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[0 E ]
(FCBUiEm] M RCD A0/ i 5 4 & 8 5 2 3L 1 (5 0 K R

[citr<His ]

[0001] A W35 £ 5R H 35 H 52022/4/287 f & & F| # 54
2022103511889HY(B et - A H GE 5| M b a4 B F A H 35 1Y 2 5C -

[0002] AFFEHM AV RS > THP R —EIEHECDI0H
MRGSEER KL EREM -

[oeRidsdin ]

[0003] CD402—EMRE(CWIAEKEEED > BREEEERT
ZHRBRE(TNFRSF)RE > XM EEREELRN T ZREXEHRES
(TNFRSF5) - CDA0RIFIE — RV IR 2R M (APC)FTmE - B
BEzdE -~ SZERdiE(DC) - BAIEMEWmAAE - HECAECD4OL »
FERRBAMCHERED  BETHAE  BARM - 5 2% T (NK)
BEL=ZFERIUAKRZEREAFL - CD40FCDA0LE — & I R K
775 > CDAO Tl E R EL  FE=ZFERBUKZEEL Y
CD40LECDA0 pli it - B AR mMELIER - SI®£CD40 &
HomBIBEAER - % EEZEL - CDA0E B I &5 £ 500 4 A
HHEETNFRMEE RN T (TRAF) (e £H AN R E EE > LA

F YRR R - Pl BN JE L B N T« B {E ~ p38& A IE L

B 1H H45 HEWHRHEE)
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EH R ARRRALE-3RIB(PI3K)MEAERCYRES AR E
LR R R ER  E—-DFEEARAT > AigBEERE - 4
R R A E DL AR R e sl B a5 R R B - Itk > JE(ECD407] L
WmpE 2R - R AR L~ JE B E AR o H R R BUE B
ANERMERELRGNEGERELRS > EEWENE - EHTEED
HEMAERE -

[0004] CD40fCfEREMEAM T A REZRE » HAEKFHRANB
MigEtEE AR EZHERERE T RE > AERCRERE - MiE -
AR GG AUYIERE - BRARE - BE - NEBENESNES -
R AR EAICDA0REE MRV AL T - 27 R E

Bl ey B T > BB CDA0L 2 it % 30 41 % 7 fE &8 4l i % | /Y
CDAOM M EHFWAAEEEM - 885 - EBCDAOLRHHECD40#

R U RE 75 25 i &g (AT A T - S0 ) ] R R RS A AR AN B T I BE R AN AR AY
RN E(ECDAOE M EEHGIER - SEEH £
i i B/ NER o > BB CDAOL T THAE B AR R EmAYCD40 > RI{E )2 7 it
AR (L - & A0 L AR I AR R A e K& Bk 2 AN A 2 1E R HY
4 e

[0005] [Nt - CD40ZE NV AEE TR G AT DLE & =

Ay B R RS S EEAREN ER M B EEAESEER

A LU [ DR - (e s B R HLC D40 HiAe » ZH{ACD40L » A DL e AT

F2H 45 HEWHHRHE)
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EL R EE R EEAE L EAICDA0 R EZA R ERNE - B
i EEARCEEERmE Y HEENEREEE SRR T EE
o 7 o 0 H Al LB EREE Y A > EE A0S AR A R A2 R o A DA
PR Y i H > EEWPD-1HIRMCTLA-45i/ - EEHE
HY 470 e R SR

[0006] HAl» EPNERABMEEACDIOHBEY T H206
Ho BRFELERNER W WRAEM ETHELS- - FNIL - %
HECDA0FUAS i K 2 T e & A0 o0 7% 2 00 AH B = 0 | VB R 4 13 A] e
ERARETHHEE -

[0007] A{E#ifEfE /5 A > CD40 5188 11 B IR b A ER 09 & F %2 i jE
B RENVFEHEER  HENFAFRANRENNZHES -
BREEE R ERRNE RUEE MRSy b Celldex 2t T HY &
mCDX-1140 - feH—HERRA T - BEGFAVI2UEBZ T > 2
AT ENEEH & AL SrhFLT3LAYBE T - 200 85 F
I EE R &R - ZELBIIHDCHMEY AR > H
ERRBRIE X T - B S EE A2 - KR AFHCDAH
Selicrelumab - BRREA ST > AEMEEHO0.2 mg/kghIFEN T >
R BB 73 52 58 8 & fe N 5 RS B8 & 1Y & B B 2= R JRORE {128 B R0 AT ik 25 M

FEEI{FA Apexigen A FHJCD40HIARAPXO005SM » ERPR A BR F »
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B 0 oV B A0 IR D o DA R — 2 9 B R B o O 5
AN KBRS FFIBICDA0EH ChilobT/4 » (i 15 — 17 bR 2 5
T EE A E e X fE(Human Anti-Chimeric Antibody -
HACA) M4 By « % FFTar » B ATES AR _F 9 CD40 b 48 BE = 7 4 i
122 4 1 > 7 36 098 46 B 8 /8 0 9 BB A G B -
(3]

(0008 & % 551 75 £ il = C D40 47 B8 77 16 (9 75 3¢ M: 1 % 2 1 2
0 3 7 [/ R TR B R B R T — TR C DA ORI H R 48 &
T R BRI F o B CD A0 B 5 4 & (1 B AT BLC D40
(Y 7 R 7RO S LR AR B (R ROE M SR B M 0 R R B 4R (2
ST M B (5 5 A 5 T A B S B C DA 0 B B R A S B (1 BLAT A
BREE - %L o A B 5 T R A 8 R S Y R

[0009) f s b it 5 1l i 8 » K 3 O R i 19 — B 3% 905 5 2 5
R CDAVNI RS S ER i RS EaR KT 8 B
RIS 8 T % @ o 7L §E ] # @ (VL)E SLCDRI - LCDR2A
LCDR3 > fiifisE g o] & & (VH)®ESHCDRI1 - HCDR2FfIHCDR3 ;
Hop

[0010] FiiiLCDRIEHEMSEQ 1D NO: 33F R HI M & B 7
SIS AESEQ ID NO: 33 FE 733 - 280 | (M B e sy s A1 - 7

AMLCDR2EFEMSEQ ID NO: 4157 nHy M A B FFAIEESEQ ID

FAH A5 HEWHSRHE)
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NO: 41 FAF3 - 2801 ARl ABE S E 242 - FLLCDR3AIE
MSEQ ID NO: 49 FiR#I s M 7 55 /L SEQ ID NO: 49 F B A
32501 (AR E LS Y B3 FLHCDRIEHESEQ ID NO:
TE R B R SIS /ESEQ ID NO: 7R E A3 ~ 250 1 (B 5 s 2
By E R4 > FALHCDR2EIEMSEQ ID NO: 155 7 9 B 5 s 5
FISESEQ ID NO: 15 FEA3 -~ 2501 (ARE KB 28 B a0 % = A8S - F
MHCDR3@IEMSEQ 1D NO: 23F7kf9fE Bk 7 I ¢ {ESEQ 1D
NO: 23 B3 ~ 280 | ( fr K B 25 S 1y 2 R Ao -
(0011) gkt At RE3EIEASEQ ID NO: 49Fiin &
B W75 E B APTMr b 28 2 1y B W 7 51 BB EEESEQ 1D
NO: 49 5 77 B 5 B8 7 91 69 25 4 fr R/ SR 555 (i - 56 A B 5 8 2 B 0 B

EEFY > e B EEEESEEREN  FEELKEERK

«T

5P AR

[0012] A{EAFH LRl FEHd > i EREB3IHWSEQ ID
NO: 50-73{F —TH i~y B BB Fp 71

[0013] AL K SFH KT EF - PR LCDRIGFEMSEQ
ID NO: 33 mi B EMFEY] > it LCDR2AEELISEQ ID NO: 41
PRy R B BEFP 5 » PRt LCDR3IEFEAISEQ ID NO: 49-73{F —1H
FTrey R FF ] ; FrtHCDRIEHEAWSEQ ID NO: 7F7 /R HY i A

Mz 7% > FTat HCDR2EFEWSEQ 1D NO: 15HRHY g &L 51

F5H 45 HEWHRHE)
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FTAtHCDR3EFEMSEQ ID NO: 23yl E B 5] - A& CDR

Ha A MTRI-1 -

*1-1: BEfGCDREEH

SEQ ID NO:

PLAS ARt LCDR1 | LCDR2 | LCDR3 | HCDRI | HCDR2 | HCDR3
PR003379 33 41 49 7 15 23
PR006239 33 41 49 7 15 23
PR006492 33 41 50 7 15 23
PR006493 33 41 51 7 15 23
PR006494 33 41 52 7 15 23
PR006495 33 41 53 7 15 23
PR006496 33 41 54 7 15 23
PR006497 33 41 55 7 15 23
PR006498 33 41 56 7 15 23
PR006499 33 41 57 7 15 23
PR006500 33 41 58 7 15 23
PR006501 33 41 59 7 15 23
PR006502 33 41 60 7 15 23
PR006503 33 41 61 7 15 23
PR006504 33 41 62 7 15 23
PR006505 33 41 63 7 15 23
PR006506 33 41 64 7 15 23
PR006507 33 41 65 7 15 23
PR006509 33 41 66 7 15 23
PR006510 33 41 67 7 15 23
PR0O06511 33 41 68 7 15 23
PR006512 33 41 69 7 15 23
PR006513 33 41 70 7 15 23
PR006514 33 41 71 7 15 23
PR006515 33 41 72 7 15 23
PR006516 33 41 73 7 15 23
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P EE M o Py A0 RS g ]

Wy RE Bl P I BB SEQ ID NO: 855 £/ 85% »

95% -~

& A,

Hze/085% ~90% -

96 % -

97% -

[ 14 B e 2 B2 P 1) e

NO:

B o Py 2008 g 0]

~94% ~95% ~96% ~ 9

90% ~92% -~

EEFEASEQ ID NO: 85T/
94% -~
98% B 99 % tH [F] 1 HY g 2 B% F 51| > Py 4t =5 9 o] 5

fEAISEQ ID NO: 81F iyl E M FFAIEESEQ ID NO: 81

7% ~ 98% (99 % FH

ZHEFEWSEQ ID NO:

¢ & H & A

85109 (£ — I8 F 7% 9 i 25 W4 P 51 » 7 i 28 940 7] % B B HE W1 SEQ 1D
81 BT 7% JB 2 B 7 51+ L B G 9 T 48 D 2 4 T 4
TRI1-2F 7% -
#1-2: AMERTEENEMTZEAS
SEQ ID NO:
AR A TTEE EHTZE
PR0O03379 85 81
PR006239 85 81
PR006492 86 81
PR006493 87 81
PR006494 88 81
PR006495 89 81
PR006496 90 81
PR006497 91 81
PR006498 92 81
PR006499 93 81
PR006500 94 81
PR0O06501 95 81
PR006502 96 81
PR006503 97 81
PR006504 98 81
PR006505 99 81
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PR006506 100 81
PR006507 101 81
PR006509 102 81
PR006510 103 81
PR0O06511 104 81
PR0O06512 105 81
PR0O06513 106 81
PR0O06514 107 81
PR0O06515 108 81
PR0O06516 109 81

[0015) {Ed#r > Rl @M CDAOMNREE A ELGMEL T =18
he/h—IF

(DT MIZHICDAO RS EEL /2RI - Fab » Fab’™ »
F(ab’) B Fv » ATt Fv (B B scFv

()FT R CDAONIEE S ED HhESFREETRE - EF 2N
BB REMERE

(B)FTfECDAON I RE G E D HEKRTIRECE HRELE -

[0016] @i{EHr - FTifZEECDAOWMEE S EL B2 EIE
FriteRMEOSKEMER > rilKEOFEREEEE(CL) » fr

MR EEERE L ANRPIERKENER > i E#ECEE#HEE
E(CH)  fruiEHEHKNECEEBES ARG E#HKEEE » FERES
h1gG1l ~hlIgG2 -~ hlgG3e¢hlgG4 i A EHHKHER  E—FEEL

hlgGlo Ry E #H N E&E -

F8H » 45 HEWHAE)
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[0017] AE ARSI —LL5 Mg s ET AR RECDIONIFEE S
EHhERVE FMA2RABEEKENEHR  FrAEECRED
SEQ ID NO: 114115 RAVRE B BE 51 > Pl i AR SEQ
ID NO: 119-143{F —IHFr B B B B - 51 - S - By 4l 25 4 B 1
SEQ ID NO: 114FmeyiEERKFFY] > FratE#EEEMSEQ ID
NO: 119FRHy MY B> ATl E#E A WUSEQ ID NO: 115
FToRHy B BB 5 > Tl A FEA0SEQ ID NO: 119-143{F—JH
FrrH iR RS > BREENEHEHES R TRL-3

*®1-3: BRRKENEMNES

SEQ ID NO:
ARSI L7 B
PR003379 119 114
PR006239 119 115
PR006492 120 115
PR006493 121 115
PR006494 122 115
PR006495 123 115
PR006496 124 115
PR006497 125 115
PR006498 126 115
PR006499 127 115
PR006500 128 115
PR006501 129 115
PR006502 130 115
PR006503 131 115
PR006504 132 115
PR0O06505 133 115
PR006506 134 115
PR006507 135 115
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PR006509 136 115
PR006510 137 115
PR0O06511 138 115
PR0O06512 139 115
PR0O06513 140 115
PR0O06514 141 115
PR0O06515 142 115
PR0O06516 143 115

(0018 ASDFh  Frui Raml - ZRWI  BEW B

i

\

~

i

BERESNMSERBTNWEFERL B> AEERER  LAKRTE

il

E=-A

[0019] A8 » Pruft PTMAr 3k & 2 0 B 50 2 K e A B 98 A
MpphEZECREARGS AR B - BB EFEREH
(PTM) itk -

[0020] A 85 = CDRHY M E B /7 1 #2 B ChothiaiE 7 #7 Al i

it

(0021  Fy gk bl 5 il R RE - A 22 R (69 55 — (@ B )5 28
B —HEReAZE(CAR) HE SO AZHAT R CD40#Y
MERGEEH -

[0022]  Fyfig ik bl i ffg RO RE - A SR R (69 55 — (@ Bl )5 28
By o — TR BERYIZBE > HEWE O AFH AR CDA0O IR G &

EHNROAFH MR & LR 28 -

10 H » 45 HEHRHED)
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[0023] R @ R oI RE - ASHREEN S — @Rt HFE
Bt —HEEERNESE  HESWAZWHBTME 7 HOZE - &
Hh > P A 2B SH 2% R RS B & H R d AE R TR RS D/ B A Gl A ok B K

[0024] Bk Fali i i iRE - AEIHREENS — @i hx
Ry o — TR MR o HBL S a0 A S8 OH BT A0 HY oy A9 R I B A0 A 2 B By
ACHY BB 4H R IR E A o B o Pt ARV 15 £ A AR & R B Al A AT/
B E AR - Pt R AR BB R L. coli JARMEMITGT ~ BL21 > Fy

B AZ B EHEK 29340 g s CHO A A -

[0025]  Rsfi it RRFEAMTRIRE » AR BERBNS — @M E
B —EOAZFHEMMZEECDAOMNRNRE S EGNEE HE &
BFELLTPE  BEORKZFHMAEE &K - BBV IERS AT
EHCDAOW IR =&Y -

[0026]  Fsfi i RRFE TR RE » AR BERBNS — @M E
Bt — PR EYEBY (Antibody-drug conjugate, ADC) > Hfl
S AT AESICDA0RY i JR &5 & & 5 A0 4 B 25 1R A s A 4 o
R o P 20 4H B B A A MMATF BCMMAE - P 2101 46 R 22 O B o

[0027]  Fsfgi RARFEAMTRIRE » AR BERBNS — @M E
Ry —REEREEIAME 0 KRB ORGHATA R SR 28 -

11 H » 45 HEHRHED)
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TR  BTAUE RN EEFAVAIAE B E XA > B HY AR - £
B R TAHAE - BCNKAAE -

(0028  Fyfig kbl 5 fifg R RE - A SR R (69 55 — (@ Bl )5 28
Byt —TREEDISH Y] > HESOAZPF MR IRECDIONHIEGE S
EH A0S I P A Y o3 B A A B A0 A S8 B R A Y BB AH SR IR ARG
90 A 5% BH R A #Y B T2 el By 4 AT AT/ B 40 A S B AT A HY BT RS 4R A
B DA R BEER b 0] RS2 RN ORI A/ B EEER bR B 52 B9 M R o B £ M
Fft 2 2 ) &H B V) 8 B0 15 LA B RS R DU AR F Ry M Rk oy

(0029  Fyfig kbl 5 il R RE - A 22 R (69 55 — (@ B4l )5 28
Bt — T llaE > HESOARHEAANIEECDIORIRE &
AN/ B A S5 B AT A By S BE BE VB I ) - EEE M - BT A0 e I SUR By
RRG AL~ R ORS R AT - A R AU ORD S ] RS R A o B (Y o Py A A ISR
Bl Pt~ CDA0OECH T AY) > ATl 5B 05T AN LgGHY i fe (8
Pr sk iR B S LV AT N lgGY R BB AEYRESD -

(0030  Fyfig kbl 5 fifg R RE - A 22 R (69 55 — (@ Bl )5 22
B —BEEHEg HESHEGA FTAEIASH O AT
RIECDAOMMIRGE G ED - WA RHAT Ay SV H LY ~ A3 H
FiT 200 B A R SR ~ 40 oA 2 B BT A B A DR Y T AR D 40 A 5% B A A
IRy ERY T ey — e % -

B12H » 45 HEWHRHED
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[0031] @ifEdh - Rl EHEE o BCUFEE QB EGBaH
HriifE g E e Al il i ieny Y sH k) - 0/
MM R BH ~ RNy T 2R - EREEREAIHIE - R EE - 28R
{EEE - By - A EMEE - AR E - HRE S ey
$O0 ) e o 7 B HOD ) R DA R % B SH B HY BEAH P Ry — A B A o

1'

El

N‘

[0032]  Fyfig kbl 5 il RO RE - A SR R (89 55 — (@ B )5 28
Byt A Z AT AY R CDA0M HL IR 45 & 2 B ~ WA 38 BH Py 210 7Y 2%

VISHRCY) ~ A ST ey fe MUK - A ERESE S
90 A S B AT A0 B Ak TR (2 B B ST AR A0 40 4 3¢ BH B A Y $1 A S5 Y48 TR )
gy~ AR 2 - A/ s RERERIFEY T H
F AR - Bl > P 200 e R L A5 5] B8 R R AT MR g o M - T AL RS R
BfEBANHL ~ g MMM E@EME e mm(CLL) ~ 2 48 MR
(HCL) - E& i - 2R EHE BE FE WHEE - 7TEH

T

BT ARE - mE BWE - EMECRE -  BRRENGEEE -
[0033]  Fyfig ik bl ffg RO RE - A SRR (69 55 — (@ Bl )5 28
Ryt — R MBS CD40RY 5 7% > HoB 15 {5 0 4 3% BH By 2 /Y A 20
CD40HY i R &5 & B B ~ 204 3% B By 200 59 e 0 55408 A0 20 4 2% BH B 20 /Y
1A S5 1) 48 Wi ) o By — e Bl 2 el B P G L R R Y 20 BR o P AR A
{51 40 IR Ak A (B 40 & i s AN A I UE B A AT AL & CD 40 HY 5 B B2

513 H - 45 HEHRHED)
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o BTAL T A R IEZ BTN/ BUEE HEY > Bl R 2 AR HICD40
RELEEE » HMaEES#CDI0/54E -

[0034] Rfg i R fioIRE - ASHREENS — @Rt HFE
Byt —TEZH -~ e/ STV ER Y A 0 BTl i A B EA T E
WEZHRAEBFEANEN O AFHAT AN IELECDINREE S
B~ OARSEEART ALY oy BE Y X B~ 20 A S I AT LAY B AH R BT
Q0 A S B AT A B BE ) H B~ a0 A 3 B AT A A A RSB 40 oA 3k A
FiT 1 Y Ak PR (E B Y S AR A0 S0 4 5 BH B 200 /Y 470 /S S5 ) 48 I ) o /Y —
A NEBEEHOARH AN EREEQZH R AFEENE
o QRN - P 700 ME R B 1R R FE R A0 MR o Rt - P AR R B
FEBANHL ~ MMM e Mm(CLL) ~ 2 4 MK
(HCL) - E& i - 2R EHE  BE T8 WEE - 7TEH
BT ARE - mE BWE - EMECRE -  BRRENGEEE -

(0035  Fyfig kbl 5 fifg R RE - A 22 R (89 55 — (@ Bl )5 28
Byt A ZAFT AR CDAON TR E & E E ~ WA HFTZLEY 77
HERYRZ B ~ A0S IH P AL Ay B AH LIRS ~ A0 SR BT ARy B2 4
)~ AT A R MK AR HMANEESE S - K
& B P 40 /Y £ R (2 B 1Y & B R/ B0 AN 3% BR R 200 /Y $71 5% 28 9 08 T
N— S EAEREZE - A SO RERR Y TRV R - BE
fth - Py 700 e JRE B £ R RE R R I MRS o B EM - PRl BB &

B4 H 45 HEWHRHED
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NHL - e EdEtt e mm(CLL) ~ 2B E MFEHCL) ~ &
W PRMEEE - FNE BE - NEE - TESHE - AR
BB RHE TMHERCRE  BRBRENGERE -

[0036] AZEBHF - “BA3 2801 (A ERESE”ZHEAELR

M AL BE B AU Y B0 E 3 Al AL AV H A~ ®RR B R o R PR HY AR
BEHCDRAYZEE o] LUE & 3 (M ~ 2 = 1 (i B Bg ry 22 % > iE 5 CDR
ZE A LR B FEMHE A R B EH A B REEETESE - fA
A DLE B CDRIEITI M A AV E - HICDR2AMCDRI A B AT I
B =E -

[0037] AZFBH » “PTMIfi bk 28 8 2 45 MH W it [ B A BL 7 5
mME @ BRERBOFIFMLAPTMALLE AR ZEE - REHEFY
FIPTMFF SR ZCHY A [F > A (5 /Y 28 B R at 0k - — T8 5 72 R 3,
R e B B (A0 NS AR A Y NECS ) B Rk P (B 52 1 B A (DL A B B R
(AFENZEE Q) » AR PTMF FIH AR it f2 ML = S ZEE > 1 il

~

A EFLEFRRERFEI T > IBE S — 570 LUE B P 3R =08
R e By IR R BN P51 -

[0038] AZEBA > FRALEY VH - VLECFT LBy £ R LA 7 &
FEFTIRE R R HI Y B 08 BT 2R EBAIF - ATl 28 8 B AT IR E /Y iz
BB B34 T — [ AR EAER K - IR > B
Pt e By AR PV BB IR ERV R ER P B F £ /0 85%F 5H

15 H » 45 HEWHRHED
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FE o RSN E T AR R B S B E
GELENE % /D85 % A1 (5 M B 2 % /09 0% B A ] 44
TR R E D05 % BT E M R B EE R D99 % B A 1 -

(00391 48 > “HE7 - @ &7 F1“ B 15 4 b LB 49 B 6 1)
hRR R -

(0040  F 7% & 4 S0 SO 2L 0 |- b & (B R 0 T 28
Fe s BB AT & B -

(0041) 2 05 i Fi 4 700 A S8 77 &5 T 48

(0042) s 2 B A il 165 ok 25 20 SR AE Y

[0043] it HE8EC D40 Hi JH 45 & B (3 HL A B1CD 40K & BiA
7 R EF AR B T 0 (2 ROE T 3R R M+ R AT B 1 (R RE Y 3
[ 184K 8 T8 BT A9 R BEC DA O B A S B BA B oA 096 # -
BEBKRRT  EZ2WINBEEET  BZETEEERES
12 {5k AT R R -
GEENCEEED

(0044] [E1A-[E1B-[E1CHIEIDS HET M CDA0H; 5l %
&/ R B ACDA0RICHO-K 1 41§ 9 fir % -

[0045]) E2A-E2B-E2C -EB2DNHE2ESHETRE 7 CD40

Hi B 4 £ 8 2 B A CD40 A Raji 418 69 fir 3 -

516 H » 45 HEHRHED)
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[0046] [E3A-[E3B - E3CHE3IDHIERES 7> CDA40H#S 4
GEmRHEBEFECDAIORYCHO-K 14 /Y fir & -

[0047] [El4A -~ [E4B - E4CFIE 4Dy Hl B FFHICD40L 78
PRO03379F1 = {E H BH A MEAH X EZHCHO-K1/hCD32B 4 g &
I R BEE R T HHEK293-hCD40-NFkB & Y 7 2 A N 40 Mg 1Y &
{EfE Ay fir £ -

[0048] [E5SABCD40H; B2PRO033790) & 2 8 & F+ 4 A
CHO-K1/hCD32B4H A # /i 22 Bk #Y fk {F T HHEK293-hCD40-
NFkB4H AT #Y & (b B9 2 % 58 B 3 58 % 8 > BS BACD40HL 8
PRO03379Hy% R 5 F 454 CHO-K1/hCD32B 4 fitg 8 11 35 Ik Y
R TEHEK293-hCD40-NFkB 4 AE #Y 7 (b #Y 28 % 58 FE By 58 £ 8-

[0049] [El6A ~ E6B -~ E6CHIE 6Dy Hll B w fFHICD40%L /8
PRO03379F1 = {E H BH A MEAH X EZHCHO-K1/hCD32B 4 g &
B R T 3 ADCHIRERYE(EE A (IL12p4 0 R fir #E) -

[0050] [E 78 '~ 7 CD40%i 5 #l fICD40FCD40LHAY &5 & fir

[0051] [EI8ABCD40%; B fEMC38-hPD-L1/CD40 A JE {E /)
R PR SCR A AR 2 (L > E8BACDAOH /& 1E
MC38-hPD-L1/CD40 AJE (L /N B8 A5 AT o 5y 471 il 8 S0 R By /N ELBG &

L -

1T H 45 HEWHRHED)
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(&0
BERER TR

[0052]  DATF e E B9 B B8 B b B 25 95 A 35 3 B BN B O 5
I\ PGRIE R EY A LA d AR I E AT R AT N B E B i i R A H
aA 5% A B H At (B RS R ROR -

[0053] AfeAHEET M EGeE0 " NENMEG&EEGTE
FErlEblaedaen Bl o ESE > IREEM nfE aiiE e
MoRARENRGECETRNES GBI REE R T -
A A S AR T B E (VL) ileE# o] E & (VH) IR

—

e VHMVLEE—FHE D HE L E/MAEE(CDR) I EE
RE EMEBEMGERBERE(FR)VESFRAERF - FE VA VL
A [ = (@ CDRFD VO (& F R BE 1 B M 1 &8 i 22 7% B i o] #%2 DL N I
FE#E%] : FR-1 ~ CDR1 ~ FR-2 » CDR2 ~ FR-3 - CDR3fIFR-4 - &
mAKEN 2R A EMEEFERANSESEBE - VHEY =
CDR4 Bl % ;& BHHCDRI1 - HCDR2FfIHCDR3 » # T & 7% & VH
CDR1 - VH CDR2FIVH CDR3; VLA = {BCDR% Hl % ;& B
LCDR1 - LCDR2FILCDR3 » A F R A& VL CDR1 -~ VL CDR2 A
VLCDR3 - HIRE G EONEMBEAERRNIE EESR B
(Fab>»Fab’>F(ab),  FvE > F(ab’),>scFv>di-scFvfl/EdAb)-

BERKRoY - FREMERBWOEGFEERE) iR R R

518 H » 45 H(EHHRHD)
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Y- BHEUYEREEDSE > RECEMETREENNESES
JEMERD T .

[0054] ¢ A B35 & > B MCDRAY Bz & % 7 5 39 2 # I8
Chothia @ B M AIFT /R HY - (HE > AHBA B SR - AL A A H]
LLUEBZTE AR ERIBAIYCDR - fI0EAR b M ayKabat
EEMA(2RE > KabatF A > RESEWNELERFY > SR> =H
BT AR SE BT 0 HZEHTE BB IN(199 1)) A0 A 7 45 R BR & s fir
FHJChothiaEZE 4 A (2 F.IMol Biol 273:927-48,1997) - {£ 4
FHHR M T EF EFLEHEE T Kabat EZ M ChothiaE FHY
CombinedE FM A KM E ] BERMPE I PRy EEARERE - HF
CombinedE 7 # Al Bl 2 #f KabatE #£ A ChothiafE & HY # & 1H &5
G BRI T —(AERAVEE - sF R T FR1-4 - RAHBE M A B E
EBEMRNE BRIESARE  &ATsE4% E DS s & (f 40 0] 8 &)
) “CDR” R “HifAEE" MEM AR Lk E N EBAFHF LN
MER B FEPREM —EFRENE/HAERR - SRR FHPF KR
% 1Y & B 2 BN ChothiaE M Al AT R~ LY 41 - (HZ MR H A
CDREY JE 2= AR All BT 1 JE Y e £ 5% B 51t e & 78 16 A% T Y Or a8 & B
f e

519 H » 45 HEHRHED)
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112112643

Fl1-4: KHFHBCDREE H L

Kabat Chothia Combined
LCDRI1 L.24--1.34 L.24--1.34 1.24-1.34
LCDR2 L50--L.56 L50--L.56 L50-1.56
LCDR3 1.89--1.97 1.89--1.97 1.89-1.97
HCDRI1 H31--H35 H26--H32 H26-H35
HCDR2 H50--H65 H52--H56 H50-H65
HCDR3 H95--H102 H95--H102 H95-H102

[0055] Hf->Laa-Lbbuf USRS EEHEAYNUGBI 44 > SFaafl

(Chothiadm 5 M All) £ 5 bbfiz (Chothiad % A A AY Bz & & 7 71 -
Haa-Hbb A] LL#5 & DT A% B # Y N Ui B 46 > SFaafiz (Chothia g a6 3 Al
EEbbfz(Chothiad i Al HY Rz B BL 77 51 - Bl a0 - L24-L34 9] BlH5
BB NUHBI 4G » B ChothiaRiE R AIAY L S 24 B E 341
YR BB P H26-H32 W DIfE e AR EH s NI B 45 » % I Chothia
SR AT e B 26 L £ HI2M A EBFI] - RAEEE M AN B IEE
FIBEHY LA Chothiadg i CDREF > H &L BE G i AL HEAVIF N
(o] 2 B http://bioinf.org.uk/abs/) o

[0056] A AT @ M BHE EEZREE—HEALL
FERESR DS > BISEFTRE PR ZMHER - B 7 A8
FHENDVENEAZRSE BB ESHHEEARCER TS E
RrE Mk o B> BEE DR AREE (R A& F E R EME R
FEPiae) A E o SERPEREH AR EEMAEML - BT EMEY

20 H - 45 HEHSRHD)

FEHESE A0202

1123135334-0



1856595

FrEMEZI > BERABHNERLENRTMAIUEEMGREEE K
A2 HAMBERERGS - BHfis BRPR A REA EFRENTE
HEESHWIENRSE  LHAEEBRERFEEREMFENEAE
EpLEe o Pla0 - AR A SE B (E A Y BE PR A BT DUAE Bl & 8 I Al o 3
g - BCE A LUEBEEADNAY AR E -

(00571 AEAHFEF  ME 2 ARRNEB EESHE/KANEEHE
MENEAN2TERE2ENTRENENTEERNBR XY T > EF)
VIRFEO TR - iR Ay (EEABENTEENEEE)THE A
BRI AR GRS - & AR A DURREUD BZIR TS 5 AR IE
RRHY 0 Bl S JE o ANRHIE S £ AR BUAS RY 5 A W DUA I A R
Sl ~ BN EIE/NER N E -

[0058] AeAHZET floshHEMEGE” “REREEEZHENLR
EBRHPEEEHARUES  LHZEEFEVNRGEEHMEL
ZHEWN—EGmHE - REBEZER > ENRBMEENEHSEBERL
FTHEANRUNMSEESEZBENEGoHBERUEGER @ fiE#
A EMEGEE R "R 2ENRE LAFREGsE8 (05
MRS ORI R ERY R T EE (B0 - BEAIEE - BREEE - mBRE) B E
Bz -

[0059] AeAHZET - firsE “Fab” @ EEFEHRIE(HIWIgq)F
HPpRECHE 7 > EEPIEIEH#EJEEVH - K] 2 & VLA

521 H o 45 HEWHRHED)
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EEEEEERCHID REHEEEECL - EEHABF  VHIC
Vi BACH 1Ay N Wi B 45 T2 i EE#E Fd 7 B - VLAY Cliti B2 C L #Y N i B 45 72
POES $E > CHI1HYC Ui X — 2 B 25 8 19 A 4 T A0 At 1 72 T 45 1 3
AT R E S o AE L E S > “Fab” thi5Fabfy & R LR -
W AR E G B o VHAYC i B2 C LAY N Ui Bk &5 1 gl — (| 2 ik 8 >
VL #y Cliii BLCH 1 BY N Uiti Bk &5 2 B 55 — {6 % L3 - JP pkFab (cross
VH/VL)H&ERE s AL R EHER S > FabfyCHI1 K EL g 4 B I 4 - 1M
& CLHYC i B 2 g 7Y i 41t B B 45 > T2 i Fab (cross Fd/LC)HY &1 o

[0060] FEAHFFF B VH AEENBNEHTEEVH
SRR B AT DAE A B B ey E ARG (H2L2 &5 ) Ry S 8 ]
SEVH > W LR F8 YR EE IR (HCAbLE ) Ay B i 1]
S VHH - & U Harbour HCAbZ RN HEJE /N E £ HY & A
HEMNR(HCADE )W EFE AT ZEEVH -

[0061] FEAHZEF - fiTzE“CD40” EHEEEERRTF2ZE
BRBEHRESED HYRESEBMN/ENEDERE  ©WHEE
TNFRSF5 - CD40fF 32 AHEKT A A - B0 - REIMER ACD40E
AEY R AR PP AT AEUniProt & #2558 P25S942 T3 /REIMER & B8
BECD40E T FFI H/EUniprot & %58 GTPG38 T . F ; /il M AY /I
B CD40ZE H FF 5 7T {L Uniprot& $% 55 P27512T # %] - CD40LZ
CDAOHYRA=ERER T+ -

B2 H 45 HEWHRHED
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B 1 Bl

[0062] THZEBEROIN HFRE-FHHALEH > BEULAR
G R A 5 BH PR i) AL BT 2 B9 B e B S B 2 o B R BN B R E e Uy
ARV > WA EBEERNER HE > HEBEAD
ERN@AFERNBBMER HANFERS A B MBS
& BEREHABRARE T BT BN A& E AT EREY
A B AERT 2 WY B &8 A BT - T 51 & 5 B 5 ok 52 B B AR R AR Y
BEhE - HRERGEAMNERAE > GEEEm LR AT EERE -
BBl CD40HIREHY B

[0063] AL PRI 48 JE #¢ ffy 0y 2 2 (15 7] LUK 5 0 A& R T (B /h
o HE W ARERES REEILE LN EN REEGRL - 5
MANEENEEENREEAR 2 NFEONRFA > Wi fEFEHE—F
WANBFAEEUE > RKR$ES 7B PGS B 3 /Y3 - Harbour H2L2
/NEl(Harbour Antibodies BV)E — & A B EEKEH % EEAY
HERNEENE > HELAOAREASEN ANPIETEER/EMK
Bl AL JE S I

(00641 F ©] & B9 &= 4 ACD40RE 4 & M & & H
(Acrobiosystems, #CDO-H5253)¥ Harbour H2L2/) B 1T % B
e MREAHEEEEREGHR BRERGAR - REEB KT EIE
BEENNREBEELIN L8 —@meET > S8/ NEEZHEE

23 H - 45 HEHSRHD)
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1856595

WNEIEZ100 ul - FEWEET > &/ NEREZHS0 nghi/FEH
B158 2 R AE K (Sigma - #FS881) ARG ELE L VR R EH MY RZE R
A RE - EREBeET  BE/ R ZH2S pgiiF
E H#Sigma Adjuvant System (L& (Sigma- #S6322))E & A # 1Y
TEFEABNEE ShMBRENEREEEZVEWE - BE L
B N SR R o RIENRFE ASE0 - 14284256~ 70K I
HAESE49 ~ 77K AVNERIME LRSS (B - /LT E I3 K
D& /NE2s nglFEONEEBTRE — IR EE -

[0065] & f& Bl /N i 5 R CD40FF B o i B8 A (H Z B — E WY
fir 28 1% > /0N B HY P9 AR B LR 0 B RE O A A AR Rk & B BT RE & R A
Ml RS RS A L amen 2L M BEE 2 1% > o RIFCD40 E %
s FaVR SR - o EERVRL SR E B A o8 BAY A ] 8 4 1 AT
ReEWNEEEEEEMEHETE T+ - Y R E AR E
—FTWEE  MRBEHEH ACDIONGEERET - BEERECDIOIVE & A
J3~ E(ECDA0 NI E RV NF 28 B E TR & EE
BITER - (BB T - R/ 7R 1-5F7 5155 M 3 IR 588 (1 JE
FErldgmat ik4) - AHERNRMEeBERF FREGFGREEIRE D T4
BB TR R e ERE I - AEARE RO F > 7€
Ay Harbour H2L2/NE S E[HYCD40E R PLAS 77 F 1] 2 45 1 5

B2 H 45 HEWHRHED
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PR NRURFY - Jife o] B BB AYCDRE 5 | LLIE 3B
Kabats(#& Chothias(#& HATCDREFMAN(F1-5) T 07 -

*1-5: CDA0fE LB IH A

;XA TR IR gt
PR001028 Selicrelumab
PR001303 APXO005
PR001304 APX005M
PR0O01306 CDX-1140

[0066] {r15 F 45 W5 4188 0 T AVEE - 28 o] B &SRB P 51 DA 1%
A LAPR A E R BV E G DNARIT - RS - 25 W] S 45 AR 00 B A AR fE
WARIRE  EENEGERFIETRGRE  FHEHARE

DT AEREHA T iR EE T EGSREFI(VH)EBERNG K
A B8 TR F 4R 65 A\ 1g G2 4 88 5 o N 72 45 18 8 B 71 /Y T 3L Bh ) 4 i %
HERERET  DUEHELI G2l EREH - FIREKHE B
P A (VL) & 8 A N & Rl 25 0 2 4R 65 A\ 1 fe 1 g w B8 o 18 E 45 18
e HAESYAEREERRET  UGHBELEENERE
o HEAFHA T - S 2 ANJRAVPICDA0EHIgG2Hi e -

[0067] PRO06239EFMMENRGH > BH4MEPRO03379HY =
o EE(VH)WZEE ERREE = HL234A, L235A, G237A%EE
Hy1gG 152 BB f71 B 25 o 1AL € &5 18 3 /7 H1 /Y 1% % | > 30 358 JE S 1 L 8
VIdiERFAERT > WIEEAEIgGI(L234A, L235A, G237TA)2 R

25 H - 45 HEHSRHD)
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HE o RIS DIR K HE ] BEREE II (VL) B B 3 48 A& N & Bl 2R
EEIRE ARl KR ESBHRFINEASHYARRTER
Higdh  LEBEENBON 2 REHE o & 5 (EE 8 L E 2 LY
M RBEAEELRMgLE - HIEF 2 AFAYHCD40E A
IgG1(L234A, L235A, G237A)}i#PR006239 - HBEHPIE LR
MEE T ESRERPAI2 -

B2 iR BRR R RR MM

[0068] AT G148 7 A AW EYE EL@EBND - ARE
MAHEK293 P & BN A CHO R LT A AT - B g e 3%
BLAIR A& o i S R kB FH B — /)% - AEBERAR S
AFcEMEENE BERBYUN — RS IREQE 2 IREHER
A LAARCE i — (H 20 % [ R B E R -

(00691 & Bt #8 25 Ik # A B B B 1 910 728 28 % 15 T (B (b U7 A i
Az E B Y 5 & RAR TS B % E IR e B Al B8 TR B B TS T A A 3R S A
RELEHE b o 4R TS B S 2 RS AY B BS 4 HR T IE EL ] E1 B 0 2 I L
BYE LM AIAERVELAEG RBEMGLEMN - TUEFH
HIEHHT B S IR EHEN EHDE - B8 K FreeStyle™ 293-

FA4 HFE(Thermo, #R79007)f FreeStyle™ F17 Expression

]

Mediumit & ZE (Thermo, #A1383504)d 5% - Wb L 5 46 2

A > S ETAHRERIE £6-8x 10 Al g/ ml > j237°C 8% COEBITE &

526 H » 45 H(EHHRHD)
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BB 24/NEF - AR EAEL 2 10 A AT/ml - 2EF30 mlHE &Y 4H
HE - HmiBiie 2 INEAER (pTTS » NRC)IZHR —ELLFIE G L3
30 ngBRE(E R BYRMAIEM B ng 0 1 mDFAEFT.5 ml Opti-
MEM B i35 F2 & £ (Thermo,#31985088) » ifi FH0.22 nm & 38 8
B - FFEL1.5 ml Opti-MEMJ&E A1 mg/ml PEI( Polysciences,
#23966-2)120 pl - FFES 8% - IEPEIZEMAERY » ZRES
1057 8% > BEREEMEEEBHAEBPELEREG AR > N37°C 8%
CO,BEEERPEESR - SREBENMARESE - RERBEY
PA3300gi B0 107 8B R Y BB R © AR K 5 R & 2B L 5B
M 8B o FPBS pH7.4%4 1 & ¥ # 4 A MabSelect™(GE
Healthcare, #71-5020-91)Ay&E 7 & f£(Bio-Rad, #7311550) > 2-
SEEHEERL - B EERELEBENE S H5-108ERABEN
PBS4E#NR M EEN » HHPH3. SO IMET R EIEEEES - E
& FipH 8. 0FyTris-HCIF &1 £ 1 - &% & F & )8 B (Millipore,
#UFCO01024)B4EH K £ PBS & R & & A H M B o7 69 68 1K
& % 4 fbry E M PR IB IR - & & AINanoDrop (Thermo,
NanoDrop™ One) I ERE » 745 - FEHEH -
BHEGI3 bRy FF 51 o th f &AL
[0070] HiEVEH T EEBEFI RN LER FEHER
M AERY D JERRENAREHNRBARS HEEESR

21 H » 45 HEHRHED)
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o R BEREFIIARRNEEARNBEORARERYV - JERRA
CHVERNEGRMNEARSHESESFEF - AR EFEME NS HZE
BEHNMESEMNEERE - KENRHEBMKARVERR EEH

e gEEE AR > HEE EEUATES - A —-®25%

# #IMGT/DomainGapAlign (http://imgt.org/3Dstructure-

DB/cgi/DomainGapAlign.cgi) £ “NCBI/IgBLAST

(https://www.ncbi.nlm.nih.gov/igblast/) @] LL{ Hi 8% (Y o] 2 45

R PP AR 2 AN B Il iE AV R E W R B - & & hia

1 5Z 2 HYCDA0HLAS B 511 1T 73 A » HC 25 g 0 28 &5 R 30 (V H) 70 88 g o]
BHEEE(VLOIWR RAERVERR EIIRER2 -

[0071] EOHBHXZHMEERECHETEZESKEBER G5
AMMEEEE > M ABEREEH(PTM) - MRALTUARREY T E G R
HENFREESEB(WCDR)FFALPTM » JREEELPTMWYFEALA 1]
EEHIENEaRFRRNZE g HiiBiYELEEEw
AREEAL - B0 - BEAE - MiBE K - REAL - |SLFE T mieE o
FHIAFEE MR E M - (L1 8y 050 S B 2 Ay EE R R B o PRI i
LB PTME REEMEENHFEIEEEEN - BELKR
AR R - A3 — P TME I B B B Fe 51189 20 Bl 0 B2 M AT B B
BEHRC A A2 S AR - EREFSAIURERESEN —HEE

B8 H - 45 HEHHRHD)
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Bz Fe 7 T B AL RYPTM - R2 5 T & M 41 1 7Y BT 4G BY 1] 52 & 18 K
VHAIVLEYFEAEY P TM(NS 0] #i 5 At B B (i 41k ) -

[0072] = DLZ 78 i Bk 1 28 S8 AR i P T MR i AR 18 P 71 A =X
e 1M R B LR EPTMHEYIE B - IRIZ UG 2 5 M PTM 2 H1 % =
YA [E] > A A FIRYZE B ET )77k - — My /A2 AVEL i B Bk (ONS
EAPHNISOEREYHEAEZEEMEOA EERENES R
Q) » WRPTMFEHRAA KA N A S HEE - Ml A FAAERKE AR
BRI > A0 55— fd U7 7% 0] DU 18 3% B 51 A 208 #6  HE Ay AR
RERNFA - BEREFET > HE—MEPTMAFIH A 585K 2 2%
BEEET A -

[0073] Z3F(W T HHIAEPRO03 379 1T iz B ik 52 B 15 F 69 4
EORAIN:- Sl

[0074]  ZA4Z(H 7 A 3 B H 55 - CD40471 B8 1Y F¢ 71 A1 AR %
Chothia® M Al E #AYCDRIWY I BB 5 - BLCDA0HI IR B IE 5

MBI EE - A IHAYCDA40HIBEPROO03379 F HoZe s B8 4 1 o

%2 1 CDA0PLAG HY AL 22 2 N o #r AP TM iz I 53 #f7

wepspe | YHEEZR | VLEZ | VH 4 EHDIR
o ki V £ VER | PTM VLPTM | E4HPTE TRy
18C4A12- NS
1B1 IGHV1-2 |IGKV1-9 (LCDR3) PR003379 | A IgG2

29 H - 45 HEHRHD)
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%3 CDA0HBEAYPRO03 379Ky 2 8 (i 4 25 2

B LR SE HBEZEE | EAHUETER Fc Ze8
PR006239 i A IgG1 L234A,1235A, G237A
PR006492 L:N92E A IgGl1 L234A,1235A, G237A
PR006493 L:N92L A IgGl1 L234A,1235A, G237A
PR006494 L:N92T A IgGl1 L234A,1235A, G237A
PRO06495 L:N92A A IgGl1 L234A,1235A, G237A
PR006496 L:N92F A IgGl1 L234A,1235A, G237A
PR006497 L:N92Y A IgGl1 L234A,1235A, G237A
PR006498 L:N92I A IgGl1 L234A,1235A, G237A
PR006499 L:N92W A IgGl1 L234A,1235A, G237A
PR006500 L:N92M A IgGl1 L234A,1235A, G237A
PR006501 L:N92Q A IgG1 L234A,1235A, G237A
PR006502 L:N92D A IgGl1 L234A,1235A, G237A
PR006503 L:N92G A IgGl1 L234A,1235A, G237A
PR006504 L:N92V A IgGl1 L234A,1235A, G237A
PR006505 L:S931 A IgGl1 L234A,1235A, G237A
PR006506 L:S93F A IgGl1 L234A,1235A, G237A
PR006507 L:S93E A IgGl1 L234A,1235A, G237A
PR006509 L:S93L A IgGl1 L234A,1235A, G237A
PR006510 L:S93R A IgGl1 L234A,1235A, G237A
PRO06511 L:S93N A IgGl1 L234A,1235A, G237A
PRO06512 L:S93T A IgGl1 L234A,1235A, G237A
PR0O06513 L:S93Q A IgG1 L234A,1235A, G237A
PRO06514 L:S93V A IgGl1 L234A,1235A, G237A
PRO06515 L:S93M A IgGl1 L234A,1235A, G237A
PRO06516 L:S93H A IgGl1 L234A,1235A, G237A

112112643

B30 H 0 45 HEHSRHED)

FEHESE A0202

1123135334-0
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R4 RFHHF P CDIOGIRAIFFIFICDREFF](Chothia) #Y 51

& 9% 72

bifedEST | ¥R§E | 288 VL| VH|LCDR1|LCDR2 | LCDR3|/HCDR1/HCDR2 HCDR3
PR001028

(Selicrelumab) 116 | 110 | 8|78 30 38 46 4 12 20
PR001303

(APX00) 117 | 111 | 8|79 31 39 47 5 13 21
PR0O01304

(APX005M) 17 | 112 | 879 31 39 47 5 13 21
PR001306

(CDX.1140) 118 | 113 | 84|80 | 32 40 48 6 14 2
PR0O03379 | 119 | 114 | 85| 81| 33 41 49 7 15 23
PR0O06239 | 119 | 115 | 85| 81| 33 41 49 7 15 23
PRO06492 | 120 | 115 | 86| 81| 33 41 50 7 15 23
PRO06493 | 121 | 115 | 87| 81| 33 41 51 7 15 23
PRO06494 | 122 | 115 | 88| 81| 33 41 52 7 15 23
PRO06495 | 123 | 115 [ 89| 81| 33 41 53 7 15 23
PRO06496 | 124 | 115 [ 90| 81| 33 41 54 7 15 23
PRO06497 | 125 | 115 [ 91| 81| 33 41 55 7 15 23
PRO06498 | 126 | 115 [ 92| 81| 33 41 56 7 15 23
PRO06499 | 127 | 115 [ 93| 81| 33 41 57 7 15 23
PR0O06500 | 128 | 115 | 94| 81| 33 41 58 7 15 23
PR0O06501 | 129 | 115 [ 95| 81| 33 41 59 7 15 23
PR0O06502 | 130 | 115 [ 96| 81| 33 41 60 7 15 23
PR0O06503 | 131 | 115 [ 97| 81| 33 41 61 7 15 23
PRO06504 | 132 | 115 [ 98| 81| 33 41 62 7 15 23
PR0O06505 | 133 | 115 [ 99| 81| 33 41 63 7 15 23
PR0O06506 | 134 | 115 [100| 81| 33 41 64 7 15 23
PR0O06507 | 135 | 115 [101] 81| 33 41 65 7 15 23
PR0O06509 | 136 | 115 [102] 81| 33 41 66 7 15 23
PR0O06510 | 137 | 115 [103]| 81| 33 41 67 7 15 23
PR0O06511 | 138 | 115 |104| 81| 33 41 68 7 15 23
PR0O06512 | 139 | 115 [105| 81| 33 41 69 7 15 23
PR0O06513 | 140 | 115 [106] 81| 33 41 70 7 15 23
PR0O06514 | 141 | 115 [107| 81| 33 41 71 7 15 23
PR0O06515 | 142 | 115 [108] 81| 33 41 7 7 15 23
PR0O06516 | 143 | 115 [109] 81| 33 41 73 7 15 23

531 H o 45 HEHRHED)
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BHifl4 &SRB CDIOH A MY

[0075] A EHAZR/THRBELCDIONHIBEEREHA
CD40HY 4 REHY &5 & IE 1k -

[0076] I A i =X 4H AE flf FACS g MI CD40 47 8 ¥ 5 % B A
CD40HyCHO-K1/hCD4O(IL B R A ZB)) N &5 RH & E R
CD40HJCHO-K1/cyCD40(dE A RIEM A ZE) L k& RHE A
CD40Hy# B 4T Raji (ATCC, # CCL-86)%4IfIfI4E &6 H -
B > DB bAIREL e 2 & A (CHO-KITAIAF-12K © Raji4l
FEFRPMI-1640) EH BT HUMEEHEL 1104/ mL -
LL100 nLAHAE/FLIZEFER 96 FL VK& (Corning, #3894) » [E{& I A
100 pL/fL > 2ERERENFHNEEcES - BEaelsy - K4
FECEORSEEE B300 M - HE3FEE  SHEEEHEWHE
A PLhIgG(Crownbio, #CO002) fE /2L I8 - (¥ B> T A %R
1-SHRY T - FHARBER4C > BOCEBE 1/ - Z%& > IIA100
pL/FLFH 2 PBSUEMRANAE W 2K > 52500 g - 4°C T EELS 7788 > # EIF
R oe F I A100 pL/fL & e 85 (W 5t A IgG(H+L) 5 = §t
e ,Alexa Fluor® 488 conjugate, Invitrogen » #A11013,1:1000
fFE) > 4°C > BEOLEE H307# - 200 pL/FLFH 2 PBS LMk 4l B /Y
Koo R500 g 4°CNEELSrsE > ELIFR - &x& 0 FH200 uL/fLTE

APBSEF M IF4A - FHBD FACS CANTOIILM = 41 A8 & ¢

32 H - 45 HEHSRHD)
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ACEA NovoCyte R AN 4H AT FE B ML =& & YL A IR EH > IF H Ui
FlowJo v10(FlowJo,LLC) & B Ml 47 th &4 -

[0077) JjE FH#tBE GraphPad Prism 8 {788 i ¥ M (E B &
Mro ZBENUSHEIEFEEREG SR HEMHBENE &% XECS0
BEFE2H -

BEmpld4.1 £§5F ACDI0IECHO-K1/hCD40

[0078] [@E1A - -E1B- -EICFE 1D KFE 58 R T CD40i 58
PRO03379 F H 4 H 48 3 7454 CHO-K1/hCD40HyJE M - 45 B 8~
PROO337I R HEBRE » +HAAMRTFAIACDIOEE&ENE M H »
PROO337IM & G /a B > FMHEFE®R > #l - EC50E R
SelicrelumabfAICDX-1140 » fMFIHx KX1E SR APX005F1CDX-

1140 o

B33 H - 45 HEHHRHD)
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%5  PRO03379 N HEBEE S F4ESCHO-KI/hCD40 (% ERE1A-
& 1D)

DiflE | ECS0 (M) | MFLEAH PiflE | EC50mM) | MFIEAYE
PR003379 6.345 81590 PR006239| 6675 88598
N Selicrelumab | 1028 84982 PRO06492| 887 92266
APX005 2831 25987 PRO06493| 5264 83381
CDX-1140 122 29214 PRO06494| 8727 98839
(B) | PRO06495| 4902 79429
PR006496 48 88167
PRO06497 |  5.092 92305
PRO06498 | 4971 77721
PRO06499 | 4651 84247

pife | ECS0 mM) | MFI R A{E pife | ECS0mM)| MFIEA{E
PR006500 5011 85885 PR006509| 5513 79637
PR006501 5285 90960 PR006510| 4981 82967
PR006502 4553 88464 PRO06511 | 499 79406
© PR006503 6.067 84519 O) PRO06512|  5.182 81563
PR006504 4873 85950 PR006513|  7.509 89193
PR006505 6.077 82709 PR006514|  5.079 86852
PR006506 5853 82769 PRO06515| 4588 86329
PR006507 5576 81836 PR006516|  5.08 86126

BhEfl4.2 &EE ACD404IHERaji

[0079] E2A-E2B-E2C -E2DME2ELL %68 /~x T CD40
TLAEPRO03379 R KB R L 77 T4 S Rajidll ey &M - &R E R
PROO3379 R HEBRE » T REMIRB M &G G Rajidli i © 1 H >
PROO3379My&E & /E M B H IR FAHEEFE & -

B3 H 45 HEHRHED)
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%6 PROO337IRHEBEE 7 TE o RajidlifE(H EE2A-E2E)

piAe | ECS0(aM) | MFIEA(E
PR003379 | 0.0699 3696
Selicreluma
) b 04837 2449
APX005 0.0347 2791
CDX-1140 0.028 614
piAz | ECS0 @M)| MFIAE DiAE | ECS0 (aM)| MFLEA(E
PR006239 | 03319 9048 PR0O06500| 03515 8975
PR0O06492 | 04184 9073 PR0O06501 | 03521 9005
PR0O06493 | 03769 9347 PR0O06502| 02866 9035
PR0O06494 | 03283 9175 PRO06515| 03219 8895
(B) | PRO06495 | 03556 8872 (C) |PRO06516| 03511 8897
PR0O06496 | 02771 9297
PR0O06497 | 02524 9203
PRO06498 | 03443 8985
PR0O06499 | 03014 8980
PilE | ECS0(M) | MFIEA{E diAe | EC50 @M)| MFLEAE
PR0O06503 | 03328 12171 PR0O06509| 0371 12204
PR0O06504 | 03503 12152 PRO06510| 03762 12373
(D) | PR0O06505 0336 11935 PRO06511 | 03859 11785
PR006506 | 03879 12128 ®) PRO06512| 04241 12067
PR0O06507 | 03836 12332 PRO06513| 03734 11986
PRO06514| 04546 12037

BERM4.3 ST EEECDIOYEHECHO-K1/cyCD40

[0080] [E3A - [E3B - EI3CHE3IDUKETER T CD40H S
PRO03379 k H & B K 7 T & & & % &k CD40 41 g CHO-
K1/cyCD40#Y &M - &G RB/RPRO03379 R B R 77 7 B AR
NEEFECDAORYEE &UEME it H - PRO03379HY & & & M B ¥ I 77

TAHEEE 5 e

B35 H 0 45 HEHRHED)
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<7 : PROO33TIR HEBEE /7T T4 S5 CHO-K1/cyCD40 (¥ JE &

3A-[E3D)

il | ECS0@M)| MFISCAME bl | EC50(mM) | MFISA(E
PRO03379 | 3878 116864 PRO06239| 4408 51824
@) Sehcflm 597 105580 PRO0G492| 6256 52166
APX005 | 4721 93571 PRO06493|  4.061 48943
CDX-1140 | 5536 39735 PRO0G494| 4042 49590
®) IPro0G295| 4406 48028
PRO06496| 3503 49738
PRO0G497| 3544 51708
PRO0G498| 4045 47335
PRO06499|  3.199 49776

FiE | ECS0 @mM) | MFISA{E PiAg | EC50 @M) | MFLEA(E
PRO06500 | 4403 48505 PRO06509| 4693 45342
PRO0G6501 |  4.189 48203 PRO0G510| 4554 44305
PRO06502 | 3961 47725 PROOGSIT| 3684 40321
PRO06503 | 3988 49554 PRO0GS12| 4546 45792
© Prooesos | 371 st | D [PRo0GSI3| 3564 40200
PRO06505 | 4619 48059 PRO0G514| 4233 45078
PRO06506 | 4504 47308 PRO0GSIS| 37745 50571
PRO06507 | 5.009 49256 PRO06516| 5293 51388

BHEAIS BCD4OETHYHA T

[0081] & T #& AICD404iAE B ACD40E IR ST -
FEEAEVREF A2 BLD R - {(EfOctet Red 96e(Fortebio) sy 7 1
BFRsH@EAKRETHENE BN ESE NE T -

[0082] i 10x &) JJ22 4% & /K (ForteBio » #18-1105)E %
Ix > APREMITAE L RGUR - i ayim e o HE B R F bt 88 1Y
FOJT0S - JROHI S5 S 8 2R Ry 10008/ 7y 48 - oK B S — Y AHC
HI %5 (Fortebio » #18-5060) 1% [ 7 #f F# 2 1 x Ay B 52 48 & )% + F 1

5536 H 0 £ 45 H(EHHRHED)
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1057 8% » A FHHAHCRE R 25 i CD40%i A5 - &S E0.85 nm ;
AHCRVHI S5 E & R T 12000 (2 B2 B A5 EFM B Y ACD40ZE H
(ELIPR003379 - CDX-11404 & HJCD40EE & E £20-5 nMPL KO
nM ; ELAPXO005M ~ Selicrelumab4i & HJCD40EE & E & 120-
30nMEL KO nM& & 180F) - FHEEEESO0F) - fx 1% K AHC BRI 25 % A
10 mM fBE-EBpH 1.5 K ETHAE - IERGE &L B F
H&EH -

[0083] {EFOctet Data Analysis#{f& (Fortebio» IR A 11.0)
HEATHBE o E > L0 nM B2 B > 0B 2 a5t (reference
subtraction) » #E$E“1:1Global fitting” F2ETEHBEERS » 5T&E
MILFECDAOPLRBE ENE TE 28 » 5 F kon(1/Ms) H -~
kdis(1/s){EAMKD(M)E -

[0084] A0 ST MG &5 A= 8FT/r » PRO0337945 & ACD40
EHAMRBAVEF I (L9138 pM) - FFAIJ758 5 5 1 ¥ IR L 8e -

* 8: CD40HiedE 5 ACDA0EHHIFE AT

bife PiFEE KD (M) kon (1/Ms) kdis (1/s) Full R"2
PR003379 20—5nM 1.38E-10 1.04E+06 1 44E-04 09703
Selicrelumab | 120—30nM |  4.50E-09 1.07E+05 4 80E-04 09746
APX005M | 120—-30nM | 7.14E09 3 69E+05 2.64E-03 0.9909
CDX-1140 | 20-5nM 525E-10 1.09E+06 5.70E-04 0.9939

Biifle EECHBERNTRTHIEY

[0085]

AEHH A HZECREENE R 7 CD40HIRE 1L

112112643

FeXBEURARHEEN THCDAONEEEE - FIFERE A

531 H - 45 HEHRHED)

FEHESE A0202

1123135334-0
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CD32BHYHI A H PG T Fe /By ZC I > BT ST X & SR i — 25 ¢

R

5 ¥ CD40JE(LHVRE ST -

[0086] ¥ %= 3 A CD32B #y CHO-K1 4 fg CHO-
K1/hCD32B(Genscript>#MO00600) L & CHO-K14HAELL1x104/7F,
PL1x10% /4L » 100 pL/ ¥ $ & 5] 96 L % = (PerkinElmer -
#6005181) »37°C{E5% COIBIE N FBK - Lbx HERK K RHE
ANCD40MNFkB-% N ZB & E A RAYHEK293-hCD40-NFkB #
HE N4 (BPS bioscience, #60626)Ug &% LI5x104/F. 50 pL/
FLADAFI96FLEE - IMASO nL/FLEIVFFRII AR E A MR - IRE
€ R 100 nM > SERERE » L8EEE < 37°CE5% COLIBE T 5
ZEO6/NIF - )N AONE-Glo™& Yt Z 55 % (Promega, #E6110) » =
mEES T #E > BHEEREINE (PerkinElmer EnSpire) i il 4 ¢
B - MERJ#XAE GraphPad Prism 83 17 B e B A0 {F & 70 A7 > % i3 VU
SEIFGMNEREG > BEIEREKEIHEE ZCH5EE A (RLU)HY
B4 RECS50H % 28 - CD40 A B CHO-K1/hCD32B4H ik B 11
LT B (crosslinked) ; CD40 B BICHO-K14HEEZ B 1Y
£ 2 A S

[0087] 4@ 4A - [E4B - BA4CHIE4DFMF9F T~ > PRO03379

¥ IR ST AG APXO00SM 7 JE % B B AY “ 2 Wi 3 5% 7 (E A > R f£CD32B
G Prae KB RF T > PRO03379F1IAPX005MAE # 81 & #th il K 2

38 H 0 45 H(EHHRHD)
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e EERBHAGE SRR EENE T HCD40y /Y TSR /Y
EARTEA -

[0088] 4B SAFIESBE FI10E &~ 7 PRO0337O MY & & 4 4
F1E A B & 02 A CD32B 4 A £ 7 3¢ Bk B9 ok £F T % = & A R A i ey
ELRYE RS R - S5 RSB PROO33TINERE 7 F X
AV N TR BB EHCD40 sy FHVE(LIE A » R HECS0E
ERXBEBEL THERTHEANEL TEZ R/ DNEERE LB BB (RI
FECS0/ZBEECS50)7>1) o

[0089] f¢ROMFI0HFRLU 8/ ZEIGMRFE T bu s £ W i
SN ELVEREHY 2= R SRE AR EHIE - [ e TPRO03379 R H T4
M ERREANEEE  GFEHEEKXR -

% 9 CD40HiAG/E(EHEK293-CD40-NFkB %z 2 A [N 4 B /Y & M

RLU R/
bigs EC50 (nM) | RLU k{8 5[3%5%(5%
PR003379 0.3693 8252
PR003379 crosslinked(3Z ) 0.1784 19664 238
Selicrelumab 0.1628 13355
Selicrelumab crosslinked(3Z B 0.0413 17036 1.28
APX005M 0.3551 11898
APX005M crosslinked(3Z B 0.0420 23207 195
CDX-1140 0.0371 19955
CDX-1140 crosslinked( 3z K 0.0506 22605 L1

B39 H o 45 HEHHRHD)
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210 : PRO03379 % 535 1 2 Wi A 2R ST Bk o (4 T 03 b o B A N 4l A

i M
5t RAHE

- o B8 (RA3THE

P§££9 EC50 (nM) F{'ﬁzgﬁ EC50 (nM) %ﬁ(ﬁfdj)‘ﬁ EC50/3 1k
EC50)
PR006239 | 0.0980 576 0.1734 458 177
PR006495 | 0.1092 5.54 0.9047 492 8.8
PR006496 | 02172 5.03 0.4296 443 198
PR006497 | 0.1582 477 0.4786 461 3.03
PR006498 | 0.1958 5.53 0.4615 4.4 236
PRO06499 | 0.4054 508 1.0440 3.92 2.58
PR0O06500 | 0.1689 5.55 0.3012 433 178
PR006502 | 0.1704 4.95 0.3212 4.63 1.88
PR006504 | 0.1572 521 0.7079 47 4.50
PRO06510 | 0.0423 4.66 0.1253 454 2.96
PR0O06511 | 0.1600 5.19 0.8153 45 5.10
PR0O06515 | 0.0669 491 0.2683 454 4.01

A7 EDCHMBELERTNEY
[0090] A & Jifi (¥ F] F = % 3 A CD32BHY 40 AT ¥ fi 88 T Fe
BT - TR E G REHE — P RCD40 iR /E(ED CAl AT HY

[0091] ¥ %3 A CD32BH#JCHO-KI14ffICHO-K1/hCD32B
PR CHO-K14HHE 53 I BL1x 104/F], » 50 L/, 8% 6 5196 7, 3 &
(Corning » #3599) < I ASO pL/FLEYFRFRIFLAG & H MR - R R
/100 nM > SEREMGE - L8EIRE - IIAE APBMC oy HE5 F]

)55 B P IIDC AN » 2x10%/7L - 100 pL/7L » }A37°C » 5% CO»

A0 H - 45 HEHRHED)
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EERBAEE2R - WEFE R EER > BRAAIL-12p40 ELISAE
H(R&D system » #DY240)fg Ml F)BF K FIL-12p40V & &£ - JEH
¥ A GraphPad Prism8 {7 8% i FEAI(E B 3 i > A MBI 2 HIEE
Mefte BRERREMRBAILI2pA0R L LAYV & RECSOEE
28 - CD40OHi B B CHO-K1/hCD32B4H AT 5 B HY B &L 1l s ©“ %
% ”(crosslinked) ; CD40# BB CHO- K14 EMNE S8 AKX
i

[0092] &R WEO6A -~ E6B ~ E6CHEO6DME11HT R -
PRO03379 7 JEH HBRY B ig 5" fE M » Bl - f£/2 5 CD32BEE ST
TiAs X BEEY R4 T~ > PROO3379E(LDCHIAERERIL-12p40fr #H
PR {HZE  EACD32BE T HRXBAIEMA T - PRO033TIFERE &
W DCAMAYIE(L - TL-12p408yH R{E W] LLZEF]1243.0 pg/mL >
EEE LM EIE -

* 11 : CDA0Hi AR /E(LDCA R AN AE B = IL-12p40

IL12p40 IL12p40
bue ECSOmM) | (l;gﬁ?( iﬁ(%ﬂ?ﬁijg%ﬁ%

PR003379 0.0102 179.2

PR003379 crosslinked(3Z 0.6268 1243.0 094
Selicrelumab 0.3800 318.7

Selicrelumab crosslinked(3Z55) 0.3917 5589 175
APX005M 0.0735 2425

APX005M crosslinked(3Z ) 0.1695 666.1 27
CDX-1140 0.0889 252.1

CDX-1140 crosslinked(3Z ) 0.0886 231.6 092

A H » 45 HEHRHED)
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1856595

EpI8 [HETCD40RICDIOLHE &

[0093] R THHEICD40IABE CD40MCD40LLE IV E > ¥
CHO-K1/hCD404HRE LL2x10%/F, > 100 pL/FLEEFEF96FL %
(Corning > #3799) » .U EL FJBEW > fASO pnL/FLEV ML R &5 &
EOmBER  EBRERSO0 nM > S{EREMRE - L8ERE - 1A
20 ug/mL A CD40L-hisZE H(Sino biological > #10239-HO8E) >
50 pnL/FL 4B BB 1/\NB5 7% > FIFACS4E & (1xPBS with 2%FBS)
HIXR o ALt 400 % B AT U 4H B BE AR % Y — $L (GenScript,
#A01800) > 4B I/ FHFACSEE KL 2X » FITEAPBSH
W& Y A RE - £ BD FACS CANTOII i = 4l iY 48 5¢ ACEA
NovoCyte it =\ 40 g & 38 B = ¢ & e S 98 H » Il A X A8 Flowlo
v10(FlowJo, LLC) B fl 4 #7812 -

[0094] JE A& #8 GraphPad Prism 8 {7 ¥ # & H 1 F B 77
i BRI SEIFEFEESE > SEHEBREEMEHG RidH K
IC50HEZE2% -

[0095] #I@E7AIF 12577 » PRO03379 2 H 4 #1%]CD40

FICD4OL&E &y E M > ARMH R H41.9% -

EA2H 45 HEWHRHED
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=12 : CDAOIL B IHICD40FICD40L Y 45 &

i IC50(nM) B AHIHIER(%)
CDX-1140 4.4 240
PR003379 17.0 419
APX005M 10.0 26.0

hlgGl1 i 2.3

HHEF9 FIABLIZEZAENBE S CDIONRUEF

[0096] % 1 f% HI CD40 #i B8 7Y 45 & K i >  F Octet Red
96e(Fortebio) 7p A A fFH 2 M # E B BLIK it H CD40 41 6
Selicrelumab~ APX005M-PRO03379# TR M B R EE - £ —5F
FER LA 100% A58 © FIHISIKEHI 25 (Fortebio » #18-5120)%f
# CD40 % 5 (Sino Biological » #10774-HO08H) - fH & = & &
0.2nm - FEHBEEERFT FHI200EBZT AFEL140 nMIY £
iga - BR220%  BMEIEBICDAOS SR ELHBEZ IR
A100%ER5E - 88 20 RAIFF - HHISIKE R B ECD40E O
MESEB0.2 nm - FEHIEEZAE BT CEE B140 nM) > B
E220%) » HAHISIKEH G R ASE —IEMNE BN EaY+
(WIED RS HY SR E T 5140 nM) » BFRE220F) - 1R BOHI 28 0= A #1088
BEYIRITESEE AR REZBERSE B - IR FE
BN REFE

MHR(%)=(A-B )/ A*100

A3 H - 45 HEHRHED)
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AL FEPIRHII00%MFT(IESE P ET) B ZiEERS
CHURRRIESI(TE S DR -
EREAVHIG R R F80% » AR bk & W & £ fe By 2= I 28 F 5¢

HE D EAHERKR40% H/NR80%  AIEREMENRE IR
i AoE 2 EHBEERMURME - B FIRNF40% > R R E Wi
RN RMLAME -

[0097] & H4F13F7R ° PRO03379FISelicrelumabfy s &

FrkF—% o HERMAPXO00SMAYE AL RIE -

%13 1 BLIR @+ & 5

(%) , i
Selicrelumab | APX005M | PR003379
Selicrelumab 95.11 10.92 92.8
FE—Hiee APX005M 0.53 98.59 -0.12
PR003379 98.87 9.56 96.74

EHEFI10 FEMC38-hPD-L1/hCD40-C57BL/6J/NE BB FEy 5
EREENENERENRE

[0098] iz HICD4OHAE LR NIV IR AE - BRI A
PD-LIAYMC38/NE &SR A (MC38/hPD-L1 > H IR HE X
EYVAERMEEAITE 5% CO.NBEFET  HBEERE10%
WG RG AR MFAYDMEMEE B A > i E M3 E4R RS MER -
AUE Bk RHIMC38/hPD-L1 » EF M F RPBS T - (T 40T %

B4 H 45 HEEHRHED)
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SRR AR E FI1.0x107/mL 5 R 1 mLJE &% 25 K 4 B G % B2 FE R
CD40 A JF LB R JE/NE (hCD40-C57BL/6J » ] FIGF 5 = £
Vi E R AR E T 0 100 pL/ & GEREEL1.0x10°
FFERE AT - E VTR BEET 14 mm’IF - 58 (F 58 fE & B8 15
P RNE A R BEEEEEEER ST S ERAET - BAH6
€ JHERMIARGEE -

[0099] &ERMESAMEISBAT /R 5EBFARERE 10K - H T4
1gG1 (3 mg/kg) V3 fE @ B2 & &% 1409.41 £205.02 mm? -
Selicrelumab (3 mg/kg)4H - CDX-1104 (3 mg/kg)4H -PR0O03379
(3 mg/kg)4HA I IEREEERE 5 5 5460.96£68.61 mm?> ~ 1345.22
+162.94 mm?3 ~ 447.89%50.74 mm?® > BEREHI AR SR B73.22% -
4.92% ~74.24% - BEEHBET > [gG1E 4 - Selicrelumab -
CDX-1104-PROO3379/NEREBEN ER DA H12.24%~7.31% -
7.56% ~ 1.86% - /NELARBETF# -

[0100] BEALL R T KZFHMWEBERK 7 > HE R EK
it NEEEHE > SEETHEMRE - £FF AR HFEHE
MEBHRRT - 7 DUE S T 7 20k 2t 8 s ie ol - Wit
AZEANRERE NN HBFENGERE -

[ FFokaRiA ]

[0101)] 4m

AR

A5 H 45 HEHRHED)
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing dtdVersion="V1_3" fileName="P23430699T. xml"
sof twareName="WIPO Sequence" softwareVersion="2.2.0" productionDate="2023-04-
14">
<ApplicantFileReference>P23430699T</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>CN</IPOfficeCode>
<ApplicationNumberText>2022103511889</ApplicationNumberText>
<FilingDate>2022-04-02</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh">KkMemfusa B & ( L&) AR EIELN G
</ApplicantName>
<ApplicantNameLatin>HARBOUR BIOMED (SHANGHAI) CO., LTD</ApplicantNameLatin>
<InventionTitle languageCode="zh">—###%$(D40tiRé&ESE R L M i fE A
</InventionTitle>
<SequenceTotalQuantity>143</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

112112643 FEHESE A0202 $F18 - HO3HE(FIIER) 1123135334-0
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<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKAS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGVVQPGRSLRLSCAAS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>25</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGVVQPGKSLRLSCAAS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GYTFTGY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFSFSST</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GYTFAGY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YMHWVRQAPGQGLEWMGWI</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YVCWVRQAPGKGLEWIACI</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GIHWVRQAPGKGLEWVAVI</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q22">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>YMYWVRQAPGQGLEWMGWI</INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="12">

<INSDSeq>
<INSDSeq_length>6</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l. . 6</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="g24">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NPDSGG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>6</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YTGDGT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>6</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>WSDGSN</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>6</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NPDSGA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TNYAQKFQGRVTMTRDTSISTAYMELNRLRSDDTAVYYCAR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NYSASWAKGRE T ISKDSSKNTVYLQMNSLRAEDTAVYFCAR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KFYADSVKGRET ISRDNSKNTLYLQMNSLRAEDTAVYYCAR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>41</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 41</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PTYAQKFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DQPLGYCTNGVCSYFDY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PDITYGFAINF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASGSGSYYNFFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EKIYYGSGNYYPSFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q48">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WGPGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSVSASVGDRVTITC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTIKC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVMTQSPATLSVSPGERATLSC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVTITC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQGIYSWLA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QASQSISSRLA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQSVRSNLA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQGISSYLA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WYQQKPGKAPNLLIY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WYQQKPGKPPKLLIY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WYQQKPGQAPRLLIY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q74">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>WYQQKPGKAPKLLIY</INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<{SequenceData sequencelDNumber="38">

<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l.. 7</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="qg76">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TASTLQS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASTLAS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>GASTRAT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AASTLQS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>32</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GVPSRFSGSGSGTDFTLT ISSLQPEDFATYYC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>32</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GVPSRFSGSGSGTDFTLT ISSLQPEDVATYYC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>32</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GIPARFSGSGSGTEFTLT INSLQSEDFAVYYC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>32</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 32</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>

112112643 FEH5E A0202 5288 HO3E(RIER) 1123135334-0



1856595

</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GVPSRFSGSGSGTEFTLTISSLQPEDFATYYC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQANIFPLT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q9%4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QCTGYGISWP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQHNKWIT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql00">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLESYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql02">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLLSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql04">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLTSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql06">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>QQLASYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql08">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLFSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLYSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLISYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLWSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLMSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLQSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLDSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLGSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLVSYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql26">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNIYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNFYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNEYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>QQLNLYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNRYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNNYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNTYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNQYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNVYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNMYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQLNHYPWT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FGGGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="75">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql50">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> IGGGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="76">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql52">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FGQGTRLEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="77">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql54">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="78">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql56">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTGY YMHWVRQAPGQGLEWMGWINPDSGGTNYAQ
KFQGRVTMTRDTSISTAYMELNRLRSDDTAVYYCARDQPLGYCTNGVCSYFDYWGQGTLVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="79">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql58">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>

112112643 FEH5E A0202 $£498  HO3EH(RIR) 1123135334-0



1856595

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGVVQPGRSLRLSCAASGF SFSSTYVCWVRQAPGKGLEWIACIYTGDGTNYSAS
WAKGRFTISKDSSKNTVYLQMNSLRAEDTAVYFCARPDITYGFAINFWGPGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="80">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGVVQPGKSLRLSCAASGF TFSSNG IHWVRQAPGKGLEWVAVIWSDGSNKFYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARASGSGSYYNFFDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="81">
<INSDSeq>
<INSDSeq_length>125</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFAGY YMYWVRQAPGQGLEWMGWINPDSGAPTYAQ
KFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAREKTYYGSGNYYPSFDYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="82">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DIQMTQSPSSVSASVGDRVT I TCRASQGIYSWLAWYQQKPGKAPNLL I YTASTLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQANIFPLTFGGGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="83">
<INSDSeq>
<INSDSeq_length>108</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql66">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVT IKCQASQSTSSRLAWYQQKPGKPPKLL I YRASTLASGVPSRF
SGSGSGTDFTLTISSLQPEDVATYYCQCTGYGISWPIGGGTKVEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="84">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 106</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVMTQSPATLSVSPGERATLSCRASQSVRSNLAWYQQKPGQAPRLL I YGASTRATGIPARF
SGSGSGTEFTLTINSLQSEDFAVYYCQQHNKWI TFGQGTRLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="85">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNSYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="86">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLESYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="87">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="ql74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLLSYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="88">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLTSYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="89">
<INSDSeq>
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<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLASYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="90">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLF SYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="91">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLYSYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="92">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLISYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="93">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLWSYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="94">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLMSYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="95">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLQSYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="96">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLDSYPWTFGQGTKVEIK</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="97">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql94">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLGSYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="98">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLVSYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="99">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNIYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="100">
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<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q200">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNFYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="101">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q202">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNEYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="102">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q204">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNLYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="103">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q206">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNRYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="104">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q208">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNNYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="105">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q210">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNTYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="106">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q212">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNQYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="107">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q214">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNVYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="108">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q216">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNMYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="109">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q218">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNHYPWTFGQGTKVEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="110">
<INSDSeq>
<INSDSeq_length>452</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 452</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q220">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFTGY YMHWVRQAPGQGLEWMGWINPDSGGTNYAQ
KFQGRVTMTRDTSISTAYMELNRLRSDDTAVYYCARDQPLGYCTNGVCSYFDYWGQGTLVTVSSASTKGPSVFPLAPCSR
STSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDK
TVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFN
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STFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDI
AVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_
sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="111">
<INSDSeq>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q222">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGVVQPGRSLRLSCAASGF SFSSTYVCWVRQAPGKGLEWIACIYTGDGTNYSAS
WAKGRFTISKDSSKNTVYLQMNSLRAEDTAVYFCARPDITYGFAINFWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGT
AALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKALPAP IEKT ISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="112">
<INSDSeq>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q224">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGVVQPGRSLRLSCAASGF SFSSTYVCWVRQAPGKGLEWIACIYTGDGTNYSAS
WAKGRFTISKDSSKNTVYLQMNSLRAEDTAVYFCARPDITYGFAINFWGPGTLVTVSSASTKGPSVFPLAPSSKSTSGGT
AALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVEHEDPEVKFNWYVDGVEVHNAKTKPREEQYNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKALPAP IEKT ISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="113">
<INSDSeq>
<INSDSeq_length>448</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q226">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGVVQPGKSLRLSCAASGF TFSSNG IHWVRQAPGKGLEWVAVIWSDGSNKFYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARASGSGSYYNFFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSE
STAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVER
KCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFR
VVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT ISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</ INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="114">
<INSDSeq>
<INSDSeq_length>451</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 451</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q228">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFAGY YMYWVRQAPGQGLEWMGWINPDSGAPTYAQ
KFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAREKTYYGSGNYYPSFDYWGQGTLVTVSSASTKGPSVFPLAPCSRS
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TSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKT
VERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNS
TFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_s
equence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="115">
<INSDSeq>
<INSDSeq_length>455</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 455</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q230">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYTFAGY YMYWVRQAPGQGLEWMGWINPDSGAPTYAQ
KFQGRVTMTRDTSISTAYMELSRLRSDDTAVYYCAREKTYYGSGNYYPSFDYWGQGTLVTVSSASTKGPSVFPLAPSSKS
TSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKK
VEPKSCDKTHTCPPCPAPEAAGAPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVENAKTKPREE
QYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYP
SDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQKSLSLSPGK</ INSDS
eq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="116">
<INSDSeq>
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<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q232">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSVSASVGDRVT I TCRASQGIYSWLAWYQQKPGKAPNLL I YTASTLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQANIFPLTFGGGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="117">
<INSDSeq>
<INSDSeq_length>215</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 215</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q234">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVT IKCQASQSTSSRLAWYQQKPGKPPKLL I YRASTLASGVPSRF
SGSGSGTDFTLTISSLQPEDVATYYCQCTGYGISWPIGGGTKVE IKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYP
REAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDS
eq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="118">
<INSDSeq>
<INSDSeq_length>213</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 213</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q236">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVMTQSPATLSVSPGERATLSCRASQSVRSNLAWYQQKPGQAPRLL I YGASTRATGIPARF
SGSGSGTEFTLT INSLQSEDFAVYYCQQHNKWI TFGQGTRLE IKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPRE
AKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSeq
_Sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="119">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q238">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLT ISSLQPEDFATYYCQQLNSYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="120">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q240">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLESYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="121">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q242">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLLSYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
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q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="122">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q244">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLTSYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="123">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q246">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLASYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="124">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q248">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLF SYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="125">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q250">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLT ISSLQPEDFATYYCQQLYSYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="126">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q252">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLISYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="127">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q254">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLWSYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="128">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q256">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLT ISSLQPEDFATYYCQQLMSYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="129">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q258">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLQSYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="130">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q260">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLT ISSLQPEDFATYYCQQLDSYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="131">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q262">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLGSYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="132">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q264">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLVSYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="133">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q266">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNIYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="134">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q268">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLT ISSLQPEDFATYYCQQLNFYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe

q_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="135">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q270">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNEYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="136">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q272">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLT ISSLQPEDFATYYCQQLNLYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="137">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q274">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLT ISSLQPEDFATYYCQQLNRYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
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EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="138">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q276">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNNYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="139">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q278">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNTYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="140">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q280">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNQYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="141">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q282">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLT ISSLQPEDFATYYCQQLNVYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="142">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q284">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQG ISSYLAWYQQKPGKAPKLL I YAASTLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQLNMYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="143">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q286">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSFLSASVGDRVT I TCRASQGISSYLAWYQQKPGKAPKLLIYAASTLQSGVPSRF

SGSGSGTEFTLT ISSLQPEDFATYYCQQLNHYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>

</INSDSeq>

</SequenceData>
</ST26SequenceListing>
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