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PET1 AEHF 7 EEL AEHE 20
MYB115 EHs 8 AT4G18650 I s 21
At1g64900 g3 9 AT2G36080 MEHT 22
PAP2 ANEHE 10 ASG4 qEHs 23
MYB26 AIHE 11 A2-ERF/AP2 IS 24
DPBF2 AEHF 12 AT5G65590 s 25
HAP5B AEAT 13
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[0077]

[0078]

[0079]

[0080]

[0082]

[0083]

[0085]

[0086]

[0087]

[0089]
[0090]
[0091]
[0092]

[0093]

ZIHSd 10-2023-0153243

d sEs EAsk7] flall, Zzte] 25%] AARIA FHAAES 358 TREE(MEHME 26) =4
of S23 AZ3 ME] Agrobacterium HEF WHE AFEste] @ujddel] =it (& 1), AR SRS
o= EV(Empty vector), FANFFOoZM LEC2(HEHZ 27), WRIL(WRINKELDL, M EHZ 28)S Al&3l3itc).
25%9] AARIA FHAF, &4 dix2t, xS wujde] dAHoR HAAA AWFS TLC(Thin-layer
chromatography) @ #4333t (= 24).

A pekeko] SA ) Z Y vl 713 559 AARIAES TLCE AE3 % GC(Gas chromatography)® 5% -
AAS o] wdE dule] AW (TAO) T 2 2]t #4819t (= 2B).

2 A, FduEarel LEC2E A7 TS AR v 2,18 FUkek ARE BYITE. o9 HuLE| A
ARR21, AIL6, A6-ERF/AP2 (ERF55), WRKY8, ANACO38E Z&AIZl ©Hile SAddlz=+ duv Z+ 3.1, 2.5, 2.3,
2.9 283 1,997} FUkek ARE BT, 9] 559 AARIAIF Z7F ddy wuj oA Aat 24
izt Al iAo ® 16:0, 18:0, 18:12 frAle &S, 16:32 FrAsla, 18:29 18:32 F7/hek Ay
HATH(E 3).

S19h ol eATET dul AW RS FA 5% AANAAERS A @
Fo AAIAL HAE FHLAA Nilered2 A GAste] Aol HH82S
3 =elg 3holalgln).

= = %

o o
o

(1) 570 AAeIRe] LEC24] o3 g £

oA Jle] HARIARZE LEC2¢) o3 A =|=A] FRlelr] 913l LEC2 fFAtel vl 7o) HARRIAte] Z 2 HE
o luciferase TAAE &2 constructE AZFste] (&= 6A, B) ] fd Ao zhzte] o= FAF
3k 5 luciferased #FS =Aste] GUS @A o= Arstetgtt. 1 23, ARR21S EAo] A9 Zr)ebA] ¥
oy, AIL6E 9F 7.38], A6-ERF/AP2: 9F 38, WRKYS82 <F 3.5, ANACO382 <F 4. 6HH 7]-'pxk =71tk (= 60).
o= AIL6, A6-ERF/AP2, WRKY8, ANAC0389] {-#z} @& o] LEC20 <3 2 Aoz HoeE g HoFEr).
ARR21-& LEC2el o]&l] &Ado] F7hebA] 42 Z1o = Hol LEC2e] ofs] 1HgAo= ié%f/h A& HojEt,

o o

AN

(2) 5% ANIAS 4B 248 © F4 D20AE 434 2 24
RTI-PCR= $19] AAlelolx] A gel olshs Ao el 53 AAae] 4% =48 120 3w
WA A BAS RS, A% 24 L), FES), ZE), PAR), FE FRO)E thre] B4
S, BA wEEAE ol AR ASRAZA SIA S8, F guAlR FRekel BAjstalnh.

Ad A, A A #dofstiar o) FA Y & HARRIAQD LEC2¢9} vix7iA =2 2 dy 5% HARIA}
(ARR21, AIL6, AG-ERF/AP2, WRKY8, ANACO38)%= e FAlo|lr & FAx #HdS Hole= AL U3t =
7a). T3, 9 5% HARRIAF BF T} deAlo] lo] LEC29 e Al 7] ek Al (S6~S7) oA =L
A el e Holz AL S THE Th).

AA 2. o7 e b AARIAL Edwolst HBFHA L FA U (TAG) F7F F &4

s7) Adelde] A g L A

O

Al 248 GC(Gas chromatography)® #4138} t}.
1. AIL6S] A8 Z=x AW T4 = AA
(1) CRISPR-Cas92 o] &3t AIL6 SR olA A%

AIL69] knock-out< 13§ CRISPR-Cas9 HE]S ALE3FATE (&= AR g2 T oY gE@Sd R allele)E
A7) s AIL69] Exon 29} Exon 42 Z+Zt T Ast= F 49 gRNA Aqd(Exon 2 ¥£2: Ad¥3 29, 30, Exon
4 FA: IS 31, 32) designdldth (& 8B). ¥ Exond :EA3h= 7 /M9 sgRNA AME-& 7FA= CRISPR-
Cas9 HEE AAstivt. Zzte] #EE  Agrobacteriumel %‘e‘xdf% T oo71gel E=d vd (floral

_11_



[0094]

[0095]

[0096]

[0097]

[0098]

[0099]

[0100]

[0101]

[0103]

[0104]

[0105]

[0106]

[0108]

SIS 10-2023-0153243

dipping) W& AMEete] FAAZAIAT. 1 A3, AILEY W3] A2 2 deletion FEIE 7HA= ail6-6-2,
ail6-9 F 7Y EddolAE It (& 8C). DNAM G L olnito g HAAs A} ail6-6-2% early stop©]
AojpA] kil ail6-9& early stopo] ¥ojd AL & 4= ATt (= 8D, E).

(2) AIL6 SdHo A 2} B4 Ax}

A2 tE deletion BHE Hol= F lined] FTAE GCE FA 8 Adolr}, of 7] oAl C

X ubehaEnl v walbsd S Wl AIL67F 94 3] Knock-out H A %2 ail6-6-2 lined X|Hbglako] 7o W3}s}x
O}, ail6-9 lined 15.7% 743t (= 9A). ¥, ail6-6-2 lined A FAE AL WH3lelx Fgrort,
ail6-9 line 4.8%7F 7F433th (&= 9B).

(3) AIL6 FZHA A=}

i

A7) AA e 1o AFEHAW 355 TRRE (X Do o&) AIL67} A Y= #WES 7FX = Agrobacteriumg of 7]
Foel E2Y U WS AMESte] FEASAZY. FEAS A7 AEA] doA RNAE FE3Fe] cDNAE
F/det F AIL6 cDNA dF ME=E A &3 primerd AHE-3te] RT-PCRES gk Adoltt. F 14709 AEA & AIL6
7b HdE 13709 REAE €5 F Ao FFHF A (homozygous) MAE 7] &l 2, 4, 13H lines

T3A A4 AN (% 10).
(4) AlL6 IR &2 B4 A7

ATL6E ZZEAAZ EHE 37 line A9 AWEHS B85, o1 A3, of71gd ok E <l Col-09F ¥l
39S w 355:AIL6-2-2, 35S:AIL6-4-6 =} A|upabeke. zhzb 984 @i 22,2% Z=7FEkATE (= 11A).
35S:AIL6-2-2, 35S:AIL6-4-6 A} FAl= Col-09F WSS wl 18.4%, 22.2%7F 713 ZA3E HIAY (=
11B).

AILG & A o] F2F A 24 BA A3k AILe 32d Al 16:0, 18:0, 18:1 A|¥Ako] WIthu] =7}sfar,
18:3, 20:1 A ¥Ako] WT tiH] 743k A3E HIt(= 12).

ol 9} 7 AIL6 HLAA (35S-AIL6-2-2) 9] FAfell Al A Wikl A% el #Hofste faxbe] W3 & RT-gPCRE
FAY. o Ay, AILe I EA A FTA wE WARIARQD LEC2, AWHAF A Es FHAR] B-CT, KAR,
FATB, LACSS, 1&]aL A% 4 FA §2AQ GPDHCI, CDS2, CK1, CCT2, AAPTZ2, FAD3, LPATZ2, PDATL, PDATZ,
LPCATIS] & o] WTHTE F7het RS A v (= 13).

2. WRKY8S] A& Fx A A 53 HA

FA wa A4elAe) Wwkvse WAL 3% 140), WRKYS®] Alxe] ao] EA|e slalgion (=
14B), WRKYSS] walo] LEC2 AAKRIA] o8] Z7Hhe SIS (= 140).

r o
P‘ﬂ
32
=
H

WRKY89] CRISPR-Cas9 °§717ddh &R el= tixat ofAF (WD ET 2 Ao fasdli, E2F 5ol =
2Z5H (B-conglycinin, ALEWHE 33) slollAl HId Alo= opAP R} AWgFo] SV (= 14D). o37]
2], CR-WRKY8-13, CR-WRKY8-9-2+= WRKY8 =AW o]A], b-WRKY8-13-4, b-WRKY8-15-12 WRKYS I@& A& e
o T4 AL AR EAWelAl= ofAd Y] 16:0, 18:00] F7FaL, 18:1, 18:2, 18:3, 20:1¢] A
k. oo wha TUHA = 18:1, 18:2, 20:1 A[WHite] F7HATH (= 14E). o] A¥+= WRKYSS &8st &b
AREEF F7o o]§ Ftedhs HoErt.

$1e] WRKYS knock-out E¢®Wo]A¢l CR-WRKYS-13, CR-WRKY8-9-2%= AIL6 EdWolAle} HU3F 34O =F sgRNA
(MEs 34, 35)7 dElgte] FAARANA Lo, A7IALDS FAEAT. o] 2749 EdWolE FHA B4
A Wb thuste] 56bpe] FFEd LElol=7F A (deletion)HAAT. o] AAR A& A7|MEe =Y M FGo]
o] % (shift)dte] ofuiab Mo Warl doji} WRKYSS] Z=w|9l(% 15¢ 35 SlolgtolE )& ¥ asl:=
326709] ol AR M AWM E 36)S P WIek 2], EdWolAlE dF A2 ofvAl A (X 15c W
stolgfol E Fi)S FAstAL oluit FE WA 130719 oA g E 37)RE A EE A EIskS

tH(%E 15).

3. ANAC0389] A& ¥4 A% &4 54 AA

_12_



[0109]

[0110]

[0111]

[0113]

[0114]

[0115]

[0116]

[0117]

[0118]

[0120]

[0121]

[0123]

[0124]

ZIHSd 10-2023-0153243

bolon (=

olr

Z2 urek g A o] ANACO3SC] wHE-S #olalgial (&= 16A), ANACO38o] A|E Ao =3t
16B), ANAC038<] Wr&o] LEC2 HAFAAFe] o8] Z718he &elsglt) (= 160).

sto)
1 =

tio

ANAC0389] CRISPR/Cas9 °oH717ddh &<dwo] Fae] Abdhake opd (W) oiv] HAaslal T2 5o]4 Zaw
Bl (B-conglycinin) 3td THEAAoE= 7 Z7tE =S JERYT (= 16D). o37]A], CR-ANAC0O38-2-1,
CR-ANAC038-7-2% ANAC038 ZW oA, b-ANAC038-28-4% ANACO38 I AS vetilvl. ) itk x4 A
Slo M= ANACO38 EdWolAlolA ofgdd tin] AAHezr Aasolds Hen I F B3] 18:1, 18:2,
18:3, 20:19] 3shgFo] rasiich. WhH ANACO38 &A= <2318 16:0, 18:0, 18:10] &+ F7F=Sla 18:2,
18:3, 20:1°] =7 A3tk (= 16E). o213k Ay} ANACO38o] FxF AWk A W3l A7) Ak g
2 ZAA 7S A|A}ET)

<

£1¢] ANACO38 knock-out Z¢wo]AQl CR-ANACO38-2-1, CR-ANAC038-7-2+ AIL6 EdWo|Ae} T Hgo=z
SgRNA(M ER & 38, 39T Zalste] FARFIAA dof, A714ES BT, o] 2719 EAddol= {F3A}
4 A3 WT iy 148bpe] FwEH LERI=TE AAHTE. o] AAR As] FUIMEY T AEo] ol&(shif

=

[e)
skl obuleal Aol MEE Polih ANACOSES] EHIQI(E 17c Sk 4 24 Eash 316709) ofn]wat
A5 400 FASHE W9k B, BWolAE AR AR oAl AU(E 17c 154 soleholE i
FAsha obmleAl FAS WA 108709 obr AN AN E 4T FAEE AL SAHATHE 17).

{

hun

4. AG-ERF/AP29] A& X AW A TR ZAA (= 189+ A6AP2E ®7])

A6-ERF/AP29] CRISPR/Cas9 ol71d] EAWo] Fxbo] ApgheFs ofAF WD) v AT (= 184). 53,
CR-AGAP2-1-11-1 }<¢l-& oA & thnH] oF 27.7%, CR-AGAP2-1-12-3 ©}¢1-& 17.3%, CR-A6AP2-13-8-8z}21& 32.7%
ragich. A6-ERF/AP29] CRISPR/Cas9 of71gd] W] Fxe] Awkit 242 16:07 18:00] ZF7Fsta 18:1,
18:2, 20:12 ZAsleE FHE 2t (= 18B).

3, B-conglycinin ZRZRE S ALg3te] FAbol| A A6-ERF/AP2ES @A sprd A o] T2 Athe] Fx4e) A
sheFe oRAIY (WD) thn] F7FATh (&= 19A). b-A6-ERF/AP2-1 2}Sloll A= <F 8.5%, b-AG-ERF/AP2-4 }31ofA]
oF 32.9%, b-A6-ERF/AP2-7 2}l X+ <F 45%, b-A6-ERF/AP2-9 E}<loll A+ 19.5%, b-A6-ERF/AP2-10 }<lej
A= 19.8%, b-A6-ERF/AP2-11 #}Qloll A= 8.2%7} =7F8ltl. A6-ERF/AP2ES &A1 71 & Ao T2 Ade =

zpo] Apak A= A Wt gl (2 19B).

o) AG-ERF/AP27} E7be] AmEets F71417)

F\F oL 8

Al ALghet,

o)} 8l A6-ERF/AP29] Z =™ uta S 31013)7] 934 AG-ERF/AP29] T2 REE GUS7} Ael=o] 2= pMDC163
HEjo] FRYSFTH(E 20). o] HEE ol of7|Z NS A6-ERF/AP27} A H == dAA83 5 PAA
SAE skl o7 Hol A 9] AG-ERF/AP2 &S GUS A& Fd A8kl

tio

GUS 94 A3, g T4, F4 (& 21), °l& &3 A6-ERF/AP2=
F2FA vl (embryo) 9} % (anther)oll Al FdH = AL & 4 AU, U:}E}"i A6-ERF/AP27} e Fxpoll A4 A|n
FAol 7ss ke ThedS EQlEkdl

o=

W
SE,
=
2
™
o
J
1=
o
fru
mEL
2
jﬂ
ol ﬂm

5. ARR219] A& FA A 3 3 44

ARR21Z 358 2 RE 9} B-conglycinin £AF 502 TR wE so] A7 of7|4ulE Aztsle] Exb A
ks =4 }o:h:} 2 A3} 355:ARR21-3-69} beta-con:ARR21-1-32] FaollA WI tin] <k 10% =3 (FAME)
o] ZR38 AL slFIATHE 22).

o
off 717t 29 & A AZAE B ol HMARQIAF ARR21, AIL6, A6-ERF/AP2, WRKYS 2 ANAC0389] TdH&
1=A2 Fss] S, drlguelael 7] 5% Akl @
23, 0, SupR, S5l A7) 5% A1) A

>0
12 1= dlo



[0125]

[0126]

[0127]

[0128]

[0129]

[0130]

[0131]

[0132]

[0133]

[0134]

[0135]

ZIHS3d 10-2023-0153243

A3t NCBI genbank SolA &A1 zk A= FollAo] A7) 552 dAQIAte] did Hdg &

ro

(1) ARR21

A, FhEeuel e dmEMd e Sl A, fFAelA 70.31%, ZhREvelA 70.69%2 ME FEEE
ST (= 23).

(2) AIL6

A4, FHaEy, F, AEZS, FupxioAe] dwAMqd A 3l A, fAdA 79.87%, JHEZ el A
84.95%, F-olA 53.06%, AEZIto|A]l 57.47%, I|ulAbAlA] 54.74%2] D AEAHL A8} (£ 24).

(3) A6-ERF/AP2
A, FHEEY, T, AERS, W, gupxp, Seagole] aidad s Sl A, frAlelM 73.15%, Ft
o] Lbo A 86.88%, Toll A 40.19%, AEZ Tl A 756, WA 50.28%, T ulRel|A] 57.93%, <5egmel Al 42.44%
o] g AEAL gt} (% 25).

(4) WRKY8

A, ZhdEy, welM e wuiEMd
59.74%°] A& 6% 2

Aead el Ay FAdA 76.76%, FFRE Ul 93.25%, B oA

(5) ANACO38

A4, FHaEy, F, AEZS, FupxioAe] dwAMd A 8l Az, fAdlA 92.74%, FHE el A
94.03%, F-ollA 53.58%, AFEZItolA 53.91%, Fmpatl|A 55.37%2] A E AEAHL APt (= 27).

7] Az 7] 5% HARIAY thkst A E Fol REF O Jon, o7 Fd 5% AARIA T 7]
et Jeds Hole ugs AE Fo AARIAE FEAAE A9 FTAe AW qHE SHAE F U

A A gkt

flo o

RB

GOl Hatz -
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[ * * *
wev &1 23 4 5 6 T mmﬁ&&a 9 10 11 12 13 14 15
- o n®

mwﬁfﬂ 1?131‘9215
R T

& & 2
WT EV & 21 X2 23 34 25

(8)

5 8

=)
-

TAG (ugimg FW)

5

RET R

k1
N2
W

507 m EV B ERFS55
W LEC2 wm WRKYS
" ARR21 ™ ANACO038

W AIL6 .

16:0 16:3 18:0 18:1 18:2 18:3
Fatty acids
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5
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=
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e
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% %m; % u:_ b+
i) v 7% BT
SON anl dEdyiqu3ay
. B
2
2 3 75+ L8+ 0C+ BF
g oo
W : mm
z
E m o H Joday (g
e
< E-OVLO0V-5 N0 AY S51asY =
Nuau_.” " L - (EVIOLYDS 00U AN PIRMIOY =
= (2) SON  dSEE

sl IS oS opaua ()
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k1
N
N

i

L L F R 523 L a F L] [ L 5 F L] 1
b
L LECT e OPEFY ’ CREF o ARR2?
g “ i 'i 15 g &4 i " : i
1 [ ] 5 0 i B i
a4 L]
i & L ", L] i 5 i 2 i 1] . L
" = \ A j L o8 %
51528354555557 58 " 5153518455585758 it S T S151538455505T 59
- AlLE » ERFSS *Tomrva " ANACETE

b I AlH A
i { ;'} P 5 I\

w4 .
e PY IS S— bt e
S182838485868788  ° gyoosicisssssre 5152525455 5057 88 Y Stszsisisesasrss
ED8a
] SR
2R P e % o
LB S & ¥ R
.—n-usn Caso
Eu8h
ATG

4,018{bp)
Target 1 Target 2
ZEHH8c
Target 1 (- 15bp, A-3T)

Caold COACAATCTCATCATTCTCAGARTC s =1 s e e e COACACACAANACTCTTCCCTCACTCARATCTACGATCCAL
a5 COACAATCTCATCATTOTCADAATC ==~ "=~ COTCACA-———m e = TOOL ~ === == AAATCTACOATOCAL
Target 2 (- 40bp)

Col0 TTOGCATOTOCTACT TRATATOGOGATGCATTTTEECTC TGO TTAAMAATCAACAG LA taC L EgY
ailp-3 TTGHCATHTOCTACT T == e = e e e b B B
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HES4

e
=)

604 (AA)

ais-9
B
268-354  390.448

105-132 205-240

ai6-6-2
B

EH8d
1

AP2ERF AP2ERF

2 109 LSt 102
: TSN SAITOIOOOIHD T89S ANTAINRIHDORISDANSINSOISCEVNA SN IND0OOIONHD 139
TENTSSHEESDITO0T Tos  OOOCHHHATNYYRIATO0dI I00SEAVERAITEINISSH SSOioh 105

..... CHNYT IS ST e I OvELTns T DOODDEENTOHRYTILENES SYWWFISTITOINDOIA TSSO VEAGRY TSP

QOLEAETATRD S SM AT LTTTISOGISYNYYIONE DL S30OION T8 QLI I RO SHH SO AT LT IISOVRSYVYVIONE TH IS00N 15

EH8e

SHORINOTIAAS SEVVSS VA SAR DSDOSS Y THS A SIS ATTMILRNGH T SO AINOTIAAS SSNVSEVOA SAS DSIASS U THE R STS ATTMULHIGH 1
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EH9
(A) (B)
. L auw ‘ 2. I "

EG_ Ezn-

5 1.54
il 2 0]
E 2 g 0.54

0.0

Cold 1 2 3 4 &6 6 7 8 9 10 11 12 13 14

FAME (ug/seed)
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- WT
= 35E-ANLE-2-2

LB
B9
4
L3
54

Roistive expression level

L

ZIHS3d 10-2023-0153243

;ﬁryﬂ,,?;ﬁwyf CEEF IS PEECEPETEELS

Relaltve expression tevel

FPECEESFEEEFFFF LGS
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=143

ZEH14b

GFP Bright Merge

326-sGFP

326-
WRKY8
-$GFP
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EH]14c

69 [ None [BJLEC2

=9
1

Rel. Luciferase activity
IGUS activity
o

WRKY8-P

E=H14d

B WT

BB CR-WRKYS8-13
= - m‘wm-;
g B 0 WRKYE-134
g ) 6-WRKYS-15-1
'8
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v
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EHI5
3 w.-*y&-tirrhﬁ-ﬂ-f
; 177-242 ik
WRKY
b s=gRNAT sgRMNAZ
Wr  AACCATTAAGAGTGAAGTTRBBGTTTC - CCGATCATCATCCAGGAGAAGATTCRBBCAAGAT
13,92 AACCATTAAGAGTGAA e TROSGCA 36 0el

€  WRKYS (AT5G46350) (326 a.a)

MSHEIKDLNNYHY TESYNHYNINNONMINLEY VSGEPSAYNMANMISSSQVGEFDLESK
NLSPOGAFELGFELSPSSSDFFNPSLDOENGLYNAYNYNSSOKSHEVVGDGCATIK
EEVH“-’EF‘L.&P!‘: SEEA EIHH PGE ['IEG KI RK'E{RE VRDGGE UWRSQHWET KKI{EE KKKE
E‘R‘JS FHT 4| (Y GO

HPT. -' 'I'HHRTPJ-‘lE‘SLtTTﬁS U'I'NF‘SSSPI FLDL I IHTPHE E‘SRD
DLFF‘.‘I.I’ P‘fj!H".I’tNN PSYHQOOHGFHOQESEFELLKEMFPPSVEFKQEP

wrky8-13, wrky8-9-2 (130a.a)

MSHEIKDLNNYHYTSSYNHYNINNONMINLEPYVSGESAYNANMISSSOVGFDLPSK
NLS PQGAFELGFELSPSSSDFFNPSLDOENGLYNAYNYNSSOKSHEVVGDGCATIK

- PRODPEEKRSERWRRR

EH16a

06000000

Ly JOCAA Pk ".,".'. ....._‘.-'_. ""‘!-.I'L“""."‘" A
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EHI6b

| By R ] g

26
AMALOLE
VoI P

E=H]16c

87 [l None [@LEC2

Rel. Luciferase activity
IGUS activity
b &

ANACO38-P
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EWI16d

10+ = W
B CR-ANAC038-2-1

EHl16e

150-  WT
B3 CR-ANACO038-2-1
B CR-ANACO038-7-2
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=917
a anac038-2-1, anac038-7-2
1 16 & 165 316(AA)
MALC
h sgRMAZ
nuuunmﬁummuumu.luun i AGTTGGTCGGEATGAAGRAGACT TR TCTTT
M.n CEAAAATGEEAGGAAAN: cecmainniasins CTTTGGTCTIT 148 Del

€ ANACO038 (316a.a)

MEQGDHOOHKKEEEALPPGFRFHPTDEELISYYLVNEIADONFTGRA
[ADVDLNKSEPWELPEKAKMGGKEWY FFSLRDEEYPTGVRTNRATNT
GYWRTTOKDREIFNSTTSELVGMEKTLVEYRGEAPRGEKTCHWVMHEY
RLHSKSSYRTSKEQDEWVVCRVFEKTEATEKYISTESSSTSHHHNHHT
BASTLSTHNNNNENY SSDLLOLPPHLOPHPSLNINQS LMANAVHLAEL
SRVFRASTSTTMDS SHOQLMNYTHMPVSGLNLNLGGALVQPPEPVVSL
EDVAAVSASYNGENGFGNVEMSQCUMDLDGYWPSY

anac038-2-1, anac(038-7-2 (108a.a)

MEQGDHOOHKKEEEALPPGFRFHPTDEELISYYLVNKIADONFTGKA

IADVDLNKSEPWEL PEKAKMGCK SENEDEBIVERRIVESCHSTDE

_28_



o1 10-2023-0153243

=

=

o

e
=)

EHI8

O 00 CRb TE KR 0% 0%

_29_

1]
o
.a w
Frirti-lavived @
Frtildvivad B ot cIvitdvavyo O
T iridyayud O i Zdviv-yo @
P dvivyed @ Mo
wmoa o




10-2023-0153243

<!

=

=

M

e
=)

=919

FOT 00T OBk TEE VR ORI 09

.ﬂ — ﬂ

ZdviIv-a o00L

0 W

tavava T .

115 a L0z L-Zdvava O - M
0b- = m capotrid -

Fldviva @ - = &K.m
e_ = uu [ Ldvva 0
- - ridviva O

idviva O - 0 -
wa i 24 va@
(8) "

attR1

-30 -

BB AGAP2 promoter IS
attR2

GUS

=920



10-2023-0153243

HES4

e
=)

ABAPZ

EH22

W

B 355 -ARRZ21-38
E beta-conARRZ1-1-3

T L

g8 8 8

(6uwyBn)awy4 1ejoL

_31_



10-2023-0153243

£

=

EH23

o
3 A £
i

L]

3
§

0¥
£0b
40k

T3 35 w3 mw,wwzﬂu LM?Uqrﬁnam 3 b

LISOHNNHEE DS LS T DA SR DN 205 A B ORMNAS TONS LT S0 A S ERDDD:

?um.._....mm_.rnm T1ERdANED w._H_.E .m:

ﬁ_u_

....,._n_ a

2

1

unn

04T 3N Iy ¥¥ dbs

(1] 14

wu.“;,m___“mﬂ_u 3 :_Hn_.___x

_.“xu__..._uam Lm:_q PT i_uﬁnu_.

umxu ]

daphahubydy K3

ARERSE Sl LERAL S EASDEd S TR A SRS DL L TH

ObE

baps wm_zn_w.mmmzu_nn.uunmu

SR HER

"
A

[

OHR dRAADLIT

TIIN &0 x..Jm.....x ad 3.

u_n u.fmﬁu_ m mazmr__uu abipd Hﬂunr_”ma j €

TTEENED
TZEEYLE
TZgEYIY

TEEENSD
t TEEEuE
TCEEYIY

121 " 0as '

=]
T784¥5D
174

178w

4.}

e

TEEVED
TEENGE
TR

[THEEED
TEEENLE
TTEENY

atenad g ﬁuuummpnuu U &3 7 Subndy £T¢

[THEYED
TZeEyue
- Ei L

_32_



10-2023-0153243

5

=

=

=

EH2d

4410021

SHAINK WM.. sl R T £ FTINE
212 =r1-HRISETAH - - FTIY=C
....“..q..awm..r.; NN ITIVED
B -NI8E : TINED
ofETEvIANY SR 5 - DU0000 - - D000 AHETEYY £ 2
zu(. -===SfE0S¥ - ¥ ddSOR FOODD00OHD0000HARK T 5 a

0za . 009 ' bes

TESENINGATAE WIINIAWN DHANINVIOANENVIEIIVIL: Awnurzsdmﬁwuﬂtrx
£sh 1 d TR = T
SZ¥
134 )]
¥EE
BLY
208

ATIVED
ATINFD

Y S RO T I A DN HE SR T ES 800 2 2T TN

™

P
[
™

TiE - pEEEe -SRI 1 B BT 72 i WIIOOMT TADRDS 465 RO THEEN IR THYE LS LN HE AR T 5200 Lo i) H

Oy

By

IV
u|u£u¢

=KYEONE 10, .
-——p¥ngne s - S

ATINIY

\  EFNO3 1833057 SEUTHORASTAAETAN L OvR
Lm - T g : al 3
R - - - - SUNAND BRI - -~ 159,

TLLEREEE FELNE: o Th 2o e Tl g

— CBCB —



10-2023-0153243

£

=

BLE

 £4 3
8%E
(a1
26Z
¥OE
6%

TLT
SET
14
DEE
oat
L]
0z
&t

1

95T
£8E
EE
LE
IhE
EIE
IZE
PIE

5l qps ds &8 & oy b ¥ §% T¥¥OL  9d
AldoacY i H
il @ 35 24 T8 DL AN OIS ADAYASHD A0
d ~-d4 8T8 LA4 425005 AS

) y g - TR s 10ED)
..... ; 0w’ g i 1908550
e mm e = = - SR DA NN A D VSV j5-- i TR ' 2 1526558
--- 4980004 I8RO TSR - IV " - reTn T 1848501
---SOEHB0AVSdDAVESVYY 1T 18 54550,

o¥E B

_Euﬂmaﬁmﬂaﬁ. ... "
i5EK-——Di—-DD 3 3
L----KOD TR IRNE T s B ' i

- =TI EHTOE = = = = = = = BEVWWANDHIS T = e mmm s s samcsmmnmn mmmnn PP ———
8= .uzﬁmumﬂmnh ILOa0 I TooRE Jd TIRE LEOORS L TEENADID I §5 145 T §-~=-S I S TARINNNNTE : 3 1 {1 TAHDTHHEESES
SOHL ASYYHEOSE FTdAT08 15 BLELVYYIL IS5 REE L~ e ————— AREEIDSNBISESRN 4

B===g n_—_.H_wmUzmmhnﬂ.ﬁm.ﬂhuﬁum.r.p-l-w:uﬂ“_.hm._..um.mmmnunv-wm_u |||||| L5

||||||||||| DIHTTIEDEREETORELT

GRS D4 K104 85 0A0EH IS B BS THOAD AN RES -
——— SIIHBEITEVHANARES-
1 Ll oot B 3 ®

¥/ ida-ayuz
Y/ aea~3Ye
¥/ AEE-9YED
W/ deE-aNar
LR ] L ]
¥/ d4T-9WED
W/ dgE-3VuE
¥/ IET-9¥IW

¥/iu3-gyuz
¥iAAdE-Ya
¥/ ddE- a0
¥/ dea-aNar
W/ dHE-9D
W/ ddT~INED
LPEL R L L
W/ 4dE-9N3W

W/ 333~y
¥/ aaI-g¥sy
¥/4u3-9¥sD
W/aEa-svar
¥/ aus-gvan
¥/ dE3-9VED
¥/ dug-aNuE
¥/ dda-aay

¥/ 49T -z
¥/ dRE -9
¥/ 13T -3WED
W/ IET-gNIL
W/IHZT-uD
¥/ EN2-9NED
¥/ 4uz-aNug
¥/aE3-9VIY

_34_



10-2023-0153243

£

=

EHX%

8
[ 14
(4
LA ]}

11!
141
13!

st fpse mmhnmh.ﬁ _mmmm_xF“thhH%?ugp&hmm.

o 0y ea mmn_.w 84T 3

186 ¢
12 ¢
0
9t

' ' 07t '

m b %53 s wly E busbr ﬂzu E&. wn__ pmg §

gpnuonbazoniiseaRasuEARUDaT N 1000TUNIBE IR SANAT bR Y

SEW m&_..ﬂ_: s 0 beboduugidy zampp dsuw

i . Y ' 03t

5 9p b b ssymoe; gbsafdy wob o E_Eﬁen,

5§ d

xux,&mwmﬁw H mmn J‘H ybspe

hrrﬁﬁ“ K

RAEENSD
B1EENED
BhEENGE
RREEMIY

RAEENSD
BREENSY
BhEENUE
REENAY

RREENSD
EREENSD
BAEENvE
BREEMAY

_35_



10-2023-0153243

[

=

=

=

=927

ASOMA OTORD d 8§ | dd 9 SOININTOE
i - REAORIEE ST VYR -RHTW0R- D YENYE | ndaale | TINIRTST BEOITHYM
LR BTN IEVRY Y ENRIV AN RIDNIEdddd ! INTRTOSI + BEQIVHYR

—
-
¥

i1

0pE ¢ RN MBI 1O NI RS KNG A 2R BN . DLLLYO S } GEOJ¥NYMD
LTE ¢ [SEERE BN - - - - - -~ - -------DSREANILD i INIjiO8A ¢ BEQOVRYED
LIE P genoweLE
916 ¢ R IR -~~~ -~~~ DSKIARDLORGONIREA - - -~ YIRS M- -~ - - R DA -~~~ P AE00WNYIY

§ MM £¥ AMDAAMZIEY

HIERIHH
ESE ¢ DSHTATHAS BTN D ) w i g TTEn| B G T -
BET ¢ SNTET | i ) | \M30 IS ESHIE MEEREE] :
4 Fa i INEDATAHYS ST ST AT ANADEVHNS i1 Ll IREMTERSE LIHHAN -8
BSE ¢ - ISONMITSIHADHEE : H-HENHS LSS58 i . ] - 5 : 8
85f ¢ i 1 ! SIHADIHS A EOTT I CONOHHHS &5 3 AMIRERIE R RS HSHTH L THR AL Rl | O
25C ¢ ] 8 d | 5 ECHNNHHES &S5 55 i IOAANRZ] AL o ¢ JEQIVNYIY

SET ¢ oS ] NT352 I ; d DA RN TETE A8 EL Ad LN AL | BEEN- ) ] BN DS AL
RRRRR ;o111 e 1 Tasolona sl so LIunA S IN VAR 14 0H AN U OO T A O o
ECT 7 LEEREHEE ITIELESN IR THS ol LEAT] 78 ! L ] ) i W WG i 0 T ——
g
gil -
TR

BEQOTRRSE
BEQOVRYIL
BEDIVHYWD
SEOONRNSD
BEDDVRNUE
AEOOUNRIY

_36_



ZIHSd 10-2023-0153243

A dE S FHR)

o |

Ofo| 2= 2&5tAE MESSF mtHo| EELILC

SMYE 2tX| 10 YSLICE Acrobat Reader PDFEHE HIZSHA| = ERIQX(IF, TOI0IEA, ATEE| §)

=2 POFEH
o] Z2 H=Ire! HI|2HH|Et=|of /25 2 Acrobat Reader PDFEO| %] = 25 PDFE Ct2 2 C dho} st H0{0iA]

ZB[BHFAI2| BIZILICH

_37_



	서지사항
	요 약
	대 표 도
	청구범위
	발명의 설명
	기 술 분 야
	배 경 기 술
	발명의 내용
	해결하려는 과제
	과제의 해결 수단
	발명의 효과

	도면의 간단한 설명
	발명을 실시하기 위한 구체적인 내용

	도면
	도면1
	도면2
	도면3
	도면4
	도면5
	도면6
	도면7
	도면8a
	도면8b
	도면8c
	도면8d
	도면8e
	도면9
	도면10
	도면11
	도면12
	도면13
	도면14a
	도면14b
	도면14c
	도면14d
	도면14e
	도면15
	도면16a
	도면16b
	도면16c
	도면16d
	도면16e
	도면17
	도면18
	도면19
	도면20
	도면21
	도면22
	도면23
	도면24
	도면25
	도면26
	도면27

	서 열 목 록 (첨부)



 
	 23P01024
	 
		 KR
		 10-2022-0052052
		 2022-04-27
	
	 세종대학교산합협력단
	 INDUSTRY ACADEMY COOPERATION FOUNDATION OF SEJONG UNIVERSITY
	 식물 종자의 지방 함량을 증가시키기 위한 조성물 및 지방 함량이 증가된 종자의 제조 방법
	 41
	 
		 
			 1866
			 DNA
			 PAT
			 
				 
					 source
					 1..1866
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggcttctgctcaatctttctacaaccaaagctctgtcttgaaaatcaatgtcatggttgtggacgatgatcatgttttccttgatatcatgtcacgcatgcttcaacactccaaatacagagatccatcagttatggagatcgcagttatagctgtagacgatccgaagaaagcattatctactctaaaaattcaacgagacaatatagatctcataatcacagattattatatgcctggtatgaacggtttacaactcaaaaaacaaatcactcaggaatttggaaatttaccggtcttagttatgtcatcggacaccaacaaagaagaggagagtttaagttgtggagcgatgggtttcattccaaaacccatacatcctactgacttaacaaagatttaccagtttgctttaagcaacaagaggaacggtaagtcaacactatcgaccgagcaaaaccacaaggacgcagatgttagtgtccctcagcaaatcacgttggttcctgagcaagctgacgtcttaaagaccaagaggaagaactgctcatttaaatcggattcaagaaccgtgaacagtacaaatggaagttgtgttagtacggatggttcaagaaaaaatcgaaaaagaaaacccaacggtggtcctagtgatgatggcgagtctatgtcgcaacccgcgaaaaagaaaaagattcagtggacggattctcttcacgacctattcttacaggctatccgacatattggtcttgataaggcggtgccaaaaaagatcctagcgttcatgagcgtaccatacttgacaagagagaacgtagccagccatttacagaaatatcggatattcttgagaagagttgcggagcagggtttgtatagcatgttgtcggatagaggcatagactcgatgtttcgacaaactcacattaaggagccgtacttcaactattacacaccatctacttcttggtatgacacaaggcttaacaatagatcattctattccaaacccgtacatggctttggacagtctaaactcttgtccacaacacgtgagcccgtctgcttcaaccagatgccttacaactacatgaaccggtcatccacctatgagccgcaccgtattggatctggatcaaacttgacgctgcccatccagagcaacctcagtttcccaaaccaaccatctcaaaacgaagaaagaagaagctttttcgaaccacccgtgatggcaaacaaaatcgcccaaacatctcaagttcttgggtttggacaacttggaccgtcagctatcagtggtcataatttcaacaataacatgacgagtagatatggaagtttgattccgagccaaccgggacctagccacttctcctatgggatgcaatcgttcttaaacaatgagaacgtaacatataaccctcagccacctgccaatgcaactacacagccaaatcttgatgaacttcctcaactggagaatctcaacttatacaatgatttcggcaacactagtgagcttccttacaacataagtaactttcaattcgatgacaacaagcatcaacaaggagaagcggatcccaccaaatttgagctcccagctgcaaaattttcgactgaactgaatcatgaagacgatggtgactggaccttcgtgaacataaaccagggtcaatctaatggagaaacatcgaacactattgcttctccggagactaatactccaattttgaacattaaccataatcagaatcagggacaagatgttccagagtttaacgattggtcgtttttggatccacaggaattggttgatgacgacttcatgaactctctgttcaacaatgacatgaattga
		
	
	 
		 
			 1815
			 DNA
			 PAT
			 
				 
					 source
					 1..1815
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgatggctccgatgacgaactggttaacgttttctctgtcaccaatggagatgttgaggtcatctgatcagtctcagtttgtctcctatgacgcttcttccgccgcttcctcctctccttatctcctcgataatttctatggttggtcaaaccaaaaacctcaggagtttttcaaagaagaagctcagttagcagcagcagcttcaatggcggattcaacaatcttaacaacattcgtagacccacaatctcatcattctcagaatcacatcccaaagctcgaagattttctcggtgactcttcttctatcgttcgttactccgacaacagtcaaaccgacacacaagactcttccctcactcaaatctacgatccacgtcaccaccataaccaaaccggcttttactccgatcaccacgatttcaaaaccatggccggttttcaatccgctttctctactaactccggttcagaggtcgatgactctgcttctatcggaaggactcatcttgctggagactatttgggacacgtggttgaatcttctggtccggagctagggtttcacggtggatctaccggagctttgtcacttggtgttaacgtcaataacaatactaatcaccggaatgataatgataatcattaccgaggcaataacaatggtgagagaatcaacaacaacaacaacaatgacaacgagaagacagattctgagaaggagaaggctgttgtggctgtggaaacatcagattgttctaataagaagattgctgatacgtttggtcaaaggacttcgatttacagaggtgttactcgacatagatggacgggaagatatgaagcacatctatgggataatagctgtaggagagaaggtcaggccaggaagggacgtcaagtcttctactctttttttggcatgtgctacttgatatggggatgcattttggctctgcttaaaatcaacagtggatatgacaaagaagataaggcagctcgagcttacgatttagcagctctgaaatactggaatgctactgctaccaccaatttccctattacgaattactcgaaagaagtggaggaaatgaagcacatgaccaagcaagagttcattgcctccctcaggaggaagagtagcggtttctctagaggagcttcgatataccgaggtgttacaaggcatcatcaacaaggacgttggcaagcaaggattggccgagttgctgggaacaaagatctttaccttggaacctttgcaacggaagaggaagcagctgaagcgtatgacatagcagcaatcaaattcagaggaataaacgctgtaactaactttgagatgaaccgttacgacgttgaagccatcatgaagagtgcacttcccatcggtggtgcagctaaacgtcttaagctctctttggaagctgctgcttcatcagagcagaaaccaatcctcggtcatcatcaacttcaccatttccagcaacaacaacaacaacaacagcttcagcttcagtcatctcctaatcacagtagcattaacttcgctctctgtcctaattcagcagttcagtctcaacagatcattccttgtggaatcccttttgaagcagctgctctttaccaccaccaccaacaacaacagcaacaccaacagcagcagcagcaacagaacttcttccagcattttccggcgaatgcagcttctgactcgaccgggtctaacaacaactccaacgttcagggaacaatgggacttatggcaccaaatccggctgagttcttcctctggcctaatcagtcttactaa
		
	
	 
		 
			 945
			 DNA
			 PAT
			 
				 
					 source
					 1..945
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggcggatctcttcggtggtggccacggcggcgagcttatggaagcacttcaacctttttacaaaagtgcttccacgtctgcttcaaatcctgcgtttgcgtcctcaaacgatgcgtttgcgtctgccccaaacgacctattttcttcttcttcttactataatcctcatgcatctttattcccttcacattccacaacctcttacccggatatttattctggatccatgacctatccatcttcattcgggtcggatcttcaacaacccgaaaactaccaatctcagttccattaccaaaacactatcacttacactcaccaagacaacaacacttgcatgcttaacttcattgagccgagccaaccgggttttatgacccaaccgggtccgagttcgggttcggtttcaaaaccggctaagctctatagaggagtgaggcaaagacattggggaaaatgggtcgcggagatccgtttacccaggaaccgaacccgactttggctcggaacattcgacacggctgaagaagccgcgttggcttatgatcgcgccgcgtttaagcttcgtggtgactcggctcggcttaacttcccagctctccgataccaaaccggctcgtctccgtctgataccggcgaatatggtcctattcaagctgccgtagacgctaaactagaagccatattagctgagccgaagaatcagccgggcaaaacggagaggacgtcgaggaaacgagctaaagccgcggcttcttcagctgagcagccgtcagcgccacaacaacattccgggtcgggtgaaagtgatgggtcgggttcaccgacttcggatgttatggtgcaggagatgtgccaagagccagagatgccatggaatgaaaatttcatgctcggcaagtgtccttcttatgagatagattgggcttcaattttatcgtga
		
	
	 
		 
			 981
			 DNA
			 PAT
			 
				 
					 source
					 1..981
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgtctcatgaaatcaaagatcttaacaactatcactacacttcatcgtataatcattacaatatcaacaaccaaaatatgattaatctcccttacgtttctggtccatctgcttataatgcaaacatgatctcatcatcacaagtaggttttgatctaccctcgaagaacttgagtcctcaaggagccttcgagttgggtttcgagctttctccatcttcttctgacttttttaatccttccctcgatcaagagaacggtttgtataatgcttataattataatagtagtcaaaagagtcatgaagttgtcggtgatggttgtgcaaccattaagagtgaagttagggtttcagcatctccttcttcaagtgaggccgatcatcatccaggagaagattccggcaagatccggaagaaaagagaagttcgcgatggaggagaagatgatcaacgctctcagaaagtagttaaaacaaagaagaaagaggagaagaaaaaagagccacgagtctcgttcatgactaagaccgaagttgatcatctcgaagacggctatcgttggagaaagtatggccaaaaagcagtcaaaaacagtccttatccgaggagttactatagatgcacgactcagaagtgcaacgtgaagaagagagtggagagatcttaccaagacccaacggtcgtcatcacaacctacgagagtcaacacaaccatccgatcccgaccaatcgtcggacagcaatgttctctggaaccaccgcatctgattataacccatcatcgtctccaatattctccgatctcatcatcaatactccaagaagcttctcaaatgatgatctcttccgtgtgccatacgctagtgtgaacgtgaaccctagttatcatcaacagcaacatggatttcatcaacaggagagtgagttcgagctcttgaaggagatgtttccttcggttttcttcaaacaagagccttga
		
	
	 
		 
			 951
			 DNA
			 PAT
			 
				 
					 source
					 1..951
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggaacaaggagatcatcagcagcataagaaagaagaagaagctttgccaccgggtttcagatttcatccgacggatgaggagctaatctcatattacttggttaataagattgccgatcaaaacttcaccgggaaagcaatcgctgacgttgatcttaacaagtccgagccatgggagcttcctgagaaggcgaaaatgggaggaaaagaatggtacttttttagcctccgggaccggaagtacccgacgggagtgaggacgaatagggcgacgaatacaggatattggaaaaccacaggaaaagacaaagagatattcaatagcacaacctcggagttggtcgggatgaagaagactttggtcttttacagaggacgagctcctcgtggggagaagacttgttgggtcatgcatgagtatcgacttcactccaagtcctcatatagaacctccaagcaagacgagtgggtagtgtgtagagtgttcaagaaaacagaagcaaccaagaaatacataagcaccagtagcagcagcacaagtcatcaccacaacaaccacacaagagcctcaatactatcaaccaacaacaataatcctaattactcatcagacctccttcaactcccaccgcatctacaaccacacccgagcctcaatattaaccaatccctcatggcaaacgccgttcacctagctgagctctcaagagtcttccgtgcctctacaagcaccaccatggactcttctcatcagcagctaatgaactacacccacatgcctgtctcagggctcaacctcaaccttggcggtgcactggtccagccgcctcctgttgtgtctcttgaggatgttgccgcggttagtgcttcgtacaatggcgaaaacgggtttggaaatgtggagatgagccagtgcatggacttggatggatactggccatcttattga
		
	
	 
		 
			 807
			 DNA
			 PAT
			 
				 
					 source
					 1..807
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgggtcgtggaaaaatcgagataaagaggatcgagaatgcgaatagcagacaagtcactttttccaagaggcgttctgggttacttaagaaagctcgtgagctctctgttctttgtgatgctgaagttgctgtcatcgtcttctctaagtctggcaagctcttcgagtactccagtactggaatgaagcaaacactttccagatacggtaatcaccagagttcttcagcttctaaagcagaggaggattgtgcagaggtggatattttaaaggatcaactttcaaagcttcaagagaaacatttacaactgcagggcaagggcttgaatcctctgacctttaaagagctgcaaagccttgagcagcaactatatcatgcattgattactgtcagagagcgaaaggaacgattgctgactaaccaacttgaagaatcacgcctcaaggaacaacgagcagagttggaaaacgagaccttgcgtagacaggttcaagaactgaggagctttctcccgtcgttcacccactatgttccatcctacatcaaatgctttgctatagatccaaagaacgctctcataaaccacgacagtaaatgcagcctccagaacaccgattcagacacaactttgcaattagggttgccgggagaggcacatgatagaaggacgaatgaaggagaaagagagagcccgtcaagcgattcagtgacaacaaacacgagcagcgaaactgcagaaagaggggatcagtctagtttagcaaattctccacctgaagccaaaagacaaaggttctctgtttag
		
	
	 
		 
			 738
			 DNA
			 PAT
			 
				 
					 source
					 1..738
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgttgaaaagtgcaagtccaatggcattctacgatatcggagagcagcaatactctactttcgggtacattttaagcaaacctgggaacgcaggagcttacgagattgacccttcgatcccaaacatcgacgatgcgatctacggctcagatgagttccgtatgtacgcttacaaaatcaaacggtgtcctcgtactcgtagccacgactggacggagtgtccctacgctcaccgtggcgagaaagccacacgccgtgatcctcgccgttacacttactgtgcagtcgcatgcccggctttccgaaatggcgcatgccaccgtggcgactcatgcgaattcgcacatggcgtattcgagtactggctccacccggcgcgttaccgaacacgcgcatgtaacgccgggaacttgtgtcagaggaaagtgtgtttctttgcccacgcgccggagcagctaaggcagtctgaaggaaagcacaggtgcaggtacgcatataggccggtgagggctagaggtggtggaaacggcgatggagtgacgatgagaatggacgacgagggttacgacacgtcacggtctccggtgagaagcgggaaagatgatttagatagtaacgaggagaaggtgttgttgaagtgttggagtcggatgagcattgtggatgatcattatgagccgtccgatttggatttggatttgtcacactttgattggatctcagagttggtcgattaa
		
	
	 
		 
			 1080
			 DNA
			 PAT
			 
				 
					 source
					 1..1080
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgtatcaccaaaatctgatttcatcgaccccaaaccaaaattctaatcctcacgattgggatattcaaaatcctttattttccatacatccttcagctgaaataccctcaaaatatccctttatgggtatcacttcttgcccaaacaccaatgtttttgaggaatttcaatataaaataaccaacgatcaaaactttccaacgacctataacaccccattccctgtaatatctgaaggtatatcatacaatatgcatgatgttcaagagaatactatgtgtggttatactgctcacaatcaagggcttatcattggttgtcacgagccagttcttgttcatgccgtggttgagtctcagcaatttaatgtcccacagtcagaggatatcaatttagtatctcagagtgagagggtcacagaagataaggtaatgttcaaaaccgatcataagaagaaagacattattggcaaagggcaatggactcctactgaagacgagttgttggtgagaatggtgaaaagtaaaggaacgaaaaactggacatcaatcgcaaaaatgttccaaggacgagtaggaaaacaatgtcgagagaggtggcataaccatcttcgaccaaacatcaagaaaaatgattggagtgaagaagaagatcaaatacttattgaagtccacaagatagttggcaacaaatggaccgaaattgctaaaagacttcctggacgaagtgaaaatattgttaaaaatcattggaatgctacaaaacgtcgactacactccgtaaggactaagagaagtgatgctttttcccctcgcaacaatgcccttgaaaattacataaggtctatcacaatcaacaacaatgcccttatgaacagagaagttgattctataactgcaaactcggaaattgatagtaccagatgtgagaatattgttgacgaggtgatgaatctgaatctgcacgctacaacgtccgtttatgttccggagcaagcagtgttgacatggggttatgattttacaaaatgttatgaacccatggatgatacatggatgctcatgaatggttggaattaa
		
	
	 
		 
			 348
			 DNA
			 PAT
			 
				 
					 source
					 1..348
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggagggttcgtctacaagccacaaacgcaagaaaaatgacgagcatactaagaagagcaagaaaagacaacatgtgagagccaacaatgtagaaaacaagatggaagagaagagaagtgggagtaatgaagagagtttgggagtttttgagttcccgtggatgaaggagagtatgatctcaacctcacttgattggagtctaccggaatctatgtttccggtcttagatgatggtaatgagatgtttgaagagattagtgatgtgagatggccagtgaaaagggttagtaattataggttggagtttgaggcttttgaatgcatttggacttctattttggattag
		
	
	 
		 
			 750
			 DNA
			 PAT
			 
				 
					 source
					 1..750
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggagggttcgtccaaagggttgaggaaaggtgcatggactgctgaagaagatagtctcttgaggctatgtattgataagtatggagaaggcaaatggcatcaagttcctttgagagctgggctaaatcgatgcagaaagagttgtagactaagatggttgaactatttgaagccaagtatcaagagaggaagacttagcaatgatgaagttgatcttcttcttcgccttcataagcttctaggaaataggtggtccttgattgctggtcgattgcctggtcggaccgctaatgatgtcaaaaattactggaacacccatctgagtaaaaaacatgagtcttcgtgttgtaagtctaaaatgaaaaagaaaaacattatttcccctcctacaacaccggtccaaaaaatcggtgtttttaagcctcgacctcgatccttctctgttaacaatggttgcagccatctcaatggtctgccagaagttgatttaattccttcatgccttggactcaagaaaaataatgtttgtgaaaatagtatcacatgtaacaaagatgatgagaaagatgattttgtgaataatctaatgaatggagataatatgtggttggagaatttactgggggaaaaccaagaagctgatgcgattgttcctgaagcgacgacagctgaacatggggccactttggcgtttgacgttgagcaactttggagtctgtttgatggagagactgttgaacttgattag
		
	
	 
		 
			 1104
			 DNA
			 PAT
			 
				 
					 source
					 1..1104
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgggtcatcactcatgctgcaacaagcaaaaggtgaagagagggctttggtcacctgaagaagacgaaaagctcatcaactacatcaattcatatggccatggatgttggagctctgttcctaaacatgcaggcacttatacacatatacatgggttttgtttgcagagatgtggaaagagttgtagattaagatggataaattatctaagacctgatcttaaacgtggaagcttctctcctcaagaagctgctcttatcattgagcttcacagcattcttggtaacagatgggctcaaattgctaaacatctacctggaagaacagataacgaggtcaagaatttctggaactcgagcattaaaaagaagctcatgtctcaccatcatcacggtcatcatcatcatcatctctcttccatggcgagtttgctcacaaaccttccttatcacaatggattcaaccctactacagtcgacgatgaaagttcaagattcatgtccaatatcatcacaaacactaaccctaatttcatcactccaagccatctctctcttccttctcctcatgttatgaccccattgatgttcccaacctctagagaaggagatttcaagtttctaaccacaaacaacccaaaccaatctcatcaccatgataataaccattacaacaacctcgacattttgtcacccacaccaactataaacaatcatcatcaaccttcactttcttcttgtcctcatgataataatctccaatggccagcgttaccagatttcccagcgagtaccatttctggtttccaagaaacccttcaagattatgatgatgctaataaactcaacgtgtttgtgacaccattcaacgataatgccaaaaagttattatgtggagaagttctcgaaggcaaagtactatcttcctcctcaccaatttcacaagatcacggcctttttcttcccaccacgtacaactttcaaatgacttctacgagtgatcatcaacatcatcatcgagtggactcatacatcaatcacatgatcataccatcatcatcctcatcgtcgccaatctcttgtggacagtacgtcataacttaa
		
	
	 
		 
			 996
			 DNA
			 PAT
			 
				 
					 source
					 1..996
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgtcggttttcgaatcggagacttcgaacttccacgtctacaacaaccacgaaatccaaacgcaaccgcaaatgcaaacgtttctgtcggaggaggaaccggtagggagacagaactcgattttgtcactaactcttgacgaaattcagatgaaaagcggtaagagctttggagcgatgaacatggacgagttcctagcgaacttgtggacaaccgttgaagaaaacgacaacgaaggaggtggggctcacaacgacggagagaagccggcggtgctgccacgtcaagggtcgttgtccctccctgtgcctttatgcaagaaaacggtcgacgaggtttggctcgagatacaaaacggtgtacaacaacatccaccgtcgtcgaattccggtcaaaactccgccgaaaatattcgccggcaacaaacccttggtgagatcactctcgaggattttcttgttaaggctggtgttgtacaagaaccgttgaagacaacgatgaggatgtcgagttctgattttggttataaccccgagtttggagttggtttacattgtcagaaccaaaacaattatggtgataaccggtcggtttatagtgaaaaccgaccgttttactcggttttgggagaatcttcaagctgtatgaccgggaatgggaggagtaatcagtatctgaccggtttagatgcttttcggatcaagaaacggataattgatggtccacctgaaattttgatggagcggagacaacggcgaatgattaaaaaccgcgaatctgcggctcggtctcgagcccggagacaagcttatactgtggaactggagttggaattgaacaacctcacggaagaaaacacgaagctgaaggaaattgtggaggaaaatgagaagaaaagaagacaagagataataagtagaagcaaacaagtgactaaagagaagagcggagacaaattgagaaagattcggaggatggccagtgccgggtggtaa
		
	
	 
		 
			 600
			 DNA
			 PAT
			 
				 
					 source
					 1..600
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggagcagtcagaagagggtcaacagcaacagcaacagggagtgatggattatgtacctcctcatgcttatcagagtgggccagtaaatgcagcttcccatatggcattccaacaagctcaccacttccaccaccaccatcagcagcaacaacagcagcagcttcagatgttctgggctaaccaaatgcaagagatcgagcataccactgatttcaagaaccacacccttcccctagcccgcatcaagaagatcatgaaagctgatgaagatgtgaggatgatctctgcggaggctcctgtgatttttgccaaggcctgtgagatgttcattttggagctcactctacgtgcttggatccacaccgaggagaacaagaggaggaccttgcagaagaacgacatcgccgctgccatttccaggaccgacgtgtttgatttccttgtggacataatcccgagggacgagctgaaagaagaaggtttaggcgtgaccaaagggaccataccatcggtggtgggttccccgccatactattacttgcaacaacaggggatgatgcaacactggccccaggagcaacaccctgatgagtcttaa
		
	
	 
		 
			 579
			 DNA
			 PAT
			 
				 
					 source
					 1..579
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgtcaccacagagaatgaagctatcatcaccaccagttaccaacaacgaaccaaccgccaccgcttctgccgttaaatcttgcggcggaggaggtaaagaaaccagctcatcgaccacgaggcatccagtgtaccacggagttcgcaaacgccgatggggaaaatgggtttctgagatcagagagccccggaaaaagtctcggatttggctcggatcttttccggtgccggagatggctgctaaggcctacgacgtggcagcgttttgtctaaaaggtagaaaagctcagctgaatttccctgaagaaatcgaggatctacctcgaccgtccacgtgtactcccagagatatccaagtcgcagcggccaaagcagccaacgccgtgaagatcatcaaaatgggagatgatgacgtggcaggaatagacgacggagatgatttctgggaaggcattgagctgcctgagcttatgatgagtggaggtgggtggtcgccggagccttttgttgccggagatgatgccacgtggcttgtcgacggagacttgtatcagtatcagttcatggcgtgtctgtga
		
	
	 
		 
			 564
			 DNA
			 PAT
			 
				 
					 source
					 1..564
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgaatctaccaccgggatttaggttttttccgaccgatgaagagctcgtcgttcacttcctccaccggaaagcttccctcttgccttgtcaccctgatgtcatccccgaccttgatctttaccattacgatccttgggaccttcccgggaaagctttgggagaagggaggcaatggtacttctatagtagaaagacacaagagagagtgacaagcaatgggtattggggatcaatgggaatggacgagccaatctacacaagctccacacacaagaaagtgggaatcaaaaagtatctaactttctatctcggagattctcagactaattggatcatgcaagaatattccctcccggattcctcttcttcatctagtcgatcttctaagagatcaagccgtgcttctagttctagtcacaaacccgattatagcaagtgggtgatatgcagagtgtatgagcaaaattgcagtgaggaggaagacgatgatgggacagaactctcatgtttggatgaagtgtttttgtctttagatgatcttgacgaagtaagcttaccgtaa
		
	
	 
		 
			 2178
			 DNA
			 PAT
			 
				 
					 source
					 1..2178
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgtctcagtcaaacatggtaccagtggctaacaacggagacaacaacaacgacaacgaaaacaacaacaacaacaacaacaatggtggaactgacaacactaatgctggaaatgattctggagatcaagatttcgacagtgggaatacctcaagtggcaatcatggagaagggttgggaaacaatcaagctcctcgtcataagaagaaaaaatacaatcgtcacacccaacttcagatttcggagatggaagctttcttcagagagtgtcctcacccagatgacaaacaaaggtacgaccttagcgctcaattgggattggaccctgttcagatcaaattctggttccagaacaaacgcactcaaaacaagaatcaacaagaacgctttgagaactcagaacttcggaatctgaacaaccaccttaggtctgaaaatcagcggttacgagaagctattcatcaagccttatgccctaagtgtggaggccaaactgcaattggcgaaatgaccttcgaagagcaccatcttcgcatcctcaacgctcgtttgactgaagagatcaagcaactttccgtgacagcggaaaagatatcaaggcttacggggataccagtaaggagccatccccgtgtgtctcctcctaatcctcctccaaatttcgagttcgggatgggatctaagggaaatgtcggaaaccactcgagggaaaccactggacctgcagatgctaataccaagccgatcatcatggagttggcatttggagccatggaggagctcttggtgatggctcaagtggctgaaccactgtggatgggaggatttaatggcactagcttagctttgaacttggatgaatacgaaaagacgtttcgcacgggtctcggtcctagacttggcgggtttcgaaccgaggcatccagggaaactgcactcgtggcaatgtgtcctactggcattgttgaaatgctcatgcaagagaatctgtggtcaacaatgtttgccggaattgttggtagagccaggactcatgaacagataatggctgatgctgctggaaacttcaatggaaatctccaaataatgagtgctgagtaccaagtgctttccccgctagtcacaacccgcgaaagctacttcgtccgctactgtaagcaacaaggagagggtttgtgggcggtggtcgatatttccatcgaccatctcctcccaaacatcaacctaaaatgtcgccgccgaccctctggatgtctgattcaagaaatgcatagtggttactccaaggttacatgggtggaacatgtggaagtagatgatgcaggaagttacagcatctttgagaaattaatctgtactggtcaagcttttgctgctaaccgctgggttggtacattggtacgccagtgtgagcggatatctagcatcttgtcgacagattttcaatctgtcgattccggtgatcacataacgctaactaaccatggaaagatgagcatgctgaagatagctgagcggattgcgagaaccttctttgctggaatgaccaatgcgacggggtctacaatattttctggtgttgaaggagaagatatcagagtgatgacaatgaagagcgtgaatgatccaggaaagcctcccggtgtcattatttgtgcagccacttccttttggcttcctgctcctcctaacactgtctttgacttcctcagagaggctactcaccgacacaattgggatgttctctgcaacggagagatgatgcacaagatagcagagattacgaatgggatagacaaaaggaactgtgcaagtttactccggcatggacacactagcaagagcaagatgatgatagttcaagagacttctactgacccaacagcttcatttgtgctttatgcgcctgttgatatgacatcaatggatattactctccatggaggtggtgatcctgactttgtggtgatcctgccttctggttttgctatttttccagatggtacgggtaagcctggaggaaaagaaggaggatcacttttgaccatttccttccaaatgctggttgagtcaggtcctgaggctaggctgagtgttagctctgttgcaactactgagaatctgattcgtacaaccgtgcggaggatcaaagatttgtttccttgtcagactgcttga
		
	
	 
		 
			 822
			 DNA
			 PAT
			 
				 
					 source
					 1..822
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggaggaaggtgggagtagtcacgacgcagagagtagcaagaaactagggagagggaaaatagagataaagaggatagagaacacaacaaatcgtcaagttactttctgcaaacgacgcaatggtcttctcaagaaagcttatgaactctctgtcttgtgtgatgccgaagttgccctcgtcatcttctccactcgtggccgtctctatgagtacgccaacaacagcttcatttatttgttattagaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaacttgtggatctattcaagccatgttgtgaggggtacaattgaaaggtacaagaaagcttgttccgatgccgtcaaccctccttccgtcaccgaagctaatactcagtactatcagcaagaagcctctaagcttcggaggcagattcgagatattcagaattcaaataggcatattgttggggaatcacttggttccttgaacttcaaggaactcaaaaacctagaaggacgtcttgaaaaaggaatcagccgtgtccgctccaaaaagaatgagctgttagtggcagagatagagtatatgcagaagagggaaatggagttgcaacacaataacatgtacctgcgagcaaagatagccgaaggcgccagattgaatccggaccagcaggaatcgagtgtgatacaagggacgacagtttacgaatccggtgtatcttctcatgaccagtcgcagcattataatcggaactatattccggtgaaccttcttgaaccgaatcagcaattctccggccaagaccaacctcctcttcaacttgtgtaa
		
	
	 
		 
			 1014
			 DNA
			 PAT
			 
				 
					 source
					 1..1014
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggaagagaattgcgaggattgcatgaaatgggaagaagaactctactggactcattttcaaactctccatttcactcagctcctccttcctggtttccacaatcgcctcgtcatacctcgaaagttttcaacacactgcaaaaggaagctgcctcagattgtgactctcaaaagtccaagtggcgttacatataatgtgggagtagaggaagatgatgaaaagacaatggcttttcgttttgggtgggacaagtttgtgaaagatcattcgctagaggagaatgatctattggtcttcaagttccatggagtgtctgagtttgaagtgcttgttttcgatggacagactttatgtgagaaacctacttcttatttcgtcaggaaatgtgggcatgcagagaagactaaagcatctcacaccggttatgagcaagaagaacatattaactctgacattgatacagcatctgcccagcttcctgttatatctccaactagtacagtacgagtcagtgaagggaagtatccccttagcggttttaagaagatgcgaagagaattaagtaatgacaatctcgatcaaaaagctgacgtggagatgatttcagctggaagcaataagaaagccttatctctggccaagagagccatttcgccggatggtttcttggtgttcatgaaacgctctcatgtggtatcaaagtgttttctgacaatcccatacaaatggtgcgtgaagaacatgcttatcacacgtcaagaagtggtgatgcaggtggatcaaacgaaatgggagatgaagtttaacattttcggagctcgtggtagtggtgggatttcaaccgggtggaagaaatttgtacaagacaacaacttgcgcgaaggtgatgtctgtgtgtttgagccagccaattctgaaacaaaaccgcttcatctcaatgtctatatattccgtggtgaagaaacggaaagaaccaacaatgttgacccggtttacacaataagtgaataa
		
	
	 
		 
			 1182
			 DNA
			 PAT
			 
				 
					 source
					 1..1182
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggatgtcgtttgtacggaacatcaaatgaggaagccaacggtggagattcctccgagaaagcttcttttatcttccaagagttttccttctgattcttcttcccctcgctcgccgcgtaaacataactggaacaaaagcaacaagattacatctgaacatgaagaagacaacgaagacaacaacagagagaataaagagtactgttatgattctgactctgatgatccttacgcaagtgatcatttccggatgttcgaattcaagatccgtcgttgcactcgtagccgaagccacgattggactgattgtccttttgctcatcccggtgagaaagctcgccgtcgtgaccctcgtcgctttcaatactccggtgaggtttgtcccgagtttcgtcgtggtggtgattgtagccgtggagatgattgtgagtttgctcatggagtcttcgagtgttggctccatcctattcgttaccgtactgaagcttgtaaagacggtaaacactgtaaaaggaaagtctgtttctttgctcattcgccacgtcagcttagggttcttcctccggagaacgtttccggtgtctcagcgtcgccttctcctgcggcgaagaatccatgttgcttgttttgtagcagctctcccacgagcactcttttgggtaatttgtctcatctttctcgatctccgtctctgtctccacctatgtctccggctaataaagccgctgctttttcacggttgaggaaccgcgccgcttctgccgtttccgccgctgcagccgctggttcaatgaactataaagacgttttgagcgagcttgtgaattctttggattccatgagcttagcggaagcgctgcaggcgagttcctcgtcgcccgttacaactccggtttccgctgcggctgccgcgtttgcgtcgtcctgcggtctgagcaatcagcgtctccatctccagcaacaacaaccaagtagccctttgcaatttgctctttcgccttccactccaagttacctaactaactcacctcaggcgaacttcttcagtgatgatttcactcctcgccggagacagatgaacgatttcacggcgatgacggccgttagggagaatactaacattgaggatggttcttgtggtgaccctgatctaggatgggtcaatgatctcttgacttga
		
	
	 
		 
			 789
			 DNA
			 PAT
			 
				 
					 source
					 1..789
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgggttctattagaggaaacattgaagagcctatatctcagtcattaacgaggcagaactctctctatagcttaaagctccatgaggttcaaacccacttaggaagttctggaaaaccactaggaagcatgaaccttgatgagcttctcaagactgtcttgccaccagctgaggaagggcttgttcgtcagggaagcttgacgttacctcgagatctcagtaaaaagacagttgatgaggtctggagagatatccaacaggacaagaatggaaacggtactagtactactactactcataagcagcctacactcggtgaaataacacttgaggatttgttgttgagagctggtgtagtgactgagacagtagtccctcaagaaaatgttgttaacatagcttcaaatgggcaatgggttgagtatcatcatcagcctcaacaacaacaagggtttatgacatatccggtttgcgagatgcaagatatggtgatgatgggtggattatcggatacaccacaagcgcctgggaggaaaagagtagctggagagattgtggagaagactgttgagaggagacagaagaggatgatcaagaacagagaatctgcagcacgttcacgagctaggaaacaggcttatacacatgaattagagatcaaggtttcaaggttagaagaagaaaacgaaaaacttcggaggctaaaggaggtggagaagatcctaccaagtgaaccaccaccagatcctaagtggaagctccggcgaacaaactctgcttctctctga
		
	
	 
		 
			 699
			 DNA
			 PAT
			 
				 
					 source
					 1..699
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgagcaaaatgagaaacctagtagaagaaaagttcctagagttctatgagagttgggttattcaacttgagctatatcttcatcaacttttaattgctcataacaataacactatgagtgagaccgagcttcgacatttgatctcgaagctaactacacatcacaaagcttattatacagccaaatgggcagccataagagaagatgtcttagcttttttcggatcagtttggttaaacccgttagagaatgcttgctcttggttaaccggatggaaaccgtcgatggtgtttcggatggttgataggctgaggaagtcgagagtggtgcttgtggaggctcaggtgaagaaattggaggagctgagagttaagaccaagttcgatgagcaaaaaattgagagagagatggagcggtatcaggtggctatggctgatcggaaaatggtagagctggcgaggcttggatgtcacgtcggaggagaatcggtgatggtggtggaggcagcggtgagaggattatcgatgggtcttgagaaaatggtgaaggctgcggattgtgtgcggctgaaaacgcttaaaggtatattagacattttaactccaccgcaatgcgttgagtttttggcagcggcggctacgtttcaggttcagttacgtcggtggggaaaccgaagacattatgtcactcactcctga
		
	
	 
		 
			 735
			 DNA
			 PAT
			 
				 
					 source
					 1..735
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgtcaataaaccaatactcaagcgatttccactaccattctctcatgtggcaacaacagcagcaacaacaacaacaccaaaacgacgtcgtggaagaaaaagaagctcttttcgagaaacccttaaccccaagtgacgtcggaaaactcaaccgcctcgtcatcccaaaacagcacgccgagagatacttcccactagcggccgccgccgcagacgccgtggagaaaggacttctcctctgctttgaggacgaggaaggtaaaccatggagattcagatactcgtactggaacagtagccagagttatgtcttgaccaaaggctggagcagatacgtcaaggagaagcaccttgacgccggagacgtcgttctcttccatcgacaccgttcagacggcggaagattcttcattggctggagaagacgcggtgactcttcttcctcctccgactcttatcgccatgttcaatccaatgcctcgctccaatattatcctcatgcaggggctcaagcggtggagagccaaagaggcaactcgaagacattaagactgttcggagtgaacatggagtgccagctagattcggactggtccgagccatccacacctgacggttctaacacatatacaaccaatcacgaccagtttcatttctaccctcaacaacaacactatcctcctccgtactacatggacataagtttcacaggagatatgaaccggacgagctag
		
	
	 
		 
			 864
			 DNA
			 PAT
			 
				 
					 source
					 1..864
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggtgactgtaaaccctagccaagctcattgtttgcctatgaaaatgagtctaccgggtttcaatactcttccccacacggcaacaacgataccggtttccatacggagcaataggacgatgtcgttttttgaggatccaacaaagaaggttagaaagccttacactatcaccaaatctagagagaactggacggagcaagaacacgacaagttccttgaagcccttcatctatttgaccgggattggaagaaaataaaggcctttgttggatcaaaaacagtgatacagatacgaagccacgcacagaagtactttctcaaagttcagaagaatgggactaaagaacatctcccacctcctcgaccaaagaggaaagccaatcacccatatccacaaaaagctcctaaatttactctttcttcttcaaacgcattatttcaacatgactacttatacaacactaattcacatccggtgattagcaccacccgtaagcatggattagtgcattgcgatgttagtataccaagttctgttatcaaagaggaatttggtgtctcagagaactgttgcagcactagtagtagtagagataagcagaggactagaatcgttacagagacaaatgaccaagaaagttgtggaaagccacatagagtggcgccaaatttcgctgaagtttacaattttataggaagtgtgtttgatcctaaaacaacaggtcatgtcaagagattaaaggaaatggatccaataaatcttgagacggttctcttactgatgaaaaatttatctgtaaacctgacgagtcccgagtttgatgaacaacggaagttgatatcatcttacaacgccagttag
		
	
	 
		 
			 924
			 DNA
			 PAT
			 
				 
					 source
					 1..924
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggaagaagagcaacctccggccaagaaacgaaacatggggagatctagaaaaggttgcatgaaaggtaaaggcggtccagagaacgccacgtgtactttccgtggagttaggcaacggacttggggtaaatgggtggctgagatccgtgagcctaaccgtgggactcgtctctggctcggcacgtttaatacctcggtcgaggccgccatggcttacgatgaagccgctaagaaactctatggacacgaggctaaactcaacttggtgcacccacaacaacaacaacaagtagtagtgaacagaaacttgtctttttctggccacgggtcgggttcttgggcttataataagaagctcgatatggttcatgggttggaccttggtctcggccaggcaagttgttcacgaggttcttgctcagagagatcgagttttctacaagaagatgatgatcatagtcataatcgatgttcgtcttcaagtggttcgaatctttgttggttattacctaaacaaagtgattcacaagatcaagagaccgttaatgctacgactagttatggcggtgaaggcggtggtggctctacgttaacgttttcgaccaatttgaaaccaaagaatttgatgagtcagaattatggattatacaatggagcttggtctaggtttcttgtggggcaagaaaagaagacggaacatgacgtgtcatcgtcgtgtggatcgtcggacaacaaggagagtatgttggttcctagttgcggcggagagaggatgcataggccggagttggaagagcgaacaggatatttggaaatggatgatcttttggagattgatgatttaggtttgttgattggcaaaaatggagatttcaagaattggtgttgtgaagagtttcaacatccatggaattggttctga
		
	
	 
		 
			 951
			 DNA
			 PAT
			 
				 
					 source
					 1..951
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgtcctcccataccaatctcccctctcccaaaccagttcctaaaccagatcaccgtatctccggtacatcccaaaccaagaaaccaccgtcttcctccgtagctcaagaccaacaaaacctaaaatgccctcgttgcaactctccaaacacaaagttctgttactacaacaactacagtctctctcaacctcgtcacttctgcaaatcttgtcgccgttactggacacgtggcggtgctctaagaaacgtccccatcggtggtggttgccggaaaaccaaaaaatctatcaaacctaattcctccatgaacacacttccttcgtcttcttcctctcagaggttcttctcatcaatcatggaagattcatccaaattcttccctcctccgacaacaatggattttcagctggccggattatctctcaacaaaatgaacgatcttcaacttttgaataaccaagaagttcttgatcttaggcccatgatgtcctcgggccgagaaaacacacccgttgatgtcgggtcgggtttatccctaatgggttttggagatttcaacaacaaccattcaccgacggggttcacaaccgccggagcaagcgacggaaacttagcttcttctatagagactttgagttgtttaaaccaagatttacactggaggcttcagcaacagaggatggcgatgctttttggtaattctaaggaagaaactgttgtcgtcgagaggccacaacctattctttatcggaatcttgagatcgtaaactcatcatcgccgtcgtcgccgacgaagaaaggagataatcagacagagtggtattttggtaataacagtgataatgaaggagtgattagtaataatgctaatacaggaggaggaggaagtgaatggaacaatggaattcaagcttggactgatcttaatcattataatgcattgccttga
		
	
	 
		 
			 346
			 DNA
			 PAT
			 
				 
					 source
					 1..346
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Cauliflower mosaic virus
						
					
				
			
			 tgagacttttcaacaaaggataatttcgggaaacctcctcggattccattgcccagctatctgtcacttcatcgaaaggacagtagaaaaggaaggtggctcctacaaatgccatcattgcgataaaggaaaggctatcattcaagatctctctgccgacagtggtcccaaagatggacccccacccacgaggagcatcgtggaaaaagaagacgttccaaccacgtcttcaaagcaagtggattgatgtgacatctccactgacgtaagggatgacgcacaatcccactatccttcgcaagacccttcctctatataaggaagttcatttcatttggagaggaca
		
	
	 
		 
			 1092
			 DNA
			 PAT
			 
				 
					 source
					 1..1092
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atggataacttcttaccctttccctcttctaacgcaaactctgtccaagaactctctatggatcctaacaacaatcgctcgcacttcacaacagtccctacttatgatcatcatcaggctcagcctcatcacttcttgcctccgttttcatacccggtggagcagatggcggcggtgatgaatcctcagccggtttacttatcggagtgttatcctcagatcccggttacgcaaaccggaagtgaattcggttctctggttggtaatccttgtttgtggcaagagagaggtggttttcttgatccgcgtatgacgaagatggcaaggatcaacaggaaaaacgccatgatgagatcaagaaacaactctagccctaattctagtccaagtgagttggttgattcaaagagacagctgatgatgcttaacttgaaaaataacgtgcagatctccgacaagaaagatagctaccaacagtccacatttgataacaagaagcttagggttttgtgtgagaaggaattgaagaacagcgatgttgggtcactcgggaggatagttctaccaaagagagatgcagaagcaaatcttccgaagctatctgataaagaaggaatcgttgtacagatgagagatgttttctctatgcagtcttggtctttcaaatacaagttttggtccaataacaagagcagaatgtatgtcctcgagaacacaggagaatttgtgaagcaaaatggagctgagataggagactttttaacaatatacgaggacgaaagcaagaatctctacttcgccatgaatggaaattcgggaaaacaaaatgaaggaagagaaaatgagtcgagggaaaggaaccactacgaagaggcaatgcttgattacataccaagagacgaagaggaagcttccattgcaatgctcatcggaaatctaaacgatcactatcccatccctaacgatctcatggacctcaccactgaccttcagcaccatcaagccacgtcctcatcaatgccacctgaggatcacgcgtacgtgggttcatccgatgatcaggtgagctttaacgactttgagtggtggtga
		
	
	 
		 
			 1317
			 DNA
			 PAT
			 
				 
					 source
					 1..1317
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 atgaagaagcgcttaaccacttccacttgttcttcttctccatcttcctctgtttcttcttctactactacttcctctcctattcagtcggaggctccaaggcctaaacgagccaaaagggctaagaaatcttctccttctggtgataaatctcataacccgacaagccctgcttctacccgacgcagctctatctacagaggagtcactagacatagatggactgggagattcgaggctcatctttgggacaaaagctcttggaattcgattcagaacaagaaaggcaaacaagtttatctgggagcatatgacagtgaagaagcagcagcacatacgtacgatctggctgctctcaagtactggggacccgacaccatcttgaattttccggcagagacgtacacaaaggaattggaagaaatgcagagagtgacaaaggaagaatatttggcttctctccgccgccagagcagtggtttctccagaggcgtctctaaatatcgcggcgtcgctaggcatcaccacaacggaagatgggaggctcggatcggaagagtgtttgggaacaagtacttgtacctcggcacctataatacgcaggaggaagctgctgcagcatatgacatggctgcgattgagtatcgaggcgcaaacgcggttactaatttcgacattagtaattacattgaccggttaaagaagaaaggtgttttcccgttccctgtgaaccaagctaaccatcaagagggtattcttgttgaagccaaacaagaagttgaaacgagagaagcgaaggaagagcctagagaagaagtgaaacaacagtacgtggaagaaccaccgcaagaagaagaagagaaggaagaagagaaagcagagcaacaagaagcagagattgtaggatattcagaagaagcagcagtggtcaattgctgcatagactcttcaaccataatggaaatggatcgttgtggggacaacaatgagctggcttggaacttctgtatgatggatacagggttttctccgtttttgactgatcagaatctcgcgaatgagaatcccatagagtatccggagctattcaatgagttagcatttgaggacaacatcgacttcatgttcgatgatgggaagcacgagtgcttgaacttggaaaatctggattgttgcgtggtgggaagagagagcccaccctcttcttcttcaccattgtcttgcttatctactgactctgcttcatcaacaacaacaacaacaacctcggtttcttgtaactatttgtttcagggcttgttcgttggttctgaataa
		
	
	 
		 
			 20
			 DNA
			 PAT
			 
				 
					 source
					 1..20
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gtctgagaatgatgagattg
		
	
	 
		 
			 20
			 DNA
			 PAT
			 
				 
					 source
					 1..20
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gtggatcgtagatttgagtg
		
	
	 
		 
			 20
			 DNA
			 PAT
			 
				 
					 source
					 1..20
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gtggcatgtgctacttgata
		
	
	 
		 
			 20
			 DNA
			 PAT
			 
				 
					 source
					 1..20
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gttaaaatcaacagtatact
		
	
	 
		 
			 596
			 DNA
			 PAT
			 
				 
					 source
					 1..596
					 
						 
							 mol_type
							 genomic DNA
						
						 
							 organism
							 Glycine max
						
					
				
			
			 atttgccgctattaattaatttggtaacagtccgtactaatcagttacttatccttcctccatcataattaatcttggtagtctcgaatgccacaacactgactagtctcttggatcataagaaaaagccaaggaacaaaagaagacaaaacacaatgagagtatcctttgcatagcaatgtctaagttcataaaattcaaacaaaaacgcaatcacacacagtggacatcacttatccactagctgatcaggatcgccgcgtcaagaaaaaaaaactggaccccaaaagccatgcacaacaacacgtactcacaaaggtgtcaatcgagcagcccaaaacattcaccaactcaacccatcatgagccctcacatttgttgtttctaacccaacctcaaactcgtattctcttccgccacctcatttttgtttatttcaacacccgtcaaactgcatgccaccccgtggccaaatgtccatgcatgttaacaagacctgtgactataaatatctgcaatctcggcccaggttttcatcatcaagaaccagttcaatatcctagtacaccgtattaaagaatttaagatatactaac
		
	
	 
		 
			 19
			 DNA
			 PAT
			 
				 
					 source
					 1..19
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 aaccattaagagtgaagtt
		
	
	 
		 
			 19
			 DNA
			 PAT
			 
				 
					 source
					 1..19
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 atcatccaggagaagattc
		
	
	 
		 
			 326
			 AA
			 PAT
			 
				 
					 source
					 1..326
					 
						 
							 mol_type
							 protein
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 MSHEIKDLNNYHYTSSYNHYNINNQNMINLPYVSGPSAYNANMISSSQVGFDLPSKNLSPQGAFELGFELSPSSSDFFNPSLDQENGLYNAYNYNSSQKSHEVVGDGCATIKSEVRVSASPSSSEADHHPGEDSGKIRKKREVRDGGEDDQRSQKVVKTKKKEEKKKEPRVSFMTKTEVDHLEDGYRWRKYGQKAVKNSPYPRSYYRCTTQKCNVKKRVERSYQDPTVVITTYESQHNHPIPTNRRTAMFSGTTASDYNPSSSPIFSDLIINTPRSFSNDDLFRVPYASVNVNPSYHQQQHGFHQQESEFELLKEMFPSVFFKQEP
		
	
	 
		 
			 130
			 AA
			 PAT
			 
				 
					 source
					 1..130
					 
						 
							 mol_type
							 protein
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 MSHEIKDLNNYHYTSSYNHYNINNQNMINLPYVSGPSAYNANMISSSQVGFDLPSKNLSPQGAFELGFELSPSSSDFFNPSLDQENGLYNAYNYNSSQKSHEVVGDGCATIKSEFRQDPEEKRSSRWRRR
		
	
	 
		 
			 20
			 DNA
			 PAT
			 
				 
					 source
					 1..20
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 cgaaaatgggaggaaaagaa
		
	
	 
		 
			 20
			 DNA
			 PAT
			 
				 
					 source
					 1..20
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 ggtcgggatgaagaagactt
		
	
	 
		 
			 316
			 AA
			 PAT
			 
				 
					 source
					 1..316
					 
						 
							 mol_type
							 protein
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 MEQGDHQQHKKEEEALPPGFRFHPTDEELISYYLVNKIADQNFTGKAIADVDLNKSEPWELPEKAKMGGKEWYFFSLRDRKYPTGVRTNRATNTGYWKTTGKDKEIFNSTTSELVGMKKTLVFYRGRAPRGEKTCWVMHEYRLHSKSSYRTSKQDEWVVCRVFKKTEATKKYISTSSSSTSHHHNNHTRASILSTNNNNPNYSSDLLQLPPHLQPHPSLNINQSLMANAVHLAELSRVFRASTSTTMDSSHQQLMNYTHMPVSGLNLNLGGALVQPPPVVSLEDVAAVSASYNGENGFGNVEMSQCMDLDGYWPSY
		
	
	 
		 
			 108
			 AA
			 PAT
			 
				 
					 source
					 1..108
					 
						 
							 mol_type
							 protein
						
						 
							 organism
							 Arabidopsis thaliana
						
					
				
			
			 MEQGDHQQHKKEEEALPPGFRFHPTDEELISYYLVNKIADQNFTGKAIADVDLNKSEPWELPEKAKMGGKLWSFTEDELLVGRRLVGSCMSIDFTPSPHIEPPSKTSG
		
	



문서
서지사항 1
요 약 1
대 표 도 1
청구범위 3
발명의 설명 4
 기 술 분 야 4
 배 경 기 술 4
 발명의 내용 5
  해결하려는 과제 5
  과제의 해결 수단 5
  발명의 효과 6
 도면의 간단한 설명 6
 발명을 실시하기 위한 구체적인 내용 7
도면 14
 도면1 14
 도면2 15
 도면3 15
 도면4 16
 도면5 16
 도면6 17
 도면7 18
 도면8a 18
 도면8b 18
 도면8c 18
 도면8d 19
 도면8e 19
 도면9 20
 도면10 20
 도면11 20
 도면12 21
 도면13 21
 도면14a 22
 도면14b 22
 도면14c 23
 도면14d 23
 도면14e 24
 도면15 25
 도면16a 25
 도면16b 26
 도면16c 26
 도면16d 27
 도면16e 27
 도면17 28
 도면18 29
 도면19 30
 도면20 30
 도면21 31
 도면22 31
 도면23 32
 도면24 33
 도면25 34
 도면26 35
 도면27 36
서 열 목 록 36
	서열목록: 


