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MLAARLVCLRTLPSRVFHPAFTKASPVVKNSITKNOWLLTPSREYATKTRIGIRRGRTGOEL 
KEAALEPSMEKIFKIDOMGRWFVAGGAAVGLGALCYYGLGLSNEIGAIEKAVIWPOYVKDRI 
HSTYMYLAGSIGLTALSAIAISRTPVLMNFMMRGSWVTIGVT FAAMVGAGMLVRSIPYDOSP 
GPKHLAWLLHSGVMGAVVAPLTILGGPLLIRAAWYTAGIWGGLSTVAMCAPSEKELNMGAPL 
GVGLGLVFWSSLGSMELPPTTVAGATLYSWAMYGGLVLFSMFILLYDTOKVIKRAEVSPMYGV 
OKYDPINSMLSIYMDTLNIFMRVATMLATGGNRKK 
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FIGURE 1 

CGGACGCGTGGGTGCGAGGCGAAGGTGACCGGGGACCGAGCATTTCAGATCTGCTCGGTAGA 
CCTGGTGCACCACCACCATGTTGGCTGCAAGGCTGGTGTGTCTCCGGACACTACCTTCTAGG 
GTTTTCCACCCAGCTTTCACCAAGGCCTCCCCTGTTGTGAAGAATTCCATCACGAAGAATCA 
ATGGCTGTTAACACCTAGCAGGGAATATGCCACCAAAACAAGAATTGGGATCCGGCGTGGGA 
GAACTGGCCAAGAACT CAAAGAGGCAGCATTGGAACCATCGATGGAAAAAATATTTAAAATT 
GATCAGATGGGAAGATGGTTTGTTGCTGGAGGGGCTGCTGTTGGTCTTGGAGCATTGTGCTA 
CTATGGCTTGGGACTGTCTAATGAGATTGGAGCTATTGAAAAGGCTGTAATTTGGCCTCAGT 
ATGTCAAGGATAGAATTCATTCCACCTATATGTACTTAGCAGGGAGTATTGGTTTAACAGCT 
TTGTCTGCCATAGCAATCAGCAGAACGCCTGTTCTCATGAACTTCATGATGAGAGGCTCTTG 
GGTGACAATTGGTGTGACCTTTGCAGCCATGGTTGGAGCTGGAATGCTGGTACGATCAATAC 
CATATGACCAGAGCCCAGGCCCAAAGCATCTTGCTTGGTTGCTACATTCTGGTGTGATGGGT 
GCAGTGGTGGCTCCTCTGACAATATTAGGGGGTCCTCTTCTCATCAGAGCTGCATGGTACAC 
AGCTGGCATTGTGGGAGGCCTCTCCACTGTGGCCATGTGGCGCCCAGTGAAAAGTTTCTGA 
ACATGGGTGCACCCCTGGGAGTGGGCCTGGGTCTCGTCTTT GTGTCCTCATTGGGACTATG 
TTTCTTCCACCTACCACCGTGGCTGGTGCCACTCTTTACT CAGTGGCAATGTACGGTGGATT 
AGTTCTTTTCAGCATGTTCCTTCTGTATGATACCCAGAAAGTAATCAAGCGTGCAGAAGTAT 
CACCAATGTATGGAGTTCAAAAATATGATCCCATTAACTCGATGCTGAGTATCTACATGGAT 
ACATTAAATATATTTATGCGAGTTGCAACTATGCTGGCAACTGGAGGCAACAGAAAGAAATG 
AAGTGACTCAGCTTCTGGCTTCTCTGCTACATCAAATATCTTGTTTAATGGGGCAGATATGC 
ATTAAAAGTTTGTACAAGCAGCTTTCGTTGAAGTTTAGAAGATAAGAAACATGTCATCATA 
TTTAAATGTTCCGGTAATGTGATGCCT CAGGTCTGCCTTTTTTTCTGGAGAATAAATGCAGT 
AATCCTCTCCCAAATAAGCACACACATTTTCAATTCTCATGTTTGAGTGATTTTAAAATGTT 
TTGGTGAATGTGAAAACTAAAGTTTGTGTCATGAGAATGTAAGTCTTTTTTCTACTTTAAAA 
TTTAGTAGGTTCACTGAGTAACTAAAATTTAG CAAACCTGTGTTTGCATATTTTTTTGGAGT 
GCAGAATATTGTAATTAATGTCATAAGTGATTTGGAGCTTTGGTAAAGGGACCAGAGAGAAG 
GAGT CACCTGCAGTCTTTTGTTTTTTTAAATACTTAGAACTTAGCACTTGTGTTATTGATTA 
GTGAGGAGCCAGTAAGAAACATCGGGTATTTGGAAACAAGTGGTCATTGTTACATTCATTT 
GCTGAACTTAACAAAACTGTTCATCCTGAAACAGGCACAGGTGATGCATTCTCCTGCTGTTG 
CTTCTCAGTGCTCTCTTTCCAATATAGATGTGGTCATGTTTGACTTGTACAGAATGTTAATC 
ATACAGAGAATCCTTGATGGAATTATATATGTGTGTTTTACTTTTGAATGTTACAAAAGGAA 
ATAACTTTAAAACTATTCT CAAGAGAAAATATTCAAAGCATGAAATATGTTGCTTTTTCCAG 
AATACAAACAGTATACT CATG 
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FIGURE 2 

MLAARLVCLRTLPSRV FHPAFTKASPVVKNSITKNOWLLTPSREYATKTRIGIRRGRT GOEL 
KEAAI, EPSMEKT FKT DOMGRWFVAGGAAVGLGALCYYGLGLSNEIGAIEKAVIWPOYVKDRI 
HSTYMYLAGSIGLTALSAIAISRTPVLMNEMMRGSWVTIGVT FAAMVGAGMLVRSTPYDOSP 
GPKHLAWLLHSGVMGAVVAPLTIGGPLILRAAWYTAGIWGGLSTWAMCAPSEKFLNMGAPL 
GVGLGLVFVSSLGSMELPPTTVAGATLYSWAMYGGLVI, FSMFILLYDTOKVIKRAEVSPMYGV 
QKYDPINSMLSIYMDTLNIFMRVATMLATGGNRKK 
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FIGURE 3 
CCAATCGCCCGGTGCGGTGGTGCAGGGICTCGGGCTAGTCATGGCGTCCCCGTCTCGGAGACTGCAGACTAAAC 
CAGTCATTACTTGTTTCAAGACCCTTCTGCTAATCTACACTTTTATTTTCTGGATCACTGGCGTTATCCTTCTT 
GCAGTTGGCATTTGGGGCAAGGTGAGCCTGGAGAATTACTTTTCTCTTTTAAATGAGAAGGCCACCAATGTCCC 
CTTCGTGCTCATTGCTACTGGTACCGTCATTATTCTTTTGGGCACCTTTGGTTGTTTTGCTACCTGCCGAGCTT 
CTGCATGGATGCTAAAACTGTATGCAATGTTTCTGACTCTCGTTTTTTTGGTCGAACTGGTCGCTGCCATCGTA 
GGATTTGTTTTCAGACATGAGATTAAGAACAGCTTTAAGAATAATTATGAGAAGGCTTTGAAGCAGTATAACTC 
TACAGGAGATTATAGAAGCCATGCAGTAGACAAGATCCAAAATACGTTGCATGTGTGGTGTCACCGATTATA 
GAGATTGGACAGATACTAATTATTACTCAGAAAAAGGATTTCCTAAGAGTTGCTGTAAACTTGAAGATTGTACT 
CCACAGAGAGATGCACACAAAGAAACAATGAAGGTTGTTTATAAAGGGAGACCATTATAGAGTCAGAAAT 
GGGAGTCGTTCCAGGAATTTCCTTTGGAGTTGCTTGCTTCCAACTGATTGGAATCTTTCTCGCCTACTGCCWCT 
CTCGTGCCATAACAAATAACCAGTATGAGATAGTGTAACCCAATGTATCTG'I'GGGCCTATTCCTCTCTACCTTT 
AAGGACATTTAGGGTCCCCCCTGTGAATTAGAAAGTTGCTTGGCTGGAGAACTGACAACACTACTTACTGATAG 
ACCAAAAAACTACACCAGTAGGTTGATTCAATCAAGATGTATGTAGACCTAAAACTACACCAATAGGCTGATTC 
AATCAAGATCCGTGCTCGCAGTGGGCTGATTCAATCAAGATGTATGTTTGCTATGTTCTAAGTCCACCTTCTAT 
CCCATTCATGTTAGATCGTTGAAACCCTGTATCCCTCTGAAACACTGGAAGAGCTAGTAAATTGTAAATGAAGT 
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FIGURE 4 

MASPSRRLQTKPVITCFKSVLLIYTFIFWITGVILLAVGIWGKVSLENYFSLLNEKATNVPF 
VLIATGTVIILLGTFGCFATCRASAWMLKLYAMFLTLVFLVELVAAIWGFVFRHEIKNSFKN 
NYEKALKOYNSTGDYRSHAVDKIONTLHCCGVTDYRDWTDTNYYSEKGFPKSCCKLEDCTPQ 
RDADKVNNEGCFIKVMTIESEMGVVAGISFGVACFOLIGIFLAYCXSRATNNOYEIV 

Important features of the protein: 
Signal peptide : 
amino acids 1-42 

Transmembrane domains : 
amino acids 19-42, 61-83, 92-114, 209-230, 

N-glycosylation site. 
amino acids 134 - 138 

Tyrosine kinase phosphorylation site. 
amino acids 160-168, 160-169 

N-myristoylation site. 
amino acids 75-81, 78-84, 210-216, 214-220, 226-232 

Prokaryotic membrane lipoprotein lipid attachment site. 
amino acids 69-8O, 21-222 
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FIGURES 
GGGGCCGCGGTCTAGGGCGGCTACGTGTGTTGCCATAGCGACCATTTTGCATTAACTGGTTG 
GTAGCTTCTATCCTGGGGGCTGAGCGACTGCGGGCCAGCTCTTCCCCTACTCCCTCTCGGCT 
CCTTGTGGCCCAAAGGCCTAACCGGGGTCCGGCGGTCTGGCCTAGGGATCTTCCCCGTTGCC 
CCTTTGGGGCGGGATGGCTGCGGAAGAAGAAGACGAGGTGGAGTGGGTAGTGGAGAGCATCG 
CGGGGTTCCTGCGAGGCCCAGACTGGTCCATCCCCATCTTGGACTTTGTGGAACAGAAATGT 
GAAGTTAACTGCAAAGGAGGGCATGTGATAACTCCAGGAAGCCCAGAGCCGGTGATTTTGGT 
GGCCTGTGTTCCCCTTGTTTTTGATGATGAAGAAGAAAGCAAATTGACCTATACAGAGA'''C 
ATCAGGAATACAAAGAACTAGTTGAAAAGCTGTTAGAAGGTTACCT CAAAGAAATTGGAATT 
AATGAAGAT CAATTTCAAGAAGCATGCACTTCTCCTCTTGCAAAGACCCATACATCACAGGC 
CATTTTGCAACCTGTGTTGGCAGCAGAAGATTTTACTATCTTTAAAGCAATGATGGTCCAGA 
AAAACATTGAAATGCAGCTGCAAGCCATTCGAATAATTCAAGAGAGAAATGGTGTATTACCT 
GACTGCTTAACCGATGGCTCTGATGTGGTCAGTGACCTTGAACACGAAGAGATGAAAATCCT 
GAGGGAAGTTCTTAGAAAATCAAAAGAGGAATATGACCAGGAAGAAGAAAGGAAGAGGAAAA 
AACAGTTATCAGAGGCTAAAACAGAAGAGCCCACAGTGCATTCCAGTGAAGCTGCAATAATG 
AATAATTCCCAAGGGGATGGTGAACATTTT GCACACCCACCCTCAGAAGTTAAAATGCATTT 
TGCTAATCAGTCAATAGAACCTTTGGGAAGAAAAGTGGAAAGGTCTGAAACTTCCTCCCTCC 
CACAAAAAGGCCTGAAGATTCCTGGCTTAGAGCATGCGAGCATTGAAGGACCAATAGCAAAC 
TTATCAGTACTTGGAACAGAAGAACTTCGGCAACGAGA ACACTATCTCAAGCAGAAGAGAGA 
TAAGTTGATGTCCATGAGAAAGGATATGAGGACTAAACAGATACAAAATATGGAGCAGAAAG 
GAAAACCCACTGGGGAGGTAGAGGAAATGACAGAGAAACCAGAAATGACAGCAGAGGAGAAG 
CAAACATTACTAAAGAGGAGATTGCTTGCAGAGAAACT CAAAGAAGAAGTTATTAATAAGTA 
ATAATTAAGAACAATTTAACAAAATGGAAGTTCAAATTGTCTTAAAAATAAATTATTTAGTC 
CTTACACTG 
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FIGURE 6 

MAAEEEDEVEWVVESIAGFLRGPDWSIPILDFVEQKCEVNCKGGHVITPGSPEPVILVACVP 
LVFDDEEESKLTYTEIHQEYKELVEKLLEGYLKEIGINEDQFQEACTSPLAKTHTSQAILQP 
VLAAEDFTIFKAMMVOKNIEMQLQAIRIIQERNGVLPDCLTDGSDVVSDLEHEEMKILREVI, 
RKSKEEYDQEEERKRKKQLSEAKTEEPTVHSSEAAIMNNSQGDGEHFAHPPSEVKMHFANOS 
IEPLGRKVERSETSSLPQKGLKIPGLEHASTEGPIANLSVLGTEERQREHYLKQKRDKLMS 
MRKDMRTKQIQNMEQKGKPTGEVEEMTEKPEMTAEEKOTLLKRRLLAEKLKEEVINK 

N-glycosylation sites. 
amino acids 224-228, 246-250, 285-289 

N-myristoylation site. 
anino acids 273-279 

Amidation site. 
amino acids 252-256 

Cytosolic fatty-acid binding proteins. 
amino acids 78-108 





Patent Application Publication Oct. 2, 2003 Sheet 8 of 115 US 2003/0186372 A1 

FIGURE 8 

Signal Peptide : 
Amino acids 1-30 

Transmembrane: 
Amino a Cids 98-212 

MAPHGPGSLTTLVPWAAALLIALGVERALALPEICTQCPGSVONLSKVAFYCKTTRELMLHA 
RCCLNQKGTILGLDLQNCSLEDPGPNFHQAHTTVITDLOAN PLKGDLANTFRGFTQLQTLIL 
POHVNCPGGINAWNTITSYIDNQICQGQKNLCNNTGDPEMCPENGSCVPDGPGLLOCVCADG 
FHGYKCMRQGSFSLLMFFGILGATTLSVSTLLWATQRRKAKTS 
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FIGURE 10 

MAPARTMARARLAPAGIPAVALWLLCTLGLQGTOAGPPPAPPGT, PAGADCLNSFTAGVPGFV 
LDTNASVSNGATFT, ESPTVRRGW DCVRACCTTONCNIALVELOPDRGE DAIAACFLINCLYE 
QNFVCKFAPREGFINYLTREVYRSYRQLRTOGFGGSGIPKAWAGIDLKVQPQEPLVLKDVEN 
TDWRLLRGDTDVRVERKDPNOVELWGLKEGTYLFOLTWTSSDHPEDTANVTVTVLSTKOTED 
YCLASNKVGRCRGSFPRWYYDPTEQICKSFWYGGCLGNKNNYLREEECILACRGVOGGPLRG 
SSGAQATFPQGPSMERRHPVCSGTCQPTQFRCSNGCCI DSFLECDDTPNCPDASDEAACEKY 
TSGFDELQRIHFPSDKGHCVDLPDTGLCKESIPRWYYNPFSEHCARETYGGCYGNKNNFEEE 
QQCLESCRGISKKDVFGLRREIPIPSTGSVEMAVTVFLVICIVVVVAILGYCFFKNORKDFH 
GHHHHPPPTPASSTVSTTEDTEHLVYNHTTRPL 

signal sequence: 
Amino acids 1-35 

transmembrane domain : 
Amino acids 466 - 483 

N-glycosylation sites: 
Amino acids 66-70; 235-239; 523-527 

N-myristoylation sites: 
Amino acids 29-35; 43-49; 161-167; 212-218; 281-287; 282-288; 285-291; 
31O-316; 313-319; 422-428; 423-4 29; 426-432 

Cell attachment sequence: 
Amino acids 193-199 

Pancreatic trypsin inhibitor (Kunitz) family signatures: 
Amino acids 278-298; 419-438 
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FIGURE 14 
></usr/seqdb2/sst/DNA/Dnaseqs, min/ss. DNA44189 
><subunit l of 1, 412 aa 1 stop 
><MW: 46658, pI: 6.65, NX (S/T) : 4 
MGLHLRPYRVGLI, PDGLI, FL,L,L,LLMLLADEPALPAGRHPPVVLVPGDLGNOLEAKLDKPTV 
VHYLCSKKTESYFTIWLNLELLLPVIIDCWIDNIRLVYNKTSRATOFPDGV DVRVPGFGK 
TESLEFLOPSKSSWGSY FHTMVESLVGWGYTRGEDVRGAPYDWRRAPNENGPYFLALREM 
IEEMYOLYGGPVVLVAHSMGNMYTLY FLQRQPQAWKDKYIRAFVSLGAPWGGVAKTLRVI. 
ASGDNNRT PVIGPL, KIREOORSAVSTSWLLPYNYTWSPEKVFWOTPTINYTLRDYRKFFO 
DIGFEDGWLMRODTEGLVEATMPPGVOLHCLYGTGV PTPDSFYYESFPDRDPKICFG DG D 
GTVNLKSALOCOAWOSROEHOVLLOELPGSEHIEMLANATTLAYLKRVI, LGP 

Signal peptide : 
Amino acids 1-28 

Potential lipid substrate binding site : 
Amino acids 147-64 

N-glycosylation sites : 
AIIino acids 99-103; 273-277; 289-293; 398-402 

Lipases, serine proteins family: 
Amino acids 189-2O2 

Beta-transducin family Trp-Asp repeat: 
Amino acids 353 - 366 

Tyrosine kinase phosphorylation site: 
Amino acids 165-17 A; 78-186 

N-myristoylation sites : 
Amino acids 20 O-206; 227-233; 232-238; 31 6-322 
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FIGURE 1 

></usr/seqClb2/s st/DNA/Dnaseqs.min / ss. DNA48303 
><subunit 1 of 1, 274 aa, 1 stop 
><MW: 30754, pI: 7.77, NX (S/T) : 0 
MASMAAVLTWALALLSAFSATOARKGFWDYFSQTSGDKGRVEQIHQQKMAREPATLKDSL 
EQDLNNMNKFLEKLRPLSGSEAPRLPQDPVGMRRQLQEELEEVKARLQPYMAEAHELVGW 
NLEGLRQOLKPYTMDLMEQVALRVOELQEQLRVVGEDTKAOLLGGVDEAWALLOGLQSRV 
VHHTGRFKELFHPYAESLVSGIGRHVOELHRSWAPHAPASPARLSRCVQVLSRKLTLKAK 
ALHARIOONLDQLREELSRAFAGTGTEEGAGPDP 

Important features of the protein : 
Signal peptide : 
Amino acids 1-23 

Glycosaminoglycan attachment site: 
Amino acids 2OO-204 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Anino acids 233-237 

N-myristoylation sites: 
Amino acids 165-171; 265-271 
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FIGURE 17 

CTAAGAGGACAAGATGAGGCCCGGCCTCTCATTTCTCCTAGCCCTTCTGTTCTTCCTTGGCC 
AAGCTGCAGGGGATTTGGGGGATGTGGGACCTCCAATTCCCAGCCCCGGCTTCAGCTCTTTC 
CCAGGTGTTGACTCCAGCTCCAGCTTCAGCTCCAGCTCCAGGTCGGGCTCCAGCTCCAGCCG 
CAGCTTAGGCAGCGGAGGTTCTGTGTCCCAGTTGTTTTCCAATTTCACCGGCTCCGTGGATG 
ACCGTGGGACCTGCCAGTGCTCTGTTTCCCTGCCAGACACCACCTTTCCCGTGGACAGAGTG 
GAACGCTTGGAATTCACAGCTCATGTTCTTTCTCAGAAGTTTGAGAAAGAACTTTCTAAAGTG 
AGGGAATATGTCCAATTAATTAGTGTGTATGAAAAGAAACTGTTAAACCTAACTGTCCGAAT 
TGACATCATGGAGAAGGATACCATTTCTTACACTGAACTGGACTTCGAGCTGATCAAGGTAG 
AAGTGAAGGAGATGGAAAAACTGGTCATACAGCTGAAGGAGAGTTTTGGTGGAAGCTCAGAA 
ATTGTTGACCAGCTGGAGGTGGAGATAAGAAATATGACTCTCTTGGTAGAGAAGCTTGAGAC 
ACTAGACAAAAACAATGTCCTTGCCATTCGCCGAGAAATCGTGGCTCTGAAGACCAAGCTGA 
AAGAGTGTGAGGCCTCTAAAGATCAAAACACCCCTGTCGTCCACCCTCCTCCCACTCCAGGG 
AGCTGTGGTCATGGTGGTGTGGTGAACATCAGCAAACCGTCTGTGGTTCAGCTCAACTGGAG 
AGGGTTTTCTTATCTATATGGTGCTTGGGGTAGGGATTACTCTCCCCAGCATCCAAACAAAG 
GACTGTATTGGGTGGCGCCATTGAATACAGATGGGAGACTGTTGGAGTATTATAGACTGTAC 
AACACACTGGATGATTTGCTATTGTATATAAATGCTCGAGAGT"TGCGGAT CACCTATGGCCA 
AGGTAGTGGTACAGCAGTTTACAACAACAACATGTACGTCA ACATGTACAACACCGGGAATA 
TTGCCAGAGTTAACCTGACCACCAACACGATTGCTGTGACT CAAACTCTCCCTAATGCTGCC 
TATAATAACCGCTTTTCATATGCTAATGTTGCTTGGCAAGATATTGACTTTGCTGTGGATGA 
GAATGGATTGTGGGTTATTTATTCAACTGAAGCCAGCACTGGTAACATGGTGATTAGTAAAC 
TCAATGACACCACACTTCAGGTGCTAAACACTTGGTATACCAAGCAGTATAAACCATCTGCT 
TCTAACGCCTTCATGGTATGTGGGGTTCTGTATGCCACCCGTACTATGAACACCAGAACAGA 
AGAGATTTTTTACTATTATGACACAAACACAGGGAAAGAGGGCAAACTAGACATTGTAATGC 
ATAAGATGCAGGAAAAAGTGCAGAGCATTAACTATAACCCTTTTGACCAGAAACTTTATGTC 
TATAACGATGGTTACCTTCTGAATTATGATCTTTCTGTCTTGCAGAAGCCCCAGTAAGCTGT 
TTAGGAGTTAGGGTGAAAGAGAAAATGTTTGTTGAAAAAATAGTCTTCTCCACTTACTTAGA 
TATCTGCAGGGGTGTCTAAAAGTGTGTTCATTTTGCAGCAATGTTTAGGTGCATAGTTCTAC 
CACACTAGAGATCTAGGACATTTGTCTTGATTTGGTGAGTTCTCTTGGGAATCATCTGCCTC 
TTCAGGCGCATTTTGCAATAAAGTCTGTCTAGGGTGGGATTGTCAGAGGTCTAGGGGCACTG 
TGGGCCTAGTGAAGCCTACTGTGAGGAGGCTTCACTAGAAGCCTTAAATTAGGAATTAAGGA 
ACTTAAAACT CAGTATGGCGTCTAGGGATTCTTTGTACAGGAAATATTGCCCAATGACTAGT 
CCT CATCCATGTAGCACCACTAATTCTTCCATGCCTGGAAGAAACCTGGGGACTTAGTTAGG 
TAGATTAATATCTGGAGCTCCTCGAGGGACCAAATCTCCAACTTTTTTTTCCCCTCACTAGC 
ACCTGGAATGATGCTTTGTATGTGGCAGATAAGTAAATTTGGCATGCTTATATATTCTACAT 
CTGTAAAGTGCTGAGTTTTATGGAGAGAGGCCTTTTTATGCATTAAATTGTACATGGCAAATAA 
ATCCCAGAAGGATCTGTAGATGAGGCACCTGCTTTTTCTTTTCTCTCATTGTCCACCTTACT 
AAAAGTCAGTAGAATCTTCTAC CTCATAACTTCCTTCCAAAGGCAGCTCAGAAGATTAGAAC 
CAGACTTACTAACCAATTCCACCCCCCACCAACCCCCTTCTACTGCCTACTTTAAAAAAATT 
AATAGTTTTCTATGGAACTGATCTAAGATTAGAAAAATTAATTTTCTTTAATTTCATTATGG 
ACTTTTATTTACATGACTCTAAGACTATAAGAAAATCTGATGGCAGTGACAAAGTGCTAGCA 
TTTATTGTTATCTAATAAAGACCTTGGAGCATATGTCCAACTTATGAGTGTATCAGTTGTTG 
CATGTAATTTTTGCCTTTGTTTAAGCCTGGAACTTGTAAGAAAATGAAAATTTAATTTTTTT 
TTCTAGGACGAGCTATAGAAAAGCTATTGAGAGTATCTAGT'TAATCAGTGCAGTAGTTGGAA 
ACCTTGCTGGTGTATGTGATGTGCTTCTGTGCTTTTGAATGACTTTATCATCTAGTCTTTGT 
CTATTTTTCCTTTGATGTTCAAGTCCTAGTCTATAGGATTGGCAGTTTAAATGCTTTACTCC 
CCCTTTTAAAATAAATGATTAAAATGTGCTTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 18 
</usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA48320 
<subunit 1 of 1, 510 aa, 1 stop 
<MW: 57 280, pI : 5. 61, NX (S/T) : 6 
MRPGLSFLLALLFFLGQAAGDLGDVGPPIPSPGFSSFPGVDSSSSFSSSSRSGSSSSRSL 
GSGGSVSQLFSNFTGSVDDRGTCQCSVSL PDTTFPVDRVERLEFTAHVLSOKFEKELSKV 
REYVOLISVYEKKLLNLTVRIDIMEKDTISYTELDFELIKVEVKEMEKLVIQLKESFGGS 
SEIVDQLEVEIRNMTLLVEKLETI, DKNNVLAIRREIVALKTKLKECEASKDONTPVVHPP 
PTPGSCGHGGVVNISKPSVVOLNWRGFSYLYGAWGRDYSPQHPNKGLYWVAPLNTDGRLL 
EYYRLYNTLDDLLLYINARELRITYGQGSGTAVYNNNMYVNMYNTGNIARVNLTTNTIAV 
TQTLPNAAYNNRFSYANVAWQDIDFAVDENGLWVIYSTEASTGNMVISKLNDTTLOVLNT 
WYTKQYKPSASNAFMVCGVLYATRTMNTRTEEIFYYYDTNTGKEGKLDIVMHKMQEKVOS 
INYNPFDQKLYWYNDGYLLNYDLSVLQKPQ 

Important features: 
Signal peptide : 
Amino acids 1-2O 

N-glycosylation sites: 
Amino acids 72-76; 13 6-140; 193-197; 253-257; 352-356; 

411-415 

Tyrosine kinase phosphorylation site: 
Amino acids 4 49 - 457 

N-myristoylation sites: 
Amino acids 16-22; 39-45; 53-59; 61-67; 63- 69; 81-87; 

249-255 ; 326-332; 328-334; 438-444 

Legume lectins beta-chain proteins: 
Amino acids 20-40 

HBGF/FGF family proteins: 
Amino acids 338-366 
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FIGURE 19 

GCACCGCAGACGGCGCGGATCGCAGGGAGCCGGTCCGCCGCCGGAACGGGAGCCTGGGTGTG 
CGTGTGGAGTCCGGACTCGTGGGAGACGATCGCGATGAACACGGTGCTGTCGCGGGCGAACT 
CACTGTTCGCCTTCTCGCTGAGCGTGATGGCGGCGCTCACCTTCGGCTGCTTCATCACCACC 
GCCTTCAAAGACAGGAGCGTCCCGGTGCGGCTGCACGTCTCGCGGATCATGCTAAAAAATGT 
AGAAGATTTCACTGGACCTAGAGAAAGAAGTGATCTGGGATTTATCACATTTGATATAACTG 
CTGATCTAGAGAATATATTTGATTGGAATGTTAAGCAGTTGTTTCTTTATTTATCAGCAGAA 
TATTCAACAAAAAATAATGCTCTGAACCAAGTTGTCCTATGGGACAAGATTGTTTTGAGAGG 
TGATAATCCGAAGCTGCTGCTGAAAGATATGAAAACAAAATATTTTTTCTTTGACGATGGAA 
ATGGTCT CAAGGGAAACAGGAATGTCACTTTGACCCTGTCTTGGAACGTCGTACCAAATGCT 
GGAATTCTACCTCTTGTGACAGGATCAGGACACGTATCTGTCCCATTTCCAGATACATATGA 
AATAACGAAGAGTTATTAAATTATTCTGAATTTGAAACAAAAA 
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FIGURE 20 

></usr/seqdb2/s st/DNA/Dnaseqs.min / ss. DNA56049 
><subunit 1 of 1, 180 aa, 1 stop 
><MW: 20313, pI: 8.91, NX (S/T) : 1 
MNTVLSRANSLFAFSLSVMAALTFGCFITTAFKDRSVPVRLHVSRIMLKNVEDFTGPRER 
SDLGFTTFDITADLENIFDWNVKOLFLYLSAEYSTKNNALNOVVLWDKIVLRGDNPKLLL 
KDMKTKY FEFDDGNGLKGNRNVTLTLSWNVVPNAGILPLVTGSGHVSVPFPDTYEITKSY 

Important features of the protein: 
Signal peptide : 
Amino acids 1-25 

Transmembrane domain : 
Amino acids 149-164 

N-glycosylation site: 
Amino acids 141-45 

N-myristoylation sites: 
Amino acids 25-31; 135-141 

Cell attachment sequence: 
Amino acids 11 2-115 

TonB-dependent receptor proteins signature 1 : 
Amino acids 1-21 
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FIGURE 21 

AAACTTGACGCCATGAAGATCCCGGTCCTTCCTGCCGTGGTGCTCCTCTCCCTCCTGGTGCT 
CCACTCTGCCCAGGGAGCCACCCTGGGTGGTCCTGAGGAAGAAAGCACCATTGAGAATTATG 
CGTCACGACCCGAGGCCTTTAACACCCCGTTCCTGAACATCGACAAATTGCGATCTGCGTTT 
AAGGCTGATGAGTTCCTGAACTGGCACGCCC"I'CTTTGAGTCTATCAAAAGGAAACTTCCTTT 
CCTCAACTGGGATGCCTTTCCTAAGCTGAAAGGACTGAGGAGCGCAACTCCTGATGCCCAGT 
GACCATGACCTCCACTGGAAGAGGGGGCTAGCGTGAGCGCTGATTCTCAACCTACCATAACT 
CTTTCCTGCCTCAGGAACTCCAATAAAACATTTTCCATCCAAA 
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FIGURE 22 

></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA57694 
><subunit 1 of 1, 99 aa, 1 stop 
><MW: 11050, pI: 7. 47, NX (S/T) : 0 
MKIPVLPAVVLLSLLVLHSAOGATLGGPEEESTIENYASRPEAFNTPFLNIDKLRSAFKA 
DEFLNWHALFESIKRKLPFLNWDAFPKLKGLRSATPDAQ 

Important features: 
Signal peptide : 
Amino acids 1-22 

N-myristoylation sites: 
AIllino acids 22-28; 90-96 

Honologous region to Perioxcase : 
Amino acids 16-48 
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FIGURE 23 

TCTCAGACTCTTGGAAGGGGCTATACTAGACACACAAAGACAGCCCCAAGAAGGACGGTGGA 
GTAGTGTCCTCGCTAAAAGACAGTAGATATGCAACGCCTCTTGCTCCTGCCCTTTCTCCTGC 
TGGGAACAGTTTCTGCTCTTCATCTGGAGAATGATGCCCCCCATCTGGAGAGCCTAGAGACA 
CAGGCAGACCTAGGCCAGGATCTGGATAGTTCAAAGGAGCAGGAGAGAGACTTGGCTCTGAC 
GGAGGAGGTGATTCAGGCAGAGGGAGAGGAGGTCAAGGCTTCTGCCTGTCAAGACAACTTTG 
AGGATGAGGAAGCCATGGAGTCGGACCCAGCTGCCTTAGACAAGGACTTCCAGTGCCCCAGG 
GAAGAAGACATTGTTGAAGTGCAGGGAAGTCCAAGGTGCAAGACCTGCCGCTACCTATTGGT 
GCGGACTCCTAAAACTTTTGCAGAAGCTCAGAATGTCTGCAGCAGATGCTACGGAGGCAACC 
TTGTCTCTATCCATGACTTCAACTTCAACTATCGCATTCAGTGCTGCACTAGCACAGTCAAC 
CAAGCCCAGGTCTGGATTGGAGGCAACCTCAGGGGCTGGTTCCTGTGGAAGCGGTTTTGCTGG 
ACTGATGGGAGCCACTGGAATTTTGCTTACTGGTCCCCAGGGCAACCTGGGAATGGGCAAGG 
CTCCTGTGTGGCCCTATGCACCAAAGGAGGTTATTGGCGACGAGCT CAATGCGACAAGCAAC 
TGCCCTTCGTCTGCTCCTTCTAAGCCAGCGGCACGGAGACCCTGCCAGCAGCTCCCTCCCGT 
CCCCCAACCTCTCCTGCTCATAAATCCAGACTTCCCACAGCAAAAAAAAAAAAAAAAAA 
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FIGURE 24 

</usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA59208 
<subunit 1 Of 1, 225 aa, 1 Stop 
<MW: 25447, pI: 4.79, NX (S/T) : 0 
MORLLLLPFLLLGTVSALHLENDAPHLESLETOADLGODLDSSKEOERDLALTEEVIOAE 
GEEVKASACQDNFEDEEAMESDPAALDKDFQCPREEDIVEVOGSPRCKTCRYLLVRTPKT 
FAEAONVCSRCYGGNLVSIHDFN FNYRIOCCTSTVNQAOVWIGGNLRGWFLWKRFCWTDG 
SHWNFAYWSPGQPGNGOGSCVALCTKGGYWRRAQCDKOLPFVCSF 
Important features: 
Signal peptide : 
Amino acids 1-17 

N-myristoylation sites: 
Amino acids 13-19; 103-109; 134-140; 164-170; 

180-186; 191-197; 194-200; 196-202; 
1 98-204 

C-type lectin domain signature: 
Anino acids 2OO-224 
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FIGURE 25 

CAACAGAAGCCAAGAAGGAAGCCGTCTATCTTGTGGCGATCAGTATAAGCTGGCCTCCTGC 
TGTTTGCTTTTCACAGGATTCTTAAATCCTCTCTTATCTCTTCCTCTCCTTGACTCCAGGGA 
AATATCCTTTCAACTCTCAGCACCTCATGAAGACGCGCGCTTAACTCCGGAGGAGCTAGAAA 
GAGCTTCCCTTCTACAGATATTGCCAGAGATGCTGGGTGCAGAAAGAGGGGATATTCTCAGG 
AAAGCAGACT CAAGTACCAACATTTTTAACCCAAGAGGAAATTTGAGAAAGTTTCAGGATTT 
CTCTGGACAAGATCCTAACATTTTACTGAGTCATCTTTTGGCCAGAATCTGGAAACCATACA 
AGAAACGTGAGACTCCTGATTGCTTCTGGAAATACTGTGTCTGAAGTGAAATAAGCATCTGT 
TAGTCAGCTCAGAAACACCCATCTTAGAATATGAAAAATAACACAATGCTTGATTTGAAAAC 
AGTGTGGAGAAAAACTAGGCAAACTACACCCTGTTCATTGTTACCTGGAAAATAAATCCTCT 
ATGTTTT GCACAAAAAAAAAAAAAAA 
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FIGURE 26 

</usr/sed db2/s st/DNA/Dnased s. min/ss. DNA59214 
<subunit 1 of 1, 124 aa, 1 Stop 
<MW: 14284, pI: 8.14, NX (S/T) : 0 
MYKLASCCLLFTGFLNPLLSLPLLDSREISFOLSAPHEDARLTPEELERASLLOILPEML 
GAERGDILRKADSSTNIFNPRGNLRKFQDFSGQDPNILLSHLLARIWKPYKKRETPDCEW 
KYCW 

Important features: 
Signal peptide : 
Amino acids 1-2O 

Urotensin II signature : 
Amino acids 118-124 

Cell attachment sequence: 
Amino acids 64 - 67 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 112-116 

N-myristoylation sites : 
Amino acids 61-67; 92-98 



Patent Application Publication Oct. 2, 2003 Sheet 27 of 115 US 2003/0186372A1 

FIGURE 27 
CAAGTAAATGCAGCACTAGTGGGTGGGATTGAGGTATGCCCTGGTGCATAAAT AGAGACT CA 
GCTGTGCTGGCACACTCAGAAGCTTGGACCGCATCCTAGCCGCCGACT CACACAAGGCAGGT 
GGGTGAGGAAATCCAGAGTTGCCATGGAGAAAATTCCAGTGTCAGCATTCTTGCTCCTTGTG 
GCCCTCTCCTACACTCTGGCCAGAGATACCACAGTCAAACCTGGAGCCAAAAAGGACACAAA 
GGACTCTCGACCCAAACTGCCCCAGACCCTCTCCAGAGGTTGGGGTGACCAACT CATCTGGA 
CTCAGACATATGAAGAAGCTCTATATAAATCCAAGACAAGCAACAAACCCTTGATGATTATT 
CAT CACTTGGATGAGTGCCCACACAGTCAAGCTTTAAAGAAAGTGTTTGCTGAAAATAAAGA 
AATCCAGAAATTGGCAGAGCAGTTTGTCCTCCT CAATCTGGTTTATGAAACAACTGACAAAC 
ACCTTTCTCCTGATGGCCAGTATGTCCCCAGGATTATGTTTGTTGACCCATCTCTGACAGTT 
AGAGCCGATATCACTGGAAGATATTCAAATCGTCTCTATGCTTACGAACCTGCAGATACAGC 
TCTGTTGCTTGACAACATGAAGAAAGCTCTCAAGTTGCTGAAGACTGAATTGTAAAGAAAAA 
AAATCTCCAAGCCCTTCTGTCTGTCAGGCCTTGAGACTTGAAACCAGAAGAAGTGTGAGAAG 
ACTGGCTAGTGTGGAAGCATAGTGAACACACTGATTAGGTTATGGTTTAATGTTACAACAAC 
TATTTTTTAAGAAAAACAAGTTTTAGAAATTTGGTTTCAAGTGTACATGTGTGAAAACAATA 
TTGTATACTACCATAGTGAGCCATGATTTTCTAAAAAAAAAAATAAATGTTA 



Patent Application Publication Oct. 2, 2003 Sheet 28 of 115 US 2003/0186372 A1 

FIGURE 28 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA59485 
><subunit 1 of 1, 175 aa, 1 Stop 
> KMW: 19979, pI: 9. 26, NX (S/T) : 0 
MEKIPVSAFLLLVALSYTLARDTTVKPGAKKDTKDSRPKLPQTLSRGWGDQLIWTQTYEE 
ALYKSKTSNKPLMIIHHLDECPHSQALKKVFAENKEIOKLAEQFVLLNLVYETTDKHLSP 
DGOYVPRIMFWDPSLTVRADTTGRYSNRLYAYEPADTALLLDNMKKALKLLKTEL 
Important features: 
Signal peptide: 
AIaino acids 1-2O 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 30-34 
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AAGACCCTCTCTTTCGCTGTTTGAGAGTCTCTCGGCTCAAGGACCGGGAGGTAAGAGGTT 
TGGGACTGCCCCGGCAACTCCAGGGTGTCTGGTCCACGACCTATCCTAGGCGCCATGGGT 
GTGATAGGTATACAGCTGGTTGTTACCATGGTGATGGCCAGTGTCATGCAGAAGATTATA 
CCT CACTATTCTCTTGCTCGATGGCTACTCTGTAATGGCAGTTTGAGGTGGTATCAACAT 
CCTACAGAAGAAGAATTAAGAATTCTTGCAGGGAAACAACAAAAAGGGAAAACCAAAAAA 
GATAGGAAATATAATGGTCACATTGAAAGTAAGCCATTAACCATTCCAAAGGATATTGAC 
CTTCATCTAGAAACAAAGTCAGTTACAGAAGTGGATACTTTAGCATTGCATTACTTTCCA 
GAATACCAGTGGCTGGTGGATTTCACAGTGGCTGCTACAGTTGTGTATCTAGTAACTGAA 
GTCTACTACAATTTTATGAAGCCTACACAGGAAATGAATATCAGCTTAGTCTGGTGCCTA 
CTTGTTTTGTCTTTTGCAATCAAAGTTCTATTTTCATTAACTACACACTATTTTAAAGTA 
GAAGATGGTGGTGAAAGATCTGTTTGTGTCACCTTTGGATTTTTTTTCTTT GTCAAAGCA 
ATGGCAGTGTTGATTGTAACAGAAAATTATCTGGAATTTGGACTTGAAACAGGGTTTACA 
AATTTTTCAGACAGTGCGATGCAGTTTCTTGAAAAGCAAGGTTTAGAATCTCAGAGTCCT 
GTTTCAAAACTTACTTTCAAATTTTTCCTGGCTATTTTCTGTTCATTCATTGGGGCTTTT 
TTGACATTTCCTGGATTACGACTGGCT CAAATGCATCTGGATGCCCTGAATTTGGCAACA 
GAAAAAATTACACAAACTTTACTTCATATCAACTTCTTGGCACCTTTATTTATGGTTTTG 
CTCTGGGTAAAACCAATCACCAAAGACTACATTATGAACCCACCACTGGGCAAAGAAATT 
TCCCCATCTGGAAGATGAAGATAATAGTATCTAACT CACAAGGTTATCATTGGAATAAAT 
GAAAGAACACATGTAATGCAACCAGCTGGAATTAAGTGCTTAATAAATGTTCTTTTCACT 
GCTTTGCCTCATCAGAATTAAAATAGAAATACTTGACTAGT 
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FIGURE 30 

</usr/seqdb2/s st/DNA/Dnaseqs. full/ss. DNA64966 
<subunit 1 of , 307 aa, 1 stop 
KMW: 35098, pI: 8. 11, NX (S/T) : 3 
MGVIGIQLVVTMVMASVMOKIIPHYSLARWLLCNGSLRWYQHPTEEELRILAGKQQKGKT 
KKDRKYNGHIESKPLTIPKDIDLH LET KSVTEVDTLALHYFPEYQWLVDFTVAATVVYLV 
TEVYYNFMKPTOEMNISLVWCLLVLSFAIEXVLFSLTTHYFKVEDGGERSVCVTFGFFFFV 
KAMAVLIVTENYLEFGLETGFTNFSDSAMOFLEKOGLESOSPVSKLTFKFFLAI FCSFIG 
AFLTFPGLRLAQMHLDALNLATEKITOTLLHIN FLAPLFMVLLWVKPITKDYIMNPPLGK 
EISPSGR 

Important features: 
Signal peptide: 
Amino acids 1-15 

Transmembrane domains: 
Amino acids 134 - 157; 169-189; 23 O-248; 272-285 

N-glycosylation sites: 
Amino acids 34-38; 135-139; 203-2O7 

ATP/GTP-binding site motif A (P-loop) : 
Amino acids 53-61 

Tyrosine kinase phosphorylation site: 
Amino acids 59-67 

N-myristoylation sites: 
Amino acids 165-171; 196-202; 24 O-2A 6; 24 7-253 
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GTAGCATAGTGTGCAGTTCACTGGACCAAAAGCTTTGGCTGCACCTCTTCTGGAAAGCTGGCC 
ATGGGGCTCTTCATGATCATTGCAATTCTGCTGTTCCAGAAACCCACAGTAACCGAACAACT 
TAAGAAGTGCTGGAATAACTATGTACAAGGACATTGCAGGAAAATCTGCAGAGTAAATGAAG 
TGCCTGAGGCACTATGTGAAAATGGGAGATACTGTTGCCT CAATATCAAGGAACTGGAAGCA 
TGTAAAAAAATTACAAAGCCACCTCGTCCAAAGCCAGCAACACTTGCACTGACTCTTCAAGA 
CTATGTTACAATAATAGAAAATTTCCCAAGCCTGAAGACACAGTCTACATAAATCAAATACA 
ATTTCGTTTTCACTTGCTTCT CAACCTAGTCTAATAAACTAAGGTGATGAGATATACATCTT 
CTTCCTTCTGGTTTCTTGATCCTTAAAATGACCTTCGAGCATATTCTAATAAAGTGCATTGC 
CAGTTAAAAAAAAAAA 
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></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA824 03 
><subunit 1 of 1, 99 aa, 1 Stop 
>KMW: 11343, pI: 9. 17, NX (S/T) : 0 
MGLFMITAILL FOKPTVTEQI, KKCWNNYVOGHCRKICRVNEVPEALCENGRYCCLNIKEI, 
EACKKITKPPRPKPATLALTLODYVTIIENFPSLKTOST 

cAMP- and cc-MP-dependent protein kinase phosphorylation site: 
Amino acids 64 - 68 
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FIGURE 34 

></usr/seqdb2/s st/DNA/Dnas eqs. min/ss. DNA83.505 
><subunit 1 of 1, 402 aa, 1 stop 
> KMW: 43751, pI: 9.42, NX (S/T) : 1 
MRRRLRLRRDALLTLLLGASLGLLLYAQRDGAAPTASAPRGRGRAAPRPTPGPRAFQL, PD 
AGAAPPAYEGDTPAPPTPTGPFDFARYIRAKDORRFPLLINQPHKCRGDGAPGGRPDLLI 
AVKSVAEDFERRQAVRQTWGAEGRVOGALVRRVFLLGVPRGAGSGGADEVGEGARTHWRA 
LLRAESLAYADILLWAFDDTFFNLTIKEIHFLAWASAFCPDVRFVFKGDADV FVNVGNLL 
EFLAPRDPAODLLAGDVIVHARPIRTRASKYYTPEAVYGLPAY PAYAGGGGFVLSGATLH 
RLAGACAQVELFPIDDVFLGMCLQRLRLTPEPHPAFRTFGIPQPSAAPHLST FDPCFYRE 
LVVVHGLSAADIWLMWRLLHGPHGPACAH POPVAAGPFOWDS 

Important features of the protein: 
Signal peptide: 
Amino acids 1-27 

N-glycosylation site: 
AIllino acids 2O3-2O7 

N-myristoylation sites: 
Amino acids 18-24; 31-37; 110-116; 157-163; 161-167 

163-169; 366-372 

Cell attachment sequence: 
Amino acids 107-110 
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FIGURE 36 

></usr/seqdb2/s st/DNA/Dnase qs. min / ss. DNA84927 
><subunit 1 of 1, 378 aa, 1 stop 
><MW: 42310, pI: 9.58, NX (S/T) : 3 
MLPPQPSAAHOGRGGRSGLLPKGPAMLCRLCWLVSYSLAVILLGCLL FLRKAAKPAGDPT 
AHOPFWAPPTPRHSRCPPNHTVSSASLSLPSRHRLFLTYRHCRNFSILLEPSGCSKDTFL 
LLAIKSQPGHVERRAAIRSTWGRVGGWARGROLKLVFLLGVAGSAPPAOLLAYESREFDD 
ILOWDFTEDFFNLTLKELHLORWVVAACPOAH FMLKGDDDVFVHVPNVLEFLDGWDPAOD 
LLVGDVIROALPNRNTKVKYFIPPSMYRATHYPPYAGGGGYVMSRATVRRLQAIMEDAEL 
FPIDDVFVGMCLRRLGLSPMHHAGFKTEGRRPLDPLDPCLYRGLLLVHRLSPLEMWTMW 
ALVTDEGLKCAAGPIPQR 

Important features of the protein : 
Signal peptide : 
AImino acids 1 - 39 

Transmembrane domain : 
Amino acids 146-171 

N-glycosylation sites: 
Amino acids 79-83; 104-108; 192-196 

N-myristoylation sites: 
Amino acids 14-20; 160-166; 367-373 

Prokaryotic membrane lipoprotein lipid attachment site: 
AIIllino acids 35 - 4 6 
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FIGURE 37 
ATGAAAGTGATAATCAGGCAGCCCAAATGATTGTTAATAAGGATCAAATGAGATCGTGTATG 
TGGGTCCAATCAATTGATTCTACACAAAGGAGCCTGGGGAGGGGCCATGGTGCCAATGCACT 
TACTGGGGAGACTGGAGAAGCCGCTTCTCCTCCTGTGCTGCGCCTCCTTCCTACTGGGGCTG 
GCTTTGCTGGGCATAAAGACGGACAT CACCCCCGTTGCTTATTTCTTTCTCACATTGGGTGG 
CTTCTTCTTGTTTGCCTATCTCCTGGTCCGGTTTCTGGAATGGGGGCTTCGGTCCCAGCTCC 
AATCAATGCAGACTGAGAGCCCAGGGCCCTCAGGCAATGCACGGGACAATGAAGCCTTTGAA 
GTGCCAGTCTATGAAGAGGCCGTGGTGGGACTAGAATCCCAGTGCCGCCCCCAAGAGTTGGA 
CCAACCACCCCCCTACAGCACTGTTGTGATACCCCCAGCACCTGAGGAGGAACAACCTAGCC 
ATCCAGAGGGGTCCAGGAGAGCCAAACTGGAACAGAGGCGAATGGCCTCAGAGGGGTCCATG 
GCCCAGGAAGGAAGCCCTGGAAGAGCTCCAATCAACCTTCGGCTTCGGGGACCACGGGCTGT 
GTCCACTGCTCCTGATCTGCAGAGCTTGGCGGCAGTCCCCACATTAGAGCCTCTGACTCCAC 
CCCCTGCCTATGATGTCTGCTTTGGT CACCCTGATGATGATAGTGTTTTTTATGAGGACAAC 
TGGGCACCCCCTTAAATGACTCTCCCAAGATTTCTCTTCTCTCCACACCAGACCTCGTTCAT 
TTGACTAACATTTTCCAGCGCCTACTATGTGTCAGAAACAAGTGTTTCTGCCTGGACATCAT 
AAATGGGGACTTGGACCCTGAGGAGAGTCAGGCCACGGTAAGCCCTTCCCAGCTGAGATATG 
GGTGGCATAATTTGAGTCTTCTGGCAACATTTGGTGACCTACCCCATATCCAATATTTCCAG 
CGTTAGATTGAGGATGAGGTAGGGAGGTGATCCAGAGAAGGCGGAGAAGGAAGAAGTAACCT 
CTGAGTGGCGGCTATTGCTTCTGTTCCAGGTGCTGTTCGAGCTGTTAGAACCCTTAGGCTTGAC 
AGCTTTGTGAGTTATTATTGAAAAATGAGGATTCCAAGAGTCAGAGGAGTTTGATAATGTGC 
ACGAGGGCACACTGCTAGTAAATAACATTAAAATAACTGGAATGAA 
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FIGURE 38 

></usr/seqdb2/s st/DNA/DnaseqS. min/SS. DNA92264 
><subunit 1 of 1, 216 aa, 1 stop 
> <MW: 23729, pI: 4.73, NX (S/T) : 0 
MVPMHLLGRLEKPL,L,L,L,CCASFL.L.GALLGKTDTTPVAYFFLTIGGFFLFAYLLVRFLE 
WGLRSQLOSMOTESPGPSGNARDNEAFEVPVYEEAVVGLESQCRPOELDQPPPYSTVVIP 
PAPEEEOPSHPEGSRRAKLEQRRMASEGSMAQEGSPGRAPINLRLRGPRAVSTAPDLQSL 
AAVPTLEPLTPPPAYDVCFGHPDDDSVFYE DNWAPP w 

Important features of the protein: 
Signal peptide : 
Amino acids 1-25 

Transmembrane domain : 
Amino acids 41-59 

N-myristoylation site: 
Amino acids 133-139 
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FIGURE 40 

></usr/seqdb2/s st/DNA/Dnased s. min/SS. DNA94713 
><subunit 1 of 1 547 aa 1 stop 
><MW: 61005, pI: 6. 34, NX (S/T) : 2 
MP SEVARGKRAALFFAAVAIVL, GLPLWWKTTETYRASLPYSOLSGLNALOLRLMVPVTVV 
FTRESVPLDDOEKLPFTV VHEREIPLKYKMKIKCRFOKAYRRALDHEEEALSSGSVOEAE 
AMLDEPOEQAEGSLTVYVISEHSSLLPQDMMSYIGPKRTAVVRGIMHREAFNIIGRRIVO 
VAQAMSLTEDVLAAALADHLPEDKWSAEKRRPLKSSLGYEITFSLLNPDPKSHDVYWDIE 
GAVRRYVOPFLNALGAAGNFSVDSQILYYAMLGVNPRFDSASSSYYLDMHSLPHVINPVE 
SRLGSSAASLYPVLNFLLYW PELAHSPLYIQDKDGAPVATNAFHSPRWGGIMVYNVDSKT 
YNASVLPVRVEVDMVRVMEVFLAQLRLLFGIAQPQL PPKCLLSGPTSEGLMTWELDRLLW 
ARSVENLATATTTLTSLAOLLGKISNIVIKDDVASEVYKAVAAVOKSAEELASGHLASAF 
VASOEAVTSSELAFFDPSLL HLLYFPDDQKEAIYIPLFLPMAVPILLSLVKIFLETRKSW 
RKPEKTD 

Important features of the protein: 
Signal peptide : 
Amino acids 1-23 

Transmembrane domain : 
AIllino acids 511-5.30 

N-glycosylation sites: 
Amino acids 259-263; 362-366 

N-myristoylation sites: 
Amino acids 255-261; 3O4-31 O; 335-341 

Amidation sites : 
Amino acids 7-11; 17 4-178 
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FIGURE 42 

></usr/seqdb2/s st/DNA/Dnasegs. Iain / ss. DNA96869 
><subunit 1 of 1, 489 aa, 1 stop 
><MW: 53745, pI: 8. 36, NX (S/T) : 8 
MPPRRPWDREAGTLOVLGALAVLWLGSVALICLLWQVPRPPTWGQVQPKDVPRSWEHGSS 
PAWEPLEAEAROORDSCQLVLVESIPODLPSAAGSPSAOPLGOAWLOLLDTAOESVHVAS 
YYWSLTGPDIGVNDSSSQLGEALLQ:KLOOLLGRN SLAVATSSPTLARTSTDLOVLAARG 
AHVROVPMGRLTRGVLHSKFWVVDGRHI YMGSANMDWRSLTQVKELGAVIYNCSHLAODL 
EKTFOTYWVLGVPKAVLPKTWPONFSSHFNRFOPFHGLFDGVPTTAYFSASPPALCPOGR 
TRDLEALLAVMGSAOEFIYASVMEYFPTTRFSHPPRYWPVLDNALRAAAFGKGVRVRLLV 
GCGLNTDPTMFPYLRSLOALSNPAANVSVDVKVFIVPWGNHSNIPFSRVNHSKFMVTEKA 
AYIGTSNWSEDYESSTAGVGLVVTOSPGAOPAGATVQEQLROLFERDWSSRYAVGLDGQA 

Important features of the protein: 
Signal peptide : 
Amino acids 1-29 

N-glycosylation sites : 
Amino acids 133-137; 15 4-158; 232-236; 264-268; 

386-390; 400-404; 41O-414; 427-431 

N-myristoylation sites: 
Amino acids 58-64 ; 94 -100; 131-137; 194-200; 25-257; 

277-283; 281-287; 361-367; 399-405; 
4 AO-446; 4 48 - 454; 478-484 
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GGGCCTGGCGATCCGGATCCCGCAGGCGCGCTGGCTGCGCTGCCCGGCTGTCTGTCGTCATG 
GTGGGGCCCTGGGTGTATCTGGTGGCGGCAGTTTTGCTCATCGGCCTGATCCTCTTCCTGAC 
TCGCAGCCGGGGTCGGGCGGCAGCAGCTGACGGAGAACCACTGCACAATGAGGAAGAGAGGG 
CAGGAGCAGGCCAGGTAGGCCGCTCTTTGCCCCAGGAGTCTGAAGAACAGAGAACTGGAAGC 
AGACCCCGGCGTCGGAGGGACTTGGGCAGCCGTCTACAGGCCCAGCGTCGAGCCCAGCGAGT 
GGCCTGGGAAGACGGGGATGAGAATGTGGGTCAAACTGTTATTCCAGCCCAGGAGGAAGAAG 
GCATTGAGAAGCCAGCAGAAGTTCACCCAACAGGGAAAATTGGAGCCAAGAAACTACGGAAG 
CTAGAGGAAAAACAGGCTCGAAAGGCTCAGCGAGAGGCAGAGGAGGCTGAACGTGAAGAACG 
GAAACGCCTAGAGTCCCAACGTGAGGCCGAATGGAAGAAGGAAGAGGAACGGCTTCGCCTGA 
AGGAAGAACAGAAGGAGGAGGAAGAGAGGAAGGCTCAGGAGGAGCAGGCCCGGCGGGAT CAC 
GAGGAGTACCTGAAACTGAAGGAGGCCTTCGTGGTAGAAGAAGAAGGTGTTAGCGAAACCA 
GACTGAGGAGCAGTCTCACAGCTTCCTGACAGAATTCATCAATTACATCAAGAAGTCCAAGG 
TTGTGCTTTTGGAAGATCTGGCTTTCCAGATGGGCCTAAGGACT CAGGACGCCATAAACCGC 
ATCCAGGACCTGCTGACGGAGGGGACTCTAACAGGTGTGATTGACGACCGGGGCAAGTTTAT 
CTACATAACCCCAGAGGAACTGGCTGCCGTGGCCAATTCATCCGACAGCGGGGCCGGGTGT 
CCATCACAGAGCTTGCCCAGGCCAGCAACTCCCTCATCTCCTGGGGCCAGGACCTCCCTGCC 
CAGGCTTCAGCCTGACTCCAGTCCTTCCTTGAGTGTATCCTGTGGCCTACATGTGTCTTCAT 
CCTTCCCTAATGCCGT CTTGGGGCAGGGATGGAATATGACCAGAAAGTFGTGGATTAAAGGC 
CTGTGAATACTGAA 
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FIGURE 44 

></usr/seqdb2/s st/DNA/Dnaseos. min / ss. DNA96881 
><subunit l of 1, 315 aa, 1 stop 
><MW: 35963, pI: 5.38, NX (S/T) : 0 
MVGPWVYLVAAVILLIGLILFLTRSRGRAAAADGE PLHNEEERAGAGOVGRSLPOESEEOR 
TGSRPRRRRDLGSRLOAQRRAORVAWEDGDENVGOTVIPAQEEEGIEKPAEWHPTGKIGA 
KKLRKLEEKQARKAQREAEEAEREERKRLESQREAEWKKEEERLRLKEEQKEEEERKAQE 
EOARRDHEEYLKLKEAFVVEEEGVSETMTEEOSHSFL TEFINYIKKSKVWLLEDLAFOMG 
LRTODAINRIODLITEGTLTGVIDDRGKFIYITPEELAAVANFIRORGRWSITELAQASN 
SLISWGQDELPAQASA 

Important features of the protein: 
Signal peptide : 
Amino acids 1-26 

N-myristoylation sites: 
Amino acids 203-209;257-263 
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FIGURE 46 

></usr/seqdb2/s st/DNA/Dnas eqs. Inin / ss. DNA96889 
><subunit 1 of 1, 339 aa 1 stop 
><MW: 36975, pI: 7.85, NX (S/T): 1 
MAAACGPGAAGYCL,LGLHLFILLTAGPALGWNDPDRMLLERDVKALTLHYDRYTTSRRLDP 
EPQL, KCVGGTAGCDSYTPKVIQCONKGWDGY DVQWECKTDLDIAY KEGKTVVSCEGYESS 
EDQYVLRGSCGLEYNLDYTELGLOKLKESGKOHGFASFSDYYYKWSSADSCNMSGLITIV 
VLLGIAFVVYKLFLSDGOYSPPPYSEYPPFSHRYORFTNSAGPPPPGFKSEFTGPONTGH 
GATSGFGSAFTGOOGYENSGPGFWTGLGTGGILGYLFGSN RAATPFSDSWYYPSYPPSYP 
GTWNRAYSPLHGGSGSYSVCSNSDTKTRTASGYGGTRRR 

Important features of the protein: 
Signal peptide : 
Amino acids 1-30 

Transmembrane domain : 
Amino acids 171-190 

N-glycosylation site: 
Amino acids 172-176 

Glycosalingoglycan attachment sites : 
Amino acids 244-248; 259-263; 331-335 

Tyrosine kinase phosphorylation site: 
Amino acids 98-O 6 

N-myristoylation sites: 
Amino acids 68-74; 69-75; 131-137; 241-247; 

247-253; 2 66-272; 27 O-276; 278-28 4; 
312-318 
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FIGURE 47 
CCCGGAGCCGGGGAGGGAGGGAGCGAGGTTCGGACACCGGCGGCGGCTGCCTGGCCTTTCCA 
TGAGCCCGCGGCGGACCCTCCCGCGCCCCCTCTCGCTCTGCCTCTCCCTCTGCCTCTGCCTC 
TGCCTGGCCGCGGCTCTGGGAAGTGCGCAGTCCGGGTCGTGTAGGGATAAAAAGAACTGTAA 
GGTGGTCTTTTCCCAGCAGGAACTGAGGAAGCGGCTAACACCCCTGCAGTACCATGTCACTC 
AGGAGAAAGGGACCGAAAGTGCCTTTGAAGGAGAATACACACAT CACAAAGAICCTGGAATA 
TATAAATGTGTTGTTTGTGGAACTCCATTGTTTAAGTCAGAAACCAAATTTGACTCCGGTTC 
AGGTTGGCCTTCATTCCACGATGTGATCAATTCTGAGGCAATCACATTCACAGATGACTTTT 
CCTATGGGATGCACAGGGTGGAAACAAGCTGCTCTCAGTGTGGTGCTCACCTTGGGCACATT 
TTTGATGATGGGCCTCGTCCAACTGGGAAAAGATACTGCATAAATTCGGCT'GCCTTGTCTTT 
TACACCTGCGGATAGCAGGGCACCGCCGAGGGAGGCAGTGGGGTCGCCAGCCCGGCCCAGG 
CAGACAAAGCGGAGCTCTAGAGTAATGGAGAGTGATGGAAACAAAGTGTACTTAATGCACAG 
CTTATTAAAAAAATCAAAATTGITATCTTAATAGATATATTTTTTCAAAAACTATAAGGGCA 
GTTTTGTGCTATTGATATTTTTTCTTCTTTTGCTTAAACAGAAGCCCTGGCCATCCATGTAT 
TTTGCAATTGACTAGATCAAGAACTGTTTATAGCTTTAGCAAATGGAGACAGCTTTGTGAAA 
CTTCTTCACAAGCCACTTATACCCTTTGGCATTCTTTTCTTTGAGCACATGGCTTCTTTTGC 
AGTTTTTCCCCCTTTGATTCAGAAGCAGAGGGTTCATGGTCTTCAAACATGAAAAT AGAGAT 
CTCCTCTGCAGTGTAGAGACCAGAGCTGGGCAGTGCAGGGCATGGAGACCTGCAAGACACAT 
GGCCTTGAGGCCTTTGCACAGACCCACCTAAGATAAGGTTGGAGTGATGTTTTAATGAGACT 
GTTCAGCTTTGTGGAAAGTTTGAGCTAAGGTCATTTTTTTTTTTCTCACTGAAAGGGTGTGA 
AGGTCTAAAGTCTTTCCTTATGTTAAATTGTTGCCAGATCCAAAGGGGCATACTGAGTGTTG 
TGGCAGAGAAGTAAACATTACCACACTGTTAGGCCTTTATTTTATTTTATTTTCCATCGAAA 
GCATTGGAGGCCCAGTGCAATGGCTCACGCCTGTGATCCCAGCACTTTGGGAGGCCAAGGCG 
GGTGGATCACGAGGTCAGGAGATGGAGACCATCCTGGCTAACATGGGAAACCCCGTCTCTA 
CTAAAAATACGAAAAATTAGCCAGGCGTGGTGGTGGGCACCTGTAGTCCCAGCTACTCAGGAGG 
CTGAGGCAGGAGAATGGCGTGAACCCGGAAGGCGGAGCTTGCAGTTAGCCGAGATCATGCCA 
CTGCACTCCAGCCTACATGACAATGTGACACTCCATCT CAAAAAATAATAATAATAACAATA 
TAAGAACTAGCTGGGCATGGTGGCGCATGCATGTAGTCCCAGCTACTCCTGAGGCTCAGTCA 
GGAGAATCGCTTGAACTTGGGAGGCGGAGGTTGCAGIGAGCTGAGCTCATACCACTGCACTC 
CAGCCTGAACAGAGTGAGATCCTGTCAA 
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FIGURE 48 

></usr/seddb2/s st/DNA/Dnaseos.min / ss. DNA968.98 
><subunit 1 of 1, 192 aa 1 stop 
><MW: 20702, pI: 7.50, NX (S/T) : 0 
MSPRRTLPRPLSLCLSLCLCLCLAAALGSAOSGSCRDKKNCKWVFSOOELRKRLTPLOYH 
VTOEKGTESAFEGEYTHHKDPGIYKCVVCGTPLFKSETKFDSGSGWPSFHDVINSEAITF 
TDDFSYGMHRVETSCSOCGAHLGHIFDDGPRPTGKRYCINSAALSFTPADSSGTAEGGSG 
VASPAQADKAEL, 

Important features of the protein: 
Signal peptide : 
Amino acids 1-24 

Glycosaminoglycan attachment site: 
Amino acids O2- O 6 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Anino acids 52-56 

N-myristoylation sites: 
Amino acids 28-34; 66-72; 82-88; 139-14.5; 

173-179; 178-184 

Amidation site : 
Amino acids l53-157 
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FIGURE 50 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA97003 
><subunit 1 of 1, 538 aa, 1 stop 
><MW: 59268 pI: 8.94, NX (S/T) : 1 
MTRECPSPAPGPGAPLSGSVLAEAAVVFAVVLSIHATVWDRYSWCAVALAVOAFYVQYKW 
DRLLOOGSAVE OFRMSANSGLLPASMVMPLLGLVMKERCOTAGNPFFERFGIV VAATGMA 
VALFSSVLALGITRPVPTNTCVILGLAGGVIIYIMKHSLSVGEVIEWLEVILLIFVYINMI 
LLYLLPRCFTPGEALLVLGGISFVLNOLIKRSLTLVESQGDPVDFFLLVVVVGMVLMGIF 
FSTLFVFMDSGTWASSIFFHLMTCVLSLGVVLPWLHRLIRRNPLLWLLOFLFOTDTRIYL 
LAYWSLLATLACLVVLYONAKRSSSESKKHOAPTIARKYFHLIVVATYIPGEIFDRPLLY 
WAATWCLAVFIFLEYVRY FRIKPLGHTLRS FLSL FLDERDSGPLILTHIYTLLGMSL PW 
LIPRPCTOKGSLGGARALVPYAGVLAVGVGDTVASIFGSTMGEIRWPGTKKTFEGTMTSI 
FAQIISVALILIEDSGVDLNYSYAWILGSISTVSLLEAYTTOIDNLLLPLYLLILLMA 

Important features of the protein. : 
Signal peptide : 
AIllino acids -36 

Transmembrane domains : 
AIllino acids 77-95; 111-133; 161-184; 225-24.8; 

255-273; 299-314; 348-373; 4O6-421; 
435-456; 480 - 497 

N-glycosylation sites: 
Amino acids 5 OO-5O 4 

cAMP- and ceMP-dependent protein kinase phosphorylation site: 
Amino acids 321-325 

N-myristoylation sites: 
Amino acids 13-19; 18-24; 8 O-86; 111-117 ; 

18-24; 45-51; 238-244; 251-257; 
43 O-436; 433-439; 4 48 - A 54; 458-464; 
4 68-4 74; 475-481; 49 6-502; 508-514 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 302-313 
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FIGURE 52. 
></usr/seqdb2/s st/DNA/Dna secs. Imin / ss. DNA985 65 
><subunit 1 of 1, 911 aa, 1 stop 
> KMW: 991.17, pI: 4.62, NX (S/T) : 2 
MAQLFLPLLAALVLAOAPAALADVLEGDSSEDRAFRVRIAGDAPLQGVLGGALTTPCHVH 
YLRPPPSRRAVLGSPRVKWTFSRGREAEWLVARGVRVKVNEAYRFRVALPAYPASLTDV 
SLALSELRPNDSGIYRCEVOHGIDDSSDAVEVKVKGVVFLYREGSARYAFSFSGAQEACA 
RIGAHIATPEQLYAAYLGGYEQCDAGWLSDQTVRYPIOTPREACYGDMDGFPGWRNYGVV 
DPDDLYDVYCYAEDLNGELFLGDPPEKLTLEEARAYCOERGAEIATTGQLYAAWDGGLDH 
CSPGWLADGSVRYPIVTPSORCGGGLPGVKTLFLFPNQTGFPNKHSRFNVYCFRDSAQPS 
AIPEASNPASNPASDGLEAIVTVTETLEELOLPOEATESESRGAIYSIPIMEDGGGGSST 
PEDPAEAPRTLLEFETOSMVPPTGFSEEEGKALEEEEKYEDEEEKEEEEEEEEVEDEALW 
AWPSELSSPGPEASLPTEPAAQEKSLSQAPARAVLQPGASPLPDGESEASRPPRVHGPPT 
ETI, PTPRERNLASPSPSTLVEAREVGEATGGPELSGV PRGESEETGSSEGAPSLLPATRA 
PEGTRELEAPSEDNSGRTAPAGTSVOAQPVI, PTDSASRGGVAVWPASGDCVPSPCHNGGT 
CLEEEEGVRCLCLPGYGGDLCDVGLRFCNPGWDAFOGACYKHFSTRRSWEEAETQCRMYG 
AHLASISTPEEQDFINNRYREYOWIGLNDRTIEGDFLWSDGVPLLY ENWNPGQPDSYFLS 
GENCVVMVWHDQGQWSDVPCNYHLSYTCKMGLVSCGPPPELPLAOVFGRPRLRYEVDTVL 
RYRCREGLAQRNLPLIRCQENGRWEAPQISCVPRRPARALHPEEDPEGROGRLLGRWKAL 
LPPSS PMPGP 

Important features of the protein: 

Signal peptide: 
Amino acids 1-15 
N-glycosylation sites: 
Amino acids 13 O-134; 337-341 
Tyrosine kinase phosphorylation sites: 
Amino acids 128-136; 451 - 460 
N-myristoylation sites: 
Amino acids 47-53; 50-56; 133-139; 142-148; 

174-180; 183-189; 281-287; 288-294; 
297-303; 324-330; 4 O3- 4 O9; 414 - 420; 
415 - 421; 576-582; 586-592; 677-683; 
684-690; 720-726; 772-778; 811-817 

EGF-like domain cysteine pattern signature : 
AIllino acids 670 - 682 
C-type lectin domain signature : 
Amino acids 784 - 809 
Immunoglobulins and major histocompatibility complex proteins 
signature : 
Amino acids 35-142 
Link domain proteins : 
Amino acids 166-216; 264 -314 
Calcium-binding EGF-like domain proteins pattern proteins. 
Amino acids 655 - 676 
C-type lectin domain proteins: 
Amino acids 791-800 
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FIGURE 54 
></usr/seddb2/s st/DNA/Dnaseqs.min / ss. DNA 102846 
><subunit 1 of 1, 839 aa, 1 stop 
><MW: 87546, pI: 4.84, NX (S/T): 8 
MGSWALLWPPLL FTGLLVRPPGTMAQAQYCSVNKDI FEVEENTNVTEPLVDIHVPEGQEV 
TLGALSTPFAFRIQGNQLFLNVTPDYEEKSLLEAQLI,CQSGGTLVTOLRVEVSVLDVNDN 
APEFPFKTKEIRVEEDTKVNSTVIPETOLOAEDRDKDDILFYTLQEMTAGASDYFSLVSV 
NRPAL. RLDRPLDFYERPNMTFWLLVRDTPGENVEPSHTATATLVLNVVPADLRPPWFLPC 
TFSDGYVCIOAQYHGAVPTGHILPSPLVLRPGPIYAEDGDRGINOPIIYSE FRGNVNGTF 
IIHPDSGNLTVARSVPSPMTFLLLVKGQQADLARYSVTOVTVEAVAAAGSPPRFPQSLYR 
GTVARGAGAGVVVKDAAAPSQPLRIQAQDPEFSDLNSAITYRITNHSHFRMEGEVVLTTT 
TLAQAGAFYAEVEAHNTVTSGTATTVIEIQVSEQEPPSTEAGGTTGPWTSTTSEVPRPPE 
PSOGPSTTSSGGGTGPHPPSGTTLRPPTSSTPGGPPGAENSTS HQPATPGGDTAOTPKPG 
TSOPMPPGVGTSTSHOPATPSGGTAOTPEPGTSQPMPPSMGTSTSHOPATPGGGTAOTPE 
AGTSQPMPPGMGTSTSHOPTTPGGGTAOTPEPGTSQPMPLSKSTPSSGGGPSE DKRFSVV 
DMAALGGVLGALLLLALLGLAVLVHKHYGPRLKCCSGKAPEPQPQGFDNQAFL PDHKANW 
APVPSPTHDPKPAEAPMPAE PAPPGPASPGGAPEPPAAARAGGSPTAVRSILTKERRPEG 
GYKAVWEGEDGTEADVVVLNAPTLDVDGASDSGSGDEGEGAGRGGGPYDAPGGDDSY 

Important features of the protein: 
Signal peptide : 
Amino acids 1-25 

Transmembrane domain : 
Amino acids 662-684 

N-glycosylation sites: 
Amino acids 44-48; 14 O-144; 198-202; 297-301; 

308-312; 405-409; 52O-524 

Glycosaminoglycan attachment sites : 
Amino acids 490-494; 64.7-651; 813-817 

cAMP- and cqMP-dependent protein kinase phosphorylation site : 
AIllino acids 655 - 659 

Tyrosine kinase phosphorylation sites: 
Amino acids 154-163; 776-783 

N-myristoylation sites: 
Amino acids 57-63; 102-108; 255-261; 294-300; 

366-372; 426-432; 4 41-447; 513-519; 
517-523; 530-536; 548-554; 550-556; 
581-587; 592-598; 610-616; 612-618; 
623–629; 648-654; 666-672; 667-673; 
762-7 68; 7 63-769; 780-786; 809–815; 
821-827; 833-839 

Cadherins extracellular repeated domain signature: 
AIIllino acids 12-123 
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FIGURE 56 

MVGFGANRRAGRLPSLVLVVLLVVIVVLAFNYWSISSRHVLLOEEVAELOGOVORTEVAR 
GRLEKRNSDLLLLVDTHKKQIDQKEADY GRLSSRLQAREGLGKRCEDDKVKLQNNISYQM 
ADIHHLKEOLAELROEFLROEDOLODYRKNNTYLVKRLEYESFQCGQQMKELRAQHEENI 
KKLADOFLEEOKQETOKIQSNDGKELDINNOVVPKNIPKVAENVADKNEEPSSNHIPHGK 
EQTKRGGDAGMPGIEENDLAKVDDLPPALRKPPISVSOHESHOAISHLPTGOPLSPNMPP 
DSHINHNGNPGTSKONPSSPLORLIPGSNLDSEPRIOT DILKQATKDRVSDFHKLKONDE 
ERELOMDPADYGKOHFNDVL 

Important features of the protein : 
Signal peptide : 
1-29 

Transmembrane domain . 
NOne 

N-glycosylation site. 
115-19 
15 O-154 

cAMP- and ccMP-dependent protein kinase phosphorylation site. 
65 - 69 

N-myristoylation site. 
2 A 6-252 
253-259 
308-314 

Amidation site. 
101-1. OS 
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FIGURE 57 
GGATGGGCGAGCAGTCTGAATGCCAGAATGGATAACCGTTTTGCTACAGCATTTGTAATTGC 
TTGTGTGCTTAGCCTCATTTCCACCATCTACATGGCAGCCTCCATTGGCACAGACTTCTGGT 
ATGAATATCGAAGTCCAGTTCAAGAAAATTCCAGTGATTTGAATAAAAGCATCTGGGATGAA 
TTCATTAGTGATGAGGCAGATGAAAAGACTTATAATGATGCACTTTTTCGATACAATGGCAC 
AGTGGGATTGTGGAGACGGTGTATCACCATACCCAAAAACATGCATTGGTATAGCCCACCAG 
AAAGGACAGAGTCATTTGATGTGGTCACAAAATGTGTGAGTTTCACACTAACTGAGCAGTTC 
ATGGAGAAATTTGTTGATCCCGGAAACCACAATAGCGGGATTGATCTCCTTAGGACCTATCT 
TTGGCGTTGCCAGTTCCTTTTACCTTTTGTGAGTTTAGGTTTGATGTGCTTTGGGGCTTTGA 
TCGGACTTTGTGCTTGCATTTGCCGAAGCTTATATCCCACCATTGCCACGGGCATTCTCCAT 
CTCCTTGCAGATACCATGCTGTGAAGTCCAGGCCACATGGAGGTGTCCTGTGTAGATGCTCC 
AGCTGAAATCCCAAGCTAAGCTCCCAACTGACAGCCAACATCATTTCCAGCCATGTGTGGGA 
GCCATCCTGGATGTCCAGCCTTAACAAGCCTTCAGAGGACTTCAGCCACAGCTATTATCTTA 
CTACATCCTTGTGAGACTCTAATAAAGAACCAACTAGCTGAGCCCAATCAACCTATGGAACTG 
ATAGAAATAAAATGAATTGTTGTTTT GTGCCGTT 
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FIGURE 58 

></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA102880 
><subunit 1 of 1, 184 aa, 1 stop 
><MW: 21052, pI : 5. O1. NX (S/T) : 3 
MDNRFATAFVIACVLSILISTIYMAASIGTDFWYEYRSPVOENSSDLNKSIWDEFISDEAD 
EKTYNDALFRYNGTVGLWRRCITIPKNMHWYSPPERTESFDVVTKCVSFTLTEQFMEKFV 
DPGNHNSGTDLLRTYLWRCQFLL PEVSLGLMCFGALIGLCACICRSLYPTIATGILHLLA 
DTM, 

Important features of the protein: 
Signal peptide : 
Amino acids 1-20 

Transmembrane domain : 
Amino acids 142-163 

N-glycosylation sites: 
Amino acids 42-46; 47-51; 72-76; 

N-myristoylation sites: 
Amino acids 123-129; 154-160; 158-164 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 152-163 
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FIGURE 59 
GCGTGGACACCACCTCAGCCCACTGAGCAGGAGTCACAGCAC GAAGACCAAGCGCAAAGCGA 
CCCCTGCCCTCCATCCTGACTGCTCCTCCTAAGAGAGATGGCACCGGCCAGAGCAGGATTCT 
GCCCCCTTCTGCTGCTTCTGCTGCTGGGGCTGTGGGTGGCAGAGATCCCAGTCAGTGCCAAG 
CCCAAGGGCATGACCTCAT CACAGTGGTTTAAAATTCAGCACATGCAGCCCAGCCCT CAAGC 
ATGCAACT CAGCCATGAAAAACATTAACAAGCACACAAAACGGTGCAAAGACCTCAACACCT 
TCCTGCACGAGCCTTTCTCCAGTGTGGCCGCCACCTGCCAGACCCCCAAAATAGCCTGCAAG 
AATGGCGATAAAAACTGCCACCAGAGCCACGGGCCCGTGTCCCTGACCA'I'GTGTAAGCT CAC 
CTCAGGGAAGTATCCGAACTGCAGGTACAAAGAGAAGCGACAGAACAAGTCTTACGTAGTGG 
CCTGTAAGCCTCCCCAGAAAAAGGACTCTCAGCAATTCCACCTGGTTCCTGTACACTTGGAC 
AGAGTCCTTTAGGTTTCCAGACTGGCTTGCTCTTTGGCTGACCTTCAATTCCCTCTCCAGGA 
CTCCGCACCACTCCCCTACACCCAGAGCATTCTCTTCCCCTCATCTCTTGGGGCTGTTCCTG 
GTTCAGCCTCTGCTGGGAGGCTGAAGCTGACACTCTGGTGAGCTGAGCTCTAGAGGGATGGC 
TTTTCATCTTTTTGTTGCTGTTTTCCCAGATGCTTATCCCCAAGAAACAGCAAGCTCAGGTC 
TGTGGGTTCCCTGGTCTATGCCATTGCACATGTCTCCCCTGCCCCCTGGCATTAGGGCAGCA 
TGACAAGGAGAGGAAATAAATGGAAAGGGGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAA 
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FIGURE 60 

></usr/seqdb2/s st/DNA/Dnased s. min / ss. DNA105782 
><subunit 1 of 1, 156 aa, 1 stop 
><MW: 17472, pI : 10.01. NX (S/T) : 1 
MAPARAGFCPLLLLLLILGLWVAEIP VSAKPKGMTSSQWFKIOHMOPSPOACNSAMKNINK 
HTKRCKDLNTFLHEPFSSVAATCOTPKIACKNGDKNCHOSHGPWSLTMCKLTSGKYPNCR 
YKEKRQNKSYVVACKPPQKKDSQQFHLVPVHLDRVL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-22 

N-glycosylation site: 
Amino acids 127-131. 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 139-1 4 3 

N-myristoylation sites: 
AIIllino acids 18-24; 32-38 

Pancreatic ribonuclease family signature: 
Amino acids 65-72 

Pancreatic ribonuclease family proteins: 
Amino acids A 9 - 93 
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FIGURE 62 

></usr/seqdb2/s st/DNA/Dnasegs. Inin / ss. DNA108912 
> <subunit l of , 17O aa, 1 stop 
><MW : 19663, pI : 11.8), NX (S/T) : 0 
MRRRLWTGLAWLLLARAPDAAGTPSASRGPRSYPHLEGDVRWRRLFSSTHFFLRVDPGGR 
VOGTRWRHGODSII, EIRSVHVGVVVIKAVSSGFYVAMNRRGRLYGSRLYTVDCRFRERIE 
ENGHNTYASORWRRRGOPM FLAT, DRRGGPRPGGRTRRYHLSAHFLPVLVS 

Important features of the protein: 
Signal peptide : 
Amino acids 1-11 

N-myristoylation site: 
Amino acids 22-28 

HBGF/FGF family proteins: 
Amino acids 74-125; 139-166 
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FIGURE 64 

</usr/seqdb2/s st/DNA/Dnasegs.min / ss. DNA115253 
<subunit 1 of 1, 213 aa, 1 stop 
<MW: 24031, pI: 9.59, NX (S/T) : 2 
MOLPLALCLVCLLVHTAFRVVEGOGWOAFKNDATEII PELGEY PEPPPELENNKTMNRAE 
NGGRPPHHPFETKDVSEYSCRELHFTRYVTDGPCRSAKPVTELVCSGOCGPARLLPNAIG 
RGKWWRPSGPDFRCIPDRYRAQRVOLLCPGGEAPRARKVRLVASCKCKRLTRFHNOSELK 
DFGTEAARPOKGRKPRPRARSAKANOAELENAY 

Important features of the protein: 
Signal peptide: 
Amino acids 1-16 

N-glycosylation sites: 
Amino acids 53-57; 175-179 

cAMP- and comp-dependent protein kinase phosphorylation site: 
Amino acids 168-72 

N-myristoylation site: 
Amino acids 83-189 

Amidation site : 
Amino acids 191-195 
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FIGURE 66 
></usr/seqdb2/sst/DNA/Dnased s. min/ss. DNA119302 
><subunit 1 of 1, 755 aa 1 stop 
><MW: 82785, pI: 8.71, NX (S/T) : 2 
MRPAPIALWLRLVLALALVRPRAVGWAPVRAPIYVSSWAVOVSOGNREVERLARKFGFVN 
LGPIFSDGOYFHLRHRGVVOOSLTPHWGHRLHLKKNPKVQWFQQQTLORRVKRSVVVPTD 
PWFSKQWYMNSEAQPDLSILOAWSOGLSGQGIVVSVLDDGIEKDHPDLWANY DPLASYDF 
NDYDPDPQPRYTPSKENRHGTRCAGEVAAMANNGFCGVGVAFNARIGGVRMLDGTITDVI 
EAQSLSLQPQHIHIYSASWGPEDDGRTVDGPGILTREAFRRGVTKGRGGLGTLFIWASGN 
GGLHYDNCNCDGYTNSIHTLSVGSTTQQGRVPWYSEACASTLTTTYSSGVATDPQIVTTD 
LHHGCTDOHTGTSASAPLAAGMIALALEANPFLTWRDMOHLVVRASKPAHLQAEDWRTNG 
VGRQVSHHYGYGLLDAGLLVDTARTWLPTOPQRKCAVRVQSRPTPILPLIYIRENVSACA 
GLHNSIRSLEHVOAQLTLSYSRRGDLEISLTSPMGTRSTLVAIRPLDVSTEGYNNWVFMS 
THFWDENPQGVWTLGLENKGYYFNTGTLYRYTLLLYGTAEDMTARPTGPOVTSSACVQRD 
TEGLCOACDGPAYILGQLCLAYCPPRFFNHTRLVTAGPGHTAAPALRVCSSCHASCYTCR 
GGSPRDCTSCPPSSTLDQQOGSCMGPTTPDSRPRLRAAACPHHRCPASAMVLSILLAVTLG 
GPVLCGMSMDLPLYAWLSRARATPTKPOVWLPAGT 
Important features of the protein: 
Signal peptide : 
Amino acids 1-21 
Transmembrane domain : 
AIIllino acids 7 O 6-730 

N-glycosylation sites : 
Amino acids 475 - 479; 629-633 

Glycosaminoglycan attachment sites: 
Amino acids 148-152; 298-302 

N-myristoylation sites: 
Amino acids 151-157; 200-206; 217-223; 219-225; 

282-288; 288-294; 371-377; 432-438; 
481-487; 515-521; 603-609 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 586-597 

Cell attachment sequence: 
Amino acids 5 O3-5O 6 

Serine proteases, subtillase family, aspartic acid active site: 
Amino acids 154-166 

Serine proteases, subtillase family, histidine active site: 
AIllino acids 199-21 O 

Serine proteases, subtillase family, serine active site: 
Amino acids w 371-382 

Cytochrome c family heme-binding site signature : 
Amino acids 649 - 655 
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FIGURE 67 
ATGAGGAAGCTCCAGGGCAGGATGGTTTACCTGCCTGGACAGCAAGATGATGGCTACACTAG 
CCCCCATTCTCTGGGCGCCTGGATTTGCCCACCAGATCTCCT CACCTCTTGCCCTTCACCTC 
CTGCTGTACCTACAAGGTCTCCCCGATTCTCATCTGCCCATAATCATGGACACAGCCCCAGG 
ATGTGCAGGACTCTCAGGGACCATCTGGAGTTCCAGCTGGAATCTGGGCCTGGTGGAGTGGG 
AGTGGGGCAGGGGCCTGCATTGGGCTGACTTAGAGAGCACAGTTATTCCATCCATATGGAAA 
TAAACATTTTGGATTCCTGATC 
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FIGURE 68 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNAl19536 
><subunit 1 of l, 88 aa, 1 stop 
><MW: 96.45, pI : 5.45, NX (S/T) : O 
MMATLAPILWAPGFAHQISSPLALHLLLYLQGLPDSHLPIIMDTAPGCAGLSGTIWSSSW 
NLGLVEWEWGRGHWADLESTV PSIWK 

Signal sequence: 
Amino acids 1-15 

N-myristoylation sites: 
Airlino acids 32-38; 50-56; 53-59; 72-78 
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FIGURE 70 
></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNAll 9542 
><subunit 1 of 1, 197 aa, 1 stop 
><MW: 21992, pI: 12. 18, NX (S/T) : 0 
MGVPLGIGAAWLLAWPGLALPLVAMAAGGRWVROQGPRVRRGISRLWLRVLLRLSPMAFR 
ALOGCGAVGDRGLFALYPKTNKDGFRSRLPVPGPRRRNPRTTOHPLALLARVWVLCKGWN 
WRLARASQGLASHLPPWAIHTLASWGLLRGERPTRIPRLLPRSOROLGPPASRQPLPGTL 
AGRRSRTROSRALPPWR 

Important features of the protein: 
Signal peptide : 
Amino acids 1-21 

N-myristoylation sites: 
Amino acids 2-8; 6-12; 146-152; 178-184 

Amidation site: 
Amino acids 181-185 
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FIGURE 71 
GTTTGGGGGTTGTTTGGGATTAGTGAAGCTACTGCCTTTGCCGCCAGCGCAGCCTCAGAGTT 
TGATTATTTGCAATGTCAGGCTTTGAAAACTTAAACACGGATTTCTACCAGACAAGTTACAG 
CATCGATGATCAGTCACAGCAGTCCTATGATTATGGAGGAAGTGGAGGACCCTATAGCAAAC 
AGTATGCTGGCTATGACTATTCGCAGCAAGGCAGATTTGTCCCTCCAGACATGATGCAGCCA 
CAACAGCCATACACCGGGCAGATTTACCAGCCAACT CAGGCATATACTCCAGCTTCACCTCA 
GCCTTTCTATGGAAACAACTTTGAGGATGAGCCACCTTTATTAGAAGAGTTAGGTATCAATTTT 
GACCACATCTGGCAAAAAACACTAACAGTATTACATCCGTTAAAAGTAGCAGATGGCAGCAT 
CATGAATGAAACTGATTTGGCAGGTCCAATGGTTTTTTGCCTTGCTTTTGGAGCCACATTGC 
TACTGGCTGGCAAAATCCAGTTTCGCTATGTATACGGGATCAGTGCAATTCGATGTCTAGGA 
ATGTTTTGTTTATTAAACTTAATGAGTATGACAGGTGTTTCATTTGGTTGTGTGGCAAGTGT 
CCTTGGATATTGTCTTCTGCCCATGATCCTACTTTCCAGCTTTGCAGTGATATTTTCTTTGC 
AAGGAATGGTAGGAATCATTCT CACTGCTGGGATTATTGGATGGTGTAGTTTTTCTGCTTCC 
AAAATATTTATTTCTGCATTAGCCATGGAAGGACAGCAACTTTTAGTAGCATATCCTTGCGC 
TTTGTTATATGGAGTCTTTGCCCTGATTTCCGTCTTTTGAAAATTTATCTGGGATGTGGACA 
TCAGTGGGCCAGATGTACAAAAAGGACCTTGAACTCTTAAATTGGACCAGCAAACTGCTGCA 
GCGCAACTCTCATGCAGATTTACATTTGACTGTTGGAGCAATGAAAGTAAACGTGTATCTCT 
TGTTCATTTTTATAGAACTTTTGCATACTATATTGGATTTACCTGCGGTGTGACTAGCTTTA 
AATGTTTGTGTTTATACAGATAAGAAATGCTATTTCTTTCTGGTTCCTGCAGCCATTGAAAA 
ACCTTTTTCCTTGCAAATTATAATGTTTTTGATAGATTTTTATCAACTGTGGGAAACCAAAC 
ACAAAGCTGATAACCTTTCTTAAAAACGACCCAGTCACAGTAAAGAAGACACAAGACGGCCG 
GGCGTGGTAGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGAT CACAAG 
GGCAGGAGATCGAGACCATCCTGGTTAACACGGTGAAACCCCGACTCTACTAAAACTACAAA 
AAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACT CAGGAGGCTGAGGCAG 
GAGAAGTGTGAACCCAGGAGGCGGAGCTTGCAGTGAGCCGAGAT CACACCACTGCACTCCAT 
CCAGCCTGGGTGACAGGGTGAGACTCTGTCT CAAAAAAAAAAAAAAAAGGAGACACAAGACT 
TACTGCAAAAATATTTTTCCAAGGATTTAGGAAAGAAAAATTGCCTTGTATTCTCAAGTCAG 
GTAACT CAAAGCAAAAAAGTGATCCAAATGTAGAGTATGAGTTTGCACTCCAAAAATTTGAC 
ATTACTGTAAATTATCTCATGGAATTTTTGCTAAAATTCAGAGATACGGGAAGTTCACAATC 
TACCTCATTGTAGACATGAAATGCGAACACTTACTTACATATTAATGTTAACT CAACCTTAG 
GGACCTGGAATGGTTGCATTAATGCTATAATCGTTGGATCGCCACATTTCCCAAAAATAATA 
AAAAAATCACTAACCTTTTTTAAGGAAAATATTTAAAGTTTTACAAAATTCAATATTGCAAT 
TATCAATGTAAAGTACATTTGAATGCTTATTAAAACTTTCCCAATTAATTTT 
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FIGURE 72 

></usr/seqdb2/s st/DNA/Dna seq.S. min/ss. DNA143498 
><subunit 1 of 1, 257 aa, 1 stop 
><MW: 27989, pI: 4.16, NX (S/T) : 1 
MSGFENLNTDFYOTSYSIDDOSQQSYDYGGSGGPYSKQYAGYDYSQQGRFVPPDMMQPQQ 
PYTGOIYOPTOAYT PASPOPFYGNN FEDEPPLLEET, GTNFDHTWOKTL TV, HPL, KWADGS 
IMNET DLAGPMVFCLAFGATLLLAGKIOFGYWYGISAIGCLGMFCLLNLMSMTGVSFGCV 
ASVLGYCLLPMILLSSFAVIFSLOGMVGIII, TAGIIGWCSFSASKIFISALAMEGQQLLV 
AYPCALLYGVFALISVE 

Transmembrane domain: t 

Amino acids 129-145; 184-203 

N-glycosylation sites: 
Amino acids 123-127 

N-myristoylation sites: 
Amino acids 32-38; 119-125; 17 4-180; 178-184; 208-214 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 150-161 ; 169-18O 





Patent Application Publication Oct. 2, 2003 Sheet 74 of 115 US 2003/0186372 A1 

FIGURE 74 
></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA145583 
><subunit 1 of 1, 348 aa, 1 stop 
><MW: 38536, pI: 8 - 24, NX (S/T) : 1 
MAGPAIHTAPMLFLVLLI, POLSLAGALAPGTPARNLPENHIDLPGPALWTPOASHHRRRG 
PGKKEWGPGLPSOAODGAVVTATROASRLPEAEGILL PEOSPAGLLODKDLLLGLALPYPE 
KENRPPGWERTRKRSREHKRRRDRLRLHOGRALVRGPSSLMKKAELSEAOVLDAAMEESS 
TSLAPTMFFLTTFEAAPATEESLILPVTSLRPOOAOPRSDGEVMPTLDMALFDWTDYEDI, 
KPDGWPSAKKKEKHRGKLSSDGNETSPAEGEPCDHHODCLPGTCCDLREHLCTPHNRGLN 
NKCFDDCMCVEGLRCYAKFHRNRRVTRRKGRCVEPETANGDOGSFINV 

Important features of the protein: 
Signal peptide: 
Amino acids 1-24 

N-glycosylation site: 
Amino acids 263-267 

cAMP- and co-MP-dependent protein kinase phosphorylation site: 
Amino acids 132-13 6; 323-327 

N-myristoylation sites: 
Amino acids 77-83; 343-34.9 

Amidation site: 
Amino acids 61 - 65 
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FIGURE 75 
CAGAAGGGCAAAAACATTGACTGCCTCAAGGTCTCAAGCACCAGTCTTCACCGCGGAAAGCA 
TGTTGTGGCTGTTCCAATCGCTCCTGTTTGTCTTCTGCTTTGGCCCAGGGAATGTAGTTTCA 
CAAAGCAGCTTAACCCCATTGATGGTGAACGGGATTCTGGGGGAGTCAGTAACTCTTCCCCT 
GGAGTTTCCT'GCAGGAGAGAAGGTCAACTTCATCACTTGGCTTTTCAATGAAACATCTCTTG 
CCTTCATAGTACCCCATGAAACCAAAAGTCCAGAAATCCACGTGACTAATCCGAAACAGGGA 
AAGCGACTGAACTTCACCCAGTCCTACTCCCTGCAACT CAGCAACCTGAAGATGGAAGACAC 
AGGCTCTTACAGAGCCCAGATATCCACAAAGACCTCTGCAAAGCTGTCCAGTTACACTCTGA 
GGATATTAAGACAACTGAGGAACATACAAGTTACCAATCACAGTCAGCTATTTCAGAATATG 
ACCTGTGAGCTCCATCTGACTTGCTCTGTGGAGGATGCAGATGACAATGTCTCATTCAGATG 
GGAGGCCTTGGGAAACACACTTTCAAGTCAGCCAAACCT CACTGTCTCCTGGGACCCCAGGA 
TTTCCAGTGAACAGGACTACACCTGCATAGCAGAGAATGCTGTCAGTAATTTATCCTTCTCT 
GTCTCTGCCCAGAAGCTTTGCGAAGATGTTAAAATTCAATATACAGATACCAAAATGATTCT 
GTTTATGGTTTCTGGGATATGCATAGTCTTCGGTTTCATCATACTGCTGTTACTTGTTTTGA 
GGAAAAGAAGAGATTCCCTATCTTTGTCTACTCAGCGAACACAGGGCCCCGCAGAGTCCGCA 
AGGAACCTAGAGTATGTTTCAGTGTCTCCAACGAACAACACTGTGTATGCTTCAGTCACTCA 
TTCAAACAGGGAAACAGAAATCTGGACACCTAGAGAAAATGATACTATCACAATTTACTCCA 
CAATTAATCATTCCAAAGAGAGTAAACCCACTTTTTCCAGGGCAACTGCCCTTGACAATGTC 
GTGTAAGTTGCTGAAAGGCCTCAGAGGAATTCGGGAATGACACGTCTTCTGATCCCATGAGA 
CAGAACAAAGAACAGGAAGCTTGGTTCCTGTTGTTCCTGGCAACAGAATTTGAATATCTAGG 
ATAGGATGAT CACCTCCAGTCCTTCGGACTTAAACCTGCCTACCTGAGTCAAACACCTAAGG 
ATAACATCATTTCCAGCATGTGGTTCAAATAATATTTTCCAATCCACTTCAGGCCAAAACAT 
GCTAAAGATAACACACCAGCACATTGACTCTCTCTTTGATAACTAAGCAAATGGAATTATGG 
TTGACAGAGAGTTTATGATCCAGAAGACAACCACTTCTCTCCTTTTAGAAAGCAGCAGGATT 
GACTTATTGAGAAATAATGCAGTGTGTTGGTTACATGTGTAGTCTCTGGAGTTGGATGGGCC 
CATCCTGATACAAGTTGAGCATCCCTTGTCTGAAATGCTTGGGATTAGAAATGTTTCAGATT 
TCAATTTTTTTTCAGATTTTGGAATATTTGCATTATATTTAGCGGTTGAGTATCCAAATCCA 
AAAATCCAAAATTCAAAATGCTCCAATAAGCATTTCCCTTGAGTTTCATTGATGTCGATGCA 
GTGCT CAAAATCTCAGATTTTGGAGCAATTTGGATATTGGATTTTTGGATTTGGGATGCTCA 
ACTTGTACAATGTTTATTAGACACATCTCCTGGGACATACTGCCTAACCTTTTGGAGCCTTA 
GTCTCCCAGACTGAAAAAGGAAGAGGATGGTATTACATCAGCTCCATTGTTTGAGCCAAGAA 
TCTAAGTC 
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FIGURE 76 
></usr/seqdb2/s st/DNA/Dna seqs.min / ss. DNA161000 
><subunit 1 of 1, 332 aa, 1 stop 
><MW: 37345, pI: 6.72, NX (S/T) : 10 
MLWLFQSLLFWFCFGPGNVVSOSSLTPLMVNGILGESVTLPLEFPAGEKVNFITWLFNET 
SLAFIVPHETKSPEIHVTNPKOGKRLNFTQSYSLQLSNLKMEDTGSYRAQISTKTSAKLS 
SYTLRILRQLRNIQVTNHSQLFQNMTCELHLTCSVEDADDNVSFRWEALGNTLSSQPNLT 
VSWDPRISSEQDYTCIAENAVSNLSFSVSAQKLCEDWKIQYTDTKMILFMVSGICIVFGF 
IILLI, LVLRKRRDSLSLSTQRTQGPAESARNLEYVSVSPTNNTVYASVTHSNRETEIWTP 
RENDTITIYSTINHSKESKPTFSRATALDNVV 

Important features of the protein: 
Signal peptide: 
Amino acids 1-13 

Transmembrane domain : 
Amino acids 228-247 

N-glycosylation sites: 
Amino acids 58-62; 87-91; 137-141; 144-148; 161-165; 

178-182; 203-207; 281-285; 303-307; 
33-317 

cAMP and cqMP-dependent protein kinase phosphorylation site: 
Anino acids 251-255 

Tyrosine kinase phosphorylation sites: 
Amino acids 100-108; 186-194 

N-myristoylation sites: 
Amino acids 17-23; 105-111; 170-176 

Amidation site: 
Amino acids 82-86 

Immunoglobulin domain : 
Amino acids 35-11 
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FIGURE 77 
GATCCCTCGACCTCGACCCACGCGTCCGCTCTTTAATGCTTTCTTTTTAAGAGATCACCTTC 
TGACTTCT CACAGAAGAGGTTAACTATTACCTGTGGGAAGTCAGAAGGTGATCTCTTTAATG 
CTTTCTTTTTAAGAATTTTTCAAATTGAGACTAATTGCAGAGGTTCCAGTTGACCAGCATTC 
ATAGGAATGAAGACAAACACAGAGATGGTGTGTCTAAGAAACTT CAAAAGGTGTAGACCTCC 
TGACTGAAGCATATTGGATTTATTTAATTTTTTTCACTGTATTTCTGTCCTCCTACAAGGGA 
AAGTCATGATTACACTAACTGAGCTAAAATGCTTAGCAGATGCCCAGTCATCTTATCACATC 
TTAAAACCATGGTGGGACGTCTTCTGGTATTACATCACACTGATCATGCTGCTGGTGGCCGTG 
CTGGCCGGAGCTCTCCAGCTGACGCAGAGCAGGGTTCTGTGCTGTCTTCCATGCAAAGTGGA 
ATTTGACAATCACTGTGCCGTGCCTTGGGACATCCTGAAAGCCAGCATGAACACATCCTCTA 
ATCCTGGGACACCGCTTCCGCTCCCCCTCCGAATTCAGAATGACCTCCACCGACAGCAGTAC 
TCCTATATTGATGCCGTCTGTTACGAGAAACAGCTCCATTGGTTTGCAAAGTTTTTCCCCTA 
TCTGGTGCTCTTGCACACGCTCATCTTTGCAGCCTGCAGCAACTTTTGGCTTCACTACCCCA 
GTACCAGTTCCAGGCTCGAGCATTTTGTGGCCATCCTTCACAAGTGCTTCGATTCTCCATGG 
ACCACCCGCGCCCTTTCAGAAACAGTGGCTGAGCAGTCAGTGAGGCCTCTGAAACTCTCCAA 
GTCCAAGATTTTGCTTTCGTCCTCAGGGTGTTCAGCTGACATAGATTCCGGCAAACAGTCAT 
TGCCCTACCCACAGCCAGGTTTGGAGTCAGCTGGTATAGAAAGCCCAACTTCCAGTGGCCTG 
GACAAGAAGGAGGGTGAACAGGCCAAAGCCATCTTTGAAAAAGTGAAAAGATTCCGCATGCA 
TGTGGAGCAGAAGGACATCATTTATAGAGTATATCTGAAACAGATAATAGTCAAAGTCATTT 
TGTTTGTGCTCATCATAACTTATGTTCCATATTTTTTAACCCACATCACTCTTGAAATCGAC 
TGTTCAGTTGATGTGCAGGCTTTTACAGGATATAAGCGCTACCAGTGTGTCTATTCCTTGGC 
AGAAATCTTTAAGGTCCTGGCTTCATTTTATGTCATTTTGGTTATACTTTATGGTCTGACCT 
CTTCCTACAGCCTGTGGTGGATGCTGAGGAGTCCCTGAAGCAATATTCCTTTGAGGCGTTA 
AGAGAAAAAAGCAACTACAGTGACATCCCTGATGTCAAGAATGACTTTGCCTTCATCCTTCA 
TCTGGCTGATCAGTATGATCCTCTTTATTCCAAACGCTTCTCCATATTCCTATCAGAGGTCA 
GTGAGAACAAACTGAAACAGATCAACCT CAATAATGAATGGACAGTTGAGAAACTGAAAAGT 
AAGCTTGTGAAAAATGCCCAGGACAAGATAGAACTGCATCTTTTTATGCTCAACGGTCTTCC 
AGACAATGTCTTTGAGTTAACTGAAATGGAAGTGCTAAGCCTGGAGCTTATCCCAGAGGTGA 
AGCTGCCCTCTGCAGTCT CACAGCTGGTCAACCT CAAGGAGCTTCGTGFGTACCATTCATCT 
CTGGTCGTAGACCATCCTGCACTGGCCTTTCTAGAGGAGAATTTAAAAATCCTCCGCCTGAA 
AT'FTACTGAAATGGGAAAAATCCCACGCTGGGTATTTCACCCAAGAATCTCAAGGAACTTT 
ATCTTTCGGGCTGTGTTCTCCCTGAACAGTTGAGTACTATGCAGTTGGAGGGCTTTCAGGAC 
TTAAAAAATCTAAGGACCCTGTACTTGAAGAGCAGCCTCTCCCGGATCCCACAAGTTGTTACA 
GACCTCCTGCCTTCATTGCAGAAACTGTCCCTTGATAATGAGGGAAGCAAACTGGTTGTGTT 
GAACAACTTGAAAAAGATGGT CAATCTGAAAAGCCTAGAACTGATCAGCTGTGACCTGGAAC 
GCATCCCACATTCCATTTTCAGCCTGAATAATTTGCATGAGTTAGACCTAAGGGAAAATAAC 
CTTAAAACTGTGGAAGAGATTAGCTTTCAGCATCTTCAGAATCTTTCCTGCTTAAAGTTGTG 
GCACAATAACATTGCTTATATTCCTGCACAGATTGGGGCATTATCTAACCTAGAGCAGCTCT 
CTTTGGACCATAATAATATTGAGAATCTGCCCTTGCAGCTTTTCCTATGCACTA AACTACAT 
TATTTGGATCTAAGCTATAACCACTTGACCTTCATTCCAGAAGAAATCCAGTATCTGAGTAA 
TTTGCAGTACTTTGCTGTGACCAACAACAATATTGAGATGCTACCAGATGGGCTGTTTCAGT 
GCAAAAAGCTGCAGTGTTTACTTTTGGGGAAAAATAGCTTGATGAATTTGTCCCCTCATGTG 
GGTGAGCTGTCAAACCTTACT CATCTGGAGCTCATIGGTAATTACCTGGAAACACTTCCTCC 
TGAACTAGAAGGATGTCAGTCCCTAAAACGGAACTGTCTGATTGTTGAGGAGAACTTGCTCA 
ATACTCTTCCTCTCCCTGTAACAGAACGTTTACAGACGTGCTTAGACAAATGTTGACTTAAA 
GAAAAGAGACCCGTGTTTCAAAATCATTTTTAAAAGTATGCTCGGCCGGGCGTGGTGGCTCA 
TGCCTATAATCCCAGCACTTTGGGAGGCCAAGATGGGCGGATTGCTTGAGGTCAGGAGTTCG 
AGACCAGTCTGGCCAACCTGGTGAAACCCCATCTCTGCTAAAACTACAAAAAAATTAGCCAG 
GCGTGGTGGCGTGCGCCTGTAATCCCAGCTACTTGGGAGGCTGACGCAGGGGAATTGCTTGA 
ACCAGGGAGGTGGAGGTTGCAGTGAGCCGAGATTGTGCCACTGTACACCAGCCTGGGTGACA 
GAGCAAGACTCTTATCT CAAAAAAAAAAAAAAA 
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FIGURE 78 
></usr/seqdb2/s st/DNA/Dnaseds. min/ss. DNA161005 
><subunit 1 of 1, 802 aa 1 stop 
><MW: 92235, pI : 6.80, NX (S/T) : 5 
MITLTELKCLADAQSSYHILKPWWDVFWYYITLIMLLVAVLAGALQLTQSRVLCCI, PCKV 
EFDNHCAVPWDILKASMNTSSNPGTPLPLPLRIONDLHRQQYSYIDAVCYEKQLHWFAKF 
FPYLVLLHTLIFAACSNFWLHYPSTSSRLEHFVAILHKCFDSPWTTRALSETVAEQSVRP 
LKLSKSKILLSSSGCSADIDSGKOSJ, PYPQPGLESAGIESPTSSGLDKKEGEQAKAIFEK 
WKRFRMHVEQKDIIYRVYLKQIIVKVILFVLIITYVPYFLTHITLEIDCSVDVQAFTGYK 
RYQCVYSLAEIFKVLASFYVILVILYGLTSSYSLWWMLRSSLKQYSFEALREKSNYSDIP 
DVKNDFAFILHLADQYDPLYSKRFSIFLSEVSENKLKQINLNNEWTVEKLKSKLVKNAQD 
KIELHLFMLNGLPDNVFELTEMEVLSI, ELIPEVKLPSAVSQLVNLKELRVYHSSLVVDHP 
ALAFLEENLKTLRLKFTEMGKIPRWVFHLKNLKELYLSGCVLPEOLSTMOLEGFODLKNL 
RTLY LKSSLSRIPOVVTDLLPSLOKLSLDNEGSKLVVLNNLKKMVNT, KST, ELISCDLERT 
PHSIFSLNNLHELDLRENNLKTVEEISFOHLONLSCLKLWHNNIAYIPAQIGALSNLEQL 
SLDHNNIENLPLQLFLCTKLHYLDLSYNHLT FIPEEIQYLSNLQY FAVTNNNIEMLPDGL 
FOCKKLQCLLLGKNSLMNLSPHVGELSNLTHLELIGNYLETLPPELEGCOSLKRNCLIVE 
ENLLNTLPLPVTERLOTCLDKC 

Important features of the protein: 
Signal peptide: 
Amino acids 1-4 6 

Transmembrane domains : 
AIaino acids 118-138; 261-281; 311-332 

N-glycosylation sites: 
Amino acids 78-82; 355-359; 633 - 637, 748-752 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 382 - 386 

Tyrosine kinase phosphorylation site: 
Amino acids 21-30 

N-myristoylation sites: 
Amino acids 212-218; 327-333; 431-437; 652-658; 

719 - 725 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 125-136 

Leucine zipper pattern: 
Amino acids 4 68-49 O 

Leucine Rich Repeat: 
Amino acids 609-632; 748-770 
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FIGURE 80 

></usr/seqdb2/sist/DNA/Dnaseqs. Inin / ss. DNA170245 
><subunit l of l, 383 aa, 1 stop 
><MW: 40548, pI: 6. 48, NX (S/T): 1 
MPSGCRCLHLVCLLCILGAPGQPVRADDCSSHCDLAHGCCAPDGSCRCDPGWEGLHCERC 
VRMPGCOHGTCHOPWOCICHSGWAGKFCDKDEHIC"I"TQSPCQNGGOCMYDGGGEYHCVCL 
PGFHGRDCERKAGPCEQAGSPCRNGGQCODDOGFALNFTCRCLVGFVGARCEVNVDE)CLM 
RPCANGATCLDGINRFSCLCPEGFAGRFCTINLDDCASRPCQRGARCRDRVHDFDCLCPS 
GYGGKTCELVLPVPDPPTTVDTPLGPTSAVVVPATGPAPHSAGAGLLRISVKEVVRROEA 
GLGEPSLVALVVFGALTAALVLATVLLTLRAWRRGVCPPGPCCYPAPHYAPACQDQECQV 
SMLPAGLPLPRDLPPEPGKTTAL 

Important features of the protein: 
Signal peptide: 
AItnino acids 1-21 

Transmembrane domain : 
Amino acids 3 O 6-33 

N-glycosylation site: 
Amino acids 57-16O 

Glycosaminoglycan attachment site: 
Amino acids 240-2 4 3 

N-myristoylation sites: 
AItnino acids 44-49; 65-70; 243-248; 314-319 

Aspartic acid and asparagine hydroxylation sites: 
Amino acids 189-2OO; 227-238 

EGF-like domain cysteine pattern signature : 
Amino acids 46-57; 77-88; 117-128; 160-171; 198-209; 

236-2 47 

Zinc finger, C3HC4 type, signature: 
Amino acids 7-16 

EGF-like domain proteins: 
Amino acids 4 6-58; 77-89; 117-129; 160-172; 198-210; 

216-228; 236-248 
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FIGURE 81 
GTTTGTTGCT CAAACCGAGTTCTGGAGAACGCCATCAGCTCGCTGCTTAAAATTAAACCACA 
GGTTCCATTATGGGTCGACTTGATGGGAAAGTCATCATCCTGACGGCCGCTGCTCAGGGGAT 
TGGCCAAGCAGCTGCCTTAGCTTTTGCAAGAGAAGGTGCCAAAGTCATAGCCACAGACATTA 
ATGAGTCCAAACTTCAGGAACTGGAAAAGTACCCGGGTATTCAAACTCGTGTCCTTGATGTC 
ACAAAGAAGAAACAAATTGATCAGTTTGCCAGTGAAGTTGAGAGACTTGATGTTCTCTTTAAT 
GTTGCTGGTTTTGTCCATCATGGAACTGTCCTGGATTGTGAGGAGAAAGACTGGGACTTCTC 
GATGAATCTCAATGTGCGCAGCATGTACCT'GATGATCAAGGCATTCCTTCCTAAAATGCTTG 
CTCAGAAATCTGGCAATATTATCAACATGTCTTCTGTGGCTTCCAGCGTCAAAGGAGTTGTG 
AACAGATGTGTGTACAGCACAACCAAGGCAGCCGTGATTGGCCT CACAAAATCTCTGGCTGC 
AGATTTCATCCAGCAGGGCATCAGGTGCAACTGTGTGTGCCCAGGAACAGTTGATACGCCAT 
CTCTACAAGAAAGAATACAAGCCAGAGGAAATCCTGAAGAGGCACGGAATGATTTCCTGAAG 
AGACAAAAGACGGGAAGATTCGCAACTGCAGAAGAAATAGCCATGCTCTGCGTGTATTTGGC 
TTCTGATGAATCTGCTTATGTAACTGGTAACCCTGTCATCATTGATGGAGGCTGGAGCTTGT 
GATTTTAGGATCTCCATGGTGGGAAGGAAGGCAGGCCCTTCCTATCCACAGTGAACCTGGTT 
ACGAAGAAAACT CACCAATCATCTCCTTCCTGT'TAATCACATGTTAATGAAAATAAGCTCTT 
TTTAATGATGTCACTGTTTGCAAGAGTCTGATTCTTTAAGTATATTAATCTCTTTGTAATCT 
CTTCTGAAATCATTGTAAAGAAATAAAAATATTGAACT CAT 



Patent Application Publication Oct. 2, 2003 Sheet 82 of 115 US 2003/0186372A1 

FIGURE 82 

></usr/seqdb2/s st/DNA/Dnas eds. Imin / ss. DNAll 1771 
><subunit 1 of 1, 245 aa, 1 stop 
><MW: 26711, pI: 8.00, NX (S/T) : 2 
MGRLDGKVIII, TAAAQGIGOAAALAFAREGAKVIATDINESKLQELEKYPGIOTRVLDVT 
KKKQIDQFASEVERLDVLFNVAGFVHHGTVLDCEEKDWDFSMNLNVRSMYLMIKAFLPKM 
LAOKSGNITNMSSVASSVKGVVNRCVYSTTKAAVIGLTKSLAADFIQOGIRCNCVCPGTV 
DTPSLQERIQARGNPEEARNDFLKRQKTGRFATAEETAMILCVYLASDESAYVTGNPVIID 
GGWSL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-20 

N-glycosylation sites: 
Amino acids 39-43; 130-134 

Tyrosine kinase phosphorylation site: 
Amino acids 42 - 5 O 

N-myristoylation sites: 
Amino acids 17-23; 19-25; 126-132; 15 6-162; 169-175 

Short-chain dehydrogenases/reductases family proteins: 
Amino acids 7-19; 73-83; 127-164; 169-178 

Short chain dehydrogenase : 
Amino acids 7-183 
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FIGURE 84 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA1731.57 
><subunit l of l, 385 aa, 1 stop 
><MW: 42200, pI: 5.57, NX (S/T) : 5 
MAAALFVLLGFALIGTHGASGAAGFVOAPLSQQRWVGGSVELHCEAVGSPVPEIOWWFEG 
QGPNDTCSQLWDGARLDRVHIHATYHQHAASTISIDTLVEEDTGTYECRASNDPDRNHLT 
RAPRVKWVRAOAVVLVLEPGTVFTTVEDLGSKILLTCSLNDSATEVTGHRWLKGGVVLKE 
DALPGOKTEFKVDSDDOWGEYSCVFL PEPMGTANIOLHGPPRVKAVKSSEHINEGETAML 
VCKSESV PPVTDWAWYKITDSEDKALMNGSESRFFVSSSQGRSELHIENLNMEADPGQYR 
CNGTSSKGSDQAIITLRVRSHLAALWPFLGIVAEVI,VI,VTIIFIYEKRRKPEDVLDDDDA 
GSAPLKSSGOHONDKGKNVRORNSS 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - 18 

Transmembrane domain : 
Amino acids 32 O-343 

N-glycosylation sites : 
Amino acids 64 - 68 ; 160-164; 268-272; 3O2-3 O6 

N-myristoylation sites: 
Amino acids 15-21; 18-24; 60 - 66; 104-110 ; 14 O-146; 

297-3O3; 308-314; 369-375 

Immunoglobulin domain : 
Amino acids 37-110 ; 150-205; 235-303 
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FIGURE 86 

></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA175734 
><subunit 1 of 1, 261 aa, 1 stop 
><MW: 28 231, pI: 9. 28, NX (S/T) : 1 
MGGAGILLILLAGAGVVVAWRPPKGKCPLRCSCSKDSALCEGSPDT, PWSFSPTILLSLSLV 
RTGVTOLKAGSFLRIPSLHLLLFTSNSFSVIEDDAFAGLSHLOYLFIEDNEIGSISKNAL 
RGLRSLTHLSLANNHLETLPRFL FRGLDTLTHVDLRGNPFQCDCRVLWLLQWMPTVNASV 
GTGACAGPASLSHMOLHHLDPKTFKCRAIGGGLSRWGGRREIWGKGCOGOEARLTPCPAI 
SRSGKTLSKQHCLPEPQFSHL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-19 

N-glycosylation site: 
Amino acids 177-81. 

N-myristoylation sites : 
AIIllino acids 15-21; 181-186; 210-215 

Amidation site: 
Amino acids 217-22 O 

Microbodies C-terminal targeting signal : 
Amino acids 259-262 

ATP/GTP-binding site motif A (P-loop) : 
AIIllino acids 239-2 4 6 

Leucine zipper pattern: 
Amino acids 129-150 

Leucine Rich Repeat: 
Amino acids 53-76; 149-171 

Leucine rich repeat C-terminal domain : 
Amino acids 158-2O7 
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FIGURE 88 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA176108 
><subunit 1 of 1, 270 aa, 1 St Op. 
><MW: 28871, pI: 7.09, NX (S/T) : 1 
MENKAMYLHTVSDCDTSSTCEDSFDGRSLSKLNLCEDGPCHKRRASICCTQLGSLSALKH 
AVLGLYLLVFLILVGIFILAGPPGPKGDQGDEGKEGRPGIPGLPGLRGLPGERGTPGLPG 
PKGDDGKLGATGPMGMRGFKGDRGPKGEKGEKGDRAGDASGWEAPMMRLVNGSGPHEGR 
VEVYHDRRWGTWCDDGWDKKDGDVVCRMLGFRGVEEVYRTARFGOGTGRIWMDDVACKGT 
EETIFRCSFSKWGVTNCGHAEDASVTCNRH 

Transmembrane domain : 
Amino acids 55-8O 

N-glycosylation site: 
Amino acids 172-175 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids 43-46 

Tyrosine kinase phosphorylation site: 
Amino acids 22-218 

N-myristoylation sites: 
Anino acids 53-58; 224-229; 239-244; 253-258 

Speract receptor repeated domain signature : 
Amino acids 17 3-211 

Scavenger receptor cysteine-rich domain : 
Anino acids 171-268 

Collagen Collagen triple helix repeat: 
Amino acids 90-149 
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FIGURE 90 
></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA190710 
><subunit 1 of 1, 877 aa, 1 stop 
><MW: 95132, pI: 8.77, NX (S/T) : 5 
MENWTGRPWLYLLLLLSLPQLCLDQEVLSGHSLOTPTEEGQGPEGVWGPWVQWASCSOPC 
GVGVQRRSRTCQLPTVOLHPSLPLPPRPPRHPEALL PRGQGPRPQTSPETLPLYRTQSRG 
RGGPLRGPASHLGREETOEIRAARRSRI, RDPIKPGMEGYGRVPFALPLHRNRRHPRSPPR 
SELSLISSRGEEAIPSPTPRAEPFSANGSPOTELPPTELSVHTPSPOAEPLSPETAOTEV 
APRTRPAPLRHHPRAOASGTEPPSPTHSLGEGGFFRASPQPRRPSSQGWASPQVAGRRPD 
PFPSVPRGRGQQGQGPWGTGGTPHGPRLEPDPQHPGAWL, PLLSNGPHASSLWSLFAPSSP 
IPRCSGESEQLRACSQAPCPPEOPDPRALOCAAFNSOEFMGQLYQWEPFTEVQGSORCEL 
NCRPRGFRFYVRHTEKVQDGTLCQPGAPDICVAGRCLSPGCDGILGSGRRPDGCGVCGGD 
DSTCRLVSGNLTDRGGPLGYQKILWIPAGALRLQIAQLRPSSNYLALRGPGGRSIINGNW 
AVDPPGSYRAGGTVFRYNRPPREEGKGESLSAEGPTTQPVDVYMIFQEENPGVFYQYVIS 
SPPPILENPTPEPPVPQl,OPEILRVEPPLAPAPRPARTPGTLQROVRIPQMPAPPHPRTP 
LGSPAAYWKRVGHSACSASCGKGVWRPIFLCISRESGEELDERSCAAGARPPASPEPCHG 
TPCPPYWEAGEWTSCSRSCGPGTQHRQLOCRQEFGGGGSSVPPERCGHLPRPNITQSCQL 
RLCGHWEVGSPWSQCSVRCGRGQRSROVRCVGNNGDEVSEQECASGPPOPPSREACDMGP 
CTTAWFHSDWSSKVSPEPPAISCILGNHAODTSAFPA 

Important features of the protein: 
Signal peptide: 
Amino acids 1-24 

N-glycosylation sites: 
Amino acids 3-6; 490 - 493; 773-776 

cAMP- and cQMP-dependent protein kinase phosphorylation site: 
Amino acids 282-285 

N-myristoylation sites: 
AItalino acids 208-213; 4 14-419, 463-468; 473 - 478; 4.75-480; 

478- 483; 495-5OO; 54 6-551; 662-667; 755-760; 
756–7 61; 789-794 

Amidation sites : 
Amino acids 295-298; 4 67-47 O 

Leucine zipper pattern: 
Amino acids 504-526 

VWFC domain proteins: 
Amino acids 53-67; 732-746; 792-806 

Thrombospondin type 1 domain : 
Amino acids | 48-87; 727-783; 787-841 
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FIGURE 92 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA190803 
><subunit 1 of 1, 280 aa 1 stop 
>{MW: 31222, pI: 7. 40, NX (S/T) : 1 
MFAYVFHDEFVASMIKIPSDTFTII PDFDIYYWYGFSSGNFVYFLTLOPEMVSPPGSTTK 
EQVYTSKLVRLCKEDTAFNSYVEVPIGCERSGVEYRLLOAAYLSKAGAVLGRTLGVHPDD 
DLLFTVFSKGQKRKMKSLDESALCIFILKQINDRIKERLQSCYRGEGTLDLAWLKVKDIP 
CSSALLTIDDNFCGLDMNAPLGVSDMVRGPWFTEDRDRMTSWIAYWYKNHSLAFVGTKS 
GKLKKVPGTSLCPTLELQTGPRSHRATVTLELLESSCSSN 

Important features of the protein: 

N-glycosylation site: 
Amino acids 23 O-233 

N-myristoyliation sites : 
Amino acids 87-92; 107-112; 194-199; 237-242 
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FIGURE 93 
CCTTATCAGACAAAGGACGAGATGGAAAATACAAGATAATTTACAGTGGAGAAGAATTAGAA 
TGTAACCTGAAAGATCTTAGACCAGCAACAGATTATCATGTGAGGGTGTATGCCATGTACAA 
TTCCGTAAAGGGATCCTGCTCCGAGCCTGTTAGCTTCACCACCCACAGCTGTGCACCCGAGT 
GTCCTTTCCCCCCTAAGCTGGCACATAGGAGCAAAAGTTCACTAACCCTGCAGTGGAAGGCA 
CCAATTGACAACGGTTCAAAAATCACCAACTACCTTTTAGAGTGGGATGAGGGAAAAAGAAA 
TAGTGGTTTCAGACAGTGCTTCTTCGGGAGCCAGAAGCACTGCAAGTTGACAAAGCTTTGTC 
CGGCAATGGGGTACACATTCAGGCTGGCCGCTCGAAACGACATTGGCACCAGTGGTTATAGC 
CAAGAGGTGGTGTGCTACACATTAGGAAATATCCCTCAGATGCCTTCTGCACTAAGGCTGGT 
TCGAGCTGGCATCACATGGGTCACGTTGCAGTGGAGTAAGCCAGAAGGCTGTTCACCCGAGG 
AAGTGATCACCTACACCTTGGAAATTCAGGAGGATGAAAATGATAACCTTTTCCACCCAAAA 
TACACTGGAGAGGATTTAACCTGTACTGTGAAAAATCT CAAAAGAAGCACACAGTATAAATT 
CAGGCTGACTGCTTCTAATACGGAAGGAAAAAGCTGTCCAAGCGAAGTTCTTGTTTGTACGA 
CGAGTCCTGACAGGCCTGGACCTCCTACCAGACCGCTTGT CAAAGGCCCAGTTACATCTCAT 
GGCTTAGTGTCAAATGGGATCCCCCTAAGGACAATGGTGGTTCAGAAATCCT CAAGTACT 
GCTAGAGATTACTGATGGAAATTCTGAAGCGAATCAGTGGGAAGTGGCCTACAGTGGGTCGG 
CTACCGAATACACCTTCACCCACTTGAAACCAGGCACTTTGTACAAACTCCGAGCATGCTGC 
ATCAGTACCGGCGGACACAGCCAGTGTTCTGAAAGTCTCCCTGTTCGCACACTAAGCATTGC 
ACCAGGT CAATGTCGACCACCGAGGGTTTTGGGTAGACCAAAGCACAAAGAAGTCCACTTAG 
AGTGGGATGTTCCTGCATCGGAAAGTGGCTGTGAGGTCTCAGAGTACAGCGTGGAGATGACG 
GAGCCCGAAGACGTAGCCTCGGAAGTGTACCATGGCCCAGAGCTGGAGTGCACCGTCGGCAA 
CCTGCTTCCTGGAACCGTGTATCGCTTCCGGGTGAGGGCTCTGAATGATGGAGGGTATGGTC 
CCTATTCTGATGTCTCAGAAATTACCACTGCTGCAGGGCCTCCTGGACAATGCAAAGCACCT 
TGTATTTCTTGTACACCTGATGGATGTGTCTTAGTGGGTTGGGAGAGTCCTGATAGTTCTGG 
TGCTGACATCTCAGAGTACAGGTTGGAATGGGGAGAAGATGAAGAATCCTTAGAACTCATTT 
ATCATGGGACAGACACCCGTTTTGAAATAAGAGACCTGTTGCCTGCTGCACAGTATTGCTGT 
AGACTACAGGCCT CAATCAAGCAGGGGCAGGGCCGTACAGTGAACTTGTCCTTTGCCAGAC 
GCCAGCGTCTGCCCCTGACCCCGTCTCCACTCTCTGTGTCCTGGAGGAGGAGCCCCTTGATGCC 
TACCCTGATTCACCTTCTGCGTGCCTTGTACTGAACTGGGAAGAGCCGTGCAATAACGGATC 
TGAAATCCTTGCTTACACCATTGATCTAGGAGACACTAGCATTACCGTGGGCAACACCACCA 
TGCATGTTATGAAAGATCTCCTCCAGAAACCACCTACCGGATCAGAATTCAGGCTATAAAT 
GAAATTGGAGCTGGACCATTTAGTCAGTTCATTAAAGCAAAAACTCGGCCATTACCACCCTT 
GCCTCCTAGGCTAGAATGTGCTGCTGCTGGTCCTCAGAGCCTGAACCTAAAATGGGGAGACA 
GTAACTCCAAGACACATGCTGCTGAGGACATTGTGTACACACTACAGCTGGAGGACAGAAAC 
AAGAGGTTTATTTCAATCTACAGAGGACCCAGCCACACCTACAAGGTCCAGAGACTGACGGA 
ATTCACATGCTACTCCTTCAGAATCCAGGCAGCAAGCGAGGCTGGAGAAGGGCCCTTCTCAG 
AAACCTATACCTTCAGCACAACCAAAAGTGTCCCCCCCACCATCAAAGCACCTCGAGTAACA 
CAGTTAGAAGTAAATTCATGTGAAATTTTATGGGAGACGGTACCATCAATGAAAGGTGACCC 
TGTTAACTACATTCTGCAGGTATTGGTTGGAAGAGAATCTGAGTACAAACAGGTGTACAAGG 
GAGAAGAAGCCACATTCCAAATCT CAGGCCTCCAGACCAACACAGACTACAGGTTCCGCGTA 
TGTGCGTGTCGTCGCTGTTTAGACACCTCTCAGGAGCTAAGCGGAGCCTTCAGCCCCTCTGC 
GGCTTTT GTATTACAACGAAGTGAGGTCATGCTTACAGGGGACATGGGGAGCTTAGATGATC 
CCAAAATGAAGAGCATGATGCCTACTGATGAACAGTTTGCAGCCATCATTGTGCTTGGCTTT 
GCAACTTTGTCCATTTTATTTGCCTTTATATTACAGTACTTCT'TAATGAAGTAAACCCAACA 
AAACTTAGAGGTATGAATTAATGCTACACATTTTAATACACACATTTATTCAGATACTCCCCT 
TTTTAAAGCCCTTTTGTTTTTTGATTTATATACTCTGTTTTACAGATTTAGCTAGAAAAAAA 
ATGTCAGTGTTTTGGTGCACCTTTTTGAAATGCAAAACTAGGAAAAGGTTAAACTGGATTTT 
TTTTTAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 94. 
></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA191064 
><subunit 1 of 1, 847 aa, 1 stop 
><MW: 93607, pI: 5.33, NX (S/T) : 3 
MYNSVKGSCSEPVSFTTHSCAPECPFPPKLAHRSKSSLTLQWKAPIDNGSKITNYLLEWD 
EGKRNSGFROCFFGSOKHCKLTKLCPAMGYTFRLAARNDIGTSGYSQEVVCYTLGNI POM 
PSALRLVRAGITWVTLOWSKPEGCSPEEVITYTLEIQEDENDNLFHPKYTGEDLTCTVKN 
LKRSTQYKFRITASNTEGKSCPSEVLVCTTSPDRPGPPTRPLVKGPVTSHGFSVKWDPPK 
DNGGSEILKYLLEITDGNSEANQWEVAYSGSATEYTFTHLKPGTLYKLRACCISTGGHSQ 
CSESLPVRTLSIAPGQCRPPRVLGRPKHKEVHLEWDVPASESGCEVSEYSVEMTEPEDVA 
SEVYHGPELECTVGNLLPGTVYRFRVRALNDGGYGPYSDVSEITTAAGPPGQCKAPCISC 
TPDGCVLVGWESPDSSGADISEYRLEWGEDEESLELIYHGTDTRFEIRDLLPAAOYCCRL 
QAFNQAGAGPYSELVLCOT PASAPDPVSTLCVILEEE PLDAYPDSPSACLVLNWEEPCNNG 
SEILAYTIDLGDTSITVGNTTMHVMKDLLPETTYRIRIQAINEIGAGPFSQFIKAKTRPL 
PPLPPRLECAAAGPOSLKLKWGDSNSKTHAAEDIVYTLQLEDRNKRFISIYRGPSHTYKV 
QRLTEFTCYSFRIOAASEAGEGPFSETYTFSTTKSVPPTIKAPRVTOLEVNSCEILWETV 
PSMKGDPVNYILOVLVGRESEYKQVYKGEEATFQISGLQTNTDYRFRVCACRRCLDTSOE 
LSGAFSPSAAFVLQRSEVMLTGDMGSLDDPKMKSMMPTDEOFAAITVL GFATLSILFAFT 
LOY FILMK 

Important features of the protein: 
Transmembrane domain : 
Amino acids 823-843 

N-glycosylation sites: 
Amino acids 48-51; 539-542; 559-562 

cAMP- and comP-dependent protein kinase phosphorylation site: 
Amino acids 63-66; 182-185 

Tyrosine kinase phosphorylation sites: 
Amino acids 387-39 A; 662-669 

N-myristoylation sites: 
Amino acids 49-54; 257-262; 343-348; 437-442; 757-762 

Amidation site: 
Amino acids 61-64 

ATP/GTP-binding site motif A (P-loop): 
Amino acids 193-200 

Fibronectin type III domain : 
Amino acids 22-106; 118-203; 215-302; 314-398; 

410 - 492; 504-590; 601-685; 697-778 
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FIGURE 95B 

CTCTGCTGGCCCTTCATCTGTTCAGGAACACACACACACACACACTCACACACGCACACACAATCACAATTTGC 
TACAGCAACAAAAAAGACATTGGGCTGTGGCATTATTAATTAAAGATGATATCCAGTC 
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FIGURE 98 
MWGLVRLLLAWLGGWGCMGRLAAPARAWAGSREHPGPALLRTRRSWVWNOFFVIEEYAGP 
EPWLIGKLHSDVDRGEGRTKYLLTGEGAGTVFWIDEATGNIHVTKSLDREEKAQYWLLAQ 
AWDRASNRPLEPPSEFIIKVODINDNPPIFPLGPY HATWPEMSNVGTSVIQVTAHDADDP 
SYGNSAKLVYTVLDGLPFFSVDPOTGVWRTAIPNMDRETQEEFLV.VIQAKDMGGHMGGLS 
GSTTWTVTLSDVNDNPPKFPQSLY OFSVVETAGPGTLVGRLRAODPDLGDNALMAYSILD 
GEGSEAFSISTDLOGRDGLLTVRKPLDFESORSYSFRVEATNTLIDPAYLRRGPFKDVAS 
WRVAVQDAPEPPAF"TQAAYHLTVPENKAPGTLVGQISAADLDSPASPIRYSILPHSDPER 
CFSIOPEEGTHTAAPLDREARAWHNLTVLATELDSSAOASRVOVAIQTLDENDNAPOLA 
EPYDTFWCDSAAPGOLIOVERALDRDEVGNSSHVSFOGPLGPDANFTWODNRDGSASLLL 
PSRPAPPRHAPYLVPIELWDWGOPALSSTATWTVSVCRCOPDGSVASCWPEAHLSAAGLS 
TGALLATITCVGALIALWWLFVALRROKQEALMVI, EEFDVRENTITY ODEGGGEEDTEAF 
DITALONPDGAAPPAPGPPARRDVLPRARVSRQPRPPGPADVAQLLALRLREADEDPGVP 
PYDSVOWYGYEGRGSSCGSLSSTGSGSEAGGAPGPAEPLDDWGPLFRTLAELYGAKEPPA 
P 

Signal peptide: 
AIllino acids 1-16 

Transmembrane domain : 
AIIino acids 597- 624 

N-glycosylation sites: 
Amino acids 44 6-4 49; 51O-513; 525-528 

N-myristoylation sites: 
Amino acids 13-18; 20 6-21; 233-238; 237-242; 238-243; 275-280; 390-395; 

394-399; 429-434; 583-588; 598 - 603; 6 O2- 607; 612-617; 
734-739; 738-743; 74 6-751 

ATP synthase c subunit signature: 
Anino acids 69 - 2 

Cadherins extracellular repeated domain signature: 
AIllino acids 138-148; 24 7-257 

Cadherin domain : 
Amino acids 50-141; 155-250; 264-366; 379-470; 483-577 

Cadherin cytoplasmic region: 
Amino acids 625-776 




















































































































































































































































































































































































































