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLOHNSYPLTFGCGTKVDIKS

472,

FL_10_CCxC
D3-scFc

W AE T
»F

QVTLKESGPVLVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

473.

FL_10_CCxC
D3-scFc

4T
HLE %%

QVTLKESGPVLVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC

137



CN 110582297 B

i

B B

134/323 7

[0661]

PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

474. ?c*—”"cm'sc VHCDRI | NARMGVS
475. IF:IC‘—“"CD“C VH CDR2 | HIFSNDEKSYSTSLKS
416. ];i,_lGCDB-sc VHCDR3 | MPEYSSGWSGAFDI
477. Elc“—”"cm'sc VL CDRI | RASQDIGYDLG
478. ?E_IIXCD:;-SC VL CDR2 AASTLOS
A | FLTIXEDISe | yr coRs | LannsFwT
480. | FL_11xCD3-sc QVTLKESGPALVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKALEWLAH
Fe VH IFSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSS
481. | FL_11xCD3-sc DIQMTQSPSSLSASVGDRVTITCRASQDIGYDLGWYQQKPGKAPKRLIYAAS
Fc VL TLQSGVPSRFSGSGSGTEFTLIISSLQPEDFATYYCLQHNSFPWTFGQGTKVEI
K
482. | FL_1I1xCD3-sc QVTLKESGPALVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKALEWLAH
Fc IFSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
scFv WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTASPSSLSASVG
DRVTITCRASQDIGYDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSGT
EFTLIISSLQPEDFATYYCLQHNSFPWTFGQGTKVEIKS
483. | FL_11xCD3-sc QVTLKESGPALVKPTETLTLTCTVSGFSFRNARMGVYSWIRQPPGKALEWLAH
Fe IFSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTASPSSLSASVG
DRVTITCRASQDIGYDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSGT
AHFH | EFTLISSLQPEDFATYYCLOQHNSFPWTFGQGTKVEIKSGGGGSEVQLVESGG
S GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
484. | FL_11xCD3-sc QVTLKESGPALVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKALEWLAH
Fc IFSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIGYDLGWYQQKPGKAPKRLIYAASTLOSGVPSRFSGSGSGT
EFTLIISSLQPEDFATYYCLQHNSFPWTFGQGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
s RH | AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
HLE 4F | APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK
485. | FL 11 CCxC | VH QVTLKESGPALVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKCLEWLAHI
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D3-scFc FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSS
486. | FL11.CCxC | DIQMTQSPSSLSASVGDRVTITCRASQDIGYDLGWYQQKPGKAPKRLIYAAS
D3-scFc TLQSGVPSRFSGSGSGTEFTLIISSLOPEDFATYYCLQHNSFPWTFGCGTKVEIK
487. | FL_11_CCxC QVTLKESGPALVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKCLEWLAHI
D3-scFe FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
scFv WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIGYDLGWYQQKPGKAPKRLIYAASTLOSGVPSRFSGSGSGT
EFTLIISSLQPEDFATYYCLQHNSFPWTFGCGTKVEIKS
488. | FL_I1_CCxC QVTLKESGPALVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKCLEWLARI
D3-scFc FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIGYDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSGT
sAF R | EFTLISSLQPEDFATYYCLQHNSFPWTFGCGTKVEIKSGGGGSEVQLVESGG
ST GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
489. | FL_11 _CCxC QVTLKESGPALVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKCLEWLAHI
D3-scFc FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIGYDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSGT
EFTLIISSLQPEDFATYYCLQHNSFPWTFGCGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
RAFFPE | AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
HLE %% | APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGY
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK
490. gi‘—lz"cm'“ VHCDRI | NARMGVS
491. %_nxcm-sc VH CDR2 | HIFSNDEKSYRTSLKS
492, Ifg—lzxcm'“ VHCDR3 | IVGYGSGWYAYFDY
493. Elc*—lz"cm'“ VL CDRI | RASQGIRNDLG
494, IEIC,_IZxcos-sc VL CDR2 | Aassias
495. gi._leCDil—sc VL CDR3 | LQHNSYPLT
496. | FL_12xCD3-sc QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
Fc VH FSNDEKSYRTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYAYFDYWGQGTLVTVSS
497, | FL_12xCD3-s¢ |+ DIQMTQSPSSLSASVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAAS
Fe SLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIK
498. | FL_12xCD3-sc QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
Fc scFv FSNDEKSYRTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG

WYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
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DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKS

499.

FL_12xCD3-sc
Fc

B4Rtk
o F

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYRTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

500.

FL_12xCD3-sc
Fe

B4 FHE
HLE 4%-F

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYRTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

501.

FL_12_CCxC
D3-scFc

VH

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYRTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYAYFDYWGQGTLVTVSS

502.

FL 12 _CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAAS
SLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIK

503.

FL 12 CCxC
D3-scFc

scFv

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYRTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKS

504.

FL_12_CCxC
D3-scFc

4Tt
»F

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYRTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

505.

FL_12 CCxC
D3-scFc

WAt
HLE 9%

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYRTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
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YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

506.

FL_13xCD3-sc

Fo VHCDR1 | NARMGVS
507. EE—B"CD}“ VH CDR2 | LIYWNDDKRYSPSLKS
508. EE—B"CD“C VHCDR3 | MVGYGSGWYAYFDY
509. %—13"@3'“ VL CDRI | RASQGIRNDLG
510. Eg_lsxcm-sc VLCDR? | AnssLas
511 EL‘—BXCD}SC VL CDR3 | LQHNSYPLT
512. | FL_13xCD3-sc QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLALI
Fc VH YWNDDKRYSPSLKSRLTITKDTSKNQVVLTMTNMDPVDTATYYCARMVGY
GSGWYAYFDYWGQGTLVTVSS
513 | FL_I3xCD3-sc | 1 DIQMTQSPSSLSASVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAAS
Fc SLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIK
514. | FL_13xCD3-sc QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLALI
Fc YWNDDKRYSPSLKSRLTITKDTSKNQVVLTMTNMDPVDTATYYCARMVGY
scFy GSGWYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGS
GSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKS
515. | FL_13xCD3-sc QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLALI
Fc YWNDDKRYSPSLKSRLTITKDTSKNQVVLTMTNMDPVDTATYYCARMVGY
GSGWYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTASPSSLSA
SVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGS
AR | GSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVE
SF SGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
516. | FL_13xCD3-sc QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLALI
Fc YWNDDKRYSPSLKSRLTITKDTSKNQVVLTMTNMDPVDTATYYCARMVGY
GSGWYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGS
GSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVE
s | SGBGLVOPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYN
HLE A | NYATYYADSVKDRFTISRODSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS

YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
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NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

517. | FL_13_CCxC QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLALI
D3-scFe VH YWNDDKRYSPSLKSRLTITKDTSKNQVVLTMTNMDPVDTATYYCARMVGY
GSGWYAYFDYWGQGTLVTVSS
518, [FL_3.CCxC | DIQMTQSPSSLSASVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAAS
D3-scFe SLQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIK
519. | FL_13_CCxC QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLALI
D3-scFc YWNDDKRYSPSLKSRLTITKDTSKNQVVLTMTNMDPVDTATYYCARMVGY
scFv GSGWYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGS
GSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKS
520. | FL_I3_CCxC QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLALI
D3-scFc YWNDDKRYSPSLKSRLTITKDTSKNQVVLTMTNMDPVDTATYYCARMVGY
GSGWYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGS
M FPE | GSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVE
»F SGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
521. | FL_13_CCxC QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLALI
D3-scFc YWNDDKRYSPSLKSRLTITKDTSKNQVVLTMTNMDPVYDTATYYCARMVGY
GSGWYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTASPSSLSA
SVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLOSGVPSRFSGS
GSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVE
SGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
wAFFME | GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
HLE % | PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK
522. 11:];—14"0)3'“ VHCDRI | NARMGVS
523. }EIC‘—14XCD3'S° VHCDR2 | HIFSNDEKSYSTSLKS
524. %—14"@3'“ VHCDR3 | IVGYGTGWYGFEDY
525. EIC“—“""CD“" VL CDR1 | RTSQGIRNDLG
526. g£_14XCD3-SC VL CDR2 | AASsLQS
527. ’;E—”XCD}“ VLCDR3 | LQHNSYPLT
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528.

FL_14xCD3-sc
Fc

VH

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTDMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSS

529.

FL 14xCD3-sc
Fc

VL

DIQMTQSPSSLSASVGDRVTITCRTSQGIRNDLGWYQQKPGKAPKRLIYAASS
LQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIK

530.

FL_14xCD3-sc
Fc

scFv

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAH]I
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTDMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRTSQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKS

531.

FL_14xCD3-sc
Fe

B4 F
~F

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTDMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRTSQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

532.

FL_14xCD3-sc
Fc

M4 F
HLE %F

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTDMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRTSQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

533.

FL_14_CCxC
D3-scFc

VH

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTDMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSS

534.

FL 14 _CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRTSQGIRNDLGWYQQKPGKAPKRLIYAASS
LQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIK

535.

FL._ 14 CCxC
D3-scFc

scFv

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTDMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRTSQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKS

536.

FL_14 CCxC
D3-scFc

A%
¥

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTDMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRTSQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQALVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
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SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

537. | FL_14_CCxC QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
D3-scFc FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTDMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRTSQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
A F | LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
HLE %% | ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGEGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK
538. gi,_leCD}sc VHCDR! | SYGMH
539. Il::f;_ISxCDI!-sc VH CDR2 | VISYEGSNEFYAESVKG
540. ?Ictls"cm'sc VHCDR3 | GGEITMVRGVIGYYYYGMDV
541. §§-15XCD3'S° VL CDRI | RASQSISSYLN
542. EE_ISXCDLSC VL CDRz | Aassias
543, EE—ISXCD“C VL CDR3 | LQHNSYPLT
544. | FL_15xCD3-sc QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fc VH VISYEGSNEFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGGEIT
MVRGVIGYYYYGMDVWGQGTTVTVSS
545. | FL_ISxCD3=sc | o DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSL
Fc QSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIK
546. | FL_15xCD3-sc QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fc VISYEGSNEFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGGEIT
scFv MVRGVIGYYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTAS
PSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLOSGVPSR
FSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKS
547. | FL_15xCD3-sc QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fc VISYEGSNEFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGGEIT
MVRGVIGYYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQS
PSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLOSGVPSR
A FM | FSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEV
PNES QLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEWVARIR
SKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
548. | FL_I5xCD3-sc QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
Fc sy | VISYEGSNEFYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARGGEIT
HLE sng | MVRGVIGYYYYGMDVWGQGTTVTVSSGGGGSGGEESGEGESDIQMTAs

PSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSR
FSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEV
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QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIR
SKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

549.

FL_15_CCxC
D3-scFc

VH

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
ISYEGSNEFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGGEIT
MVRGVIGYYYYGMDVWGQGTTVTVSS

550.

FL_15_CCxC
D3-scF¢

VL

DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSL
QSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIK

SS1.

FL 15 CCxC
D3-scFc

scFv

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
ISYEGSNEFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGGEIT
MVRGVIGYYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQS
PSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSR
FSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKS

552,

FL 15 CCxC
D3-scFc

4 T
25

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
ISYEGSNEFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGGEIT
MVRGVIGYYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQS
PSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSR
FSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIR
SKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

553.

FL 15 CCxC
D3-scFc

A FbE
HLE ¥

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
ISYEGSNEFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGGEIT
MVRGVIGYYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQS
PSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSR
FSGSGSGTEFTLTISSLQPEDFATYYCLOHNSYPLTFGCGTKVEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIR
SKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGOQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

554.

FL_1xCD3-scF
¢ _delGK

BAF Rt
HLE % ¥

QVTLKESGPALVKPTETLTLTCTVSGFSLSNARMGVSWIRQPPGKALEWLANI
FSNDEKSYSTSLKSRLTISKGTSKSQVVLTMTNMDPEDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
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DRVTITCRASQGIRNDLGWYQQKPGKAPQRLIYAASSLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVOPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

555.

FL 1 CCxCD
3-scFc_delGK

MAF F
HLE %-F

QVTLKESGPALVKPTETLTLTCTVSGFSLSNARMGVSWIRQPPGKCLEWLANI
FSNDEKSYSTSLKSRLTISKGTSKSQVVLTMTNMDPEDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPQRLIYAASSLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

556.

FL_2xCD3-scF
c_delGK

A F 1k
HLE %-F

QVTLKESGPTLVKPTETLTLTCTLSGFSLNNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGSG
WYGFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

557.

FL_2 CCxCD
3-scFc_delGK

24 Rt

QVTLKESGPTLVKPTETLTLTCTLSGFSLNNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGSG
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HLE %

WYGFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVIHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

558.

FL 3xCD3-scF
c_delGK

A
HLE F

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

559.

FL_3_CCxCD
3-scFc_delGK

4 Ftk
HLE #F

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPXDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK
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560.

FL_4xCD3-scF
¢ delGK

B4 F
HLE %

QVTLKESGPALVKPTETLTLTCTLSGFSLNNAKMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

561.

FL_4_CCxCD
3-scFc_delGK

A TP
HLE %%

QVTLKESGPALVKPTETLTLTCTLSGFSLNNAKMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKGQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQD!RDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

562.

FL_5xCD3-scF
c_delGK

WA M
HLE ¥

QVTLKESGPVLVKPTETLTLTCTVSGFSLRNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVG
DRVTITCRASQDIRYDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNFYPLTFGGGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
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563.

FL_5_CCxCD
3-scFc_delGK

A FE
HLE %F

QVTLKESGPVLVKPTETLTLTCTVSGFSLRNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYGYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSVSASVG
DRVTITCRASQDIRYDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNFYPLTFGCGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

564.

FL_6xCD3-scF
¢ delGK

I A4 Fe bk
HLE ¥

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAR!
FSNDEKSFSTSLKNRLTISKDTSKSQVVLTMTNMDPVDTATYYCARMVGYGS
GWYAYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASY
GDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

565.

FL_6_CCxCD
3-scFc_delGK

WA T
HLE %%

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSFSTSLKNRLTISKDTSKSQVVLTMTNMDPVDTATYYCARMVGYGS
GWYAYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASV
GDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCLOQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
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YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

566.

FL_7xCD3-scF
c_delGK

B4 Fk
HLE %F

QVTLKESGPTLVKPTETLTLTCTVSGFSLNNARMGVSWIRQPPGKALEWLAH
IFSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGTG
WFGYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRTDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNRYPLTFGGGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEK
TISKAKGOPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

567.

FL_7_CCxCD
3-scFc_delGK

B4k Ftk
HLE %-F

QVTLKESGPTLVKPTETLTLTCTVSGFSLNNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKNRLTISKDSSKTQVVLTMTNVDPVDTATYYCARIVGYGTG
WFGYFDYWGQGTQVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRTDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNRYPLTFGCGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

568.

FL_8xCD3-scF
c_delGK

A FE
HLE %%

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKTLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQGIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
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KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

569.

FL_8 CCxCD
3-scFc_delGK

A it
HLE 9-F

QVTLKESGPALVKPTETLTLTCTLSGFSLNNARMAVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTNMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQGIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

570.

FL_9xCD3-scF
c_delGK

M Ak F
HLE %%

QVTLKESGPTLVKPTETLTLTCTFSGFSLRYARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKLEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

571.

FL_9 CCxCD
3-scFc_delGK

B4 FP
HLE %-F

QVTLKESGPTLVKPTETLTLTCTFSGFSLRYARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRNDLAWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKLEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
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AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA

KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN

YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

572.

FL_10xCD3-sc
Fc_delGK

M ARk
HLE ¥

QVTLKESGPVLVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKALEWLAH
IFSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

573.

FL_10_CCxC
D3-scFc_delG
K

WA Fik
HLE %F

QVTLKESGPVLVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIRDDLGWYQQKPGNAPKRLIYGASTLQSGVPSRFSGSGSG
TEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVDIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

574.

FL_11xCD3-sc
Fc_delGK

BAFF
HLE #F

QVTLKESGPALVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKALEWLAH
IFSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIGYDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSGT
EFTLIISSLQPEDFATYYCLQHNSFPWTFGQGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP

152



CN 110582297 B

i

R $ 149/323 7

[0676]

ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

575.

FL_11_CCxC
D3-scFc_delG
K

A FbE
HLE ¥

QVTLKESGPALVKPTETLTLTCTVSGFSFRNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTLTNMDPVDTATYFCARMPEYSSG
WSGAFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQDIGYDLGWYQQKPGKAPKRLIYAASTLQSGVPSRFSGSGSGT
EFTLIISSLQPEDFATYYCLQHNSFPWTFGCGTKVEIKSGGGGSEVQLVESGG
GLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYA
TYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

576.

FL_12xCD3-sc
Fc_delGK

A
HLE %%

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYRTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

577.

FL_12_CCxC
D3-scFc_delG
K

A Fe bk
HLE % F

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYRTSLKSRLTISKDTSKSQVVLTMTNMDPVDTATYYCARIVGYGSG
WYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVG
DRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGT
EFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGG
LVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
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SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

578.

FL_13xCD3-sc
Fc_delGK

R4 Rtk
HLE %%

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLALI
YWNDDKRYSPSLKSRLTITKDTSKNQVVLTMTNMDPVDTATYYCARMVGY
GSGWYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGS
GSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEVQLVE
SGGGLVQPGGSLKLSCAASGFTFNKYAMNWYRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

579.

FL_13_CCxC
D3-scFc_delG
K

4R
HLE %%

QVTLKESGPVLVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLALI
YWNDDKRYSPSLKSRLTITKDTSKNQVVLTMTNMDPVDTATYYCARMVGY
GSGWYAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCRASQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGS
GSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVE
SGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

580.

FL_14xCD3-sc
Fe¢_delGK

4 S
HLE %-F

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKALEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTDMDPEDTATYYCARIVGYGTG

WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRTSQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLOQHNSYPLTFGGGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY

YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG

SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA

LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV

HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS

KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
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NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

581.

FL_14_CCxC
D3-scFc_delG
K

S
HLE %%

QVTLKESGPALVKPTQTLTLTCTFSGFSLSNARMGVSWIRQPPGKCLEWLAHI
FSNDEKSYSTSLKSRLTISKDTSKSQVVLTMTDMDPEDTATYYCARIVGYGTG
WYGFFDYWGQGILVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRTSQGIRNDLGWYQQKPGKAPKRLIYAASSLQSGVPSRFSGSGSGTE
FTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKXDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

582.

FL_15xCD3-sc
Fc_delGK

WA FP
HLE %F

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
VISYEGSNEFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGGEIT
MVRGVIGYYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQS
PSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSR
FSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGGGTKVEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIR
SKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

583.

FL_15_CCxC
D3-scFc_delG
K

AT
HLE %-F

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAYV
ISYEGSNEFYAESVKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARGGEIT
MVRGVIGYYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQS
PSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSR
FSGSGSGTEFTLTISSLQPEDFATYYCLQHNSYPLTFGCGTKVEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIR
SKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
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ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE

ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW

ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

584, CD70 1 CCx
CD3-scFc VH CDRI | SYAMS
585. | CD70_1 CCX |y cpR2 | VISGSGGRPNYAESVKG
CD3-scFc
586. CD70 1 CCx
CD3-5cFe VH CDR3 | VDYSNYLFFDY
587. CD70_1_CCx
CD3-seFe VL CDR1 | RAGQSVRSSYLG
588. CD70_1 CCx
CD3-5cFe VL CDR2 | GASSRAT
589. CD70 1 CCx
CD3-5cFe VL CDR3 | QQYGYSPPT
590. CD70_1_CCx EVOLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVROAPGKCLEWVSVIS
CD3-scFc VH GSGGRPNYAESVKGRFTISRDNSKNTLYLOQMNSLRDEDTAVYYCAKVDYSNY
LFFDYWGQGTLVTVSS
591. CD70 1 CCx VL EIVLTQSPGTLSLSPGEGATLSCRAGQSVRSSYLGWYQQKPGQAPRLLIYGAS
CD3-scFc SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGYSPPTFGCGTKLEIK
592. CD70_1_CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSVIS
CD3-scFc GSGGRPNYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCAKVDYSNY
scFy LFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGEGATL
SCRAGQSVRSSYLGWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGYSPPTFGCGTKLEIK
593. CD70_1_CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSVIS
CD3-scFc GSGGRPNYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCAKVDYSNY
LFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGEGATL
SCRAGQSVRSSYLGWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
A& F | TISRLEPEDFAVYYCQQYGYSPPTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
o>F PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
594, CD70 1 CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSVIS
CD3-scFc GSGGRPNYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCAKVDYSNY
LFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGEGATL
SCRAGQSVRSSYLGWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGYSPPTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ,
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
WAEFM | STGAVISGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
HLE TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
>F LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH

NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
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LSLSPGK

595. | CD70_IxCD3- EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSV]
scFe VH SGSGGRPNYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCAKVDYSN
YLFFDYWGQGTLVTVSS
596. | CD70_1xCD3- | EIVLTQSPGTLSLSPGEGATLSCRAGQSVRSSYLGWYQQKPGQAPRLLIYGAS
scFc SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGYSPPTFGGGTKLEIK
597. | CD70_IxCD3- EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSVI
scFe SGSGGRPNYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCAKVDYSN
scFv YLFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGEGAT
LSCRAGQSVRSSYLGWYQQKPGQOAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGYSPPTEGGGTKLEIK
598. EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSVI
SGSGGRPNYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCAKVDYSN
YLFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGEGAT
LSCRAGQSVRSSYLGWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
CD70_1xCD3- | 4% F+t | LTISRLEPEDFAVYYCQQYGYSPPTFGGGTKLEIKSGGGGSEVQLVESGGGLY
scFc NES QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
599. EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSVI
SGSGGRPNYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCAKVDYSN
YLFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGEGAT
LSCRAGQSVRSSYLGWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGYSPPTFGGGTKLEIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
sipgie | STOAVISGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
CD70_IxCD3- | (o0 TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
scFc 3 LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGEGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
600. | CD70 2 CCx
CD3-ceFe VHCDRI | IYAMS
601. | CD70_2 CCX | vy cDR2 | AISGSGGSTFYAESVKG
CD3-scFc
602. | CD70 2 CCx
CD3-ceFe VH CDR3 | HDYSNYPYFDY
603. | CD70 2_CCx
CD3-sFe VL CDR! | RASQSVRSSYLA
604. | CD70 2 CCx
OD3-cere VL CDR2 | GASSRAT
605. | CD70 2 CCx
CD3osere VL CDR3 | QQYGDLPFT
606. | CD70 2 CCx EVQLLESGGGLVQPGGSLKLSCAASGFTFSIYAMSWYRQAPGKCLEWVSAIS
CD3-scFe VH GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
607. | CD702 CCx |, EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIK
608. | CD70 2 CCx | scFv EVQLLESGGGLYQPGGSLKLSCAASGFTFSIYAMSWVRQAPGKCLEWVSAIS
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CD3-scFc

GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIK

609.

CD70 2 CCx
CD3-scFc

B4 F
2F

EVQLLESGGGLVQPGGSLKLSCAASGFTFSIYAMSWVRQAPGKCLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

610.

CD70_2_CCx
CD3-scFc

ALY TP
HLE
2F

EVQLLESGGGLVQPGGSLKLSCAASGFTFSIYAMSWVRQAPGKCLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

611,

CD70_2xCD3-
scFc

VH

EVQLLESGGGLVQPGGSLKLSCAASGFTFSIYAMSWVRQAPGKGLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS

612.

CD70_2xCD3-
scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIK

613.

CD70_2xCD3-
scFc

scFv

EVQLLESGGGLVQPGGSLKLSCAASGFTFSIYAMSWVRQAPGKGLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIK

614.

CD70_2xCD3-
scFc

A S
SF

EVQLLESGGGLVQPGGSLKLSCAASGFTFSIYAMSWVRQAPGKGLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

615.

CD70_2xCD3-
scFc

A Tk
HLE
oF

EVQLLESGGGLVQPGGSLKLSCAASGFTFSIYAMSWVRQAPGKGLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY

PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
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TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

616.

CD70_3_CCx

OD3ceFe VHCDRI | SYAMS
617. 1 €D703 CCX | iy cpRo | AISGSGGRTFYAESVEG
CD3-scFc
618. | CD70_3_CCx
CD3-core VHCDR3 | HDYSNYPYFDY
619. | CD70 3 CCx
CD3osere VL CDRI | RASQSVRSSYLA
620. | CD70_3_CCx
CD3-core VL CDR2 | GASSRAT
621. | CD70 3 CCx
D3 VLCDR3 | QQYGSSPFT
622. | CD70 3_CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc VH SGSGGRTFYAESVEGRFTISRDNSKNTLFLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
623. | CD703 CCx | EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
CD3-scFe RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPFTFGCGTKLEIK
624. | CD70 3_CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFe SGSGGRTFYAESVEGRFTISRDNSKNTLFLQMNSLRAEDTAVYYCAKHDYSNY
scFv PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGCGTKLEIK
625. | CD70 3 CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc SGSGGRTFYAESVEGRFTISRDNSKNTLFLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
A Ft | TISRLEPEDFAVYYCQQYGSSPFTFGCGTKLEIKSGGGGSEVALVESGGGLVQ
»F PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
626. | CD70_3 CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc SGSGGRTFYAESVEGRFTISRDNSKNTLFLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
4B | TISRLEPEDFAVYYCQQYGSSPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
HLE PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
»F DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY

WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
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NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

627.

CD70_3xCD3-
scFc

VH

EVAQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLFLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

628.

CD70_3xCD3-
scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPFTFGPGTKLEIK

629.

CD70 3xCD3-
scFc

scFv

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA

ISGSGGRTFYAESVEGRFTISRDNSKNTLFLOMNSLRAEDTAVYYCAKHDYSN

YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT

LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKLEIK

630.

CD70_3xCD3-
scFc

WA
»F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLFLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

631.

CD70_3xCD3-
scFc

M4 Fbk
HLE
aF

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLFLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLULNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

632.

CD70_4 CCx
CD3-scFc

VH CDRI1

SYAMS

633.

CD70_4_CCx
CD3-scFc

VH CDR2

AISGSGGRTFYAESVEG

634.

CD70_4_CCx
CD3-scFc

VH CDR3

HDYSNYPYFDY

635.

CD70_4 CCx
CD3-scFc

VL CDR1

RASQSIRSSYLA

636.

CD70 4 CCx
CD3-scFc

VL CDR2

GASSRAT
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637.

CD70 4 CCx
CD3-scFc

VL CDR3

QQYGDLPFT

638.

CD70_4_CCx
CD3-scFe

VH

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

639.

CD70_4 CCx
CD3-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSIRSSYLAWYQQKPGQAPRLLIYGASSR
ATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIK

640.

CD70_4 CCx
CD3-scFc

scFv

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIK

641.

CD70 4 CCx
CD3-scFc

B4 Fe
¥

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

642.

CD70_4_CCx
CD3-scFe

B4
¥

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

643.

CD70_4xCD3-
scFc

VH

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

644.

CD70 4xCD3-
scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSIRSSYLAWYQQKPGQAPRLLIYGASSR
ATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIK

645.

CD70 _4xCD3-
scFc

scFv

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA

ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN

YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL

TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIK

646.

CD70 4xCD3-
scFc

WA F
»F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA

ISGSGGRTFYAESVEGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCAKHDYSN

YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ

PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
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DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

647. | CD70_4xCD3- EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
scFe ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLYQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
sy | STOAVISGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
HLE TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
ot LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
648. | CD70 5 CCx
OD3.coFe VH CDR1 | SYAMS
649. | CD70_5_CCX | iy cDR2 | AISGSGGRTHYAESVKG
CD3-scFc
650. | CD70 5 CCx
CD3-core VHCDR3 | HDYSNYPYEDY
651. | CD70 5 CCx
CD3ocae VL CDRI | RASQSVRSSYLA
652. | CD70 5 CCx
OD3-are VL CDR2 | GASSRAT
653. | CD70_5 CCx
CD3-core VL CDR3 | QQYGSSPFT
654 | o705 COx EVQLLESGGGLVQSGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
D3 VH GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
655. | CD705 CCx |y EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
CD3-scFe RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPFTFGCGTKLEIK
656. EVQLLESGGGLVQSGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
D70 5 CCx GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
OD3-coFe scFv PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGCGTKLEIK
657. EVQLLESGGGLVQSGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
CD70_5_CCx | ®4¥FM | TISRLEPEDFAVYYCQQYGSSPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
CD3-scFc »F PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
658. HAE R | EVQLLESGGGLVOSGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
8‘8;?S—CSF—CCCX HLE GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
»F PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
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SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

659.

CD70_5xCD3-
scFc

VH

EVQLLESGGGLVQSGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS

660.

CD70_5xCD3-
scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPFTFGPGTKLEIK

661.

CD70_S5xCD3-
scFc

scFv

EVQLLESGGGLVQSGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGPGTKLEIK

662.

CD70_5xCD3-
scFc

AT
>F

EVQLLESGGGLVQSGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

663.

CD70_5xCD3-
scFc

B4 T
aF

EVQLLESGGGLVQSGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

664.

CD70_6 _CCx
CD3-scFc

VH CDRI1

SYAMS
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665.

CD70_6_CCx

CD3-scFe VH CDR2 | LISGSGGRTHYAESVKG
666. CD70_6_CCx
CD3-scFe VH CDR3 | HDYSNYPYFDY
667, CD70_6_CCx
CD3-scFe VL CDR1 RASQSVRSTYLA
668. CD70_6_CCx
CD3-scFe VL CDR2 DASSRAT
669. CD70_6_CCx
CD3-seFe VL CDR3 QQYGSSPPT
670. CD70 6 CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSLIS
CD3-scFe VH GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
671. CD70_6_CCx VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSTYLAWYQQKPGQAPRLLIYDASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYFCQQYGSSPPTFGCGTKLE!IK
672. EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSLIS
CD70 6 CCx GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
CD3-scFe scFv PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSTYLAWYQQKPGQAPRLLIYDASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYFCQQYGSSPPTFGCGTKLEIK
673. EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSLIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSTYLAWYQQKPGQAPRLLIYDASSRATGIPDRFSGSGSGTDFTL
CD70 6 _CCx | ®4FHH TISRLEPEDFAVYFCQQYGSSPPTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
CD3-scFe »F PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
674. EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSLIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSTYLAWYQQKPGQAPRLLIYDASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYFCQQYGSSPPTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
S Sk STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
CD70_6_CCx HLE TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
CD3-scFe >3 LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
675. CD70_6xCD3- EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSLIS
scFc VH GSGGRTHYAESVKGRFTISRDNSKNTLYLOQOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
676. CD70_6xCD3- VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSTYLAWYQQKPGQAPRLLIYDASS
scFe RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYFCQQYGSSPPTFGGGTKLEIK
677. CD70_6xCD3- EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSLIS
scFc scFy GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY

PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSTYLAWYQQKPGQAPRLLIYDASSRATGIPDRFSGSGSGTDFTL
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TISRLEPEDFAVYFCQQYGSSPPTFGGGTKLEIK

678. EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSLIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYEDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSTYLAWYQQKPGQAPRLLIYDASSRATGIPDRFSGSGSGTDFTL

CD70_6xCD3- | R4 A | TISRLEPEDFAVYFCQQYGSSPPTFGGGTKLEIKSGGGGSEVALVESGGGLYQ

scFe 53 PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGG TKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

679. EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSLIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSTYLAWYQQKPGQAPRLLIYDASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYFCQQYGSSPPTFGGGTKLEIKSGGGGSEVQLVESGGGLYQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRETISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS

sdpsps | STOAVISGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
CD70_6xCD3- | [+ TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
scFe o LLGGPSVELFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGEGSGEGESGGEGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
680. | CD70 7 CCx
e VHCDRI | TYAMS
681. | CD70_7_CCX | iy cpR2 | AISGSGGSTFYAESVKG
CD3-scFc
682. | CD70_7 CCx
e VHCDR3 | HDYSNYPYFDY
683. | CD70_7 CCx
e VL CDR1 | RASQSVRSSYLA
684, | CD70_7 CCx
e VL CDR2 | GASSRAT
685. | CD70_7 CCx
P VL CDR3 | QQYGDLPFT
686. | CD70_7 CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAIS
CD3-scFe VH GSGGSTFYAESVKGRFTISRDNSKNTLSLQMNSLRAEDTAVYYCAKHDYSNYP
YFDYWGQGTLVTVSS
687. | D707 CCx | o EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
CD3-scFe RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIK
688. | CD70 7 CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAIS
CD3-scFe GSGGSTFYAESVKGRFTISRONSKNTLSLQMNSLRAEDTAVYYCAKHDYSNYP
scFv YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
CRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLT
ISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIK
689. | CD70 7 CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAIS
CD3-scFe GSGGSTFYAESVKGRFTISRONSKNTLSLQMNSLRAEDTAVYYCAKHDYSNYP
R | YEDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
57 CRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLT

ISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
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VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

690.

CD70_7_CCx
CD3-scFc

w4 Ftt
HLE
ot

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLSLQMNSLRAEDTAVYYCAKHDYSNYP
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
CRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLT
ISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
K

691.

CD70_7xCD3-
scFc

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSAI
SGSGGSTFYAESVKGRFTISRDNSKNTLSLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS

692.

CD70_7xCD3-
scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIK

693.

CD70_7xCD3-
scF¢

scFv

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSAI
SGSGGSTFYAESVKGRFTISRDNSKNTLSLOQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIK

694.

CD70_7xCD3-
scFc

B4k S
SF

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSAI
SGSGGSTFYAESVKGRFTISRDNSKNTLSLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

695.

CD70_7xCD3-
scFc

B4R
HLE
5F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSAI
SGSGGSTFYAESVKGRFTISRDNSKNTLSLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLINGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
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LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

696.

CD70_8_CCx

CD3-scFe VH CDRI | TYAMS
697. CD70_8_CCx VH CDR2 | AISGSGGRTFYAESVEG
CD3-scFc
698. CD70 8 CCx
CD3-scFe VH CDR3 | HDYSNYPYFDY
699. CD70 8 CCx
CD3-scFe VL CDR1 | RASQSVRSTYLA
700. CD70 8 CCx
CD3-scFe VL CDR2 GASSRAT
701. CD70 8 CCx
CD3-scFe VL CDR3 QQYGDLPFT
702. CD70_8 CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAI
CD3-scFe VH SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS
703. CD70_8 CCx VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSTYLAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYSCQQYGDLPFTFGCGTKLEIK
704. CD70_8 CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAI
CD3-scFc SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
scFv YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSTYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGDLPFTFGCGTKLEIK
705. CD70_8 CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAI
CD3-scFc SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSTYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
R4 FH | LTISRLEPEDFAVYSCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLY
*>F QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
706. CD70_8 CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAI
CD3-scFc SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSTYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
SR STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
HLE TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
>3 LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
707. CD70_8xCD3- | VH EVQLLESGGGMVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSA

167



CN 110582297 B

i

B B

164/323 7

[0691]

scFc ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS
708 | CD70_8xCD3- | - EIVLTQSPGTLSLSPGERATLSCRASQSVRSTYLAWYQQKPGQAPRLLIYGASS
scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYSCQQYGDLPFTFGPGTKLEIK
709. | CD70_8xCD3- EVQLLESGGGMVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSA
scFc ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
scFy YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSTYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGDLPFTFGPGTKLEIK
710. | CD70_8xCD3- EVQLLESGGGMVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSA
scFc ISGSGGRTEYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYEDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVITQSPGTLSLSPGERAT
LSCRASQSVRSTYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
s | LTISRLEPEDFAVYSCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLY
»F QPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRETISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGEGESQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
711, | CD70_8xCD3- EVQLLESGGGMVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSA
scFc ISGSGGRTFYAESVEGRFTISRONSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSTYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDET
LTISRLEPEDFAVYSCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRETISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGEGGSQTVVTQEPSLTVSPGGTVTLTCGS
ssbpi | STOAVISGNYPNWVOOKPGOAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
- TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
o LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSYMHEALHNHYTQKS
LSLSPGK
712, | CD70_9 CCx
ey VHCDR1 | SYAMS
713. | CD70.9 CCx |y cpR2 | AISGSGGYTYYAESVKG
CD3-scFc
714. | CD70 9 CCx
e VH CDR3 | HDYSNYPYFDY
715. | CD70 9 CCx
e VL CDRI | RASQSVRSNYLA
716. | CD70 9 CCx
e VL CDR2 | GASSRAT
717. | CD70 9 CCx
ey VLCDR3 | QQYGDLPFT
718. | CD70_9_CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFe VH GSGGYTYYAESVKGRETISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
719. | CD709 CCx | 1 EIVLTQSPGTLSLSPGERATLSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASS
CD3-scFe RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIK
720. | CD70 9 _CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc scFv GSGGYTYYAESVKGRETISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY

PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
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SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATG!PDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIK

721.

CD70_9 CCx
CD3-scFc

M4 F
SF

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGYTYYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

722.

CD70 9 CCx
CD3-scFc

A F
HLE
&F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGYTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

723.

CD70_9xCD3-
scFc

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGYTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

724.

CD70_9xCD3-
scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIK

725.

CD70_9xCD3-
scFc

scFv

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGYTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIK

726.

CD70_9xCD3-
scFc

B4R
aF

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSALI
SGSGGYTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

727.

CD70_9xCD3-
scFc

WA F
HLE
2F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGYTYYAESVKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
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ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

728.

CD70_10_CCx

CD3-5cFc VHCDR1 | SYAMS
723, CD70_10_CCX | vy cpRo | AISGSGGSTFYAESVKG
CD3-scFc
730. CD70 10 CCx
CD3-seF¢ VHCDR3 | HDYSNYPYFDY
731. CD70 10 CCx
CD3-5cFc VL CDRI | RASQSVRSSYLA
732. CD70_10_CCx
CD3-seFe VL CDR2 | GASSRAT
733. CD70_10_CCx
CD3-soF¢ VL CDR3 | QQYGDLPFT
734. CD70 10 _CCx EVQLLESGGGLAQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc VH GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCAKHDYSNYP
YFDYWGQGTLVTVSS
735, CD70_10_CCx VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIK
736. CD70_10_CCx EVQLLESGGGLAQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCAKHDYSNYP
scFv YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
CRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLT
ISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIK
737. CD70 _10_CCx EVQLLESGGGLAQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCAKHDYSNYP
YEDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
CRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLT
RA4EF M ISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQP
¥ GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQOKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
738. CD70_10_CCx EVQLLESGGGLAQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCAKHDYSNYP
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
CRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLT
ISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQP
WAk HM | GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
HLE VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
27 QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG

AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
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TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
K

739. | CD70_10xCD3 EVQLLESGGGLAQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
-scFc VH SGSGGSTFYAESVKGRETISRDNSKNTLYLQMNSLRAEDTAVYFCAKHDYSNY
PYFDYWGQGTLVTVSS
740, | CD70_10xCD3 | EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGOAPRLLIYGASS
-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIK
741. | CD70_10xCD3 EVQLLESGGGLAQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
-scFe SGSGGSTFYAESVKGRFTISRONSKNTLYLQMNSLRAEDTAVYFCAKHDYSNY
scFv PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIK
742. | CD70_10xCD3 EVQLLESGGGLAQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
-scFc SGSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
s R | TISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLVQ
»F PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRETISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
743, | CD70_10xCD3 EVQLLESGGGLAQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
-scFc SGSGGSTFYAESVKGRETISRDNSKNTLYLQMNSLRAEDTAVYFCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
s | STOAVISGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
e TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
o LLGGPSVFLEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSEFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
744, | CD70 11 _CCx
e VHCDRI | SYAMS
745. | CDT0_11_COX | iy oppo | AISGSGGRTFYAESVEG
CD3-scFc
746. | CD70_11_CCx
oot VHCDR3 | HDYSNYPYFDY
747. | CD70_11 CCx
o VL CDRI | RASQSVRSNYLA
748, | CD70_11 _CCx
el VL CDR2 | GASSRAT
749. | CD70_I1 _CCx
o VL CDR3 | QQYGDLPFT
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750.

CD70_11_CCx
CD3-scFc

VH

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSALI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

751.

CD70 11 _CCx
CD3-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIK

752.

CD70_11_CCx
CD3-scFc

scFv

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGCGTKVE!K

753.

CD70_11_CCx
CD3-scFc

R4 Rt
SF

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

754.

CD70 11 CCx
CD3-scFc

A1
HLE

2%

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

755.

CD70_11xCD3
-scFc

VH

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

756.

CD70_11xCD3
-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIK

757.

CD70_11xCD3
-scFc

scFv

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA

ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN

YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIK

758.

CD70_11xCD3
-scFc

W4 Fft
»F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
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STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

759. CD70_11xCD3 EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
-scFe ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLYV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
SR STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
HLE TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
PES LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
760. CD70 12 _CCx
CD3-scFe VH CDRI1 SYAMS
761. CD70_12_CCx VH CDR2 | AISGSGGRTFYAESVEG
CD3-scFc
762. CD70 12 CCx
CD3-scFec VH CDR3 HDYSNYPYFDY
763. CD70 12 CCx
CD3-scFe VL CDRI1 RASQSVRSSYLA
764. CD70 12 CCx
CD3-scFe VL CDR2 GASSRAT
765. CD70 12 CCx
CD3-scFe VL CDR3 QQYGSSPFT
766. CD70_12_CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc VH SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS
767. CD70_12_CCx VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPFTFGCGTKVEIK
768. CD70_12_CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFe SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
scFv YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGCGTKVEIK
769. CD70 12 CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc SGSGGRTFYAESVEGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
I G F LTISRLEPEDFAVYYCQQYGSSPFTFGCGTKVEIKSGGGGSEVQLVESGGGLYV
oF QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
770. CD70_12_CCx EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc A4 F it SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
HLE YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
*>F LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT

LTISRLEPEDFAVYYCQQYGSSPFTFGCGTKVEIKSGGGGSEVQLVESGGGLYV
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QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

771.

CD70_12xCD3
-scFc

VH

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

772.

CD70_12xCD3
-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPFTFGPGTKVEIK

773.

CD70 _12xCD3
-scFc

scFv

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVROQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKVEIK

774.

CD70_12xCD3
-scFc

M4 R
*>F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

775.

CD70_12xCD3
-scFe

A TP
HLE

23

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

776.

CD70_13_CCx
CD3-scFc

VH CDR1

SYAMS

T71.

CD70 13 CCx
CD3-scFc

VH CDR2

AISGSGGSTFYAESVQG
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778. CD70_13_CCx
CD3-scFe VH CDR3 | HDYSNYPYFDY
779. CD70_13_CCx
CD3-scFo VL CDR1 RASQSVRGNYLA
780. CD70_13_CCx
CD3-seFo VL CDR2 GASSRAT
781. CD70_13_CCx
CD3-scFe VL CDR3 QQYGYSPFT
782. CD70_13_CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc VH GSGGSTFYAESVQGRFTISRDNSKNTLYLQVNSLRAEDTAVYYCARHDYSNYP
YFDYWGQGTLVTVSS
783. CD70_13_CCx VL EIVLTQSPGTLSLSPGERATLSCRASQSVRGNYLAWYQQKPGQAPRLLIYGAS
CD3-scFc SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGYSPFTFGCGTKVEIK
784. CD70_13_CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGSTFYAESVQGRFTISRDNSKNTLYLQVNSLRAEDTAVYYCARHDYSNYP
scFv YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
CRASQSVRGNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGYSPFTFGCGTKVEIK
78S. CD70_13_CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFe GSGGSTFYAESVQGRFTISRDNSKNTLYLQVNSLRAEDTAVYYCARHDYSNYP
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
CRASQSVRGNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
bg i 4 TISRLEPEDFAVYYCQQYGYSPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
>+ PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
786. CD70_13_CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFe GSGGSTFYAESVQGRFTISRDNSKNTLYLQVNSLRAEDTAVYYCARHDYSNYP
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
CRASQSVRGNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGYSPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
Py STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
HLE TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
P LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
787. CD70_13xCD3 EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
-scFc VH SGSGGSTFYAESVQGRFTISRDNSKNTLYLQVNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSS
788. CD70_13xCD3 VL EIVLTQSPGTLSLSPGERATLSCRASQSVRGNYLAWYQQKPGQAPRLLIYGAS
-scFc SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGYSPFTFGPGTKVEIK
789. CD70_13xCD3 EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
-scFc SGSGGSTFYAESVQGRFTISRDNSKNTLYLQVNSLRAEDTAVYYCARHDYSNY
scFv PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRGNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGYSPFTFGPGTKVEIK
790. CD70_13xCD3 | 4% 1% EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
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~scFc P SGSGGSTFYAESVQGRFTISRDNSKNTLYLQVNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTOSPGTLSLSPGERATL
SCRASQSVRGNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGYSPFTFGPGTKVEIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
791, | CD70_13xCD3 EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWYRQAPGKGLEWVSAI
-scFc SGSGGSTFYAESVQGRFTISRDNSKNTLYLQVNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRGNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGYSPFTFGPGTKVEIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGEGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
stpgps | STOAVISGNYPNWVQQKPGQAPRGLIGETKFLAPGTPARFSGSLLGGKAAL
o TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
s LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGEGGSGGGGSGEGGSGEGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
792. | CD70_14 CCx
oo VHCDRI | TYAMS
793. 1 CD70_14 CCx | g1y opRo | AISGSGGGTFYAESVKG
CD3-scFc
794. | CD70_14 CCx
co70_14. VHCDR3 | HDYSNYPYEDY
795. | CDT0_14 CCx | 1 cpR| | RASQSIRSNYLA
CD3-scF¢
796. | CD70_14_CCx
el VL CDR2 | GASSRAT
797. | CD70_14_CCx
cpro_e VLCDR3 | QQYGSSPFT
798. | CD70_14 CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAIS
CD3-scFo VH GSGGGTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
799. | CD70_14 CCx | - EIVLTQSPGTLSLSPGERATLSCRASQSIRSNYLAWYQQKPGQAPRLLIVGASS
CD3-scFo RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPFTFGCGTKVEIK
800, | CD70_14 CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGGTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
scFy PYFDYWGQGTLVIVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRESGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGCGTKVEIK
801, | CD70_14 CCx EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAIS
CD3-scFe GSGGGTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SAEFH | SCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
53 TISRLEPEDFAVYYCQQYGSSPFTFGCGTKVEIKSGGGGSEVOLVESGGGLYQ

PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOQOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
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STGAVTSGNYPNWVQQKPGQOAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

802.

CD70_14_CCx
CD3-scFc

B4k R
HLE
aF

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAIS
GSGGGTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

803.

CD70_14xCD3
-scFc

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSAL
SGSGGGTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

804.

CD70 14xCD3
-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPFTFGPGTKVEIK

805.

CD70_14xCD3
-scFc

scFy

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSAI
SGSGGGTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKVEIK

806.

CD70_14xCD3
-scFc

M4 R
2%

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSAI
SGSGGGTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

807.

CD70_14xCD3
-scFc

WAtk
HLE
SF

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSAI
SGSGGGTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH

177



CN 110582297 B

i

B B

174/323 7

[0701]

NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

808. CD70 15 CCx | VHCDRI [ TYAMS
CD3-scFc
809. CD70_15 CCx | VHCDR2 | LISGSGGRTYYAESVKG
CD3-scFc
810. CD70 15 CCx | VHCDR3 | HDYSNYPYFDY
CD3-scFc
811. CD70_15 CCx | VLCDRI | RASQSVRSNYLA
CD3-scFc
812. CD70_15 CCx | VLCDR2 | GASNRAT
CD3-scFc
813. CD70_15_CCx | VLCDR3 | QQYGISPPT
CD3-scFc
814, CD70 15 CCx | VH EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSLIS
CD3-scFc GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
815. CD70_15 CCx | VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSNYLAWYQQKPGQAPRLLIYGAS
CD3-scFc NRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYSCQQYGISPPTFGCGTKVEIK
816. CD70_15_CCx | scFv EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSLIS
CD3-scFc GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASNRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGISPPTFGCGTKVEIK
817. CD70 15 CCx | st4¥FM | EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSLIS
CD3-scFc >F GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASNRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGISPPTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
818. CD70_15 CCx | 4% %M | EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSLIS
CD3-scFc HLE GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
SF PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASNRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGISPPTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
819. CD70_15xCD3 | VH EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSLIS

-scFc

GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS

178



CN 110582297 B

i

B B

175/323 7

[0702]

820. CD70_15xCD3 | VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSNYLAWYQQKPGQAPRLLIYGAS
-scFc NRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYSCQQYGISPPTFGGGTKVEIK
821. CD70_15xCD3 | scFv EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSLIS
-scFc GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASNRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGISPPTFGGGTKVEIK
822. CD70_15xCD3 | a4¢ EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSLIS
-scFc S5 GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASNRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGISPPTFGGGTKVEIKSGGGGSEVQLVESGGGLYV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
823. CD70_15xCD3 | a4 F M EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSLIS
-scFc HLE GSGGRTYYAESVKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCAKHDYSNY
SF PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASNRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGISPPTFGGGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
824, CD70 16 CCx | VH CDRI SYAMS
CD3-scFc
825. CD70 16 CCx | VHCDR2 | AISGSGGRAQYAESVQG
CD3-scFc
826. CD70_16_CCx | VH CDR3 HDYSNYPYFDY
CD3-scFc
827. CD70_16_CCx { VL CDR1 RASQSVSSNLA
CD3-scF¢
828. CD70_16_CCx | VL CDR2 GSSSRAT
CD3-scFc
829. CD70_16_CCx | VL CDR3 QQYGSSPPP
CD3-scFc
830. CD70_16_CCx | VH EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQSPGKCLEWVSAIS
CD3-scFc GSGGRAQYAESVQGRFTVSRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS
831. CD70_16_CCx | VL EIVLTQSPATLSVSPGERATLSCRASQSVSSNLAWYQQKPGQAPRLLIYGSSSR
CD3-scFc ATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPPPFGCGTKVEIK
832. CD70_16_CCx | scFv EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQSPGKCLEWVSAIS
CD3-scFc GSGGRAQYAESVQGRFTVSRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN

YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPATLSVSPGERA
TLSCRASQSVSSNLAWYQQKPGQAPRLLIYGSSSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPPFGCGTKVEIK
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833.

CD70_16_CCx
CD3-scFc

4
»>F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQSPGKCLEWVSAIS
GSGGRAQYAESVQGRFTVSRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPATLSVSPGERA
TLSCRASQSVSSNLAWYQQKPGQAPRLLIYGSSSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPPFGCGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

834.

CD70_16_CCx
CD3-scFc

4 T
HLE
2F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQSPGKCLEWVSAIS
GSGGRAQYAESVQGRFTVSRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPATLSVSPGERA
TLSCRASQSVSSNLAWYQQKPGQAPRLLIYGSSSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPPFGCGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

835.

CD70_16xCD3
-scFc

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQSPGKGLEWVSAIS
GSGGRAQYAESVQGRFTVSRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

836.

CD70_16xCD3
-scFc

VL

EIVLTQSPATLSVSPGERATLSCRASQSVSSNLAWYQQKPGQAPRLLIYGSSSR
ATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPPPFGGGTKVEIK

837.

CD70_16xCD3
-scFc

scFv

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQSPGKGLEWVSAIS
GSGGRAQYAESVQGRFTVSRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPATLSVSPGERA

TLSCRASQSVSSNLAWYQQKPGQAPRLLIYGSSSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPPFGGGTKVEIK

838.

CD70_16xCD3
-scFc

B4 b
SF

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQSPGKGLEWVSAIS
GSGGRAQYAESVQGRFTVSRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPATLSVSPGERA
TLSCRASQSVSSNLAWYQQKPGQAPRLLIYGSSSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPPFGGGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

839.

CD70_16xCD3
-scFc

R4 F
HLE
SF

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQSPGKGLEWVSALS
GSGGRAQYAESVQGRFTVSRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPATLSVSPGERA
TLSCRASQSVSSNLAWYQQKPGQAPRLLIYGSSSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPPFGGGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
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STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

840. CD70 17 CCx | VH CDRI SYAMS
CD3-scFc
841. CD70 17 CCx | VHCDR2 | AISGSGGRTFYAESVEG
CD3-scFc
842, CD70 17 CCx | VH CDR3 HDYSNYPYFDY
CD3-scFc
843. CD70 17 CCx | VL CDRI RASQGVRSDYLA
CD3-scFc
844, CD70 17 CCx | VL CDR2 | GASSRAT
CD3-scFc
845. CD70_17 CCx | VL CDR3 QQYGSTPPT
CD3-scFc
846. CD70 17 CCx | VH EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSNY
PYFDYWGQGTLVTVSS
847, CD70 17 CCx | VL EIVLTQSPGTLSLSPGERATLSCRASQGVRSDYLAWYQQKPGQAPRLLIYGAS
CD3-scFc SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYHCQQYGSTPPTFGCGTKVEI
K
848. CD70_17_CCx | scFv EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSDYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYHCQQYGSTPPTFGCGTKVEIK
849, CD70 17 CCx | a4 H EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc SF SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSDYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYHCQQYGSTPPTFGCGTKVEIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
850. CD70_17_CCx | st4¥ ik EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFe HLE SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCTKHDYSNY
>F PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL

SCRASQGVRSDYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYHCQQYGSTPPTFGCGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
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LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

851. CD70_17xCD3 | VH EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
-scFe ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSN
YPYFDYWGQGTLVTVSS
852. CD70_17xCD3 | VL EIVLTQSPGTLSLSPGERATLSCRASQGVRSDYLAWYQQKPGQAPRLLIYGAS
-scFc SRATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYHCQQYGSTPPTFGGGTKVEI
K
853. CD70_17xCD3 | scFv EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
-scFe ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQGVRSDYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDF
TLTISRLEPEDFAVYHCQQYGSTPPTFGGGTKVEIK
854, CD70_17xCD3 | 4 ¥ | EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
-scFc »F ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQGVRSDYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDF
TLTISRLEPEDFAVYHCQQYGSTPPTFGGGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
855. CD70_17xCD3 | 4 &1 | EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
-scFc HLE ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSN
»F YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQGVRSDYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDF
TLTISRLEPEDFAVYHCQQYGSTPPTFGGGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK
856. CD70 18 CCx | VHCDRI | SYAMS
CD3-scFc
857. CD70 18 CCx | VHCDR2 | AIGEGGGYTYYAESVKG
CD3-scFc
858. CD70_18 CCx | VHCDR3 | HDYSNYPYFDY
CD3-scFc
859. CD70_18 CCx | VL CDRI | RASQGVRSSYFA
CD3-scFc
860. CD70_18 CCx | VL CDR2 | GASTRAT
CD3-scFc
861. CD70_18 CCx | VLCDR3 | QQYGSSPPT
CD3-scFc
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862.

CD70_18 CCx
CD3-scFc

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
GEGGGYTYYAESVKGRFTISRDNSKNTLSLLMNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVS

863.

CD70_18 CCx
CD3-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQGVRSSYFAWYQQKPGQAPRLLIYGAS
TRATGIPARFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPPTFGCGTKVEIK

864.

CD70 18 CCx
CD3-scFc

scFv

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
GEGGGYTYYAESVKGRFTISRDNSKNTLSLLMNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYFAWYQQKPGQAPRLLIYGASTRATGIPARFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPTFGCGTKVEIK

865.

CD70_18 CCx
CD3-scFc

B4 FHE
5F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSA!
GEGGGYTYYAESVKGRFTISRDNSKNTLSLLMNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYFAWYQQKPGQAPRLLIYGASTRATGIPARFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

866.

CD70_18_CCx
CD3-scFc

AT
HLE
5F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
GEGGGYTYYAESVKGRFTISRDNSKNTLSLLMNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYFAWYQQKPGQAPRLLIYGASTRATGIPARFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

867.

CD70_18xCD3
-scFc

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
GEGGGYTYYAESVKGRFTISRDNSKNTLSLLMNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSS

868.

CD70_18xCD3
-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQGVRSSYFAWYQQKPGQAPRLLIYGAS
TRATGIPARFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPPTFGQGTKVEI
K

869.

CD70_18xCD3
-scF¢

scFv

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
GEGGGYTYYAESVKGRFTISRDNSKNTLSLLMNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYFAWYQQKPGQAPRLLIYGASTRATGIPARFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPTFGQGTKVEIK

870.

CD70_18xCD3
-scFc

4% Fbk
o

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
GEGGGYTYYAESVKGRFTISRDNSKNTLSLLMNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYFAWYQQKPGQAPRLLIYGASTRATGIPARFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPTFGQGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
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WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

871. CD70_18xCD3 | a4 it EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
-scFe HLE GEGGGYTYYAESVKGRFTISRDNSKNTLSLLMNSLRAEDTAVYYCARHDYSNY
55 PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYFAWYQQKPGQAPRLLIYGASTRATGIPARFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPTFGQGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
872. CD70_19 CCx | VHCDRI SYAMS
CD3-scFc
873. CD70 19 CCx | VHCDR2 | AISGSGGRTFYAESVEG
CD3-scFc
874. CD70_19 CCx | VH CDR3 HDYSNYPYFDY
CD3-scFc
875. CD70 19 CCx | VL CDRI1 RASQSIRSNYLA
CD3-scFc
876. CD70 19 CCx | VL CDR2 GASSRAT
CD3-scFc
8717. CD70 19 CCx | VL CDR3 QQYGSSPPS
CD3-scFc
878. CD70 19 CCx | VH EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
879. CD70_19_CCx | VL EIVLTQSPGTLSLSPGERATLSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPPSFGCGTKVEIK
880. CD70_19_CCx | scFv EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPSFGCGTKVEIK
881. CD70_19 CCx | a4 FPE EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc >F GSGGRTFYAESVEGRFTISRDNSKNTLYLOQOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPSFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
882. CD70 19 CCx | a4 1% EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc HLE GSGGRTFYAESVEGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCAKHDYSNY
»F PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL

SCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
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TISRLEPEDFAVYYCQQYGSSPPSFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

883.

CD70_19xCD3
-scFc

VH

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

884.

CD70_19xCD3
-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSPPSFGQGTKVEIK

885.

CD70_19xCD3
-scFc

scFv

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPSFGQGTKVEIK

886.

CD70_19xCD3
-scFc

B4k R
oF

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPSFGQGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

887.

CD70_19xCD3
-scFc

I Tt
HLE
»F

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATG!PDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPSFGQGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

888.

CD70 20_CCx
CD3-scFc

VH CDR1

SYAMS
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889. CD70_20_CCx | VHCDR2 | AISGSGGGTFYAESVEG
CD3-scFc
890. CD70 20 CCx | VHCDR3 | HDYSNYPYFDY
CD3-scFc
891. CD70_20 CCx | VL CDR1 RASQSVRSSYLA
CD3-scFc
892. CD70 20 CCx | VL CDR2 | GASSRAT
CD3-scFc
893, CD70 20 CCx | VLCDR3 | QQYGDLPFT
CD3-scFc
894. CD70 20 CCx | VH EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGGTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARHDYSNY
PYFDYWGLGTLVTVSS
895. CD70 20 CCx | VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYSCQQYGDLPFTFGCGTKVEIK
896. CD70 20 _CCx | scFv EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGGTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARHDYSNY
PYFDYWGLGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYSCQQYGDLPFTFGCGTKVEIK
897. CD70 20 CCx | 4% F | EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc »F GSGGGTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARHDYSNY
PYFDYWGLGTLVTVSSGGGGSGGGGSGGGGSEIVITQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQOKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYSCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
898. CD70 20 CCx | s4¥F# | EVOLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc HLE GSGGGTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARHDYSNY
o>F PYFDYWGLGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYSCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
899. CD70 20xCD3 | VH EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
-scFe SGSGGGTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARHDYSN
YPYFDYWGLGTLVTVSS
900. CD70 20xCD3 | VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYSCQQYGDLPFTFGPGTKVEIK
901. CD70 20xCD3 | scFv EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI

-scFc

SGSGGGTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARHDYSN
YPYFDYWGLGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
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LTISRLEPEDFAVYSCQQYGDLPFTFGPGTKVEIK

902, CD70_20xCD3 | at4$ H1: EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
-scFc 2F SGSGGGTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARHDYSN
YPYFDYWGLGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLYV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
903. CD70 _20xCD3 | s 4&H1 EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
-scFe HLE SGSGGGTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARHDYSN
S>F YPYFDYWGLGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
904. CD70 21 CCx | VH CDRI1 SYAMS
CD3-scFc
905. CD70 21 CCx | VH CDR2 AISGSGGRTFYAESVEG
CD3-scFc
906. CD70 21 CCx | VH CDR3 HDYSNYPYFDY
CD3-scFc
907. CD70 21 CCx | VL CDRI RASQSVRSSYLA
CD3-scFc
908. CD70_21 CCx | VL CDR2 GASSRAT
CD3-scFc
909. CD70_21 CCx | VL CDR3 QQYGDLPFT
CD3-scFc
910. CD70 21 CCx | VH EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSNY
PYFDYWGQGTLVTVSS
911. CD70_21_CCx | VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGCGTKVDIK
912. CD70_21 CCx | scFv EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVDIK
913. CD70 21 CCx | 4% Fit EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
CD3-scFc »F SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCTKHDYSNY

PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVDIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
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DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

914,

CD70 21 CCx
CD3-scFc

4 FiE
HLE
2F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVDIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

915.

CD70_21xCD3
-scFc

VH

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSN
YPYFDYWGQGTLVTVSS

916.

CD70_21xCD3
-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVDIK

917.

CD70 _21xCD3
-scFc

scFv

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSN

YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVDIK

918.

CD70_21xCD3
-scFc

A& Fe bk
»F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

919.

CD70 21xCD3
-scFc

A% FHE
HLE
2F

EVAQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSE!VLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
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LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

920. CD70 22 CCx | VHCDRI | TYAMS
CD3-scFc
921. CD70 22 CCx | VHCDR2 | LISGSGGRTYYAESVKG
CD3-scFc
922. CD70 22 CCx | VHCDR3 | HDYSNYPYFDY
CD3-scFc
923. CD70 22 CCx | VLCDR1 | RASQGVRSSYLA
CD3-scFc
924, CD70 22 CCx | VL CDR2 | GASSRAT
CD3-scFc
925, CD70 22 CCx | VLCDR3 | QQYGSSPPT
CD3-scFc
926. CD70 22 CCx | VH EVQLLESGGGLVOPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSLIS
CD3-scFc GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
927. CD70 22 CCx | VL EIVLTQSPGTLSLSPGERATLSCRASQGVRSSYLAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTINRLEPEDFAVYYCQQYGSSPPTFGCGTKVDIK
928. CD70 22 CCx | scFv EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSLIS
CD3-scFe GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTOSPGTLSLSPGERATL
SCRASQGVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGCGTKVDIK
929. CD70 22 CCx | a4 Ft | EVOQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSLIS
CD3-scFc SF GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGCGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
930. CD70 22 CCx | s4¢Ft | EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSLIS
CD3-scFc HLE GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
~F PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGCGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVELEPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
931. CD70 22xCD3 | VH EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSLIS
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GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS

932, CD70_22xCD3 | VL EIVLTQSPGTLSLSPGERATLSCRASQGVRSSYLAWYQQKPGQAPRLLIYGASS
-scFc RATGIPDRFSGSGSGTDFTLTINRLEPEDFAVYYCQQYGSSPPTFGGGTKVDIK
933. CD70 22xCD3 | scFv EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSLIS
-scFc GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGGGTKVDIK
934. CD70 22xCD3 | 4% B4 EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSLIS
-scFc aF GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGGGTKVDIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
935. CD70_22xCD3 | s 4% Fik EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSLIS
-scFc HLE GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
~t PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTOQSPGTLSLSPGERATL
SCRASQGVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGGGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWINGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
936. CD70 23 CCx | VHCDRI1 [ SYAMS
CD3-scFc
937. CD70 23 CCx | VHCDR2 | AISGSGGRTFYAESVEG
CD3-scFc
938. CD70_23 CCx | VHCDR3 | HDYSNYPYFDY
CD3-scFc
939. CD70_23 CCx | VL CDR1 RASQSVRSNYLA
CD3-scFc
940, CD70_23_CCx | VL CDR2 GASSRAT
CD3-scFc
941, CD70_23_CCx | VL CDR3 QQYGSSPPT
CD3-scFc
942. CD70 23 CCx | VH EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
943. CD70 23 CCx | VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTINRLEPEDFAVYYCQQYGSSPPTFGCGTKVDIK
944. CD70 23 CCx | scFv EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
CD3-scFc GSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY

PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
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SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGCGTKVDIK

945,

CD70 23 CCx
CD3-scFc

S
23

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGCGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

946.

CD70 23 CCx
CD3-scFc

B4 FiE
HLE
»F

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGCGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

947.

CD70 23xCD3
-scFc

VH

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQVINSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

948.

CD70_23xCD3
-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTINRLEPEDFAVYYCQQYGSSPPTFGGGTKVDIK

949.

CD70 23xCD3
-scFc

scFv

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTINRLEPEDFAVYYCQQYGSSPPTFGGGTKVDIK

950.

CD70_23xCD3
-scFc

WA Fi
»3

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTINRLEPEDFAVYYCQQYGSSPPTFGGGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

951.

CD70_23xCD3
-scFc

4 FtE
HLE
oF

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAL
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTINRLEPEDFAVYYCQQYGSSPPTFGGGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
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ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQOPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

952. CD70_24_CCx | VHCDRI1 SYAMS
CD3-scFc
953. CD70_24 CCx | VHCDR2 | VISGSGGITDFAESVKG
CD3-scFc
954, CD70_24 CCx | VHCDR3 HDYSNYFFFDY
CD3-scFc
955. CD70_24 CCx | VL CDRI RASQGISNYLA
CD3-scFc
956. CD70_24_CCx | VL CDR2 AASILQS
CD3-scFc
957. CD70 24 CCx | VL CDR3 QQYFAYPIT
CD3-scFc
958. CD70_24 CCx | VH EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSVIS
CD3-scFc GSGGITDFAESVKGRFTISRDNSRNTLYLQMNSLRAEDTAVYFCARHDYSNYF
FFDYWGQGTLVTVSS
959. CD70 24 CCx | VL DIQMTQSPSSLSASVGDRVTITCRASQGISNYLAWYQQKPGKVPKLLIYAASIL
CD3-scFc QSGVPSKFSGSGSGTDFTLTISSLQPEDFAIYYCQQYFAYPITFGCGTRLEIK
960. CD70 24 CCx | scFv EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSVIS
CD3-scFc GSGGITDFAESVKGRFTISRDNSRNTLYLQMNSLRAEDTAVYFCARHDYSNYF
FFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTI
TCRASQGISNYLAWYQQKPGKVPKLLIYAASILQSGVPSKFSGSGSGTDFTLTI
SSLQPEDFAIYYCQQYFAYPITFGCGTRLEIK
961. CD70_24 CCx | s4¥F ik EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSVIS
CD3-scFc SF GSGGITDFAESVKGRFTISRDNSRNTLYLOQMNSLRAEDTAVYFCARHDYSNYF
FFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTI
TCRASQGISNYLAWYQQKPGKVPKLLIYAASILQSGVPSKFSGSGSGTDFTLTI
SSLQPEDFAIYYCQQYFAYPITFGCGTRLEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ,
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
962. CD70 24 CCx | m4& it EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSVIS
CD3-scFc HLE GSGGITDFAESVKGRFTISRDNSRNTLYLOMNSLRAEDTAVYFCARHDYSNYF
~F FFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTI

TCRASQGISNYLAWYQQKPGKVPKLLIYAASILQSGVPSKFSGSGSGTDFTLTI
SSLQPEDFAIYYCQQYFAYPITFGCGTRLEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
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PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
KGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

963. CD70_24xCD3 | VH EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSVI
-scFc SGSGGITDFAESVKGRFTISRDNSRNTLYLQMNSLRAEDTAVYFCARHDYSNY
FFFDYWGQGTLVTVSS
964. CD70_24xCD3 | VL DIQMTQSPSSLSASVGDRVTITCRASQGISNYLAWYQQKPGKVPKLLIYAASIL
-scFc QSGVPSKFSGSGSGTDFTLTISSLQPEDFAIYYCQQYFAYPITFGQGTRLEIK
965. CD70_24xCD3 | scFv EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSVI
-scFc SGSGGITDFAESVKGRFTISRDNSRNTLYLQMNSLRAEDTAVYFCARHDYSNY
FFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRV
TITCRASQGISNYLAWYQQKPGKVPKLLIYAASILQSGVPSKFSGSGSGTDFTL
TISSLQPEDFAIYYCQQYFAYPITFGQGTRLEIK
966. CD70_24xCD3 | s 4¥ H1E EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSV!
-scFc >F SGSGGITDFAESVKGRFTISRDNSRNTLYLQMNSLRAEDTAVYFCARHDYSNY
FFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRV
TITCRASQGISNYLAWYQQKPGKVPKLLIYAASILQSGVPSKFSGSGSGTDFTL
TISSLQPEDFAIYYCQQYFAYPITFGQGTRLEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
967. CD70 24xCD3 | s 4% 7% EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSVI
-scFc HLE SGSGGITDFAESVKGRFTISRDNSRNTLYLOQMNSLRAEDTAVYFCARHDYSNY
¥ FFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRV
TITCRASQGISNYLAWYQQKPGKVPKLLIYAASILQSGVPSKFSGSGSGTDFTL
TISSLQPEDFAIYYCQQYFAYPITFGQGTRLEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
K
968. CD70 25 CCx | VH CDR1 SYAMS
CD3-scFc
969. CD70 25 CCx | VH CDR2 AISGSGGRTFYAESVEG
CD3-scFc
970. CD70 25 CCx | VHCDR3 | HDYSNYPYFDY
CD3-scFc
971. CD70 25 CCx | VL CDRI1 RASQSVRSSYLA
CD3-scFc
972. CD70 25 CCx | VL CDR2 GASSRAT
CD3-scFc
973. CD70 25 CCx | VL CDR3 QQYGSSPPT
CD3-scFc
974, CD70 25 CCx | VH EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
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CD3-scFc

SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

975.

CD70_25_CCx
CD3-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYFCQQYGSSPPTFGCGTRLEIK

976.

CD70 25 CCx
CD3-scFc

scFv

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYFCQQYGSSPPTFGCGTRLEIK

977.

CD70 25 CCx
CD3-scFc

B4 T
ST

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYFCQQYGSSPPTFGCGTRLEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

978.

CD70 25 CCx
CD3-scFc

LA R
HLE
2F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYFCQQYGSSPPTFGCGTRLEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

979.

CD70_25xCD3
-scFc

VH

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSS

980.

CD70 25xCD3
-scFc

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYFCQQYGSSPPTFGGGTRLEIK

981.

CD70_25xCD3
-scFc

scFv

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA

ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN

YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT

LTISRLEPEDFAVYFCQQYGSSPPTFGGGTRLEIK

982.

CD70_25xCD3
-scFc

A R
»F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYFCQQYGSSPPTFGGGTRLEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
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TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

983. CD70_25xCD3 | s 4% FH EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
-scFc HLE ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
»F YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYFCQQYGSSPPTFGGGTRLEIKSGGGGSEVQLVESGGGLYV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNBYTQKS
LSLSPGK
984, CD70 26 CCx { VH CDR1 IYAMS
CD3-scFc
985. CD70 26 CCx | VHCDR2 | AIGGSGGSTFYAESVKG
CD3-scFc
986. CD70 26 CCx | VH CDR3 HDYSNYPYFDY
CD3-scF¢
987. CD70 26 CCx | VL CDRI1 RASQSVRSSYVA
CD3-scFc
988. CD70 26 CCx | VL CDR2 GASSRAT
CD3-scFc
989. CD70 _26_CCx | VL CDR3 QQYGDLPFT
CD3-scFe
990. CD70 26 _CCx | VH EVQLLESGGGLVQPGGSLRLSCAASGFTFSIYAMSWVRQAPGKCLEWVSAIG
CD3-scFc GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS
991. CD70 26 CCx | VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYVAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGCGTRLEIK
992. CD70_26_CCx | scFv EVQLLESGGGLVQPGGSLRLSCAASGFTFSIYAMSWVRQAPGKCLEWVSAIG
CD3-scFc GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYVAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTRLEIK
993. CD70 26 CCx | a4 Fi EVQLLESGGGLVQPGGSLRLSCAASGFTFSIYAMSWVRQAPGKCLEWVSAIG
CD3-scFc SF GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYVAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTRLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
994, CD70_26 CCx | a4 fit EVQLLESGGGLVQPGGSLRLSCAASGFTFSIYAMSWVRQAPGKCLEWVSAIG
CD3-scFc HLE GSGGSTFYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSNY
¥ PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL

SCRASQSVRSSYVAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTRLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
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DSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

995.

CD70 _26xCD3
-scFc

VH

EVQLLESGGGLVQPGGSLRLSCAASGFTFSIYAMSWVRQAPGKGLEWVSAIG
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSS

996.

CD70_26xCD3
-scF¢

VL

EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYVAWYQQKPGQAPRLLIYGASS
RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGPGTRLEIK

997.

CD70_26xCD3
-scFe

scFv

EVQLLESGGGLVQPGGSLRLSCAASGFTFSIYAMSWVRQAPGKGLEWVSAIG
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYVAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTRLEIK

998.

CD70 26xCD3
-scF¢

A Fe
2%

EVQLLESGGGLVQPGGSLRLSCAASGFTFSIYAMSWVRQAPGKGLEWVSAIG
GSGGSTFYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYVAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTRLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

999.

CD70_26xCD3
-scFc

4 FiE
HLE
St

EVQLLESGGGLVQPGGSLRLSCAASGFTFSIYAMSWVRQAPGKGLEWVSAIG
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYVAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTRLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

1000.

CD70 27 CCx
CD3-scFe

VH CDR1

SSSYYWG

1001.

CD70 27_CCx
CD3-scFc

VH CDR2

SIYHSGGTYFNPSLKS

1002.

CD70 27 CCx

VH CDR3

HYEILTGYYPDVEDI
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CD3-scFc

1003.

CD70_27_CCx
CD3-scFc

VL CDR1

RASQSISSYLN

1004.

CD70 27 CCx
CD3-scFc

VL CDR2

AASNLQS

1005.

CD70_27 CCx
CD3-scF¢

VL CDR3

QQSFSSPRT

1006.

CD70_27_CCx
CD3-scFc

VH

QVQLQESGPGLVKPSQTLSLTCTVSGGSISSSSYYWGWIRQPPGKCLEWIGSI
YHSGGTYFNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYEILTGYY
PDVFDIWGQGTMVTVSS

1007.

CD70_27_CCx
CD3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASN
LQSGVSSRFSGSGSGTDFTLTISSLQPEDFATYYCQQSFSSPRTFGCGTKVEIK

1008.

CD70 27 CCx
CD3-scFc

scFv

QVQLQESGPGLVKPSQTLSLTCTVSGGSISSSSYYWGWIRQPPGKCLEWIGSI
YHSGGTYFNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYEILTGYY
PDVFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASNLQSGVSSRFSGSGSGTDF
TLTISSLQPEDFATYYCQQSFSSPRTFGCGTKVEIK

1009.

CD70 27 _CCx
CD3-scFc

4 F
aF

QVQLQESGPGLVKPSQTLSLTCTVSGGSISSSSYYWGWIRQPPGKCLEWIGSI
YHSGGTYFNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYEILTGYY
PDVFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASNLQSGVSSRFSGSGSGTDF
TLTISSLQPEDFATYYCQQSFSSPRTFGCGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1010.

CD70 27 CCx
CD3-scFc

B4 Fr bk
HLE
»F

QVQLQESGPGLVKPSQTLSLTCTVSGGSISSSSYYWGWIRQPPGKCLEWIGS!
YHSGGTYFNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYEILTGYY
PDVFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASNLQSGVSSRFSGSGSGTDF
TLTISSLQPEDFATYYCQQSFSSPRTFGCGTKVEIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

1011.

CD70_27xCD3
-scFc

VH

QVQLQESGPGLVKPSQTLSLTCTVSGGSISSSSYYWGWIRQPPGKGLEWIGSI
YHSGGTYFNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYEILTGYY
PDVFDIWGQGTMVTVSS

1012.

CD70_27xCD3
-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASN
LQSGVSSRFSGSGSGTDFTLTISSLQPEDFATYYCQQSFSSPRTFGQGTKVEIK

1013.

CD70_27xCD3
-scFc

scFv

QVQLQESGPGLVKPSQTLSLTCTVSGGSISSSSYYWGWIRQPPGKGLEWIGSI
YHSGGTYFNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYEILTGYY
PDVFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD

RVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASNLQSGVSSRFSGSGSGTDF
TLTISSLQPEDFATYYCQQSFSSPRTFGQGTKVEIK

1014.

CD70_27xCD3
-scFe

A S

QVQLQESGPGLVKPSQTLSLTCTVSGGSISSSSYYWGWIRQPPGKGLEWIGSI
YHSGGTYFNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYEILTGYY
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~F PDVFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASNLQSGVSSRFSGSGSGTDF
TLTISSLQPEDFATYYCQQSFSSPRTFGQGTKVEIKSGGGGSEVQLVESGGGLYV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1015. CD70 27xCD3 | a4 F-H QVQLQESGPGLVKPSQTLSLTCTVSGGSISSSSYYWGWIRQPPGKGLEWIGSI
-scFe HLE YHSGGTYFNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYEILTGYY
*>F PDVFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASNLQSGVSSRFSGSGSGTDF
TLTISSLQPEDFATYYCQQSFSSPRTFGQGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
1016. CD70_28 _CCx | VH CDRI1 SYSMN
CD3-scFc
1017. CD70 28 CCx | VHCDR2 | YISSSGGYIYYAESVKG
CD3-scFc
1018. CD70_28 CCx | VHCDR3 | GDYSNYAYFDY
CD3-scFc
1019. CD70 28 CCx | VL CDRI RASQGISNYLA
CD3-scFc
1020. CD70_28 CCx | VLCDR2 | AASTLQS
CD3-scFc
1021. CD70_28_CCx | VL CDR3 QQYYSTPLT
CD3-scFc
1022. CD70 28 CCx | VH EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKCLEWVSYIS
CD3-scFc SSGGYIYYAESVKGRFTISRDNAKNSLYLOMNSLRAEDAAVYYCSRGDYSNYA
YFDYWGQGTLVTVSS
1023. CD70 28 CCx | VL DIQMTQSPSSLSASVGDRVTITCRASQGISNYLAWYQQKPGKVPKLLIYAAST
CD3-scFc LQSGVPSRFSGSGSGTDFTLTISSLQAEDVAVYYCQQYYSTPLTFGCGTKVEIK
1024, CD70 28 CCx | scFv EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKCLEWVSYIS
CD3-scFc SSGGYIYYAESVKGRFTISRDNAKNSLYLOMNSLRAEDAAVYYCSRGDYSNYA
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVT
ITCRASQGISNYLAWYQQKPGKVPKLLIYAASTLQSGVPSRFSGSGSGTDFTLT
ISSLQAEDVAVYYCQQYYSTPLTFGCGTKVEIK
1025. CD70 28 CCx | 4 FtE EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKCLEWVSYIS
CD3-scFe ~F SSGGYIYYAESVKGRFTISRDNAKNSLYLOMNSLRAEDAAVYYCSRGDYSNYA

YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVT
ITCRASQGISNYLAWYQQKPGKVPKLLIYAASTLQSGVPSRFSGSGSGTDFTLT
ISSLQAEDVAVYYCQQYYSTPLTFGCGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG

AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
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GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1026.

CD70_28 CCx
CD3-scFe

WA Tl
HLE
Zaca

EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKCLEWVSYIS
SSGGYIYYAESVKGRFTISRDNAKNSLYLOMNSLRAEDAAVYYCSRGDYSNYA
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVT
ITCRASQGISNYLAWYQQKPGKVPKLLIYAASTLQSGVPSRFSGSGSGTDFTLT
ISSLQAEDVAVYYCQQYYSTPLTFGCGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
K

1027.

CD70_28xCD3
-scFc

VH

EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSYIS
SSGGYIYYAESVKGRFTISRDNAKNSLYLQMNSLRAEDAAVYYCSRGDYSNYA
YFDYWGQGTLVTVSS

1028.

CD70_28xCD3
-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQGISNYLAWYQQKPGKVPKLLIYAAST
LQSGVPSRFSGSGSGTDFTLTISSLQAEDVAVYYCQQYYSTPLTFGGGTKVEIK

1029.

CD70_28xCD3
-scFc

scFv

EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSYIS
SSGGYIYYAESVKGRFTISRDNAKNSLYLOQMNSLRAEDAAVYYCSRGDYSNYA
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVT
ITCRASQGISNYLAWYQQKPGKVPKLLIYAASTLQSGVPSRFSGSGSGTDFTLT
ISSLQAEDVAVYYCQQYYSTPLTFGGGTKVEIK

1030.

CD70_28xCD3
-scFe

WA
¥

EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSYIS
SSGGYIYYAESVKGRFTISRDNAKNSLYLOQMNSLRAEDAAVYYCSRGDYSNYA
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVT
ITCRASQGISNYLAWYQQKPGKVPKLLIYAASTLQSGVPSRFSGSGSGTDFTLT
ISSLQAEDVAVYYCQQYYSTPLTFGGGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1031.

CD70_28xCD3
-scFc

RAF 1
HLE

»¥

EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSYIS
SSGGYIYYAESVKGRFTISRDNAKNSLYLOMNSLRAEDAAVYYCSRGDYSNYA
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVT
ITCRASQGISNYLAWYQQKPGKVPKLLIYAASTLQSGVPSRFSGSGSGTDFTLT
ISSLQAEDVAVYYCQQYYSTPLTFGGGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ,
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PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
K

1032. CD70_29 CCx | VHCDRI1 | VYAMS
CD3-scFc
1033. CD70_29 CCx | VHCDR2 | TISGSGGSTFYAESVKG
CD3-scFc
1034. CD70 29 CCx | VH CDR3 HDYSNYAYFDY
CD3-scFc
1035. CD70 29 CCx | VL CDRI RASQSVRSSYLA
CD3-scFc
1036. CD70 29 CCx | VL CDR2 GASSRAT
CD3-scFc
1037. CD70 29 CCx | VL CDR3 QQYGDLPFT
CD3-scFc
1038. CD70 29 CCx | VH EVQLLESGGGLVQPGGSLRLSCAASGFTFSVYAMSWVRQAPGKCLEWVSTIS
CD3-scFc GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNRLRAEDTAVYYCARHDYSNY
AYFDYWGQGTLVTVSS
1039. CD70 29 CCx | VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
CD3-scFc RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIK
1040. CD70_29 CCx | scFv EVQLLESGGGLVQPGGSLRLSCAASGFTFSVYAMSWVRQAPGKCLEWVSTIS
CD3-scFc GSGGSTFYAESVKGRFTISRDNSKNTLYLOQMNRLRAEDTAVYYCARHDYSNY
AYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIK
1041. CD70 29 CCx | s4¥Fit EVQLLESGGGLVQPGGSLRLSCAASGFTFSVYAMSWVRQAPGKCLEWVSTIS
CD3-scFe >F GSGGSTFYAESVKGRFTISRDNSKNTLYLOMNRLRAEDTAVYYCARHDYSNY
AYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1042. CD70 29 CCx | 4% B EVQLLESGGGLVQPGGSLRLSCAASGFTFSVYAMSWVRQAPGKCLEWVSTIS
CD3-scFe HLE GSGGSTFYAESVKGRFTISRDNSKNTLYLOMNRLRAEDTAVYYCARHDYSNY
>F AYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
1043. CD70 29xCD3 | VH EVQLLESGGGLVQPGGSLRLSCAASGFTFSVYAMSWVRQAPGKGLEWVSTI
-scFc SGSGGSTFYAESVKGRFTISRDNSKNTLYLQMNRLRAEDTAVYYCARHDYSN
YAYFDYWGQGTLVTVSS
1044. CD70 29xCD3 | VL EIVLTQSPGTLSLSPGERATLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASS
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-scFc

RATGIPDRFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIK

1045s. CD70 _29xCD3 | scFv EVQLLESGGGLVQPGGSLRLSCAASGFTFSVYAMSWVRQAPGKGLEWVSTI
-scFc SGSGGSTFYAESVKGRFTISRDNSKNTLYLQMNRLRAEDTAVYYCARHDYSN
YAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERA
TLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDF
TLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIK
1046. CD70_29xCD3 | st4¢ - EVQLLESGGGLVQPGGSLRLSCAASGFTFSVYAMSWVRQAPGKGLEWVSTI
-scFe 53 SGSGGSTFYAESVKGRFTISRDNSKNTLYLQMNRLRAEDTAVYYCARHDYSN
YAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERA
TLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDF
TLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVILTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1047. CD70_29xCD3 | a4t EVQLLESGGGLVQPGGSLRLSCAASGFTFSVYAMSWVRQAPGKGLEWVSTI
-scFc HLE SGSGGSTFYAESVKGRFTISRDNSKNTLYLQMNRLRAEDTAVYYCARHDYSN
oF YAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERA
TLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDF
TLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK
1048. CD70 30 CCx | VHCDRI1 | SYGMH
CD3-scFc
1049. CD70 30 CCx | VHCDR2 | VISYEGSNKYYAESVKG
CD3-scFc
1050. CD70_30_ CCx | VHCDR3 | GRYYGSGNYNHGMDV
CD3-scFc
1051. CD70_30_CCx | VL CDR1 RASQSISSYLN
CD3-scFc
1052. CD70_30_CCx | VLCDR2 | AASSLQS
CD3-scFc
1053. CD70_30_CCx | VL CDR3 QQSYSTPFT
CD3-scFc
1054. CD70_30_CCx | VH QVQLVESGGGVVQPGRSLRLSCAASGFMFSSYGMHWVRQAPGKCLEWVA
CD3-scFc VISYEGSNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGRYY
GSGNYNHGMDVWGQGTTVTVSS
1055. CD70 30 CCx | VL DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSL
CD3-scFc QSGVPSRFSGRGSGTDFTLTISSLQPEDFATYYCQQSYSTPFTFGCGTKVEIK
1056. CD70_30_CCx | scFv QVQLVESGGGVVQPGRSLRLSCAASGFMFSSYGMHWVRQAPGKCLEWVA
CD3-scFc VISYEGSNKYYAESVKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARGRYY
GSGNYNHGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGR
GSGTDFTLTISSLQPEDFATYYCQQSYSTPFTFGCGTKVEIK
1057. CD70_30_CCx | a4 f-p QVQLVESGGGVVQPGRSLRLSCAASGFMFSSYGMHWVRQAPGKCLEWVA
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CD3-scFc

53

VISYEGSNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGRYY
GSGNYNHGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGR
GSGTDFTLTISSLQPEDFATYYCQQSYSTPFTFGCGTKVEIKSGGGGSEVQLVE
SGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1058.

CD70 30 CCx
CD3-scFc

B4 FPE
HLE

»3

QVQLVESGGGVVQPGRSLRLSCAASGFMFSSYGMHWVRQAPGKCLEWVA
VISYEGSNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGRYY
GSGNYNHGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGR
GSGTDFTLTISSLQPEDFATYYCQQSYSTPFTFGCGTKVEIKSGGGGSEVQLVE
SGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

1059.

CD70_30xCD3
-scFc

VH

QVQLVESGGGVVQPGRSLRLSCAASGFMFSSYGMHWVRQAPGKGLEWVA
VISYEGSNKYYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARGRYY
GSGNYNHGMDVWGQGTTVTVSS

1060.

CD70_30xCD3
-scFc

VL

DIQMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSL
QSGVPSRFSGRGSGTDFTLTISSLQPEDFATYYCQQSYSTPFTFGPGTKVEIK

1061.

CD70_30xCD3
-scFc

scFv

QVQLVESGGGVVQPGRSLRLSCAASGFMFSSYGMHWVRQAPGKGLEWVA
VISYEGSNKYYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARGRYY
GSGNYNHGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGR
GSGTDFTLTISSLQPEDFATYYCQQSYSTPFTFGPGTKVEIK

1062.

CD70_30xCD3
-scFc

B4R
2t

QVQLVESGGGVVQPGRSLRLSCAASGFMFSSYGMHWVRQAPGKGLEWVA
VISYEGSNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGRYY
GSGNYNHGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGR
GSGTDFTLTISSLQPEDFATYYCQQSYSTPFTFGPGTKVEIKSGGGGSEVQLVE
SGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1063.

CD70_30xCD3
-scFc

4R
HLE
»F

QVQLVESGGGVVQPGRSLRLSCAASGFMFSSYGMHWVRQAPGKGLEWVA
VISYEGSNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGRYY
GSGNYNHGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGR
GSGTDFTLTISSLQPEDFATYYCQQSYSTPFTFGPGTKVEIKSGGGGSEVQLVE
SGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
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GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN

[0726]

HYTQKSLSLSPGK
1064. | CD70 31 CCx | VHCDRI1 | SYGMH
CD3-scFc
1065. CD70 31 CCx | VHCDR2 | VTWYDASNKYYGDAVKG
CD3-scFc
1066. | CD70 31 CCx | VHCDR3 | DLLRGVKGYAMDV
CD3-scFc
1067. | CD70_31_CCx | VL CDR! | RASQSLRRIYLA
CD3-scFc
1068. | CD70 31 CCx | VLCDR2 | DVFDRAT
CD3-scFc
1069. | CD70 31 CCx | VL CDR3 | QQYSESPFT
CD3-scFc
1070. | CD70 31 CCx | VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
CD3-scFc TWYDASNKYYGDAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDLLR
GVKGYAMDVWGQGTTVTVSS
1071. | CD70 31 CCx | VL EIVLTQSPGTLSLSPGERATLSCRASQSLRRIYLAWYQQKPGQAPRLLIYDVFD
CD3-scFe RATGIPDRFSGGGSGTDFTLTISRLEPEDFAVYYCQQYSESPFTFGCGTKVDIK
1072. | CD70 31 CCx | scFv QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
CD3-scFc TWYDASNKYYGDAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDLLR
GVKGYAMDVWGQGTTVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSP
GERATLSCRASQSLRRIYLAWYQQKPGQAPRLLIYDVFDRATGIPDRFSGGGS
GTDFTLTISRLEPEDFAVYYCQQYSESPFTFGCGTKVDIK
1073. | CD70 31 CCx | m4¥ % | QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAY
CD3-scFc »>F TWYDASNKYYGDAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDLLR
GVKGYAMDVWGQGTTVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSP
GERATLSCRASQSLRRIYLAWYQQKPGQAPRLLIYDVFDRATGIPDRFSGGGS
GTDFTLTISRLEPEDFAVYYCQQYSESPFTFGCGTKVDIKSGGGGSEVQLVESG
GGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNY
ATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYIS
YWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTL
TCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGG
KAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1074. | CD70 31 CCx | m4¥ % | QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
CD3-scFe HLE TWYDASNKYYGDAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDLLR
~F GVKGYAMDVWGQGTTVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSP

GERATLSCRASQSLRRIYLAWYQQKPGQAPRLLIYDVFDRATGIPDRFSGGGS
GTDFTLTISRLEPEDFAVYYCQQYSESPFTFGCGTKVDIKSGGGGSEVQLVESG
GGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNY
ATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYIS
YWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTL
TCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGG
KAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
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GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAP!
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1075. | CD70 31xCD3 | VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
-scFc VTWYDASNKYYGDAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDLL
RGVKGYAMDVWGQGTTVTVSS
1076. | CD70_31xCD3 | VL EIVLTQSPGTLSLSPGERATLSCRASQSLRRIYLAWYQQKPGQAPRLLIYDVFD
-scFc RATGIPDRFSGGGSGTDFTLTISRLEPEDFAVYYCQQYSESPFTFGPGTKVDIK
1077. | CD70_31xCD3 | scFv QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
-scFc VTWYDASNKYYGDAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDLL
RGVKGYAMDVWGQGTTVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLS
PGERATLSCRASQSLRRIYLAWYQQKPGQAPRLLIYDVFDRATGIPDRFSGGG
SGTDFTLTISRLEPEDFAVYYCQQYSESPFTFGPGTKVDIK
1078. | CD70_31xCD3 | m4¥ % | QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
-scFe ¥ VTWYDASNKYYGDAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDLL
RGVKGYAMDVWGQGTTVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLS
PGERATLSCRASQSLRRIYLAWYQQKPGQAPRLLIYDVFDRATGIPDRFSGGG
SGTDFTLTISRLEPEDFAVYYCQQYSESPFTFGPGTKVDIKSGGGGSEVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAMNWVROAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYI
SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1079. | CD70 31xCD3 | s4& i QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
-scFc HLE VTWYDASNKYYGDAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDLL
»>F RGVKGYAMDVWGQGTTVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLS
PGERATLSCRASQSLRRIYLAWYQQKPGQAPRLLIYDVFDRATGIPDRFSGGG
SGTDFTLTISRLEPEDFAVYYCQQYSESPFTFGPGTKVDIKSGGGGSEVQLVES
GGGLVOPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYI
SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK
1080. | CD70_32_CCx | VHCDR! | SYGIS
CD3-scFc
1081. | CD70_32_CCx | VHCDR2 | WISAYQGYTHYAQKLQG
CD3-scFc
1082. | CD70_32_CCx | VHCDR3 | DYGGNDYYGMDV
CD3-scFc
1083. | CD70 32_CCx | VL CDR1 | SGSSSNIGINYVY
CD3-scFc
1084, | CD70 32 CCx | VLCDR2 | RSDQRPS
CD3-scFc
1085. | CD70 32_CCx | VL CDR3 | AAFDESLSGVV
CD3-scFc
1086. | CD70_32 CCx | VH QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQCLEWMG
CD3-scFc WISAYQGYTHYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARDY

GGNDYYGMDVWGQGTTVTVSS
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1087.

CD70_32_CCx
CD3-scFc

VL

QSVLTQPPSASGTPGQRVTISCSGSSSNIGINYVYWYQQLPGTAPKLLIYRSD
QRPSGVPDRFSGSKSGTSASLALSGLRSEDEADYYCAAFDESLSGVVFGCGTK
LTVL

1088.

CD70_32_CCx
CD3-scFc

scFv

QVOLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQCLEWMG
WISAYQGYTHYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARDY
GGNDYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASG
TPGQRVTISCSGSSSNIGINYVYWYQQLPGTAPKLLIYRSDQRPSGVPDRFSGS
KSGTSASLALSGLRSEDEADYYCAAFDESLSGVVFGCGTKLTVL

1089.

CD70 32 CCx
CD3-scFc

WA Fet
»F

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQCLEWMG
WISAYQGYTHYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARDY
GGNDYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASG
TPGQRVTISCSGSSSNIGINYVYWYQQLPGTAPKLLIYRSDQRPSGVPDRFSGS
KSGTSASLALSGLRSEDEADYYCAAFDESLSGVVFGCGTKLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1090.

CD70_32 CCx
CD3-scFc

4 F
HLE
2F

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQCLEWMG
WISAYQGYTHYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARDY
GGNDYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASG
TPGQRVTISCSGSSSNIGINYVYWYQQLPGTAPKLLIYRSDQRPSGVPDRFSGS
KSGTSASLALSGLRSEDEADYYCAAFDESLSGVVFGCGTKLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

1091.

CD70_32xCD3
-scFc

VH

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQGLEWMG
WISAYQGYTHYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARDY
GGNDYYGMDVWGQGTTVTVSS

1092.

CD70_32xCD3
-scFc

VL

QSVLTQPPSASGTPGQRVTISCSGSSSNIGINYVYWYQQLPGTAPKLLIYRSD
QRPSGVPDRFSGSKSGTSASLALSGLRSEDEADYYCAAFDESLSGVVFGGGTK
LTVL

1093.

CD70_32xCD3
-scFc

scFv

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQGLEWMG
WISAYQGYTHYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARDY
GGNDYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASG
TPGQRVTISCSGSSSNIGINYVYWYQQLPGTAPKLLIYRSDQRPSGVPDRFSGS
KSGTSASLALSGLRSEDEADYYCAAFDESLSGVVFGGGTKLTVL

1094.

CD70 32xCD3
-scFc

WA F bk
2F

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQGLEWMG
WISAYQGYTHYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARDY
GGNDYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASG
TPGQRVTISCSGSSSNIGINYVYWYQQLPGTAPKLLIYRSDQRPSGVPDRFSGS
KSGTSASLALSGLRSEDEADYYCAAFDESLSGVVFGGGTKLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
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GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1095. | CD70_32xCD3 | s4&%H | QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQGLEWMG
-scFe HLE WISAYQGYTHYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARDY
¥ GGNDYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASG
TPGQRVTISCSGSSSNIGINYVYWYQQLPGTAPKLLIYRSDQRPSGVPDRFSGS
KSGTSASLALSGLRSEDEADYYCAAFDESLSGVVFGGGTKLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK
1096. | CD70 33 _CCx | VHCDRI] | YYGMH
CD3-scFc
1097. | CD70 33 _CCx | VH CDR2 | VIWYDASNKYYADAVKG
CD3-scFc
1098. | CD70 33 CCx | VH CDR3 | DREMGSRGDFDY
CD3-scFc
1099. | CD70_33_CCx | VLCDRI1 | RASQGINNYLA
CD3-scFc
1100. | CD70_33 CCx | VLCDR2 | AVSILQS
CD3-scFc
1101. | CD70 33 CCx | VL. CDR3 | QQYNFYPFS
CD3-scFc
1102. | CD70 33 CCx | VH QAQLVESGGGVVQPGRSLRLSCAASGFTFSYYGMHWVRQAPGKCLEWVAV
CD3-scFe IWYDASNKYYADAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDRE
MGSRGDFDYWGQGTLVTVSS
1103. | CD70_33 CCx | VL DIQMTQSPSSLSASVGDRVTITCRASQGINNYLAWFQQKPGKAPKSLIYAVSI
CD3-scFc LQSGVPSKFSGSGSGTDFTLTISNLQPEDFATYYCQQYNFYPFSFGCGTKVDIK
1104. | CD70 33 CCx | scFv QAQLVESGGGVVQPGRSLRLSCAASGFTFSYYGMHWVRQAPGKCLEWVAV
CD3-scFc IWYDASNKYYADAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDRE
MGSRGDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCRASQGINNYLAWFQQKPGKAPKSLIYAVSILQSGVPSKFSGSGS
GTDFTLTISNLQPEDFATYYCQQYNFYPFSFGCGTKVDIK
1105. | CD70 33 CCx | 4 FH | QAQLVESGGGVVQPGRSLRLSCAASGFTFSYYGMHWVRQAPGKCLEWVAV
CD3-scFc 5F IWYDASNKYYADAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDRE
MGSRGDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCRASQGINNYLAWFQQKPGKAPKSLIYAVSILQSGVPSKFSGSGS
GTDFTLTISNLQPEDFATYYCQQYNFYPFSFGCGTKVDIKSGGGGSEVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYI
SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1106. | CD70 33 CCx | s4 4 | QAQLVESGGGVVQPGRSLRLSCAASGFTFSYYGMHWVRQAPGKCLEWVAV
CD3-scFe HLE IWYDASNKYYADAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDRE
»F MGSRGDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS

VGDRVTITCRASQGINNYLAWFQQKPGKAPKSLIYAVSILQSGVPSKFSGSGS
GTDFTLTISNLQPEDFATYYCQQYNFYPFSFGCGTKVDIKSGGGGSEVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
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YATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYI
SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1107.

CD70_33xCD3
-scFc

VH

QAQLVESGGGVVQPGRSLRLSCAASGFTFSYYGMHWVRQAPGKGLEWVA
VIWYDASNKYYADAVKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARDRE
MGSRGDFDYWGQGTLVTVSS

1108.

CD70_33xCD3
-scF¢

VL

DIQMTQSPSSLSASVGDRVTITCRASQGINNYLAWFQQKPGKAPKSLIYAVSI
LQSGVPSKFSGSGSGTDFTLTISNLQPEDFATYYCQQYNFYPFSFGQGTKVDIK

1109.

CD70_33xCD3
-scFc

scFv

QAQLVESGGGVVQPGRSLRLSCAASGFTFSYYGMHWVRQAPGKGLEWVA

VIWYDASNKYYADAVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDRE
MGSRGDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCRASQGINNYLAWFQQKPGKAPKSLIYAVSILQSGVPSKFSGSGS
GTDFTLTISNLQPEDFATYYCQQYNFYPFSFGQGTKVDIK

1110.

CD70_33xCD3
-scFc

R A4F -t
¥

QAQLVESGGGVVQPGRSLRLSCAASGFTFSYYGMHWVRQAPGKGLEWVA

VIWYDASNKYYADAVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDRE
MGSRGDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS

VGDRVTITCRASQGINNYLAWFQQKPGKAPKSLIYAVSILQSGVPSKFSGSGS

GTDFTLTISNLQPEDFATYYCQQYNFYPFSFGQGTKVDIKSGGGGSEVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYI

SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV

TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1111.

CD70_33xCD3
-scFc

4 b
HLE

=

QAQLVESGGGVVQPGRSLRLSCAASGFTFSYYGMHWVRQAPGKGLEWVA
VIWYDASNKYYADAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDRE
MGSRGDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCRASQGINNYLAWFQQKPGKAPKSLIYAVSILQSGVPSKFSGSGS
GTDFTLTISNLQPEDFATYYCQQYNFYPFSFGQGTKVDIKSGGGGSEVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLOQOMNNLKTEDTAVYYCVRHGNFGNSY!
SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1112.

CD70_34_CCx
CD3-scFc

VH CDRI1

GFYWS

1113.

CD70 34 CCx
CD3-scFc

VH CDR2

EIYHSGHATNNPSLKS

1114.

CD70 34 CCx

VH CDR3

GGNSGYIFDY
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CD3-scFc

1115.

CD70_34_CCx
CD3-scFc

VL CDRI1

RTSQYIGRYLN

1116.

CD70_34_CCx
CD3-scFc

VL CDR2

GASTLQQ

1117.

CD70_34_CCx
CD3-scF¢

VL CDR3

QQTYSTPRT

1118.

CD70_34 _CCx
CD3-scFc

VH

QVALQQWGAGLLKPSETLSLTCAVYGGSFSGFYWSWIRQPPGKCLEWIGEIY
HSGHATNNPSLKSRVTISLDTSKNQFSLKLNSVTAADTAVYYCARGGNSGYIF
DYWGQGTLVTVSS

1119.

CD70_34_CCx
CD3-scFc

VL

DVQMTQSPSSLSASVGDRVTITCRTSQYIGRYLNWYQQKPGKAPKVLIYGAS
TLQQGVPSRFSGSGSGTDFTLTITSLQPEDFASYYCQQTYSTPRTFGCGTKVEI
K

1120.

CD70_34 CCx
CD3-scFc

scFv

QVQLOQWGAGLLKPSETLSLTCAVYGGSFSGFYWSWIRQPPGKCLEWIGEIY
HSGHATNNPSLKSRVTISLDTSKNQFSLKLNSVTAADTAVYYCARGGNSGY!F
DYWGQGTLVTVSSGGGGSGGGGSGGGGSDVQMTQSPSSLSASVGDRVTIT
CRTSQYIGRYLNWYQQKPGKAPKVLIYGASTLQQGVPSRFSGSGSGTDFTLTI
TSLQPEDFASYYCQQTYSTPRTFGCGTKVEIK

1121.

CD70 34 CCx
CD3-scFc

4% Ft

QVQLQQWGAGLLKPSETLSLTCAVYGGSFSGFYWSWIRQPPGKCLEWIGEIY
HSGHATNNPSLKSRVTISLDTSKNQFSLKLNSVTAADTAVYYCARGGNSGYIF
DYWGQGTLVTVSSGGGGSGGGGSGGGGSDVQMTQSPSSLSASVGDRVTIT
CRTSQYIGRYLNWYQQKPGKAPKVLIYGASTLQQGVPSRFSGSGSGTDFTLTI
TSLQPEDFASYYCQQTYSTPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1122.

CD70_34_CCx
CD3-scFc

4% Ftf
HLE

2%

QVQLQAQWGAGLLKPSETLSLTCAVYGGSFSGFYWSWIRQPPGKCLEWIGEIY
HSGHATNNPSLKSRVTISLDTSKNQFSLKLNSVTAADTAVYYCARGGNSGYIF
DYWGQGTLVTVSSGGGGSGGGGSGGGGSDVOMTQSPSSLSASVGDRVTIT
CRTSQYIGRYLNWYQQKPGKAPKVLIYGASTLQQGVPSRFSGSGSGTDFTLTI
TSLOQPEDFASYYCQQTYSTPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
K

1123.

CD70_34xCD3
-scFc

VH

QVQLQQWGAGLLKPSETLSLTCAVYGGSFSGFYWSWIRQPPGKGLEWIGEI
YHSGHATNNPSLKSRVTISLDTSKNQFSLKLNSVTAADTAVYYCARGGNSGYI
FDYWGQGTLVTVSS

1124.

CD70_34xCD3
-scFc

VL

DVQMTQSPSSLSASVGDRVTITCRTSQYIGRYLNWYQQKPGKAPKVLIYGAS
TLQQGVPSRFSGSGSGTDFTLTITSLQPEDFASYYCQQTYSTPRTFGQGTKVEI
K

1125.

CD70 34xCD3
-scFc

scFv

QVQLQQWGAGLLKPSETLSLTCAVYGGSFSGFYWSWIRQPPGKGLEWIGEI
YHSGHATNNPSLKSRVTISLDTSKNQFSLKLNSVTAADTAVYYCARGGNSGYI
FDYWGQGTLVTVSSGGGGSGGGGSGGGGSDVQMTQSPSSLSASVGDRVTI
TCRTSQYIGRYLNWYQQKPGKAPKVLIYGASTLQQGVPSRFSGSGSGTDFTLT
ITSLQPEDFASYYCQQTYSTPRTFGQGTKVEIK
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1126. | CD70_34xCD3 | st4¥F-# QVQLQQWGAGLLKPSETLSLTCAVYGGSFSGFYWSWIRQPPGKGLEWIGEI
-scFc »F YHSGHATNNPSLKSRVTISLDTSKNQFSLKLNSVTAADTAVYYCARGGNSGYI
FDYWGQGTLVTVSSGGGGSGGGGSGGGGSDVQMTQSPSSLSASVGDRVTI
TCRTSQYIGRYLNWYQQKPGKAPKVLIYGASTLQQGVPSRFSGSGSGTDFTLT
ITSLQPEDFASYYCQQTYSTPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1127. CD70 34xCD3 | s4& 1 QVQLOQWGAGLLKPSETLSLTCAVYGGSFSGFYWSWIRQPPGKGLEWIGE!
-scFc HLE YHSGHATNNPSLKSRVTISLDTSKNQFSLKLNSVTAADTAVYYCARGGNSGYI
~F FDYWGQGTLVTVSSGGGGSGGGGSGGGGSDVQMTQSPSSLSASVGDRVTI
TCRTSQYIGRYLNWYQQKPGKAPKVLIYGASTLQQGVPSRFSGSGSGTDFTLT
ITSLQPEDFASYYCQQTYSTPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ,
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
K
1128. CD70_35 CCx | VHCDRI | TYGMH
CD3-scFe
1129. CD70_35 CCx | VHCDR2 | VIWYEGSNKYYGESVKG
CD3-scFc
1130. CD70_35_CCx | VHCDR3 DNSHYYYGMDV
CD3-scFc
1131. CD70_35_CCx | VL CDRI TGSSSNIGAGYDVN
CD3-scFc
1132. CD70_35_CCx | VL CDR2 VNNNRPS
CD3-scFc
1133. CD70_35_CCx | VL CDR3 QSYDTSLSASV
CD3-scFe
1134. CD70_35_CCx { VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKCLEWVAV
CD3-scFc IWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNSH
YYYGMDVWGQGTTVTVSS
1135. CD70 35 CCx | VL QSVLTQPPSVSGAPGQRVTISCTGSSSNIGAGYDVNWYQQFPGTAPKLLIYV
CD3-scFc NNNRPSGVPDRFSGSTSGTSASLAITGLQAEDEADYYCQSYDTSLSASVFGCG
TRLTVL
1136. CD70_35_CCx | scFv QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKCLEWVAV
CD3-scFc IWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNSH
YYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPGQ
RVTISCTGSSSNIGAGYDVNWYQQFPGTAPKLLIYVNNNRPSGVPDRFSGSTS
GTSASLAITGLOQAEDEADYYCQSYDTSLSASVFGCGTRLTVL
1137. CD70 35 CCx | a4 Frik QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKCLEWVAV
CD3-scFc SF IWYEGSNKYYGESVKGRFTISRDNSKNTLYLOQOMNSLRAEDTAVYYCARDNSH

YYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPGQ
RVTISCTGSSSNIGAGYDVNWYQQFPGTAPKLLIYVNNNRPSGVPDRFSGSTS
GTSASLAITGLQAEDEADYYCQSYDTSLSASVFGCGTRLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
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NNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1138.

CD70 35 CCx
CD3-scFc

4 F-
HLE
»F

QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKCLEWVAV
IWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNSH
YYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPGQ
RVTISCTGSSSNIGAGYDVNWYQQFPGTAPKLLIYVNNNRPSGVPDRFSGSTS
GTSASLAITGLQAEDEADYYCQSYDTSLSASVFGCGTRLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

1139.

CD70_35xCD3
-scFc

VH

QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVA
VIWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNS
HYYYGMDVWGQGTTVTVSS

1140.

CD70_35xCD3
-scFc

VL

QSVLTQPPSVSGAPGQRVTISCTGSSSNIGAGYDVNWYQQFPGTAPKLLIYV
NNNRPSGVPDRFSGSTSGTSASLAITGLQAEDEADYYCQSYDTSLSASVFGGG
TRLTVL

1141.

CD70_35xCD3
-scFc

scFv

QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVA
VIWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNS
HYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPG
QRVTISCTGSSSNIGAGYDVNWYQQFPGTAPKLLIYVNNNRPSGVPDRFSGS
TSGTSASLAITGLQAEDEADYYCQSYDTSLSASVFGGGTRLTVL

1142.

CD70_35xCD3
-scFc

WA FE
*F

QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVA
VIWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNS
HYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPG
QRVTISCTGSSSNIGAGYDVNWYQQFPGTAPKLLIYVNNNRPSGVPDRFSGS
TSGTSASLAITGLQAEDEADYYCQSYDTSLSASVFGGGTRLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1143.

CD70_35xCD3
-scFc

R4 F
HLE
oF

QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVA
VIWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNS
HYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPG
QRVTISCTGSSSNIGAGYDVNWYQQFPGTAPKLLIYVNNNRPSGVPDRFSGS
TSGTSASLAITGLQAEDEADYYCQSYDTSLSASVFGGGTRLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
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WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH

EALHNHYTQKSLSLSPGK
1144, CD70_36_CCx | VH CDRI1 TYGMH
CD3-scFc
1145. CD70 36 CCx | VHCDR2 | VIWYEGSNKYYGESVKG
CD3-scFc
1146. CD70 36 CCx | VH CDR3 DNSHYYYGMDV
CD3-scFc
1147, CD70_36_CCx | VL CDRI TGSSSNIGAGYDVN
CD3-scFc
1148. CD70 36 _CCx | VL CDR2 VNNNRPS
CD3-scFc
1149. CD70_36_CCx | VL CDR3 QSYETSLSASV
CD3-scFc
1150. CD70_36_CCx | VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKCLEWVAV
CD3-scFc IWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNSH
YYYGMDVWGQGTLVTVSS
1151, CD70 36 CCx | VL QSVLTQPPSVSGAPGQRVTISCTGSSSNIGAGYDVNWYQQLPGTAPKLLIYV
CD3-scFc NNNRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYCQSYETSLSASVFGCG
TRLTVL
1152. CD70_36_CCx | scFv QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKCLEWVAV
CD3-scFc IWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNSH
YYYGMDVWGQGTLVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPGQ
RVTISCTGSSSNIGAGYDVNWYQQLPGTAPKLLIYVNNNRPSGVPDRFSGSKS
GTSASLAITGLQAEDEADYYCQSYETSLSASVFGCGTRLTVL
1153. CD70_36_CCx | a4 Fi& QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKCLEWVAV
CD3-scFc >F IWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNSH
YYYGMDVWGQGTLVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPGQ
RVTISCTGSSSNIGAGYDVNWYQQLPGTAPKLLIYVNNNRPSGVPDRFSGSKS
GTSASLAITGLQAEDEADYYCQSYETSLSASVFGCGTRLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1154. CD70 36 CCx | s4¢Fid QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKCLEWVAY
CD3-scFc HLE IWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNSH
o YYYGMDVWGQGTLVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPGQ

RVTISCTGSSSNIGAGYDVNWYQQLPGTAPKLLIYVNNNRPSGVPDRFSGSKS
GTSASLAITGLQAEDEADYYCQSYETSLSASVFGCGTRLTVLSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
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HYTQKSLSLSPGK

1155. CD70_36xCD3 | VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVA
-scFc VIWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNS
HYYYGMDVWGQGTLVTVSS
1156. CD70_36xCD3 | VL QSVLTQPPSVSGAPGQRVTISCTGSSSNIGAGYDVNWYQQLPGTAPKLLIYV
-scFc NNNRPSGVPDRFSGSKSGTSASLAITGLQAEDEADYYCQSYETSLSASVFGGG
TRLTVL
1157. CD70_36xCD3 | scFv QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVA
-scFe VIWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNS
HYYYGMDVWGQGTLVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPG
QRVTISCTGSSSNIGAGYDVNWYQQLPGTAPKLLIYVNNNRPSGVPDRFSGS
KSGTSASLAITGLQAEDEADYYCQSYETSLSASVFGGGTRLTVL
1158. CD70_36xCD3 | a4 4 QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVA
-scFe o VIWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNS
HYYYGMDVWGQGTLVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPG
QRVTISCTGSSSNIGAGYDVNWYQQLPGTAPKLLIYYNNNRPSGVPDRFSGS
KSGTSASLAITGLQAEDEADYYCQSYETSLSASVFGGGTRLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1159. CD70 36xCD3 | st4& 1 QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVA
-scFe HLE VIWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNS
»T HYYYGMDVWGQGTLVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPG
QRVTISCTGSSSNIGAGYDVNWYQQLPGTAPKLLIYVNNNRPSGVPDRFSGS
KSGTSASLAITGLQAEDEADYYCQSYETSLSASVFGGGTRLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK
1160. CD70_37_CCx | VH CDR1 SGVYYWS
CD3-scFc
1161. CD70 37 CCx | VH CDR2 YIYYSGSTSYNPSLKS
CD3-scFc
1162. | CD70 37 CCx | VH CDR3 | SGYSYALFDY
CD3-scFc
1163. CD70 37 CCx | VL CDR1 RASQSVDRYFN
CD3-scFc
1164. CD70_37_CCx | VL CDR2 AASSLQS
CD3-scFc
1165. CD70 37 _CCx | VL CDR3 QQSYSTPWT
CD3-scFc
1166. CD70 37 CCx | VH QMQLQESGPGLVKPSETLSLTCTVSGGSIESGVYYWSWIRQPPGKCLEWIGYI
CD3-scF¢ YYSGSTSYNPSLKSRLTMSVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALF
DYWGQGTLVTVSS
1167. CD70 37 CCx | VL DIOMTQSPSSLSASLGDRVTITCRASQSVDRYFNWYQQKPGKAPKVLIFAASS
CD3-scFe LQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQSYSTPWTFGCGTKVEV
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1168.

CD70 37 CCx
CD3-scFc

scFv

QMQLQESGPGLVKPSETLSLTCTVSGGSIESGVYYWSWIRQPPGKCLEWIGYI
YYSGSTSYNPSLKSRLTMSVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALF

DYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASLGDRVTITC
RASQSVDRYFNWYQQKPGKAPKVLIFAASSLQSGVPSRFSGSGSGTDFTLTIS

SLQPEDFATYYCQQSYSTPWTFGCGTKVEVK

1169.

CD70_37_CCx
CD3-scFc

WA F itk
»F

QMQLQESGPGLVKPSETLSLTCTVSGGSIESGVYYWSWIRQPPGKCLEWIGY!
YYSGSTSYNPSLKSRLTMSVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALF
DYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASLGDRVTITC
RASQSVDRYFNWYQQKPGKAPKVLIFAASSLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSYSTPWTFGCGTKVEVKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1170.

CD70_37_CCx
CD3-scFc

AR
HLE
2F

QMQLQESGPGLVKPSETLSLTCTVSGGSIESGVYYWSWIRQPPGKCLEWIGYI
YYSGSTSYNPSLKSRLTMSVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALF
DYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASLGDRVTITC
RASQSVDRYFNWYQQKPGKAPKVLIFAASSLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSYSTPWTFGCGTKVEVKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
K

1171.

CD70_37xCD3
-scF¢

VH

QMQLQESGPGLVKPSETLSLTCTVSGGSIESGVYYWSWIRQPPGKGLEWIGY
IYYSGSTSYNPSLKSRLTMSVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALF
DYWGQGTLVTVSS

1172.

CD70_37xCD3
-scFc

VL

DIQMTQSPSSLSASLGDRVTITCRASQSVDRYFNWYQQKPGKAPKVLIFAASS
LQSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQSYSTPWTFGQGTKVEV
K

1173.

CD70_37xCD3
-scF¢

scFv

QMQLQESGPGLVKPSETLSLTCTVSGGSIESGVYYWSWIRQPPGKGLEWIGY
IYYSGSTSYNPSLKSRLTMSVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALF
DYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASLGDRVTITC
RASQSVDRYFNWYQQKPGKAPKVLIFAASSLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSYSTPWTFGQGTKVEVK

1174.

CD70_37xCD3
-scFc

B4Rt
>t

QMQLQESGPGLVKPSETLSLTCTVSGGSIESGVYYWSWIRQPPGKGLEWIGY
IYYSGSTSYNPSLKSRLTMSVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALF
DYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASLGDRVTITC
RASQSVDRYFNWYQQKPGKAPKVLIFAASSLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSYSTPWTFGQGTKVEVKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1175.

CD70 37xCD3

WA FiE

QMQLQESGPGLVKPSETLSLTCTVSGGSIESGVYYWSWIRQPPGKGLEWIGY
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-scFc HLE IYYSGSTSYNPSLKSRLTMSVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALF
¥ DYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASLGDRVTITC
RASQSVDRYFNWYQQKPGKAPKVLIFAASSLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSYSTPWTFGQGTKVEVKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
K
1176. CD70_38_CCx | VHCDRI1 SGGYYWS
CD3-scFc
1177. CD70_38 CCx | VHCDR2 | YIFYSGSTDYNPSLKS
CD3-scFc
1178. CD70 38 CCx | VHCDR3 | SGYSYALFDA
CD3-scFc
1179. CD70 38 CCx | VL CDR1 RASQFIGRYFN
CD3-scFc
1180. CD70 38 CCx | VL CDR2 AESSLQS
CD3-scFc
1181. CD70_38_CCx | VL CDR3 QQSYSTPWT
CD3-scFc
1182, CD70_38 CCx | VH QVQLQESGPGLVKPSQTLSLTCTVSGDSIISGGYYWSWIRQPPGKCLEWIGY!I
CD3-scFc FYSGSTDYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALFD
AWGQGTLVTVSS
1183. CD70 38 CCx | VL DIQMTQSPSSLSASVGDRVTISCRASQFIGRYFNWYQQKPGKAPKVLIYAESS
CD3-scFc LQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCQQSYSTPWTFGCGTKVEIK
1184, CD70_38 _CCx | scFv QVQLQESGPGLVKPSQTLSLTCTVSGDSIISGGYYWSWIRQPPGKCLEWIGY!I
CD3-scFc FYSGSTDYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALFD
AWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTISC
RASQFIGRYFNWYQQKPGKAPKVLIYAESSLQSGVPSRFSGSGSGTEFTLTISS
LQPEDFATYYCQQSYSTPWTFGCGTKVEIK
1185. CD70 38 CCx | s4& M QVQLQESGPGLVKPSQTLSLTCTVSGDSIISGGYYWSWIRQPPGKCLEWIGY!
CD3-scFc i FYSGSTDYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALFD
AWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTISC
RASQFIGRYFNWYQQKPGKAPKVLIYAESSLQSGVPSRFSGSGSGTEFTLTISS
LQPEDFATYYCQQSYSTPWTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1186. CD70_38 CCx | s4& 1t QVQLQESGPGLVKPSQTLSLTCTVSGDSIHSGGYYWSWIRQPPGKCLEWIGYI
CD3-scFc HLE FYSGSTDYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALFD
»F AWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTISC

RASQFIGRYFNWYQQKPGKAPKVLIYAESSLQSGVPSRFSGSGSGTEFTLTISS
LQPEDFATYYCQQSYSTPWTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
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GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA

VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG

VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
KGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1187.

CD70 _38xCD3
-scFc

VH

QVQLQESGPGLVKPSQTLSLTCTVSGDS!HISGGYYWSWIRQPPGKGLEWIGYI
FYSGSTDYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALFD
AWGQGTLVTVSS

1188.

CD70_38xCD3
-scFc

VL

DIQMTQSPSSLSASVGDRVTISCRASQFIGRYFNWYQQKPGKAPKVLIYAESS
LQSGVPSRFSGSGSGTEFTLTISSLQPEDFATYYCQQSYSTPWTFGQGTKVEIK

1189.

CD70 _38xCD3
-scFc

scFv

QVQLQESGPGLVKPSQTLSLTCTVSGDSIISGGYYWSWIRQPPGKGLEWIGY!I
FYSGSTDYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALFD
AWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTISC
RASQFIGRYFNWYQQKPGKAPKVLIYAESSLOSGVPSRFSGSGSGTEFTLTISS
LQPEDFATYYCQQSYSTPWTFGQGTKVEIK

1190.

CD70_38xCD3
-scFc

AT
2F

QVQLQESGPGLVKPSQTLSLTCTVSGDSIISGGYYWSWIRQPPGKGLEWIGY!I
FYSGSTDYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALFD
AWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTISC
RASQFIGRYFNWYQQKPGKAPKVLIYAESSLQSGVPSRFSGSGSGTEFTLTISS
LQPEDFATYYCQQSYSTPWTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1191.

CD70_38xCD3
-scFc

4
HLE
aF

QVQLQESGPGLVKPSQTLSLTCTVSGDSIISGGYYWSWIRQPPGKGLEWIGY!
FYSGSTDYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALFD
AWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTISC
RASQFIGRYFNWYQQKPGKAPKVLIYAESSLQSGVPSRFSGSGSGTEFTLTISS
LQPEDFATYYCQQSYSTPWTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
KGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTK
PCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1192.

CD70_1_CCx
CD3-scFc_del
GK

B4 TP
HLE
»F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSVIS
GSGGRPNYAESVKGRFTISRDNSKNTLYLOMNSLRDEDTAVYYCAKVDYSNY
LFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGEGATL
SCRAGQSVRSSYLGWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGYSPPTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA

DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
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WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1193.

CD70_IXxCD3-
scFc_delGK

AT
HLE
*

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSVI
SGSGGRPNYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCAKVDYSN
YLFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGEGAT
LSCRAGQSVRSSYLGWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGYSPPTFGGGTKLEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1194,

CD70 2_CCx
CD3-scFc_del
GK

4
HLE
2F

EVQLLESGGGLVQPGGSLKLSCAASGFTFSIYAMSWVRQAPGKCLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1195.

CD70_2xCD3-
scFe_delGK

M AF Fe itk
SF

EVQLLESGGGLVQPGGSLKLSCAASGFTFSIYAMSWVRQAPGKGLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
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DSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1196.

CD70_3_CCx
CD3-scFc_del
GK

4§ F bk
HLE
2T

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLFLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1197.

CD70_3xCD3-
scFe delGK

4 Fk
HLE
5t

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLFLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSYMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1198.

CD70_4 CCx
CD3-scFc_del
GK

A Fe
HLE
2F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
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PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1199.

CD70 4xCD3-
scFc_delGK

W4T
HLE
2F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1200.

CD70 5 CCx
CD3-scFc del
GK

B4 Fk
HLE
2t

EVQLLESGGGLVQSGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1201.

CD70_5xCD3-
scFc_delGK

I 4 FbE
HLE
o F

EVQLLESGGGLVQSGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
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TISRLEPEDFAVYYCQQYGSSPFTFGPGTKLEIKSGGGGSEVAQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1202.

CD70_6_CCx
CD3-scFc_del
GK

M4 Ttk
HLE
>

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSLIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSTYLAWYQQKPGQAPRLLIYDASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYFCQQYGSSPPTFGCGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1203.

CD70_6xCD3-
scFc_delGK

4 i
HLE
»T

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSLIS
GSGGRTHYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSTYLAWYQQKPGQAPRLLIYDASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYFCQQYGSSPPTFGGGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1204.

CD70_7_CCx
CD3-scFc_del
GK

B4 FiE
HLE

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLSLOMNSLRAEDTAVYYCAKHDYSNYP
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
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CRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLT
ISRLEPEDFAVYYCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1205.

CD70_7xCD3-
scFc_delGK

WA R
HLE

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSAI
SGSGGSTFYAESVKGRFTISRDNSKNTLSLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1206.

CD70_8_CCx
CD3-scFc_del
GK

WA FE
HLE
2F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSTYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGDLPFTFGCGTKLEIKSGGGGSEVQLVESGGGLYV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1207.

CD70_8xCD3-
scFc_delGK

MAF S
HLE

EVQLLESGGGMVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
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LSCRASQSVRSTYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGDLPFTFGPGTKLEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1208.

CD70_9_CCx
CD3-scFc_del
GK

M AF FE
HLE
~¥

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGYTYYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATG!PDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1209.

CD70_9xCD3-
scFe_delGK

AEFe
HLE
*F

EVQLLESGGGLVOQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGYTYYAESVKGRFTISRDNSKNTLYLQMINSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLYV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1210.

CD70_10_CCx
CD3-scFc_del

WA F it
HLE

EVQLLESGGGLAQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCAKHDYSNYP
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a7

YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
CRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTLT
ISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1211.

CD70_10xCD3
-scFc_delGK

E E i
>F

EVQLLESGGGLAQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVILWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1212.

CD70_11_CCx
CD3-scFc_del
GK

B4 Fr bk
HLE
2t

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1213.

CD70_11xCD3
-scFc_delGK

AR
HLE

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
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>t

YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1214.

CD70_12_CCx
CD3-scFc_del
GK

4
HLE

2F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGCGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1215.

CD70_12xCD3
-scFc_delGK

4
HLE
27

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVOQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK
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1216.

CD70_13_CCx
CD3-scFc_del
GK

A T
HLE
2F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGSTFYAESVQGRFTISRDNSKNTLYLQVNSLRAEDTAVYYCARHDYSNYP
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATLS
CRASQSVRGNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGYSPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1217.

CD70_13xCD3
-scFc_delGK

A
HLE
2%

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGSTFYAESVQGRFTISRDNSKNTLYLQVNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRGNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGYSPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1218.

CD70_14_CCx
CD3-scFc_del
GK

B4 Fb
HLE
aF

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSAIS
GSGGGTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
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LSPGK

1219.

CD70_14xCD3
-scFc_delGK

A FM
HLE
aF

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSAI
SGSGGGTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1220.

CD70_15_CCx
CD3-scFc_del
GK

B4R
HLE

>F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSLIS
GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASNRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGISPPTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPXPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1221.

CD70_15xCD3
-scFc_delGK

B4 Rk
HLE
25

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSLIS
GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASNRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGISPPTFGGGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
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YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1222.

CD70_16_CCx
CD3-scFc_del
GK

24 Fe
HLE
»¥

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQSPGKCLEWVSAIS
GSGGRAQYAESVQGRFTVSRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPATLSVSPGERA
TLSCRASQSVSSNLAWYQQKPGQAPRLLIYGSSSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPPFGCGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1223.

CD70_16xCD3
-scFc_delGK

WA i
HLE
23

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQSPGKGLEWVSAIS
GSGGRAQYAESVQGRFTVSRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPATLSVSPGERA
TLSCRASQSVSSNLAWYQQKPGQAPRLLIYGSSSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPPFGGGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1224,

CD70_17_CCx
CD3-scFc_del
GK

WA FiE
HLE
2>F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCTKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSDYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYHCQQYGSTPPTFGCGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWINGKEYKCKVSNKALPAPIEKTISKA
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KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1225.

CD70_17xCD3
-scFc_delGK

B4R
HLE
2F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQGVRSDYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDF
TLTISRLEPEDFAVYHCQQYGSTPPTFGGGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1226.

CD70_18_CCx
CD3-scFc_del
GK

A R
HLE
2F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
GEGGGYTYYAESVKGRFTISRDNSKNTLSLLMNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYFAWYQQKPGQAPRLLIYGASTRATGIPARFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1227.

CD70_18xCD3
-scFc_delGK

AR
HLE
¥

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
GEGGGYTYYAESVKGRFTISRDNSKNTLSLLMNSLRAEDTAVYYCARHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYFAWYQQKPGQAPRLLIYGASTRATGIPARFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPTFGQGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
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AKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1228.

CD70_19_CCx
CD3-scFc_del
GK

R AF S
HLE

>

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGSSPPSFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPXDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1229.

CD70_19xCD3
-scFc_delGK

WA ik
HLE
¥

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSIRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGSSPPSFGQGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1230.

CD70_20_CCx
CD3-scFc_del
GK

M AEF
HLE
~F

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGGTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARHDYSNY
PYFDYWGLGTLVTVSSGGGGSGGGGSGGGGSEIVLITQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYSCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL

228



CN 110582297 B

i

B B

225/323 T

[0752]

GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1231.

CD70_20xCD3
-scFc_delGK

WA R
HLE
aF

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSALI
SGSGGGTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARHDYSN
YPYFDYWGLGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYSCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1232.

CD70 21 CCx
CD3-scFc_del
GK

A% otk
HLE
23

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVDIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1233.

CD70_21xCD3
-scFc_delGK

WA Ttk
HLE
2F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
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LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1234,

CD70 22 CCx
CD3-scFc_del
GK

4 R
¥

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKCLEWVSLIS
GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGCGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1235.

CD70_22xCD3
-scFc_delGK

WA FebE
HLE

»F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSTYAMSWVRQAPGKGLEWVSLIS
GSGGRTYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQGVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGGGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1236.

CD70_23_CCx
CD3-scFc_del
GK

4 Fr b
HLE
23

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAIS
GSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TINRLEPEDFAVYYCQQYGSSPPTFGCGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
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NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN

AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA

KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN

YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1237.

CD70_23xCD3
-scFc_delGK

BT E X
HLE
2F

EVQLLESGGGVVQPGRSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSNYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTINRLEPEDFAVYYCQQYGSSPPTFGGGTKVDIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1238.

CD70_24_CCx
CD3-scFc_del
GK

AT
HLE
aF

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSVIS
GSGGITDFAESVKGRFTISRDNSRNTLYLQMNSLRAEDTAVYFCARHDYSNYF
FFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTI
TCRASQGISNYLAWYQQKPGKVPKLLIYAASILQSGVPSKFSGSGSGTDFTLTI
SSLQPEDFAIYYCQQYFAYPITFGCGTRLEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
GGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSY
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPC
EEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1239.

CD70_24xCD3
-scFc_delGK

4 F
HLE
T

EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSVI
SGSGGITDFAESVKGRFTISRDNSRNTLYLQMNSLRAEDTAVYFCARHDYSNY
FFFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRV
TITCRASQGISNYLAWYQQKPGKVPKLLIYAASILQSGVPSKFSGSGSGTDFTL
TISSLQPEDFAIYYCQQYFAYPITFGQGTRLEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
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TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GGGGSGGGGSGGGGESGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1240.

CD70_25_CCx
CD3-scFe_del
GK

A T
HLE

»¥

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKCLEWVSAI
SGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYFCQQYGSSPPTFGCGTRLEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWINGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1241.

CD70_25xCD3
-scFc_delGK

WAk FPE
HLE
»F

EVQLLESGGGMVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSA
ISGSGGRTFYAESVEGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSN
YPYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERAT
LSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFT
LTISRLEPEDFAVYFCQQYGSSPPTFGGGTRLEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1242.

CD70_26_CCx
CD3-scFc_del
GK

EVQLLESGGGLVQPGGSLRLSCAASGFTFSIYAMSWVRQAPGKCLEWVSAIG
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYVAWYQQOKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTRLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
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NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN

AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA

KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN

YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1243.

CD70_26xCD3
-scFc_delGK

RIS
HLE
»¥

EVQLLESGGGLVQPGGSLRLSCAASGFTFSIYAMSWVRQAPGKGLEWVSAIG
GSGGSTFYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKHDYSNY
PYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYVAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGPGTRLEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1244,

CD70_27 CCx
CD3-scFc_del
GK

W4 b
HLE
»F

QVQLQESGPGLVKPSQTLSLTCTVSGGSISSSSYYWGWIRQPPGKCLEWIGS!
YHSGGTYFNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYEILTGYY
PDVFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASNLQSGVSSRFSGSGSGTDF
TLTISSLQPEDFATYYCQQSFSSPRTFGCGTKVEIKSGGGGSEVQLVESGGGLV
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWINGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1245.

CD70_27xCD3
-scFc_delGK

4 Fbk
HLE
2F

QVQLQESGPGLVKPSQTLSLTCTVSGGSISSSSYYWGWIRQPPGKGLEWIGSI
YHSGGTYFNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARHYEILTGYY
PDVFDIWGQGTMVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGD
RVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASNLQSGVSSRFSGSGSGTDF
TLTISSLQPEDFATYYCQQSFSSPRTFGQGTKVEIKSGGGGSEVQLVESGGGLY
QPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYY
ADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
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AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1246.

CD70_28_CCx
CD3-scFc_del
GK

4 Ft
HLE
2F

EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKCLEWVSYIS
SSGGYIYYAESVKGRFTISRDNAKNSLYLQMNSLRAEDAAVYYCSRGDYSNYA
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVT
ITCRASQGISNYLAWYQQKPGKVPKLLIYAASTLQSGVPSRFSGSGSGTDFTLT
ISSLQAEDVAVYYCQQYYSTPLTFGCGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQOKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1247.

CD70_28xCD3
-scFc_delGK

W4 bt
HLE
»F

EVQLVESGGGLVKPGGSLRLSCAASGFTFSSYSMNWVRQAPGKGLEWVSYIS
SSGGYIYYAESVKGRFTISRDNAKNSLYLOMNSLRAEDAAVYYCSRGDYSNYA
YFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVT
ITCRASQGISNYLAWYQQKPGKVPKLLIYAASTLQSGVPSRFSGSGSGTDFTLT
{SSLQAEDVAVYYCQQYYSTPLTFGGGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1248.

CD70 29 _CCx
CD3-scFc_del
GK

AE Ttk
HLE
5F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSVYAMSWVRQAPGKCLEWVSTIS
GSGGSTFYAESVKGRFTISRDNSKNTLYLOQMNRLRAEDTAVYYCARHDYSNY
AYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERATL
SCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDFTL
TISRLEPEDFAVYYCQQYGDLPFTFGCGTKVEIKSGGGGSEVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYA
DSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPE
LLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
NAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
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NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN

AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN

YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1249.

CD70_29xCD3
-scFc_delGK

24 Rtk
HLE
5F

EVQLLESGGGLVQPGGSLRLSCAASGFTFSVYAMSWVRQAPGKGLEWVSTI
SGSGGSTFYAESVKGRFTISRDNSKNTLYLQMNRLRAEDTAVYYCARHDYSN
YAYFDYWGQGTLVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSPGERA
TLSCRASQSVRSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRFSGSGSGTDF
TLTISRLEPEDFAVYYCQQYGDLPFTFGPGTKVEIKSGGGGSEVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATY
YADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAP
ELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEV
HNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPEL
LGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN
AKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1250.

CD70_30_CCx
CD3-scFc_del
GK

W4Tk
HLE
ST

QVQLVESGGGVVQPGRSLRLSCAASGFMFSSYGMHWVRQAPGKCLEWVA
VISYEGSNKYYAESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARGRYY
GSGNYNHGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGR
GSGTDFTLTISSLQPEDFATYYCQQSYSTPFTFGCGTKVEIKSGGGGSEVQLVE
SGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1251.

CD70_30xCD3
-scFc_delGK

BAE i
HLE
23

QVQLVESGGGVVQPGRSLRLSCAASGFMFSSYGMHWVRQAPGKGLEWVA
VISYEGSNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGRYY
GSGNYNHGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGR
GSGTDFTLTISSLQPEDFATYYCQQSYSTPFTFGPGTKVEIKSGGGGSEVQLVE
SGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYN
NYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
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PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1252.

CD70_31_CCx
CD3-scFc_del
GK

RAF
HLE

»3

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
TWYDASNKYYGDAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDLLR
GVKGYAMDVWGQGTTVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLSP
GERATLSCRASQSLRRIYLAWYQQKPGQAPRLLIYDVFDRATGIPDRFSGGGS
GTDFTLTISRLEPEDFAVYYCQQYSESPFTFGCGTKVDIKSGGGGSEVQLVESG
GGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNY
ATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYIS
YWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTL
TCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGG
KAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPA
PELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

1253.

CD70_31xCD3
-scFc_delGK

WA FbE
HLE
»F

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVA
VTWYDASNKYYGDAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDLL
RGVKGYAMDVWGQGTTVTVSSGGGGSGGGGSGGGGSEIVLTQSPGTLSLS
PGERATLSCRASQSLRRIYLAWYQQKPGQAPRLLIYDVFDRATGIPDRFSGGG
SGTDFTLTISRLEPEDFAVYYCQQYSESPFTFGPGTKVDIKSGGGGSEVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYI
SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TOKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPA
PELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

1254.

CD70_32_CCx
CD3-scFc_del
GK

AT
HLE
23

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQCLEWMG
WISAYQGYTHYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARDY
GGNDYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASG
TPGQRVTISCSGSSSNIGINYVYWYQQLPGTAPKLLIYRSDQRPSGVPDRFSGS
KSGTSASLALSGLRSEDEADYYCAAFDESLSGVVFGCGTKLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
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WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK

ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE

ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH

TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL

PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW

ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1255.

CD70_32xCD3
-scFc_delGK

WA Fe bk
HLE

23

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAPGQGLEWMG
WISAYQGYTHYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARDY
GGNDYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSASG
TPGQRVTISCSGSSSNIGINYVYWYQQLPGTAPKLLIYRSDQRPSGVPDRFSGS
KSGTSASLALSGLRSEDEADYYCAAFDESLSGVVFGGGTKLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1256.

CD70 33 CCx
CD3-scFc_del
GK

A F ik
HLE
¥

QAQLVESGGGVVQPGRSLRLSCAASGFTFSYYGMHWVRQAPGKCLEWVAV
IWYDASNKYYADAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDRE
MGSRGDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCRASQGINNYLAWFQQKPGKAPKSLIYAVSILQSGVPSKFSGSGS
GTDFTLTISNLQPEDFATYYCQQYNFYPFSFGCGTKVDIKSGGGGSEVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYI
SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPA
PELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

1257.

CD70_33xCD3
-scFc_delGK

e
HLE
27

QAQLVESGGGVVQPGRSLRLSCAASGFTFSYYGMHWVRQAPGKGLEWVA
VIWYDASNKYYADAVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDRE
MGSRGDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCRASQGINNYLAWFQQKPGKAPKSLIYAVSILQSGVPSKFSGSGS
GTDFTLTISNLQPEDFATYYCQQYNFYPFSFGQGTKVDIKSGGGGSEVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLQVINNLKTEDTAVYYCVRHGNFGNSY!
SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPP

237



CN 110582297 B

i

R 234/323 T

[0761]

CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVD
GVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPA
PELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI
SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPE
NNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQK
SLSLSPGK

1258.

CD70_34_CCx
CD3-scFc_del
GK

W AF F
HLE
o7

QVQLQOQWGAGLLKPSETLSLTCAVYGGSFSGFYWSWIRQPPGKCLEWIGEIY
HSGHATNNPSLKSRVTISLDTSKNQFSLKLNSVTAADTAVYYCARGGNSGYIF
DYWGQGTLVTVSSGGGGSGGGGSGGGGSDVOMTQSPSSLSASVGDRVTIT
CRTSQY!GRYLNWYQQKPGKAPKVLIYGASTLQQGVPSRFSGSGSGTDFTLTI
TSLQPEDFASYYCQQTYSTPRTFGCGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1259.

CD70_34xCD3
-scFc_delGK

e
HLE
=

QVQLOQWGAGLLKPSETLSLTCAVYGGSFSGFYWSWIRQPPGKGLEWIGE!
YHSGHATNNPSLKSRVTISLDTSKNQFSLKLNSVTAADTAVYYCARGGNSGYI
FDYWGQGTLVTVSSGGGGSGGGGSGGGGSDVQMTQSPSSLSASVGDRVTI
TCRTSQYIGRYLNWYQQKPGKAPKVLIYGASTLQQGVPSRFSGSGSGTDFTLT
ITSLQPEDFASYYCQQTYSTPRTFGQGTKVEIKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1260.

CD70 35 CCx
CD3-scFc_del
GK

Py
HLE
2%

QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKCLEWVAV
IWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNSH
YYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPGQ
RVTISCTGSSSNIGAGYDVNWYQQFPGTAPKLLIYVNNNRPSGVPDRFSGSTS
GTSASLAITGLQAEDEADYYCQSYDTSLSASVFGCGTRLTVLSGGGGSEVQLY
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
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DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1261.

CD70_35xCD3
-scFc_delGK

B AF 1
s

QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVA
VIWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNS
HYYYGMDVWGQGTTVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPG
QRVTISCTGSSSNIGAGYDVNWYQQFPGTAPKLLIYVNNNRPSGVPDRFSGS
TSGTSASLAITGLOAEDEADYYCQSYDTSLSASVFGGGTRLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1262,

CD70_36_CCx
CD3-scFc_del
GK

B4 Fe bk
HLE
2F

QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKCLEWVAV
IWYEGSNKYYGESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDNSH
YYYGMDVWGQGTLVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPGQ
RVTISCTGSSSNIGAGYDVNWYQQLPGTAPKLLIYWNNNRPSGVPDRFSGSKS
GTSASLAITGLQAEDEADYYCQSYETSLSASVFGCGTRLTVLSGGGGSEVQLYV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1263.

CD70_36xCD3
-scFe_delGK

4 FP
HLE
¥

QVQLVESGGGVVQPGRSLRLSCAASGFTFSTYGMHWVRQAPGKGLEWVA

VIWYEGSNKYYGESVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDNS
HYYYGMDVWGQGTLVTVSSGGGGSGGGGSGGGGSQSVLTQPPSVSGAPG
QRVTISCTGSSSNIGAGYDVNWYQQLPGTAPKLLIYVNNNRPSGVPDRFSGS
KSGTSASLAITGLQAEDEADYYCQSYETSLSASVFGGGTRLTVLSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS

KYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF

GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
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HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN

WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK

ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE

WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE

ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH

TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKAL

PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW

ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1264.

CD70_37 CCx
CD3-scFe_del
GK

B4 F
HLE
2F

QMOQLQESGPGLVKPSETLSLTCTVSGGSIESGVYYWSWIRQPPGKCLEWIGYI
YYSGSTSYNPSLKSRLTMSVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALF
DYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASLGDRVTITC
RASQSVDRYFNWYQQKPGKAPKVLIFAASSLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSYSTPWTFGCGTKVEVKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1265.

CD70_37xCD3
-scFc_delGK

WAk F bk
HLE
2F

QMQLQESGPGLVKPSETLSLTCTVSGGSIESGVYYWSWIRQPPGKGLEWIGY
IYYSGSTSYNPSLKSRLTMSVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALF
DYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASLGDRVTITC
RASQSVDRYFNWYQQKPGKAPKVLIFAASSLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSYSTPWTFGQGTKVEVKSGGGGSEVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADS
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPS
VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKP
CEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPR
EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1266.

CD70_38_CCx
CD3-scFc_del
GK

4% F it
HLE
2>t

QVQLQESGPGLVKPSQTLSLTCTVSGDSIISGGYYWSWIRQPPGKCLEWIGYI
FYSGSTDYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALFD
AWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTISC
RASQFIGRYFNWYQQKPGKAPKVLIYAESSLQSGVPSRFSGSGSGTEFTLTISS
LQPEDFATYYCQQSYSTPWTFGCGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
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KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
GGGSGGGGS5GGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSY

FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPC
EEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1267. CD70 _38xCD3 | st4&H-1 QVQLQESGPGLVKPSQTLSLTCTVSGDSIISGGYYWSWIRQPPGKGLEWIGYI
-scFe_delGK HLE FYSGSTDYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARSGYSYALFD
S-F AWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTISC
RASQFIGRYFNWYQQKPGKAPKVLIYAESSLOSGVPSRFSGSGSGTEFTLTISS
LQPEDFATYYCQQSYSTPWTFGQGTKVEIKSGGGGSEVQLVESGGGLVQPG
GSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNYATYYADSV
KDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKT
KPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQ
PREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
GGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSY
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPC
EEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPRE
PQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV
LDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
1268. CD20-HLE scFc QVQLVQSGAEVKKPGSSVKVSCKASGYAFSYSWINWVRQAPGQGLEWMG
RIFPGDGDTDYNGKFKGRVTITADKSTSTAYMELSSLRSEDTAVYYCARNVFD
GYWLVYWGQGTLVTVSSGGGGSGGGGSGGGGSDIVMTQTPLSLPVTPGEP
ASISCRSSKSLLHSNGITYLYWYLQKPGQSPQLLIYQMSNLVSGVPDRFSGSGS
GTDFTLKISRVEAEDVGVYYCAQNLELPYTFGGGTKVEIKSGGGGSEVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSY!
SYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1269. CD199-B7 CC NYGMH
x [2C0-scFc VH CDRI
1270. CD199-B7 CC VH CDR2 AIGWEGSNKYYAEPVKG
x 12C0-scFc
1271. CD199-B7 CC VH CDR3 DRGTIFGYYGMDV
x 12C0-scFc
1272. CD199-B7 CC VL CDR1 RSSQSLLHSNRFNYLD
x [2C0-scFc
1273. CD199-B7 CC LGSNRAS
x [2C0-scFc VL CDR2
1274. CD199-B7 CC MQALQTPLT
x 12C0-scFc VL CDR3
1275. CD199-B7 CC QVQLVESGGGVVQPGRSLRLSCEASGFIVSNYGMHWVRQAPGKCLEWVAA
x [2C0Q-scFc VH IGWEGSNKYYAEPVKGRFTISRDKSKNTLSLQMSSLRAEDTALYYCARDRGTI
FGYYGMDVWGQGTTVTVSS
1276. CD199-B7 CC DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNRFNYLDWYLQKPGQSPQLLIY
x 12C0-scF¢ VL LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPLTFACG
TKVEIK
1277. CD199-B7 CC DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNRFNYLDWYLQKPGQSPQLLIY
x 12C0-scFc «cFv LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPLTFACG

TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCEASGFIVS
NYGMHWVRQAPGKCLEWVAAIGWEGSNKYYAEPVKGRFTISRDKSKNTLS
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LOMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSS

1278.

CD199-B7CC
x 12C0-scFc

B4 FE
SF

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNRFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPLTFACG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCEASGFIVS
NYGMHWVRQAPGKCLEWVAAIGWEGSNKYYAEPVKGRFTISRDKSKNTLS
LOQMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1279.

CD199-B7 CC
x 12C0-scFc

WA FH
HLE ¥

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNRFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPLTFACG
TKVEIKGGGGSGGGGSGGGGSQVALVESGGGVVQPGRSLRLSCEASGFIVS
NYGMHWVRQAPGKCLEWVAAIGWEGSNKYYAEPVKGRFTISRDKSKNTLS
LQMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

1280.

CD199-B7CC
X
12C0-scFc_del
GK

A A
HLE %%

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNRFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPLTFACG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCEASGFIVS
NYGMHWVRQAPGKCLEWVAAIGWEGSNKYYAEPVKGRFTISRDKSKNTLS
LQMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1281.

CD19 8-C2 CC
x 12C0-scFc

VH CDR1

SYGIH

1282.

CD19 8-C2 CC
x 12C0-scFc

VH CDR2

LTSYEGGNKYYAESVKG

1283.

CD19 8-C2 CC
x 12C0-scF¢

VH CDR3

DRGTIFGDYGMDV

1284.

CD19 8-C2 CC
x 12C0-scFc

VL CDR1

RSSQSLLHKNAFNYLD
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1285.

CD19 8-C2 CC
x 12C0-scFc

VL CDR2

LGSNRAS

1286.

CD19 8-C2 CC
x [2C0-scFc

VL CDR3

MQALQTPFT

1287.

CD198-C2CC
x [2C0-scFc

VH

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGIHWVRQAPGKCLEWVALT
SYEGGNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDRGTIF
GDYGMDVWGQGTTVTVSS

1288.

CD19 8-C2CC
x 12C0-scFc

VL

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNAFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIK

1289.

CD19 8-C2 CC
x 12C0-scFc

scFv

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNAFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSS

1290.

CD19 8-C2 CC
x 12C0-scFc

A T
55

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNAFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1291.

CD19 8-C2 CC
x 12C0-scFe

A
HLE #-F

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNAFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

1292.

CD19 8-C2 CC

X
12C0-scFc_del
GK

R4 FbE
HLE #-F

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNAFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
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HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1293. CDI19 8-C8 CC | VHCDRI | SYGIH
x 12C0-scFc
1294, CD19 8-C8 CC | VHCDR2 | LTSYEGGNKYYAESVKG
x 12C0-scFc
1295. CD19 8-C8 CC | VH CDR3 DRGTIFGDYGMDV
x [2C0-scF¢
1296. CD19 8-C8 CC | VL CDRI1 RSSQSLLHQNRFNYLD
x [2C0-scF¢
1297. CD19 8-C8 CC | VL CDR2 LGSNRAS
x 12C0-scFc
1298. CD19 8-C8 CC { VL CDR3 MQALQTPFT
x [2C0-scFc
1299. CD19 8-C8 CC | VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGIHWVRQAPGKCLEWVALT
x 12C0-scF¢ SYEGGNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDRGTIF
GDYGMDVWGQGTTVTVSS
1300. CD19 8-C8 CC | VL DIVMTQSPLSLPVTPGEPASISCRSSQSLLHQNRFNYLDWYLQKPGQSPQLLI
x 12C0-scFc YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIK
1301. CD19 8-C8 CC | scFv DIVMTQSPLSLPVTPGEPASISCRSSQSLLHQNRFNYLDWYLQKPGQSPQLLI
x 12C0-scFc YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSS
1302. CD19 8-C8 CC | a4& 71 DIVMTQSPLSLPVTPGEPASISCRSSQSLLHQNRFNYLDWYLQKPGQSPQLLI
x [2C0-scF¢ oF YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1303. CD19 8-C8 CC | a4 Hi% DIVMTQSPLSLPVTPGEPASISCRSSQSLLHQNRFNYLDWYLQKPGQSPQLLI
x 12C0-scFe HLE 4-F | YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC

GTKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK
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1304. | CD198-C8 CC | s4F | DIVMTQSPLSLPVTPGEPASISCRSSQSLLHQNRFNYLDWYLQKPGQSPQLLI
X HLE 9F | YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
12C0-scFc_del GTKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQOPGRSLRLSCAASGFTF
GK SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL

QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGOPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1305. | CD198-C9 CC | VHCDRI | SYGIH
x [2C0-scFc¢

1306. | CD198-C9CC | VHCDR2 | LTSYEGGNKYYAESVKG
x [2C0-scFc

1307. | CD198-C9 CC | VHCDR3 | DRGTIFGDYGMEV
x [12C0-scFc

1308. | CD19 8-C9 CC | VL CDR1 | RSSQSLLHPNKLNYLD
x 12C0-scFc

1309. | CD198-C9CC | VL CDR2 | LGSNRAS
x 12C0-scFc

1310. | CD198-C9CC | VL CDR3 | MQALQTPFT
x I12C0-scFc

1311. | CD198-C9CC | VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGIHWVRQAPGKCLEWVALT
x 12C0-scFc SYEGGNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDRGTIF

GDYGMEVWGQGTTVTVSS

1312. | CD198-C9CC | VL DIVMTQSPLSLPVTPGEPASISCRSSQSLLHPNKLNYLDWYMQKPGQSPQLLI

x 12C0-scFc YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIK

1313. | CD19 8-C9 CC | scFv DIVMTQSPLSLPVTPGEPASISCRSSQSLLHPNKLNYLDWYMQKPGQSPQLLI

x 12C0-scFc YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIKGGGGSGGGGSGGGGSQVALVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMEVWGQGTTVTVSS

1314. | CD19 8-C9 CC | s 4& % DIVMTQSPLSLPVTPGEPASISCRSSQSLLHPNKLNYLDWYMQKPGQSPQLLI

x 12C0-scFc »F YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIKGGGGSGGGGSGGGGSQVQALVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1315. | CDI198-C9CC | a4 % | DIVMTQSPLSLPVTPGEPASISCRSSQSLLHPNKLNYLDWYMQKPGQSPQLLI
x 12C0-scFe HLE 93 | YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC

GTKVEIKGGGGSGGGGSGGGGSQVQALVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
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YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG

NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG

SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL

PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW

ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL

PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW

ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL

HNHYTQKSLSLSPGK

1316. | CD198-C9CC | 4% | DIVMTQSPLSLPVTPGEPASISCRSSQSLLHPNKLNYLDWYMQKPGQSPQLLI
X HLE 4% | YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
[2C0-scFc_del GTKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
GK SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL

QMNSLRAEDTAVYYCAKDRGTIFGDYGMEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRETISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQOKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

1317. | CD198-D1CC | VHCDRI | SYGIH
x 12C0-scFc

1318. | CD198-D1 CC | VHCDR2 | LTSYEGGNKYYAESVKG
x 12C0-scFc

1319. | CD198-D1 CC | VHCDR3 | DRGTIFGDYGMDV
x 12C0-scFc

1320. | CD198-D1CC | VL CDRI1 | RSSQSLLHKNRFNYLD
x 12C0-scFc

1321. | CD198-DI1 CC | VL CDR2 | LGSNRAS
x [2C0-scFc

1322. | CD198-D1 CC | VL CDR3 | MQALQTPFT
x [12C0-scFc

1323. | CD198-DI1CC | VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGIHWVRQAPGKCLEWVALT
x 12C0-scFe SYEGGNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDRGTIF

GDYGMDVWGQGTTVTVSS

1324. | CD198-D1CC | VL DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNRFNYLDWYVQKPGQSPQLLI

x 12C0-scFc YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIK

1325. | CD19 8-D1 CC | scFv DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNRFNYLDWYVQKPGQSPQLLI

x [2C0-scFc¢ YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIKGGGGSGGGGSGGGGSQVOLVESGGGVVQPGRSLRLSCAASGFTE
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSS

1326. | CD19 8-D1 CC | sa4¥ % | DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNRFNYLDWYVQKPGQSPQLLI
x 12C0-scFc SF YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
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GTKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1327.

CD19 8-D1 CC
x 12C0-scFc

LA R
HLE %-F

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNRFNYLDWYVQKPGQSPQLLI
YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

1328.

CD19 8-D1 CC

X
12C0-scFc_del
GK

A T
HLE 4T

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNRFNYLDWYVQKPGQSPQLLI
YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVISGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1329.

CD199-A8 CC
x [2C0-scFc

VH CDR1

SYGIH

1330.

CD199-A8 CC
x 12C0-scFc

VH CDR2

LTSYEGGNKYYAESVKG

1331.

CD199-A8 CC
x 12C0-scF¢

VH CDR3

DRGTIFGDYGMDV

1332.

CD199-A8 CC
x [2C0-scFc

VL CDRI

RSSQSLLHRNSWNYLD

1333.

CD199-A8 CC
x 12C0-scFc

VL CDR2

LGSNRAS

1334.

CD199-A8 CC

VL CDR3

MQALQTPFT
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x 12C0-scFc

1335.

CD199-A8 CC
x 12C0-scFc

VH

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGIHWVRQAPGKCLEWVALT
SYEGGNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDRGTIF
GDYGMDVWGQGTTVTVSS

1336.

CD199-A8 CC
x [2C0-scFc

VL

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHRNSWNYLDWYLQKPGQSPQLLI
YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIK

1337.

CD199-A8 CC
x [2C0-scFc

scFv

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHRNSWNYLDWYLQKPGQSPQLLI
YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC

GTKVEIKGGGGSGGGGSGGGGSQVQALVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL

QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSS

1338.

CD19 9-A8 CC
x 12C0-scFc

A
»F

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHRNSWNYLDWYLQKPGQSPQLLI
YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1339.

CD199-A8 CC
x [12C0-scFc

A& Tt
HLE %-F

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHRNSWNYLDWYLQKPGQSPQLLI
YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK

1340.

CD199-A8 CC
X
12C0-scFc_del
GK

W4 R
HLE %-F

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHRNSWNYLDWYLQKPGQSPQLLI
YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
GTKVEIKGGGGSGGGGSGGGGSQVQALVESGGGVVQPGRSLRLSCAASGFTF
SSYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRS
KYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
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YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1341. CD199-C1 CC | VH CDRI SYGIH
x [2C0-scFc
1342. CD199-C1 CC | VH CDR2 LTSYEGGNKYYAESVKG
x 12C0-scF¢
1343. CD199-C1 CC | VH CDR3 DRGTIFGDYGMDV
x [2C0-scFc
1344, CD199-C1 CC | VL CDR1 RSSQSLLHPNHFNYLD
x 12C0-scFc
1345. CD199-C1 CC | VL CDR2 LGSNRAS
x [2C0-scFc
1346. CD199-C1 CC | VL CDR3 MQALQTPFT
x [2C0-scFc
1347. CDI199-C1 CC | VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGIHWVRQAPGKCLEWVALT
x I12C0-scFc SYEGGNKYYAESVKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCAKDRGTIF
GDYGMDVWGQGTTVTVSS
1348. CD199-C1 CC | VL DIVMTQSPLSLPVTPGEPASISCRSSQSLLHPNHFNYLDWYLQKPGQSPQLLLY
x 12C0-scFc¢ LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIK
1349. CDI199-C1 CC | scFv DIVMTQSPLSLPVTPGEPASISCRSSQSLLHPNHFNYLDWYLQKPGQSPQLLIY
x 12C0-scFc LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSS
1350. CD199-C1 CC | s4F it DIVMTQSPLSLPVTPGEPASISCRSSQSLLHPNHFNYLDWYLQKPGQSPQLLIY
x 12C0-scFc »F LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1351. CD199-C1 CC | 4 H-H DIVMTQSPLSLPVTPGEPASISCRSSQSLLHPNHFNYLDWYLQKPGQSPQLLIY
x 12C0-scFc HLE &% LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQALVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK
1352. CD199-C1 CC | s 4 it DIVMTQSPLSLPVTPGEPASISCRSSQSLLHPNHFNYLDWYLQKPGQSPQLLIY
x 12C0-scFc HLE 4F LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
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TKVEIKGGGGSGGGGSGGGGSQVQALVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1353. CD19 0-B6 CC | VH CDRI SYGIH
x 12C0-scFc
1354. CD190-B6 CC | VHCDR2 | LTSYEGGNKYYAESVKG
x [2C0-scFc
1355. CDI190-B6 CC | VHCDR3 | DRGTIFGDYGMDV
x 12C0-scF¢
1356. CD19 0-B6 CC | VL.CDR1 RSSQSLLHKNSFNYLD
x [2C0-scFc
1357. CD19 0-B6 CC | VL CDR2 LGSNRAS
x 12C0-scFc
1358. CD19 0-B6 CC | VL CDR3 MQALQTPFT
x 12C0-scFc
1359. CD190-B6 CC | VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGIHWVRQAPGKCLEWVALT
x 12C0-scFc SYEGGNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDRGTIF
GDYGMDVWGQGTTVTVSS
1360. CD190-B6 CC | VL DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNSFNYLDWYLQKPGQSPQLLIY
x 12C0-scF¢ LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIK
1361. CD19 0-B6 CC | scFv DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNSFNYLDWYLQKPGQSPQLLIY
x 12C0-scFc LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSS
1362. CD190-B6 CC | st 45 F-H DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNSFNYLDWYLQKPGQSPQLLIY
x 12C0-scFc ot LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVALVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1363. CD19 0-B6 CC | st 4% H 1 DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNSFNYLDWYLQKPGQSPQLLIY
x 12C0-scFc HLE %% LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG

TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
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TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

1364. | CD190-B6 CC | s 4% %4 | DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNSFNYLDWYLQKPGQSPQLLIY
X HLE 4% | LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
12C0-scFe_del TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
GK SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ

MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLY
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1365. | CD190-C12 VHCDRI1 | SYGIH
CCx
12C0-scFc

1366. | CD19 0-C12 VH CDR2 | LTSYEGGNKYYAESVKG
CCx
12C0-scFc

1367. | CD190-C12 VH CDR3 | DRGTIFGDYGMDV
CCx
12C0-scFc

1368. | CD190-C12 VL CDR1 | RSSQSLLHKNHFNYLD
CCx
12C0-scFc

1369. | CD190-C12 VL CDR2 | LGSNRAS
CCx
12C0-scFc

1370. | CD190-Ci2 VL CDR3 | MOQALQTPFT
CCx
12C0-scFc

1371. | CD190-C12 VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGIHWVRQAPGKCLEWVALT
CCx SYEGGNKYYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDRGTIF
12C0-scFe GDYGMDVWGQGTTVTVSS

1372. | CD190-C12 VL DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNHFNYLDWYLQKPGQSPQLLIY
CCx LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
12C0-scFc TKVEIK

1373. | CD190-C12 scFv DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNHFNYLDWYLQKPGQSPQLLIY
CCx LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
12C0-scFe TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
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SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSS

1374.

CD190-C12
CCx
12C0-scFc

M4 F ik
»F

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNHFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLYV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL

1375.

CD19 0-C12
CCx
12C0-scFc

WA
HLE #F

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNHFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQALVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

1376.

CD19 0-C12
CCx
12C0-scFc_del
GK

A F
HLE % F

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNHFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGIHWVRQAPGKCLEWVALTSYEGGNKYYAESVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAKDRGTIFGDYGMDVWGQGTTVTVSSGGGGSEVQLV
ESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSGSL
LGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPC
PAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDG
VEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIE
KTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY
TQKSLSLSPGK

1377.

CD19
4-C1RE-B10
CCx
12C0-scFc

VH CDRI

NYGMH

1378.

CD19
4-CIRE-B10
CCx

VH CDR2

VMSWEGSNKYYAEPVKG

252



~ h Y
CN 110582297 B i B B 949/323 T
12C0-scFc
1379. | CD19 VH CDR3 | DRGTIFGYYGMDV
4-CIRE-B10
CCx
12C0-scFc
1380. | CD19 VL CDRI | RSSQSLLHKNNFNYLD
4-C1RE-B10
CCx
12C0-scFc
1381. | CDI19 VL CDR2 | LGSNRAS
4-C1RE-B10
CCx
[2C0-scFc
1382. | CDI19 VL CDR3 | MQALQTPLT
4-C1RE-B10
CCx
12C0-scFc
1383. | CD19 VH QVQLVESGGGVVQPGRSLRLSCEASGFIVSNYGMHWVRQAPGKCLEWVAV
4-C1RE-B10 MSWEGSNKYYAEPVKGRFTISRDKSKNTLSLQMSSLRAEDTALYYCARDRGTI
CCx FGYYGMDVWGQGTTVTVSS
12C0-scFc
1384. [ CD19 VL DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
4-CI1RE-B10 LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPLTFACG
CCx TKVEIK
12C0-scFc
1385. | CD19 scFv DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
4-CIRE-B10 LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPLTFACG
CCx TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVOPGRSLRLSCEASGFIVS
12C0-scFc NYGMHWVRQAPGKCLEWVAVMSWEGSNKYYAEPVKGRFTISRDKSKNTL
SLQMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSS
[0776] 1386. | CDI19 SAFFt | DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
4-C1RE-B10 5F LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPLTFACG
CCx TKVEIKGGGGSGGGGSGGGGSQVALVESGGGVVQPGRSLRLSCEASGFIVS
12C0-scFe NYGMHWVRQAPGKCLEWVAVMSWEGSNKYYAEPVKGRFTISRDKSKNTL
SLQMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIR
SKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1387. | CD19 L4k Fi: | DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
4-CIRE-BI0 | YLE 4% | LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPLTFACG
gCC 3 . TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCEASGFIVS
-SCE'C

NYGMHWVRQAPGKCLEWVAVMSWEGSNKYYAEPVKGRFTISRDKSKNTL
SLQMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIR
SKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDK
THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKF
NWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPGK
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1388. | CDI19 LH DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
4-C1RE-B10 HLE #F | LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPLTFACG
CCx TKVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCEASGFIVS
12C0-scFc_del NYGMHWVRQAPGKCLEWVAVMSWEGSNKYYAEPVKGRFTISRDKSKNTL
GK SLQMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIR
SKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLAPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKT
HTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFN
WYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHE
ALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK
1389. | CD19 VH CDRI | SYGMH
97-G1RE CC x
12C0-scFc
1390. | CD19 VH CDR2 | VISYEGSNKYYAESVKG
97-G1RE CC x
12C0-scFc
1391. | CD19 VH CDR3 | DRGTIFGNYGLEV
97-G1RE CC x
12C0-scFc
1392. [ CD19 VL CDR1 | RSSQSLLHGNRFNYLD
97-GIRE CC x
12C0-scFc
1393. | CD19 VL CDR2 | LGSNRAS
97-GIRE CC x
12C0-scFc
1394. | CDI19 VL CDR3 | MQALQTPFT
97-GIRE CC x
12C0-scFc
1395. | CD19 VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
97-GIRE CC x ISYEGSNKYYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCARDRGTIF
12C0-scFe GNYGLEVWGQGTTVTVSS
1396. | CD19 VL DIVMTQSPLSLPVISGEPASISCRSSQSLLHGNRFNYLDWYLQKPGQSPQLLIY
97-G1RE CC x LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
12C0-scFc TKVDIK
1397. | CD19 scFv DIVMTQSPLSLPVISGEPASISCRSSQSLLHGNRFNYLDWYLQKPGQSPQLLIY
97-GIRE CC x LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
12C0-scFe TKVDIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSS
1398. | CD19 B4R DIVMTQSPLSLPVISGEPASISCRSSQSLLHGNRFNYLDWYLQKPGQSPQLLIY
97-GIRECCx | 43 LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
12C0-scFe TKVDIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS

SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL

QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
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1399. | CD19 WA FM | DIVMTQSPLSLPVISGEPASISCRSSQSLLHGNRFNYLDWYLQKPGQSPQLLIY
97-GIRECC X | HLE #F | LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
12C0-scFc TKVDIKGGGGSGGGGSGGGGSQVALVESGGGVVQPGRSLRLSCAASGFTFS

SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVAL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1400. | CD19 4k Rt | DIVMTQSPLSLPVISGEPASISCRSSQSLLHGNRFNYLDWYLQKPGQSPQLLIY
97-GIRECC x | HLE 4% | LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
12C0-scFc_del TKVDIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
GK SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL

QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

1401. | CD19 VHCDRI | SYGMH
97-G1RE-C2
CCx
12C0-scFc

1402. | CD19 VH CDR2 | VISYEGSNKYYAESVKG
97-G1RE-C2
CCx
12C0-scFc

1403. [ CDI19 VH CDR3 | DRGTIFGNYGLEV
97-G1RE-C2
CCx
12C0-scFc

1404. | CDI19 VL CDR1 | RSSQSLLHKNAFNYLD
97-G1RE-C2
CCx
12C0-scFc

1405. | CD19 VL CDR2 | LGSNRAS
97-G1RE-C2
CCx
12C0-scFc
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1406. | CD19 VL CDR3 | MQALQTPFT
97-G1RE-C2
CCx
12C0-scFc
1407. | CD19 VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
97-G1RE-C2 ISYEGSNKYYAESVKGRFTISRDNSKNTLYLOQMNSLRDEDTAVYYCARDRGTIF
CCx GNYGLEVWGQGTTVTVSS
12C0-scFc
1408. | CD19 VL DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNAFNYLDWYLQKPGQSPQLLIY
97-G1RE-C2 LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
CCx TKVDIK
12C0-scF¢
1409. | CD19 scFv DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNAFNYLDWYLQKPGQSPQLLIY
97-G1RE-C2 LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
CCx TKVDIKGGGGSGGGGSGGGGSQVOLVESGGGVVQPGRSLRLSCAASGFTFS
12C0-scFe SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSS
1410. | CD19 4% F | DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNAFNYLDWYLQKPGQSPQLLIY
97-GIRE-C2 | 4F LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
CCx TKVDIKGGGGSGGGGSGGGGSQVQLVESGGGVVOPGRSLRLSCAASGFTFS
12C0-scFe SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1411. | CD19 A FH | DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNAFNYLDWYLQKPGQSPQLLIY
97-GIRE-C2 | HLE 4% | LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
CCx TKVDIKGGGGSGGGGSGGGGSQVALVESGGGVVQPGRSLRLSCAASGFTFS
12C0-scFe SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRETISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK
1412. | CD19 4B | DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNAFNYLDWYLQKPGQSPQLLIY
97-GIRE-C2 | HLE 4 | LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMOQALQTPFTFGCG
CCx TKVDIKGGGGSGGGGSGGGGSQVALVESGGGVVQPGRSLRLSCAASGFTFS

12C0-scFc_del
GK

SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNKAL
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PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

1413. | CD19 VHCDRI | SYGMH
97-G1RE-BS
CCx
12C0-scFc
1414. | CD19 VH CDR2 | VISYEGSNKYYAESVKG
97-G1RE-BS
CCx
12C0-scFc
1415. | CD19 VHCDR3 | DRGTIFGNYGLEV
97-G1RE-B5
CCx
12C0-scFc
1416. | CD19 VL CDRI | RSSQSLLHKNKWNYLD
97-G1RE-B5
CCx
12C0-scFc
1417. | CDI19 VL CDR2 | LGSNRAS
97-G1RE-B5
CCx
12C0-scFc
1418. | CD19 VL CDR3 | MQALQTPFT
97-GIRE-BS
[0780] CC x
12C0-scFe
1419. | CD19 VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
97-G1RE-B5 ISYEGSNKYYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCARDRGTIF
CCx GNYGLEVWGQGTTVTVSS
12C0-scFc
1420. | CDI19 VL DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNKWNYLDWYLQKPGQSPQLLI
97-G1RE-B5 YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
CCx GTKVDIK
12C0-scF¢
1421. | CDI19 scFv DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNKWNYLDWYLQKPGQSPQLLI
97-G1RE-B5 YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
CCx GTKVDIKGGGGSGGGGSGGGGSQVQLVESGGGVVAQPGRSLRLSCAASGFTF
12C0-scFe SSYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSS
1422. | CDI19 WA F | DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNKWNYLDWYLQKPGQSPQLLI
97-GIRE-BS | 5% YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
CCx GTKVDIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
12C0-scFe SSYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1423. | CD19 WAFFtE | DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNKWNYLDWYLQKPGQSPQLLI
97-GIRE-B5 | HLE 4+ | YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
CCx GTKVDIKGGGGSGGGGSGGGGSQVALVESGGGVVQPGRSLRLSCAASGFTF
12C0-scFe SSYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVQL
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VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK

YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG

NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG

SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL

PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW

ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL

PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW

ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1424. | CDI19 WAFH M | DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNKWNYLDWYLQKPGQSPQLLI
97-GIRE-BS | HLE 4% | YLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGC
CCx GTKVDIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTF
12C0-scFe_del SSYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
GK QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFELYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK
1425. | CD19 VHCDR1 | SYGMH
97-GIRE-B10
CCx
12C0-scFc
1426. | CD19 VH CDR2 | VISYEGSNKYYAESVKG
97-G1RE-B10
CCx
12C0-scFc
1427. | CD19 VHCDR3 | DRGTIFGNYGLEV
97-G1RE-B10
CCx
12C0-scFc
1428. | CDI19 VL CDR1 | RSSQSLLHKNNFNYLD
97-G1RE-B10
CCx
12C0-scFc
1429. | CDI19 VLCDR2 | LGSNRAS
97-G1RE-B10
CCx
12C0-scFc
1430. | CDI19 VL CDR3 | MQALQTPFT
97-GIRE-B10
CCx
12C0-scFc
1431. | CDI19 VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKCLEWVAV
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97-G1RE-B10 ISYEGSNKYYAESVKGRFTISRDNSKNTLYLQMNSLRDEDTAVYYCARDRGTIF
CCx GNYGLEVWGQGTTVTVSS
12C0-scFc
1432. | CD19 VL DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
97-G1RE-B10 LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
CCx TKVDIK
12C0-scFc
1433. | CD19 scFv DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
97-GIRE-B10 LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
CCx TKVDIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
12C0-scFe SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSS
1434. | CD19 LA | DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
97-GIRE-B10 | 5% LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
CCx TKVDIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
12C0-scFe SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1435. | CD19 w4k B | DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
97-GIRE-B10 | HLE 4% | LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
CCx TKVDIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFS
12C0-scFe SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVAL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK
1436. | CD19 AE R | DIVMTQSPLSLPVISGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
97-GIRE-B10 | gLE &% | LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTPFTFGCG
CCx TKVDIKGGGGSGGGGSGGGGSQVALVESGGGVVQPGRSLRLSCAASGFTFS

12C0-scFc_del
GK

SYGMHWVRQAPGKCLEWVAVISYEGSNKYYAESVKGRFTISRDNSKNTLYL
QMNSLRDEDTAVYYCARDRGTIFGNYGLEVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
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PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN

HYTQKSLSLSPGK
1437. | CD19 VHCDRI | NYGMH
1-C3-B10 CC
x 12C0-scFc
1438. CD19 VH CDR2 | AIGWEGSNKYYAEPVKG
1-C3-B10 CC
x 12C0-scFc¢
1439. | CD19 VH CDR3 | DRGTIFGYYGMDV
1-C3-B10 CC
x [2C0-scFc
1440. CD19 VL CDRI1 RSSQSLLHKNNFNYLD
1-C3-B10 CC
x 12C0-scFc
1441, | CD19 VL CDR2 | LGSNRAS
1-C3-B10 CC
x [2C0-scFc
1442. CD19 VL CDR3 MQALSEPLT
1-C3-B10 CC
x 12C0-scFc
1443. | CD19 VH QVQLVESGGGVVQPGRSLRLSCEASGFIVSNYGMHWVRQAPGKCLEWVAA
1-C3-B10 CC IGWEGSNKYYAEPVKGRFTISRDKSKNTLSLQMSSLRAEDTALYYCARDRGTI
x 2C0-scFc FGYYGMDVWGQGTTVTVSS
1444. | CD19 VL DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
1-C3-B10 CC LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALSEPLTFACGT
x 12C0-scFc KVEIK
1445. | CD19 scFv DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNNFNYLDWYLOKPGQSPQLLIY
1-C3-B10 CC LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALSEPLTFACGT
x 12C0-scFc KVEIKGGGGSGGGGSGGGGSQVALVESGGGVVQPGRSLRLSCEASGFIVSN
YGMHWVRQAPGKCLEWVAAIGWEGSNKYYAEPVKGRFTISRDKSKNTLSL
QMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSS
1446. | CD19 A F DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
1-C3-BI0CC | 47 LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALSEPLTFACGT
x 12C0-scFc KVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCEASGFIVSN
YGMHWVRQAPGKCLEWVAAIGWEGSNKYYAEPVKGRFTISRDKSKNTLSL
QMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVYRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL
1447. | CDI19 4% % | DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
1-C3-BI0CC | HLE 4F | LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALSEPLTFACGT
x 12C0-scFe KVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCEASGFIVSN

YGMHWVRQAPGKCLEWVAAIGWEGSNKYYAEPVKGRFTISRDKSKNTLSL
QMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
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PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGK

1448.

CD19
1-C3-B10 CC
X
12C0-scFc_del
GK

R4 Fk
HLE %-F

DIVMTQSPLSLPVTPGEPASISCRSSQSLLHKNNFNYLDWYLQKPGQSPQLLIY
LGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMOQALSEPLTFACGT
KVEIKGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCEASGFIVSN
YGMHWVRQAPGKCLEWVAAIGWEGSNKYYAEPVKGRFTISRDKSKNTLSL
QMSSLRAEDTALYYCARDRGTIFGYYGMDVWGQGTTVTVSSGGGGSEVQL
VESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPARFSG
SLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGGDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNW
YVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPGGGGSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTC
PPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYV
DGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHN
HYTQKSLSLSPGK

1449.

15G1 %4t

DKTHTCPPCP

1450.

1gG2 % 44

ERKCCVECPPCP

1451,

1gG3 %kt

ELKTPLDTTHTCPRCP

1452.

1gG4 % 8

ESKYGPPCPSCP

1453.

EGFRuvlllcexI2

C-# 4t

-CH2-CH3-#

K-8 4k

-CH2-CH3
(DF9)

AT
HLE %

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKCLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGCGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGG
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGS
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGK

1454,

EGFRuvlllcexI2
C-# &t
-CH2-CH3-4
k-CH2-CH3
(T2G)

A F
HLE %%

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKCLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGCGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGG
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
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KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSGGGGSGGGGSGGGGS
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT
QKSLSLSPGK

1455.

EGFRvlIIcexI2
C-4#4%-CH2-
-CH2-CH3-4¢
3-CH3

(D3L)

WA FE
HLE %%

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKCLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGCGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVILWYSNRWVFGGGTKLTVLGGGG
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLG
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAK
TKPCEEQYGSTYRCVSVLTVLHOQDWLINGKEYKCKVSNKALPAPIEKTISKAKG
QPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GKGGGGSGGGGSGGGGSGGGGSGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLSLSPGK

1456.

EGFRvllicexI2
C-4t4.-CH2-
#%
-CH2-CH3-4
% -CH3

(T71)

4 Fe bk
HLE ¥

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKCLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGCGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVIWYSNRWVFGGGTKLTVLGGGG
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVS
NKALPAPIEKTISKAKGGGGSGGGGSGGGGSGGGGSAPELLGGPSVFLFPPK
PKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYG
STYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYT
LPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSG
GGGSGGGGSGGGGSGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDI
AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSV
MHEALHNHYTQKSLSLSPGK

1457.

EGFRuvIllcexI2
C-CH2-# %
-CH2-CH3-#
%-CH3

(K6C)

b B
HLE ¥

QVQLVESGGGVVQSGRSLRLSCAASGFTFRNYGMHWVRQAPGKCLEWVA
VIWYDGSDKYYADSVRGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDGY
DILTGNPRDFDYWGQGTLVTVSSGGGGSGGGGSGGGGSDTVMTQTPLSSH
VTLGQPASISCRSSQSLVHSDGNTYLSWLQQRPGQPPRLLIYRISRRFSGVPD
RFSGSGAGTDFTLEISRVEAEDVGVYYCMQSTHVPRTFGCGTKVEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAPGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVLGGGG
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APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGV
EVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK
TISKAKGGGGSGGGGSGGGGSGGGGSAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMT
KNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGG
SGGGGSGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY

TQKSLSLSPGK
1458. | 1gG3 &t ELKTPLGDTTHTCPRCP
1459. | 1sG1 &4t EPKSCDKTHTCPPCP
1460 MLQMAGQCSQNEYFDSLLHACIPCQLRCSSNTPPLTCQRYCNASVTNSVKGTNAILWTCLGL
ABCMA | SLUSLAVFVLMFLLRKINSEPLKDEFKNTGSGLLGMANIDLEKSRTGDEIILPRGLEYTVEECTCE
DCIKSKPKVDSDHCFPLPAMEEGATILVTTKTNDYCKSLPAALSATEIEKSISAR
1461 g‘CBDCMA MLQMAGQCSQNEYFDSLLHACIPCQLRCSSNTPPLTCQRYCNASVTNSVKGTNA
1462 MLQMARQCSQNEYFDSLLHDCKPCQLRCSSTPPLTCQRYCNASMTNSVKGMNAILWTCLG
#4#% BCMA | LSLISLAVFVLTFLLRKMSSEPLKDEFKNTGSGLLGMANIDLEKGRTGDEIVLPRGLEYTVEECT
CEDCIKNKPKVDSDHCFPLPAMEEGATILVTTKTNDYCNSLSAALSVTEIEKSISAR
1463 ?‘C”ﬁ BCMA | 1 QMARQCSQNEYFDSLLHDCKPCQLRCSSTPPLTCQRYCNASMTNSVKGMNA
1464 | VH CDRI
BCMADg | NHIH
1465 | VH CDR2
BOMADE | YINPYPGYHAYNEKFQS
1466 | VH CDR3
BCMAg | DGYYRDTDVLDY
1467 | VL CDR1
BOMA-Gg | QASQDISNYLN
1468 | VL CDR2
BOMAs | YTSRLHT
[469 | VL CDR3
BCMALGg | QQGNTLPWT
1470 | VH QVQLVQSGAEVKKPGASVKVSCKASGYTFTNHIIHWVRQAPGQGLEWMGYINPYPGYHAY
BCMA-08 | NEKFQGRATMTSDTSTSTVYMELSSLRSEDTAVYYCARDGYYRDTDVLDYWGQGTLVTVSS
1471 | VL DIQMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPKLLIYYTSRLHTGVPSRFS
BCMA-08 | GSGSGTDFTFTISSLEPEDIATYYCQQGNTLPWTFGQGTKLEIK
1472 QVQLVQSGAEVKKPGASVKVSCKASGYTFTNHIIHWVRQAPGQGLEWMGYINPYPGYHAY
scFv NEKFQGRATMTSDTSTSTVYMELSSLRSEDTAVYYCARDGYYRDTDVLDYWGQGTLVTVSS
BCMA-08 | GGGGSGGGGSGGGGSDIQVMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPK
LLIYYTSRLHTGVPSRFSGSGSGTDFTFTISSLEPEDIATYYCQQGNTLPWTFGQGTKLEIK
1473 QVQLVQSGAEVKKPGASVKVSCKASGYTFTNHIIHWVRQAPGQGLEWMGYINPYPGYHAY
NEKFQGRATMTSDTSTSTVYMELSSLRSEDTAVYYCARDGYYRDTDVLDYWGQGTLVTVSS
st | GOCOSGGEGSGGGGSDIAMTASPSSLSASVGDRVIITCOASQDISNYLNWYQQKPGKAPK
LLIYYTSRLHTGVPSRFSGSGSGTDFTFTISSLEPEDIATYYCQQGNTLPWTFGQGTKLEIKSGG
¥ GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
BCMA-08 | yATyyADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQG
x12C TLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWY
QQKPGOAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWV
FGGGTKLTVL
1474 | A # 12 | QVQLVQSGAEVKKPGASVKVSCKASGYTFTNHIIHWVRQAPGQGLEWMGYINPYPGYHAY
scFc 3 | NEKFQGRATMTSDTSTSTVYMELSSLRSEDTAVYYCARDGYYRDTDVLDYWGQGTLVTVSS
BCMA-08 | GGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPK
«I2C —scFc | LLIYYTSRLHTGVPSRFSGSGSGTDFTFTISSLEPEDIATYYCQQGNTLPWTFGQGTKLEIKSGG

GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQG
TLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWV
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QQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWV
FGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHE
DPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSG
GGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTP
EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGK
EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

1475 | M4 QVQLVQSGAEVKKPGASVKVSCKASGYTFTNHIIHWVRQAPGQGLEWMGYINPYPGYHAY
scFec 4-F NEKFQGRATMTSDTSTSTVYMELSSLRSEDTAVYYCARDGYYRDTDVLDYWGQGTLVTVSS
BCMA-08 GGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPK
xI2C —scFc LLIYYTSRLHTGVPSRFSGSGSGTDFTFTISSLEPEDIATYYCQQGNTLPWTFGQGTKLEIKSGG
_delGK GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
YATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQG
TLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWV
QQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWV
FGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHE
DPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGG
GSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLS

PGK
76 ) . | QVQLVASGAEVKKPGASVKVSCKASGYTFTNHIHWVRQAPGQCLEWMGYINPYPGYHAY
[0787] DCMAOS_ | NEKFQGRATMTSDTSTSTVYMELSSLRSEDTAVYYCARDGYYRDTDVLDYWGQGTLVTVSS
1477 | VL (CC)
e (€O | DIQVITQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPKLLIYYTSRLHTGVPSRES
oc A9~ | GSGSGTDFTFTISSLEPEDIATYYCQQGNTLPWTFGCGTKLEIK
478 [ | QVQLVQSGAEVKKPGASVKVSCKASGYTFTNHIHWVRQAPGQCLEWMGYINPYPGYHAY
SO (CC) | NEKFQGRATMTSDTSTSTVYMELSSLRSEDTAVYYCARDGYYRDTDVLDYWGQGTLVTVSS
SMAD- | 666656EGESEGGESDIQMTASPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPK

LLIYYTSRLHTGVPSRFSGSGSGTDFTFTISSLEPEDIATYYCQQGNTLPWTFGCGTKLEIK

1479 QVQLVQSGAEVKKPGASVKVSCKASGYTFTNHIIHWVRQAPGQCLEWMGYINPYPGYHAY
NEKFQGRATMTSDTSTSTVYMELSSLRSEDTAVYYCARDGYYRDTDVLDYWGQGTLVTVSS
GGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPK

BAFREL ||| \TSRLHTGVPSRFSGSGSGTDFTFTISSLEPEDIATYYCQQGNTLPWTFGCGTKLEIKSGG
F(CO) GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
gg%{?éos_ YATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQG

TLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWV
QQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWV
FGGGTKLTVL

1480 | 44 F QVQLVQSGAEVKKPGASVKVSCKASGYTFTNHIIHWVRQAPGQCLEWMGYINPYPGYHAY
scFc 2% NEKFQGRATMTSDTSTSTVYMELSSLRSEDTAVYYCARDGYYRDTDVLDYWGQGTLVTVSS

(CC) GGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPK
BCMA-08 | LLIYYTSRLHTGVPSRFSGSGSGTDFTFTISSLEPEDIATYYCQQGNTLPWTFGCGTKLEIKSGG

CC xI2C GGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNN
scFe YATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQG

TLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWV

QQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWV
FGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHE
DPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALP

AP|EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSG
GGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTP
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EVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGK
EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLS
LSPGK

[0788]

1481 | sAE R | QUQLVQSGAEVKKPGASVKVSCKASGYTFTNHIIHWVRQAPGQCLEWMGYINPYPGYHAY
scFc 9% | NEKFQGRATMTSDTSTSTVYMELSSLRSEDTAVYYCARDGYYRDTDVLDYWGQGTLVTVSS
(CC) GGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCQASQDISNYLNWYQQKPGKAPK
BCMA-08_ | LLIYYTSRLHTGVPSRFSGSGSGTDFTFTISSLEPEDIATYYCQQGNTLPWTFGCGTKLEIKSGG
CCx2C— | GGSEVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEWVARIRSKYNN
scFc_delGK | YATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNEGNSYISYWAYWGQG
TLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWY
QQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWV
FGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHE
DPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGG
GSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSYMHEALHNHYTQKSLSLS
PGK
1482 | VH CDRI
NOMADS | NFOMA
1483 | VH CDR2
NOMADS | SITTGGGDTYYADSVKG
1485 | VH CDR3
BCMAGs | HGYYDGYHLEDY
1486 | VL CDRI
BoMADs | RANQGISNNLN
1487 | VL CDR2
NoNALs | YsNLas
1488 | VL CDR3
BOMAGE | QQFTSLPYT
1489 | VH EVQLVESGGGLVQPGGSLRLSCAASGFTFSNFDMAWVRQAPGKGLVWVSSITTGGGDTYY
BCMA-06 | ADSVKGRFTISRDNAKSTLYLQMDSLRSEDTAVYYCVRHGYYDGYHLFDYWGQGTLVTVSS
1490 | VL DIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKPLIYYTSNLQSGVPSRF
BCMA-06 | SGSGSGTDYTLTISSLQPEDFATYYCQQFTSLPYTFGQGTKLEIK
1491 EVQLVESGGGLVQPGGSLRLSCAASGFTFSNFDMAWVRQAPGKGLVWVSSITTGGGDTYY
scFv ADSVKGRFTISRDNAKSTLYLQMDSLRSEDTAVYYCVRHGYYDGYHLFDYWGQGTLVTVSSG
BCMA-06 | GGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKP
LIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPEDFATYYCQQFTSLPYTFGQGTKLEIK
1492 EVQLVESGGGLVQPGGSLRLSCAASGFTFSNFDMAWVRQAPGKGLVWVSSITTGGGDTYY
ADSVKGRFTISRDNAKSTLYLQMDSLRSEDTAVYYCVRHGYYDGYHLEDYWGQGTLVTVSSG
st ppnsy | COGSGEGESGGGGSDIQMTASPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKP
LIYYTSNLQSGVPSRESGSGSGTDYTLTISSLQPEDFATYYCQQFTSLPYTFGQGTKLEIKSGGG
¥ GSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNY
BCMA-06 | A 1yyADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
x2C LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQ
QKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFG
GGTKLTVL
1493 | a4k Fit EVQLVESGGGLVQPGGSLRLSCAASGFTFSNFDMAWVRQAPGKGLVWVSSITTGGGDTYY
scFc 23 | ADSVKGRFTISRDNAKSTLYLQMDSLRSEDTAVYYCVRHGYYDGYHLFDYWGQGTLVTVSSG
BCMA-06 | GGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKP
XI2C —scFc | LIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPEDFATYYCQQFTSLPYTFGQGTKLEIKSGGG

GSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNY
ATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQ
QKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFG
GGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP

265



N 110582297 B W AR B 262/323 7

EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGG
GSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLS
PGK

1494 | 4% FE EVQLVESGGGLVQPGGSLRLSCAASGFTFSNFDMAWVRQAPGKGLVWVSSITTGGGDTYY
scFc % ADSVKGRFTISRDNAKSTLYLQMDSLRSEDTAVYYCVRHGYYDGYHLFDYWGQGTLVTVSSG
BCMA-06 GGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKP
x12C — LIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPEDFATYYCQQFTSLPYTFGQGTKLEIKSGGG
scFc_delGK | GSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYNNY
ATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQ
QKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFG
GGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSG
GGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1495 1\3]21\5[(;\(—:()) 6 EVQLVESGGGLVQPGGSLRLSCAASGFTFSNFDMAWVRQAPGKCLVWVSSITTGGGDTYY
cC — | ADSVKGRFTISRDNAKSTLYLQMDSLRSEDTAVYYCVRHGYYDGYHLFDYWGQGTLVTVSS
1496 gé{fﬁ%6 DIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKPLIYYTSNLQSGVPSRF
[0789] cC — | SGSGSGTDYTLTISSLQPEDFATYYCQQFTSLPYTFGCGTKLEIK

1497 EVQLVESGGGLVQPGGSLRLSCAASGFTFSNFDMAWVRQAPGKCLVWVSSITTGGGDTYY

]S; g&f_gé ADSVKGRFTISRDNAKSTLYLQMDSLRSEDTAVYYCVRHGYYDGYHLFDYWGQGTLVTVSSG
cC - | GGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKP

LIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLOPEDFATYYCQQFTSLPYTFGCGTKLEIK
1498 EVOLVESGGGLVQPGGSLRLSCAASGFTFSNFDMAWVRQAPGKCLVWVSSITTGGGDTYY
ADSVKGRFTISRDNAKSTLYLQMDSLRSEDTAVYYCVRHGYYDGYHLFDYWGQGTLVTVSSG
s fihs | GOOSCGGGSGGGESDIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKP
LIYYTSNLOSGVPSRFSGSGSGTDYTLTISSLQPEDFATYYCQQFTSLPYTFGCGTKLEIKSGGG
T(CO) GSEVQLVESGGGLVOQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNY
BCMA-06_ | AryyADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
CCxi2C LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQ
QKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFG
GGTKLTVL
1499 | 45 #1E | EVQLVESGGGLVQPGGSLRLSCAASGFTFSNFDMAWVRQAPGKCLYWVSSITTGGGDTYY
«Fc 5% | ADSVKGRFTISRDNAKSTLYLQMDSLRSEDTAVYYCVRHGYYDGYHLFDYWGQGTLVTVSSG

(CC) GGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKP
BCMA-06_ | LIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPEDFATYYCQQFTSLPYTFGCGTKLEIKSGGG

CC xI2C - GSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNY
scFe ATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT

LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQ
QKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFG
GGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGG
GSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLS
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[0790]

PGK
1500 | 244 F-bt EVQLVESGGGLVQPGGSLRLSCAASGFTFSNFDMAWVRQAPGKCLVWVSSITTGGGDTYY
scFe oF ADSVKGRFTISRDNAKSTLYLOMDSLRSEDTAVYYCVRHGYYDGYHLFDYWGQGTLVTVSSG
(CO) GGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCRANQGISNNLNWYQQKPGKAPKP
BCMA-06_ | LIYYTSNLQSGVPSRFSGSGSGTDYTLTISSLQPEDFATYYCQQFTSLPYTFGCGTKLEIKSGGG
CC xI2C - GSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYNNY
scFc_delGK | ATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQ
QKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFG
GGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSG
GGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
1501 | VH CDRI
BCMA-14 | OYYN
1502 | VH CDR2
BCMA-14 WIYFASGNSEYNQKFTG
1503 | VH CDR3
BCMA-14 LYDYDWYFDV
1504 | VL CDR1
BCMA-14 KSSQSLVHSNGNTYLH
1505 | VL CDR2
BCMA-14 KVSNRFS
1506 | VL CDR3
BCMA-14 SQSSIYPWT
1507 | VH QVQLVQSGAEVKKPGASVKVSCKASGYSFPDYYINWVRQAPGQGLEWMGWIYFASGNSEY
BCMA-14 NQKFTGRVTMTRDTSINTAYMELSSLTSEDTAVYFCASLYDYDWYFDVWGQGTMVTVSS
1508 | VL DIVMTQTPLSLSVTPGQPASISCKSSQSLVHSNGNTYLHWYLQKPGQSPQLLIYKVSNRFSGV
BCMA-14 PDRFSGSGSGTDFTLKISRVEAEDVGIYYCSQSSIYPWTFGQGTKLEIK
1509 QVQLVQSGAEVKKPGASVKVSCKASGYSFPDYYINWVRQAPGQGLEWMGWIYFASGNSEY
scFv NQKFTGRVTMTRDTSINTAYMELSSLTSEDTAVYFCASLYDYDWYFDVWGQGTMVTVSSG
BCMA-14 GGGSGGGGSGGGGSDIVMTQTPLSLSVTPGQOPASISCKSSQSLVHSNGNTYLHWYLQKPGQ
SPQLLIYKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGIYYCSQSSIYPWTFGQGTKLEIK
1510 QVQLVQSGAEVKKPGASVKVSCKASGYSFPDYYINWVRQAPGQGLEWMGWIYFASGNSEY
NQKFTGRVTMTRDTSINTAYMELSSLTSEDTAVYFCASLYDYDWYFDVWGQGTMVTVSSG
Sl B2 GGGSGGGGSGGGGSDIVMTQTPLSLSVTPGQPASISCKSSQSLVHSNGNTYLHWYLQKPGQ
SPQLLIYKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGIYYCSQSSIYPWTFGQGTKLEIK
¥ SGGGGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
flgzm'” YNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYW
GQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPN
WVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVL
1511 | a4 Fht QVQLVQSGAEVKKPGASVKVSCKASGYSFPDYYINWVRQAPGQGLEWMGWIYFASGNSEY
scFe &F NQKFTGRVTMTRDTSINTAYMELSSLTSEDTAVYFCASLYDYDWYFDVWGQGTMVTVSSG
BCMA-14 GGGSGGGGSGGGGSDIVMTQTPLSLSVTPGQPASISCKSSQSLVHSNGNTYLHWYLQKPGQ
xI2C —scFe | SPQLLIYKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGIYYCSQSSIYPWTFGQGTKLEIK

SGGGGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYW
GQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPN
WVQQOKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGG
GSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMIS
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RTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQ
KSLSLSPGK

1512 | 4§ Fid QVQLVQSGAEVKKPGASVKVSCKASGYSFPDYYINWVRQAPGQGLEWMGWIYFASGNSEY
scFc %-F NQKFTGRVTMTRDTSINTAYMELSSLTSEDTAVYFCASLYDYDWYFDVWGQGTMVTVSSG
BCMA-14 GGGSGGGGSGGGGSDIVMTQTPLSLSVTPGQPASISCKSSQSLVHSNGNTYLHWYLQKPGQ
xI2C - SPQLLIYKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGIYYCSQSSIYPWTFGQGTKLEIK
scFc_delGK | SGGGGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSK
YNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYW
GQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPN
WVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHODWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGS
GGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHOQDWLNG
KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK

QVQLVQSGAEVKKPGASVKVSCKASGYSFPDYYINWVRQAPGQCLEWMGWIYFASGNSEY

1513 | VH (CC)

ESMA'M— NQKFTGRVTMTRDTSINTAYMELSSLTSEDTAVYFCASLYDYDWYFDVWGQGTMVTVSS
1514} VL (CC) DIVMTQTPLSLSVTPGQPASISCKSSQSLVHSNGNTYLHWYLQKPGQSPQLLIYKVSNRFSGV
BCMA-14
co — | PDRFSGSGSGTDFTLKISRVEAEDVGIYYCSQSSIYPWTFGCGTKLEIK
1515 QVQLVQSGAEVKKPGASVKVSCKASGYSFPDYYINWVRQAPGQCLEWMGWIYFASGNSEY
:30(1::1\(4(1::?21 NQKFTGRVTMTRDTSINTAYMELSSLTSEDTAVYFCASLYDYDWYFDVWGQGTMVTVSSG
[0791] co - | GGGSGGGGSGGGGSDIVMTQTPLSLSVTPGQPASISCKSSQSLVHSNGNTYLHWYLQKPGQ
SPQLLIYKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGIYYCSQSSIYPWTFGCGTKLEIK
1516 QVQLVQSGAEVKKPGASVKVSCKASGYSFPDYYINWVRQAPGQCLEWMGWIYFASGNSEY
NQKFTGRVTMTRDTSINTAYMELSSLTSEDTAVYFCASLYDYDWYFDVWGQGTMVTVSSG
N GGGSGGGGSGGGGSDIVMTQTPLSLSVTPGQOPASISCKSSQSLVHSNGNTYLHWYLQKPGQ

SPQLLIYKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGIYYCSQSSIYPWTFGCGTKLEIKS
F(€O) GGGGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
22“:1‘;84— NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPN
WVQOKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVL
1517 | "A B | QUQLVOSGAEVKKPGASVKVSCKASGYSFPDYYINWVRQAPGQCLEWMGWIYFASGNSEY
scFc 23 | NQKFTGRVTMTRDTSINTAYMELSSLTSEDTAVYFCASLYDYDWYFDVWGQGTMVTVSSG

(CC) GGGSGGGGSGGGGSDIVMTQTPLSLSVTPGQPASISCKSSQSLVHSNGNTYLHWYLQKPGQ
BCMA-14_ | SPQLLIYKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGIYYCSQSSIYPWTFGCGTKLEIKS
CC xI2C - GGGGSEVOLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKY
scFc NNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG

QGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPN
WVQQOKPGOAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGG
GSGGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQ
KSLSLSPGK

1518 | s4¢ Fi% QVQLVQSGAEVKKPGASVKVSCKASGYSFPDYYINWVRQAPGQCLEWMGWIYFASGNSEY
scFc 4-F NQKFTGRVTMTRDTSINTAYMELSSLTSEDTAVYFCASLYDYDWYFDVWGQGTMVTVSSG
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(CO) GGGSGGGGSGGGGSDIVMTQTPLSLSVTPGQPASISCKSSQSLVHSNGNTYLHWYLQKPGQ
BCMA-14_ | SPQLLIYKVSNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGIYYCSQSSIYPWTFGCGTKLEIKS
CCxI2C- | GGGGSEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKY
scFc_delGK | NNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWG
QGTLVIVSSGGGGSGGGGSGGGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPN
WVQQKPGQAPRGLIGGTKFLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDY
[0792] SHEDPEVKENWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNGKEYKCKVSNK
ALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGS
GGGGSGGGGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWLNG
KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSEFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK
1519. ll:cM_h(CDS-sc VH CDRI DYYMN
1520, l;lcvl_lxcm-sc VHCDRa | SDGGYYTYYSDIIKG
1521, l;l(:/l_GCDS-sc VHLCDR3 | GFPLLRHGAMDY
1522. l1;2/1_1xc1)3-sc VLCDRI | KASQNVDTNVA
1523 }}:lc\/l_lxcm-sc VLCDR2 | SASYRYS
1524, lI:g/I_GCD}sc VL CDR3 | QQVDSYPYT
1525. | PM_IxCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
Fc VH AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS
1526. | PM_IxCD3-s¢ DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
Fc VL ASYRYSDVPSRESGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGGGT
KLEIK
1527. | PM_IxCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
Fc AlISDGGYYTYYSDIIKGRETISRONAKNSLYLQMNSLKAEDTAVYYCARGF
scFv PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
[0793] SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGGGTKLEIK
1528 | PM_IxCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
Fc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
s | FSGSASGTDFTLTISSLOSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
*¥ ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTWTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL
1529. | PM_IxCD3-s¢ QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
Fc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
sadpqe | PHLRHGAMDYWGQGTLVIVSSGGGGSGGGGSGGEESDIQMTAsPSSL
o SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
> FSGSASGTDFTLTISSLOSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVOLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCY
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
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EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK

LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV

VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ

VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG

GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC

VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0794]

1530.

PM_1xCD3-sc
Fc_delGK

B4 F
HLE
»F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRONAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS
GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1531.

PM_1 CCxCD
3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS

1532.

PM_1 CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGCGT
KLEIK

1533.

PM_1 CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGCGTKLEIK

1534.

PM_1 CCxCD
3-scFc

ARt
¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVWTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL

1535.

PM_1 CCxCD
3-scFc

BAF R
HLE
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
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FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1536. QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL

PM_1_CCxCD I?Lég it APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
3-scFc_delGK >3 LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV

VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ

[0795] VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS

GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS

VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1537. llzz/l_ZXCDZ%—sc VH CDRI DYYMY
1538. ESA_ZXCD}SC VH CDR2 |ISDAGGLTYYSDIIKG
1539. Il:gd_ZxCD}sc VH CDR3 GFPLLRHGAMDY
1540. gl;/I_ZxCD}sc VL CDRI KASQNVDTNVA
1541. I};CM_ZXCD3-SC VL CDR2 SASYRYS
1542. }I:"l‘:/I_ZxCDS-sc VL CDR3 QQYDSYPYT
1543. | PM_2xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc VH AlISDAGGLTYYSDI!KGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS
1544, | PM_2xCD3-sc DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
Fc VL ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGT
KLEIK
1545. | PM_2xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc AlISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPL
scFv LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA

SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIK
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1546.

PM_2xCD3-sc
Fc

ARtk
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

[0796]

1547.

PM_2xCD3-sc
Fc

A Fe
HLE
»¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1548.

PM_2xCD3-sc
Fc_delGK

4
HLE
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVYRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1549.

PM_2 CCxCD
3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
1ISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPLL
RHGAMDYWGQGTLVTVSS

1550.

PM 2 CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGT
KLEIK

1551.

PM 2 CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
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IISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPLL
RHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFSG
SASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIK

1552.

PM_2 CCxCD
3-scFc

w4FFH
2

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPLL
RHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFSG
SASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARI
RSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
L

[0797]

1553.

PM_2 CCxCD
3-scFc

B4 FHE
HLE

Vach

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPLL
RHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCKASQNVDTNVAWYQQOKPGQAPKSLIYSASYRYSDVPSRFSG
SASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARI
RSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1554.

PM_2 CCxCD
3-scFc_delGK

® AR
HLE
5F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPLL
RHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFSG
SASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARI
RSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1555.

PM_3xCD3-sc
Fc

VH CDR1

DYYMY

1556.

PM_3xCD3-sc
Fc

VH CDR2

IISDAGGLTYYSDIIKG
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[0798]

1557.

PM_3xCD3-sc
Fc

VH CDR3

GFPLLRHGAMDY

1558.

PM_3xCD3-sc
Fe

VL CDR1

KASQNVDTNVA

1559.

PM_3xCD3-sc
Fc

VL CDR2

SASYRYS

1560.

PM_3xCD3-sc
Fc

VL CDR3

QQYDDLRPT

1561.

PM_3xCD3-sc
Fc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS

1562.

PM_3xCD3-sc
Fc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGT
KLEIK

1563.

PM_3xCD3-sc¢
Fe

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIK

1564.

PM_3xCD3-sc
Fc

AT
»3

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQ!INSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1565.

PM_3xCD3-sc
Fc

A FE
HLE

23

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1566.

PM_3xCD3-sc
Fc_delGK

M4k R
HLE
»F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
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PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1567.

PM 3 CCxCD
3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPLL
RHGAMDYWGQGTLVTVSS

1568.

PM_3 CCxCD
3-scFe

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGT
KLEIK

1569.

PM_3_CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPLL
RHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFSG
SASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIK

[0799]

1570.

PM_3_CCxCD
3-scFc

AR
oF

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGGLTYYSDIIKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPLL
RHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFSG
SASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIKSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARI
RSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
L

1571.

PM 3 CCxCD
3-scFc

R AEF T
HLE
»F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
ISDAGGLTYYSD!IKGRFTISRDNAKNSLYLQINSLKAEDTAVYYCARGFPLL
RHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFSG
SASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIKSGGGGSEVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARI
RSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1572.

PM_3_CCxCD
3-scFc_delGK

B4R
HLE
23

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
1ISDAGGLTYYSDIIKGRFTISRDONAKNSLYLQINSLKAEDTAVYYCARGFPLL
RHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSAS
VGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFSG
SASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIKSGGGGSEVQ
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LVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARI
RSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0800]

1573. }l:lcvl_4xCD3-sc VHCDRI | DYYMY
1574. ECM_4xCD3-sc VHCDR2 | 'SDHYSHTYYSDIIKD
1575. }1?2/[_4xCD3-sc VHCDR3 | GFPLLRHGAMDY
1576. II:EJI_MCDS-SC VLCDR| | KASQNVDTNVA
1577. ch_4xCD3-sc VLCDR2 | SASYRYS
1578. lI;g’I_4xCD3-sc VL CDR3 | QQYDSYPYT
1579. | PM_4xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fe VH AlISDHYSHTYYSDIIKDRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSS
1580. | PM_4xCD3-sc DIQMTQSPSSLSASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYS
Fc VL ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGT
KLEIK
1581. | PM_4xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc AlISDHYSHTYYSDIIKDRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
scFv LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTASPSSLS
ASVGDRVTITCKASQNVDTNVAWYQQKPGQOAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVOSEDFATYYCQQYDSYPYTFGGGTKLEIK
1582. QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDHYSHTYYSDIIKDRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGSE
- L [
121;4—4"@3 se %\i’eﬂé VQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
L
1583. QVOLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDHYSHTYYSDIIKDRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTASPSSLS
. ASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
PM_4xCD3-s¢ | 1o p SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGSE
Fc g VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
77

RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE

PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
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VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0801]

1584.

PM_4xCD3-sc
Fc_delGK

B4 Tt
HLE
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDHYSHTYYSDIIKDRFTISRDNAKNSLYLQVINSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1585.

PM 4 CCxCD
3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDHYSHTYYSDIIKDRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS

1586.

PM_4_CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGT
KLEIK

1587.

PM_4_CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDHYSHTYYSDIIKDRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA

SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS

GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIK

1588.

PM_4 CCxCD
3-scFc

A S
23

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
lISDHYSHTYYSDIIKDRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1589.

PM_4_CCxCD
3-scFc

SRS
HLE
23

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDHYSHTYYSDIIKDRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
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IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0802]

1590. | PM 4 CCxCD QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
3-scFc_delGK IISDHYSHTYYSDI!KDRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
gy PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
HLE PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
»F VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSYVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
1591. lIZE/I_SXCD}sc VH CDR1 DYYMY
1592, ?2/[_5XCD3-SC VH CDR2 IISDKRHHTYYSDIIKG
1593. IF:(I:’I_SXCD}SC VH CDR3 GFPLLRHGAMDY
1594. ll:l;/[_SxCD:i-sc VL CDRI KASQNVDTNVA
1595. }P:I(:/LSXCD_’)-SC VL CDR2 SASYRYS
1596. IIZE/I_5XCD3-SC VL CDR3 QQYDSYPYT
1597. | PM_5xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc VH AlISDKRHHTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS
1598. | PM_5xCD3-sc DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
Fc VL ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGT
KLEIK
1599. | PM_5xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc AlISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
scFv PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIK
1600. | PM 5xCD3-sc WA FiE QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc aF AlISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
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PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVWTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL

1601.

PM_5xCD3-sc
Fc

4k
HLE
o F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDKRHHTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0803]

1602.

PM_5xCD3-sc
Fc_delGK

A Ftd
HLE
»F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AIISDKRHHTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS
GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1603.

PM_5 CCxCD
3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
1ISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS

1604.

PM_5 CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGT
KLEIK

1605.

PM 5 CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
[ISDKRHHTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
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SVGDRVTITCKASQONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIK

1606.

PM_S_CCxCD
3-scFc

A
»F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
1ISDKRHHTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

[0804]

1607.

PM_5_CCxCD
3-scFc

WA FP
HLE
o

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDKRHHTYYSDIIKGRFTISRDNAKNSLYLOQOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1608.

PM_5 CCxCD
3-scFc_delGK

BAF S
HLE
>t

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDKRHHTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1609.

PM_6xCD3-sc
Fc

VH CDRI

DYYMY

1610.

PM_6xCD3-sc
Fc

VH CDR2

1ISDKRHHTYYSDIIKG

1611.

PM_6xCD3-sc
Fc

VH CDR3

GFPLLRHGAMDY
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1612.

PM_6xCD3-sc
Fc

VL CDR1

KASQNVDTNVA

1613.

PM_6xCD3-sc
Fc

VL CDR2

SASYRYS

1614.

PM_6xCD3-sc
Fc

VL CDR3

QQYDDLRPT

1615.

PM_6xCD3-sc
Fc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AIISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS

1616.

PM_6xCD3-sc
Fc

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGT
KLEIK

1617.

PM_6xCD3-sc
Fc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV

AlISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF

PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIK

1618.

PM_6xCD3-sc
Fe

I Foh
5F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDKRHHTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL

[0805]

1619.

PM_6xCD3-sc
Fc

4 Rk
HLE
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1620.

PM_6xCD3-sc
Fc_delGK

4
HLE
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
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VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ

VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS

GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS

VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1621.

PM_6_CCxCD
3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS

1622,

PM_6_CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGT
KLEIK

1623.

PM_6_CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMVINSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA

SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS

GSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIK

[0806]

1624.

PM 6 CCxCD
3-scFc

WA F
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1625.

PM_6_CCxCD
3-scFc

B4 F b
HLE
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDKRHHTYYSD!IKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1626.

PM_6_CCxCD
3-scFc_delGK

WA FP
HLE
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
[ISDKRHHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS

GSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
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[0807]

HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1627. l;(]:/l_7xCD3-sc VH CDRI DYYMY
1628. g(l\:/l_7xCD3-sc VH CDR2 IISDGGYYTYYSDIIKG
1629. II;(I:’l_7xCD3-sc VH CDR3 GFPLLRHGAMDY
1630. ;2/]_7XCD3-SC VL CDRI KASQNVDTNVA
1631. ll;l:l_7xCD3-Sc VL CDR2 SASYRYS
1632. gl:l_7xCD3-sc VL CDR3 QQypQQLIT
1633. | PM_7xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc VH AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS
1634. | PM_7xCD3-sc DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
Fc VL ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGT
KLEIK
1635. | PM_7xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
scFv PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIK
1636. | PM_7xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fe AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
ARk FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
5F EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL
1637. | PM_7xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
AU Sk FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
HLE EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
»F ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV

RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
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WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ

VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG

GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC

VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1638.

PM_7xCD3-sc
Fc_delGK

BAF FE
HLE
aF

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMINSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS
GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0808]

1639.

PM_7 CCxCD
3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS

1640.

PM_7_CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGT
KLEIK

1641.

PM_7 CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIK

1642.

PM_7 CCxCD
3-scFc

AR
*~F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1643.

PM_7 CCxCD
3-scFc

b E iR
HLE
¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE

284




CN 110582297 B

i

B B

281/323 T

PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0809]

1644. QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
1ISDGGYYTYYSD!IKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE

SR PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PM_7_CCxCD HLE PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
3-scFc_delGK 5>F VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1645. ng_SXCD:;-SC VH CDRI DYYMY

1646. ng;SXCDfi-Sc VH CDR2 IISDGGYYTYYSDIIKG

1647. II;I‘:/I_SXCDZ%-SC VH CDR3 GFPLLRHGAMDY

1648. lI;CM_8>(CD3-sc VL CDRI KASQNVDTNVA

1649. gz/[_SxCD}sc VL CDR2 SASYRYS

1650. 11;'1(:/1__8xCD3-sc VL CDR3 QQYDQVRLT

1651. | PM_8xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV

Fc VH AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS
1652. | PM_8xCD3-sc DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
Fc VL ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQVRLTFGGG
TKLEIK
1653. | PM_8xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
scFv PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQVRLTFGGGTKLEIK
1654. | PM_8xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc WA AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGF
»F PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL

SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
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FSGSASGTDFTLTISSVQSEDFATYYCQQYDQVRLTFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVL

1655.

PM_8xCD3-sc
Fc

A F M
HLE
5F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQVRLTFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQ
DWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGG
GGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTL
MISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTY
RCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0810]

1656.

PM_8xCD3-sc
Fc_delGK

AR
HLE
2-F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQVRLTFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQ
DWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGG
SGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCV
SVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPS
REEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSF
FLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1657.

PM_8 CCxCD
3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS

1658.

PM 8 CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQVRLTFGCG
TKLEIK

1659.

PM 8 CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQVRLTFGCGTKLEIK
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1660.

PM_8 CCxCD
3-scFc

A1
23

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
1ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQVRLTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

[0811]

1661.

PM_8 CCxCD
3-scFc

WA FE
HLE
25

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQVRLTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1662.

PM_8 CCxCD
3-scFc_delGK

A S
HLE
=

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQVRLTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1663.

PM_9xCD3-sc
Fc

VH CDR1

DYYMN

1664,

PM_9xCD3-sc
Fc

VH CDR2

IISDGGYYTYYSDIIKG

1665.

PM_9xCD3-sc
Fc

VH CDR3

GFPLLRHGAMDY

1666.

PM_9xCD3-sc
Fc

VL CDRI

KASQNVDTNVA
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1667.

PM_9xCD3-sc
Fc

VL CDR2

SASYRYS

1668.

PM_9xCD3-sc
Fc

VL CDR3

QQYDDLRPT

1669.

PM_9xCD3-sc
Fc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS

1670.

PM_9xCD3-sc
Fc

VL

DIQMTQSPSSLSASVGDRVTITCKASQONVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGT
KLEIK

1671.

PM_9xCD3-sc
Fc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF

PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIK

1672,

PM_9xCD3-sc
Fc

B4 F
~F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL

[0812]

1673.

PM_9xCD3-sc
Fc

A
HLE
ot

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVELFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1674.

PM_9xCD3-sc
Fc_delGK

i
HLE
»T

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDGGYYTYYSDIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWYV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
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VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS

GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1675.

PM_9 _CCxCD
3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS

1676.

PM_9 CCxCD
3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGT
KLEIK

1677.

PM_9 CCxCD
3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIK

[0813]

1678.

PM_9 CCxCD
3-scFc

AF Stk
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL

1679.

PM_9 CCxCD
3-scFc

B AFF
HLE
&5

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWYV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVWTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ,
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1680.

PM_9 CCxCD
3-scFc_delGK

ATk
HLE

=

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDDLRPTFGCGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
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[0814]

APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK

LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV

VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ

VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS

GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1681. il;/l_leCDS-sc VH CDRI DYYMY
1682. gl:[_leCDS-sc VH CDR2 IISDHHHWTYYSDIIKG
1683. g?’I_IOXCDES-sc VH CDR3 GFPLLRHGAMDY
1684. }P;ICVI_IOXCD}SC VL CDRI1 KASQNVDTNVA
1685. }E:l:l_leCD}sc VL CDR2 SASYRYS
1686. }F’ICVI_IOXCD3-sc VL CDR3 QQYDSYPYT
1687. | PM_10xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fe VH AHSDHHHWTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARG
FPLLRHGAMDYWGQGTLVTVSS
1688. | PM_10xCD3-sc DIQMTQSPSSLSASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYS
Fe VL ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGT
KLEIK
1689. | PM_10xCD3-s¢ QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc AlSDHHHWTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARG
scFv FPLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSS
LSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPS
RFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIK
1690. | PM_10xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc AlISDHHHWTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARG
FPLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSS
LSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPS
SRR RFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGG
>3 SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVL
1691. | PM_10xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fe AlISDHHHWTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARG
FPLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSS
LSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPS
RFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGG
S R SEVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAPGKGLEW
HLE VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
573 VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT

QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQ
DWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
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DKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGG

GGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTL

MISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTY
RCVSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1692.

PM_10xCD3-sc
Fc_delGK

M4 FH
HLE
SF

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDHHHWTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARG
FPLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSS
LSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPS
RFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQ
DWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGG
SGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCV
SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPS
REEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSF
FLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0815]

1693.

PM_10_CCxC
D3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDHHHWTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSS

1694.

PM_10_CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGT
KLEIK

1695.

PM_10_CCxC
D3-scFe

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDHHHWTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIK

1696.

PM_10_CCxC
D3-scFc

A FtE
¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
[ISDHHHWTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1697.

PM_10_CCxC
D3-scFc

B4k FE
HLE
5t

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDHHHWTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
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VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0816]

1698. | PM_10_CCxC QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
D3-scFc_delGK IISDHHHWTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
AP PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
HLE PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
»>F VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WOQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
1699. II:E/[_IIXCD}SC VH CDRI1 DYYMY
1700. ch_lGCD:i-Sc VH CDR2 IISDGGYYTYYSDIIKG
1701. }}ZICVI_IIXCDS-SC VH CDR3 GFPLLRHGAMDY
1702. ch_lGCD}sc VL CDRI1 KASQNVDTNVA
1703. I}ZS/I_HXCDZS-SC VL CDR2 SASYRYS
1704. ;I:/I_IIXCDE»-SC VL CDR3 QQYDRQPLT
1705. | PM_11xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc VH AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS
1706. | PM_11xCD3-sc DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
Fc VL ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDRQPLTFGGG
TKLEIK
1707. | PM_11xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fe AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGF
scFv PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDRQPLTFGGGTKLEIK
1708. | PM_11xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
AF Tk PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
25 SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR

FSGSASGTDFTLTISSVQSEDFATYYCQQYDRQPLTFGGGTKLEIKSGGGGS
EVQLVESGGGLVOPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
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ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL

1709.

PM_11xCD3-sc
Fc

A F M
HLE
S*F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDRQPLTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVWTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0817]

1710.

PM_11xCD3-sc
Fc_delGK

B4 ik
HLE
aF

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDRQPLTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVWVWTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS
GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1711.

PM_11_CCxC
D3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS

1712.

PM 11 _CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDRQPLTFGCGT
KLEIK

1713.

PM_11_CCxC
D3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDRQPLTFGCGTKLEIK

1714.

PM_11 CCxC
D3-scFc

R AFFE
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
1ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
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SVGDRVTITCKASQONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS

VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA

VL

LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
GSASGTDFTLTISSVQSEDFATYYCQQYDRQPLTFGCGTKLEIKSGGGGSE

RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE

PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT

1715.

PM 11 CCxC
D3-scFc

WA FE
HLE
¥

VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIOQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDRQPLTFGCGTKLEIKSGGGGSE

RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0818]

1716.

PM_11_CCxC
D3-scFc_delGK

I 4
HLE

¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDHKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDRQPLTFGCGTKLEIKSGGGGSE
VQLVESGGGLVAPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1717.

PM_12xCD3-sc
Fc

VH CDR1

DYYMN

1718.

PM_12xCD3-sc
Fc

VH CDR2

IISDGGYYTYYSDIIKG

1719.

PM_12xCD3-sc
Fc

VH CDR3

GFPLLRHGAMDY

1720.

PM_12xCD3-sc
Fc

VL CDR1

KASQNVDTNVA

1721.

PM_12xCD3-sc
Fc

VL CDR2

SASYRYS
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[0819]

1722.

PM_12xCD3-sc
Fc

VL CDR3

QQYDLLLLT

1723.

PM_12xCD3-sc
Fc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS

1724.

PM_12xCD3-sc
Fc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDLLLLTFGGGTK
LEIK

1725.

PM_12xCD3-sc
Fc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDGGYYTYYSD!IKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDLLLLTFGGGTKLEIK

1726.

PM_12xCD3-sc
Fc

A FME
aF

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOQOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDLLLLTFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1727.

PM_12xCD3-sc
Fc

R4
HLE
23

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDLLLLTFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1728.

PM_12xCD3-sc
Fc_delGK

AT

#F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWYV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDLLLLTFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMINNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
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GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1729.

PM_12_CCxC
D3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS

1730.

PM_12 CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDLLLLTFGCGTK
LEIK

1731.

PM_12_CCxC
D3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDLLLLTFGCGTKLEIK

1732.

PM_12_CCxC
D3-scFc

4k Fetk
o5F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDLLLLTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

[0820]

1733.

PM_12 CCxC
D3-scFc

ARt
HLE
*F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDLLLLTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1734,

PM_12_CCxC
D3-scFc_delGK

A i
HLE
23

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDGGYYTYYSDIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDLLLLTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTICVVVD
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VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1735.

PM_13xCD3-sc

DYYMY

[0821]

Fe VH CDR1
1736. ;24_13XCD3-SC VH CDR2 IISDSTLHTYYSDIIKG
1737. 1;2/[_13XCD3-SC VH CDR3 GFPLLRHGAMDY
1738. l}:I:I_BXCDIi-sc VL CDRI KASQNVDTNVA
1739. EICVI_13XCD3-SC VL CDR2 SASYRYS
1740. gl;A_BxCDB-Sc VL CDR3 QQYDSYPYT
1741. | PM_13xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fe VH AHSDSTLHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSS
1742. | PM_13xCD3-sc DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
Fc VL ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGT
KLEIK
1743. | PM_13xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWYV
Fc AlISDSTLHTYYSD!IKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
scFv LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIK
1744. | PM_13xCD3-s¢ QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fe AlISDSTLHTYYSDI!KGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
Py SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGSE
»F VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMINNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL
1745. | PM_13xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fe AHSDSTLHTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
Py RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HLE HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
P PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA

PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
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PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1746.

PM_13xCD3-s¢
Fc_delGK

AL
HLE
*~F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AIISDSTLHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1747.

PM 13 CCxC
D3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDSTLHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS

[0822]

1748.

PM 13 _CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGT
KLEIK

1749.

PM_13_CCxC
D3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
1ISDSTLHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIK

1750.

PM 13 CCxC
D3-scFc

ATtk
aF

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDSTLHTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1751.

PM_13_CCxC
D3-scFe

AR
HLE
*>F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
lISDSTLHTYYSDI!KGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
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NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0823]

1752. | PM_13_CCxC QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
D3-scFe_delGK IISDSTLHTYYSDIIKGRFTISRDNAKNSLYLQOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
S Rk PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
HLE PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
N VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
G VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
1753. Il:z/l__MxCDfi-sc VH CDRI1 DYYMY
1754. ;"1:4714XCD3-SC VH CDR2 IISDGGYYTYYSDIIKG
1755. gg’[_MXCDZi-sc VH CDR3 GFPLLRHGAMDY
1756. ?2/[_14XCD3-SC VL CDRI KASQNVDTNVA
1757. gl;/I_14xCD3-sc VL CDR2 SASYRYS
1758. £¥_14XCD3-SC VL CDR3 QQYDAPMGT
1759. | PM_14xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWYV
Fc VH AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS
1760. | PM_14xCD3-s¢c DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
Fc VL ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDAPMGTFGG
GTKLEIK
1761. | PM_14xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
Fe AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
scFv PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDAPMGTFGGGTKLEIK
1762. | PM_14xCD3-sc QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWYV
Fc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
WAE R SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
aF FSGSASGTDFTLTISSVQSEDFATYYCQQYDAPMGTFGGGTKLEIKSGGGG

SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSY!ISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT

299




CN 110582297 B

i

B B

296/323 T

QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVL

1763.

PM_14xCD3-sc
Fe

M4 FE
HLE
»F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDAPMGTFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQ
DWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGG
GGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTL
MISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTY
RCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0824]

1764.

PM_14xCD3-sc
Fc_delGK

M4 F ik
HLE
5F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDAPMGTFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQ
DWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGG
SGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCV
SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPS
REEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSF
FLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1765.

PM_14 CCxC
D3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS

1766.

PM_14 CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQONVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDAPMGTFGCG
TKLEIK

1767.

PM_14_CCxC
D3-scF¢

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
1ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDAPMGTFGCGTKLEIK

1768.

PM_14_CCxC
D3-scFc

S S
»F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
1ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
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GSASGTDFTLTISSVQSEDFATYYCQQYDAPMGTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1769.

PM_14_CCxC
D3-scFe

A Fe
HLE
2>F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDAPMGTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0825]

1770.

PM_14_CCxC
D3-scFc_delGK

4k F
HLE
aF

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDAPMGTFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1771.

PM_15xCD3-sc
Fc

VH CDRI1

DYYMN

1772.

PM_15xCD3-sc
Fc

VH CDR2

IISDNKHQTYYSDIIKG

1773.

PM_15xCD3-sc
Fc

VH CDR3

GFPLLRHGAMDY

1774.

PM_15xCD3-sc
Fc

VL CDRI

KASQNVDTNVA

1775.

PM_15xCD3-sc
Fc

VL CDR2

SASYRYS

1776.

PM_15xCD3-sc
Fc

VL CDR3

QQYDSYPYT
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[0826]

1777.

PM_15xCD3-sc
Fc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDNKHQTYYSDIIKGRFAISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS

1778.

PM_15xCD3-sc
Fc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGGGT
KLEIK

1779.

PM_15xCD3-sc
Fc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDNKHQTYYSDIIKGRFAISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGGGTKLEIK

1780.

PM_15xCD3-sc
Fc

B4 F e
¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AlISDNKHQTYYSDIIKGRFAISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL

1781.

PM_15xCD3-sc
Fc

AR
HLE
s

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWV
AIISDNKHQTYYSDIIKGRFAISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1782.

PM_15xCD3-sc
Fc_delGK

WA Fpk
HLE
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKGLEWYV
AlISDNKHQTYYSDIIKGRFAISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIOMTQSPSSL
SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS
GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
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TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1783.

PM_15_CCxC
D3-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AIISDNKHQTYYSDIIKGRFAISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS

1784.

PM 15 CCxC
D3-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGCGT
KLEIK

1785.

PM_15 CCxC
D3-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV

AlISDNKHQTYYSDIIKGRFAISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL

SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGCGTKLEIK

1786.

PM 15 CCxC
D3-scFc

W AE R
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDNKHQTYYSDIIKGRFAISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL

[0827]

1787.

PM_15 CCxC
D3-scFe

A Frbk
HLE
2F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AIISDNKHQTYYSDIIKGRFAISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGS
EVQLVESGGGLVOPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1788.

PM_15_CCxC
D3-scFc_delGK

WAF R
HLE
5F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMNWVRQAPGKCLEWV
AlISDNKHQTYYSDIIKGRFAISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSLQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWYV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
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WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ

VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS

GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS

VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0828]

1789. | PM 76-B10.02 | VH CDRI1 DYYMY
CC x 12C0-scFc
1790. | PM 76-B10.02 | VH CDR2 IISDAGYYTYYSDIIKG
CC x I12C0-scFc
1791. | PM 76-B10.02 | VH CDR3 GFPLLRHGAMDY
CC x [2C0-scFc
1792. | PM 76-B10.02 | VL CDR1 KASQNVDTNVA
CC x 12C0-scFc¢
1793. | PM 76-B10.02 | VL CDR2 SASYRYS
CC x 12C0-scFc
1794. | PM 76-B10.02 | VL CDR3 QQYESYPYT
CC x 12C0-scFc
1795. | PM 76-B10.02 VH QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CC x I2C0-scFc IISDAGYYTYYSD!IKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS
1796. | PM 76-B10.02 | VL DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
CC x 12C0-scFe ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYESYPYTFGCGT
KLEIK
1797. | PM 76-B10.02 | scFv QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CC x I12C0-scFc IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYESYPYTFGCGTKLEIK
1798. | PM 76-B10.02 | a4 B4 | QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CC x 12C0-scFe | IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYESYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL
1799. | PM 76-B10.02 | ax4% 4 QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CC x 12C0-scFe | HLE &F [ISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL

LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYESYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
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LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1800.

PM 76-B10.02
CCx
12C0-scFc_del
GK

A FH
HLE %-F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYESYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0829]

1801.

PM 76-B10.02
CC x 12C0 CC
(103/43)-scFc

4% St 5

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYESYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
L

1802.

PM 76-B10.02
CCxI2C0CC
(103/43)-scFc

AR
HLE %%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYESYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1803.

PM 76-B10.02
CCxI12C0 CC
(103/43)-scFc_
delGK

WA F
HLE ¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
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GSASGTDFTLTISSVQSEDFATYYCQQYESYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0830]

1804. | PM 76-B10.08 VH CDRI1 DYYMY
x [2C0-scFc
1805. | PM 76-B10.08 | VHCDR2 | IISDGGYYTYYSDIIKG
x 12C0-scFc
1806. | PM 76-B10.08 | VH CDR3 | GFPLLRHGAMDY
x 12C0-scFc
1807. | PM 76-B10.08 | VL CDRI KASQNVDTNVA
x 12C0-scFc
1808. | PM 76-B10.08 | VL CDR2 SASYRYS
x [12C0-scFc
1809. | PM 76-B10.08 | VL CDR3 QQybQaLIT
x 12C0-scFc
1810. | PM 76-B10.08 | VH QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x 12C0-scFc AlISDGGYYTYYSDIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS
1811. | PM 76-B10.08 | VL DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
x [2C0-scFc ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGT
KLEIK
1812. | PM 76-B10.08 | scFv QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x 12C0-scFc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIK
1813. | PM 76-B10.08 | s4¢ F 4 | QVQLVESGGGLVKPGESLRLSCAASGFTESDYYMYWVRQAPGKGLEWV
x 12C0-scFc F AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL
1814. | PM 76-B10.08 | a4% H& QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x [2C0-scFc HLE 9 F AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMINSLKAEDTAVYYCARGF

PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL

SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
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[0831]

APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1815.

PM 76-B10.08
X
12C0-scFc_del
GK

B4 FH
HLE %F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS
GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1816.

PM 76-B10.08
x12C0 CC
(103/43)-scFc

4 F S
_'j'-

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1817.

PM 76-B10.08
x 12C0 CC
(103/43)-scFc

A FE
HLE %%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WOQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
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LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0832]

1818. | PM 76-B10.08 | a4 it QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x 12C0 CC HLE #F | AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
(103/43)-scFc_ PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
delGK SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR

FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1819. | PM 76-B10.08 | VH CDRI1 | DYYMY
CC x 12C0-scFc

1820. | PM 76-B10.08 | VH CDR2 | ISDGGYYTYYSDIIKG
CC x 12C0-scFc

1821. | PM 76-B10.08 | VHCDR3 | GFPLLRHGAMDY
CC x 12C0-scFc

1822. | PM 76-B10.08 | VL CDR1 KASQNVDTNVA
CC x I2C0-scFc

1823. | PM 76-B10.08 | VL CDR2 | SASYRYS
CC x 12C0-scFc

1824. | PM 76-B10.08 | VL CDR3 | QQYDQQLIT
CC x I2C0-scFc

1825. | PM 76-B10.08 | VH QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVROQAPGKCLEWVA
CC x 12C0-scFc [ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL

LRHGAMDYWGQGTLVTVSS

1826. | PM 76-B10.08 | VL DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS

CC x 12C0-scFc ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGT
KLEIK

1827. | PM 76-B10.08 | scFv QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA

CC x I2C0-scFc lISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIK

1828. | PM 76-B10.08 | a4+ F M 4 | QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA

CC x 12C0-scFc | 3 IISDGGYYTYYSD!IKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVROQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1829. | PM 76-B10.08 | s 4% fbt QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CC x12C0-scFe | HLE 4% | [ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
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LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0833]

1830.

PM 76-B10.08
CCx
12C0-scFc_del
GK

B4F R
HLE #F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1831.

PM 76-B10.08
CC x 12C0 CC
(103/43)-scFc

AR
,T—

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
L

1832.

PM 76-B10.08
CCxI2C0CC
(103/43)-scFc

4 F ik
HLE %%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
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[0834]

LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1833. | PM 76-B10.08 | su4% F1& QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CCx2COCC | yLE 4% | ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
(103/43)-scFc_ LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
delGK SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS

GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1834, | PM 76-B10.11 | VHCDRI | DYYMY
x [2C0-scFc

1835. | PM 76-B10.11 | VHCDR2 | lISDGGYYTYYSDIIKG
x 12C0-scFc

1836. | PM 76-B10.11 | VH CDR3 | GFPLLRHGAMDY
x 12C0-scFc

1837. | PM 76-B10.11 | VL CDRI1 KASQNVDTNVA
x I12C0-scFc

1838. | PM 76-B10.11 | VL CDR2 | SASYVYW
x 12C0-scFc

1839. [ PM 76-B10.11 | VLCDR3 | @aypQQLIT
x [2C0-scFc

1840. | PM 76-B10.11 | VH QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x [2C0-scFc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF

PLLRHGAMDYWGQGTLVTVSS

1841, | PM 76-B10.11 | VL DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS

x 12C0-scFc ASYVYWDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGG
TKLEIK

1842. | PM 76-B10.11 | scFv QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV

x 12C0-scFe AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPS
RFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIK

1843. | PM 76-B10.11 | at4% F424 | QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x 12C0-scFc F AIISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF

PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL

SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPS
RFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
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VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVL

1844,

PM 76-B10.11
x 12C0-scFc

Ay Ftt
HLE %

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPS
RFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQ
DWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGG
GGSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTL
MISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTY
RCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTL
PPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSD
GSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0835]

1845.

PM 76-B10.11
X
12C0-scFc_del
GK

B4R
HLE %%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPS
RFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTK
FLAPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQ
DWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKN
QVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTV
DKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGG
SGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMIS
RTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCV
SVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPS
REEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSF
FLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1846.

PM 76-B10.11
x 12C0 CC
(103/43)-scFc

WAE T
,}-

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPS
RFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL

1847.

PM 76-B10.11
x 12C0 CC
(103/43)-scFc

Atk
HLE %-F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF

311




CN 110582297 B

i

B B

308/323 T

PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPS
RFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0836]

1848. | PM 76-B10.11 | a4 Bt QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x [2C0 CC HLE &% | AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
(103/43)-scFec_ PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
delGK SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPS

RFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGG
SEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEW
VARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS
GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1849. [ PM 76-B10.11 | VHCDRI | DYYMY
CC x I2C0-scFc

1850. | PM 76-B10.11 | VHCDR2 | IISDGGYYTYYSDIIKG
CC x I2C0-scFc

1851. | PM 76-B10.11 | VHCDR3 | GFPLLRHGAMDY
CC x 12C0-scFc

1852. [ PM 76-B10.11 | VLCDR1 | KASQNVDTNVA
CC x I2C0-scFc

1853. | PM 76-B10.11 | VLCDR2 | SAsyvyw
CC x [2C0-scF¢

1854. | PM 76-B10.11 | VLCDR3 | @Qypaqtit
CC x 12C0-scFc

1855. | PM 76-B10.11 | VH QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CC x I2C0-scFc IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL

LRHGAMDYWGQGTLVTVSS

1856. | PM 76-B10.11 | VL DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS

CC x 12C0-scFc ASYVYWDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCG
TKLEIK
1857. | PM 76-B10.11 | scFv QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA

CC x 12C0-scFc

IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
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SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIK

1858.

PM 76-B10.11
CC x 12C0-scFe

BAF FbE 5
.T—

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA

SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPSRF

SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE

PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

[0837]

1859.

PM 76-B10.11
CC x [2C0-scFc

A FE
HLE ¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQONVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1860.

PM 76-B10.11
CCx
12C0-scFc_del
GK

A4 FH
HLE 4%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE
VQALVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1861.

PM 76-B10.11
CCxI2C0CC
(103/43)-scFc

A F 9
%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE
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VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
L

1862.

PM 76-B10.11
CCx12C0CC
(103/43)-scFc

WA FPE
HLE % ¥

SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPSRF

VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA

SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP

TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA

SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE

RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP

GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL

WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0838]

1863.

PM 76-B10.11
CCx12C0 CC

(103/43)-scFc_

delGK

®AF
HLE #F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1864.

PM 76-B10.14
x 12C0-scFc

VH CDR1!

DYYMY

1865.

PM 76-B10.14
x 12C0-scFc

VH CDR2

IISDAGYYTYYSDIIKG

1866.

PM 76-B10.14
x [2C0-scFc

VH CDR3

GFPLLRHGAMDY

1867.

PM 76-B10.14
x 12C0-scFc

VL CDRI

KASQNVDANVA

1868.

PM 76-B10.14
x [12C0-scF¢

VL CDR2

SASYRYS

1869.

PM 76-B10.14
x 12C0-scFc

VL CDR3

QaypaqQLIT

1870.

PM 76-B10.14

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
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x I12C0-scFc

AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSS

1871.

PM 76-B10.14
x 12C0-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIY
SASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGG
TKLEIK

1872.

PM 76-B10.14
x [2C0-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIK

1873.

PM 76-B10.14
x 12C0-scFc

A FE A
_?-

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

[0839]

1874.

PM 76-B10.14
x I12C0-scFc

WA FE
HLE %%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1875.

PM 76-B10.14
X
12C0-scFc_del
GK

AT
HLE %

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWYV
AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOQOMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
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VLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1876.

PM 76-B10.14
x 12C0 CC
(103/43)-scFc

WA F
5¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
L

[0840]

1877.

PM 76-B10.14
x [2C0 CC
(103/43)-scFc

AR
HLE %F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1878.

PM 76-B10.14
x [2C0 CC
(103/43)-scFc_
delGK

AR
HLE %%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMINSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVELFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1879.

PM 76-B10.14
CC x 12C0-scFc

VH CDRI

DYYMY

1880.

PM 76-B10.14
CC x 12C0-scFc

VH CDR2

[ISDAGYYTYYSDIHKG

1881.

PM 76-B10.14

VH CDR3

GFPLLRHGAMDY
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CC x 12C0-scFc

1882.

PM 76-B10.14
CC x 12C0-scFc

VL CDR1

KASQNVDANVA

1883.

PM 76-B10.14
CC x 12C0-scFc

VL CDR2

SASYRYS

1884.

PM 76-B10.14
CC x I2C0-scFc

VL CDR3

QQybQQLIT

1885.

PM 76-B10.14
CC x I12C0-scFc

VH

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS

1886.

PM 76-B10.14
CC x I12C0-scFc

VL

DIQMTQSPSSLSASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIY
SASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCG
TKLEIK

1887.

PM 76-B10.14
CC x 12C0-scFc

scFv

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA

SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS

GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIK

1888.

PM 76-B10.14
CC x 12C0-scFc

WA F o
%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

[0841]

1889.

PM 76-B10.14
CC x 12C0-scFc

WA R
HLE % F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1890.

PM 76-B10.14
CCx
12C0-scFc_del
GK

B4 Rtk
HLE %F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOQOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT

317




CN 110582297 B

i

B B

314/323 T

[0842]

VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL

TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG

VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE

SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL

GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE

MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY

1891.

PM 76-B10.14
CCx12C0 CC
(103/43)-scFc

A FE
SF

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA

SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS

IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA

GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
L

1892.

PM 76-B10.14
CCx12C0 CC
(103/43)-scFc

W4 F e
HLE %-F

TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVROAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASONVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL

WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1893.

PM 76-B10.14
CCxI2C0CC
(103/43)-scFc_
delGK

MAF R
HLE % ¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
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MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0843]

1894. | PM 76-B10.17 | VH CDRI1 DYYMY
x 12C0-scFc
1895. | PM 76-B10.17 VH CDR2 IISDAGYYTYYSDIIKG
x [2C0-scFc
1896. | PM 76-B10.17 | VH CDR3 GFPLLRHGAMDY
x [2C0-scFc
1897. | PM 76-B10.17 | VL CDR1 KASQNVDANVA
x 12C0-scFc
1898. | PM 76-B10.17 | VL CDR2 SASYVYW
x [2C0-scFc
1899. | PM 76-B10.17 | VL CDR3 QQybQaQLIT
x 12C0-scFc
1900. | PM 76-B10.17 VH QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x [12C0-scFc AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSS
1901. | PM 76-B10.17 VL DIQMTQSPSSLSASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIY
x 12C0-scFc SASYVYWDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGG
GTKLEIK
1902. | PM 76-B10.17 scFv QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x [2C0-scFe AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIK
1903. | PM 76-B10.17 W44 | QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x 12C0-scFe ¥ AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL
1904. | PM 76-B10.17 A FPE QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
x [2C0-scFc HLE %-F AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASONVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG
GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC
VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
1905. | PM 76-B10.17 WA QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
X HLE %-F AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP

12C0-scFc_del

LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
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GK

ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVWTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS
GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1906.

PM 76-B10.17
x 12C0 CC
(103/43)-scFc

B4 F
»F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

[0844]

1907.
30.

PM 76-B10.17
x12C0 CC
(103/43)-scFc

A F
HLE %

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVOPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1908.
31

PM 76-B10.17
x 12C0 CC
(103/43)-scFc_
delGK

WA
HLE %%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV

AIISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFP
LLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLS

ASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSR
FSGSASGTDFTLTISSVOQSEDFATYYCQQYDQQLITFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
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VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHOQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0845]

1909. | PM 76-B10.17 | VH CDRI DYYMY
32. | CC x I2C0-scFc
1910. | PM 76-B10.17 | VH CDR2 1ISDAGYYTYYSDIIKG
33. | CC x 12C0-scFc
1911. | PM 76-B10.17 | VH CDR3 GFPLLRHGAMDY
CC x 12C0-scFc
1912. | PM 76-B10.17 VL CDR1 KASQNVDANVA
CC x 12C0-scFc
1913. | PM 76-B10.17 | VL CDR2 SASYVYW
CC x I2C0-scFc
1914. | PM 76-B10.17 VL CDR3 QQyYDQQLIT
CC x 12C0-scFc
1915. | PM 76-B10.17 VH QVQLVESGGGLVKPGESILRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CC x 12C0-scFc IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSS
1916. | PM 76-B10.17 VL DIQMTQSPSSLSASVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIY
CC x 12C0-scFc SASYVYWDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGC
GTKLEIK
1917. | PM 76-B10.17 scFv QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CC x 12C0-scFc IISDAGYYTYYSDIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIK
1918. | PM 76-B10.17 | st4¥ F i 4 | QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CC x I12C0-scFc F IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL
1919. | PM 76-B10.17 B4 FPE QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
CC x I2C0-scFe | HLE 4% 1ISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL

LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
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PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1920.

PM 76-B10.17
CCx
12C0-scFc_del
GK

B4 F
HLE %%

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0846]

1921.

PM 76-B10.17
CCxI2C0CC
(103/43)-scFc

BAFF
5—

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDI{IKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA

SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSRF

SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE

VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
L

1922.

PM 76-B10.17
CCxI12C0CC
(103/43)-scFc

WA Fe itk
HLE #F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1923.

PM 76-B10.17
CCxI12C0CC
(103/43)-scFc_
delGK

WA Ftk
HLE %

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDAGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
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SVGDRVTITCKASONVDANVAWYQQKPGQAPKSLIYSASYVYWDVPSRF
SGSASGTDFTLTISSVQSEDFATYYCQQYDQQLITFGCGTKLEIKSGGGGSE
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1924. | PM 76-B10 x VH CDR1 DYYMY

12C0-scFc
1925. | PM 76-B10 x VH CDR2 IISDGGYYTYYSDIIKG
12C0-scFc
1926. | PM 76-B10 x VH CDR3 GFPLLRHGAMDY
12C0-scFc
1927. | PM 76-B10 x VL CDRI1 KASQNVDTNVA
12C0-scFc
1928. | PM 76-B10 x VL CDR2 SASYRYS
12C0-scFc
1929. | PM 76-B10 x VL CDR3 QQYDSYPYT
12C0-scFc
[0847] 1930. | PM 76-B10 x VH QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
12C0-scFc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS
1931. [ PM 76-B10 x VL DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
12C0-scFc ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGT
KLEIK
1932. | PM 76-B10 x scFv QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
12C0-scFc AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF

PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIK

1933. | PM 76-B10 x W RS | QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
12C0-scFe F AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK

LTVL
1934. | PM 76-B10 x R 4FF QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
12C0-scFe HLE %% AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF

PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL

SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ

323



CN 110582297 B

i

B B

320/323 T

EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK

LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV

VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ

VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD

KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGG

GSGGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMI
SRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRC

VSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPP
SREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGS
FFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0848]

1935.

PM 76-B10 x
12C0-scFc_del
GK

W4 FE
HLE %F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGS
GGGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISR
TPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVS
VLTVLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSR
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1936.

PM 76-B10 x
12C0 CC
(103/43)-scFc

A F
aF

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VL

1937.

PM 76-B10 x
12C0 CC
(103/43)-scFc

WAF R
HLE ¥

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIOMTQSPSSL
SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL

TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
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PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[0849]

1938. | PM 76-B10 x B4R QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
12C0 CC HLE %% | AlISDGGYYTYYSDIIKGRFTISRDONAKNSLYLQMNSLKAEDTAVYYCARGF
(103/43)-scFc_ PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
delGK SASVGDRVTITCKASQNVDTNVAWYQQKPGOAPKSLIYSASYRYSDVPSR

FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQOPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT
VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1939. | PM 76-B10 CC | VHCDR1 | DYYMY
x 12C0-scFc

1940. [ PM 76-B10 CC | VHCDR2 | lISDGGYYTYYSDIIKG
x I2C0-scFc

1941, | PM 76-B10 CC | VHCDR3 | GFPLLRHGAMDY
x 12C0-scFe¢

1942. | PM 76-B10 CC | VL CDRI KASQNVDTNVA
x 12C0-scFc

1943, | PM 76-B10 CC | VL CDR2 | SASYRYS
x 12C0-scFc

1944, | PM 76-B10 CC | VLCDR3 | QQYDSYPYT
x I12C0-scFc

1945. | PM 76-B10 CC | VH QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
x 12C0-scFc 1ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL

LRHGAMDYWGQGTLVTVSS

1946, | PM 76-B10 CC | VL DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS

x [2C0-scFc ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGT
! KLEIK

1947. | PM 76-B10 CC | scFv QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA

x 12C0-scFc 1ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIK

1948. | PM 76-B10 CC | st4& 5t 4 | QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA

x 12C0-scFc F 1ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKET{
VL

1949. | PM 76-B10 CC | st4% H % QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
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x 12C0-scFc

HLE ¥

SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS

VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL

TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG

YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

I1ISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA

GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT

NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL

GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL

[0850]

1950.

PM 76-B10 CC
X
12C0-scFc_del
GK

WAF R
HLE %-F

VLGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL

TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR

VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLA
PGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLT

NGKEYKCKVSNKALPAPI|EKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE

MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1951.
4.

PM 76-B10 CC
x 12C0 CC
(103/43)-scFc

AR M
»F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
L

1952.
75.

PM 76-B10 CC
x 12C0 CC
(103/43)-scFc

WA
HLE %-¥F

QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
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GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGKGGGGSGGGGSGGGGSG
GGGSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRT
PEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSV
LTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

1953. | PM 76-B10 CC | 4% %1& QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKCLEWVA
76. | x 12C0 CC HLE 4% | IISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGFPL
(103/43)-scFc_ LRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSLSA
delGK SVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSRFS
GSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGCGTKLEIKSGGGGSEV
QLVESGGGLVOPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVAR
IRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYCGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQCPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTV
LGGGGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGGGGSGGGGSGGGGSGGG
GSGGGGSGGGGSDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGSTYRCVSVLT
VLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREE
[0851] MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY
SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
1954. | PM76B10-HC | ATt DYYMY
DRI
1955. | PM76B10-HC | A T8 IISDGGYYTYYSDIIKG
DR2
1956. | PM76B10-HC | ATt GFPLLRHGAMDY
DR3
1957. | PM76B10-VH | ALt QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLOMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSS
1958. | PM76B10-LCD | A I.% KASQNVDTNVA
R1
1959. | PM76B10-LCD | AT #) SASYRYS
R2
1960. | PM76B10-LCD | A T.% QQYDSYPYT
R3
1961. | PM76B10-VL | AT # DIQMTQSPSSLSASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYS
ASYRYSDVPSRFSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGT
KLEIK
1962. | PM76B10-VH- | A T8 QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
VL AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
SASVGDRVTITCKASONVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIK
1963. | PM76BIOVH | AL # QVQLVESGGGLVKPGESLRLSCAASGFTFSDYYMYWVRQAPGKGLEWV
VL x [2C 8 4 AlISDGGYYTYYSDIIKGRFTISRDNAKNSLYLQMNSLKAEDTAVYYCARGF
Bl AR PLLRHGAMDYWGQGTLVTVSSGGGGSGGGGSGGGGSDIQMTQSPSSL
% SASVGDRVTITCKASQNVDTNVAWYQQKPGQAPKSLIYSASYRYSDVPSR
FSGSASGTDFTLTISSVQSEDFATYYCQQYDSYPYTFGGGTKLEIKSGGGGS
EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYNNYATYYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCV
[0852] RHGNFGNSYISYWAYWGQGTLVTVSSGGGGSGGGGSGGGGSQTVVTQ

EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFL
APGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL
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