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S12 Evaluate postpartum ketosis status
(estimate)

(Basic principle of the invention)
Antepartum blood sample of dairy cow
Antepartum blocd data of dairy cow

Evaluation results
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(57) Abstract: The present invention addresses the problem of providing an evaluation method and the like with which
highly reliable information relating to postpartum ketosis status can be obtained antepartum . According to the present
embodiment, the status of postpartum ketosis in a dairy cow is evaluated using at least one value selected from: the
concentration values of 25 amino acids in the antepartum blood of the dairy cow (Ala, Arg, Asn, Asp, BCAA, Cit, Cys,
Glu, Gln, Gly, His, Ile, Leu, Lys, Met, 3MeHis, Orn, Phe, Pro, Ser, Tau, Thr, Trp, Tyr, Val); and the test values of 13
biochemicals in the antepartum-blood of the dairy cow (ALB, ALT, AST, BHBA, BUN, Ca, gGTP, Gl¢, NEFA, T-Bil,

TCHO, TG, TP).
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BA, BB, BG, BH, BN, BR, BW, BY, BZ, CA, CH,
CL, CN, CO, CR, CU, CZ, DE, DJ, DK, DM, DO,
DZ, EC, EE, EG, ES, FI, GB, GD, GE, GH, GM, GT,
HN, HR, HU, ID, IL, IN, IR, IS, JO, JP, KE, KG, KH,
KN, KP, KR, KW, KZ, LA, LC, LK, LR, LS, LU, LY,
MA, MD, ME, MG, MK, MN, MW, MX, MY, MZ,
NA, NG, NI, NO, NZ, OM, PA, PE, PG, PH, PL, PT,
QA, RO, RS, RU, RW, SA, SC, SD, SE, SG, SK, SL,
SM, ST, SV, SY, TH, TJ, TM, TN, TR, TT, TZ, UA,
UG, US, UZ, VC, VN, ZA, ZM, ZW.

BN EEEE(REDLRWRY .. 2 TOEHEDLEF
EANTAE) : ARIPO (BW, GH, GM, KE, LR, LS,
MW, MZ, NA, RW, SD, SL, ST, SZ, TZ, UG, ZM,
ZW), 1—5 ¥ 7 (AM, AZ, BY, KG, KZ, RU, TJ,
T™M), 3 —0w /% (AL, AT, BE, BG, CH, CY, CZ,
DE, DK, EE, ES, FI, FR, GB, GR, HR, HU, IE, IS, IT,
LT, LU, LV, MC, MK, MT, NL, NO, PL, PT, RO, RS,
SE, SI, SK, SM, TR), OAPI (BF, BJ, CF, CG, CI, CM,
GA, GN, GQ, GW, KM, ML, MR, NE, SN, TD, TG).

RARER
— BERREHRE (£H%521%0))

CNEN: DHBBEIT NV RORBICEAITZ2EHEMEOEVERE D BRAIICIRBET DI ENTE ST
MAEZRREERET B ELEBBEET S, FAEEWETE. ARFOLBAIOMBEHRD 2 5FHDOT
B (Ala, Arg, Asn, Asp, BCAA, Cit, Cys, Glu, GIn, Gly, H
s, Il'le, Leu, Lys, Met, 3MeHis, Orn, Phe, Pro, Ser, Tau,
hr, Trp, Tyr, Val) OEEfEs1 38BEOEL® (ALB, ALT, AST, BHB
, BUN, Ca, gGTP, Glc, NEFA, T—-Bil, TCHO, TG, TP) OokEMBED>
DYPHBLEETDDEEZRAWVWT, BARFODHBBRDT M—2 ZDIREAFLMT 2.
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[0001]

[0002]

[0003]

[0004]

[0005]

Bl # =
FADEZF : 2GRS M—2 X OFEMAE
v o B

AFERIE, 2B%ET b—2 AOFMAE. FHERE. FHMETOS S A, 5T
s AT L. RUWAKREZEBEICETZ2HDTH S,

A

Dtk 3 BROEER & WENBEHIE, LEICE>TEERBHTHS
o CORHERICIE. Fh—YR - AEB - BBRER - FHNBENAEDERNS
KRET D, CNOLDOEBOHFTH, 7 b= Rd, FHERES L CHEE
DETEDEHEENMBEINTWIERREERTHD (GERFFHFXHN1) .

b= 20EESZRIE. IFAE FOFTEEHE (BHBA: B—hyd
roxy butyric acid) BEICEOSWTITbhbhS, o&kn
FBHBARBREMN300Oumo | /| LUEARTIBAIIEESEY h—2

ERHIh, SBBEMIOTPBHBAREN1200umo | /I UEERTIES

BIBEETS M= R E2HEINS, EF. BRERINSEHOSNMNIT h—2

ERMINIBEEMES b= AICMA T, BBEAERIEITIRAVEODII
FBHBARENHIBRESVWEREES b—Y AANORBEHAEEINTWS
o THUE, TEEIE. BEMYS Y ABABEORREINTWAN > L—TF
T, ABDORDVDPEEREDETREDEENKRIVWLHTH S,

TR ERESHUEBET A EZEMNE L THEIN ., SM&m
FMBHBAREAZEZEMICAUET S ENTESLBHBABZRAEXY MDY
. BBTHAVWLRTWS,

Flee Th—=2ZAD) R VEMBMICE T 2HMEIIRONEET %, i
. DBAIOMAIET A FIVEEEEEE (NEFA:non esterif
ied fatty acid) BEILLIZDBRYS b—>ABMOAEEN
DHREINTWDS FEFEIXER2) ,» . AN SMABRBEITORE
HTOMPEEOERSREAIRRL. EESEI SR LBFET b=
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[0006]

[0007]

[0008]

AN 204 ELTHETIRB IO 74 LRIBINTWS (GERFEFER

3) .

Fo AT HAMT SCHR

FEFF T CAR

FEYFEFSC@r1 : T. F. Duffield, K. D. Lissemore, B. W. McBride,
and K. E. Leslie, Impact of hyperketonemia in early lactat

ion dairy cows on health and production. J. Dairy. Sci. 92:

571-580 (2009)

JEfFEFcmk2 : P. A, Ospina, D. V. Nydam, T. Stokol, and T. R

Overton, Evaluation of nonesterigied fatty acids and fB-hyd
roxybutyrate in transition dairy cattle in the northeastern U
nited States: Clinicalthresholds for prediction of clinical di
seases. J. Dairy. Sci. 93: 546-554 (2010)

JERFEFCm3 : K. Kida, The metabolic profile test: Its practica
bility in assessing feeding management and periparturient dise
ases in high vyielding commercial dairy herds. J. Vet. Med.
Sci. 64: b557-563 (2002)

FEEADBE

FRALNBRLL D & T HHE

ZIT, DBRRICT =Y RERD Y RV ENRENCTOBMT D &N
TENE, HIZIE. PBRANCTHHNARBINAZITIIET, Fh—Y X
REEZEBSE, EWTEIBEROMENLLEEICER TSI ENTES,
EEZLbND,

LOLANS, DBRICT N—2REWDBY RV EDHBEIICTOHRET 5
ZTEIEL., ERICBBTHEDNTVWS Y RVBIRMIIEE LRV, &0
DEERDD o, BB, L LiFy ME. 7 b= R EHEEDZM LAE
TEHIEEENELTHEINLEDTHDO. DBEBICT M- &R
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[0009]

[0010]

[0011]

[0012]

VRV EDBRICTFORET I #EMNE L THVWSZ ERTEARW,
Tl RIS, EdLAaFy PELUFZIBEEZEMNE LTRHWEELTH, R
TEDLREREBDIEIETERY,

AFRIF, LEICEATAINEEDT, BRI M= ZOKREBICET
ZEFEHOEVERE QBAIICIRET 2 2 &N TE ZMMEAE. FTHMES.
A0S A Bl RTL, RUMARELZREB TSI EEEMNET S
REEBRT DIODFE

ERUAREZRRL. BREZENRT B0 AERBICHHZFESE
&, AFODBEIOMKBRHRD2 5BHRDOT7I /B (Ala, Arg, As
n, Asp, BCAA, Cit, Cys, Glu, GIn, Gly, His
, lle, Leu, Lys, Met, 3MeHis, Orn, Phe, Pr
o, Ser, Tau, Thr, Trp, Tyr, Val) OEE@E13E&
BMOELE (EEFENASA—SEEKT D, BEFEMICIE. ALB, ALT,
AST, BHBA, BUN, Ca, gGTP, Glc, NEFA, T—B i
|, TCHO, TG, TP) OREBEDILDLALLEL 1 DDEERVT
. BIRRABFODBBED T N—2 ADREBAEFTMT 25HHR T Y TE2ET T
&, ERHET D,

IT, APMETCRHEETI /BELVMRELEE TICIHFTRET
2P, TNODOERELMITILLTORY TH 3,

(7 =/ BRBR#F) (EX&F)

Al a Alanine

Arg Arginine

Asn Asparagine

Asp Aspartic acid

BCAA Branched chain amino acids
Cit Citrulline

Cys Cystine
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Gln Glutamine
Glu Glutamic acid
Gly Glycine
His Histidine
I I e |l soleucine
Leu Leucine
Lys Lysine
Me t Methionine
3MeH i 3—Methy!|l histidine
Orn Ornithine
Phe Phenylalanine
Pro Prol ine
Ser Serine
Tau Taurine
Thr Threonine
Trp Tryptophan
Tyr Tyrosine
Val Valine
(& & 18 F BEHE) (EXB)
ALB Albumin
ALT Alanine transaminase
AST Aspartate Aminotransferase
BHBA B—Hydroxybutyric acid
BUN Blood urea nitrogen
Ca Calcium
gGTP Yy—glutamyltransferase
Glec Glucose
NEFA Non esterified fatty acid
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[0014]

[0015]

[0016]

[0017]

[0018]

T—Bi l Total bilirubin
TCHO Total cholesterol
TG Triglyceride

TP Total protein

e, ARBICHDBEMAEE. AIREOFEAEICS W T, RIECFHER
Tv 7T AIRRP R EHE T DOENIMRAINZERASOCAEILICH
WTRIRRDELZEET 22 & T, RIERARFOIBEDT b — XDIRRE
MBI S & ZRHEET B,

oo AREBICHHDBZFHMEFAEIG. RISSOFEAEICEWT, muadiE.
DIRRBRDRIER D BRUNCH IREF THD I EE2RBEKT 2HES LU0
REDRIRDBUMCRVWKBEFTHD I EE2EKRT 2HEOWVThHH
KAINZEREZILICEUCEDTHD &, 2HFHET S,

e, ARBICHDZAMEEIF. FIEHZiEAFTEEZETH-> T, Al
EEHEEER L. A ODWBMRIOIEFRO LEE2 STEEOT I /VBOREES
51 SEEOECLEZOREED I BDLRLEH 1 DDEZABWT. HIE
B DODHEDOT b= ZDRBZTET 5FAMFEEZRA LI &, 25
BEd 2,

Tl AREBICHDZFMAEIE. FIEE Z im X 2 IBERUIBEEICEWT
EITINBFMAETH> T, AIERHEIRICBEWTEITINS, ARFOS
MRIOMRFD LEE2 5EEOT7 I /VBOREBEE LEL 1 SEROELED
BREEBEDIEDDALLEH 1 DOEEZRWT, RIRARFOLEHEDT b—
SADREETMY 25TMATy 7220 &, 2RFEET 5,

T, RERICHDZETM 7O TS Lk, FIEHE% B X /- IBRLIEBEEIC
BVWTERTIEZOOMO SO S LTH> T, BIEEHEEICEWTET
THLHD, ABFODBAOMKRFPD L2 SBEDOT X /BROREE
LR SEEOEILFOREBED D SOV EL 1 DOEZAWT, &l
RAAFORBEDT b= ZDREBEFMT 2 MRTy T2E0 T &,
ERBET D,
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[0019]  ZF/=. AEBBIIHDZEFKERIE., —FHTRVWIVE21—9HEARYAT
BB EATH > T, BHRWEBEREBICRIGTE A EZEEZTIE DD
A5 LEINBSEETIE. ERBET S,

[0020] F/z. AFRBICHNDZEEMS X T LIE. GIEER%fE A /A MERE S, HIfE
HEBALIREKREBEE, Ry M7=V &N L CGRETEICER L TERS
NIFHMS AT LA TH> T, RIGCIRARKEDRIGCHIEIERIE. ZLAF DDA
OMRHPD L2 5EEOT7 I /BOREES LEE 1 SEEOE(LLZORE
EDIBLOLREE T DOEICET 2MKRT —4 2RI MEEANERET
PIMBT—9EFEFHRE. RICTHERENOEFINL. DBEOT M—
ADIRREICET 2HMBERESE T 2BREEFERE. 2. AICTHME
B ORIGHIEERIE. FIEEmAEREN OEEINRRBLRT -9 52ET 2
MKET—4 SEFRE. RIEMRT —49 ZEFRTZE LALRIRIERT —%
IKEENTWARIERD AL EE T DDEEZRAWVWT, RIRHAFODBEBD T
N—S ZDREETET 2EFHR S, AIRTMFBTEONAIERER%
AIECIMARERBEANERE T 2/RECEFHRE. 2lEx/cl e, EREET S,

[0021] F/z. AFRBICHDIIMAEEIZ. FEEBZEACIRREKETH> T, 7
SRHEIEBRE. DBEOT b= AOKREBICET S FHERR %NS T 5 iEREX
BFERZRA. RUCTMERIE. ARFOSBBIOMKFRDO LR 2 5BERD
TI/BOREEE LRLZ1 SEROELFZOREED I BODP AL ESLTD
DEEZRWT. RIRABFODBREDT h—2 ROREBEFTM L BERTH
&, EREBET S,

[0022] ZF/=. AEBBICHDDImAKEIE. FIEEOWMAREICSEWVWT. 2BEBEOT
N— ZOREEFTMET 2TMEBEE XY M7=V 5N L GREFREICER
LTHERINTHY., RIECHIEERIZ. RISCELA4 02 %F1I0 MR+ DRIEE S
< EH 1T DDEICET BMKRT —4 ZRIETHARENEE T 2MKT —%
EEFEREILICRA. AIRERIGFRIE. RiZiHIREN SEEINE
AIRAHERRERET 2 &, aHHET 5,

[0023] ZF/=. AEBBIIHMZTHEREIE. WAKEERY NT7—2 %N L TEE
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[0024]

[0025]

AEICERI e, BIEER AR A f-fHEEE TH > T, sIESHIEIERE. A5
BinAREENLOEEINL., ARFOLBAIOMKRAD L2 5EEDT7 2
JBOREESE L1 SBEOEILZOREBED > BDVAL< EE 1 D0DE
WKEAT2MRT—9 %2 ET2MET—9ZEFHRE. RIGCET—9Z(E
FERTZELAANRMRT —YICSENTVWRRIEEV ALK EE T DDEZA
WT. BIECHABFDODBED T b—2 ADIRREEFM Y 55 HiEFER &, BIEE
AMFETHEONALTERREZARBIRARERENEE T 2EREEFERE. %
Bareo e, #HHMET 5,

FEEA DR

AEBICENIE, ABAFONBAIOMKRPO LB 2 5EEDOT I /BOB
ElEs L1 SEBEOELFOREBED DO LDVAL EH 1 DDEBZAWVWT
. BABRFORGEDOT b= ZDREEFMET 5D T, 2BEST -2
DIRREICE T B EREDOFTWIERZDBRIICIRH TSI EATEDZ E W3
RemT 2, TLT BERIZ, AERATEHEINCBERICE DS FHHA
REMNAZDBRBIICERT S &ICEY. DBEDT b— AREZER
IHBENRRAREEDD, TADLE, AFRPIX. BEROUMEKMWLLEE
ICEBRT 28D TH 5B,

[ 1 oD &R 7 B A

[B1IEA1 1, EB1ERMEOEARRIEZ T RIEEXRTH S,

[B2] 21, E2ERMEOEARREZ T RIEEXHTH S,
[E3IK3E. ALY RATLDEEBEBRDO—FlzRTHTH 5,

[B4]E4 &, R RTLDELFEBROMDO—FlZRTHTH 3,

[B5]1 5 1&. A RFLDFEMEE1 O ODERD—HlZRd 7Oy VT
H5,

[BI6]1M 6 1%, MKRT—Y 7741106 allBiiIN3BEHRO—PFETRTH
TH b,

[B715 7 i&. BHBARREIFERZ7 711 06 bITKRMINZIEHRO—H%
TIRTH D,



WO 2018/003638 8 PCT/JP2017/022927

[0026]

[0027]

[0028]

[0029]

[8]X 8 i, IEEBHBAREEBHR I 711106 cITBMINDITHRD—
BlardTBTH D,

[R9I91E. X774 106d 1ICHEHIINZBERO—PIZRIHTHD
[B101B1 Ok, FHMERR 7 74106 e llBIMINDIBHRO—HFI=RT
MTHD,

[B11IE1 1E, A1 02 dDEKRERT IOV IETH D,

[12]K 1 24k, AV RFLDYSA TV MEB20 0DEBRO—HIAERT
JOv IR TH B,

[B13]K 1 3. RYVRTLDT—IR—ZEEBELO00DEXRD—HlETRT
JOv IR TH B,

FAEERET 57-HDOIEE

BATRIC, AKBRICH D ZEHEAEORBRE (51 REHE) . R, K
FEICHO D ZEHMELRE. FMEAE FETOT S A, BERER. FHES T
LRIHAREBOREHE (F2RMHE) &, HEICE DV CEFHMICERA
T2, 4B, AFEREINLOERPBEICIYREINS ED TR,
[55 1 EfEfshe
[1—1. 1 EELEOHE]

Tk, B1EEPEOHEICOVWTHI #83B L THRET S, M1
F1REFEBOEARFRIEZRNT RIBENKBETH S,

F7. THESRTHL2ABFENOEER L 22T (FIAESBFTEELNS
—EHERA L) omk (FIAIEmE. MEREEZ20) PO LFEE2 57&EHE
D7 I/BOREESIVLER 1 SEBEOELCFZOREBED I DDA &
H1D0DE (LEB25FBO7I/BOREEE LB 1 SEHEOE(LFDKR
BEHNSBIENZERD 1 DXL 2 DU LEDE) #80MKT—49 &S
5 (RFv7FS11),

BRE, A7y S 11T, FIZE BEEIZLIREBEOUEET

>
EENUELLIRT— S EMBLTH LW, F7. FENRHSEMUE
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[0030]

PEBAIOMBEN 5. FIZIELULTD (A) . (B) . F&id (C) REDAIE
FEICLYBEBIZLIIREBEZAETSHIET, MKRT—9%Z8FLTH
W, TZT. BEEOBEAMIE. FIZAEENEE. EEREXIIBREMT
HoTHELL, INLDREICEBRDOERZIBRRTHIETELND D
DTH LW,

(A) EERLAMMEY Y TV aRDT B &L Y MBI LMEE 0BT 2
o BTCOMEY Y TG, REEDOHERET- 8 0CTRERTFT %, =
BEEANERICIE. 7ERNZMYILERNLURERLEE T %, EHEE
(3=T7X/EBYYI—N—-—EROFIRIIVALZIVIVAIINA—N) &
AWTTLASLZFEFLEETWV, TLT, WiEIOT NS TEENE
(LC/MS) ILLYIREEZDHT S (ERAMAE2003 706932
85. EHEARE2005"1166295%5R) ,

(B) ERLAMEY Y TV aRDT B &ICLYMMEN LML DBET S
o BTCOMEY Y TG, REEDOHERET- 8 0CTRERTFT %, =
BIEAERICI. KT FLBZRNULREBNEEZT LK. =V
R VERZAWERA MO S LZERLEEZREBEE LTI/ BOWMEHC
JYREEESWT B,

(C) EELEMKRY Y T aE, RPMEMSEMFLIZELOBMOREE
AWTHIKROBEZITV., RN LMBEIEMEEDBET 5, MEE/EMm
EIART CIOBEEOAEZThAVMES AIEMEY Y TV, BEE
DRERELET— 8 OCTHRBRET 2, BEBAERICIE. BRYPT7 I~V
—RE BNETEITI/BXEELZERIGELIIEETI9FFEZAV
 BEREICL o TERITIMWECONENEEZEEF TS LICIYIRE
B 9T %,

DEIC, ATYv ST 1T TRELEIBRT—4ICEENTWS, £E25
BEOT7I/VBOBREESLULE 3SEEOELLFOREED S BOLA
KEHTDODEZAVT. FHENROLEHER (B E2%E»S>—CHIFE R
BE) O b= RDREETE (FRHE) 5 (RFvy7FS12),
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[0031]

[0032]

[0033]

[0034]

BB, ATy FS125FTT BRI, AFv S 11 THELALKT—
IO RBECHANEREDT—HERELTH LV,

ZhICEY, PBRES b= ZOREICET 2 EFEMEOE WER % 2 8%E]
ICIRET B ENTE S,

TIZT, ATy FS12TlE, LR25BED7I/BOBEES LVL
1 3BHOELEZDREBEEDI DD EH 1 DDES LUHED AL
EHETDDEMATINZERZSORZEZRVWTADEZELHT 52 & T,
AT RODEHBED T b— ADRBEFTHML TH LW, T REEZL
EREEFIRAINZIERICIE, BEBHLIIREEEGZ EHRRYT 2F%
ETERLALBOEIRAINRTE LV,

e, DBEOT M- ADREETMT K. LRR25BHFOT7I /B
DREBESLIVLE1 SEEOELZOREEDIBOLACEE 1 DDIE
PSS, BIZIE T =Y AREICRBZSZDUTICETLEERFICETS
EREAZISICAVTEEDLRWL, Fh, RITIK, LEB25BHOT7I /B
DREBESLIVLE1 SEEOELZOREEDIBOLACEE 1 DDIE
DRAINBZEHUNC, BIZIE. TR RARBEICEEEZE5ZDLUTICE
FRFICETRERENMMAINDZERSILICETN TV TE LU,

- RENMRBRENEERKRT ZERE (2EEH)

-FE, BERE. ATV FT4>3 227 (BCS) . KiE. BE. &
BEEE. RUEH

Fre, BEEFLERXNOBEEZFAEUTICBSLFERETERL, i
BOEERAWVWT, FETRODGEEDT h—2 ZOREBEFHL TH LW,

BEEFLEXOEORY B28ENFESHEE BIAE0. 0BT, 0
FTOEE. 0. ONH10. OFLTHEH. 0. 0AS100. OFETO
gFE. XIE—10. 0ANS10. OFTOEHE. &) ICNEDLIICTS
ZEDHIC. FIZAE. BREEZ/ZEIXOMEICH L TEREDEZMBRRL L
Y, BEEFLEXOELMECERTFZE (FIX . BHEHR, HHEHR
AEH, THREH, SOy NE#, FHEH, Box—CoxZE#, X



WO 2018/003638 1 PCT/JP2017/022927

[0035]

EARERLEWAE) TEBRLEY., T BREEFZEADEICTLTIN
SOFEEEAEDLETT oY TEIET, BEEFARADEEERL
THLW, FIzIE, BEESZLRROEEZERE LRI ETHERE T 518
BRI OB (REMNICIE. 2BEOT b—> XOREHIFEDIRE (FIZIE
MABHBARENEEBEZBAIRELRL) THIEERpEZERLLEX
DOEANE I n (p/ (1 —p) ) NEEEILREADEEFLWVWE L
BICBTDp/ (1 —p) OFE) #X5ICEHLTHELL, T BHLE
EHEROBEE 1 CEZEEOMTE - E (BFENICIE. EEXEp DE) %
EIHICEHLTHE LW,

e, REOERHDEZTDERBOENMRFEDEE LD LD IC, REMESF
IERDEEEBRLTELWV, FIAE BESFISNDE XDEBREDEN
5. OLRYBEODRENSO%DEZDEHMEDEMNE. 0&£22LHITE
BEFZEIIOBEZERLTE LU,

Fro. BEBICBLTUE. PI/BIEIC. BESHETRLI ML LK
P50, BERET1O0ERBLIIGEEELREMELELTHE LV, Tk
. ADEICEALTIE. FH50. EERET10ERBLDICADEZREE
BLTHELW,

BB, Ll noDEid, BMEMBICHLULERLTH LWL,

T, EZVFEDORTEEXISEEDOYIBEMEICHBRAIERICRINSGAAE
OMEL LICBITHFECBEHDOMEICET 2MEIFHREZ. L2 5/EHD
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0.687, 269,675, 1+His+0rn; 0. 672, 270. 428, 1+His+Asn
[12. 73X /B3EHDOR]
0.723,264,542, 1+His+Asn+0rn; 0. 705, 270. 498, 1+His+Ala+0rn; 0. 703, 267. 279
, 14+His+0rn+Phe; 0. 702, 269, 285, 1+His+0rn+Cys
[13. 73X /BRAZHORX]

0.735, 264,504, 1+His+Asn+0rn+Ile;0. 732, 263. 944, 1+His+Asn+Thr+0rn; 0. 732
, 265,541, 1+His+Asn+0rn+Leu; 0. 730, 265. 947, 1+His+Asn+0rn+BCAA; 0. 728, 264
.813, 1+His+Asn+Ser+0rn; 0. 728, 264, 782, 1+His+Asn+Gly+0rn; 0. 728, 264, 931,
T+His+Asn+0rn+Cys;0. 726, 266. 307, 1+His+Asn+Pro+0rn; 0. 726, 263. 377, 14+His
+Asnt+Asp+0rn; 0, 724, 266. 291, 1+His+Asn+3MeHis+0rn; 0. 724, 266. 277, 1+His+A
sn+GLn+0rn; 0, 724, 266. 300, 1+His+Asn+0rn+Met ;0. 724, 265, 906, 1+His+Asn+Ci
t+0rn; 0. 723, 266. 489, 1+His+Asn+0rn+Val; 0. 723, 266. 272, 1+His+Asn+Tau+0rn
;0.722, 266, 541, 1+HistAsn+Ala+0rn; 0. 722, 266, 542, 1+His+Asn+0rntLys; 0, 72
2,266,122, 14His+Asn+Arg+0rn; 0. 722, 266. 536, 1+His+Asn+0rn+Tyr; 0. 721, 266
. 378, 1+His+Asn+0rn+Trp; 0. 721, 266. 490, 1+His+Asn+G Llut+0rn; 0, 721, 265. 091,
T+His+Asn+0rn+Phe; 0. 719, 265, 976, 1+His+Asn+Ser+Arg;0. 716, 262, 212, 14+His
+Asn+Gly+Asp; 0. 716, 267. 350, 1+His+0rn+Leu+Phe; 0. 715, 260. 861, 1+His+Asn+
Ser+Asp;0.714,271,453, 1+His+Gly+Ala+0rn; 0, 714,271,120, 1+His+3MeHis+Al
a+0rn; 0,713, 266. 685, 1+His+Asn+Arg+Gly;0.712, 268. 002, 1+His+0rn+I le+Phe
:0.712, 268. 333, 1+His+Ser+0rn+Phe; 0. 710, 270, 200, 1+His+GLn+0rn+Cys; 0. 71
0,266,501, 14His+0rn+Cys+Phe; 0. 710, 268. 430, 1+His+Gly+0rn+Phe; 0. 710, 267
. 764, 1+His+Taut0rn+Phe; 0, 709, 268. 397, 1+His+GLn+0rn+Phe; 0. 709, 267. 492,
T+His+Asp+0rn+Phe; 0. 709, 268. 445, 1+His+0rn+Phe+BCAA; 0. 709, 268. 741, 1+Hi
s+Alat+0rn+Phe; 0. 709, 268. 248, 1+His+Asp+0rn+Cys; 0. 709, 270. 176, 1+His+Ala
+0rn+Cys; 0. 708, 269. 420, 1+His+Arg+0rn+Cys;0. 707, 269. 469, 1+His+0rn+Cys+
Tyr;0.707,271.883, 1+His+TautAla+0rn;0. 707, 267. 914, 1+His+3MeHis+0rn+Ph
e;0.707,272.015, 1+His+Ser+Ala+0rn; 0. 707, 264. 324, 1+Asn+Ser+Asp+Thr; 0.7
06, 268. 898, 1+His+0rn+Met+Phe ;0. 706, 268. 156, 1+His+Asn+Arg+Ile; 0. 706, 27
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0.155, 1+Asn+Thr+0rn+Ile; 0. 705, 270, 958, 1+His+Tau+0rn+Cys; 0, 705, 272, 396
, 1+His+Ala+0rn+I le; 0. 705,272,314, 1+His+Cit+Ala+0rn; 0. 705, 268. 762, 1+Hi
s+Asn+3MeHis+Arg;0. 705,272, 462, 1+His+Ala+0rn+Leu; 0. 705, 272, 498, 1+His+
Ala+OrntMet ;0. 705, 269. 197, 14His+Thr+0rn+Phe; 0. 705, 272, 494, 1+His+G Lu+A
lat+0rn; 0. 705, 272, 493, 1+His+Ala+0rn+BCAA; 0. 705, 271. 636, 1+His+Arg+Ala+0
rn;0.705,269. 106, 1+His+Cit+0rn+Phe; 0, 705, 270. 492, 1+His+AsntLys+I le; 0.
704, 267. 405, 1+His+Asn+Gly+Cit;0.704, 272, 451, 1+His+Thr+Ala+0rn; 0. 704, 2
70.789, 1+His+3MeHis+0rn+Cys; 0. 704, 269. 210, 1+His+Glu+0rn+Phe; 0. 704, 271
.060, 1+His+Cit+0rn+Cys; 0, 704, 270. 992, 1+His+Gly+0rn+Cys; 0. 704, 272. 011,
T+His+GIln+Ala+0rn; 0. 704, 266. 672, 1+His+Asn+Arg+Asp; 0. 704, 271, 027, 14+His
+GLlut0rn+Cys; 0,704, 271,444, 1+His+Alat0rn+Tyr ;0. 704, 272, 326, 1+His+Ala+
Orn+Val;0.704, 269, 149, 1+His+0rn+Val+Phe; 0, 703, 270. 942, 1+His+0rn+Cys+M
et;0.703, 269, 203, 1+His+Pro+0rn+Phe; 0, 703, 265. 711, 1+His+Asn+3MeH i s+Asp
:0.703, 269. 572, 1+His+Asn+Gly+Lys; 0. 703, 272, 725, 1+Asn+0rn+Cys+Ile;0. 70
3,269. 279, 14His+0rn+Tyr+Phe; 0. 703, 272. 332, 1+His+Ala+Pro+0rn; 0. 703, 269
.277, 1+His+0rntLys+Phe; 0, 702, 271, 252, 1+His+Ser+0rn+Cys; 0. 702, 270. 495,
T+His+Pro+0rn+Cys;0. 702, 269. 249, 1+His+Asn+Arg+Met ;0. 702, 271, 025, 14+His
+0rn+Cys+Val;0.702,271.703, 14+His+Gln+GLly+0rn; 0. 702, 266. 722, 1+His+Asn+
Asp+Thr;0.702,271,284, 14+His+0rn+Cys+Leu; 0. 702, 271, 280, 1+His+0rn+Cys+I
le;0.701,269. 319, 1+His+Asn+Va l+BCAA; 0. 701, 268. 037, 1+His+Asn+Arg+Cys;0
.701, 271,226, 1+His+0rn+Tyr+Leu; 0. 701, 269, 884, 1+His+0rn+Cys+Lys ;0. 701,
269. 040, 1+His+Asn+Thr+Lys; 0. 701, 266. 860, 1+His+Asn+Asp+Lys; 0. 701, 268. 6
55, 1+His+3MeHis+Asp+0rn; 0. 701, 268. 216, 1+His+Asn+Arg+Thr ;0. 701, 271, 330
, 1+His+Ala+0rn+Trp;0.701, 269, 160, 1+His+Arg+0rn+Phe; 0. 701, 270. 912, 1+Hi
s+Thr+0rn+Cys;0.701,271. 209, 1+His+0rn+Cys+BCAA; 0. 701, 272, 252, 1+Asn+As
p+0rn+Ile;0.701, 268. 848, 14+His+0rn+Phe+Trp;0. 701, 271, 956, 1+Asn+Ser+Arg
+Ile;0.701,272.447, 1+Asn+Ser+0rn+Ile; 0. 701, 269, 827, 1+His+Tau+Asp+0rn;
0.700,270.470, 1+His+Asp+Ala+0rn;0. 700, 270. 716, 1+Asn+3MeHis+Thr+0rn; 0.
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700, 270. 363, 1+His+Asn+Thr+Trp;0. 700, 272, 229, 1+His+Gly+Pro+0rn

[14. 73 /B EHORX]

0.746, 262,572, 14His+Asn+0rn+I le+Phe; 0. 743, 264, 174, 1+His+Asn+0rn+Va l+B
CAA;0.741,263. 058, 1+His+Asn+Gly+Thr+0rn; 0, 741, 264. 488, 1+His+Asn+Gly+0
rn+lle;0.741, 264, 806, 1+His+Asn+0rn+Cys+Ile; 0. 741, 258, 537, 1+His+Asn+Se
r+Arg+Asp; 0. 741,262,801, 1+His+Asn+Asp+0rn+Ile; 0. 741, 264, 092, 1+His+Asn
+Arg+Val+BCAA; 0. 740, 263, 924, 14+His+Asn+0rn+Leu+Phe; 0. 739, 263. 622, 1+His
+Asn+Thr+0rn+Phe; 0. 739, 262, 902, 1+His+Asn+Asp+Thr+0rn;0. 739, 264, 814, 1+
His+Asn+Thr+0rn+Ile;0. 739, 264. 995, 1+His+Asn+Thr+0rn+Trp; 0. 739, 264, 923
, 1+His+Asn+Thr+0rn+Cys;0. 739, 259. 042, 1+His+Asn+Ser+Asp+0rn; 0. 738, 263.
969, 1+His+Asn+Arg+Val+Ile;0. 738, 264. 035, 1+His+Asn+Ser+Thr+0rn; 0. 738, 2
66. 053, 1+His+Asn+0rn+Cys+Leu; 0. 737, 265. 999, 1+His+Asn+0rn+Val+Leu; 0. 73
7,264,916, 1+His+Asn+Gly+0rntLeu; 0. 737, 265. 282, 1+His+Asn+Ser+0rn+Ile;0
. 737,265, 398, 1+His+Asn+Arg+0rntIle; 0, 737,264,717, 1+HistAsn+0rn+Val+I1l
e;0.737, 265,937, 14His+Asn+0rn+I le+Trp;0. 737, 266. 494, 14His+Asn+Pro+0rn
+Ile;0.736, 265. 326, 1+His+Asn+Gly+0rn+BCAA; Q. 736, 265. 925, 1+His+Asn+Ser
+0rn+Leu; 0. 736, 265. 408, 1+His+Asn+3MeHis+Thr+0rn; 0. 736, 266. 391, 1+His+A
sntAlat0rn+Ile;0. 736, 267. 042, 1+His+Asn+3MeHis+0rn+Leu; 0. 736, 266. 258, 1
+Hist+Asn+3MeHis+0rn+I le; 0. 736, 266. 504, 1+His+Asn+0rn+Met+I le; 0. 736, 265
. 064, 1+His+Asn+0rn+Phe+BCAA; 0. 735, 265. 781, 1+His+Asn+0rn+Tyr+Ile;0. 735
, 261,542, 1+His+Asn+G Lly+Asp+0rn; 0. 735, 266. 504, 1+His+Asn+Glu+Orn+Ile; 0.
735, 265,740, 1+His+Asn+GLn+Thr+0rn; 0. 735, 265. 519, 1+His+Asn+Ser+0rn+Cys
:0.735, 266. 443, 14His+Asn+GLln+0rn+Ile; 0. 735, 265. 726, 1+His+Asn+Thr+0rn+
Leu;0.734, 265. 735, 1+His+Asn+Thr+0rn+Val ;0. 734, 266. 209, 1+His+Asn+Ser+G
[n+0rn; 0. 734, 266. 464, 1+His+Asn+Tau+0rn+Ile;0. 734, 265. 585, 1+His+Asn+Gl
n+Gly+0rn; 0. 734, 266. 189, 1+His+Asn+Ser+0rn+BCAA; 0. 734, 266. 329, 1+His+As
n+0rn+Cys+BCAA; 0. 734, 265, 828, 1+His+Asn+Thr+0rn+Met ;0. 734, 266. 156, 14+Hi
s+Asn+0rn+Lys+Ile;0. 734, 267, 149, 14His+Asn+0rn+LeutTrp; 0. 734, 266. 954, 1
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+His+Asn+Arg+0rn+Leu; 0. 734, 260, 995, 1+His+Asn+Gly+Asp+Thr; 0. 734, 267. 22
6, 1+His+Asn+0rn+Leu+BCAA; Q. 734, 266. 463, 1+His+Asn+0rn+I letLeu; 0. 734, 26
4,475, 14His+Asn+Asp+0rntleu; 0. 734, 267, 483, 1+His+Asn+3MeHis+0rn+BCAA; 0
. 733, 266. 155, 1+His+Asn+Gly+0rn+Val; 0. 733, 267. 486, 1+His+Asn+GLn+0rntLe
u;0.733,265.812, 1+His+Asn+Thr+0rn+Tyr ;0. 733, 265. 944, 1+His+Asn+Glu+Thr
+0rn;0.733, 265. 854, 1+His+Asn+Thr+Pro+0rn;0. 732, 265. 912, 1+His+Asn+Thr+
Orn+BCAA;0.732,267. 214, 1+His+Asn+0rn+Tyr+Leu; 0. 732, 267. 518, 1+His+Asn+
Pro+Orn+Leu;0. 732, 265, 943, 1+His+Asn+Tau+Thr+0rn; 0. 732, 265. 944, 1+His+A
sn+Thr+Ala+0rn; 0,732, 267. 541, 1+His+Asn+Ala+0rn+Leu; 0. 732, 267. 515, 1+Hi
s+Asn+Tau+0rn+lLeu; 0. 732, 264, 028, 1+His+Asn+3MeHis+Asp+0rn; 0. 732, 265. 61
0, 1+His+Asn+Cit+Thr+0rn;0, 732, 265, 522, 1+His+Asn+G ly+0rn+Cys; 0, 732, 265
. 568, 1+His+Asn+0rn+I le+BCAA; 0, 732, 265. 729, 1+His+Asn+Cit+0rn+Ile; 0. 732
, 267,486, 1+His+Asn+0rn+Met+Leu;0. 732, 266. 267, 1+His+Asn+Cit+0rn+Cys; 0.
732,265,775, 14His+Asn+Thr+0rntLys; 0, 732, 267, 536, 1+His+Asn+Glu+Orntleu
:0.732, 264,507, 14His+Asn+Ser+0rn+Phe; 0, 732, 267. 392, 1+His+Asn+0rn+Lys+
Leu;0.732, 266. 758, 14+His+Asn+Cit+0rn+Leu;0. 731, 266. 516, 1+His+Asn+Tau+G
ly+0rn;0. 731, 266. 789, 1+His+Asn+Pro+0rn+Cys ;0. 731, 265. 163, 1+His+Asn+Se
r+Arg+0rn; 0. 731, 265, 583, 1+His+Asn+Arg+Thr+0rn; 0. 731, 267. 848, 1+His+Asn
+0rn+Met+BCAA; 0. 731, 264, 683, 1+His+Asn+Asp+Pro+0rn; 0. 731, 266. 707, 14+His
+Asn+Ser+Ala+0rn; 0. 731, 263. 240, 1+His+Asn+Asp+0rn+Cys; 0. 731, 266. 539, 1+
His+Asn+Tau+Ser+0rn; 0,731, 267, 872, 14His+Asn+Pro+0rn+BCAA; 0. 731, 267. 42
1, 1+His+Asn+Arg+0rn+BCAA; 0. 731, 264. 869, 1+His+Asn+Asp+0rn+BCAA; 0. 731, 2
58. 875, 1+His+Asn+Ser+Asp+Cit;0. 730, 266. 517, 1+His+Asn+GLn+0rn+Cys; 0. 73
0, 267. 543, 1+His+Asn+0rn+Trp+BCAA; Q. 730, 266. 654, 1+His+Asn+Ser+0rn+Val;
0.730, 266. 641, 1+His+Asn+Gly+Pro+0rn; 0. 730, 262, 744, 1+His+Asn+Asp+Va l+I
le;0.730, 266. 842, 1+His+Asn+Tau+0rn+Cys; 0. 730, 267. 850, 1+His+Asn+G Ln+0r
n+BCAA; 0. 730, 266. 792, 1+His+Asn+Ser+Pro+0rn; 0. 730, 265. 738, 1+His+Asn+Gl
y+Cit+0rn; 0, 730, 267. 946, 1+His+Asn+Ala+0rn+BCAA; 0. 729, 266. 858, 1+His+As
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n+0rn+Cys+Val; 0. 729, 265. 404, 1+His+Asn+Ser+Cit+0rn; 0. 729, 266. 225, 1+His
+Asn+Arg+Gly+Ile;0.729, 267. 947, 14His+Asn+G lu+Orn+BCAA; 0. 729, 266. 693, 1
+His+Asn+Gly+Ala+0rn; 0. 729, 266. 774, 1+His+Asn+Gly+0rn+Lys; 0. 729, 267, 88
5, 1+His+Asn+Taut+0rn+BCAA; 0. 729, 265, 117, 1+His+Asn+Gly+0rn+Phe; 0. 729, 26
6. 181, 1+His+Asn+Arg+0rn+Cys; 0. 729, 267. 253, 1+His+Asn+Cit+0rn+BCAA; 0. 72
9, 266. 329, 1+His+Asn+Gly+GLlu+0rn; 0. 729, 266. 797, 1+His+Asn+Ser+0rn+Met ; 0
. 729, 266, 256, 1+His+Asn+Ser+Arg+Ile; 0,729, 268, 004, 1+His+Asn+Gln+Pro+0r
n;0.729, 267. 745, 1+His+Asn+0rn+Tyr+BCAA; 0. 728, 266. 566, 1+His+Asn+G Lly+0r
ntMet ;0. 728, 266. 849, 1+His+Asn+3MeHis+0rn+Cys; 0. 728, 266. 812, 1+His+Asn+
Ser+0rn+Lys;0. 728, 267. 861, 1+His+Asn+3MeHis+GLn+0rn; 0, 728, 267. 753, 1+Hi
s+Asn+Arg+Pro+0rn; 0. 728, 266, 735, 1+His+Asn+Ser+0rn+Trp; 0. 728, 266. 762, 1
+His+Asn+Gly+0rn+Trp;0. 728, 266. 301, 1+His+Asn+Ser+GLly+0rn; 0, 728, 266. 80
9, 1+His+Asn+3MeHis+Ser+0rn; 0. 728, 266. 772, 1+His+Asn+Gly+0rn+Tyr; 0. 728,
266. 623, 1+His+Asn+Ser+0rn+Tyr ;0. 728, 268. 134, 1+His+Asn+3MeHis+0rn+Val;
0.728, 263. 367, 1+His+Asn+Asp+Va l+BCAA; 0. 728, 267. 654, 1+His+Gly+0rn+Leut+
Phe; 0. 728, 266. 130, 1+His+Asn+Arg+Gly+0rn; 0. 728, 266. 931, 1+His+Asn+Ala+0
rn+Cys;0. 728, 267. 844, 1+His+Asn+0rn+Lys+BCAA; 0. 728, 266. 896, 1+His+Asn+0
rn+Cys+Met ;0. 728, 264, 747, 1+His+Asn+Asp+Glu+0rn; 0. 727, 268. 291, 1+His+As
ntPro+0rn+Val; 0,727, 265. 139, 1+His+Asn+0rn+Cys+Phe; 0. 727, 268. 078, 1+His
+Asn+3MeHis+Pro+0rn; 0,727, 266. 671, 1+His+Asn+G lu+0rn+Cys; 0. 727, 266. 145
, 1+His+3MeHis+0rn+LeutPhe; 0, 727, 264. 949, 1+His+Asn+Asp+0rntMet ; 0, 727, 2
65. 910, 1+His+Asn+Arg+Ile+BCAA; Q. 727, 267, 973, 1+His+Asn+Tau+3MeHis+0rn;
0.727, 266,738, 1+His+Asn+3MeHis+Gly+0rn; 0. 727, 266. 888, 1+His+Ser+Asp+0r
n+Phe; 0. 727, 266. 720, 1+His+Asn+Ser+Glu+0rn; 0. 727, 268. 108, 1+His+Asn+Tau
+Pro+0rn;0.727, 264, 806, 1+His+Asn+Tau+Asp+0rn; 0. 727, 266. 308, 1+His+Asn+
OrntMet+Phe; 0. 727, 266. 612, 1+His+Asn+0rn+Tyr+Phe; 0. 727, 267. 531, 1+His+A
sntArg+0rntMet ;0. 727, 266. 896, 1+His+Asn+0rn+Cys+Tyr; 0, 727, 266. 615, 1+Hi
s+Asn+0rn+Val+Phe; 0. 727, 267, 990, 14His+Asn+GLn+0rntMet ;0. 727, 264, 981, 1
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+His+Asn+Asp+Cit+0rn; 0. 727, 268. 286, 1+HistAsn+Ala+Pro+0rn; 0. 727, 268. 04
1, 1+His+Asn+TautOrntMet ; 0, 727, 268. 300, 1+His+Asn+Pro+0rntLys; 0. 727, 264
. 579, 1+His+Asn+Asp+0rn+Phe; 0. 727, 266. 687, 1+His+Asn+Pro+0rn+Phe; 0. 726,
268. 274, 1+His+Asn+Glu+Pro+0rn; 0. 726, 268. 011, 1+His+Asn+Tau+GLn+0rn; 0.7
26, 260. 874, 1+His+Asn+Ser+Asp+Thr ;0. 726, 268. 137, 1+His+Asn+Pro+0rn+Trp;
0.726, 265, 358, 1+His+Asn+Arg+Asp+0rn; 0. 726, 267. 234, 1+His+0rn+Val+Leu+P
he;0.726, 266. 896, 1+His+Asn+0rn+Cys+Lys; 0. 726, 268. 137, 1+His+Asn+Pro+0r
ntMet ;0. 726, 267,701, 14His+Asn+3MeHis+Arg+0rn; 0. 726, 263, 032, 1+His+Asn+
Arg+Gly+Asp;0.726, 265, 372, 1+His+Asn+Asp+0rn+Val ;0. 726, 267. 060, 1+His+0
rntVal+Phe+BCAA; 0. 726, 267, 416, 1+His+Asn+Cit+Pro+0rn; 0, 726, 265, 377, 1+H
is+Asn+Asp+0rn+Lys; 0. 726, 265, 184, 1+His+Asn+Asp+0rn+Tyr ;0. 726, 266. 759,
1+His+Asn+0rn+Cys+Trp; 0. 726, 267. 839, 1+His+Asn+Tau+Arg+0rn; 0. 725, 268. 1
12, 1+His+Asn+3MeHis+0rn+Met ;0. 725, 261, 976, 1+His+Asn+Gly+Asp+Cit; 0. 725
, 261,496, 1+His+Asn+Ser+AsptLys; 0. 725, 266. 389, 1+His+Asn+Ser+Arg+Thr ;0.
725, 267,496, 1+His+Asn+3MeHis+Cit+0rn; 0. 725, 260. 778, 1+His+Asn+Ser+Asp+
Phe;0. 725, 268. 068, 1+His+Asn+Arg+0rn+Val ;0. 725, 265. 375, 1+His+Asn+G Ln+A
sp+0rn
[156. 73X /BR6EHOR]

0.758, 260, 134, 14His+Asn+Asp+Thr+Val+Ile;0. 758, 262. 965, 1+His+Asn+Thr+0
rn+Val+BCAA; 0. 757, 260. 870, 1+His+Asn+0rn+Val+Phe+BCAA; 0, 755, 261, 881, 1+
His+Asn+Gly+0rn+I le+Phe; 0. 753, 260. 987, 1+His+Asn+Arg+Aspt+Val+Ile; 0. 753
, 257. 843, 1+His+Asn+Ser+Asp+Thr+0rn; 0, 753, 262. 474, 1+His+Asn+Ser+0rn+I 1
e+Phe; 0. 752, 260, 302, 1+His+Asn+G ly+Asp+0rn+Ile; 0. 752, 261, 350, 1+His+Asn
+Asp+0rn+Va l+BCAA; 0. 752, 261. 692, 1+His+Asn+Gly+0rn+Leu+Phe; 0. 752, 263. 0
83, 1+His+Asn+Thr+0rntVal+Ile;0. 752, 263. 546, 1+His+Asn+GLln+Gly+Thr+0rn;
0.752, 262, 034, 1+His+Asn+Arg+Thr+Val+Ile;0.752,261.912, 1+His+Asn+Asp+0
rn+Ile+Phe;0. 751, 263. 997, 1+His+Asn+Arg+0rn+Va l+BCAA; 0. 751, 261, 898, 14+H
is+Asnt+Arg+Asp+Va l+BCAA; 0. 751, 259, 640, 1+His+Asn+Gly+Asp+Thr+0rn; 0. 751
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, 263, 059, 1+HistAsn+0rntVal+I le+Phe; 0. 751, 262, 228, 1+His+Asn+0rn+Cys+I |
et+Phe;0.751, 262,417, 1+His+Asn+Thr+0rn+I le+Phe; 0, 750, 262. 708, 1+His+Asn
+Arg+Thr+Va l+BCAA; 0. 750, 261, 282, 1+His+Asn+Asp+Thr+Va l+BCAA; 0. 750, 265.

277, 1+His+Asn+Thr+0rn+Val+Leu; 0. 750, 257, 983, 1+His+Asn+Ser+Arg+Asp+Thr
10,750,262, 552, 1+His+AsntAsp+0rn+Cys+Ile; 0. 750, 263. 046, 1+His+Asn+Ser+
Ornt+LeutPhe; 0. 749, 264, 293, 1+His+Asn+Ala+0rn+I le+Phe; 0, 749, 265, 126, 1+H
is+Asn+0rn+Cys+Val+BCAA; 0. 749, 261. 296, 1+His+Asn+Asp+0Orn+Val+Ile; 0. 749
, 265,170, 1+His+Asn+Gly+0rn+Cys+I le; 0, 749, 259, 007, 1+His+Asn+Ser+Asp+Gl
ut0rn; 0,749, 262, 924, 1+His+Asn+Gly+0rn+Phe+BCAA; 0. 748, 264, 236, 1+His+As
n+0rn+Ile+Phe+Trp; 0. 748, 265. 959, 1+His+Asn+Gly+Ala+0rn+Ile; 0. 748, 264, 3
77, 14His+Asn+0rn+Met+I le+Phe; 0. 748, 262, 460, 1+His+Asn+Ser+Thr+0rn+Phe;
0.748, 263. 692, 1+His+Asn+0rn+Val+Leu+Phe; 0. 748, 263. 923, 1+His+Asn+Ser+0
rn+Phe+BCAA; 0. 748, 265, 974, 1+His+Asn+Ala+0rn+Val+BCAA; 0. 748, 263. 956, 1+
His+Asn+3MeHis+0rn+Leut+Phe; 0. 748, 259, 515, 1+His+Asn+Ser+Asp+0rn+Ile; 0.

748, 258. 828, 1+His+Asn+Ser+Arg+Asp+lle; 0. 748, 263. 806, 1+His+Asn+Gly+Thr
+0rn+Ile;0.747,263.011, 1+His+Asn+3MeHis+Asp+Thr+0rn; 0, 747, 261, 433, 14+H
is+Asn+Gly+Asp+0Orntleu;0. 747, 262, 593, 1+His+Asn+Asp+Thr+I le+BCAA; 0, 747
, 264,112, 1+His+Asn+0rn+I le+Phe+BCAA; 0. 747, 263, 870, 1+His+Asn+Cit+0rn+I
le+Phe ;0. 747, 263. 344, 1+His+Asn+3MeHis+Asp+0rn+Ile; 0. 747, 263. 724, 14+His
+Asn+3MeHis+0rn+I le+Phe; 0. 747, 264, 525, 1+His+Asn+Thr+0rn+I le+BCAA; 0. 74
7,263, 251, 14His+Asn+Asp+GlutOrn+Ile; 0. 747, 265, 248, 1+His+Asn+0rn+Tyr+V
al+BCAA; 0,747, 263. 831, 1+His+Asnt+Arg+Cys+Val+Ile; 0. 747, 264,508, 1+His+A
sn+GLn+0rn+I le+Phe; 0. 746, 262, 199, 1+His+Asn+Gly+Thr+0rn+Phe; 0. 746, 263.

375, 1+His+Asn+Asp+Thr+0rn+Ile; 0. 746, 264, 571, 1+His+Asn+0rn+Lys+I le+Phe
:0.746, 265. 380, 1+His+Asn+Gly+0rn+Val+BCAA; 0. 746, 265. 862, 1+His+Asn+Gly
+0rn+Cys+Leu; 0. 746, 264, 559, 1+His+Asn+Pro+0rn+I le+Phe; 0. 746, 264, 570, 1+
His+Asn+0rn+Tyr+I le+Phe; 0. 746, 259, 022, 1+His+Asn+Ser+Arg+Asp+Glu; 0. 746
, 265, 388, 1+His+Asn+Thr+0rn+Ile+Trp;0. 746, 264. 558, 1+His+Asn+Glu+Orn+I1
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e+Phe; 0. 746, 264, 232, 1+His+Asn+Arg+0rn+I le+Phe; 0. 746, 264, 265, 1+His+Asn
+Taut0rn+I le+Phe; 0. 746, 264,471, 1+His+Asn+0rn+I letLeutPhe; 0. 745, 264, 76
0, 1+His+Asn+Arg+Cys+Val+BCAA; 0. 745, 264, 661, 1+His+Asn+3MeHis+Asp+0rn+L
eu;0.745, 261,802, 1+His+Asn+GLly+Asp+0rn+BCAA; 0. 745, 265. 290, 1+His+Asn+S
er+Thr+0rn+Ile;0. 745, 265, 195, 1+His+Asn+0rn+Cys+Val+I le; 0. 745, 263. 985,
T+His+Asn+Thr+0rn+Leu+Phe; 0. 745, 265. 324, 1+His+Asn+Arg+Gly+Va l+BCAA; 0,
745, 265, 605, 1+His+Asn+Arg+Glu+Val+BCAA; 0. 745, 264, 500, 1+His+Asn+Gly+Th
r+0rn+Cys; 0. 745, 265, 315, 1+His+Asn+Taut+Arg+Val+Ile; 0. 745, 264, 926, 14+His
+Asn+Arg+Gly+0rn+Ile; 0. 745, 265, 085, 1+His+Asn+Arg+0rn+Cys+Ile; 0. 745, 26
6.722, 1+His+3MeHis+Alat+0rn+Leu+Phe; 0. 745, 262, 030, 1+His+Asn+Arg+Gly+As
ptlle;0. 745,265,924, 1+HistAsn+0rntLys+Va l+BCAA; 0. 745, 259, 910, 1+His+As
n+3MeHis+Ser+Arg+Asp; 0. 745, 265. 888, 1+His+Asn+Ser+0rn+Val+BCAA; Q. 745, 2
65.615, 1+His+Asn+Thr+0rn+Cys+Ile; 0. 745, 259, 531, 1+His+Asn+Ser+Asp+0rn+
Phe;0.744, 265, 919, 1+His+Asn+Thr+0rn+Tyr+Ile;0. 744, 259, 713, 1+His+Asn+S
er+Arg+Asp+0rn; 0. 744, 266. 729, 1+His+Asn+3MeHis+0rn+Cys+Ile; 0. 744, 264. 6
13, 1+His+Asn+Asp+Pro+0rn+Ile; 0, 744, 264. 681, 1+His+Asn+Gly+Thr+0rn+BCAA
:0.744, 261, 285, 1+His+Asn+Gly+Asp+Thr+Lys; 0. 744, 264, 551, 1+His+Asn+Ser+
Arg+Val+Ile;0. 744, 260, 327, 14+His+Asn+Ser+Arg+Asp+leu; 0. 744, 265, 038, 1+H
istAsntArgtVal+LeutBCAA; Q. 744, 265. 038, 1+His+AsntArg+Val+I le+BCAA; 0. 74
4,265, 038, 1+Hist+Asn+Arg+Val+I let+Leu;0. 744, 265, 038, 1+His+Asn+Arg+I le+L
eu+BCAA; 0, 744, 262. 602, 1+His+Asn+Asp+0rn+I le+BCAA; 0. 744, 265. 049, 1+His+
Asn+Thr+0rn+Phe+Trp; 0. 744,264, 870, 1+His+Asn+Cit+0rn+Va l+BCAA; 0. 744, 26
6. 066, 1+HistAsn+0rntVal+Trp+BCAA; 0. 744, 265. 910, 1+His+Asn+Taut+OrntVal+
BCAA;0Q, 744,264,871, 14His+Asn+Gly+Thr+Ala+Orn; 0, 744, 265, 877, 1+His+Asn+
OrntCys+Tyr+Ile;0.744, 261,631, 14+His+Asn+Arg+Gly+Asp+Thr ;0. 744, 260. 418
, 1+His+Asn+Ser+Arg+Asp+Pro; 0. 744, 264, 903, 1+His+Asn+Thr+0rn+Phe+BCAA; 0
. 744, 264, 039, 1+His+Asn+0rn+Cys+Leu+Phe; 0. 744, 265. 840, 1+His+Asn+0rn+Cy
s+Ile+BCAA; Q. 744, 265, 487, 1+His+Asn+Ser+GLn+Thr+0rn; 0, 744, 265. 447, 1+Hi
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s+AsntArg+Gly+Val+Ile; 0. 744, 265.776, 1+His+Asn+GLln+Gly+0rn+Ile; 0. 744, 2
63. 389, 1+His+Asn+Arg+Val+Phe+BCAA; 0. 744, 264, 373, 1+His+Asn+GLly+Thr+0rn
+Leu; 0,744, 265, 544, 1+His+Asn+Arg+Alat+Val+Ile; 0. 744, 259, 773, 1+His+Asn+
Ser+Arg+Asp+Phe; 0. 743, 266. 118, 1+His+Asn+Gly+0rn+Cys+BCAA; 0. 743, 263. 40
0, 1+His+Asn+Asp+Thr+0rn+Cys; 0. 743, 259. 444, 1+His+Asn+Ser+Asp+0rn+Cys; 0
. 743, 265, 930, 1+His+Asn+0rn+Val+Leu+BCAA; 0. 743, 265. 930, 1+His+Asn+0rn+V
al+Ile+BCAA; Q. 743, 265, 930, 1+His+Asn+0rn+Val+I letleu; 0. 743, 265. 930, 1+H
is+Asn+0rn+I le+Leut+BCAA; 0. 743, 260. 600, 1+His+Asn+Ser+Asp+0rn+BCAA; 0. 74
3, 266. 123, 1+His+Asn+0rntMet+Va l+BCAA; 0. 743, 265. 843, 1+His+Asn+TautArg+
Val+BCAA; 0. 743, 266. 060, 1+His+Asn+GlutOrntVal+BCAA; 0, 743, 264, 035, 1+His
+Asn+Asp+Thr+0rn+Trp; 0. 743, 260, 473, 1+His+Asn+Ser+Asp+OrntLeu; 0. 743, 26
3.884, 1+His+Asn+Asp+Glu+Thr+0rn; 0. 743, 266. 036, 1+His+Asn+GLln+0rn+Val+B
CAA; 0,743, 266. 150, 1+His+Asn+Pro+0rn+Va l+BCAA; 0. 743, 266. 936, 1+His+Asn+
OrntCys+Val+Leu; 0. 743, 264, 312, 1+His+Asn+Asp+0rn+Val+Leu; 0. 743, 259, 193
, 1+His+Asn+Ser+Asp+Cit+0rn; 0. 743, 265. 285, 1+His+Asn+Ser+Thr+0rn+Cys; 0.
743, 260, 126, 1+His+Asn+Tau+Ser+Arg+Asp; 0. 743, 260. 241, 1+His+Asn+Ser+Arg
+Asp+Tyr;0.743, 266. 943, 1+His+Asn+Arg+0rn+Val+leu; 0. 743, 261,867, 1+His+
Asn+Gly+Asp+0rn+Cys; 0. 743, 266. 232, 1+His+Asn+Gly+OrntLys+Ile; 0. 743, 266
.644, 1+His+Asn+Thr+0rntLeu+Trp; 0. 743, 266. 255, 1+His+Asn+GLn+GLly+Orntle
u;0.743, 264, 324, 1+His+Asn+Arg+0rn+Val+Ile; 0. 743, 265, 239, 1+His+Asn+Arg
+Cit+Val+BCAA; Q. 743, 266, 047, 1+His+Asn+Thr+0rn+Cys+Trp; 0. 743, 266. 314, 1
+Hist+Asn+3MeHis+Thr+0rn+Ile; 0. 743, 265. 397, 1+His+Asn+3MeHis+0rn+Phe+BC
AA; 0,743,261, 167, 14His+Asn+Gly+Asp+Thr+Phe;0. 743, 266. 174, 1+His+Asn+3M
eHis+0rn+Val+BCAA; Q. 743, 260, 379, 1+His+Asn+Ser+Arg+Asp+BCAA; 0. 743, 267.
003, 1+His+Asn+3MeHis+GLn+Thr+0rn; 0. 743, 258. 560, 1+His+Asn+Ser+Arg+Asp+
Cys;0.743, 266. 667, 1+His+Asn+GLn+0rn+Cys+Ile; 0. 743, 266. 405, 1+His+Asn+G
ly+Orn+Val+Leu; 0. 743, 263. 166, 1+His+Asn+Asp+Lys+Val+Ile; 0. 743, 265. 477,
T+His+Asn+0rn+Met+Leut+Phe; 0. 743, 265, 159, 1+His+Asn+Arg+GlutVal+Ile;0.7
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43,264, 223, 1+His+Asn+Asp+0rn+Ile+Trp; 0. 743, 264, 061, 1+His+Asn+Asp+0rn+
Leut+Phe; 0,742, 266. 443, 1+His+Asn+Tau+Gly+0rn+Ile; 0. 742, 266. 725, 1+His+A
snt+Ser+0rn+Cys+tleu; 0. 742, 265. 138, 1+His+Asn+Asp+Glu+Orn+Leu; 0. 742, 266.
668, 1+His+Asn+Ala+0rn+Cys+Ile; 0. 742, 265, 998, 1+His+Asn+Arg+Tyr+Val+BCA
A:0.742,267.133, 1+His+Asn+Thr+0rn+Leu+BCAA; 0. 742, 266. 755, 1+His+Asn+Gl
y+Alat+Orntleu; 0. 742, 263. 129, 1+His+Asn+Arg+Asp+I le+BCAA; 0. 742, 266. 141,
T+His+Asn+GLn+GLly+0rn+Cys; 0. 742, 265. 885, 1+His+Asn+Ser+0rn+Cys+Ile; 0.7
42,266,600, 1+His+Asn+GLn+Thr+0rn+Cys; 0. 742, 264, 486, 1+His+Asn+Asp+Thr+
Prot+0rn;0,742,266. 021, 1+His+Asn+Gly+0rn+Tyr+Ile; 0. 742, 265, 901, 1+His+A
sntArg+Gly+Orntleu; 0. 742, 265. 440, 1+His+Asn+0rn+Leu+Phe+BCAA; 0. 742, 266
. 123, 1+His+AsntAlat+Orn+Val+Ile; 0. 742, 266. 063, 1+His+Asn+G Ln+Arg+Va l4+BC
AA; 0,742,264, 913, 14His+Asn+0rn+Cys+Phe+BCAA; 0. 742, 262. 636, 1+His+Asn+G
ly+Asp+Cit+0rn; 0. 742, 265. 267, 1+His+Asn+Ser+Thr+0rn+Trp; 0. 742, 266. 053,
1+His+Asn+3MeHis+Arg+Val+BCAA; 0. 742, 264, 812, 1+His+Asn+Ser+Arg+Va l+BCA
A:0.742,266. 067, 1+His+AsntArg+Val+Trp+BCAA; 0. 742, 266. 418, 1+His+Asn+Gl
y+0rn+I letleu; 0. 742, 264, 514, 1+His+Asn+Asp+0rn+Cys+Leu; 0. 742, 264, 686, 1
+His+Asn+Asp+0rn+Tyr+Ile; 0. 742, 260, 144, 1+His+Asn+Ser+Arg+Gly+Asp; 0. 74
2,264,420, 14His+Asn+Gly+Cit+Thr+0rn;0, 742, 265, 977, 1+His+Asn+ArgtMet+V
al+BCAA; 0,742,264, 485, 1+His+Asn+Gly+Thr+0rn+Trp; 0. 742, 266. 806, 1+His+A
sntTau+0rn+Cys+Ile; 0. 742, 266. 008, 1+His+Asn+Cit+0rn+Cys+Ile; 0. 742, 266.
711, T+His+Asn+0rn+Cys+Met+Ile; 0. 742, 264, 692, 1+His+Asn+G Ln+Asp+0rn+Ile
:0.742, 268. 009, 1+His+Asn+3MeHis+Ala+0rn+Ile; 0. 742, 260. 536, 1+His+Asn+S
er+Arg+Asp+Trp;0.742, 265, 045, 1+His+Asn+3MeHis+Gly+Thr+0rn; 0, 742, 267. 1
53, 1+His+Alat+0rn+Val+Phe+BCAA; 0. 741, 266. 089, 1+His+Asn+Arg+Pro+Val+BCA
A:0.741,267.054, 1+His+Asn+3MeHis+Thr+0rn+Leu; 0. 741, 260. 532, 1+His+Asn+
Ser+Arg+AsptLys; 0. 741, 260, 434, 1+His+Asn+Ser+Arg+Asp+Met; 0. 741, 265, 038
, 1+His+Asn+Gly+Thr+Pro+0rn;0. 741, 258, 973, 1+His+Asn+Ser+Arg+Asp+Cit ;0.
741, 263. 096, 1+His+Asn+GLln+G ly+Asp+0rn; 0. 741, 266. 723, 1+His+Asn+G lu+Orn
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+Cys+Ile;0.741,260.916, 1+His+Asn+Ser+Asp+Pro+0rn; 0. 741, 266. 487, 1+His+
Asn+Gly+Pro+0rn+Ile; 0,741, 266. 216, 1+His+Asn+0rn+Cys+I le+Trp; 0. 741, 266
.895, T+His+Asn+Ser+Ala+0rn+Ile; 0. 741, 260. 535, 1+His+Asn+Ser+Arg+Asp+Va
L;0.741, 265. 043, 1+His+Asn+Gly+Thr+0rn+Val;0. 741, 266. 840, 1+His+Asn+Gln
+Thr+0rn+Trp; 0. 741, 266. 262, 1+His+Asn+GLly+Glu+Orn+Ile; 0. 741, 265, 879, 1+
His+Asn+Ser+Thr+0rn+Leu; 0. 741, 265, 026, 1+His+Asn+GLly+Thr+0rn+Tyr; 0. 741
, 263. 441, 1+His+Asn+Asp+Thr+0rn+Phe; 0, 741, 262, 920, 1+His+Asn+TautGly+As
pt0rn; 0,741, 264, 338, 1+His+Asn+Asp+Cit+0rn+Ile; 0, 741,267. 114, 1+His+Asn
+GLly+Alat+0rn+BCAA; 0. 741, 266. 272, 1+His+Asn+Gly+0rn+I le+Trp; 0. 741, 265. 0
50, 1+His+Asn+Tau+Gly+Thr+0rn; 0. 741, 266. 806, 1+His+Asn+Pro+0rn+Cys+I le;
0.741, 264, 766, 1+His+Asn+Asp+0rn+Met+Ile; 0. 741, 267. 845, 1+His+Gly+Ala+0
rntLeutPhe; 0. 741, 266. 487, 1+His+Asn+Gly+0rntMet+Ile; 0, 741, 264, 741, 14Hi
s+Asn+Ser+Gly+Thr+0rn; 0. 741, 264. 324, 1+His+Asn+Thr+0rn+Cys+Phe; 0. 741, 2
64.625, 1+His+Asn+TautAsp+0rn+Ile; 0. 741, 264, 996, 1+His+Asn+Gly+Thr+0rn+
Met;0.741,267.757, 1+His+Asn+Ala+0rn+Ile+Trp; 0. 741, 266. 079, 1+His+Asn+A
rg+AlatVal+BCAA; Q. 741, 266. 379, 1+His+Asn+Arg+Gly+0rn+BCAA; 0. 741, 265. 93
9, 1+His+Asn+3MeHis+Ser+Thr+0rn; 0. 741, 266. 863, 1+His+Asn+3MeHis+Arg+0rn
+Ile;0.741, 260. 921, 14His+Asn+Ser+GLn+Asp+0rn; 0. 741, 262. 956, 1+His+Asn+
AsptVal+Ile+Phe;0.741, 266,563, 1+His+Asn+GLn+GLly+0rn+BCAA; 0. 741, 265, 32
9, 1+His+Asn+GLn+Thr+0rn+Phe; 0. 741, 266. 694, 1+His+Asn+Thr+0rn+Cys+Leu; 0
. 741, 265, 415, 14His+Asn+Ser+0rn+Val+Phe; 0. 741, 265, 853, 1+His+Asn+ArgtLy
s+Val+BCAA; 0. 741, 260. 218, 1+His+Asn+Tau+Ser+Asp+0rn; 0. 741, 265, 878, 1+Hi
s+Asn+0rn+Lys+LeutPhe; 0. 741, 262. 531, 1+His+Asn+Asp+Va l+Phe+BCAA; 0. 741,
266. 643, 1+His+Asn+3MeHis+Thr+0rn+Cys; 0. 741, 260. 223, 1+His+Asn+Ser+Asp+
Thr+lLys;0.741,264,.911, 1+His+Asn+Gly+Thr+Orn+Lys; 0. 741, 265. 095, 1+His+A
sn+3MeHis+Asp+0rn+BCAA; 0. 741, 264, 207, 1+His+Asn+Thr+Val+Phe+BCAA; 0. 741
, 264,622, 1+His+Asn+Asp+Thr+0r

ntMet ;0. 741, 259, 759, 1+His+Asn+Ser+Asp+Thr+Phe; 0. 740, 264, 613, 1+His+Asn
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+Ser+Arg+0rn+Ile; 0. 740, 265. 697, 14His+Asn+0rn+Leu+Phe+Trp; 0. 740, 266. 01
3, 1+His+Asn+Gly+0Orn+Val+Ile; 0. 740, 266. 613, 1+His+Asn+3MeHis+Thr+0rn+Tr
p;0.740, 267, 808, 1+His+Asn+3MeHis+0rn+Cys+Leu; 0. 740, 264. 419, 1+His+Asn+
Arg+Gly+Thr+0rn; 0. 740, 265, 147, 1+His+Asn+Cit+0rn+LeutPhe; 0. 740, 265. 091
, 1+Hist+Asn+Thr+Val+Ile+Phe; 0. 740, 266, 862, 1+His+Asn+Thr+0rn+Trp+BCAA; 0
. 740, 266, 368, 1+His+Asn+Ser+Gly+0rn+Ile;0. 740, 266, 737, 1+His+Asn+G Lly+0r
ntLys+Leu; 0. 740, 260. 717, 1+His+Asn+Ser+Asp+Thr+Val; 0. 740, 262. 971, 1+His
+Asn+G Lly+Asp+Pro+0rn; 0. 740, 267, 306, 1+His+Asn+3MeHis+Thr+0rn+BCAA; 0. 74
0, 266. 857, 1+His+Asn+Thr+0rn+Cys+BCAA; 0. 740, 266. 892, 1+His+Asn+Cit+0rn+
Val+Leu;0.740, 266. 691, 1+His+Asn+0rn+Cys+I letLeu; 0. 740, 265. 817, 1+His+A
sn+TautOrn+Leu+Phe; 0. 740, 264. 720, 1+His+Asn+Asp+Thr+0rn+Leu; 0. 740, 260.
481, 1+His+Asn+Ser+Glnt+Arg+Asp; 0. 740, 266. 387, 1+His+Asn+Gly+0rn+I le+BCA
A;0.740,265.401, 14His+Asn+Thr+Pro+0rn+Phe; 0. 740, 266. 183, 1+His+Asn+0rn
+Cys+Lys+Ile; 0. 740, 262. 850, 1+His+Asn+G Lly+Asp+0rn+Val ;0. 740, 260. 727, 1+
His+Asn+3MeHis+Ser+Asp+0rn; 0. 740, 260. 495, 1+His+Asn+Ser+Gly+Asp+0rn; 0.
740, 264, 525, 1+His+Asn+Arg+Asp+0rn+Ile; 0. 740, 264, 791, 1+His+Asn+Gly+Glu
+Thr+0rn;0. 740, 266. 735, 1+His+Asn+Thr+Ala+0rn+I le; 0. 740, 264, 887, 1+His+
Asn+Asp+Thr+0rn+BCAA; 0. 740, 266. 299, 1+His+Asn+Arg+Thr+0rn+Cys; 0. 740, 26
4,501, 14His+Asn+3MeHis+Thr+0rn+Phe; 0. 740, 265. 272, 1+His+Asn+Gly+Cit+0r
ntlle;0.740, 266. 870, 14+His+Asn+Thr+Pro+0rn+Cys; 0. 740, 265. 863, 1+His+Asn
+0rn+Tyr+Leu+Phe; 0. 740, 267. 867, 1+His+Asn+Tau+Orn+Val+Leu; 0. 740, 263. 83
3, 1+His+Asn+Asp+Lys+Va l+BCAA; 0. 740, 265. 910, 14His+Asn+GLn+0rn+Leu+Phe;
0.740, 265, 919, 1+His+Asn+Ala+0rn+Leu+Phe; 0. 740, 266. 407, 1+His+Asn+3MeHi
s+Gly+0rn+Ile; 0. 740, 266. 794, 1+His+Asn+Glu+Thr+0rn+Ile; 0. 740, 264, 923, 1
+His+Asn+Thr+0rntMet+Phe; 0, 740, 260, 463, 1+His+Asn+Ser+Arg+AsptAla;0. 74
0,264,490, 1+His+Asn+Asp+0rn+Ile+leu; 0. 740, 267. 658, 1+His+Asn+Ser+GLn+0
rntLeu; 0. 740, 265, 622, 14+His+Asn+Thr+0rn+Val+Phe; 0. 740, 266, 887, 1+His+As
n+Ser+0rn+Cys+BCAA; 0. 740, 265. 901, 1+His+Asn+Ser+Thr+Ala+0rn; 0, 739, 265.
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963, 1+His+Asn+0rn+Tyr+Val+Ile; 0. 739, 264. 893, 1+His+Asn+Arg+Asp+Thr+0rn
00,739, 264, 899, 1+His+Asn+GLn+Asp+Thr+0rn; 0. 739, 261, 093, 1+His+Asn+G ly+
Asp+Cit+Thr; 0,739, 262, 921, 1+His+Asn+Asp+Cit+Val+Ile; 0. 739, 262, 358, 1+H
is+AsntGly+Asp+Val+Ile; 0. 739, 265. 920, 1+His+Asn+Pro+0rn+Leu+Phe; 0. 739,
264, 370, 1+His+Asn+Asp+0rntLys+Ile; 0. 739, 267. 503, 1+His+Asn+3MeHis+0rn+
Tyr+Ile;0.739,267.908, 1+His+Asn+GLn+0rn+Cys+Leu; 0. 739, 267. 256, 1+His+A
sn+Cit+0rn+Cys+Leu; 0. 739, 265. 892, 1+His+Asn+Arg+0rn+Leu+Phe; 0. 739, 263.
018, 1+His+Asn+Asp+Cit+Val+BCAA; 0. 739, 266. 193, 1+His+Asn+TautOrn+Val+Il
e;0.739, 267. 167, 14His+Asn+Ser+0rn+Val+Leu; 0. 739, 264, 402, 1+His+Asn+Arg
+Val+Ile+Phe; 0. 739, 260. 963, 1+His+Asn+Ser+Asp+0rn+Val ;0. 739, 265, 998, 1+
His+Asn+Ser+Thr+0rn+BCAA; 0. 739, 266. 045, 1+His+Asn+Ser+0rn+Tyr+Ile;0.73
9, 265, 621, 1+His+Asn+Glu+Thr+0rn+Phe; 0. 739, 264, 735, 1+His+Asn+Asp+Thr+0
rntLys; 0. 739, 264, 878, 1+His+Asn+Asp+Thr+0rn+Tyr ;0. 739, 265. 781, 1+His+As
n+Glu+Orn+Leu+Phe; 0. 739, 264. 711, 1+His+Asn+Asp+Pro+0rn+Cys; 0. 739, 267. 0
57, 1+His+Asn+Ser+0rn+Tyr+Leu; 0. 739, 266, 813, 1+His+Asn+Thr+Pro+0rn+Ile;
0.739, 265, 858, 1+His+Asn+Arg+Val+I le+Trp;0. 739, 264, 782, 1+His+Asn+Asp+A
latOrn+Ile;0. 739, 267. 399, 1+His+Asn+GLn+GLly+Pro+0rn; 0, 739, 265. 622, 1+Hi
s+Asn+Thr+Ala+0rn+Phe; 0. 739, 266. 993, 1+His+Asn+Thr+Ala+0rn+Trp; 0, 739, 2
66. 814, 1+His+Asn+Thr+0rntMet+I le; 0. 739, 267,690, 1+His+Asn+Ala+0rn+Tyr+
Ile;0.739, 262,595, 1+His+Asn+Gly+Asp+Va l+BCAA; 0. 739, 267. 087, 1+His+Asn+
Ala+Orn+Ile+BCAA; Q. 739, 267.594, 1+His+Asn+0rn+Tyr+Val+Leu; 0. 739, 265. 09
3, 1+His+Asn+Gly+0rn+Val+Phe; 0. 739, 266. 760, 1+His+Asn+Ser+GLln+0rn+Cys;0
. 739, 267,272, 14His+3MeHis+Ala+0rn+I le+Phe; 0. 739, 262, 366, 1+His+Asn+Gly
+Asp+Lys+Ile; 0. 739, 267. 924, 1+His+Asn+0rn+Cys+Leu+BCAA; 0. 739, 266. 537, 1
+His+Asn+0rn+Met+Phe+BCAA; 0. 739, 267. 203, 1+His+Asn+GLln+Gly+0rn+Val; 0.7
39, 266. 923, 1+His+Asn+Thr+0rn+Val+Trp; 0. 739, 266. 499, 1+His+Asn+Thr+0rn+
IletLeu;0.739, 265,613, 14His+Asn+Arg+Thr+0rn+Phe; 0. 739, 264, 682, 1+His+A
sntAsp+Thr+Ala+0rn; 0. 739, 265. 415, 1+His+Asn+Ser+Thr+0rn+Tyr ;0. 739, 266.
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843, 1+Hist+Asn+Thr+0rntMet+Trp; 0. 739, 267, 849, 1+His+Asn+3MeHis+0rn+Val+
Leu;0.739, 267. 977, 14+His+Asn+Glu+Orn+Val+Leu; 0. 739, 265. 589, 1+His+Asn+T
hr+0rn+Lys+Phe; 0, 739, 265, 680, 1+His+Asn+Asp+G Llu+Orn+BCAA; 0. 739, 265. 336
, 1+His+Asn+Thr+0rn+Tyr+Phe; 0. 739, 265. 404, 1+His+Asn+Cit+Thr+0rn+Phe; 0.
739, 261, 039, 14+His+Asn+Ser+Asp+0rn+Trp;0. 739, 268. 301, 1+His+Gly+Ala+0rn
+IletPhe;0. 739, 267. 344, 1+His+Asn+TautGLn+Gly+0rn; 0, 739, 264, 484, 1+His+
Asn+Ser+Arg+Thr+0rn; 0. 739, 266. 754, 1+His+Asn+GLn+Thr+0rn+Ile; 0. 739, 266
. 784, 1+His+Asn+Gly+Glu+Orn+Leu; 0. 739, 265, 543, 1+His+Asn+Gly+Cit+0rntle
u;0.739, 266. 893, 1+His+Asn+Gly+0rn+Cys+Val; 0. 739, 267. 146, 1+His+Asn+Arg
+0rn+Tyr+Ile;0.739, 268. 003, 1+His+Asn+G lu+Orn+Cys+Leu; 0. 739, 261, 041, 1+
His+Asn+Ser+Asp+0rn+Met ;0. 739, 262, 742, 1+His+Asn+Gly+Asp+Glu+Thr; 0. 739
, 266, 248, 1+His+Asn+Thr+Lys+Val+BCAA; 0. 739, 267, 356, 1+His+Asn+3MeHis+Th
r+Ala+0rn; 0. 739, 265. 799, 1+His+Asn+Ser+Arg+I le+BCAA; Q. 739, 265. 804, 1+Hi
s+AsntArg+Lys+Val+Ile; 0. 739, 265. 921, 1+His+Asn+Arg+Tyr+Val+Ile; 0. 739, 2
66. 756, 1+His+Asn+Thr+0rn+Cys+Tyr; 0, 739, 264, 838, 1+His+Asn+Tau+Asp+Thr+
Orn;0.739, 268. 348, 1+His+AsntAla+Pro+0rn+Ile; 0. 738, 264. 795, 1+His+Asn+A
rg+Thr+I le+BCAA; Q. 738, 266. 910, 1+His+Asn+Thr+Pro+0rn+Trp; 0. 738, 266. 188
, 1+His+Asn+Asp+Pro+0rn+Leu; 0. 738, 265. 986, 1+His+Asn+Thr+Lys+Val+Ile;0.
738, 265. 954, 1+His+Asn+Ser+Thr+0rn+Val; 0. 738, 266. 994, 1+His+Asn+G lu+Thr
+0rn+Trp;0. 738, 268. 047, 1+His+Asn+Pro+0rn+Cys+Leu; 0. 738, 267. 335, 1+His+
AsntArg+Ala+Orn+Ile; 0,738, 264,514, 1+His+Asn+Asp+Thr+0rn+Val; 0, 738, 261
.036, 1+His+Asn+Ser+Asp+0rn+Lys; 0. 738, 266. 396, 1+His+Asn+GLn+0rn+Val+Il
e;0.738, 267, 287, 1+His+Asn+3MeHis+GLlu+Thr+0rn; 0. 738, 265. 439, 1+His+Asn+
Ser+Arg+0rn+Cys; 0. 738, 266. 921, 1+His+Asn+Thr+Ala+0rn+Cys; 0. 738, 267. 481
, 1+His+Asn+0rntLys+Tyr+Ile; 0. 738, 265. 683, 1+His+Asn+Arg+0rn+I le+BCAA; 0
. 738, 267. 906, 1+His+Asn+0rn+Lys+Val+Leu; 0. 738, 262, 321, 1+His+Asn+Gly+As
p+Thr+Trp; 0. 738, 262, 633, 1+His+Asn+Gly+Asp+Thr+Val; 0. 738, 266. 326, 1+His
+Asn+Ser+0rn+Val+Ile; 0. 738, 268. 118, 1+His+Asn+3MeHis+GLln+0rn+Ile; 0. 738
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, 266,787, 1+His+Asn+Tau+Thr+0rn+I le; 0, 738, 266. 856, 1+His+Asn+G Llu+Thr+0r
n+Cys; 0. 738, 268. 197, 1+His+Asn+Tau+3MeHis+0rn+Ile; 0. 738, 265. 976, 1+His+
Asnt+Arg+Thr+0rn+Ile; 0. 738, 266. 959, 1+His+Asn+Tau+Thr+0rn+Trp; 0. 738, 265
.618, 1+His+Asn+Ser+GLln+0rn+Phe; 0. 738, 266. 851, 1+His+Asn+Gly+0rn+Leu+BC
AA;0,738, 266. 870, 14His+Asn+Arg+0rn+Ile+Trp;0. 738, 266. 035, 1+His+Asn+Ta
ut+Ser+Thr+0rn; 0. 738, 267. 005, 1+His+Asn+Ser+GLn+0rn+Ile; 0. 738, 267. 902, 1
+His+Asn+GLln+0rn+Val+leu; 0. 738, 266. 791, 1+His+Asn+Gly+OrntLeu+Trp;0. 73
8, 265.729, 1+His+Asn+Cit+0rn+Val+Ile; 0. 738, 267. 803, 1+His+Asn+Tau+0rn+I
le+Trp;0.738, 267. 814, 14His+Asn+Ser+0rn+Leu+BCAA; 0. 738, 268. 051, 1+His+A
sn+0rn+Cys+Met+Leu; 0. 738, 264. 759, 1+His+Asn+Asp+0rn+Cys+BCAA; 0. 738, 267
. 335, T+His+Asn+Thr+Val+I le+Trp;0. 738, 265. 147, 1+His+Asn+Ser+Cit+Thr+0r
n;0.738, 266. 803, 1+His+Asn+Thr+0rn+Cys+Val; 0. 738, 261. 033, 1+His+Asn+Ser
+Asp+0rn+Tyr; 0. 738, 262, 168, 1+His+Asn+G Ln+Gly+Asp+Thr ;0. 738, 266. 912, 1+
His+Asn+Thr+0rn+Cys+Met ;0. 738, 266. 909, 1+His+Asn+Tau+Thr+0rn+Cys; 0. 738
, 266, 547, 1+His+Asn+Cit+Thr+0rn+Cys; 0. 738, 265, 513, 1+Hist+Asn+Tau+Thr+0r
n+Phe; 0. 738, 267.812, 1+His+Asn+3MeHis+0rn+Ile+Trp;0. 738, 261. 034, 1+His+
Asn+Ser+Asp+Ala+0rn; 0. 738, 260. 049, 1+His+Asn+Ser+Asp+Cit+Lys; 0. 738, 266
.491, T+His+Asnt0rn+Val+I le+Trp; 0. 738, 267. 266, 1+His+Asn+3MeHis+Ser+0rn
+Ile;0.738, 265. 802, 1+His+Asn+Arg+Pro+Val+Ile; 0. 738, 265. 423, 1+His+Asn+
Arg+Cys+Ile+BCAA; Q. 738, 266. 963, 1+His+Asn+Thr+0rn+Tyr+Trp; 0. 738, 267. 09
3, 1+His+Asn+Arg+0rn+Cys+Leu; 0. 738, 268. 053, 1+His+Asn+Ala+0rn+Cys+Leu;0
. 738, 267. 998, 1+His+Asn+Ala+0rn+Val+Leu; 0. 738, 266. 929, 1+His+Asn+Thr+0r
ntLys+Trp;0. 738, 265. 967, 1+His+Asn+3MeHis+Arg+Val+Ile; 0. 738, 265. 858, 1+
His+Asn+Ser+Thr+0rn+Lys; 0. 738, 266. 353, 1+His+Asn+Cit+Thr+0rn+Ile;0.738
, 267,812, 1+HistAsntSer+AlatOrn+leu; 0. 738, 267, 321, 1+His+Asn+3MeHis+Cit
+0rn+lle;0. 738, 267. 997, 1+His+Asn+Pro+0rn+Val+Leu; 0. 738, 267. 253, 1+His+
Asnt+Arg+0rn+Met+Ile; 0. 738, 264, 736, 1+His+Asn+Asp+Cit+Thr+0rn; 0. 738, 263
. 304, 1+His+Asn+Gly+Asp+GLlu+0rn; 0, 738, 265, 051, 1+His+Asn+Asp+0rn+Phe+BC
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AA;0,738, 267. 148, 14His+Asn+Ser+GLn+Gly+0rn; 0. 738, 266. 028, 1+His+Asn+Se
r+Glu+Thr+0rn;0. 738, 269. 002, 1+His+Asn+3MeHis+Alat+0rn+Leu; 0. 738, 266. 76
3, 1+His+Asn+Ser+Gly+0rn+Leu; 0. 738, 266. 654, 1+His+Asn+Gly+0rn+Tyr+Leu;0
. 738, 268, 104, 1+His+3MeHis+Ala+0rn+Phe+BCAA; 0. 738, 258. 896, 1+His+Asn+Se
r+Asp+Cit+Phe; 0. 738, 266. 028, 1+His+Asn+Ser+Thr+0rn+Met ;0. 738, 266. 147, 1
+His+Asn+Thr+0rn+Lys+Ile; 0. 738, 266. 746, 1+His+Asn+Arg+Thr+0rn+Trp;0.73
7,268,902, 14His+Asn+3MeHis+Gln+0rn+Leu; 0. 737, 265. 802, 1+His+Asn+Ser+Ci
t+0rn+Ile;0. 737, 266. 861, 1+His+Asn+Cit+0rn+Ile+Trp; 0. 737, 267.686, 1+His
+Asn+0rn+Tyr+Met+Ile; 0. 737, 267, 353, 1+His+Asn+Arg+Pro+0rn+Ile; 0. 737, 26
7.220, 1+HistAsn+Tau+Ser+0rn+Ile; 0,737, 266,513, 14+His+Asn+Cit+Thr+0rn+T
rp;0.737,268. 050, 1+His+Asn+Alat+0rn+Lys+Ile; 0. 737, 262, 757, 1+His+Asn+Gl
y+Asp+0rn+Phe; 0. 737, 266. 993, 1+His+Asn+Pro+0rn+Phe+BCAA; 0. 737, 268. 041,
T+His+Asn+Ser+Ala+0rn+BCAA; 0. 737, 268. 052, 1+His+Asn+Taut+0rn+Cys+Leu; 0.
737,268, 128, 1+His+Asn+3MeHis+Arg+0rntleu; 0, 737, 267, 397, 1+His+Asn+Gln+
Arg+Orn+Ile;0.737, 267. 269, 1+His+Asn+Ser+Glu+Orn+Ile; 0. 737, 261,664, 1+H
is+Asn+Gly+Asp+I let+Phe; 0. 737, 267.932, 1+His+Asn+Pro+0rn+Ile+Trp;0. 737,
266. 115, 1+His+Asn+Asp+0rn+Leu+BCAA; 0, 737, 262. 592, 1+His+Asn+3MeHis+Gly
+Asp+Thr ;0. 737, 265. 675, 1+His+Asn+Asp+G lu+Pro+0rn; 0. 737, 267. 743, 1+His+
Asnt+Pro+0rn+Tyr+Ile; 0. 737, 268. 595, 1+His+Asn+3MeHis+0rn+Tyr+Leu; 0. 737,
266, 033, 1+His+Asn+Ser+Thr+Pro+0rn;0, 737, 266. 821, 1+His+Asn+3MeHis+Arg+
Thr+0rn;0.737, 268. 801, 1+His+Asn+3MeHis+0rn+Leu+BCAA; 0. 737, 268. 134, 1+H
is+Asn+GLn+0rn+Cys+BCAA; 0. 737, 265. 194, 1+His+Asn+Asp+Thr+Val+Leu; 0. 737
, 267,279, 1+His+Asn+Ser+0rn+I letleu; 0, 737, 266. 915, 1+His+Asn+Tau+GLly+0r
ntlLeu;0. 737, 266. 949, 1+His+Asn+3MeHis+Cit+Thr+0rn;0. 737, 268. 108, 1+His+
Asn+3MeHis+0rn+Cys+BCAA; 0. 737, 267. 993, 1+His+Asn+0rntMet+Val+Leu; 0. 737
, 265, 364, 1+His+3MeHis+Asp+0rntLeu+Phe; 0. 737, 267, 125, 1+His+Asn+GLn+Arg
+Gly+0rn; 0. 737, 259. 319, 1+His+Asn+Ser+Asp+Cit+Thr; 0. 737, 266. 996, 1+His+
Asn+Ser+0rn+Lys+Ile; 0, 737,267.176, 1+His+Asn+GLly+0Orn+Lys+BCAA; 0. 737, 26
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7.909, 1+His+Asn+Gln+0rn+Ile+Trp;0.737,267.611, 14His+Asn+Cit+0rn+Cys+B
CAA;0,737,265.518, 1+His+AsntArg+Cit+Val+Ile; 0. 737, 267. 335, 1+His+Asn+3
MeHis+Thr+0rn+Val;0. 737, 267. 165, 1+His+Asn+G ly+GLlu+Orn+BCAA; 0. 737, 266.
909, 1+His+Asn+Gly+0rn+Met+Leu; 0. 737, 267. 354, 1+His+Asn+Thr+0rn+Tyr+Leu
:0.737, 266, 957, 14His+Asn+0rn+Tyr+Phe+BCAA; 0. 737, 267. 090, 1+His+Asn+Arg
+Cit+0rn+Ile; 0. 737, 262, 255, 1+His+Asn+Gly+Asp+Thr+Ile; 0. 737, 267. 361, 1+
His+Asn+3MeHis+Thr+0rn+Met ;0. 737, 267. 337, 1+His+Asn+Ser+0rn+Cys+Val ;0.
737, 267. 889, 1+His+Asn+0rn+Val

tLeu+Trp;0.737,267. 525, 1+His+Asn+GLn+GLly+0rn+Tyr; 0. 737, 268. 986, 1+His+
Asn+3MeHis+GlutOrntleu;0. 737, 266. 463, 1+His+Asn+Glu+OrntVal+Ile; 0. 737,
267.101, 1+His+Asn+Ser+GLly+0rn+BCAA; 0. 737, 269. 010, 14+His+Asn+Tau+3MeHis
+0rn+Leu; 0. 737, 268. 361, 1+His+Asn+Tau+Ala+Orn+Ile; 0. 737, 266. 905, 1+His+
Asn+3MeHis+Gly+0rntLeu; 0. 737, 268. 003, 1+His+Asn+3MeHis+Cit+0rn+Leu; 0.7
37,267.937, 1+His+Asn+Glu+Orn+I le+Trp; 0. 737, 267. 421, 1+His+Asn+Arg+0rn+
Cys+BCAA;0.737,265. 817, 1+His+Asn+Arg+Met+Val+I le; 0. 737, 263. 030, 1+His+
Asn+TautAsp+Val+Ile;0.737,267.393, 1+His+Asn+Arg+Glu+Orn+Ile; 0. 737, 268
. 156, 1+His+Asn+Ser+GLn+Ala+0rn; 0. 737, 267. 345, 1+His+Asn+3MeHis+Thr+Pro
+0rn;0.737, 267.851, 1+His+Asn+Ser+G Ln+0rn+BCAA; 0. 737, 265. 909, 1+His+Asn
+Ser+Arg+0rn+Leu; 0. 737, 267. 320, 14+His+Asn+Tau+GLly+0rn+BCAA; 0. 737, 266. 6
01, 14+His+Asn+Arg+Gly+Cys+Ile; 0. 737, 263. 119, 1+His+Asn+Gly+Asp+0rntMet ;
0.737, 266,692, 1+His+Asn+3MeHis+0rn+Val+Ile; 0. 737, 268. 015, 1+His+Asn+Gl
y+Ala+Orn+Val; 0. 737, 266. 899, 1+His+Asn+Gly+Pro+0rntLeu; 0. 737, 268. 494, 1
+Hist+Asn+Pro+0rntMet+Ile; 0,737, 266. 098, 14His+Asn+Gly+Cit+0rn+BCAA; Q.7
37, 263. 424, 1+His+Asn+3MeHis+Gly+Asp+0rn; 0, 736, 266. 908, 1+His+Asn+0rn+T
yr+Ile+BCAA; Q. 736, 267, 304, 1+His+Asn+Gly+0rn+Met+BCAA; 0. 736, 267, 155, 1+
His+Asn+Gly+0rn+Trp+BCAA; Q. 736, 267. 315, 1+His+Asn+3MeHis+Gly+0rn+BCAA;
0.736, 267,936, 1+His+Asn+0rn+Met+I le+Trp; 0. 736, 263. 483, 1+His+Asn+Arg+G
ly+Asp+0rn;0. 736, 266. 205, 1+His+Asn+Ser+Arg+0rn+BCAA; 0. 736, 267. 239, 14+H
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is+Asn+3MeHis+Thr+0rn+Tyr ;0. 736, 266. 698, 1+His+Asn+Pro+0rn+Val+lle; 0.7
36, 267. 205, 1+His+Asn+Ser+0rn+Met+I le; 0. 736, 266. 922, 1+His+Asn+Ser+0rn+
Ile+Trp;0.736,267.924, 1+His+Asn+Ser+GlutOrn+Leu; 0. 736, 266. 752, 1+His+A
sn+Cit+0rn+Ile+BCAA; 0. 736, 268. 287, 1+His+Asn+Ala+0rn+I letleu; 0. 736, 267
. 145, 1+His+Asn+Gly+0rn+Tyr+BCAA; 0, 736, 268. 494, 1+His+Asn+G lu+Pro+0rn+1
le;0.736, 265,620, 1+His+Asn+G Ln+Gly+0rn+Phe; 0. 736, 267. 392, 1+His+Asn+0r
ntTyr+Ile+Trp;0.736,267.591, 1+His+Asn+GLn+Thr+0rn+Met ;0. 736, 267.619, 1
+His+Asn+Gln+Thr+0rntleu; 0. 736, 267, 326, 1+His+Asn+Gly+Pro+0rn+BCAA; Q.7
36, 265. 553, 1+His+Asn+Arg+Gly+I let+Phe; 0. 736, 267. 377, 1+His+Asn+TautArg+
OrntIle;0.736,267.000, 14His+Asn+Glut+Orn+Phe+BCAA; 0. 736, 267. 646, 1+His+
Asn+0rn+Cys+Tyr+Leu; 0. 736, 263. 539, 1+His+Asn+Gly+Asp+0rn+Trp; 0. 736, 267
. 950, 1+His+Asn+Tau+Ser+GLn+0rn; 0. 736, 269, 429, 1+His+Asn+3MeHis+Ala+0rn
+BCAA; 0. 736, 267. 214, 1+His+Asn+Ser+GLlu+0rn+Cys; 0. 736, 264, 184, 1+His+Asn
+Asp+Pro+Val+Ile; 0. 736, 268. 386, 1+His+Asn+AlatOrn+Met+I le; 0. 736, 259, 91
1, 1+His+Asn+3MeHis+Ser+Asp+Cit; 0. 736, 266. 698, 1+His+Asn+0rn+Met+Val+Il
e;0.736, 267, 365, 1+His+Asn+GLln+Thr+0rn+Val;0. 736, 266. 714, 1+His+Asn+Gly
+GLlu+0rn+Cys; 0. 736, 267. 405, 1+His+Asn+Tau+3MeHis+Thr+0rn; 0. 736, 268. 360
, 1+His+Asn+Gln+Ala+0rn+Ile; 0. 736, 266. 735, 1+His+Asn+Arg+Gly+I le+BCAA; 0
. 736, 266. 551, 1+His+Asn+Arg+Gly+0rn+Cys; 0. 736, 267. 255, 1+His+Asn+Arg+0r
ntlle+leu;0. 736, 268. 978, 1+His+Gly+Ala+0rn+Phe+BCAA; 0. 736, 267. 630, 14+Hi
s+Asn+GLn+Thr+Pro+0rn; 0. 736, 267. 776, 1+His+Asn+0rn+Cys+Lys+Leu; 0. 736, 2
60. 354, 1+His+Asn+Ser+Asp+Glu+Thr; 0, 736, 263. 535, 1+His+Asn+Gly+Asp+0rn+
Lys;0.736,267.018, 1+His+Asn+0rn+Lys+Phe+BCAA; Q. 736, 267. 414, 1+His+Asn+
Taut+Ser+0rn+Cys; 0. 736, 268. 197, 1+His+Asn+3MeHis+Glu+Orn+Ile; 0. 736, 267.
239, 1+His+Asn+Arg+0rntLys+Ile; 0. 736, 267. 076, 1+His+Asn+Cit+0rn+Tyr+I le
:0.736, 267. 629, 14His+Asn+GLln+Thr+0rn+Tyr ;0. 736, 267. 769, 1+His+Asn+G Ln+
OrntTyr+Ile;0. 736, 269. 035, 1+His+Asn+3MeHis+0rn+Met+Leu; 0. 736, 267. 411,
T+His+Asn+Ser+Ala+0rn+Cys; 0. 736, 267. 775, 1+His+Asn+Ser+0rn+Lys+Leu; 0.7
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36, 268. 969, 1+His+Asn+0rn+Leu+Trp+BCAA; 0. 736, 267. 744, 1+His+Asn+Tau+0rn
+Tyr+Ile;0.736,267. 083, 1+His+Asn+3MeHis+Thr+0rntLys; 0. 736, 267. 371, 1+H
is+Asn+Gln+GLly+GlutOrn; 0. 736, 267. 843, 1+His+Asn+3MeHis+Ser+0rn+Leu; 0.7
36, 267. 198, 1+His+Asn+Tau+0rn+I le+BCAA; 0. 736, 265. 841, 1+His+Asn+Gln+Arg
+Val+Ile;0.736, 268. 249, 1+His+Asn+G lu+Orn+Cys+BCAA; 0. 736, 266. 440, 1+His
+Asn+(Cit+0rn+Phe+BCAA; 0. 736, 267. 794, 1+His+Asn+3MeHis+0rn+Lys+Ile; 0. 73
6, 266. 149, 1+His+Asn+Ser+Cit+0rn+Cys; 0. 736, 268. 385, 1+His+Asn+Glu+Ala+0
rnt+lle;0.736, 267, 063, 1+His+Asn+Ala+0rn+Phe+BCAA; 0. 736, 267. 682, 1+His+A
sn+0rntLys+Ile+Trp; 0. 736, 265. 691, 1+His+Asn+Ser+Arg+0rn+Phe; 0. 736, 265.
657, 1+His+Asn+Tau+Ser+0rn+Phe; 0. 736, 268. 299, 1+His+Asn+Pro+0rn+Cys+BCA
A:0.736,267.201, 1+His+Asn+0rn+I le+Trp+BCAA; 0. 736, 268. 345, 1+His+Asn+Gl
n+Pro+0rn+Cys; 0. 736, 268. 504, 1+His+Asn+Glu+Orn+Met+Ile; 0. 736, 264. 909, 1
+His+Asn+Ser+0rn+Cys+Phe; 0. 736, 261,677, 1+His+Asn+Ser+Asp+Thr+Trp;0.73
6, 268. 252, 1+His+Asn+3MeHis+Pro+0rn+Ile; 0. 736, 265, 180, 1+His+Asn+Tau+3M
eHis+Asp+0rn; 0. 735, 267. 903, 1+His+Asn+Ser+0rn+tMet+Leu; 0. 735, 267. 710, 1+
His+Asn+TautThr+0rn+Leu;0, 735, 269, 183, 1+His+Asn+TautOrn+Leu+BCAA; 0, 73
5,267.572, 1+Hist+Asn+Thr+0rntMet+Val;0. 735, 267, 910, 1+His+Asn+0rn+I letl
eutTrp;0.735, 261,442, 1+His+Asn+3MeHis+Ser+Asp+Thr ;0. 735, 263. 315, 1+His
+Asn+Arg+Gly+Asp+Cys; 0. 735, 264, 288, 1+His+Asn+3MeHis+Asp+0rn+Cys; 0. 735
, 268,109, 1+His+Asn+Tau+Gly+0rn+Val ;0. 735, 267. 738, 1+His+Asn+G Ln+Thr+0r
n+BCAA; 0. 735, 266, 880, 1+His+Asn+Tau+0rn+Phe+BCAA; 0. 735, 268. 261, 1+Asn+3
MeHis+Asp+Thr+0rn+Ile; 0,735, 268. 771, 1+His+Asn+3MeHis+0rn+Leu+Trp; 0. 73
5,267. 261, 1+His+Asn+Ser+Pro+0rn+Ile; 0. 735, 269. 286, 1+His+Asn+3MeHis+Gl
n+0rn+BCAA; Q. 735, 268. 127, 1+His+Asn+Tau+Ser+0rn+BCAA; 0. 735, 268. 925, 1+H
is+Asnt0rn+Tyr+LeutTrp; 0. 735, 265. 983, 1+His+Asn+Asp+Cit+0rn+Leu; 0. 735,
266. 500, 1+Hist+Asn+0rnt+Lys+Val+Ile; 0, 735, 267, 528, 14His+Asn+GLln+Thr+0rn
+Lys;0.735, 269. 037, 1+His+Asn+3MeHis+Pro+0rn+Leu; 0. 735, 265. 519, 1+His+A
sn+Ser+Arg+I le+Phe; 0. 735, 267.672, 1+His+Asn+0rn+Cys+Leu+Trp; 0. 735, 266.
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785, 1+His+Asn+0rn+Phe+Trp+BCAA; 0. 735, 263. 519, 1+His+Asn+G ly+Asp+ALa+0r
n;0.735, 262,576, 1+His+Asn+Gly+Asp+0rn+Tyr ;0. 735, 267. 727, 1+His+Asn+Gln
+GLlu+Thr+0rn; 0. 735, 268. 438, 1+His+Asn+GLn+0rntMet+Ile; 0. 735, 267. 673, 1+
His+Asn+Thr+0rn+Met+Leu; 0. 735, 264, 118, 1+His+Asn+3MeHis+Asp+Thr+Lys; 0.
735, 267. 026, 1+His+Asn+Arg+0rn+Phe+BCAA; 0. 735, 267. 549, 14+His+Asn+G Ln+Gl
y+Alat+0rn; 0, 735, 268. 458, 1+His+Asn+Tau+Pro+0rn+Ile; 0. 735, 268. 425, 1+His
+Asn+GLn+Pro+0rn+Ile; 0. 735,267,703, 1+His+Asn+Thr+Pro+0rn+Leu; 0. 735, 26
7.552, 1+His+Asn+Arg+Gly+Lys+Ile; 0. 735, 268. 256, 1+His+Asn+3MeHis+0rn+I1
et+leu; 0,735,267, 009, 1+His+Asn+GLn+0rn+Phe+BCAA; 0. 735, 262, 779, 1+His+As
n+Gly+Asp+Thr+Pro; 0. 735, 267. 889, 1+His+Asn+Tau+Ser+0rn+Leu; 0. 735, 267. 6
81, 1+His+Asn+Ser+0rn+Leu+Trp; 0. 735, 267. 780, 1+His+Asn+Glu+Orn+Tyr+I le;
0.735, 267,447, 14His+Asn+GLln+Cit+Thr+0rn;0. 735, 269. 165, 1+His+Asn+G Ln+0
rntLeu+BCAA; 0, 735, 267, 584, 1+His+Asn+GLn+Gly+0rn+Trp; 0. 735, 267. 505, 1+H
is+Asn+Ser+0rn+Cys+Met ;0. 735, 268. 081, 1+His+Asn+GLn+0rn+Lys+Ile; 0. 735,
267.740, 1+His+Asn+Tau+GLn+Thr+0rn; 0. 735, 266. 448, 1+His+Asn+Ser+Pro+0rn
+Phe; 0. 735, 268. 018, 1+His+Asn+0rn+Cys+Tyr+BCAA; 0. 735, 265. 750, 1+His+Asn
+3MeHis+Asp+Orn+Met ;0. 735, 268. 256, 1+His+Asn+3MeHis+0rn+Met+I le; 0. 735,
266. 426, 1+His+Asn+GLn+Asp+0rntleu; 0. 735, 267. 572, 1+His+Asn+3MeHis+Gln+
Gly+0rn;0.735, 261. 433, 1+His+Asn+Ser+Asp+Val+I le; 0. 735, 269. 090, 1+His+A
snt0rntMet+LeutTrp; 0. 735, 267. 726, 1+His+Asn+Thr+Ala+Orn+Leu; 0. 735, 266.
171, 14+His+Asn+GLly+0rn+Tyr+Phe; 0. 735, 268. 441, 1+His+Asn+Pro+0rn+I letLeu
:0.735, 268. 093, 1+His+Asn+TautOrn+Lys+I le; 0. 735, 267. 514, 1+His+Asn+Ser+
Pro+0rn+Cys; 0. 735, 267,422, 1+His+Asn+Tau+Gly+0rn+Cys; 0. 735, 269. 218, 1+H
istAsntAlatOrn+Leu+BCAA; 0. 735, 264, 571, 1+His+Asn+Ci t+Val+Phe+BCAA; 0. 73
5,264, 986, 1+His+Asn+TautAsp+0rn+Cys; 0. 735, 262, 431, 1+His+Asn+G ly+Asp+T
hr+Cys;0.735, 268. 183, 1+His+Asn+Ser+Glu+0rn+BCAA; 0. 735, 268. 180, 1+His+A
sn+Ser+0rn+Met+BCAA; 0. 735, 268. 463, 1+His+Asn+Tau+Orn+Met+I le; 0. 735, 268
.659, 1+His+Asn+3MeHis+Arg+0rn+BCAA; 0. 735, 268, 127, 1+His+Asn+Cit+0rntlLe
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ut+Trp;0.735, 268, 186, 1+His+Asn+Ser+GLn+Pro+0rn; 0. 735, 267. 770, 1+His+Asn
+0rn+Tyr+Iletleu; 0. 735, 266. 647, 14His+Asn+Thr+0rn+Cys+Lys; 0. 735, 268. 94
5, 1+His+Asn+GLnt+Arg+0rntLeu; 0, 735, 269. 220, 1+His+Asn+Pro+0rn+Leu+BCAA;
0.735, 269, 178, 1+His+Asn+0rn+Met+Leu+BCAA; 0. 735, 268. 326, 1+His+Asn+Ala+
Orn+Cys+BCAA; Q. 735, 265. 343, 1+His+Asn+3MeHis+Asp+Pro+0rn; 0. 735, 268. 464
, 1+HistAsn+Tau+Glu+Orn+Ile; 0. 735, 267, 734, 14His+Asn+GLn+Thr+Ala+0rn; 0.
735, 267.430, 1+His+Asn+Gly+Ala+0rn+Cys; 0. 735, 262. 842, 1+His+Asn+G ly+Asp
+Thr+Ala; 0. 735, 266. 286, 1+His+Asn+Asp+0rn+Met+Leu; 0. 735, 267. 891, 1+His+
Asn+Ser+Pro+0rntleu; 0. 735, 269. 407, 1+His+Asn+G Ln+0rn+tMet+Leu; 0. 735, 268
. 926, 1+His+Asn+0rn+Tyr+Leu+BCAA; 0. 735, 268. 440, 1+His+Asn+G Ln+Glu+Orn+I
le;0. 735, 268. 599, 1+His+Asn+Arg+0rn+Leu+BCAA; 0. 735, 268. 459, 1+His+Asn+G
lu+Orn+Ile+leu; 0. 735, 263. 358, 1+Asn+Ser+Asp+Glu+Thr+0rn; 0. 735, 265. 674,
T+His+Asn+3MeHis+Arg+Asp+Ile; 0. 735, 260. 525, 1+His+Asn+Ser+Asp+Cit+Trp;
0.735, 266,515, 1+His+Asn+0rn+Cys+Val+Phe; 0. 734, 267. 584, 1+His+Asn+G Ln+G
ly+Orn+Lys;0. 734, 267. 265, 1+His+Asn+G Ln+GLly+Orn+Met; 0, 734, 267. 841, 1+Hi
s+Asn+Thr+Ala+Pro+0rn; 0. 734, 267. 433, 1+His+Asn+Ser+0rn+Tyr+BCAA; 0. 734,
263. 812, 1+His+Asn+Arg+Gly+Asptleu; 0. 734, 267. 709, 1+His+Asn+GLlu+Thr+0rn
t+Leu; 0. 734, 265. 353, 1+His+Asn+3MeHis+Asp+Cit+0rn; 0. 734, 267. 280, 1+His+A
sntArg+Thr+0rn+Leu; 0. 734, 267. 272, 1+His+Asn+Cit+0rn+Lys+Ile; 0. 734, 267.
536, 1+His+G Lly+Asp+0rn+Leut+Phe; 0. 734, 268. 167, 1+His+Asn+Ser+GLn+0rn+Val
;0,734,267 303, 1+His+Asn+GLn+0rn+I le+BCAA; 0. 734, 267, 824, 1+His+Asn+Thr
+Alat+0rntMet; 0,734, 267. 734, 1+His+Asn+Thr+Ala+0rn+Val; 0. 734, 268. 124, 1+
His+Asn+Gly+Pro+0rn+Val; 0. 734, 267. 448, 1+His+Asn+GLn+Arg+Thr+0rn;0. 734
, 266. 446, 1+His+Asn+Asp+Pro+0rn+BCAA; 0. 734, 267, 011, 1+His+Asp+0rn+Val+P
he+BCAA; 0. 734, 268. 200, 1+His+Asn+Ser+G Ln+Glut+0rn; 0. 734, 267.769, 1+His+A
sn+Thr+Pro+0rn+Met; 0. 734, 268. 884, 1+His+Asn+Arg+Pro+0rn+Leu; 0. 734, 266.
591, 14+His+Asn+GLln+GLly+Cit+0rn; 0. 734, 268. 156, 1+His+Asn+Glu+OrntLys+I le
:0.734, 266. 417, 14His+Asn+Arg+Asp+0rn+Leu; 0. 734, 268. 159, 1+His+Asn+3MeH
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is+Ser+GLln+0rn; 0,734, 268. 401, 1+His+Asn+Tau+GLn+0rn+Ile; 0. 734, 269, 399,
T+His+Asn+3MeHis+GLlu+0rn+BCAA; 0. 734, 267, 041, 1+His+Asn+Gly+Cit+0rn+Val
:0,734, 269, 453, 1+His+Asn+3MeHis+0rn+Met+BCAA; 0. 734, 264, 723, 1+His+Asn+
AsptLys+Ile+BCAA; Q. 734, 267,828, 1+His+Asn+Tau+Thr+0rn+Met ;0. 734, 269. 41
7, 1+His+Asn+Tau+3MeHis+0rn+BCAA; 0. 734, 269. 067, 1+His+Asn+Tau+Orn+Leu+T
rp;0.734,266. 861, 1+His+Asn+Ser+0rn+I le+BCAA; 0, 734, 267. 509, 1+His+Asn+3
MeHis+Ser+0rn+Cys;0. 734, 269, 443, 1+His+Asn+3MeHis+Pro+0rn+BCAA; 0. 734, 2
69. 149, 1+His+Asn+Alat0rn+Leu+Trp; 0. 734, 266, 463, 1+His+Asn+Gly+Cit+0rn+
Cys;0.734,267.631, 1+His+Asn+Cit+Alat0rn+Ile;0. 734, 268. 329, 1+His+Asn+0
rn+Cys+Met+BCAA; 0. 734, 265. 065, 1+His+Asn+Ser+Cit+0rn+Phe; 0. 734, 266. 963
, 1+His+Tau+0rn+Va l+Phe+BCAA; 0. 734, 268. 385, 1+His+GLn+Gly+0rn+Leu+Phe; 0
. 734, 268. 328, 1+His+Asn+Tau+0rn+Cys+BCAA; 0. 734, 268. 664, 1+His+Asn+Arg+0
rntMet+Leu; 0. 734, 268. 138, 1+His+Asn+Pro+0rn+Lys+I le; 0. 734, 268. 940, 1+Hi
s+Asn+Arg+Glu+Orntleu; 0. 734, 268. 440, 1+His+Asn+Gly+Ala+Pro+0rn; 0. 734, 2
68. 696, 1+His+Asn+3MeHis+0rntLys+Leu;0. 734, 267. 574, 1+His+Asn+Thr+Pro+0
rn+Val;0. 734, 268, 626, 1+His+Asn+Cit+Pro+0rn+Leu;0. 734, 268. 195, 1+His+As
n+Cit+0rn+Cys+Val; 0. 734, 268. 0

87, 1+His+Asn+3MeHis+Cit+0rn+Cys; 0. 734, 269. 012, 1+His+Asn+0rn+Tyr+Met+L
eu;0.734,267.828, 1+His+Asn+GLlu+Thr+0rn+Met; 0. 734, 267. 436, 1+His+Asn+Gl
y+Pro+0rn+Cys; 0. 734, 268. 384, 1+His+Asn+Tau+0rn+I letleu; 0. 734, 269. 226, 1
+His+Asn+Glu+Orn+Leu+BCAA; 0. 734, 268. 144, 1+His+Asn+0rntLys+Met+Ile; 0.7
34, 269. 126, 1+His+Asn+0rn+Lys+Leu+BCAA; 0. 734, 266. 149, 14+His+Asn+Asp+0rn
tLeu+Trp;0.734, 262, 967, 1+His+Asn+Tau+G ly+Asp+Thr; 0. 734, 269. 123, 1+His+
Asn+GLln+Orn+LeutTrp; 0. 734, 267.715, 1+His+Asn+Glu+Thr+0rn+Val; 0. 734, 268
.434, 1+His+Asn+Tau+GLn+0rn+Cys; 0. 734, 269. 469, 1+His+Asn+Pro+0rn+Met+Le
u;0.734, 269. 134, 1+His+Asn+Pro+0rn+LeutTrp; 0. 734, 266, 400, 1+His+Asn+Ser
+Ala+0rn+Phe; 0. 734, 268. 184, 1+His+Asn+Ser+GLn+0rn+Met ;0. 734, 267, 333, 1+
His+Asn+0rn+Lys+I le+BCAA; 0. 734, 266. 336, 1+His+Asn+Ser+Cit+0rn+Leu; 0. 73
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4, 268. 462, 1+His+Asn+0rn+Met+I le+Leu; 0. 734, 266. 475, 1+His+Asn+Asp+0rn+T
yrtLeu;0.734, 267,563, 1+His+3MeHis+Gly+0rntLeu+Phe; 0. 734, 267,811, 1+His
+Asn+Thr+Ala+0rn+Tyr ;0. 734, 268. 368, 1+His+Asn+GLn+0rn+I letleu; 0. 734, 26
5.865, 1+His+Asn+3MeHis+Asp+0rn+Val ;0. 734, 268. 136, 1+His+Asn+0rn+Lys+I |
etleu;0.734, 266, 407, 1+His+Asn+Asp+Pro+0rntMet; 0. 734, 265. 559, 1+His+Asn
+GLly+0rn+Cys+Phe; 0. 734, 266. 820, 1+His+Asn+Tau+Ser+Arg+0rn; 0, 734, 267. 40
1, 14His+Asn+Thr+0rn+Lys+Leu; 0. 734, 267. 688, 1+His+Asn+Thr+0rn+Tyr+BCAA;
0.734,267. 910, 14His+Asn+0rn+Cys+Trp+BCAA; 0. 734, 267. 938, 1+His+Asn+Gln+
Cit+0rn+Cys;0. 734, 268. 935, 1+His+Asn+TautArg+0rntleu; 0. 734, 265. 819, 1+H
is+Asn+3MeHis+Asp+GlutOrn; 0. 734, 267. 916, 1+His+Asn+Cit+Pro+0rn+Cys; 0.7
34, 266. 357, 1+His+Asn+Asp+0rn+Lys+Leu; 0. 734, 266. 307, 1+His+3MeHis+0rn+C
ys+LeutPhe ;0. 734, 267. 786, 1+His+Asn+Ser+Gly+0rn+Val; 0. 734, 269. 201, 1+Hi
s+Asn+Gln+0rn+Tyr+Leu; 0. 734, 268. 882, 1+His+Asn+Arg+0rn+Tyr+Leu; 0. 734, 2
66. 864, 1+His+Asn+Pro+0rn+Cys+Phe; 0. 734, 267,707, 1+His+Ser+Asp+Orn+Leut+
Phe;0.734, 268. 180, 1+His+Asn+Ser+Pro+0rn+BCAA; 0. 734, 268. 317, 1+His+Asn+
3MeHis+Gln+0rn+Cys; 0. 734, 267.817, 1+His+Asn+Thr+0rn+Met+BCAA; 0. 734, 267
.486, 1+His+Asn+Ser+0rn+Cys+Lys; 0. 734, 264, 454, 1+His+Asn+Tau+Asp+Va l+BC
AA;0.734, 261. 869, 1+His+Asn+Gly+Asp+Cit+Ile; 0. 733, 268. 198, 1+His+Asn+Se
r+GLln+0rn+Lys; 0. 733, 268. 125, 1+His+Asn+3MeHis+Ser+0rn+BCAA; 0. 733, 261.5
67, 1+His+Asn+Ser+Asp+Glutlys; 0. 733, 268. 328, 1+His+Asn+Cit+0rn+Leu+BCAA
:0.733, 265,970, 14His+Asn+Asp+Cit+Pro+0rn; 0. 733, 265. 744, 1+His+Asn+Asp+
Pro+0rn+Phe; 0. 733, 267. 797, 1+His+Ser+Asp+Ala+0rn+Phe; 0. 733, 266. 691, 1+H
istAsntSer+Cit+0rn+BCAA; 0. 733, 267. 458, 1+His+Asn+Cit+Thr+0rntMet; 0. 733
, 267,299, 1+His+Asn+Cit+Thr+0rn+Leu; 0, 733, 259. 836, 1+His+Asn+Ser+Asp+Gl
utCit;0.733, 259,762, 1+His+Asn+Ser+Gly+Asp+Cit; 0. 733, 262, 994, 1+His+Asn
+G Lly+Asp+Thr+BCAA; 0. 733, 266. 587, 1+His+Asn+Asp+Pro+0rn+Tyr; 0, 733, 268. 0
53, 1+His+Asn+Gly+0rntMet+Val ;0. 733, 267. 427, 1+His+Asn+Glu+0Orn+I Lle+BCAA
:0.733,267.107, 14His+Asn+Ser+Gly+0rn+Cys; 0. 733, 269. 472, 1+His+Asn+G Ln+
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GlutOrn+Leu; 0. 733, 267,442, 1+His+Asn+Arg+Gly+0rnt+Val ;0. 733, 267. 664, 1+H
is+Asn+Thr+Pro+0rn+Tyr ;0. 733, 265. 111, 1+His+Asn+Asp+0rn+Cys+Tyr ;0. 733,
267. 469, 1+His+3MeHis+Cit+0rn+LeutPhe; 0. 733, 267. 984, 1+His+Asn+3MeH i s+A
rg+0rn+Cys; 0. 733, 269. 176, 1+His+Asn+Pro+0rn+Tyr+Leu; 0. 733, 263. 183, 1+Hi
s+Asn+Gly+Asp+I Lle+BCAA; 0. 733, 267. 383, 1+His+Asn+Cit+Thr+Pro+0rn; 0. 733,
268. 939, 1+HistAsn+Arg+Ala+Orntleu; 0, 733, 266. 290, 1+His+Asn+TautAsp+0rn
tLeu; 0. 733, 264. 826, 1+His+Asn+Asp+Cit+0rn+Cys; 0. 733, 268. 044, 1+His+Asn+
Ser+GLn+0rn+Tyr; 0. 733, 269. 184, 1+His+Asn+3MeHis+0rn+Trp+BCAA; Q. 733, 267
.534, 1+His+Asn+Thr+0rn+Tyr+Met; 0. 733, 269. 177, 1+His+Asn+3MeHis+0rn+Tyr
+BCAA; 0. 733, 267.902, 1+His+Asnt+Arg+Pro+0rn+Cys; 0. 733, 267. 680, 1+His+Asn
+Thr+0rn+Tyr+Val; 0. 733, 269. 453, 1+His+Asn+TautOrn+Met+Leu; 0. 733, 269. 44
6, 1+His+Asn+GLln+Pro+0rntleu; 0. 733, 268. 564, 1+His+Asn+3MeHis+Cit+0rn+BC
AA; 0,733,262, 961, 14His+Asn+Gly+Asp+Thr+Met ; 0. 733, 260. 253, 1+His+Asn+Se
r+Gly+Asp+Thr;0. 733, 267. 099, 1+His+Asn+Ser+Arg+Pro+0rn; 0, 733, 268. 039, 1
+Hist+Asn+Arg+Gly+Valtleu;0. 733, 267. 517, 1+His+Asn+Cit+Thr+0rn+Tyr ;0,73
3,267.434, 14+His+Asn+Cit+Thr+0rn+Val; 0. 733, 269. 270, 1+His+Asn+Arg+Pro+0
rn+BCAA; 0. 733, 267. 415, 1+His+Asn+3MeHis+0rn+Val+Phe; 0. 733, 268. 523, 1+Hi
s+Ser+Asp+Cit+0rn+Phe;0. 733, 267. 124, 1+His+Gly+0rn+Cys+Leu+Phe; 0. 733, 2
68. 165, 1+His+Asn+Ser+GLln+0rn+Trp; 0. 733, 268. 537, 1+His+Asn+Ser+Ala+0rn+
Val;0.733,267.523, 1+His+Asn+Pro+0rn+I le+BCAA; 0. 733, 267. 754, 1+His+Asn+
GlntArg+Gly+Ile;0.733,267.413, 14His+Asn+Arg+Thr+Pro+0rn;0. 733, 268. 914
, 1+His+Asn+Arg+0rn+Lys+lLeu; 0. 733, 267. 623, 1+His+Asn+Cit+Pro+0rn+Ile;0.
733, 266. 245, 1+His+Asn+Asp+Alat+Orntleu; 0. 733, 263. 656, 1+Asn+3MeH i s+Ser+
Asp+Thr+Phe; 0. 733, 268. 436, 1+His+Asn+Tau+Ser+Ala+0rn; 0. 733, 267. 923, 1+H
is+Asn+Ser+0rn+Trp+BCAA; 0. 733, 267. 853, 1+His+Asn+Tau+Thr+Pro+0rn; 0. 733
,268. 119, 1+His+Asn+Gly+0rntLys+Val; 0, 733, 267. 702, 1+His+Asn+G Ln+Ci t+0r
ntlle;0.733, 264,615, 1+His+Asn+Asp+Tyr+Val+Ile; 0. 733, 266. 992, 1+His+Asn
+Ser+Arg+0rn+Lys; 0. 733, 267. 585, 1+His+Asn+Thr+0rn+Lys+Met; 0. 733, 268. 14
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6, 1+His+Asn+3MeHis+Gly+0rntVal; 0. 733, 268. 130, 1+His+Asn+Gly+0rn+Tyr+Va
[;0.733,267. 853, 1+His+Asn+Glut+Thr+Pro+0rn; 0. 733, 269. 200, 1+His+Asn+Tau
+0rn+Tyr+Leu; 0. 733, 268. 710, 1+His+Asn+3MeHis+0rn+Cys+Val ;0. 733, 267, 482
, 1+His+Asn+Gly+0rn+Cys+Met ;0. 733, 267. 844, 1+His+Asn+Thr+Pro+0rn+BCAA; 0
.733,268.619, 1+His+Asn+Arg+0rntLeu+Trp; 0. 733, 266. 907, 1+His+Asn+Ser+Ar
g+0rn+Val;0,.733,267.811, 1+His+Asn+Tau+Thr+0rn+Tyr ;0. 733, 267, 275, 1+His
+Asn+Thr+Tyr+Val+BCAA; 0. 733, 269. 451, 1+His+Asn+Tau+GLln+0rn+Leu; 0. 733, 2
64.949, 1+His+Asn+Asp+Glu+Orn+Cys; 0. 733, 268. 443, 1+His+0rn+Tyr+Val+Phe+
BCAA;0Q.733,267.706, 1+His+Asn+Tau+Thr+0rn+Val;0. 733, 266. 895, 1+His+Asn+
Ser+Arg+Gly+0rn; 0. 733, 267.621, 1+His+Asn+Arg+Gly+Glu+Ile; 0. 733, 267. 687
, 1+His+Asn+Thr+0rn+Lys+Tyr ;0. 733, 267. 337, 1+His+Asn+Tau+Gly+Cit+0rn; 0.
733, 267. 378, 14His+Asn+Arg+Thr+0rn+Val;0. 733, 269. 494, 1+His+Asn+TautPro
+0rn+Leu; 0. 733, 269. 513, 1+His+Asn+Glu+Pro+0rntLeu; 0. 733, 269. 517, 1+His+
Asnt+Ala+Pro+0rntleu; 0. 733, 268. 076, 1+His+Asn+0rn+Cys+Lys+BCAA; 0. 733, 26
0.731, T+His+Asn+Ser+Asp+Cit+Val;0. 733, 267. 984, 1+His+Ser+GLn+Asp+0rn+P
he;0.733, 268. 494, 1+His+Asn+Tau+Ser+0rn+Val; 0. 733, 267. 944, 1+His+Asn+Gl
utThr+Ala+0rn; 0, 733, 267. 909, 1+His+Asn+GLlu+Thr+0rn+BCAA; 0. 733, 267. 645,
T+His+Asn+Tau+Cit+0rn+Ile; 0. 733, 260, 445, 1+His+Asn+Ser+Asp+Cit+Pro;0.7
33,267.709, 1+His+Asn+Glu+Cit+0rn+Ile; 0. 733, 267. 237, 1+His+3MeHis+Pro+0
rntLeutPhe;0. 733, 267. 914, 1+His+Asn+Gly+Glu+Orn+Val; 0. 733, 266. 836, 1+Hi
s+Asn+Ser+GLn+Cit+0rn; 0. 733, 267. 266, 1+His+Asn+Ser+0rn+Cys+Tyr; 0, 733, 2
69. 203, 1+His+Asn+Glu+Orn+Tyr+Leu; 0. 733, 267. 564, 1+His+Asn+3MeHis+0rn+I
le+BCAA; 0. 733, 267. 596, 1+His+Asn+Taut+Cit+Thr+0rn; 0, 733, 268. 727, 1+His+A
sn+TautPro+0rn+Cys; 0. 733, 264, 282, 1+His+Asn+Asp+Va l+Leu+BCAA; 0, 733, 264
. 282, 1+His+AsntAsp+Val+I le+BCAA; 0. 733, 264, 282, 1+His+Asn+AsptVal+I le+l
eu;0.733,264, 282, 1+His+Asn+Asp+I le+Leu+BCAA; 0, 733, 267. 812, 1+His+Asn+G
lu+Thr+0rn+Tyr; 0. 733, 269, 741, 1+His+Asn+GLn+Pro+0rn+BCAA; 0. 733, 268. 116

, 1+His+Asn+Tau+Cit+0rn+Cys; 0. 733, 269. 515, 1+His+Asn+Tau+Ala+0rntLeu; 0.
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733,266,012, 1+His+Asn+3MeHis+Asp+0rn+Trp;0. 732, 268. 356, 1+His+Asn+Tau+
Ser+0rn+Trp;0.732,267. 081, 1+His+Asn+Ser+Arg+Glut+Orn; 0. 732, 268. 068, 1+H
istAsn+Ser+0rn+Lys+BCAA; 0. 732, 267. 644, 1+His+Asn+Thr+0rnt+Lys+Val;0. 732
, 267,943, 1+His+Asn+Tau+Glu+Thr+0rn; 0, 732, 268. 702, 1+His+Asn+Tau+Ci t+0r
ntlLeu; 0. 732, 269, 481, 1+His+Asn+G lu+Orn+tMet+Leu; 0. 732, 266. 281, 1+His+Asn
+Taut+Asp+Pro+0rn; 0. 732, 267. 948, 1+His+Asn+Thr+Lys+I le+BCAA; 0. 732, 264. 4
83, 1+His+Asn+Asp+Val+Ile+Trp;0.732,267.707, 14His+Asn+Cit+0rn+I let+leu;
0.732, 266, 136, 1+His+Asn+Ser+Gly+0rn+Phe; 0. 732, 266. 545, 1+His+Asn+Asp+P
ro+0rn+Trp;0.732, 262, 962, 1+His+Asn+Gly+Asp+Thr+Leu; 0, 732, 265. 153, 1+Hi
s+Asn+Asp+0rn+Cys+Met ;0. 732, 267. 771, 1+His+Asn+Tau+Thr+0rn+Lys; 0,732, 2
67.095, 1+His+Asn+Ser+Arg+Ala+0rn; 0. 732, 266, 880, 1+His+Asn+Ser+Arg+0rn+
Met;0.732,266.401, 1+His+Asn+Ser+GlutOrn+Phe; 0. 732, 267. 911, 1+His+Asn+T
hr+Ala+0rn+BCAA; 0. 732, 267, 665, 1+Asn+Asp+Thr+0rn+Val+Ile; 0. 732, 268. 463
, 1+His+Asn+Cit+0rn+Tyr+Leu; 0. 732, 267. 724, 1+His+Asn+Cit+0rntMet+I le; 0.
732,263.616, 1+His+Asn+3MeHis+Gly+Asp+Cit;0. 732, 265. 218, 1+His+Asn+GLn+
Asp+0rn+Cys;0.732, 267. 067, 1+His+3MeHis+0rn+Val+Leu+Phe; 0. 732, 268. 111,
T+His+Asn+Thr+Val+Trp+BCAA; 0. 732, 266. 463, 1+His+Asn+Ser+Arg+Cit+0rn;0,
732,269, 483, 1+His+Asn+GLln+Ala+0rn+Leu; 0. 732, 267. 869, 1+His+Asn+Arg+Gly
+Pro+0rn;0.732,267. 601, 1+His+Asn+Glu+Cit+Thr+0rn; 0. 732, 269. 140, 1+His+
Asn+Glu+Orn+LeutTrp; 0. 732, 267. 392, 1+His+Asn+3MeHis+Gly+0rn+Cys; 0. 732,
268. 683, 1+His+Asn+Cit+0rntMet+leu; 0. 732, 269. 485, 1+His+Asn+Ala+0rntMet
t+Leu;0.732, 269. 607, 1+His+Asn+3MeHis+Gln+Pro+0rn; 0. 732, 267. 943, 1+His+A
sn+Taut+Thr+Ala+0rn; 0,732, 267. 428, 1+His+Asn+Ser+0rn+Cys+Trp; 0. 732, 269.
513, 1+His+Asn+Taut+Glu+OrntLeu; 0. 732, 267. 717, 1+Asn+3MeHis+Thr+0rn+I le+
Phe;0.732,267.472, 1+His+Asn+TautArg+I le+BCAA; 0. 732, 267. 159, 14+His+Asn+
Ser+Arg+0rn+Tyr;0.732,267.647, 14+His+Asn+Thr+Pro+0rn+Lys;0. 732, 267. 864
, 1+His+Asn+Arg+Gly+0rn+Tyr ;0. 732, 268, 764, 14His+Asn+Ala+Pro+0rn+Cys; 0.
732,267,522, 1+His+Asn+Gly+0rn+Cys+Tyr; 0, 732, 266. 207, 1+His+Tau+Ser+Asp
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+0rn+Phe ;0. 732, 268. 535, 1+His+Asn+Tau+Ser+Pro+0rn; 0. 732, 266. 683, 1+His+
Asn+Ser+GLln+Arg+0rn; 0. 732, 268. 645, 1+His+Asn+Ser+Ala+Pro+0rn; 0. 732, 268
. 157, 1+His+Asn+Arg+Gly+Ala+lle; 0. 732, 267.610, 1+His+Asn+Cit+Thr+Ala+0r
n;0.732,269. 054, 1+His+Asn+0rn+Lys+LeutTrp;0. 732, 267. 944, 1+His+Asn+Arg
+0rn+Cys+Met; 0. 732, 267. 665, 1+His+Pro+0rn+Val+Phe+BCAA; Q. 732, 268. 025, 1
+His+Asn+Tau+Ser+Gly+0rn; 0. 732, 269, 800, 1+His+Asn+3MeHis+GLln+0rn+Val ;0
. 732, 268, 304, 14His+Asn+Tau+Gly+0rn+Met ;0. 732, 265. 941, 1+His+Asn+3MeHis
+Arg+Asp+0rn; 0. 732, 268. 385, 1+His+Asn+G Ln+Glu+Orn+Cys; 0. 732, 269, 052, 1+
HistAsntArg+0rntMet+BCAA; 0. 732, 267. 552, 1+His+Asn+Cit+Thr+0rn+BCAA; Q. 7
32,261,831, 1+His+Asn+Ser+Asp+Thr+BCAA; 0, 732, 259. 723, 1+His+Asn+Ser+Asp
+Cit+Cys;0.732,268. 434, 1+His+Asn+Tau+Gly+Ala+0rn; 0. 732, 268. 039, 1+His+
Asn+Gly+0rn+Val+Trp; 0,732, 268. 773, 1+His+Asn+Pro+0rn+Cys+Met; 0. 732, 265
. 990, 1+His+Asn+3MeHis+GLn+Asp+0rn; 0, 732, 268. 740, 1+His+Asn+GLn+Cit+0rn
tLeu;0.732, 263. 187, 1+His+Asn+Asp+Cys+Val+Ile; 0. 732, 268. 796, 1+His+Gly+
OrntLeu+Phe+BCAA; 0. 732, 268. 526, 1+His+Asn+Tau+3MeHis+Ser+0rn; 0. 732, 267
.567, 1+His+Asn+0rn+Met+I Le+BCAA; 0. 732, 268. 738, 1+His+Asn+Tau+3MeHis+0r
n+Cys; 0. 732, 268. 465, 1+His+Asn+GLn+0rn+Cys+Met; 0. 732, 269, 859, 1+His+Asn
+Ala+Pro+0rn+BCAA; 0. 732, 268. 751, 1+His+Asn+Pro+0rn+Cys+Val; 0. 732, 269. 3
64, 1+His+Asn+Pro+0rntLys+Leu; 0. 732, 264, 891, 1+His+Asn+3MeH i s+Asp+Lys+I
le;0.732,267.917, 14His+Asn+Arg+Gly+I le+Trp;0.732, 267. 841, 1+His+Asn+Gl
u+Cit+0rn+Cys; 0. 732, 268. 387, 1+His+Gly+0rn+Val+LeutPhe; 0. 732, 268. 437, 1
+Hist+Asn+Taut+Gly+0rntTrp; 0,732, 267. 911, 14His+Asn+Tau+Thr+0rn+BCAA; Q. 7
32, 269. 302, 1+His+Asn+0rn+Lys+Met+Leu; 0. 732, 266. 029, 1+His+Asn+Ser+0rn+
Lys+Phe; 0,732, 268. 267, 1+His+Asn+Cit+Alat+0rn+Cys; 0. 732, 266. 857, 1+His+3
MeHis+Ser+Asp+0rn+Phe; 0. 732, 268. 620, 1+His+Asn+3MeHis+Ser+0rn+Val;0. 73
2,266,970, 1+His+Asn+Tau+Ser+C

it+0rn;0.732,267. 849, 1+His+Asn+TautArg+Gly+0rn; 0. 732, 267. 581, 1+His+As
ntTau+Arg+Thr+0rn; 0. 732, 269. 493, 1+His+Asn+GLn+0rn+Trp+BCAA; 0, 732, 267.
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571, 1+His+Asn+Arg+Thr+0rn+Tyr ;0. 732, 266. 506, 1+His+Asn+Ser+0rn+Phe+Trp
00,732, 267. 348, 1+His+Asn+Gly+Cit+Pro+0rn; 0. 732, 267. 516, 1+His+Asn+Gly+
Orn+Cys+Lys;0. 732, 266. 423, 1+His+Asn+Tau+Gly+0rn+Phe; 0. 732, 269. 536, 1+H
is+Asn+GlutAla+Orntleu; 0. 732, 268. 337, 1+His+Asn+Pro+0rn+Tyr+Phe; 0, 732,
262,137, 1+HistAsn+Ser+Asp+ThrtlLeu; 0, 732, 267, 775, 1+His+Asn+Glu+Thr+0rn
+Lys;0.732, 267, 215, 14His+Asn+Ser+Arg+Gly+Ile; 0. 732, 266. 342, 1+His+Asn+
Ser+0rn+Tyr+Phe; 0. 732, 262. 852, 1+His+Asn+Gly+Asp+Cit+Pro;0. 732, 269, 362
, 1+His+Asn+TautOrn+Lys+Leu; 0. 732, 264, 509, 1+His+Asn+Asp+GlutVal+Ile; 0.
732, 269. 443, 14His+Asn+0rn+Met+Trp+BCAA; 0. 732, 266. 665, 1+His+Asn+Asp+Pr
0+0rntLys; 0. 732, 266. 131, 1+His+Asn+Gly+Cit+0rn+Phe; 0. 732, 268. 876, 1+His
+Tau+Gly+Orn+Leu+Phe; 0. 732, 269, 210, 1+His+Asn+3MeHis+0rn+Lys+BCAA; 0. 73
2,267,154, 14His+Asn+Ser+Arg+0rn+Trp;0. 732, 268. 512, 1+His+Asn+Arg+Cit+0
rntLeu; 0. 732, 269, 095, 14His+Asn+0rn+Lys+Tyr+Leu;0. 732, 266. 574, 1+His+As
n+Cit+0rn+Cys+Phe; 0. 732, 266. 788, 1+His+3MeHis+Asp+0rn+Phe+BCAA; 0. 732, 2
68. 526, 1+His+Asn+TautSer+0rn+Met; 0. 732, 266, 489, 1+His+Asn+Ser+Arg+Cys+
Ile;0.732,268.515, 1+His+Asn+Tau+Gly+0rntLys; 0. 732, 267. 774, 1+His+Asn+T
hr+Ala+0OrntlLys;0. 732, 267. 915, 14His+Asn+3MeHis+Ser+Arg+Ile;0.732, 267.4
31, 1+His+Asn+Cit+Thr+0rn+lys;0. 732, 269, 843, 1+His+Asn+Ala+0rn+Met+BCAA
:0.732, 267. 285, 14His+Asn+Ser+Cit+Ala+0rn; 0. 732, 269. 791, 1+His+Asn+Pro+
Orn+Met+BCAA; Q. 732, 266. 853, 1+His+Asn+G Lly+Pro+0rn+Phe; 0. 732, 268. 755, 1+
His+Asn+GlutCit+0rn+leu; 0. 732, 266. 165, 1+His+Asn+Asp+Glu+OrntMet; 0. 732
, 262,606, 1+His+Asn+G Lly+Asp+Cit+Cys;0. 731, 268. 512, 1+His+Asn+Tau+GLy+0r
n+Tyr;0.731, 267,784, 14His+Asn+Gln+Thr+Val+Ile; 0. 731, 267. 672, 1+His+Asn
+Thr+0rn+Lys+BCAA; 0. 731, 267. 220, 1+His+Asn+Ser+Cit+0rn+Tyr; 0, 731, 268. 5
09, 1+His+Asn+GLn+Ala+0rn+Cys; 0. 731, 269. 537, 1+His+Asn+Tau+3MeHis+GLn+0
rn;0.731,265.712, 1+His+Asn+Asp+0rn+Met+Phe; 0. 731, 266. 676, 1+His+Asn+Gl
nt+Asp+Pro+0rn; 0. 731, 266. 611, 1+His+Asn+Asp+0rn+Met+BCAA; 0. 731, 265. 755,

T+His+Asn+3MeHis+Asp+0rn+Tyr; 0. 731, 266. 629, 14+His+Asn+Arg+Asp+Pro+0rn;
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0.731,267.660, 1+His+Asn+Gly+Cit+Ala+0rn; 0. 731, 260. 775, 1+His+Asn+Ser+A
sp+Cit+Ala; 0,731, 266. 595, 1+His+Asn+Tau+Asp+0rn+BCAA; Q. 731, 260. 767, 1+H
is+Asn+Ser+Asp+Cit+Met; 0. 731, 261. 243, 1+His+Asn+Ser+Asp+Glu+Phe; 0. 731,
268. 670, 1+His+Asn+Gly+Ala+0rn+Tyr; 0. 731, 267. 136, 1+His+Asn+3MeHis+Ser+
Arg+0rn;0.731,267.578, 1+His+Asn+Arg+Thr+Ala+0rn;0. 731, 269. 712, 1+His+A
sn+G Ln+0rn+Met+BCAA; 0, 731, 267, 434, 1+His+Asn+Arg+Cit+Thr+0rn; 0. 731, 267
. 523, 1+His+Asnt+Arg+Thr+0rn+BCAA; 0. 731, 269. 202, 1+His+Asn+Ala+0rn+Tyr+L
eu;0.731,266. 199, 1+His+Asn+Ser+0rn+Met+Phe; 0. 731, 268, 755, 1+His+Asn+Ci
t+Alat0rn+leu;0. 731, 268. 250, 1+His+Asn+Cit+0rn+Cys+Tyr; 0, 731, 268. 924, 1
+His+Ser+Ala+0rn+Leu+Phe; 0. 731, 266. 828, 1+His+Asn+Arg+Asp+0rn+BCAA; Q. 7
31,269,502, 1+His+Asn+3MeHis+Arg+0rn+Val; 0. 731, 268. 365, 1+His+Asn+3MeHi
s+Glu+0rn+Cys; 0. 731, 269, 335, 1+His+Asn+GLn+0rn+Lys+Leu; 0. 731, 268. 568, 1
+His+Asn+Glu+Pro+0rn+Cys; 0. 731, 267. 208, 1+His+Tau+3MeHis+0rn+Leu+Phe; 0
. 731, 266. 837, 1+His+Asn+GLlu+0rn+Cys+Phe; 0. 731, 265. 105, 14+His+Asn+Arg+As
p+0rn+Cys; 0. 731, 268. 713, 1+His+Asn+3MeHis+Pro+0rn+Cys; 0. 731, 267. 215, 1+
His+Asn+Arg+Thr+0rn+Met ;0. 731, 268. 815, 1+His+Asn+Tau+0rn+Cys+Val ;0. 731
, 264,372, 1+His+Asn+Arg+G ly+Asp+Pro; 0, 731, 264, 126, 1+His+Asn+Arg+Gly+As
p+BCAA; 0. 731, 265. 964, 1+His+Asn+3MeHis+Asp+0rntLys; 0. 731, 266. 441, 1+His
+Asn+Asp+Cit+0rn+BCAA; 0. 731, 266. 535, 1+His+Asn+Asp+0rn+Trp+BCAA; Q. 731,
267,606, 1+HistAsp+Orn+Val+LeutPhe; 0, 731, 268. 424, 1+HistAsn+Tau+Gly+Pro
+0rn;0.731, 268. 508, 1+His+Asn+GLln+0rn+Cys+Val;0. 731, 269. 848, 1+His+Asn+
Glu+Orn+Met+BCAA; 0. 731,264,701, 1+His+Asn+AsptMet+Val+I le; 0. 731, 263. 38
2, 1+Asn+Ser+Arg+Asp+Glu+Thr; 0. 731, 265. 104, 1+His+Asn+Asp+I le+Phe+BCAA;
0.731, 266,506, 1+Asn+Ser+Thr+0rn+I le+Phe; 0. 731, 268. 624, 1+His+Asn+Ser+0
rntLys+Val;0. 731, 266. 566, 1+His+Asn+Arg+Asp+Val+leu; 0. 731, 268. 103, 1+Hi
s+AsntArg+Gly+Iletleu; 0. 731, 269. 419, 1+His+Asn+Arg+Glu+0rn+BCAA; 0. 731,
269. 071, 1+His+Asn+Arg+0rn+Trp+BCAA; 0. 731, 267. 047, 1+His+Asn+Gly+ALa+0r
n+Phe; 0. 731, 266. 040, 1+His+Asn+Tau+Asp+Glu+Orn; 0. 731, 265, 380, 1+His+Asn
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+Asp+0rn+Tyr+Phe; 0. 731, 268. 690, 1+His+Asn+3MeHis+Ser+Ala+0rn; 0. 731, 269
. 036, 1+His+Asn+Tau+3MeHis+Cit+0rn; 0, 731, 269. 387, 1+His+Asn+GLn+Arg+0rn
+BCAA; 0. 731, 268. 534, 1+His+Asn+Cit+0rn+Lys+Leu; 0. 731, 266. 814, 1+His+Asn
+0rn+Cys+Met+Phe; 0. 731, 262, 771, 14His+Asn+Gly+Asp+Thr+Tyr ;0. 731, 267. 88
7, 1+His+3MeHis+GlutOrntLeut+Phe; 0, 731, 267. 527, 1+His+3MeHis+0rn+Val+Phe
+BCAA; 0. 731, 266, 887, 1+His+Asn+Ser+Gly+Cit+0rn; 0. 731, 269. 401, 1+His+Asn
+Arg+0rn+Lys+BCAA; 0. 731, 269. 400, 1+His+Asn+Arg+0rn+Tyr+BCAA; 0. 731, 268.
210, 1+His+Asn+Cit+0rn+Cys+Met ;0. 731, 268. 301, 1+His+Asn+Tau+Ser+0rn+Tyr
:0.731, 268. 620, 14His+Asn+Ser+Glu+Orn+Val; 0. 731, 268. 707, 1+His+Asn+Ser+
Alat+OrntLys;0.731, 268. 428, 1+His+Asn+Gly+Ala+0rntMet ;0. 731, 269. 412, 1+H
is+Asn+Tau+0rn+Trp+BCAA; 0. 731, 262, 064, 1+His+Asn+Ser+Asp+Va l+BCAA; 0. 73
1,264,800, 1+His+Asn+3MeHis+Asp+Va l+BCAA; Q. 731, 268. 020, 1+His+Asn+Arg+G
ly+Orn+Lys;0. 731, 267. 520, 1+His+Asn+Arg+Thr+0rn+Lys; 0, 731, 269. 541, 1+Hi
s+Asn+Glu+0rn+Trp+BCAA; 0. 731, 262, 584, 1+His+Asn+3MeHis+Ser+AsptLys; 0.7
31, 268. 652, 1+His+Asn+Ser+Pro+0rntVal; 0. 731, 269. 414, 1+His+Asn+Arg+Ala+
Orn+BCAA; 0. 731, 269. 378, 1+His+Asn+Glu+Orn+Lys+Leu; 0. 731, 264, 369, 1+His+
Asnt+Arg+Gly+AsptMet; 0. 731, 268. 208, 1+His+Asn+Cit+0rn+Cys+Lys; 0. 731, 266
. 785, 1+His+Asn+Asp+0rn+Lys+BCAA; 0. 731, 265. 232, 1+His+Asn+Asp+0rn+Cys+V
al;0.731, 268,527, 1+His+Asn+Tau+Ser+0rn+Lys; 0. 731, 268. 482, 1+His+Asn+Se
r+0rn+Val+Trp;0. 731, 267,583, 1+His+Asn+Arg+Glu+Thr+0rn;0, 731, 268. 477, 1
+His+Asn+Gly+Pro+0rntMet; 0, 731, 269, 540, 1+His+Asn+Ala+0rn+Trp+BCAA; Q.7
31,267.275, 1+His+Asn+Arg+Glu+I le+BCAA; 0, 731, 266. 391, 1+His+Asn+Tau+Asp
+0rn+Met ;0. 731, 266. 618, 1+His+Asn+Asp+Ala+Pro+0rn; 0. 731, 266. 846, 1+His+
Asn+Gln+Asp+0rn+BCAA; 0. 731, 265. 116, 1+His+Asn+Asp+0rn+Cys+Trp; 0. 731, 26
8.342, 1+His+Ser+Asp+Glu+Orn+Phe; 0. 731, 267. 757, 1+His+Asn+Ser+Arg+Val+L
eu;0.731,267.895, 1+His+Asn+GLn+Arg+0rn+Cys; 0. 731, 269. 872, 1+His+Asn+Gl
utPro+0rn+BCAA; 0. 731, 267, 700, 14His+Asn+Ser+Arg+Lys+Ile;0. 731, 262. 111,
T+His+Asn+Ser+Asp+I le+BCAA; 0. 731, 266. 837, 1+His+Asn+Cit+Val+I le+Phe;0.
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731, 263. 460, 1+His+Asn+Tau+Gly+Asp+Cit; 0. 731, 263. 620, 1+His+Asn+G Ly+Asp
+Cit+Lys;0.731,267. 951, 1+His+Asn+Cit+0rn+Cys+Trp; 0. 731, 265. 902, 1+Asn+
Gly+Thr+0rn+Ile+Phe;0. 731, 260. 875, 1+His+Asn+Ser+Asp+Cit+BCAA; 0. 731, 26
7.458, 1+His+3MeHis+0rn+Leut+Phe+BCAA; Q. 731, 269, 657, 1+His+Asn+3MeHis+Gl
nt0rn+Met ;0. 731, 264, 933, 1+His+Asn+Asp+Cit+I le+BCAA; 0. 731, 269. 486, 1+Hi
s+Asn+Pro+0rn+Trp+BCAA; 0. 731,267, 137, 1+His+Asn+Ser+Glu+Cit+0rn; 0. 731,
268, 355, 1+His+Asn+Pro+0rn+Val+Phe; 0, 731, 266. 742, 1+His+Asn+0rn+Cys+Tyr
+Phe; 0. 731, 265. 543, 1+His+Asn+3MeHis+Asp+Cit+Thr ;0. 731, 264, 936, 1+His+A
sn+3MeHis+Asp+0rn+Phe; 0. 731, 267. 959, 1+His+3MeHis+0rn+Tyr+Leu+Phe; 0. 73
0, 266. 966, 1+His+Asn+Thr+Tyr+Val+Ile;0. 730, 267. 788, 1+His+Asn+Ser+Arg+T
yr+lle;0.730, 268. 640, 1+His+Asn+Gly+Pro+0rn+Lys;0. 730, 267, 685, 1+His+As
n+Ser+Arg+I letLeu; 0. 730, 267. 801, 1+His+Asn+GLn+0rn+Met+Phe; 0. 730, 267. 4
90, 1+His+Asn+GLly+0rn+Cys+Trp; 0. 730, 265, 159, 1+His+Asn+Asp+Tyr+Va l[+BCAA
:0.730, 269. 388, 1+His+Asn+Ala+0rn+Lys+Leu; 0. 730, 261, 598, 1+His+Asn+Ser+
Gly+Asp+Phe; 0. 730, 263. 384, 1+His+Asn+Arg+Gly+Asp+Tyr ;0. 730, 267. 836, 1+H
is+3MeHis+Ser+0rn+LeutPhe; 0. 730, 268. 236, 1+His+Asn+3MeHis+Ser+GLly+0rn;
0.730, 268, 097, 1+His+Asn+Tau+Arg+0rn+Cys;0. 730, 268. 624, 1+His+Asn+Cit+0
rn+Trp+BCAA; Q. 730, 267. 220, 1+His+Asn+Ser+Cit+0rntVal ;0. 730, 266, 291, 1+A
sntGly+Asp+Thr+Val+Ile;0. 730, 267. 892, 1+His+Asn+0rn+Met+Val+Phe; 0. 730,
266. 621, 1+His+Asn+Asp+GLlu+Orn+Val; 0. 730, 268. 439, 1+His+Asn+Tau+Ser+Glu
+0rn;0.730, 268. 492, 1+His+Asn+Tau+3MeHis+Gly+0rn; 0. 730, 267. 970, 1+His+A
sn+Ser+Gly+Glu+Orn; 0. 730, 268. 248, 1+His+Asn+Ser+0rn+Tyr+Val; 0. 730, 268.
375, 1+His+Asn+GLn+0rn+Cys+Trp; 0. 730, 267, 377, 1+His+Asn+3MeHis+Ser+Cit+
Orn; 0,730, 269. 366, 1+His+Asn+Tau+Arg+0rn+BCAA; 0. 730, 269. 201, 1+His+Asn+
GLln+Cit+0rn+BCAA; 0. 730, 269. 263, 1+His+Asn+Arg+Pro+0rntMet; 0. 730, 266. 35
4, 1+His+Asn+Gly+0rn+Met+Phe; 0. 730, 268. 292, 1+His+Asn+0rn+Tyr+Val+Phe;0
. 730,269, 270, 1+His+Gly+Ci t+0rntLeu+Phe; 0. 730, 268. 681, 1+His+Asn+Ser+Al
atOrn+Met; 0. 730, 269. 772, 1+His+Asn+Tau+Orn+Met+BCAA; 0. 730, 268. 205, 1+Hi
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s+Asn+3MeHis+Arg+Gly+Ile; 0. 730, 267. 508, 1+His+Asn+Arg+Gly+0rn+Met ;0. 73
0,260,797, 1+His+Asn+Ser+Asp+Cit+Tyr ;0. 730, 262, 822, 1+His+Asn+G ly+Asp+C
it+Leu;0.730, 264, 744, 1+His+Asn+Aspt+AlatVal+Ile; 0. 730, 260, 167, 1+His+As
ntTau+Ser+Asp+Cit;0.730,267.871, 1+His+Tau+Orn+Val+Leu+Phe; 0. 730, 264. 9
85, 1+His+Asn+Asp+Ala+0rn+Cys; 0. 730, 268. 135, 1+His+Asn+Ser+Gly+Ala+0rn;
0.730, 268,652, 1+His+Asn+Ser+0rntMet+Val ;0. 730, 268. 597, 1+His+Asn+3MeHi
s+Gly+Pro+0rn; 0. 730, 268. 216, 1+His+Asn+Ser+Arg+Ala+Ile; 0. 730, 266. 455, 1
+His+Asn+3MeHis+Ser+0rn+Phe; 0. 730, 268. 216, 1+His+Asn+Arg+Gly+Tyr+Ile;0
. 730, 266. 628, 1+His+Asn+Gly+Glut+Orn+Phe; 0. 730, 269. 410, 1+His+Asn+0rn+Ty
r+Trp+BCAA; 0. 730, 267. 848, 1+Asn+Thr+0rn+Val+I le+Phe; 0. 730, 260. 430, 1+Hi
s+Asn+Ser+Asp+Cit+Ile; 0. 730, 266. 666, 1+His+Asn+Asp+Pro+0rn+Val; 0. 730, 2
68. 234, 1+His+Asn+Ser+Gly+0rn+Met ;0. 730, 268. 154, 1+His+Asn+Gly+Glut+Orn+
Met; 0,730, 268. 446, 1+His+Asn+GLn+0rn+Cys+Lys; 0. 730, 269. 122, 1+His+Asn+C
i t+0rn+Met+BCAA; 0. 730, 268. 748, 1+Asn+Asp+Thr+0rn+I Lle+BCAA; 0. 730, 264, 18
7, 1+Asn+Ser+Asp+Thr+0rn+Ile; 0. 730, 266. 554, 1+His+Asn+Asp+Glut+Cit+0rn;0
. 730, 268. 260, 1+His+Asn+Ser+Gly+Pro+0rn;0. 730, 267. 204, 1+His+Asn+Ser+Ci
t+0rn+Trp;0. 730, 268. 068, 1+His+Asn+Arg+0rn+Cys+Trp;0. 730, 264, 385, 1+His
+Asn+3MeHis+Asp+Val+Ile; 0. 730, 264, 743, 1+His+Asn+Gn+Asp+Val+Ile; 0. 730
,269. 012, 1+His+Asn+Cit+Pro+0rn+BCAA; 0. 730, 268, 044, 1+His+Asn+Pro+0rn+M
et+Phe; 0. 730, 266. 646, 1+His+Asn+Arg+I le+Phe+BCAA; 0. 730, 260. 846, 1+His+A
sn+Ser+GLln+Asp+Cit; 0. 730, 266. 662, 1+His+Asn+Asp+Ala+0rn+BCAA; 0. 730, 269
. 991, 1+His+Asn+3MeHis+Ala+Pro+0rn; 0. 730, 269. 770, 1+His+Asn+Tau+G Ln+0rn
+BCAA; 0. 730, 268. 199, 1+His+Asn+Tau+Arg+Gly+Ile; 0. 730, 268. 842, 1+His+Asn
+Taut+Ala+0rn+Cys; 0. 730, 269. 817, 14+His+Asn+Tau+Pro+0rn+BCAA; 0. 730, 267. 5
86, 1+His+Asn+Arg+I le+Trp+BCAA; 0. 730, 268. 858, 1+His+Asn+Ala+0rn+Cys+Val
:0.730, 265. 650, 1+His+Asn+Asp+Pro+I Le+BCAA; 0. 730, 266. 949, 1+His+Asn+Arg
+GLly+0rn+Phe; 0. 730, 265. 204, 1+His+Asn+Asp+0rn+Cys+Lys; 0. 730, 265. 739, 1+
Asn+Gly+Asp+Thr+0rn+Ile;0. 730, 268. 677, 1+His+Asn+Gly+Ala+0rntlys; 0. 730
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, 269. 848, 1+His+Asn+GLn+Ala+0rn+BCAA; 0. 730, 268, 720, 1+His+Asn+Pro+0rn+C
ys+Tyr;0.730, 267, 088, 1+Asnt+Asp+Thr+Lys+Val+Ile;0. 730, 269, 035, 1+His+As
nt+Arg+Cit+0rn+BCAA; 0. 730, 265, 248, 1+His+Asn+Asp+Val+Trp+BCAA; 0. 730, 268
. 737, 1+Asn+Asp+Thr+Val+Ile+Trp; 0. 730, 265, 087, 1+His+Asn+Asp+Glut+Va l+BC
AA;0,730, 266, 381, 14His+Asn+Arg+Gly+Thr+Ile;0. 730, 267. 592, 1+His+Asn+Ar
gt+Ala+Ile+BCAA; 0. 730,261,512, 1+His+Asn+Ser+Asp+I le+Phe; 0. 730, 263. 774,
T+His+Asn+Arg+Gly+Asp+Cit; 0.7

30, 264, 074, 1+Asn+3MeHis+Ser+Asp+Thr+0rn; 0. 730, 266. 875, 1+His+Asn+3MeHi
s+0rn+Cys+Phe; 0. 730, 268. 804, 1+His+Asn+Tau+0rn+Cys+Met ;0. 730, 268. 641, 1
+His+Asn+Gly+Pro+0rn+Tyr; 0. 730, 268. 216, 1+His+Asn+Cit+Lys+Val+Ile;0.73
0, 268. 799, 1+His+Asn+Tau+0rn+Cys+Tyr ;0. 730, 267, 885, 1+His+Asn+Arg+Cit+0
rn+Cys; 0. 730, 267, 655, 1+His+Asn+Gly+Cit+0rn+Trp;0. 730, 264, 032, 1+His+As
n+Gly+Asp+Lys+Leu; 0. 730, 267. 029, 1+His+Asn+Asp+Thr+Val+Trp;0. 730, 268. 5
92, 1+His+Ala+0rn+Val+Leu+Phe; 0. 730, 262, 212, 1+His+Asn+Ser+Asp+Thr+Tyr;
0.730, 268, 277, 14His+GLn+0rn+Val+Phe+BCAA; 0. 730, 269. 623, 1+His+GLly+0rn+
IletLeutPhe; 0. 730, 268. 139, 1+His+Asn+Arg+0rn+Cys+Tyr ;0. 730, 267, 663, 1+H
is+Asnt+Arg+Gly+GlutOrn; 0. 730, 265. 023, 1+His+Asn+Taut+Asp+I Le+BCAA; 0. 730
, 260, 854, 1+HistAsn+Ser+Asp+Cit+leu; 0. 730, 267, 436, 1+His+3MeHis+GLn+0rn
+Leu+Phe ;0. 730, 268. 642, 1+His+Asn+Ser+Glu+Ala+0rn; 0. 730, 269. 123, 1+His+
Asn+3MeHis+GLn+Cit+0rn; 0. 730, 269. 179, 1+His+Asn+3MeHis+Arg+0rn+Met ;0.7
30, 269. 845, 1+His+Asn+G Ln+G Lu+0rn+BCAA; 0. 730, 268. 838, 1+His+Asn+0rn+Cys
+Met+Val;0. 730, 269. 307, 1+His+Asn+3MeHis+Cit+0rn+Val; 0. 730, 269. 475, 1+H
is+Gly+0rn+Tyr+LeutPhe; 0. 730, 268. 917, 14+His+Asn+Thr+I le+Trp+BCAA; Q. 730
, 268. 788, 1+His+Asn+3MeHis+Ser+Pro+0rn;0. 730, 266. 467, 1+His+Asn+Ser+Arg
+Thr+Phe;0.730,270. 110, 1+His+Asn+3MeHis+Ala+0rn+Val; 0. 730, 268. 240, 1+H
is+Asn+Gly+GLlu+Pro+0rn; 0. 730, 268. 673, 1+His+Asn+Gly+Ala+0rn+Trp; 0. 730,
267,736, 1+Hist+Asn+Gly+Cit+0rntlLys; 0, 730, 269. 946, 1+His+Asn+GlutAla+0rn
+BCAA; 0. 730, 269. 478, 1+His+Asn+0rn+Lys+Trp+BCAA; 0. 730, 267. 500, 1+His+As
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ntArg+Gly+Cit+0rn; 0. 730, 268. 772, 1+His+Asn+0rn+Cys+Tyr+Val;0. 730, 268. 5
94, 1+His+Asn+Tau+Glut+Orn+Cys; 0. 730, 268. 884, 1+His+Ser+Ala+0rn+I le+Phe;
0.730, 266, 281, 1+His+Asn+Asp+Glu+Orn+Tyr ;0. 730, 267. 937, 1+His+Gly+Pro+0
rntLeutPhe;0. 729, 268. 790, 1+His+Asn+Ser+Pro+0rn+Lys; 0. 729, 269. 799, 1+Hi
s+Asn+GLn+Pro+0rntMet ; 0. 729, 268. 496, 1+His+Asn+GLn+0rn+Cys+Tyr ;0. 729, 2
69. 641, 1+His+Asn+Pro+0rn+Tyr+BCAA; 0, 729, 269. 707, 1+His+Asn+0rntLys+Met
+BCAA; 0. 729, 269, 545, 1+His+Asn+GLn+Arg+Pro+0rn; 0. 729, 269. 142, 1+His+Asn
+Tau+Cit+0rn+BCAA;0. 729, 268. 113, 1+His+Asn+G Ln+0rn+Tyr+Phe; 0. 729, 266. 6
90, 1+His+3MeHis+Asp+0rn+I le+Phe; 0. 729, 268, 735, 1+His+Gly+0rn+Val+Phe+B
CAA;0.729,268.711, 1+His+Asn+Ser+Pro+0rn+Trp;0. 729, 268. 275, 1+His+Asn+G
ly+Glu+Ala+0rn; 0. 729, 269. 815, 1+His+Asn+Tau+Gln+Pro+0rn; 0. 729, 267. 598,
1+His+Asn+Arg+Pro+I le+BCAA; 0. 729, 267. 109, 1+His+Asn+Gly+0rn+Phe+Trp;0.
729, 266. 596, 1+His+Asn+GLn+0rn+Cys+Phe; 0, 729, 268. 624, 1+His+Asn+Ser+Ala
+0rn+Trp;0.729, 267. 265, 1+His+Asn+Ser+Cit+Pro+0rn; 0. 729, 268. 179, 1+His+
Asn+Arg+0rn+Cys+Lys; 0. 729, 266. 900, 1+His+Asn+Gly+Glu+Cit+0rn; 0. 729, 270
. 355, 1+His+Gly+Ala+Orn+Val+Phe; 0. 729, 268. 619, 1+His+Asn+Gly+Pro+0rn+Tr
p;0.729, 269, 885, 1+His+Asn+Tau+A la+0rn+BCAA; 0. 729, 269. 698, 1+His+Asn+Ta
utOrn+Tyr+BCAA; 0, 729, 269, 342, 14His+Asn+3MeHis+Arg+Pro+0rn; 0. 729, 263. 2
54, 1+Asn+3MeHis+Ser+Arg+Asp+Thr ;0. 729, 261. 850, 1+His+Asn+3MeHis+Ser+As
p+Phe; 0. 729, 267, 865, 1+His+3MeHis+Arg+0rn+Leu+Phe; 0. 729, 267. 869, 1+His+
3MeHis+0rn+Lys+LeutPhe; 0, 729, 267, 632, 1+His+Asn+Ser+Arg+Thr+Trp; 0. 729,
267,242, 1+HistAsn+Arg+Thr+Valtleu; 0, 729, 268. 059, 1+His+Asn+Tau+Gly+Glu
+0rn;0.729, 268. 172, 1+His+Asn+Arg+Ala+0rn+Cys; 0. 729, 266. 801, 1+His+Asn+
Arg+Asp+Orn+Met ;0. 729, 271,755, 1+His+Arg+Gly+Ala+0rn+Cys; 0. 729, 266. 851
, 1+His+Asn+Asp+0rn+Tyr+BCAA; 0. 729, 268. 791, 1+His+Asn+Tau+Orn+Cys+Lys; 0
. 729, 267, 397, 14His+Asn+Ser+Cit+0rn+Lys;0. 729, 268. 089, 1+His+Asn+Arg+Gl
y+Alat+0rn; 0,729, 269. 744, 1+His+Asn+Arg+Pro+0rn+Val; 0. 729, 263. 668, 1+Asn
+Ser+Arg+Asp+Thr+Ile; 0. 729, 265, 961, 1+His+Asn+3MeHis+Asp+Ala+0rn; 0. 729
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, 266,016, 1+His+Asn+3MeHis+Asp+Thr+Val;0. 729, 265. 897, 1+His+Ser+Asp+0rn
+Cys+Phe ;0. 729, 268. 811, 1+His+Ser+Asp+0rn+Val+Phe; 0. 729, 268. 780, 1+His+
Asn+Ser+Pro+0rntMet; 0. 729, 269. 992, 1+His+Asn+3MeHis+Pro+0rn+Val ;0. 729,
268,152, 1+HistAsn+Ser+GLn+Arg+Ile; 0,729, 267,709, 1+His+Asn+Gly+Cit+0rn
+Tyr;0.729, 268. 117, 14His+Asn+Gly+Cit+Lys+Ile; 0. 729, 266. 604, 1+His+Asn+
Cit+Thr+Val+Ile;0.729, 269,737, 1+His+Asn+Tau+GLn+0rn+Met ; 0, 729, 269. 746
, 1+His+Asn+GLn+0rn+Lys+BCAA; 0. 729, 269. 695, 1+His+Asn+GLn+0rn+Tyr+BCAA;
0.729, 267,626, 1+His+Asn+Arg+Lys+I le+BCAA; 0. 729, 265. 180, 1+His+Asn+Asp+
Alat+Val4+BCAA;0.729, 268. 102, 1+His+Asn+Arg+0rn+Cys+Val; 0. 729, 266. 500, 1+
His+Asn+Asp+Cit+0rntMet ;0. 729, 269. 100, 1+His+Asn+Cit+0rn+Lys+BCAA; 0, 72
9,268. 112, 14His+Asn+0rn+Lys+Met+Phe; 0. 729, 266. 992, 1+His+Asn+0rn+Cys+L
ys+Phe; 0. 729, 268. 149, 1+His+Pro+0rn+Val+LeutPhe; 0. 729, 268. 542, 1+His+As
n+Ser+Alat+0rn+Tyr; 0. 729, 269, 833, 1+His+Asn+Tau+3MeHis+Pro+0rn; 0. 729, 26
9.884, 1+His+Asn+Tau+Glu+Orn+BCAA; 0. 729, 268. 660, 1+His+Asn+GLlu+0rn+Cys+
Val;0.729, 262. 336, 1+His+Asn+Ser+Asp+Lys+Phe; 0. 729, 269, 635, 1+His+Gly+G
lu+Orn+Leu+Phe; 0. 729, 268, 794, 1+His+Asn+3MeHis+Ser+0rn+Met; 0. 729, 269. 8
58, 1+His+Asn+GLn+Pro+0rn+Trp;0. 729, 268. 587, 1+His+Asn+Tau+0rn+Cys+Trp;
0.729, 268, 319, 1+His+Asn+Gly+Glu+Orn+lys;0. 729, 268. 591, 1+His+Asn+0rn+C
ys+Val+Trp;0.729, 269,501, 14His+Asn+0rn+Tyr+Met+BCAA; Q. 729, 269. 809, 1+H
is+Asn+Tau+3MeHis+0rn+Met ; 0. 729, 268. 200, 1+His+Asn+Arg+Gly+Pro+Ile; 0.7
29, 269. 090, 1+His+Asn+Cit+0rn+Tyr+BCAA; 0. 729, 268. 086, 1+His+Asn+0rn+Tyr
+Met+Phe; 0. 729, 263. 767, 1+Asn+Ser+Asp+Thr+0rn+Phe; 0. 729, 267. 116, 1+His+
Asn+3MeHis+Gly+0rn+Phe; 0. 729, 262. 243, 1+His+Asn+Ser+Asp+Lys+Ile; 0. 729,
266. 753, 1+Hist+Asn+Tau+0rn+Cys+Phe; 0, 729, 268. 329, 1+His+Arg+0rn+Val+Phe
+BCAA; 0,729, 270. 003, 1+His+Asn+GLn+GLlu+Pro+0rn; 0. 729, 268. 768, 1+His+Asn
+GLly+0rn+Lys+Tyr; 0. 729, 267. 582, 1+Asn+Arg+Asp+Thr+Val+Ile; 0. 729, 269, 50
1, 1+His+Asn+Lys+Tyr+Val+BCAA; 0. 729, 267. 388, 1+His+Asn+Ser+Cit+0rn+Met;
0.729, 269, 253, 1+His+Asn+Cit+Ala+0rn+BCAA; Q. 729, 269, 201, 1+His+Asn+Arg+
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Cit+Pro+0rn;0. 729, 264, 247, 1+His+Asn+Asp+0rn+Cys+Phe; 0. 729, 267. 186, 1+A
sntAsp+Thr+Val+I le+Phe; 0. 729, 266. 443, 1+His+Asn+Cit+Thr+Va l4+BCAA; 0. 729
, 268.732, 1+His+Asn+Pro+0rn+Cys+Lys; 0, 729, 269. 760, 1+His+Asn+Pro+0rn+Ly
s+BCAA; 0. 729, 269. 935, 1+His+Asn+Tau+3MeHis+0rn+Val; 0. 729, 269, 238, 1+His
+Asn+GLlu+Cit+0rn+BCAA; Q. 729, 266. 311, 1+His+Asn+Tau+Asp+Cit+0rn; 0. 729, 2
68. 855, 1+His+Cit+0rn+Val+Leut+Phe; 0. 729, 268. 488, 1+His+Asn+3MeHis+Gly+0
rntMet ;0. 729, 268. 299, 1+His+Asn+Ser+Gly+0rn+Lys; 0. 729, 268. 556, 1+His+As
n+Gly+0rn+Tyr+Met; 0. 729, 268. 252, 1+His+Asn+Tau+Ser+Arg+Ile; 0. 729, 269, 2
59, 1+His+Asn+Tau+Arg+0rn+Met ;0. 729, 267. 787, 1+His+Asn+Ser+Arg+I le+Trp;
0.729, 264,613, 1+Asn+Ser+Asp+Thr+Val+Ile;0. 729, 269. 369, 1+His+Asn+3MeHi
s+Gln+Arg+0rn; 0,729, 267. 727, 1+His+Asn+3MeHis+Gly+Cit+0rn; 0. 729, 268, 25
2, 1+His+Asn+Ser+Arg+Pro+Ile; 0. 729, 265. 173, 1+His+Asn+Asp+Pro+Va l+BCAA;
0.729, 268. 656, 1+His+Asn+Glu+0rn+Cys+Met ;0. 729, 264, 795, 1+His+Asn+Tau+A
rg+Gly+Asp;0. 729, 268. 247, 1+His+Asn+G Ln+Pro+0rn+Phe; 0. 729, 269. 717, 1+Hi
s+Asn+3MeHis+GLn+Glut0rn; 0. 729, 268. 218, 1+His+Asn+Ser+ArgtMet+Ile; 0. 72
9, 265, 321, 1+His+Asn+AsptMet+Va l+BCAA; 0. 729, 264. 424, 1+Asn+Ser+Asp+G lu+
Thr+Phe; 0. 729, 268. 494, 1+His+Ser+Arg+Asp+0rn+Phe; 0. 729, 269. 961, 1+His+A
sn+3MeHis+GLlu+Orn+Val; 0. 729, 270. 015, 1+His+Asn+3MeHis+0rn+Met+Val; 0. 72
9, 268. 565, 1+His+Asn+Gly+0rn+Lys+Met ;0. 729, 270. 101, 1+His+Asn+Ala+Pro+0
rntMet ;0. 729, 263. 328, 14+His+Asn+Ser+Asp+Pro+Lys;0. 729, 269. 329, 1+His+As
n+GLn+Arg+OrntMet ;0. 729, 267. 462, 1+His+Asn+Gly+Cit+0rntMet ;0. 729, 268. 7
72, 1+His+Asn+0rn+Cys+Lys+Val ;0. 729, 266. 214, 1+His+Asn+3MeHis+Asp+Cit+I
le;0.729, 266. 502, 1+His+Asn+Tau+Asp+0rn+Trp;0. 729, 263. 962, 1+Asn+3MeHis
+Ser+Asp+Thr+Lys; 0. 728, 268. 749, 1+His+Asn+Gly+0rn+Lys+Trp; 0. 728, 265, 47
8, 1+His+Asn+3MeHis+Arg+Asp+Thr ;0. 728, 268. 670, 1+His+Asn+3MeHis+Gly+Ala
+0rn; 0,728,270, 001, 14His+Asn+GLln+Alat+Pro+0rn; 0, 728, 267. 298, 1+His+Asn+
Cit+Lys+Val+BCAA; 0. 728, 269. 730, 1+His+Asn+Arg+GLlu+Pro+0rn; 0. 728, 268. 32
5, 1+His+Ser+Asp+0rn+I le+Phe; 0. 728, 268. 793, 1+His+Asn+Ser+0rn+Lys+Met ; 0
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. 728, 268. 823, 1+His+Asn+3MeHis+0rn+Cys+Met ;0. 728, 264. 355, 1+His+Asn+Gly
+Asp+Iletleu; 0. 728, 267,798, 1+His+Asn+3MeHis+Cit+0rn+Phe; 0. 728, 268. 615
, 1+His+Gly+Asp+0rn+I le+Phe; 0. 728, 268. 926, 1+His+Ser+0rn+Val+Leu+Phe; 0.
728, 269, 549, 1+His+Gly+0rn+Lys+Leu+Phe; 0. 728, 269. 619, 1+His+Ser+Gly+0rn
+Leu+Phe ;0. 728, 268. 734, 1+His+Asn+Ser+0rn+Lys+Trp; 0. 728, 268. 746, 1+His+
Asn+Gly+0rn+Tyr+Trp; 0. 728, 268. 722, 1+His+Asn+3MeHis+Gly+0rn+Tyr ;0. 728,
268. 506, 1+His+Asn+Ser+GLlu+0rn+Tyr; 0. 728, 268. 322, 1+His+Asn+GLly+Glut+Orn
+Tyr;0.728, 269. 019, 1+His+Asn+3MeHis+Cit+Pro+0rn;0. 728, 269. 115, 1+Asn+T
hr+0rn+Ile+Phe+BCAA; Q. 728, 267. 834, 1+His+Asn+Cit+Pro+0rn+Phe; 0, 728, 268
.670, 1+His+Asn+3MeHis+Ser+GLu+0rn; 0, 728, 269. 859, 1+His+Asn+3MeHis+GLn+
Ala+0rn;0. 728, 268. 260, 1+His+Asn+Ser+Gly+0rn+Tyr ;0. 728, 268. 424, 1+His+A
sntThr+Met+Val+Ile; 0. 728, 269. 957, 1+His+Asn+3MeHis+Pro+0rntMet; 0. 728, 2
69. 560, 1+His+Asn+Taut+Arg+Pro+0rn; 0. 728, 264, 645, 1+His+Asn+GLn+Arg+Gly+
Asp;0.728, 269. 744, 1+His+Asn+Glu+0rn+Tyr+BCAA; 0. 728, 266. 647, 1+His+Asn+
TautAsp+0rn+Tyr; 0. 728, 268. 398, 1+His+Ser+Asp+Pro+0rn+Phe; 0, 728, 268. 061
, 1+His+Asn+Ser+GLln+Arg+Thr; 0. 728, 269. 778, 1+His+Asn+Tau+0rn+Lys+BCAA; 0
. 728, 268. 838, 1+His+Asn+3MeHis+Ala+0rn+Cys; 0. 728, 267, 845, 14+His+Asn+3Me
His+Arg+I le+BCAA; 0. 728, 267. 899, 1+His+Asn+Arg+Glu+Orn+Cys; 0. 728, 269. 74
7, 1+His+Asn+Arg+Ala+Pro+0rn; 0. 728, 269. 736, 1+His+Asn+Arg+Pro+0rn+Tyr ;0
. 728, 266. 899, 14+His+Asn+Asp+0rn+Tyr+Met ;0. 728, 265. 630, 1+His+Asn+TautAs
p+0rn+Phe; 0. 728, 266. 617, 1+His+Asn+Gly+0rn+Lys+Phe; 0. 728, 269. 731, 1+His
+Ser+Ala+0rn+Phe+BCAA; 0. 728, 267. 678, 1+His+Tau+Gly+Asp+0rn+Phe; 0. 728, 2
69. 604, 1+His+Gly+Thr+0rntLeu+Phe; 0. 728, 268. 883, 1+His+Ser+Asp+0rn+Tyr+
Phe;0.728, 268. 710, 1+His+Asn+Ser+0rn+Met+Trp; 0. 728, 268. 708, 1+His+Asn+S
er+GlutPro+0rn; 0. 728, 269. 350, 1+His+Asn+Tau+3MeHis+Arg+0rn;0. 728, 268. 3
27, 1+His+Asn+3MeHis+Gly+Glu+0Orn; 0. 728, 267. 568, 1+His+Asn+Ser+Arg+Leu+P
he;0.728, 266. 205, 1+His+Asn+Asp+Cit+0rn+Phe; 0. 728, 269. 661, 1+His+Asn+0r
ntLys+Tyr+BCAA; 0, 728, 266. 886, 1+Asn+G ly+Asp+Thr+I le+BCAA; Q. 728, 268. 633
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, 1+Asn+Asp+Thr+0rn+I le+Phe; 0. 728, 268. 186, 1+His+Asn+Ser+Arg+Glu+Ile;0.
728, 269. 842, 1+His+Asn+Glu+0rn+Lys+BCAA; 0. 728, 267. 511, 14+His+Asn+Tau+0r
ntMet+Phe; 0. 728, 264, 383, 1+His+Asn+Asp+Cys+Va l+BCAA; 0, 728, 270. 002, 1+Hi
s+Asn+GLn+Pro+0rntVal; 0. 728, 268. 314, 1+His+Asn+Gly+Glu+Orn+Trp; 0. 728, 2
70. 269, 1+His+Asn+GlutPro+0rn+Val; 0, 728, 273. 086, 1+His+3MeHis+Ala+0rn+T
yr+Leu; 0. 728, 268. 462, 1+His+Asn+0rn+Lys+Val+Phe; 0, 728, 268. 827, 1+His+0r
n+Ile+Leu+Phe+BCAA; 0. 728, 268. 827, 1+His+0rn+Val+Leu+Phe+BCAA; 0. 728, 268
.827, 1+His+0rn+Val+I le+Phe+BCAA; 0. 728, 268. 827, 1+His+0rn+Val+I le+Leut+P
he;0.728, 268. 705, 1+His+Ser+G Lly+Asp+0rn+Phe; 0. 728, 269. 736, 1+His+Asn+Ta
utGLn+0rn+Trp; 0. 728, 268. 523, 1+His+Asn+Ser+0rn+Tyr+Met; 0. 728, 269, 278, 1
+His+Asn+3MeHis+Cit+0rn+Met; 0. 728, 262. 389, 1+His+Asn+Ser+Asp+Thr+Met ;0
. 728, 265, 365, 1+His+Asn+G Ln+Asp+Va l+BCAA; 0. 728, 266. 783, 1+His+Asn+Asp+0
rntMet+Trp;0.728, 267. 671, 14+His+Asn+Cit+0rn+Met+Phe; 0. 728, 268. 921, 1+Hi
s+Asn+3MeHis+Glu+Cit+0rn; 0. 728, 262. 664, 1+His+Asn+Ser+Asp+Pro+Phe; 0. 72
8,269, 842, 1+His+3MeHis+Alat0rn+Val+Phe; 0. 728, 270, 104, 1+His+3MeHis+Thr
+Ala+0rn+Phe; 0. 728, 269. 556, 1+

His+Gly+0OrntMet+Leut+Phe; 0. 728, 269, 956, 1+His+Asn+Tau+3MeHis+Ala+0rn; 0.
728, 268. 616, 1+His+Asn+Ser+0rntLys+Tyr ;0. 728, 268. 616, 1+His+Asn+Pro+0rn
+Cys+Trp;0.728, 269. 519, 1+His+Asn+Arg+0rn+Met+Val; 0, 728, 269. 743, 1+His+
Asn+Ala+0rn+Tyr+BCAA; 0. 728, 267. 840, 1+His+Asn+Tau+0rn+Tyr+Phe; 0. 728, 26
8.272, 1+His+Asn+Glu+Orn+Met+Phe; 0, 728, 266, 752, 1+His+Asn+Asp+Cit+0rn+T
rp;0.728, 268. 735, 1+His+Asn+3MeHis+Ser+0rn+Trp; 0. 728, 268. 621, 1+His+Asn
+3MeHis+Ser+0rn+Tyr ;0. 728, 268. 278, 1+His+Asn+Ser+Gly+0rn+Trp; 0. 728, 264
. 198, 1+His+Asn+Gly+Asp+Glu+Ile; 0. 728, 269. 113, 1+His+AsntLys+Val+I le+Ph
e;0.728, 269. 692, 1+His+Asn+3MeHis+Arg+0rn+Lys; 0. 728, 269, 844, 1+His+Asn+
Ala+Orn+Lys+BCAA; Q. 728, 264, 714, 1+His+Asn+3MeHis+Arg+Gly+Asp; 0. 728, 266
. 747, 1+His+Asn+Arg+Asp+Glu+Orn; 0, 728, 266. 951, 1+His+Asn+Asp+0rn+Tyr+Tr
p;0.728, 268. 580, 1+His+Asn+Ser+Pro+0rn+Tyr ;0. 728, 270. 064, 14+His+Asn+3Me
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His+Orn+Tyr+Val; 0. 728, 269. 978, 1+His+Asn+GLn+Pro+0rn+Tyr ;0. 728, 268. 536
, 1+His+Asn+Gly+0rn+Met+Trp; 0. 728, 268. 127, 1+His+Asn+Arg+Gly+0rn+Trp; 0.
728, 266. 440, 1+His+Asn+Asp+0rntLys+Phe; 0. 728, 269. 741, 1+His+Asn+Arg+Pro
+0rn+Lys;0. 728, 268. 578, 1+His+Asn+Glu+0rn+Tyr+Phe; 0. 728, 267. 137, 1+His+
Asnt+Ala+0rn+Cys+Phe; 0. 728, 267. 106, 1+His+Asn+0rn+Cys+Phe+Trp; 0. 728, 270
. 052, 1+His+Asn+3MeHis+Pro+0rn+Lys; 0, 728, 269. 980, 1+His+Asn+GLn+Pro+0rn
+Lys;0.728, 267. 149, 1+His+Asn+Arg+Gly+Cit+Ile; 0. 728, 268. 125, 1+His+Asn+
3MeHis+Arg+Gly+0rn; 0. 728, 266. 922, 1+His+Asn+Asp+0rn+Lys+Met ;0. 728, 265.
594, 1+His+Asn+3MeHis+Asp+I le+Phe; 0. 728, 266. 388, 1+His+Asn+Asp+0rntVal+
Phe;0. 728, 266. 798, 1+His+Asn+TautArg+Asp+0rn; 0, 728, 267. 172, 1+His+0rn+C
ys+Val+Leut+Phe;0. 728, 268. 991, 1+His+Gly+Asp+Ala+Orn+Phe; 0. 728, 269. 879,
T+His+Asn+3MeHis+GlutPro+0rn; 0, 728, 269. 917, 1+His+Asn+3MeH i s+G lut+Orn+M
et;0.728,270. 131, 1+His+Asn+Pro+0rn+Met+Val; 0. 728, 269. 465, 1+His+Asn+3M
eHis+Cit+0rn+Lys;0. 728, 266. 731, 1+His+Asn+G Ln+Asp+Glut+Orn; 0. 728, 264. 49
3, 1+His+Asn+Gly+Asp+Val+leu; 0. 728, 264. 364, 1+Asn+Ser+Asp+Cit+Thr+Phe;0
. 727,267, 384, 14His+Asn+Glu+Thr+Val+I le;0. 727,270, 068, 1+His+Asn+Pro+0r
ntVal+Trp;0.727, 269. 145, 1+His+Asn+Tau+Cit+Pro+0rn; 0. 727, 268. 114, 1+His
+Asn+Tau+Pro+0rn+Phe; 0. 727, 268, 559, 1+His+Asn+Arg+Pro+0rn+Phe; 0. 727, 26
4,310, 1+His+Asn+Gly+Asp+I le+Trp; 0. 727, 268. 305, 1+His+Asn+Ala+0rn+Met+P
he;0.727, 266. 646, 1+His+Asn+Asp+GLlu+Orn+Trp; 0. 727, 266. 927, 1+His+Asn+Ar
g+0rn+Cys+Phe; 0. 727, 269, 434, 14His+GLn+Gly+0rn+I le+Phe; 0. 727, 268. 706, 1
+His+Gly+Asp+0rn+Phe+BCAA; 0. 727, 269, 857, 1+His+Asn+3MeHis+GLn+0rn+Tyr;
0.727, 268,594, 14His+Asn+Ser+0rn+Tyr+Trp;0. 727, 270, 273, 14+His+Asn+Ala+P
ro+Orn+Val;0. 727, 266. 940, 1+His+Asn+G Ln+Asp+OrntMet; 0. 727, 262. 150, 1+Hi
s+Asn+Tau+Ser+Asp+Phe; 0. 727, 264. 908, 1+His+Asn+3MeH i s+Asp+Thr+Phe; 0. 72
7,265,898, 1+His+AsntGly+Cit+IletPhe; 0. 727, 269, 178, 1+His+AsntGLn+Cit+P
ro+0rn;0. 727, 263. 116, 14His+Asn+Gly+AsptLeu+Phe; 0. 727, 267. 071, 1+His+As
ntArg+Asp+0rn+Tyr;0.727,266. 112, 1+His+Asn+Asp+Glu+Orn+Phe; 0. 727, 264, 2
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36, 1+Asn+Ser+Asp+Glu+Thr+Lys; 0. 727, 268. 431, 1+His+Ser+Asp+0rn+Phe+BCAA
;0.727,269. 439, 1+His+GLln+GLly+0rn+Phe+BCAA; 0. 727, 268. 141, 1+His+3MeH i s+
Orn+IletLeutPhe; 0,727,269, 223, 14His+Thr+0rn+Val+LeutPhe; 0. 727, 268. 808
, 1+His+Asn+3MeHis+Ser+0rn+Lys; 0. 727, 268. 719, 1+His+Asn+Ser+Glut+Orn+Lys
;0.727,269. 048, 1+His+AsntArg+Cit+Val+leu; 0. 727,270, 274, 1+His+Asn+Pro+
OrntLys+Val;0.727, 269. 634, 1+His+Asn+3MeHis+Arg+0rn+Tyr; 0. 727, 267. 701,
1+His+AsntLys+Val+Phe+BCAA;0. 727, 268. 486, 1+His+Asn+Glu+0rn+Cys+Trp;0.
727,266,747, 1+His+Asn+Asp+G lutOrn+Lys; 0, 727, 268. 129, 1+His+3MeHis+Thr+
Orn+LeutPhe;0.727,268.711, 1+His+Asn+3MeHis+Gly+0rn+Trp; 0, 727, 270. 081,
T+His+Asn+3MeHis+Ala+0rntMet ;0. 727, 267. 390, 1+His+Asn+Ser+Arg+Thr+I le;
0.727,268.894, 1+His+Asnt+Ala+0rn+Cys+Met ;0. 727, 269. 387, 1+His+Asn+Arg+0
rntMet+Trp;0.727, 262. 578, 1+His+Asn+Ser+Asp+Thr+Ala; 0. 727, 267. 999, 1+Hi
s+AsntArg+Gly+Met+Ile; 0. 727, 266. 948, 1+His+Asn+Asp+OrntMet+Val; 0. 727, 2
62,785, 1+HistAsntSer+Glnt+Asp+Thr ;0. 727, 266. 805, 1+His+tAsn+Tau+G LntAsp+
Orn;0.727,266.791, 1+His+Asn+Taut+Asp+0rn+Lys; 0. 727, 268. 757, 1+His+GLn+0
rn+Val+Leut+Phe;0. 727, 268, 781, 1+His+Ser+Asp+0rn+Lys+Phe; 0, 727, 268. 639,
T+His+Asn+Ser+GLlu+Orn+Trp; 0. 727, 269, 821, 1+His+Asn+3MeHis+GLn+0rn+lLys;
0.727, 269, 948, 1+His+Asn+3MeHis+0rn+Val+Trp;0. 727, 263. 041, 1+His+Asn+Gl
y+Asp+Cit+Phe; 0. 727, 268. 043, 1+His+Asn+3MeHis+0rn+Tyr+Phe; 0. 727, 268. 46
7, 1+His+Asn+Pro+0rn+Lys+Phe; 0. 727, 269. 212, 1+His+3MeHis+Gly+0rn+Phe+BC
AA;0,727,268. 758, 14His+Cit+0rnt+Val+Phe+BCAA; 0, 727, 267. 812, 1+His+3MeHi
s+0rn+Leu+Phe+Trp;0. 727, 268, 796, 1+His+Asn+3MeHis+0rn+Cys+Lys; 0. 727, 26
9.481, 1+His+Asn+3MeHis+Cit+Alat+0rn; 0, 727, 267. 675, 1+His+AsntArg+Met+I |
e+BCAA; 0. 727, 269, 088, 1+His+Asn+Cit+Pro+0rn+Trp;0. 727, 266, 563, 1+His+As
ntArg+Asp+0rn+Phe; 0. 727, 268. 036, 1+His+Asn+Arg+0rn+Met+Phe; 0. 727, 264, 9
09, 1+His+Asn+Gly+Asp+Pro+Lys;0. 727, 267. 994, 1+His+Asn+Cit+0rn+Tyr+Phe;
0.727, 268, 316, 1+His+Asn+0rn+Lys+Tyr+Phe; 0. 727, 269. 836, 1+His+Ala+0rn+L
eu+Phe+BCAA; 0. 727, 269, 733, 1+His+GLn+Gly+Ala+0rn+Phe; 0. 727, 268, 818, 1+A
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sn+Thr+0rn+Cys+I le+Phe;0.727,268. 713, 1+His+Asn+3MeHis+0rn+Cys+Trp; 0.7
27,269. 526, 1+His+Asn+Arg+0rn+Lys+Met ; 0. 727, 268. 193, 1+His+Asn+Tau+0rn+
Val+Phe;0.727,266. 221, 1+HistAsn+3MeHis+Asp+CittLys;0.727, 269,511, 1+Hi
s+Ser+0rn+Leut+Phe+BCAA; 0. 727, 268. 136, 1+His+3MeHis+0rntMet+Leu+Phe; 0.7
27, 268. 888, 1+His+Ser+Asp+Thr+0rn+Phe; 0. 727, 266. 916, 1+His+Gly+Asp+0rn+
Cys+Phe;0.727, 269. 970, 1+His+Asn+3MeHis+Pro+0rn+Trp; 0. 727, 269, 530, 1+Hi
s+AsntArg+0rn+Tyr+Met ;0. 727, 267. 161, 1+His+Asn+Arg+Gly+Leu+Phe; 0. 727, 2
69. 631, 1+His+Asnt+Arg+Pro+0rn+Trp;0, 727, 268, 666, 1+His+Asn+GLlut+Alat0rn+t
Cys;0.727,267.573, 1+His+Asn+Ser+Cit+I le+Phe; 0. 727, 263. 691, 1+His+Asn+G
ly+Asp+Cit+Met; 0. 727, 264, 879, 1+His+Asn+Arg+Gly+Asp+Val; 0. 727, 264, 516,
T+His+Asn+Arg+Gly+Asp+Phe; 0. 727, 268. 467, 1+His+Asn+0rn+Val+Phe+Trp; 0.7
27, 268. 829, 1+His+Asp+0rn+Leu+Phe+BCAA; 0. 727, 269. 694, 1+His+Asn+Tau+3Me
His+Glu+Orn;0.727,270, 057, 1+His+Asn+3MeHis+0rn+Lys+Val; 0. 727, 270, 281,
T+His+Asn+Ala+Pro+0rntLys; 0. 727, 267. 895, 14His+Asn+3MeHis+0rn+Met+Phe;
0.727, 266, 976, 1+His+Asn+Asp+Cit+0rn+Val ;0. 727, 268. 165, 1+His+Gly+0rn+C
ys+Phe+BCAA; 0. 727, 268. 709, 1+His+Asn+Ser+Glut+OrntMet ;0. 727, 267. 837, 1+H
istAsn+Cit+Tyr+Val+BCAA; Q. 727, 266. 975, 1+His+Asn+Arg+Asp+Cit+0rn; 0, 727
, 267,782, 1+His+Asn+Arg+Asp+Ile+Trp;0. 727, 268. 925, 1+His+0rn+Lys+Val+Ph
e+BCAA; 0. 727, 268. 408, 1+His+Asn+Gly+Thr+Val+BCAA; 0. 727, 270. 095, 1+His+A
sntTautAla+Pro+0rn; 0. 727, 269. 990, 1+His+Asn+GLn+0rn+tMet+Val; 0. 727, 269.
698, 1+HistAsn+3MeHistArg+Alat0rn; 0. 727, 268. 810, 1+His+Asn+3MeHis+0rn+C
ys+Tyr;0.727,268. 896, 1+His+Asn+Ala+0rn+Cys+Tyr ;0. 727, 267. 881, 1+His+As
ntArg+Tyr+I le+BCAA;0. 727, 268. 617, 1+His+Asn+G lu+Orn+Cys+Tyr; 0, 727, 267.
639, 1+HistAsn+Tau+3MeHis+0rn+Phe; 0, 727, 268. 665, 1+His+Asn+Ala+Pro+0rn+
Phe;0.727, 266. 981, 1+His+Asn+GLn+Asp+Cit+0rn; 0. 727, 268. 421, 1+His+Asn+G
[n+0rn+Val+Phe; 0. 727, 268. 615, 1+His+Asn+GLlu+Orn+Val+Phe; 0. 727, 267. 570,
T+His+3MeHis+0rn+Cys+Phe+BCAA; 0. 727, 270. 068, 1+Asn+Asp+Glu+Thr+0rn+I le
:0.727,270. 000, 14His+Asn+Taut+GLn+GLlu+0rn; 0. 727, 269, 799, 1+His+Asn+3MeH
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is+GLln+0rn+Trp; 0,727, 269. 664, 1+His+Asn+Tau+GLn+Arg+0rn; 0. 727, 270. 037,
T+His+Asn+3MeHis+Pro+0rn+Tyr; 0. 727, 269. 943, 1+His+Asn+Pro+0rntMet+Trp;
0.727, 268. 844, 1+His+Asn+0rn+Cys+Lys+Met ;0. 727, 268. 655, 1+His+Asn+G Llu+P
ro+0rn+Phe;0. 727, 263. 874, 1+His+Asn+Gly+Asp+Cit+Trp; 0. 727, 268. 896, 1+Hi
s+Asn+Gly+Lys+I let+Phe; 0. 727, 266. 716, 1+His+Asn+Asp+Cit+Ala+0rn; 0,727, 2
66. 975, 1+His+Asn+Asp+Cit+0rn+Lys; 0. 727, 270, 855, 1+His+Gly+Thr+Ala+0rn+
Phe;0.727,267. 583, 14+His+3MeHis+0rn+Cys+I le+Phe; 0. 727, 269, 702, 1+His+As
ntTau+Orn+Met+Trp; 0. 727,270, 061, 1+His+Asn+Lys+Tyr+Val+Ile;0. 727, 268.7
18, 1+His+Asn+3MeHis+Gly+0rntLys; 0, 727, 270, 062, 1+His+Asn+Tau+Pro+0rn+T
yr;0.727,270. 848, 1+His+Asn+Thr+I le+Phe+Trp; 0. 727, 269. 653, 1+His+Asn+3M
eHis+Arg+0rn+Trp;0.727,267. 180, 1+His+Asn+Asp+Cit+Thr+Trp; 0. 727, 268. 82
0, 1+His+Asn+0rn+Cys+Tyr+Met ;0. 727, 264. 145, 1+Asn+3MeHis+Ser+Asp+Cit+Th
r;0.727, 269. 229, 1+His+Glu+Orn+Val+Leut+Phe; 0. 727, 269. 988, 1+His+Asn+GLn
+Ala+0rn+Met; 0. 727, 263. 011, 1+His+Asn+Tau+Ser+Asp+Lys ;0. 727, 269, 385, 1+
His+Asn+Cit+AlatPro+0rn;0, 727, 262, 874, 1+His+Asn+TautSer+Asp+Thr ; 0, 727
, 264, 394, 1+His+Asn+Gly+Asp+Pro+I le; 0, 727, 268. 630, 1+His+Asn+G Lu+0rn+Cy
st+lLys;0.727,267.097, 1+His+Asn+Ser+Arg+Cit+I le; 0. 727, 268. 346, 1+His+Asn
+Arg+0rn+Tyr+Phe; 0. 727, 267. 627, 14His+Asn+Asp+Thr+Phe+Trp; 0. 727, 268. 18
1, 1+His+Asn+3MeHis+Pro+0rn+Phe; 0. 727, 264, 353, 1+His+Asn+GLn+Gly+Asp+I L
e;0.727,262,. 817, 1+His+Asn+3MeHis+Ser+Asp+Glu; 0. 726, 267. 316, 1+His+Asn+
Ser+Arg+Thr+Cys; 0. 726, 270, 085, 1+His+Asn+Tau+Pro+0rn+Lys; 0. 726, 267, 802
, 1+His+Asn+Gln+Arg+I le+BCAA; 0. 726, 268. 266, 1+His+Asn+0rn+Met+Phe+Trp; 0
. 726, 264, 265, 1+Asn+Ser+Arg+Asp+Thr+Phe; 0. 726, 263. 597, 1+His+Asn+G Ln+GL
y+Asp+Cit; 0,726, 266. 531, 1+His+Asn+Asp+0rn+Phe+Trp; 0. 726, 266. 800, 1+Asn
+3MeHis+Asp+Thr+Lys+Ile; 0. 726, 266. 765, 1+His+Asn+Asp+Cit+0rn+Tyr; 0. 726
, 266,676, 1+His+0rn+Cys+Val+Phe+BCAA; 0. 726, 268. 948, 1+His+Arg+0rn+Val+L
eutPhe;0.726,270. 110, 1+His+Asn+Glu+Pro+0rn+Met ;0. 726, 269, 530, 1+His+As
ntArg+Alat+OrntMet; 0. 726, 268. 758, 1+His+Asn+Ala+0rn+Cys+Trp;0. 726, 273. 4
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28, 1+His+3MeHis+GLn+Gly+Ala+0rn; 0. 726, 264, 329, 14+His+Asn+3MeHis+G ly+As
pt+lle;0.726, 264,592, 14His+Asn+Gly+Asp+Pro+Phe; 0. 726, 266. 547, 1+His+Asn
+GLn+Asp+0rn+Phe; 0. 726, 265. 345, 1+Asn+G Lly+Asp+Thr+I le+Phe; 0. 726, 270. 03
9, 1+His+Asn+Tau+Ala+OrntMet ; 0. 726, 263. 468, 1+His+Asn+Ser+Asp+Lys+Trp; 0
. 726,262,873, 1+His+Asn+Ser+Asp+Thr+Ile; 0. 726, 268. 610, 1+His+Asn+Ala+0r
n+Tyr+Phe; 0,726, 267. 371, 1+His+Asn+GLn+Asp+0rn+Val; 0. 726, 268. 610, 1+His
+Asnt+Alat+Orn+Val+Phe; 0. 726, 269. 247, 1+His+Asn+Tau+Cit+0rntMet ;0. 726, 27
0.262, 1+His+Asn+GlutAlat+Pro+0rn; 0. 726, 262, 868, 1+His+Asn+Ser+Asp+Thr+P
ro;0.726,263. 481, 1+His+Asn+Ser+Asp+Lys+Val; 0, 726, 269. 054, 1+His+Ala+0r
ntVal+Ile+Phe; 0. 726, 267. 357, 1+His+Asn+GLn+Arg+Asp+0rn; 0. 726, 267. 352, 1
+His+Asn+Arg+Asp+OrntVal ;0. 726, 267. 183, 1+His+Asn+GLn+Asp+0rn+Tyr; 0, 72
6, 269. 990, 1+His+Tau+Gly+0rn+Phe+BCAA; 0. 726, 268. 787, 1+His+Ser+Pro+0rn+
LeutPhe; 0,726, 269. 922, 1+His+Asn+Tau+0rn+Tyr+Met ;0. 726, 270. 039, 1+His+A
sn+TautOrn+Met+Val; 0. 726, 263. 502, 1+His+Asn+Gly+Asp+Cys+Ile; 0. 726, 270.
137, 14+His+Asn+Pro+0rntLys+Trp;0. 726, 269. 494, 1+His+Asn+3MeHis+Cit+0rn+
Tyr;0.726, 269. 224, 1+His+Asn+Cit+Pro+0rntMet ;0. 726, 264. 983, 1+Asn+Ser+A
sp+Thr+I le+BCAA; Q. 726, 266. 740, 1+His+Asn+Tau+Asp+0rn+Val ;0. 726, 268. 072
, 1+His+Asn+Cit+0rn+Val+Phe; 0. 726, 268, 971, 1+His+GLlu+0rn+Val+Phe+BCAA; 0
. 726, 268. 837, 1+His+Ser+Asp+0rntMet+Phe; 0. 726, 268. 484, 1+His+Asn+GLn+Th
r+Va l+BCAA; 0. 726, 269. 913, 1+His+Asn+GLn+0rn+Tyr+Met; 0. 726, 270. 108, 1+Hi
s+AsntAla+Pro+0rn+Trp; 0. 726, 269. 935, 1+His+Asn+Tau+3MeHis+0rn+Lys ;0. 72
6, 269. 809, 1+His+Asn+TautArg+0rn+Tyr ;0. 726, 269. 839, 1+His+Asn+TautArg+0
rntVal; 0. 726, 269, 935, 1+His+Asn+Tau+Pro+0rn+Met ;0. 726, 270. 266, 1+His+As
n+Glu+Pro+0rnt+Lys; 0. 726, 268. 896, 1+His+Asn+Ala+0rn+Cys+Lys;0. 726, 270. 0
46, 1+His+Asn+Arg+0rn+Tyr+Val;

0.726, 269,410, 14His+Asn+Cit+Pro+0rn+Val;0. 726, 269. 247, 1+His+Asn+3MeHi
s+Arg+Cit+0rn; 0. 726, 269. 209, 1+His+0rn+Lys+Val+LeutPhe; 0. 726, 270. 106, 1
+His+Asn+Pro+0rn+Lys+Met ;0. 726, 269. 505, 1+His+Asn+Arg+Glu+Orn+Met ;0. 72
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6, 269, 906, 1+His+Asn+Arg+0rn+Tyr+Trp;0. 726, 266. 209, 1+His+Asn+3MeH i s+As
p+Thr+Trp;0.726, 268. 873, 1+His+Asn+0rn+Cys+Lys+Tyr ;0. 726, 267. 207, 1+His
+Asn+Asp+0rn+Val+Trp; 0. 726, 268. 650, 1+His+Asn+Pro+0rn+Phe+Trp; 0. 726, 26
4,989, 1+His+Asn+Arg+G Lly+Asp+Glu; 0. 726, 262, 532, 1+His+Asn+Ser+Asp+Leu+P
he;0.726, 268. 493, 1+His+Asn+G n+0rn+Lys+Phe; 0. 726, 267. 358, 1+His+Asn+Ar
g+Asp+0rn+Lys; 0. 726, 269, 430, 1+His+Arg+Gly+0rn+LeutPhe; 0. 726, 269. 003, 1
+His+Ser+0rn+Val+Phe+BCAA; 0. 726, 267. 863, 1+His+Asn+3MeHis+Ser+Arg+Thr;
0.726, 268, 383, 1+His+Asn+Ser+Arg+Thr+Pro;0.726, 270. 001, 1+His+Asn+Tau+G
[n+0rn+Tyr;0. 726, 269. 823, 1+His+Asn+GLn+0rn+Met+Trp; 0. 726, 269. 831, 1+Hi
s+Asn+Tau+Arg+0rntlys; 0. 726, 270. 106, 1+His+Asn+Tau+Pro+0rn+Val; 0. 726, 2
66. 039, 1+His+Asn+Arg+Gly+Thr+Phe; 0. 726, 268. 712, 1+His+Asn+0rn+Cys+Met+
Trp;0.726, 267. 369, 1+His+Asn+Asp+0rn+Lys+Val; 0. 726, 268. 311, 1+His+Tau+3
MeHis+0rn+Ile+Phe;0. 726, 269. 154, 1+His+0rn+Met+Val+Leu+Phe; 0. 726, 269. 9
97, 1+His+Asn+Taut+OrntLys+Met ;0. 726, 269. 988, 1+His+Asn+Tau+GLn+0rntLys;
0.726, 267,530, 1+His+Asn+Ser+Arg+Cit+Thr ;0. 726, 269. 987, 1+His+Asn+GLn+G
lu+Orn+Met ;0. 726, 273. 064, 1+His+3MeHis+Ser+Arg+Ala+0rn; 0. 726, 262, 674, 1
+His+Asn+Ser+Asp+Phe+BCAA; 0. 726, 263. 357, 1+His+Asn+Ser+Asp+Lys+Leu; 0.7
26, 267.912, 1+Asn+3MeHis+Asp+Thr+Val+I le; 0, 726, 269. 365, 1+His+Asn+GLn+C
it+0rntMet; 0. 726, 268. 345, 1+His+Asn+Arg+Gly+Cys+Leu; 0. 726, 270. 235, 1+Hi
s+Asn+Pro+0rn+Tyr+Val; 0. 726, 271. 954, 1+His+GLn+Gly+Ala+0rn+Cys; 0. 726, 2
66. 509, 1+His+Asn+TautAsp+Ala+0rn; 0. 726, 264, 938, 1+His+Asn+Arg+Gly+Asp+
Lys;0.726, 268. 582, 1+His+Asn+Arg+0rn+Val+Phe; 0. 726, 269. 248, 1+His+3MeHi
s+Cit+0rn+Phe+BCAA; 0. 726, 269. 058, 1+His+Thr+0rn+Va l+Phe+BCAA; 0. 726, 268
. 943, 1+His+Gly+0rn+Leu+Phe+Trp; 0. 726, 268. 382, 1+His+Asn+Ser+Arg+ThrtlLe
u;0.726, 270, 024, 1+His+Asn+0rn+Met+Val4+Trp;0. 726, 269. 948, 1+His+Asn+Tau
+3MeHis+0rn+Tyr ;0. 726, 270. 070, 1+His+Asn+Tau+Glu+Pro+0rn; 0. 726, 267. 838
, 14+His+Asn+Thr+I le+Phe+BCAA; 0. 726, 264. 547, 1+His+Asn+Tau+Gly+Asp+Ile; 0
. 726, 263, 490, 14+His+Asn+Ser+AsptLys+Tyr ;0. 726, 263. 363, 1+His+Asn+Ser+Gl
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ntAsp+Lys;0. 726, 265. 030, 1+His+Asn+Arg+Gly+Asp+Trp; 0. 726, 264, 322, 1+His
+Asn+G Lly+Asp+Lys+BCAA; 0. 726, 266. 773, 1+His+Asn+Asp+Ala+Orn+Met; 0. 726, 2
66.517, 1+His+Asn+Asp+GlutAla+0rn; 0. 726, 266. 335, 1+His+Asn+Arg+Asp+Cys+
Ile;0.726,269. 044, 1+His+Taut+Gln+GLly+0rn+Phe; 0. 726, 267. 170, 1+His+Asn+A
sp+0rntLys+Tyr ;0. 726, 269. 330, 1+His+3MeHis+Ser+0rn+Phe+BCAA; 0. 726, 269.
837, 1+His+Asn+Arg+Lys+Val+lLeu; 0. 726, 270, 001, 1+His+Asn+Tau+G lu+OrntMet
:0.726, 269. 382, 1+His+Asn+3MeHis+Arg+Glu+Orn; 0. 726, 268. 749, 1+His+Asn+0
rn+Cys+Lys+Trp; 0,726, 263. 198, 1+His+Asn+G Ly+Asp+Cit+BCAA; 0. 726, 269. 374
, 1+His+Asp+GlutOrn+Leut+Phe; 0. 726, 268. 427, 1+His+Asn+Ser+GLn+Arg+Gly; 0.
726, 270, 086, 1+His+Asn+GLln+0rn+tVal+Trp;0. 726, 270. 099, 1+His+Asn+G lutPro
+0rn+Trp;0.726, 270. 274, 1+His+Asn+Alat+OrntMet+Val; 0. 726, 262, 232, 1+His+
Asn+Ser+Asp+Thr+Cys; 0. 726, 263. 976, 1+His+Asn+G Lly+Asp+Glu+Cit; 0. 726, 266
.312, 1+His+Asn+3MeHis+Asp+Cit+Pro; 0, 726, 269. 046, 1+His+0rn+Tyr+Val+Leu
+Phe; 0. 726, 269. 056, 1+His+0rn+Met+Va l+Phe+BCAA; 0. 726, 268. 257, 1+His+Asn
+Ser+Arg+Thr+Met ;0. 726, 269. 812, 1+His+Asn+Tau+Pro+0rn+Trp; 0. 726, 270. 03
2, 1+His+Asn+3MeHis+Glut+Ala+0rn; 0, 726, 269. 932, 1+His+Asn+GLn+Arg+0rn+lLy
s;0.726, 269, 593, 1+His+Asn+GLln+Arg+Cit+0rn; 0. 726, 269. 585, 1+His+Asn+Ci t
+0rntMet+Val; 0. 726, 269. 823, 1+Asn+Asp+Thr+I le+Trp+BCAA; 0. 726, 267. 533, 1
+His+Asn+Arg+Cit+I le+BCAA; 0. 726, 269, 673, 1+His+Ser+GLn+0rn+LeutPhe; 0.7
25, 268. 956, 1+His+Asn+Gln+Arg+Gly+Leu; 0. 725, 267. 927, 1+His+Asn+Ser+Arg+
Gly+Cys;0.725, 269. 315, 1+His+Asn+Glu+Cit+Pro+0rn; 0. 725, 269. 264, 1+His+A
sn+Cit+0rn+Met+Trp; 0. 725, 266. 779, 1+Asn+3MeHis+Ser+Arg+Asp+Ile; 0,725, 2
62.774, 1+His+Asn+Ser+AsptMet+Phe; 0. 725, 270, 252, 1+His+Tau+3MeH i s+Asp+A
lat+0rn; 0. 725, 268. 516, 1+His+Ser+Asp+0rn+Phe+Trp;0. 725, 267. 719, 1+His+As
n+Ser+Arg+Thr+Val; 0. 725, 268. 157, 1+His+Asn+Ser+Arg+Cys+Leu; 0. 725, 268. 9
95, 1+His+Asn+Tau+Cit+0rn+Trp;0. 725, 262, 670, 1+His+Asn+Ser+Asp+GlutPro;
0.725, 266, 355, 1+His+Asn+Asp+Ala+0rn+Phe; 0. 725, 268. 140, 1+His+Asn+Tau+0
rntLys+Phe;0. 725, 266. 866, 1+His+Asn+Ser+Arg+Gly+Thr; 0, 725, 269. 296, 1+Hi
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s+Asn+3MeHis+Cit+0rn+Trp;0. 725, 267. 243, 1+His+Asn+G Ln+Asp+0rn+Trp; 0, 72
5, 268. 335, 1+His+Asn+3MeHis+0rn+Lys+Phe; 0. 725, 263. 246, 1+His+Asn+Gly+As
p+Cit+Tyr;0.725,270. 033, 1+His+Ser+Cit+0rn+LeutPhe; 0. 725, 269, 993, 1+His
+Asn+Tau+GLln+0rn+Val; 0. 725, 269, 929, 1+His+Asn+GLn+Arg+Orn+Val; 0. 725, 26
2.636, 1+HistAsn+Ser+Asp+Tyr+Phe; 0. 725, 268, 242, 1+His+Asn+GLn+Cit+0rn+P
he;0.725, 269. 441, 1+His+Tau+Ser+0rn+Leu+Phe; 0. 725, 270. 092, 1+His+Asn+Se
r+Thr+Phe+Trp;0. 725, 270, 575, 1+His+Asn+Gly+Lys+Val+Ile; 0. 725, 270, 128, 1
+His+Asn+Pro+0rn+Tyr+Trp; 0. 725, 268, 049, 1+His+Asn+Asp+Glu+Thr+Trp;0.72
5, 268. 241, 1+His+Asn+Asp+Thr+I le+Trp; 0. 725, 267. 998, 1+His+Asn+Tau+GLn+0
rn+Phe; 0. 725, 268. 655, 1+His+Ser+Ala+0rn+Cys+Phe; 0, 725, 268. 923, 1+His+Gl
y+Alat+0rn+Cys+Phe; 0. 725, 268, 309, 1+His+Asn+Ser+Arg+Glu+Thr ;0. 725, 268. 2
25, 1+His+Asn+Gly+Thr+Val+Ile; 0. 725, 263. 484, 1+His+Asn+Ser+Asp+Lys+Met;
0.725, 269, 947, 1+His+Asn+GLn+0rn+Lys+Met ; 0. 725, 269. 452, 1+His+Asn+Cit+0
rntVal+Trp;0.725, 267. 683, 1+His+Asn+Tau+Cit+0rn+Phe; 0. 725, 264. 490, 1+As
n+Ser+Asp+Thr+I le+Phe; 0. 725, 267. 797, 1+His+Ser+0rn+Cys+LeutPhe; 0. 725, 2
68. 560, 1+His+GLn+Gly+Asp+0rn+Phe; 0. 725, 269, 088, 1+Asn+Asp+Thr+Tyr+Val+
Ile;0.725,269. 396, 1+His+Asn+Tau+Glu+Cit+0rn; 0. 725, 269. 832, 1+His+Asn+G
[n+Arg+0rn+Trp; 0. 725, 270. 059, 1+His+Asn+Arg+0rn+Lys+Val; 0. 725, 268. 749,
T+His+Asn+0rn+Cys+Tyr+Trp; 0. 725, 267.616, 1+His+Asn+Arg+Asp+Thr+Trp;0.7
25, 267.296, 1+His+Asn+Gly+Thr+I le+Phe; 0. 725, 265. 346, 1+Asn+Ser+Asp+Thr+
Pro+0rn; 0,725, 266. 565, 1+His+Asn+Asp+Cit+Val+Leu; 0. 725, 269, 930, 1+His+S
er+0rn+Tyr+Leut+Phe; 0. 725,270,703, 1+His+Gly+Ci t+0rn+Phe+BCAA

[21. £4ZF2ZHOA]

0.723, 255. 038, 1+ALB+ALT;0. 720, 261, 158, 1+ALB+AST; 0. 716, 260. 041, 1+ALB+N
EFA;0.715, 258. 893, 1+ALB+BUN; 0, 706, 261. 403, 1+ALB+T-BIL ;0. 704, 263. 905, 1
+ALB+Glc; 0. 704, 263. 684, 1+ALB+gGT; 0. 700, 263. 426, 1+ALB+Ca; 0. 700, 263. 479
, 1+ALB+BHBA

[22., £{ZE3EHDOA]
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0.735, 253,211, 1+ALB+BUN+ALT; 0. 734, 258. 533, 1+ALB+AST+NEFA; 0. 728, 256. 52
1, 1+ALB+AST+ALT; 0. 728, 259, 757, 1+ALB+AST+T-BIL ;0. 727, 256. 324, 1+ALB+ALT
+T-BIL;0.727, 255. 913, 1+ALB+ALT+NEFA; 0. 725, 256. 962, 1+ALB+ALT+Glc;0. 725
, 258. 863, 1+ALB+BUN+AST ; 0. 725, 256. 900, 14TP+ALB+ALT; 0. 724, 258. 078, 1+ALB
+BUN+T-BIL;0.724, 256, 915, 1+ALB+ALT+TG; 0. 724, 256, 456, 1+ALB+ALT+TCHO; 0.
723, 257. 022, 1+ALB+ALT+gGT; 0. 723, 262. 537, 1+ALB+AST+BHBA; 0. 723, 262. 767,
1+TP+ALB+AST; 0. 723, 256. 757, 1+ALB+ALT+BHBA; 0. 723, 256. 552, 1+ALB+Ca+ALT;
0.722, 258, 215, 1+ALB+BUN+NEFA; 0, 721, 262. 733, 1+ALB+Ca+AST; 0. 720, 263. 100
, 1+ALB+AST+GLc; 0. 718, 263. 152, 1+ALB+AST+gGT; 0. 718, 262. 730, 1+ALB+AST+TG
10,717, 262. 659, 1+ALB+AST4TCHO; 0. 717, 260. 265, 1+ALB+BUN+BHBA; 0. 717, 260.
771, 1+ALB+BUN+G Lc; 0. 717, 262. 036, 1+ALB+NEFA+TG; 0. 716, 262, 040, 1+ALB+NEF
A+Glc;0.716, 261. 623, 1+TP+ALB+NEFA; 0. 716, 262. 038, 1+ALB+NEFA+T-BIL ;0. 71
6, 262. 022, 1+ALB+NEFA+BHBA; 0. 716, 260. 406, 14TP+ALB+BUN; 0. 715, 261. 977, 1+
ALB+gGT+NEFA;0, 715, 261, 777, 1+ALB+Ca+NEFA; 0, 714, 260, 256, 1+ALB+BUN+Ca; 0
.714,260. 795, 1+ALB+BUN+gGT; 0. 712, 260. 311, 1+ALB+BUN+TCHO; 0. 710, 260. 586
, 1+ALB+BUN+TG; 0. 710, 263. 196, 1+ALB+gGT+T-BIL ;0. 709, 263. 250, 1+ALB+T-BIL
+BHBA; 0. 708, 263. 029, 1+TP+ALB+T-BIL ; 0. 708, 263. 072, 1+ALB+Ca+T-BIL ;0. 708
, 260.737, 1+ALB+NEFA+TCHO; 0. 705, 265. 284, 1+TP+ALB+gGT; 0. 705, 263. 334, 1+A
LB4T-BIL+TG;0.705, 265, 661, 1+ALB+gGT+Glc;0. 705, 263. 372, 1+ALB+T-BIL4Glc
;0.704, 262, 427, 1+ALB+T-BIL+TCHO; 0. 704, 265, 225, 1+ALB+Ca+gGT;0. 704, 265,
269, 1+ALB+gGT+BHBA; 0. 700, 265, 135, 14TP+ALB+BHBA; 0. 700, 265, 163, 1+ALB+gG
T+TG
[23. £{F4ZHOA]

0.739, 254. 351, 1+ALB+BUN+ALT+T-BIL ;0. 739, 254. 641, 1+ALB+BUN+ALT+NEFA; 0.
737, 254, 938, 1+ALB+BUN+ASTHALT; 0. 737, 254, 677, 1+ALB+BUN+Ca+ALT;0. 737, 25
4,892, 14TP+ALB+BUN+ALT ; 0. 736, 255. 038, 1+ALB+BUN+ALT+G Lc;0. 736, 254. 733,
1+ALB+BUN+ALT+BHBA; 0. 736, 255. 206, 1+ALB+BUN+ALT+gGT; 0. 736, 257. 734, 1+AL
B+BUN+AST+NEFA; 0. 735, 255, 202, 1+ALB+BUN+ALT+TG; 0. 735, 254. 733, 1+ALB+BUN
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+ALT+TCHO; 0. 735, 259. 856, 14TP+ALB+AST4NEFA; 0. 734, 260. 519, 1+ALB+AST+NEF
A+Glc;0.734, 260, 436, 1+ALB+AST+NEFA+TG; 0, 734, 257, 484, 1+ALB+BUN+AST+T-B
IL;0.734, 260. 531, 1+ALB+AST+NEFA+BHBA; 0. 733, 256. 921, 1+ALB+AST+ALT+NEFA
;0.733, 260. 356, 1+ALB+Ca+AST+NEFA; 0. 733, 260. 499, 1+ALB+AST+NEFA+T-BIL ;0
. 732, 260. 305, 1+ALB+AST+gGT+NEFA; 0. 730, 259. 904, 1+ALB+AST+NEFA+TCHO; 0. 7
30, 257. 387, 1+ALB+AST+ALT+T-BIL ;0. 730, 260. 174, 1+ALB+BUN+AST+BHBA; 0. 730
, 257. 656, 1+TP+ALB+ALT+NEFA; 0. 729, 261. 129, 1+TP+ALB+AST+T-BIL ;0. 729, 258
. 134, 1+ALB+AST+ALT+BHBA; 0. 729, 260. 723, 1+ALB+BUN+AST4G Lc; 0. 729, 257. 883
, T+ALB+AST+ALT+TCHO; 0. 729, 261. 657, 1+ALB+AST+T-BIL+BHBA; 0. 728, 258. 430,
1+ALB+AST+ALT+GLc; 0. 728, 258. 068, 1+ALB+Ca+AST+ALT; 0. 728, 257. 895, 1+ALB+
ALT+NEFA+GLc; 0. 728, 258. 329, 14TP+ALB+AST+ALT; 0. 728, 261. 748, 1+ALB+AST+T
~BIL+Glc;0.728, 261. 534, 1+ALB+Ca+AST+T-BIL ;0. 728, 258. 509, 1+ALB+AST+ALT
+9GT;0. 728, 258. 109, 1+TP+ALB+ALT+T-BIL;0.727, 261, 756, 1+ALB+AST+T-BIL+T
G;0.727, 257. 332, 1+ALB+ALT4NEFA+TCHO; 0. 727, 258. 307, 1+ALB+ALT+gGT+T-BIL
;0.727,261.700, 14ALB+AST+gGT+T-BIL ;0. 727, 258. 320, 1+ALB+ALT+T-BIL+TG;0
.727,258. 320, 1+ALB+ALT+T-BIL+Glc;0. 727, 258, 324, 1+ALB+ALT+T-BIL+BHBA; 0
.727,260. 357, 1+ALB+BUN+Ca+AST; 0. 727, 258. 748, 14TP+ALB+ALT+TG; 0. 727, 257
.913, 1+ALB+ALT4NEFA+T-BIL ;0. 727, 258. 407, 1+ALB+AST+ALT+TG; 0. 727, 257. 89
4, 1+ALB+ALT+NEFA+TG; 0. 727, 257. 913, 1+ALB+ALT+gGT+NEFA; 0. 726, 257. 907, 1+
ALB+ALT+NEFA+BHBA; 0. 726, 258, 844, 14TP+ALB+ALT+9GT; 0. 726, 257. 780, 1+ALB+
ALT+T-BIL+TCHO; 0. 726, 261, 320, 1+ALB+AST+T-BIL+TCHO; 0. 726, 263. 947, 14TP+
ALB+AST+BHBA; 0. 726, 257. 579, 1+ALB+Ca+ALT+NEFA; 0. 726, 257, 948, 1+ALB+Ca+A
LT4T-BIL;0. 726, 258. 522, 1+TP+ALB+ALT+BHBA; 0. 726, 258. 677, 1+ALB+ALT+BHBA
4TG;0. 725, 258. 279, 1+ALB+ALT+TG+TCHO; 0. 725, 258. 372, 1+TP+ALB+Ca+ALT;0.7
25, 260. 202, 1+TP+ALB+BUN+AST; 0. 725, 258. 393, 1+ALB+ALT+G Lc+TCHO; 0. 725, 25
8.834, 14+ALB+ALT+GLc+TG; 0. 725, 258. 366, 1+TP+ALB+ALT+TCHO; 0. 725, 258. 824,
1+TP+ALB+ALT+GLc

[0132] [24. &£{tF5ZHDA]
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0.740, 255, 932, 1+TP+ALB+BUN+ALT+T-BIL ;0. 740, 256. 577, 1+ALB+BUN+ALT+NEFA
+TG;0. 740, 256, 293, 1+ALB+BUN+ALT+T-BIL4TG; 0. 740, 255, 934, 1+ALB+BUN+Ca+A
LT4T-BIL;0. 740, 256. 622, 1+ALB+BUN+ALT+gGT+NEFA; 0. 740, 255, 931, 1+ALB+BUN
+ALT+T-BIL+TCHO; 0. 740, 256, 125, 1+ALB+BUN+AST+ALT+NEFA; 0. 739, 255. 778, 1+
ALB+BUN+AST+ALT+T-BIL ;0. 739, 256. 201, 1+ALB+BUN+ALT+NEFA+TCHO; 0. 739, 256
. 351, 1+ALB+BUN+ALT+NEFA+T-BIL ; 0. 739, 256. 244, 1+TP+ALB+BUN+ALT+NEFA; 0. 7
39, 256. 213, 1+ALB+BUN+Ca+ALT+NEFA; 0. 739, 256. 316, 1+ALB+BUN+ALT+T-BIL+BH
BA;0.738, 256, 346, 1+ALB+BUN+ALT+gGT+T-BIL ;0. 738, 256, 293, 14TP+ALB+BUN+C
a+ALT;0. 738, 256. 293, 1+ALB+BUN+ALT+T-BIL+Glc; 0. 738, 256. 517, 1+ALB+BUN+A
LT+NEFA4GLc; 0. 738, 256. 442, 1+ALB+BUN+Ca+ASTHALT; 0. 737, 256, 247, 1+TP+ALB
+BUN+ALT+BHBA; 0. 737, 256. 389, 1+ALB+BUN+AST+ALT+TCHO; 0. 737, 256. 406, 1+AL
B+BUN+AST+ALT+BHBA; 0. 737, 256. 447, 1+ALB+BUN+ALT+NEFA+BHBA; 0. 737, 256. 76
2, 1+ALB4BUN+AST+ALT4GLc; 0. 737, 256. 662, 1+ALB+BUN+Ca+ALT+gGT; 0. 737, 256.
563, 1+TP+ALB+BUN+AST4ALT; 0. 737, 256. 492, 1+TP+ALB+BUN+ALT+TCHO; 0. 737, 25
9.597, 1+ALB+BUN+AST+NEFA+TG; 0. 737, 259. 637, 1+ALB+BUN+AST+NEFA+GLc; 0. 73
7,256. 186, 1+ALB+BUN+Ca+ALT+TCHO; 0. 737, 256. 665, 1+ALB+BUN+Ca+ALT+TG;0.7
37, 256. 232, 1+ALB+BUN+ALT+BHBA+TCHO; 0. 737, 256. 563, 1+ALB+BUN+ALT+G Lc+TC
HO;0. 736, 256. 870, 14TP+ALB+BUN+ALT+TG; 0. 736, 256. 930, 1+ALB+BUN+AST+ALT+
TG; 0. 736, 256. 620, 1+ALB+BUN+Ca+ALT+GLc;0. 736, 257. 029, 1+ALB+BUN+ALT+gGT
4Glc;0. 736, 256. 714, 1+ALB+BUN+ALT+gGT+BHBA; 0. 736, 256. 887, 1+TP+ALB+BUN+
ALT+gGT;0.736, 256. 726, 1+TP+ALB+BUN+ALT+Gc; 0. 736, 259. 465, 1+ALB+BUN+Ca
+AST+NEFA; 0. 736, 258. 528, 14TP+ALB+AST+ALT+NEFA; 0. 736, 256. 673, 1+ALB+BUN
+ALT+BHBA+G Lc; 0. 736, 259, 456, 1+ALB+BUN+AST+gGT+NEFA; 0. 736, 256, 377, 1+AL
B+BUN+Ca+ALT+BHBA; 0. 735, 256. 733, 1+ALB+BUN+ALT+BHBA+TG; 0. 735, 257. 194, 1
+ALB+BUN+ALT+gGT+TG; 0. 735, 262. 402, 1+ALB+AST+NEFA+T-BIL+TG;0. 735, 261.7
76, 1+TP+ALB+AST+NEFA+TG; 0. 735, 259. 472, 1+ALB+BUN+AST+T-BIL+Glc; 0. 735, 2
56.733, 1+ALB+BUN+ALT+gGT+TCHO; 0. 735, 259. 423, 1+ALB+BUN+AST4T-BIL+TG;0.
735, 258. 916, 1+TP+ALB+BUN+AST4NEFA; 0. 735, 257. 023, 1+ALB4BUN+ALT+G Lc4TG;
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0.735, 256. 866, 1+ALB+BUN+AST+ALT+gGT; 0. 735, 261, 843, 1+TP+ALB+AST+NEFA+G
lc;0.735, 261, 809, 1+TP+ALB+AST+NEFA+T-BIL ;0. 734, 262. 436, 1+ALB+AST+NEFA
+BHBA+TG; 0. 734, 259. 623, 1+ALB+BUN+AST+NEFA+BHBA; 0. 734, 261, 821, 14TP+ALB
+AST+NEFA+BHBA; 0. 734, 259. 273, 1+ALB+BUN+AST+NEFA+T-BIL ;0. 734, 256. 709, 1
+ALB+BUN+ALT+TG+TCHO; 0. 734, 258. 892, 1+ALB+AST+ALT+NEFA+G Lc; 0. 734, 259, 3
06, 1+ALB+BUN+AST+NEFA+TCHO; 0. 734, 262, 268, 1+ALB+Ca+AST+NEFA+TG;0. 734, 2
62. 519, 1+ALB+AST+NEFA+BHBA+G Lc; 0. 734, 258. 903, 1+ALB+AST+ALT+NEFA+BHBA;
0.734, 259, 338, 1+ALB+BUN+AST+gGT+T-BIL ;0. 734, 258. 852, 1+ALB+AST+ALT+NEF
A+TG;0.734, 261, 636, 1+TP+ALB+Ca+AST+NEFA; 0. 734, 262, 494, 1+ALB+AST+NEFA+
T-BIL+Glc;0.734, 259, 199, 14+ALB+BUN+Ca+AST+T-BIL ;0. 734, 262. 426, 1+ALB+AS
T+NEFA+GLc4TG; 0. 734, 258, 333, 1+ALB+AST+ALT+NEFA+TCHO; 0. 733, 262. 229, 1+A
LB+AST+gGT+NEFA+TG; 0. 733, 258. 909, 1+ALB+AST+ALT+NEFA+T-BIL ;0. 733, 262. 3
56, 1+ALB+Ca+AST+NEFA+GLc; 0. 733, 259. 053, 1+TP+ALB+AST+ALT+T-BIL ;0. 733, 2
58.655, 1+ALB+Ca+AST+ALT+NEFA; 0. 733, 259. 472, 1+ALB+BUN+AST4+T-BIL+BHBA; 0
. 733, 262. 355, 1+ALB+Ca+AST+NEFA+BHBA; 0, 733, 262. 326, 1+ALB+Ca+AST+NEFA+T
-BIL;0. 733, 262. 289, 1+ALB+AST+gGT+NEFA+GLc; 0. 733, 261, 814, 1+ALB+AST+NEF
A+TG+TCHO; 0. 733, 261, 175, 14TP+ALB+AST+NEFA+TCHO; 0. 733, 258. 596, 14TP+ALB
+BUN+AST+T-BIL ;0. 733, 262. 493, 1+ALB+AST+NEFA+T-BIL+BHBA; 0. 733, 259. 200,
1+ALB+BUN+AST+T-BIL+TCHO; 0. 732, 262. 287, 1+ALB+AST+gGT+NEFA+T-BIL ;0. 732
, 262. 302, 1+ALB+AST+gGT+NEFA4BHBA; 0. 732, 262. 121, 1+ALB+BUN+AST+BHBA+G Lc
10,732, 261,780, 14TP+ALB+AST+gGT+NEFA; 0. 732, 258, 790, 1+ALB+AST+ALT+gGT+
NEFA;0. 732, 258. 795, 1+ALB+AST+ALT+T-BIL+TCHO; 0. 731, 262. 118, 1+ALB+Ca+AS
T+gGT+NEFA;0. 731, 259, 109, 14TP+ALB+ALT+NEFA+TCHO; 0. 731, 261, 894, 1+ALB+A
ST+NEFA+T-BIL+TCHO;0. 731, 261, 903, 1+ALB+AST+NEFA+GLc+TCHO; 0. 731, 259. 83
1, 1+ALB+Ca+AST+ALT+BHBA; 0. 731, 259. 282, 14+TP+ALB+Ca+ALT+NEFA; 0. 731, 259.
420, 1+ALB+Ca+AST+ALT+TCHO; 0. 731, 259. 464, 1+ALB+AST+ALT+BHBA+TCHO; 0. 730
,261. 904, 1+ALB+AST+NEFA+BHBA+TCHO; 0. 730, 259. 081, 1+ALB+Ca+AST+ALT4T-BI
L;0.730, 259. 386, 1+ALB+AST+ALT4T-BIL+TG;0. 730, 259. 383, 1+ALB+AST+ALT4T-
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BIL+Glc;0.730, 259. 385, 1+ALB+AST+ALT+T-BIL+BHBA; 0. 730, 259. 631, 14TP+ALB
+ALT+gGT+NEFA; 0. 730, 259, 643, 1+TP+ALB+ALT+NEFA+TG; 0. 730, 259. 628, 14TP+A
LB+ALT+NEFA+BHBA; 0. 730, 259. 655, 1+TP+ALB+ALT+NEFA+T-BIL ;0. 730, 259. 713,
1+ALB+ASTHALT+TG4TCHO; 0. 730, 259. 638, 1+TP+ALB+ALT+NEFA+GLc; 0. 730, 263. 1
26, 14TP+ALB+AST+T-BIL+TG;0. 729, 260. 065, 1+ALB+AST+ALT+BHBA+TG;0. 729, 26
0.117, 1+ALB+AST+ALT+BHBA+G Lc; 0. 729, 263. 118, 14TP+ALB+AST+T-BIL+Glc;0.7
29, 263. 128, 1+TP+ALB+AST+gGT+T-BIL ;0. 729, 259. 802, 1+TP+ALB+AST+ALT+BHBA
10.729, 262, 856, 14TP+ALB+Ca+AST+T-BIL ;0. 729, 261. 277, 1+TP+ALB+BUN+AST+B
HBA;0. 729, 260. 036, 1+TP+ALB+ALT+gGT+T-BIL;0. 729, 259, 881, 1+ALB+AST+ALT+
gGT+TCHO; 0. 729, 262. 070, 1+ALB+BUN+AST+gGT+BHBA; 0. 729, 261,735, 1+ALB+Ca+
AST+NEFA+TCHO; 0. 729, 259. 798, 1+ALB+AST+ALT+GLc+TCHO; 0. 729, 259, 347, 1+AL
B+AST+ALT+gGT+T-BIL ;0. 729, 263. 657, 1+ALB+AST+T-BIL+BHBA+GLc;0. 729, 263,
102, 14TP+ALB+AST4T-BIL4BHBA; 0. 729, 261, 873, 1+ALB+BUN+AST+BHBA+TCHO; 0. 7
29, 261. 869, 1+ALB+BUN+Ca+AST+BHBA; 0. 729, 260. 240, 1+TP+ALB+AST+ALT+GLc; 0
. 729, 260. 183, 14TP+ALB+AST+ALT+TG;0. 729, 259. 953, 1+ALB+Ca+AST+ALT+TG; 0.
728, 263,657, 1+ALB+AST+T-BIL+BHBA+TG; 0. 728, 259, 691, 1+TP+ALB+Ca+ALT+T-B
IL;0.728, 260. 329, 1+TP+ALB+AST+ALT+gGT; 0. 728, 260. 052, 1+ALB+Ca+AST+ALT+
Glc;0.728, 262. 082, 14TP+ALB+BUN+AST+GLc; 0. 728, 259. 766, 14TP+ALB+AST+ALT
+TCHO; 0. 728, 260. 100, 1+TP+ALB+ALT+T-BIL+TG; 0. 728, 263. 747, 1+ALB+AST+T-B
IL+GLc+TG; 0. 728, 263. 491, 1+ALB+Ca+AST+T-BIL+Glc; 0. 728, 260. 415, 1+ALB+AS
T+ALT+gGT+Glc; 0. 728, 260. 308, 1+ALB+AST+ALT+GLc+TG; 0. 728, 262. 666, 1+ALB+
BUN+AST+gGT+Glc; 0. 728, 262. 308, 1+ALB+BUN+Ca+AST+GLc; 0. 728, 259. 892, T+AL
B+ALT+NEFA+T-BIL+GLlc;0.728, 259, 895, 1+ALB+ALT+gGT+NEFA+GLc;0. 728, 260. 0
99, 1+ALB+AST+ALT+gGT+BHBA; 0. 728, 259. 325, 1+ALB+ALT+NEFA+G Lc+TCHO; 0. 728
, 259, 831, 14+TP+ALB+Ca+ASTHALT; 0. 728, 261, 621, 1+TP+ALB+BUN+Ca+AST; 0, 728,
260. 047, 1+ALB+Ca+AST+ALT+9GT; 0. 728, 259. 894, 1+ALB+ALT+NEFA+BHBA+G Lc; 0.
728, 261. 656, 1+ALB+AST+gGT+NEFA+TCHO; 0. 728, 260. 305, 1+ALB+ALT+gGT+T-BIL
+TG;0. 727, 260. 167, 14TP+ALB+ALT+TG+TCHO; 0. 727, 260. 712, 14TP+ALB+ALT+gGT
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+TG;0. 727, 259, 750, 1+ALB+ALT+gGT+T-BIL+TCHO; 0. 727, 263. 533, 1+ALB+Ca+AST
+T-BIL+TG;0.727, 262. 688, 14TP+ALB+AST+T-BIL+TCHO; 0. 727, 260, 298, 14TP+AL
B+ALT+gGT+TCHO; 0. 727, 260. 105, 14TP+ALB+ALT+T-BIL+BHBA; 0. 727, 260. 306, 1+
ALB+ALT+gGT+T-BIL+BHBA; 0. 727, 259. 326, 1+ALB+ALT+NEFA+TG+TCHO; 0. 727, 259
331, 1+ALB+ALT+gGT+NEFA+TCHO; 0. 727, 260. 106, 1+TP+ALB+ALT+T-BIL+Glc; 0. 7
27,262. 037, 1+ALB+BUN+AST+BHBA+TG; 0. 727, 260. 381, 1+ALB+AST+ALT+gGT+TG; 0
.727,260. 320, 1+ALB+ALT+T-BIL+BHBA+TG; 0. 727, 259, 879, 1+ALB+ALT+NEFA+GLc
+TG;0. 727, 260. 319, 1+ALB+ALT+T-BIL+BHBA+GLc; 0. 727, 259. 761, 1+ALB+ALT+T-
BIL+TG+TCHO; 0. 727, 262. 435, 1+ALB+BUN+AST+G Lc4+TCHO; 0. 727, 260. 303, 1+ALB+
ALT+gGT+T-BIL+Glc;0.727, 259, 567, 1+ALB+Ca+ALT+NEFA+TG; 0. 727, 259. 893, 1+
ALB+ALT+gGT+NEFA+TG; 0. 727, 263. 376, 1+ALB+Ca+AST+T-BIL+BHBA; 0. 727, 262, 2
89, 1+ALB+BUN+Ca+AST+gGT; 0. 727, 259. 912, 1+ALB+ALT+gGT+NEFA+T-BIL ;0. 727,
263.612, 1+ALB+AST+gGT+T-BIL+BHBA; 0. 727, 260. 471, 1+TP+ALB+ALT+gGT+BHBA;
0.727, 259. 327, 1+ALB+ALT+NEFA+BHBA+TCHO; 0. 727, 259. 329, 1+ALB+ALT+NEFA+T
~BIL+TCHO;0.727, 259. 617, 14TP+ALB+ALT+T-BIL+TCHO;0. 727, 260, 315, 1+ALB+A
LT4T-BIL+GLc4TG; 0. 727, 259, 894, 1+ALB+ALT+NEFA+T-BIL+TG; 0. 727, 263. 692, 1
+ALB+AST+gGT+T-BIL4GLc; 0. 726, 259. 780, 1+ALB+ALT+T-BIL+BHBA+TCHO; 0. 726,
259. 931, 1+ALB+Ca+ALT+T-BIL+BHBA; 0. 726, 259. 940, 1+ALB+Ca+ALT+gGT+T-BIL;
0.726, 259. 779, 1+ALB+ALT+T-BIL+G Lc+TCHO; 0. 726, 265. 672, 14TP+ALB+Ca+AST+
BHBA; 0. 726, 259. 400, 1+ALB+Ca+ALT+T-BIL+TCHO; 0. 726, 265. 946, 1+TP+ALB+AST
+BHBA+G Lc;0. 726, 263, 099, 1+ALB+Ca+AST+T-BIL+TCHO; 0. 726, 259, 907, 1+ALB+A
LT+gGT+NEFA+BHBA; 0. 726, 263. 697, 1+ALB+AST+gGT+T-BIL+TG; 0. 726, 259. 579, 1
+ALB+Ca+ALT+gGT+NEFA; 0. 726, 263. 315, 1+ALB+AST+T-BIL+TG+TCHO; 0. 726, 259.
890, 1+ALB+ALT+NEFA+BHBA+TG; 0. 726, 259. 578, 1+ALB+Ca+ALT+NEFA+BHBA; 0. 726
, 259. 996, 14TP+ALB+ALT+BHBA+TCHO; 0. 726, 265. 946, 14TP+ALB+AST+gGT+BHBA ; 0
. 726, 259. 004, 1+ALB+Ca+ALT+NEFA4TCHO; 0. 726, 259. 941, 1+ALB+Ca+ALT+T-BIL+
TG;0.726,259. 901, 1+ALB+ALT+NEFA+T-BIL+BHBA; 0. 726, 263. 300, 1+ALB+AST+T-
BIL+GLc+TCHO; 0. 726, 260. 418, 14TP+ALB+ALT+BHBA+TG; 0. 726, 262, 516, 1+ALB+B
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[0133]

UN+AST+G Lc+TG; 0. 726, 260. 674, 1+ALB+ALT+gGT+BHBA+TG; 0. 726, 260, 773, 14TP+
ALB+ALT+gGT+Glc; 0. 726, 259. 579, 1+ALB+Ca+ALT+NEFA+GLc; 0. 726, 259. 578, 1+A
LB+Ca+ALT+NEFA+T-BIL ;0. 726, 263. 467, 1+ALB+Ca+AST+gGT+T-BIL ;0. 726, 260. 6
66, 1+TP+ALB+ALT+GLc+TG; 0. 726, 260. 143, 1+ALB+ALT+gGT+BHBA+TCHO; 0. 726, 26
3.214, 14ALB+AST+T-BIL+BHBA+TCHO; 0. 726, 260. 829, 1+ALB+ALT+gGT+G Lc+TG; 0.
725, 260. 363, 1+ALB+ALT+gGT+G Lc+TCHO; 0. 725, 262. 202, 1+TP+ALB+BUN+AST+gGT
;0.725, 260. 332, 14TP+ALB+Ca+ALT+gGT; 0. 725, 259. 844, 1+TP+ALB+Ca+ALT+TCHO
;0.725, 260. 213, 14ALB+ALT+G Lc+TG+TCHO; 0. 725, 259. 940, 1+ALB+Ca+ALT+T-BIL
+Glc;0. 725, 260, 041, 1+ALB+ALT+BHBA+TG+TCHO; 0. 725, 260. 306, 1+TP+ALB+ALT+
GLc+TCHO; 0. 725, 260. 264, 1+ALB+ALT+gGT+TG+TCHO
[25. £{F6ZEHDOA]

0.743, 257,619, 1+TP+ALB+BUN+AST+ALT+NEFA; 0. 742, 257. 680, 1+ALB+BUN+AST+A
LT+T-BIL+TG; 0. 741, 258. 010, 1+ALB+BUN+AST+ALT4NEFA4TG; 0. 741, 257. 432, 14A
LB+BUN+Ca+AST+ALT+T-BIL ;0. 741, 257. 757, 14TP+ALB+BUN+Ca+ALT+NEFA; 0. 740,
257.900, 1+ALB+BUN+ALT+T-BIL+TG+TCHO; 0. 740, 257. 768, 1+ALB+BUN+Ca+AST+AL
T+NEFA; 0. 740, 257. 726, 1+ALB+BUN+AST+ALT+T-BIL+GLc; 0. 740, 257. 283, 1+ALB+
BUN+AST+ALT4T-BIL+TCHO; 0. 740, 257. 504, 1+ALB+BUN+Ca+ALT+T-BIL+TCHO;0. 74
0, 257. 637, 1+ALB+BUN+AST+ALT+NEFA+TCHO; 0. 740, 257. 876, 14TP+ALB+BUN+ALT+
T-BIL+Glc;0.740, 257, 931, 14TP+ALB+BUN+ALT+NEFA+T-BIL ;0. 740, 257. 754, 1+A
LB+BUN+AST+ALT+T-BIL+BHBA; 0. 740, 257. 772, 1+ALB+BUN+AST+ALT+NEFA+T-BIL ;
0.740, 257. 931, 1+ALB+BUN+ALT+gGT+T-BIL+TCHO; 0. 740, 257. 892, 1+TP+ALB+BUN
+ALT+T-BIL4TG; 0. 740, 258, 288, 1+ALB+BUN+ALT+NEFA+T-BIL+TG;0. 740, 257, 651
, 1+ALB+BUN+AST+ALT+gGT+T-BIL ;0. 740, 257, 880, 1+ALB+BUN+Ca+AST+ALT+TCHO;
0.740, 257. 922, 1+TP+ALB+BUN+ALT+gGT+T-BIL ;0. 740, 257. 243, 14TP+ALB+BUN+A
ST+ALT4T-BIL ;0. 740, 257. 999, 1+ALB+BUN+AST+ALT+NEFA+GLc; 0, 740, 258, 380, 1
+ALB+BUN+Ca+AST+ALT+GLc; 0. 740, 257. 453, 1+TP+ALB+BUN+Ca+ALT+T-BIL ;0. 740
, 258, 565, 1+ALB+BUN+ALT+gGT+NEFA+TG; 0. 740, 258. 343, 1+ALB+BUN+AST+ALT+BH
BA+Glc;0. 740, 258. 182, 1+ALB+BUN+Ca+ALT+gGT+NEFA; 0. 740, 257, 931, 1+ALB+BU
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N+ALT+NEFA+T-BIL+TCHO; 0. 740, 258. 291, 1+ALB+BUN+ALT+gGT+T-BIL+TG;0. 740,
257. 928, 1+ALB+BUN+AST+ALT+NEFA+BHBA; 0. 740, 257. 933, 1+ALB+BUN+Ca+ALT+NE
FA+T-BIL;0. 740, 257. 587, 1+TP+ALB+BUN+ALT+T-BIL+TCHO; 0. 739, 258. 266, 1+AL
B+BUN+ALT+T-BIL+BHBA+TG; 0. 739, 261. 515, 1+ALB+BUN+AST+NEFA+G Lc+TG; 0. 739
, 258. 165, 1+ALB+BUN+ALT+NEFA+TG+TCHO; 0. 739, 258. 191, 1+ALB+BUN+ALT+gGT+N
EFA+TCHO; 0. 739, 257. 768, 1+ALB+BUN+Ca+ALT+NEFA+TCHO; 0. 739, 257. 925, 1+ALB
+BUN+Ca+ALT+T-BIL+GLc; 0. 739, 258. 286, 1+ALB+BUN+ALT+gGT+T-BIL+Glc;0.739
, 258, 248, 1+ALB+BUN+ALT+T-BIL+G Lc+TG; 0. 739, 258. 247, 1+TP+ALB+BUN+Ca+ALT
+Glc;0. 739, 257. 809, 1+ALB+BUN+AST+ALT+BHBA+TCHO; 0. 739, 257, 865, 14TP+ALB
+BUN+ALT+NEFA+TCHO; 0, 739, 257. 929, 1+ALB+BUN+Ca+ALT+T-BIL+BHBA; 0. 739, 25
7.875, 1+ALB+BUN+ALT+T-BIL+G Lc+TCHO; 0. 739, 258. 307, 1+ALB+BUN+ALT+gGT+T-
BIL+BHBA; 0. 739, 258. 123, 1+TP+ALB+BUN+ALT+NEFA+G Lc; 0. 739, 258. 004, 1+4TP+A
LB+BUN+Ca+AST+ALT; 0. 739, 257. 882, 1+ALB+BUN+ALT+T-BIL+BHBA+TCHO; 0. 739, 2
58. 198, 14TP+ALB+BUN+ALT+NEFA+TG; 0. 739, 258. 495, 1+ALB+BUN+ALT+gGT+NEFA+
Glc;0.739, 258, 244, 14TP+ALB+BUN+ALT+gGT+NEFA; 0. 739, 258, 172, 1+ALB+BUN+C
atALT+NEFA+GLc; 0. 739, 258. 315, 1+ALB+BUN+ALT+NEFA+T-BIL+BHBA; 0. 739, 258.
168, 1+ALB+BUN+Ca+ALT+NEFA+TG; 0. 739, 257. 837, 1+TP+ALB+BUN+ALT+T-BIL+BHB
A;0.739, 257. 939, 1+ALB+BUN+AST+ALT+gGT+NEFA; 0. 739, 258. 089, 1+ALB+BUN+AL
T+NEFA+G Lc4+TCHO; 0. 738, 257. 861, 1+TP+ALB+BUN+Ca+ALT+BHBA; 0. 738, 258. 346,
1+ALB+BUN+ALT+gGT+NEFA4T-BIL ; 0. 738, 258. 292, 1+ALB+BUN+ALT+NEFA+T-BIL4G
lc;0.738, 257. 920, 1+ALB+BUN+Ca+ALT+gGT+T-BIL ;0. 738, 257. 937, 14TP+ALB+BU
N+ALT+NEFA+BHBA; 0. 738, 258. 103, 1+ALB+BUN+Ca+ALT+NEFA+BHBA; 0. 738, 258, 20
3, 14TP+ALB+BUN+ALT+BHBA+G Lc; 0. 738, 258. 272, 1+ALB+BUN+AST+ALT+gGT+BHBA;
0.738, 257. 892, 1+TP+ALB+BUN+Ca+ALT+TCHO; 0. 738, 258. 432, 1+ALB+BUN+Ca+AST
+ALT+TG; 0. 738, 257. 890, 1+ALB+BUN+Ca+ALT+T-BIL+TG;0. 738, 258, 275, 1+ALB+B
UN+ALT+T-BIL+BHBA+G Lc;0. 738, 258. 469, 1+ALB+BUN+ALT+NEFA+G Lc+TG; 0. 738, 2
58. 207, 1+ALB+BUN+AST+ALT+G Lc+TCHO; 0. 738, 258. 405, 1+ALB+BUN+AST+ALT+BHB
A+TG; 0. 738, 257. 834, 1+TP+ALB+BUN+AST+ALT+BHBA; 0. 738, 258, 292, 14TP+ALB+B
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UN+Ca+ALT+gGT;0. 738, 261. 422, 1+ALB+BUN+Ca+AST+NEFA+GLc; 0. 738, 257. 847, 1
+TP+ALB+BUN+ALT+BHBA+TCHO; 0. 738, 258. 454, 14TP+ALB+BUN+ALT+TG+TCHO; 0. 73
8, 258. 645, 1+ALB+BUN+Ca+ALT+gGT+TG; 0. 738, 258. 158, 1+ALB+BUN+Ca+ALT+TG+T
CHO;0. 737, 258. 351, 1+ALB+BUN+Ca+AST+ALT+gGT; 0. 737, 257. 992, 1+ALB+BUN+AL
T+NEFA+BHBA+TCHO; 0. 737, 258. 115, 1+TP+ALB+BUN+AST+ALT+TCHO; 0. 737, 258. 26
4, 14TP+ALB+BUN+Ca+ALT+TG; 0. 737, 258. 420, 1+ALB+BUN+ALT+gGT+NEFA+BHBA ; 0.
737, 258, 183, 1+ALB+BUN+Ca+ALT+gGT+TCHO; 0. 737, 258. 227, 1+ALB+BUN+ALT+gGT
+BHBA+TCHO; 0. 737, 258, 652, 1+ALB+BUN+ALT+gGT+BHBA+GLc; 0. 737, 261. 571, 1+A
LB+BUN+AST+NEFA+BHBA4G Lc; 0. 737, 258. 131, 1+ALB+BUN+Ca+ALT+GLc+TCHO; 0. 73
7,258, 246, 1+TP+ALB+BUN+ALT+gGT+BHBA; 0. 737, 258. 749, 1+ALB+BUN+AST+ALT+G
Lc+TG;0. 737, 260. 807, 14TP+ALB+BUN+AST+NEFA+TG; 0. 737, 258. 393, 1+ALB+BUN+
ALT+NEFA+BHBA+TG; 0. 737, 261. 495, 1+ALB+BUN+AST+NEFA+BHBA+TG; 0. 737, 258. 3
91, 1+ALB+BUN+ALT+NEFA+BHBA+G Lc; 0. 737, 258, 227, 1+ALB+BUN+ALT+BHBA+TG+TC
HO;0.737, 258, 095, 1+ALB+BUN+Ca+AST+ALT+BHBA; 0. 737, 258. 530, 1+ALB+BUN+AL
T+GLc+TG+TCHO; 0. 737, 258, 542, 1+TP+ALB+BUN+AST+ALT+TG; 0. 737, 258. 682, 1+A
LB+BUN+AST+ALT+gGT+GLc; 0. 737, 258. 562, 1+ALB+BUN+ALT+gGT+G Lc+TCHO; 0. 737
, 258, 867, 14TP+ALB+BUN+ALT+gGT+TG; 0. 737, 258. 549, 14TP+ALB+BUN+AST+ALT+g
GT;0.737, 258. 348, 1+ALB+BUN+Ca+ALT+gGT+BHBA; 0. 737, 261, 344, 1+ALB+BUN+Ca
+AST+NEFA4TG; 0. 737, 258. 605, 1+ALB+BUN+Ca+ALT+GLc+TG; 0. 736, 261. 350, 1+AL
B+BUN+AST+gGT+NEFA4G Lc; 0. 736, 261. 399, 1+ALB+BUN+Ca+AST+NEFA+BHBA; 0. 736
, 261, 345, 1+ALB+BUN+AST+gGT+NEFA+TG; 0. 736, 258. 603, 1+ALB+BUN+Ca+ALT+gGT
+Glc;0. 736, 258, 481, 1+TP+ALB+BUN+ALT+gGT+TCHO; 0. 736, 258. 242, 1+TP+ALB+B
UN+ALT+BHBA+TG; 0. 736, 261, 319, 1+ALB+BUN+AST+gGT+NEFA+BHBA; 0. 736, 263. 72
8, 1+TP+ALB+AST+NEFA+T-BIL4+TG;0. 736, 258. 360, 1+ALB+BUN+Ca+ALT+BHBA4G Lc;
0.736, 258. 694, 1+TP+ALB+BUN+ALT+G Lc+TG; 0. 736, 258. 397, 1+TP+ALB+BUN+AST+
ALT+Glc;0.736, 258. 176, 1+ALB+BUN+ALT+BHBA+G Lc+TCHO; 0. 736, 259. 010, 1+ALB
+BUN+ALT+gGT+G Lc+TG; 0. 736, 258, 366, 1+ALB+BUN+AST+ALT+TG+TCHO; 0. 736, 258
. 332, 14TP+ALB+BUN+ALT+G Lc+TCHO; 0. 736, 261. 175, 1+ALB+BUN+AST+NEFA+TG4TC
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HO;0.736, 258, 723, 14TP+ALB+BUN+ALT+gGT+Glc; 0. 736, 258. 713, 1+ALB+BUN+ALT
+gGT+BHBA+TG; 0. 736, 263. 746, 1+TP+ALB+AST+NEFA+BHBA+TG; 0. 736, 258. 672, 1+
ALB+BUN+ALT+BHBA+G Lc+TG; 0. 736, 258. 345, 1+ALB+BUN+AST+ALT+gGT+TCHO; 0. 73
6, 258. 375, 1+ALB+BUN+Ca+ALT+BHBA+TG; 0. 736, 260. 309, 1+ALB+AST+ALT+NEFA+B
HBA+TCHO; 0. 736, 260. 586, 14TP+ALB+BUN+Ca+AST+NEFA; 0. 736, 260. 825, 1+TP+AL
B+BUN+AST+NEFA+GLc; 0. 736, 260. 021, 1+TP+ALB+AST+ALT+NEFA+TCHO; 0. 736, 261
. 244, 1+ALB+BUN+AST+NEFA+T-BIL4GLc;0. 736, 260. 223, 14TP+ALB+Ca+AST+ALT+N
EFA;0.736, 264. 399, 1+ALB+AST+NEFA+T-BIL+GLc+TG; 0. 735, 257. 866, 1+ALB+BUN
+Ca+ALT+BHBA+TCHO; 0. 735, 261. 172, 1+ALB+BUN+Ca+AST+gGT+NEFA; 0, 735, 261. 1
27, 1+ALB+BUN+AST4NEFA+T-BIL4TG; 0. 735, 260. 470, 1+TP+ALB+AST+ALT+NEFA+TG
;0. 735, 260, 498, 14TP+ALB+AST+ALT+NEFA+G Lc; 0. 735, 263. 766, 1+TP+ALB+AST+N
EFA+GLc4TG; 0. 735, 261, 242, 1+ALB+BUN+AST+NEFA+G Lc+TCHO; 0. 735, 261, 405, 1+
ALB+BUN+AST+T-BIL+BHBA+TG; 0. 735, 260. 671, 1+TP+ALB+BUN+AST+NEFA+BHBA ; 0.
735, 260. 511, 1+TP+ALB+AST+ALT+NEFA+T-BIL ;0. 735, 263. 802, 14TP+ALB+AST+NE
FA+T-BIL+BHBA;0. 735, 261. 298, 1+ALB+BUN+AST+gGT+T-BIL+TG; 0. 735, 264. 392,
1+ALB+AST+NEFA+T-BIL+BHBA+TG; 0. 735, 261. 054, 1+ALB+BUN+AST+gGT+NEFA+T-B
IL;0.735, 263, 818, 1+TP+ALB+AST+NEFA+BHBA+G Lc; 0. 735, 263. 805, 1+TP+ALB+AS
T+NEFA+T-BIL+Glc; 0. 735, 260. 311, 1+ALB+AST+ALT+NEFA+G Lc+TCHO; . 735, 263.
566, 1+TP+ALB+Ca+AST+NEFA+TG; 0. 735, 260. 464, 1+TP+ALB+AST+ALT+NEFA+BHBA;
0.735, 260. 480, 1+TP+ALB+AST+ALT+gGT+NEFA; 0. 735, 261, 417, 1+ALB+BUN+AST4T
~BIL+Glc+TG;0.735, 260. 821, 1+TP+ALB+BUN+AST+gGT+NEFA; 0. 735, 261, 148, 1+A
LB+BUN+Ca+AST+T-BIL+TG;0. 735, 261. 221, 1+ALB+BUN+AST+NEFA+BHBA+TCHO; 0. 7
35, 260. 299, 1+ALB+AST+ALT4NEFA+TG+TCHO; 0. 735, 258. 707, 1+ALB+BUN+ALT+gGT
+TGHTCHO; 0. 734, 260. 388, 14TP+ALB+BUN+AST+NEFA+T-BIL ;0. 734, 263. 622, 14TP
+ALB+Ca+AST+NEFA4BHBA; 0. 734, 258. 850, 1+ALB+BUN+AST+ALT+gGT+TG; 0. 734, 26
4,268, 1+ALB+Ca+ASTNEFA+GLc4TG; 0. 734, 260. 446, 14TP+ALB+BUN+AST+NEFA+TC
HO;0.734, 261, 162, 1+ALB+BUN+Ca+AST+T-BIL+BHBA; 0. 734, 260. 901, 1+ALB+AST+
ALT+NEFA+T-BIL+BHBA;0. 734, 261. 014, 1+ALB+BUN+AST+gGT+NEFA+TCHO; 0. 734, 2
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61,273, 1+ALB+BUN+AST+NEFA+T-BIL+BHBA;0. 734, 261, 332, 1+ALB+BUN+AST+gGT+
T-BIL+BHBA;0. 734, 260, 887, 1+ALB+AST+ALT+NEFA+T-BIL+Glc;0.734, 261,323, 1
+ALB+BUN+AST+gGT+T-BIL+Glc; 0. 734, 263. 711, 1+TP+ALB+AST+gGT+NEFA4TG; 0. 7
34, 264, 237, 1+ALB+Ca+AST+NEFA+T-BIL+TG; 0. 734, 263. 594, 14TP+ALB+Ca+AST+N
EFA+T-BIL ;0. 734, 263. 092, 1+TP+ALB+AST+NEFA+TG+TCHO; 0. 734, 260, 552, 14TP+
ALB+BUN+AST+T-BIL4TG; 0. 734, 263. 636, 1+TP+ALB+Ca+AST+NEFA+Gc; 0. 734, 260
. 245, 14+TP+ALB+BUN+Ca+AST+T-BIL ;0. 734, 260, 063, 1+ALB+Ca+AST+ALT+NEFA+TC
HO;0.734, 260. 885, 1+ALB+AST+ALT+NEFA+BHBA+GLc; 0. 734, 264. 426, 1+ALB+AST+
NEFA+BHBA+GLc+TG; 0. 734, 261, 015, 1+ALB+BUN+Ca+AST+NEFA+T-BIL ;0. 734, 261,
199, 1+ALB+BUN+Ca+AST+T-BIL+Glc; 0. 734, 261, 452, 1+ALB+BUN+AST+T-BIL+BHBA
+Glc;0. 734, 264, 485, 1+ALB+AST+NEFA+T-BIL+BHBA+G Lc; 0. 734, 261, 158, 1+ALB+
BUN+AST+T-BIL+TG+TCHO;0. 734, 261. 195, 1+ALB+BUN+AST+T-BIL+G Lc+TCHO; 0. 73
4,260, 324, 1+ALB+AST+ALT+NEFA+T-BIL+TCHO; 0. 734, 260. 829, 1+ALB+AST+ALT+N
EFA+GLc+TG;0. 734, 260. 838, 1+ALB+AST+ALT+NEFA+BHBA+TG; 0. 734, 260. 840, 1+A
LB+AST+ALT+NEFA+T-BIL+TG; 0. 734, 264. 227, 1+ALB+AST+gGT+NEFA+BHBA+TG; 0. 7
34, 261, 046, 1+ALB+BUN+Ca+AST+NEFA+TCHO; 0. 734, 260. 591, 14TP+ALB+BUN+AST+
T-BIL+BHBA;0. 734, 260. 934, 1+ALB+BUN+AST+NEFA+T-BIL+TCHO; 0. 734, 264. 266,
1+ALB+Ca+AST+NEFA+BHBA4TG; 0. 734, 263, 159, 14TP+ALB+AST+NEFA+BHBA+TCHO; 0
. 734, 260. 585, 14TP+ALB+BUN+AST+T-BIL+Glc;0.733, 261. 048, 1+TP+ALB+AST+AL
T+T-BIL+BHBA; 0. 733, 263. 765, 1+TP+ALB+AST+gGT+NEFA+GLc; 0. 733, 264. 210, 1+
ALB+AST+gGT+NEFA+T-BIL+TG;0, 733, 260. 918, 1+ALB+BUN+Ca+AST+T-BIL+TCHO; 0
.733,263. 161, 14TP+ALB+AST+NEFA+T-BIL+TCHO; 0. 733, 260. 653, 1+ALB+Ca+AST+
ALT+NEFA4G Lc; 0. 733, 260. 653, 1+ALB+Ca+AST+ALT+NEFA+BHBA; 0. 733, 261. 050, 1
+TP+ALB+AST+ALT+T-BIL+Glc; 0. 733, 264. 354, 1+ALB+Ca+AST+NEFA+BHBA+G Lc ;0.
733, 261. 053, 1+TP+ALB+AST+ALT+T-BIL+TG;0. 733, 260, 576, 1+TP+ALB+BUN+AST+
gGT+T-BIL;0.733, 263. 744, 14TP+ALB+AST+gGT+NEFA+BHBA; 0. 733, 263. 805, 1+AL
B+AST+NEFA+T-BIL+TG+TCHO; 0. 733, 260. 601, 1+ALB+Ca+AST+ALT+NEFA+TG; 0. 733
, 263. 814, 1+ALB+AST+NEFA+G Lc4TG+TCHO; 0. 733, 261. 037, 1+ALB+BUN+Ca+AST+96
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T+T-BIL;0.733, 264. 326, 1+ALB+Ca+AST+NEFA+T-BIL4GLc; 0. 733, 263. 745, 1+TP+
ALB+AST+gGT+NEFA+T-BIL ;0. 733, 261. 187, 1+ALB+BUN+AST+T-BIL+BHBA+TCHO; 0.
733, 263. 174, 1+TP+ALB+AST+NEFA+G Lc+TCHO; 0. 733, 263. 556, 14TP+ALB+Ca+AST+
gGT+NEFA; 0. 733, 264. 217, 1+ALB+AST+gGT+NEFA+G Lc+TG; 0. 733, 260. 734, 1+ALB+
AST+ALT+gGT+NEFA+TG; 0. 733, 264. 289, 1+ALB+AST+gGT+NEFA+BHBA+GLc; 0. 733, 2
64. 278, 1+ALB+AST+gGT+NEFA+T-BIL+Glc; 0. 733, 263. 813, 1+ALB+AST+NEFA+BHBA
+TG+TCHO; 0. 733, 260. 646, 1+ALB+Ca+AST+ALT+NEFA+T-BIL ;0. 733, 260, 758, 1+AL
B+AST+ALT+gGT+NEFA4G Lc; 0. 733, 260. 559, 14TP+ALB+AST+ALT+T-BIL+TCHO; 0. 73
2,261, 050, 1+TP+ALB+AST+ALT+gGT+T-BIL ;0. 732, 262. 963, 1+TP+ALB+Ca+AST+NE
FA+TCHO; 0. 732, 264. 286, 1+ALB+AST+gGT+NEFA+T-BIL+BHBA; 0. 732, 260. 792, 1+A
LB+AST+ALT+T-BIL+GLc+TCHO; 0. 732, 260. 231, 1+ALB+AST+ALT+gGT+NEFA+TCHO ; 0
. 732, 260. 480, 1+ALB+Ca+AST+ALT+T-BIL+TCHO;0.732, 261. 060, 1+ALB+BUN+AST+
gGT+T-BIL+TCHO; 0. 732, 264. 049, 1+ALB+Ca+AST+gGT+NEFA+TG; 0. 732, 264. 305, 1
+ALB+Ca+AST+NEFA+T-BIL+BHBA; 0. 732, 260. 795, 1+ALB+AST+ALT+T-BIL+BHBA+TC
HO;0.732, 260. 785, 1+ALB+AST+ALT+gGT+NEFA+T-BIL ;0. 732, 263, 653, 1+ALB+Ca+
AST+NEFA+TG+TCHO; 0. 732, 261, 264, 14TP+ALB+Ca+ALT+gGT+NEFA; 0. 732, 260. 794
, T+ALB+AST+ALT+T-BIL4TG+TCHO; 0. 732, 260. 705, 14TP+ALB+Ca+AST+ALT+T-BIL;
0.731, 260. 315, 1+TP+ALB+BUN+AST4+T-BIL+TCHO; 0. 731, 264. 014, 1+ALB+BUN+AST
+9GT+BHBA+GLc;0. 731, 261, 406, 1+ALB+Ca+AST+ALT+G Lc4+TCHO; 0. 731, 260, 767, 1
+ALB+AST+ALT+gGT+NEFA+BHBA; 0.

731, 264, 117, 14ALB+Ca+AST+gGT+NEFA+GLc; 0. 731, 261, 351, 1+ALB+AST+ALT+BHB
A+TG+TCHO; 0. 731, 263. 244, 14TP+ALB+BUN+AST+BHBA+GLc;; 0. 731, 260. 514, 1+ALB
+CatAST+ALT+gGT+NEFA; 0. 731, 264. 118, 1+ALB+Ca+AST+gGT+NEFA+BHBA; 0. 731, 2
61.602, 1+TP+ALB+ALT+gGT+NEFA+BHBA; 0. 731, 261. 614, 1+TP+ALB+ALT+gGT+NEFA
+TG;0. 731,261, 087, 14TP+ALB+ALT+gGT+NEFA+TCHO; 0. 731, 260. 775, 1+ALB+AST+
ALT+gGT+T-BIL+TCHO;0. 731, 261, 249, 1+ALB+Ca+AST+ALT+TG+TCHO; 0. 731, 264. 1
03, 1+ALB+Ca+AST+gGT4NEFA+T-BIL ;0. 731, 261, 155, 1+ALB+Ca+AST+ALT+BHBA+TC
HO;0.731, 261, 281, 14TP+ALB+Ca+ALT+NEFA+T-BIL ;0. 731, 264, 794, 1+TP+ALB+Ca
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+AST+T-BIL+BHBA; 0. 731, 263. 902, 1+ALB+AST+NEFA+BHBA+G Lc+TCHO; 0. 731, 261.
614, 14TP+ALB+ALT+gGT+NEFA+GLc; 0. 731, 261, 830, 1+ALB+Ca+AST+ALT4BHBA+G Lc
;0.731, 261, 106, 14TP+ALB+ALT+NEFA+T-BIL+TCHO; 0. 731, 261. 281, 1+TP+ALB+Ca
+ALT+NEFA+GLc; 0. 731, 263. 894, 1+ALB+AST+NEFA+T-BIL+GLc+TCHO;0. 731, 261. 4
51, 1+ALB+AST+ALT+BHBA+G Lc4+TCHO; 0. 731, 261, 081, 1+ALB+Ca+AST+ALT4T-BIL4T
G;0.730, 261, 104, 1+TP+ALB+ALT+NEFA+G Lc+TCHO; 0. 730, 261, 752, 1+ALB+Ca+AST
+ALT+BHBA+TG; 0. 730, 261. 612, 14TP+ALB+ALT+NEFA+T-BIL+BHBA;0. 730, 261, 277
, 14TP+ALB+Ca+ALT+NEFA+BHBA; 0. 730, 263. 584, 1+ALB+AST+gGT+NEFA+TG+TCHO; 0
.730, 261. 075, 1+ALB+Ca+AST+ALT+T-BIL+Glc;0.730, 261. 643, 1+TP+ALB+ALT+NE
FA+T-BIL+TG;0.730, 260. 751, 14TP+ALB+Ca+ALT+NEFA+TCHO; 0. 730, 261. 383, 1+A
LB+AST+ALT+T-BIL+BHBA+TG; 0. 730, 261. 380, 1+ALB+AST+ALT+T-BIL+BHBA+GLc ;0
.730, 261. 382, 1+ALB+AST+ALT+T-BIL4GLc+TG;0.730, 261. 089, 1+TP+ALB+ALT+NE
FA+BHBA+TCHO; 0. 730, 263. 083, 1+TP+ALB+AST+gGT+NEFA+TCHO; 0. 730, 263. 851, 1
+ALB+BUN+Ca+AST+BHBA+GLc; 0. 730, 261. 630, 1+TP+ALB+ALT+gGT+NEFA+T-BIL ;0.
730, 264, 852, 1+TP+ALB+Ca+AST+T-BIL+TG;0. 730, 263. 887, 1+ALB+AST4NEFA+T-B
IL+BHBA+TCHO; 0. 730, 261. 412, 1+ALB+Ca+AST+ALT+gGT+TCHO; 0. 730, 262. 033, 1+
TP+ALB+ALT+gGT+T-BIL+TG; 0. 730, 261. 104, 1+TP+ALB+ALT+NEFA+TG+TCHO; 0. 730
, 263. 834, 1+ALB+BUN+AST+BHBA+G Lc+TCHO; 0. 730, 261. 481, 1+TP+ALB+Ca+AST+AL
T4BHBA; 0. 730, 262. 033, 1+TP+ALB+ALT+gGT+T-BIL+BHBA; 0. 730, 261. 571, 14TP+A
LB+AST+ALT+TG+TCHO; 0. 730, 262, 942, 1+TP+ALB+BUN+Ca+AST+BHBA; 0. 730, 261. 6
35, 1+TP+ALB+ALT+NEFA+T-BIL+GLc; 0. 730, 261. 236, 1+TP+ALB+AST+ALT+BHBA+TC
HO;0.730, 261,793, 14TP+ALB+AST+ALT+BHBA+G Lc; 0. 730, 261, 707, 1+TP+ALB+AST
+ALT+BHBA4TG; 0. 730, 263. 972, 1+ALB+BUN+AST+BHBA+G Lc+TG; 0. 730, 264. 801, 1+
TP+ALB+Ca+AST+T-BIL+GLc; 0. 729, 263. 269, 1+TP+ALB+BUN+AST+gGT+BHBA; 0. 729
, 261,621, 14+TP+ALB+ALT+NEFA+BHBA4G Lc; 0. 729, 261. 343, 1+ALB+AST+ALT+gGT4T
~BIL+Glc;0.729, 265. 116, 1+TP+ALB+AST+T-BIL+Glc+TG;0. 729, 265. 117, 14TP+A
LB+AST+gGT+T-BIL+Glc;0.729, 261,618, 14TP+ALB+ALT+NEFA+BHBA4TG; 0. 729, 26
1,275, 14+TP4+ALB+Ca+ALT+NEFA4TG; 0. 729, 261, 636, 14TP+ALB+Ca+ALT+gGT+T-BIL
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10.729, 262. 044, 1+ALB+AST+ALT+BHBA+G Lc+TG; 0. 729, 262. 081, 1+ALB+AST+ALT+
gGT+BHBA+G Lc; 0. 729, 261, 537, 14TP+ALB+ALT+gGT+T-BIL+TCHO;0. 729, 261,794,
1+ALB+AST+ALT+gGT+G Lc+TCHO; 0. 729, 261. 347, 1+ALB+AST+ALT+gGT+T-BIL+TG; 0
. 729, 264. 854, 14TP+ALB+Ca+AST+gGT+T-BIL ;0. 729, 261. 031, 1+ALB+Ca+AST+ALT
+gGT+T-BIL;0.729, 261,799, 14TP+ALB+AST+ALT+gGT+BHBA; 0. 729, 261, 347, 1+AL
B+AST+ALT+gGT+T-BIL+BHBA; 0. 729, 265. 125, 1+TP+ALB+AST+gGT+T-BIL+TG; 0. 72
9,261,627, 14TP+ALB+ALT+NEFA+G Lc+TG; 0. 729, 261. 061, 1+ALB+Ca+AST+ALT+T-B
IL+BHBA; 0. 729, 261. 789, 1+ALB+Ca+AST+ALT+gGT+BHBA; 0. 729, 262, 034, 1+TP+AL
B+ALT+gGT+T-BIL+Glc;0.729, 261. 448, 1+ALB+AST+ALT+gGT+BHBA+TCHO; 0. 729, 2
62. 014, 1+ALB+AST+ALT+gGT+BHBA+TG; 0. 729, 263. 732, 1+ALB+Ca+AST+NEFA+G L+
TCHO; 0. 729, 263. 757, 1+ALB4BUN+Ca+AST+gGT+BHBA; 0. 729, 262. 240, 14TP+ALB+A
ST+ALT+gGT+Glc; 0. 729, 261. 269, 1+TP+ALB+Ca+AST+ALT+TCHO; 0. 729, 265. 098, 1
+TP+ALB+AST+T-BIL+BHBA+G Lc; 0. 729, 265. 102, 1+TP+ALB+AST+gGT+T-BIL+BHBA;
0.729, 265. 101, 1+TP+ALB+AST+T-BIL+BHBA+TG; 0. 729, 263. 729, 1+ALB+Ca+AST+N
EFA+BHBA+TCHO; 0. 729, 263. 727, 1+ALB+Ca+AST+NEFA+T-BIL+TCHO; 0. 729, 263. 65
4, 1+ALB+AST+gGT+NEFA+GLc+TCHO; 0. 729, 261. 619, 1+ALB+AST4ALT+G Lc+TG+TCHO
10,729, 265, 656, 1+ALB+AST+T-BIL+BHBA+G Lc+TG; 0. 729, 264. 416, 1+TP+ALB+Cat+
AST+T-BIL+TCHO; 0. 728, 262. 094, 1+TP+ALB+ALT+T-BIL+BHBA+TG;0. 728, 261. 689
, 14TP+ALB+Ca+ALT+T-BIL+BHBA; 0. 728, 261. 933, 14+ALB+Ca+ASTHALT+GLc4TG; 0. 7
28, 261. 819, 1+TP+ALB+Ca+ASTHALT+Glc; 0. 728, 261. 685, 1+TP+ALB+AST+ALT+GLc
4TCHO; 0. 728, 263. 590, 1+TP+ALB+BUN+Ca+AST+Glc; 0. 728, 263. 773, 1+ALB+BUN+A
ST+gGT+BHBA+TCHO; 0. 728, 262, 181, 1+TP+ALB+AST+ALT+gGT+TG; 0. 728, 261, 205,
14TP+ALB+Ca+ALT4T-BIL+TCHO; 0. 728, 261. 319, 1+ALB+ALT+NEFA+G Lc+TG+TCHO; 0
.728,261.701, 1+ALB+AST+ALT+gGT+TG+TCHO; 0. 728, 262. 085, 1+TP+ALB+AST+ALT
+GLc+TG; 0. 728, 265. 491, 1+ALB+Ca+AST+T-BIL+GLc+TG; 0. 728, 264. 081, 1+TP+AL
B+BUN+AST+gGT+Glc; 0. 728, 261, 679, 1+TP+ALB+Ca+AST+ALT+TG; 0. 728, 261, 737,
1+ALB+ALT+gGT+T-BIL+TG+TCHO; 0. 728, 261, 323, 1+ALB+ALT+gGT+NEFA+G Lc4+TCHO
;0.728, 264, 238, 1+ALB+BUN+Ca+AST+gGT+GLc; 0. 728, 261, 677, 14TP+ALB+Ca+ALT



WO 2018/003638 97 PCT/JP2017/022927

+T-BIL4TG; 0. 728, 261, 680, 1+TP+ALB+Ca+ALT+T-BIL+GLlc;0. 728, 263. 654, 1+ALB
+AST+gGT+NEFA+T-BIL+TCHO; 0. 728, 261. 765, 14TP+ALB+AST+ALT+gGT+TCHO; 0. 72
8,261, 894, 1+ALB+ALT+gGT+NEFA+BHBA+GLc; 0. 728, 261, 892, 1+ALB+ALT+gGT+NEF
A+T-BIL+Glc;0. 728, 261, 749, 1+ALB+ALT+gGT+T-BIL+GLc+TCHO; 0. 728, 261, 593,
14TP+ALB+ALT+T-BIL+TG+TCHO; 0. 728, 262. 124, 14TP+ALB+ALT+gGT+TG+TCHO; 0. 7
28, 264. 686, 14TP+ALB+AST+gGT+T-BIL+TCHO; 0. 728, 261. 914, 14ALB+Ca+AST+ALT
+9GT+TG; 0.728, 261, 831, 1+TP+ALB+Ca+AST+ALT+gGT;0. 728, 262. 095, 14TP+ALB+
ALT+T-BIL+GLlc+TG;0.727, 261,750, 1+ALB+ALT+gGT+T-BIL+BHBA+TCHO; 0. 727, 26
3.656, 1+ALB+AST+gGT+NEFA+BHBA+TCHO; 0. 727, 262. 030, 1+ALB+Ca+AST+ALT+gGT
+Glc;0.727, 261, 382, 1+ALB+Ca+ALT+gGT+T-BIL+TCHO; 0. 727, 263, 475, 1+ALB+Ca
+AST+gGT+NEFA+TCHO; 0. 727, 263, 571, 1+ALB+BUN+Ca+AST+BHBA+TCHO; 0. 727, 261
. 934, 14TP+ALB+ALT+gGT+BHBA+TCHO; 0. 727, 262. 304, 1+ALB+ALT+gGT+T-BIL+BHB
A+TG;0.727, 261, 612, 1+TP+ALB+ALT+T-BIL+BHBA+TCHO; 0. 727, 261. 566, 1+ALB+C
atALT+NEFA+G Lc+TG; 0. 727, 261, 317, 1+ALB+ALT+NEFA+T-BIL+G Lc+TCHO; 0. 727, 2
64,679, 14TP+ALB+AST4+T-BIL+TG+TCHO; 0. 727, 261. 323, 1+ALB+ALT+gGT+NEFA+TG
+TCHO; 0. 727, 262. 301, 1+ALB+ALT+gGT+T-BIL+GLc+TG; 0. 727, 263. 619, 1+TP+ALB
+BUN+Ca+AST+gGT; 0. 727, 262. 103, 1+TP+ALB+ALT+T-BIL+BHBA+G Lc; 0. 727, 261. 8
78, 1+ALB+ALT+NEFA+BHBA+G Lc+TG; 0. 727, 261. 761, 1+ALB+ALT+T-BIL+BHBA+TG+T
CHO;0. 727, 261, 323, 1+ALB+ALT+NEFA+BHBA+G Lc+TCHO; 0. 727, 262, 241, 14TP+ALB
+ALT+gGT+GLc+TCHO; 0. 727, 261, 878, 1+ALB+ALT+gGT+NEFA+GLc+TG; 0. 727, 262. 3
01, 1+ALB+ALT+gGT+T-BIL+BHBA4G Lc;0. 727, 261. 853, 14TP+ALB+ALT+BHBA+TG+TC
HO;0.727, 261,322, 1+ALB+ALT+NEFA+T-BIL+TG+TCHO; 0. 727, 261, 328, 1+ALB+ALT
+gGT+NEFA+T-BIL+TCHO;0. 727, 261. 567, 1+ALB+Ca+ALT+gGT+NEFA+TG; 0. 727, 261
.566, 1+ALB+Ca+ALT+NEFA+BHBA+TG; 0. 727, 264. 654, 1+TP+ALB+AST+T-BIL+BHBA+
TCHO; 0. 727, 261, 875, 1+ALB+ALT+NEFA+T-BIL+GLc+TG;0. 727, 265, 612, 1+ALB+AS
T+gGT+T-BIL+BHBA+TG;0. 727, 261, 389, 1+ALB+Ca+ALT+T-BIL+BHBA+TCHO; 0. 727,
262. 983, 14TP+ALB+BUN+AST+BHBA+TCHO; 0. 727, 265. 376, 1+ALB+Ca+AST+T-BIL+B
HBA+TG; 0. 727, 264. 380, 1+ALB+BUN+AST+gGT+G Lc+TCHO; 0. 727, 261, 892, 1+ALB+A



WO 2018/003638 08 PCT/JP2017/022927

LT+gGT+NEFA+T-BIL+TG;0. 727, 262. 277, 1+ALB+AST+ALT+gGT+G Lc+TG; 0. 727, 265
612, 1+ALB+AST+gGT+T-BIL+BHBA+GLc;0. 727, 261,758, 1+ALB+ALT+T-BIL+Glc4T
G+TCHO; 0. 727, 262. 383, 1+TP+ALB+ALT+gGT+BHBA+TG; 0. 727, 262. 314, 1+ALB+ALT
+T-BIL+BHBA+GLc+TG; 0. 727, 263. 899, 1+ALB+BUN+AST+gGT+BHBA+TG; 0. 727, 261,
886, 1+ALB+ALT+NEFA+T-BIL+BHBA+GLc; 0. 727, 261. 326, 1+ALB+ALT+gGT+NEFA+BH
BA+TCHO; 0. 727, 261. 616, 1+TP+ALB+ALT+T-BIL+GLc+TCHO; 0. 727, 261. 565, 1+ALB
+Ca+ALTHNEFA4T-BIL4TG; 0. 727, 264, 661, 1+TP+ALB+AST4T-BIL4GLc+TCHO; 0. 727
, 267. 945, 14+TP+ALB+AST+gGT+BHBA+G Lc; 0. 726, 261, 002, 1+ALB+Ca+ALT+NEFA+TG
4TCHO; 0. 726, 264. 016, 1+ALB+BUN+Ca+AST+G Lc+TCHO; 0. 726, 265. 362, 1+ALB+Ca+
AST+T-BIL+BHBA+GLc;0. 726, 263. 095, 1+TP+ALB+BUN+AST+BHBA+TG; 0. 726, 261, 7
79, 1+ALB+ALT+T-BIL+BHBA+G Lc+TCHO; 0. 726, 263. 215, 1+TP+ALB+BUN+NEFA+T-BI
L+TG;0. 726, 262. 326, 14TP+ALB+Ca+ALT+gGT+Glc; 0. 726, 261, 375, 1+ALB+Ca+ALT
+T-BIL+TG+TCHO; 0. 726, 261. 322, 1+ALB+ALT+NEFA+BHBA+TG+TCHO; 0. 726, 261. 31
2, 1+ALB+ALT+NEFA4T-BIL+BHBA+TCHO; 0. 726, 264. 109, 1+ALB+BUN+Ca+AST4G Lc+T
G;0.726, 267,672, 14TP+ALB+Ca+AST+gGT+BHBA; 0. 726, 261. 001, 1+ALB+Ca+ALT+N
EFA+GLc+TCHO; 0. 726, 262, 031, 1+ALB+ALT+gGT+BHBA+TG+TCHO; 0. 726, 262. 408, 1
+TP+ALB+ALT+BHBA+G Lc+TG; 0. 726, 261. 884, 1+ALB+ALT+NEFA+T-BIL+BHBA+TG; 0.
726, 261. 888, 1+ALB+ALT+gGT+NEFA+BHBA+TG; 0. 726, 261. 935, 1+ALB+Ca+ALT+gGT
+T-BIL+TG;0. 726, 262. 465, 14TP+ALB+ALT+gGT+BHBA+G Lc; 0. 726, 265. 092, 1+ALB
+CatAST+T-BIL+TG+TCHO; 0. 726, 261. 004, 1+ALB+Ca+ALT+NEFA+BHBA+TCHO; 0. 726
, 261,577, 1+ALB+Ca+ALT+gGT+NEFA+T-BIL ;0. 726, 261, 578, 1+ALB+Ca+ALT+gGT+N
EFA+BHBA; 0. 726, 262. 635, 1+TP+ALB+ALT+gGT+GLc+TG; 0. 726, 261, 932, 1+ALB+Ca
+ALT+gGT+T-BIL+Glc;0.726, 261, 901, 1+ALB+ALT+gGT+NEFA+T-BIL+BHBA; 0. 726,
265. 690, 1+ALB+AST+gGT+T-BIL+GLc+TG; 0. 726, 261. 926, 1+ALB+Ca+ALT+T-BIL+B
HBA+TG; 0. 726, 261, 578, 1+ALB+Ca+ALT+NEFA+BHBA+G Lc; 0. 726, 261. 579, 1+ALB+C
atALT+gGT+NEFA+GLc; 0. 726, 263, 705, 1+ALB+BUN+AST+BHBA+TG+TCHO; 0. 726, 261
. 793, 14+TP4ALB+Ca+ALT+gGT+TCHO; 0. 726, 261. 004, 1+ALB+Ca+ALT+gGT+NEFA+TCH
0;0.726, 261, 578, 1+ALB+Ca+ALT+NEFA+T-BIL+Glc; 0. 726, 261, 578, 1+ALB+Ca+AL
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[0134]

T+NEFA+T-BIL+BHBA; 0. 726, 265, 296, 1+ALB+AST+T-BIL+GLlc+TG+TCHO; 0. 726, 262
. 105, 1+TP+ALB+Ca+ALT+gGT+BHBA; 0. 726, 263. 306, 1+TP+ALB+BUN+Ca+AST+TCHO;
0.726,261.921, 1+ALB+Ca+ALT+gGT+T-BIL+BHBA; 0. 726, 263. 842, 1+ALB+BUN+NEF
A+T-BIL+Glc+TG;0, 726, 260. 999, 1+ALB+Ca+ALT+NEFA+T-BIL+TCHO; 0. 726, 265. 4
62, 1+ALB+Ca+AST+gGT+T-BIL+TG; 0. 726, 265, 033, 1+ALB+Ca+AST+T-BIL+Glc+TCH
0;0.726, 262, 136, 1+ALB+ALT+gGT+BHBA+GLc+TCHO; 0. 726, 261, 993, 1+TP+ALB+AL
T+BHBA+G Lc+TCHO; 0. 726, 263. 725, 1+ALB+BUN+Ca+AST+BHBA+TG; 0. 726, 263. 788,
14TP+ALB+BUN+AST+GLc+TCHO; 0, 725, 262, 101, 14TP+ALB+ALT+Glc+TG+TCHO; 0. 72
5,261,927, 1+ALB+Ca+ALT+T-BIL+BHBA+Glc; 0. 725, 267, 665, 1+TP+ALB+Ca+AST+B
HBA+Glc;0. 725, 263. 853, 1+ALB+BUN+NEFA+T-BIL+BHBA+TG; 0. 725, 265, 212, 1+AL
B+AST+T-BIL+BHBA+TG+TCHO; 0. 725, 265. 425, 1+ALB+CatAST+gGT+T-BIL+Glc; 0.7
25,265, 210, 1+ALB+AST+T-BIL+BHBA+G Lc+TCHO; 0. 725, 265, 324, 1+ALB+Ca+AST+g
GT+T-BIL+BHBA;0. 725, 261,783, 1+ALB+CatALT+gGT+TG+TCHO; 0. 725, 262, 418, 1+
ALB+Ca+ALT+gGT+Glc+TG; 0. 725, 261, 387, 1+ALB+Ca+ALT+T-BIL+Glc+TCHO; 0. 725
, 261,640, 1+TP+ALB+CatALT+TG+TCHO; 0. 725, 262. 199, 1+ALB+ALT+gGT+G Lc+TG+T
CHO; 0,725, 263, 815, 1+ALB+BUN+gGT+NEFA+T-BIL+TG;0. 725, 262, 031, 1+ALB+ALT
+BHBA+G Lc+TG+TCHO
[31. 7I/B+4EZ2THOR]

0.763, 248. 642, 1+ALB+Asn; 0. 744, 253. 061, 1+Lys+ALB; 0. 738, 253. 792, 1+ALB+0
rn;0.734,252, 872, 1+Trp+ALB; 0. 731, 254, 350, 1+Arg+ALB; 0. 726, 256, 225, 1+AL
B+Val;0.726,257. 113, 14Phe+ALB; 0, 723, 255. 038, 1+ALB+ALT; 0. 723, 257, 733, 1
+ALB+Pro;0.722,257. 587, 14Thr+ALB; 0. 721, 257. 548, 1+BCAA+ALB; 0. 720, 261. 1
58, 1+ALB+AST;0. 716, 260, 041, 1+ALB+NEFA; 0. 716, 257, 824, 1+Tyr+ALB;0. 716, 2
59. 283, 1+ALB+Ile; 0,715, 260. 567, 1+ALB+Met ;0. 715, 258, 893, 1+ALB+BUN; 0. 71
4,258, 964, 1+ALB+Leu;0.713, 261, 403, 1+ALB+GLn;0. 712, 260, 027, 1+Ala+ALB;0
. 710,259,796, 1+ALB+Cit; 0. 709, 260. 990, 1+ALB+3MeHis; 0. 707, 257. 951, 1+ALB
+Asp; 0. 705, 262, 900, 1+His+ALB; 0. 703, 262, 874, 1+ALB+Ser ;0. 703, 262, 337, 1+
Gly+ALB
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[0135] [32. 7X/E+%F3IEHDH]
0.777,247.271, 1+ALB+Asn+Gly; 0. 773, 248. 921, 1+ALB+Asn+Ser ;0. 773, 244, 352
, 1+ALB+ALT+Asn; 0, 773, 245, 149, 1+ALB+BUN+Asn; 0. 769, 250, 185, 1+ALB+Asn+Cy
s;0.768, 249, 593, 1+ALB+Asn+I le; 0. 768, 248. 672, 1+ALB+Asn+Trp; 0. 767, 249. 8
04, 1+ALB+Asn+Thr; 0, 767, 248, 957, 1+ALB+His+Asn; 0. 767, 249, 625, 1+ALB+NEFA
+Asn;0.767, 249. 682, 1+ALB+Asn+Lys; 0. 766, 249, 352, 1+ALB+Asn+3MeHis; 0. 766
, 249. 150, 1+ALB+Asn+0rn; 0. 765, 247. 500, 1+ALB+Asn+Cit;0. 765, 250. 485, 1+AL
B+AsntlLeu; 0. 764, 250. 583, 1+ALB+Asn+Phe ;0. 764, 250. 396, 1+ALB+Asn+Met ;0.7
64, 250. 565, 1+ALB+Asn+Tyr ;0. 764, 249, 300, 1+ALB+Asn+Arg; 0. 764, 250, 624, 1+
ALB+Asn+BCAA; 0. 763, 250, 570, 1+ALB+Asn+Glu; 0. 763, 250, 525, 1+ALB+T-BIL+As
n;0.763, 250,640, 1+ALB+Asn+Pro; 0. 763, 250. 638, 1+ALB+BHBA+Asn; 0, 763, 250.
542, 1+ALB+Asn+Tau; 0. 763, 249, 786, 1+ALB+TCHO+Asn; 0. 763, 250. 577, 1+TP+ALB
+Asn; 0. 763, 249, 387, 1+ALB+GLc+Asn; 0. 763, 250. 591, 1+ALB+Asn+Gln; 0. 762, 25
0.594, 1+ALB+TG+Asn; 0. 762, 250, 616, 1+ALB+Asn+Ala; 0. 762, 250. 469, 1+ALB+As
ntVal;0.761, 247, 695, 1+ALB+Asn+Asp; 0. 761, 250, 443, 1+ALB+Ca+Asn; 0. 761, 24
8. 073, 1+ALB+AST+Asn; 0. 759, 250. 463, 1+ALB+gGT+Asn; 0. 755, 250, 530, 1+Lys+A
LB+BUN; 0. 754, 253. 542, 1+ALB+Cys+Lys; 0. 753, 248. 182, 1+Lys+ALT+ALB; 0. 752,
249,196, 1+PhetALT+ALB; 0. 752, 250. 326, 1+Trp+ALB+BUN; 0, 751, 252, 852, 1+ALB
+AST+0rn; 0. 751, 248, 364, 1+Arg+ALT+ALB; 0. 750, 252, 721, 1+Lys+AST+ALB; 0. 75
0,251,803, 1+ALB+Cit+Trp;0. 750, 252, 205, 1+ALB+3MeHistLys; 0. 750, 254. 610,
1+Alat+Lys+ALB; 0. 749, 249, 708, 1+Trp+ALT+ALB; 0. 749, 252, 295, 1+Trp+Lys+ALB
;0.749, 249, 606, 1+ALB+ALT+0rn; 0, 748, 253, 998, 1+Lys+ALB+TP; 0. 748, 253. 750
, 1+Gly+Lys+ALB; 0. 747, 252, 887, 1+Lys+ALB+NEFA; 0, 747, 252, 457, 1+ALB+0rn+T
rp;0.747,251, 166, 1+ALB+ALT+Pro;0. 747, 252, 432, 1+Phe+ALB+BUN; 0. 746, 253.
509, 1+Ala+Trp+ALB; 0. 745, 254, 117, 1+ALB+T-BIL+Lys;0. 745, 254, 557, 1+ALB+0
rnt+Cys; 0. 745, 254, 993, 1+ALB+Tau+Lys ;0. 745, 253. 492, 1+ALB+Cit+Lys; 0. 745,
254,000, 1+ALB+0rn+tLys; 0. 745, 254, 823, 1+ALB+Ser+Lys; 0. 744, 254, 919, 1+ALB
tLystLeu; 0. 744, 253, 135, 1+ALB+BUN+0rn; 0. 744, 251, 960, 1+Trp+AST+ALB; 0. 74
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4,254,524, 1+ALB+ProtLys; 0. 744, 254, 625, 1+ALB+Ala+0rn; 0. 744, 254, 232, 1+L
ystHis+ALB; 0, 744, 254, 593, 1+ALB+G Ln+Lys; 0. 743, 255, 060, 1+BCAA+Lys+ALB; 0
. 743,254, 945, 1+Lys+Thr+ALB; 0. 743, 255, 050, 1+Lys+Glc+ALB; 0. 743, 254, 767,
1+ALB+Lys+Ile; 0. 743,251, 293, 1+ALB+ALT+Val; 0. 743, 254, 893, 1+Lys+TG+ALB;
0.743, 254, 361, 1+ALB+His+0rn; 0. 743, 255. 027, 1+Lys+gGT+ALB; 0. 743, 253. 476
, 1+ALB+Pro+Trp;0. 743, 254, 875, 1+ALB+Lys+Met ;0. 743, 254. 917, 1+Lys+Tyr+AL
B;0.743, 254, 848, 1+LystPhetALB; 0, 742, 252, 540, 1+ALB+Asp+Lys;0. 742, 254, 8
18, 1+ALB+Gly+0rn; 0. 742, 254, 102, 1+ALB+Cys+Trp;0. 742, 255, 002, 1+ALB+G lu+
Lys;0.742,253.499, 1+Arg+AST+ALB; 0. 742, 254, 318, 1+Lys+TCHO+ALB; 0. 742, 25
4,849, 1+ALB+LystVal; 0. 742, 254, 605, 1+ALB+0rn+Phe; 0. 742, 251, 529, 1+Thr+A
LT+ALB; 0. 742, 254, 875, 1+Lys+ALB+BHBA; 0. 741, 253, 922, 1+Arg+Lys+ALB; 0. 741
, 2563.981, 14Trp+Phe+ALB; 0. 741, 254, 982, 1+Lys+ALB+Ca; 0. 741, 254, 650, 1+ALB
+Pro+0rn;0. 741, 254, 444, 1+Thr+ALB+BUN; 0. 741, 254, 643, 1+ALB+Arg+Cys ;0. 74
1, 253. 839, 1+ALB+3MeHis+0rn; 0. 741, 252, 460, 1+Trp+Arg+ALB; 0. 741, 255, 141,
14ALB+Thr+0rn; 0,741, 254, 817, 1+ALB+NEFA+Orn; 0, 740, 255, 481, 1+ALB+T-BIL+
Orn;0.740, 251, 854, 1+BCAA+ALT+ALB; 0. 740, 252, 816, 1+ALB+3MeHis+Arg; 0. 740
, 254,038, 1+Gly+Trp+ALB; 0. 740, 255, 517, 1+ALB+GLn+0rn; 0, 740, 254, 849, 14TP
+ALB+0rn; 0. 739, 255. 279, 1+ALB+Cit+0rn; 0. 739, 253. 805, 1+Trp+ALB+TP; 0. 739
, 255,061, 1+ALB+TCHO+0rn; 0. 739, 255. 836, 1+Phe+ALB+NEFA; 0. 739, 254, 250, 1+
ALB+Val+4Trp;0. 739, 254, 972, 1+ALB+BUN+Pro; 0. 739, 255. 668, 1+ALB+Ser+0rn;0
. 739, 255, 725, 1+ALB+gGT+0rn; 0. 739, 254, 645, 1+ALB+Arg+0rn; 0. 739, 255, 788,
1+ALB+0rn+Leu; 0. 739, 253, 400, 1+Arg+ALB+BUN; 0. 739, 256, 967, 1+GLly+Phe+ALB
:0.738, 255,789, 1+ALB+BHBA+0rn; 0. 738, 255. 791, 1+ALB+0rn+Ile; 0. 738, 255.7
82, 1+ALB+0rn+Met ; 0. 738, 255. 790, 1+ALB+GLc+0rn; 0. 738, 255. 301, 1+ALB+Ser+
Arg;0.738, 253. 444, 1+ALB+ALT+Met ; 0. 738, 255. 726, 1+ALB+Tau+0rn; 0. 738, 253
. 925, 1+ALB+3MeHis+Trp; 0. 738, 254, 575, 1+ALB+Tau+Trp; 0. 738, 255, 742, 1+ALB
+GLlut+0rn;0. 738, 251. 937, 1+ALB+Asp+Trp; 0. 738, 255. 521, 1+ALB+3MeHis+Phe; 0
. 738, 255, 582, 1+ALB+Cat+0rn; 0. 738, 251, 632, 1+Tyr+ALT+ALB; 0. 738, 254. 336, 1
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+ALB+GLn+Trp; 0,737, 254,595, 14Trp+Thr+ALB; 0. 737, 254, 199, 14+Gly+Arg+ALB;
0.737, 255, 725, 1+ALB+0rn+BCAA; 0. 737, 255, 747, 1+ALB+TG+0rn; 0. 737, 252, 229
, 1+ALB+ALT+Leu; 0. 737, 255, 738, 1+ALB+AST+Val; 0, 737, 254, 444, 1+Arg+ALB+NE
FA;0.736, 254, 682, 1+BCAA+Trp+ALB; 0. 736, 254. 578, 1+Trp+Tyr+ALB; 0. 736, 255
.403, 1+ALB+0rn+Tyr ;0. 736, 254, 791, 1+ALB+Met+Trp; 0. 736, 256. 807, 1+ALB+GL
y+Pro;0. 736, 253. 933, 1+ALB+Asp+0rn; 0. 736, 253. 436, 1+ALB+ALT+Ile; 0. 735, 2
54,482, 1+Trp+ALB+NEFA; 0, 735, 253, 531, 1+ALB+ALT+Cit;0. 735, 255, 417, 1+ALB
+0rntVal;0. 735, 254, 255, 1+Ala+ALT+ALB; 0. 735, 253, 211, 1+ALB+BUN+ALT ;0. 73
5, 255, 338, 1+Ala+ALB+BUN; 0. 735, 254, 754, 1+ALB+T-BIL+Trp;0. 734, 254, 312, 1
+ALB+ALT+Gn; 0. 734, 255, 496, 1+ALB+Arg+Pro;0. 734, 255, 949, 1+ALB+Cit+Thr;
0.734,257.200, 1+ALB+AlatVal; 0. 734, 258, 129, 1+ALB+Cys+Phe; 0. 734, 256, 784
, 14Thr+AST+ALB; 0. 734, 254, 871, 1+ALB+GLu+Trp; 0. 734, 256, 789, 1+ALB+NEFA+P
ro;0.734,254,537, 14TrptHis+ALB; 0. 734, 257, 371, 1+ALB+Cys+tVal; 0. 734, 258.
533, 1+ALB+AST+NEFA; 0. 734, 254, 871, 1+ALB+I le+Trp; 0. 734, 254, 869, 1+ALB+Se
r+Trp;0.734, 256,786, 1+ALB+3MeHis+Pro;0. 734, 257. 635, 1+ALB+3MeHis+Ala; 0
. 734,258, 338, 1+AlatGly+ALB; 0, 734, 254, 664, 1+ALB+BUN+Val; 0. 734, 259, 444,
1+ALB+AST+Met ;0. 734, 255, 218, 1+Arg+Thr+ALB; 0. 733, 254, 825, 1+Trp+TG+ALB;
0.733, 254, 835, 1+ALBtLeu+Trp; 0,733, 254, 834, 14Trp+GLc+ALB; 0. 733, 254, 859
, 1+Trp+ALB+BHBA; 0. 733, 255, 711, 1+ALB+T-BIL+Arg; 0. 733, 254, 855, 14+Trp+gGT
+ALB; 0. 733, 255. 614, 1+AlatArg+ALB; 0. 733, 255. 674, 1+Arg+Phe+ALB; 0. 733, 25
7. 047, 1+ALB+AST+Pro; 0. 733, 258, 362, 1+ALB+G Ln+Phe; 0. 733, 257, 170, 1+ALB+T
-BIL+Phe; 0. 733, 255. 037, 1+ALB+AsptVal; 0. 733, 256. 482, 1+Phe+AST+ALB; 0. 73
3,254, 349, 14Trp+TCHO+ALB; 0. 733, 256. 133, 1+ALB+Arg+Met ;0. 732, 256. 156, 1+
ALB+Gln+Arg;0.732, 257. 047, 14+ALB+Pro+Val;0. 732, 255, 996, 1+Arg+gGT+ALB; 0
. 732,258,519, 1+ALB+Thr+Cys; 0. 732, 256. 801, 1+ALB+Va l+BCAA; 0. 732, 255. 779
, 1+His+ALT+ALB; 0. 732, 256, 954, 1+BCAA+AST+ALB; 0. 732, 255, 561, 1+BCAA+ALB+
BUN; 0. 732, 257, 606, 1+ALB+Pro+Phe; 0. 732, 254,791, 1+Trp+ALB+Ca; 0. 732, 256.
316, 1+ALB+Tau+Arg;0. 732, 257. 972, 1+GLly+Thr+ALB; 0. 731, 256. 319, 1+Arg+Glc
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+ALB; 0. 731, 257. 379, 1+ALB+Val+Phe; 0. 731, 258. 221, 1+AlatPhe+ALB; 0. 731, 25
7.096, 1+ALB+NEFA+Val; 0. 731, 255, 379, 1+Arg+TCHO+ALB; 0. 731, 251, 171, 1+ALB
+ALT+Asp; 0. 731, 255, 206, 1+ALB+Arg+Val; 0. 731, 256, 332, 1+Arg+TG+ALB; 0. 731
, 256, 028, 1+Arg+ALB+TP; 0. 731, 258. 466, 1+Ala+tALB+NEFA; 0. 730, 256. 321, 1+Ar
g+ALB+BHBA; 0. 730, 255. 046, 1+Tyr+ALB+BUN; 0, 730, 255. 673, 1+Arg+His+ALB;0,
730, 255, 998, 1+Arg+ALB+Ca; 0. 730, 254. 856, 1+ALB+Arg+Asp; 0. 730, 257. 057, 1+
Tyr+AST+ALB; 0. 729, 258. 861, 1+Phe+ALB+TP; 0, 729, 257, 528, 1+Thr+ALB+NEFA; 0
. 729, 255, 988, 1+BCAA+Arg+ALB; 0. 729, 258. 012, 1+Thr+Phe+ALB; 0. 729, 257, 059
, 1+ALB+3MeHis+Val;0. 728, 258, 523, 1+Ala+BCAA+ALB; 0. 728, 256. 521, 1+ALB+AS
T+ALT;0. 728, 256. 222, 1+Arg+Tyr+ALB; 0. 728, 258, 749, 1+AlatThr+ALB; 0. 727, 2
57.901, 1+BCAA+ALB+NEFA; 0. 727, 255. 913, 1+ALB+ALT+NEFA; 0. 726, 261. 364, 14G
ly+AST+ALB; 0. 726, 254, 428, 1+ALB+BUN+Asp; 0. 726, 258, 393, 1+BCAA+Phe+ALB; 0
. 726, 259, 204, 1+Ala+AST+ALB; 0. 726, 257, 107, 1+ALB+AST+Asp; 0. 725, 259, 112,
14Phe+GLc+ALB; 0. 725, 258. 619, 1+Phe+Tyr+ALB; 0. 725, 258, 707, 1+Phe+Hi s+ALB
;0.725, 261, 495, 1+His+AST+ALB; 0, 725, 258. 898, 1+Phe+TG+ALB; 0. 725, 258, 863
, T+ALB+BUN+AST; 0, 725, 258. 720, 1+GLy+BCAA+ALB; 0, 724, 258. 961, 1+Phe+ALB+C
a;0.724,259. 114, 14BCAA+ALB+TP; 0, 724, 257. 919, 1+Phe+TCHO+ALB; 0. 724, 258.
811, 1+Phe+ALB+BHBA; 0. 724, 255, 937, 1+ALB+ALT+3MeHis; 0. 724, 259, 381, 1+Thr
+ALB+TP; 0. 724, 257, 861, 1+ALB+Tyr+Val; 0, 724, 258, 977, 1+Phe+gGT+ALB; 0. 724
, 256,690, T+ALB+NEFA+Asp; 0. 723, 259, 377, 1+Thr+Glc+ALB; 0. 723, 259, 515, 14T
hr+ALB+BHBA; 0. 723, 257, 204, 1+ALB+3MeHis+Tyr ;0. 723, 258, 661, 1+BCAA+Thr+A
LB; 0,723, 256, 310, 1+ALB+Asp+Phe; 0. 723, 259, 271, 1+Thr+His+ALB; 0. 723, 256.
443, 1+GLy+ALT+ALB; 0. 723, 259, 363, 1+Thr+gGT+ALB; 0. 722, 258, 289, 1+Tyr+ALB
+NEFA; 0. 722, 268. 616, 1+Gly+Tyr+ALB;0. 722, 260. 388, 1+ALB+AST+3MeHis; 0. 72
2,258. 215, 1+ALB+BUN+NEFA; 0. 722, 258. 879, 1+BCAA+His+ALB; 0. 722, 259. 054, 1
+Ala+Tyr+ALB; 0. 722, 258, 492, 1+Thr+Tyr+ALB; 0. 721, 254, 090, 1+ALB+3MeHis+A
sp;0.721,258,911, 14Thr+TCHO+ALB; 0. 721, 259, 494, 1+Thr+ALB+Ca; 0. 720, 259.
548, 1+BCAA+G Lc+ALB; 0. 720, 259. 402, 1+BCAA+ALB+Ca; 0. 720, 259, 159, 1+BCAA+A
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LB+BHBA; 0. 720, 259. 459, 1+BCAA+gGT+ALB; 0. 720, 258. 956, 1+BCAA+Tyr+ALB;0. 7
20, 258. 471, 1+BCAA+TCHO+ALB; 0,719, 260. 032, 1+His+ALB+BUN; 0. 719, 259. 206,
14Thr+TG+ALB; 0. 718, 259, 423, 1+BCAA+TG+ALB; 0. 718, 259, 025, 1+ALB+BUN+3MeH
is;0.717,259. 803, 14Tyr+GLc+ALB; 0. 716, 257, 278, 1+ALB+Asp+Tyr;0.716, 261,
513, 1+AlatgGT+ALB; 0. 716, 259. 659, 1+Tyr+ALB+Ca; 0. 716, 259. 686, 1+Tyr+gGT+
ALB;0.716, 259, 585, 14Ty r+ALB+TP; 0. 715, 259, 791, 14Tyr+TG+ALB; 0, 715, 260, 2
98, 1+Gly+ALB+BUN; 0, 715, 261, 135, 1+ALB+NEFA+3MeHis; 0. 714, 259, 675, 1+Tyr+
ALB+BHBA; 0, 714, 259, 593, 14Tyr+His+ALB; 0. 714, 262, 014, 1+GLy+ALB+NEFA; 0. 7
14,261,729, 1+His+ALB+NEFA; 0. 713, 258. 324, 14+Tyr+TCHO+ALB; 0. 712, 261. 677,
1+Ala+TG+ALB; 0,712, 261, 988, 1+Ala+His+ALB;0. 712,262, 021, 1+Ala+GLlc+ALB;
0.712,262. 023, 1+AlatALB+TP; 0. 711, 263. 250, 1+Gly+His+ALB; 0. 711, 261, 830,
1+Ala+ALB+Ca;0.711, 260,810, 1+Ala+TCHO+ALB; 0. 711,261, 651, 1+Ala+ALB+BHB
A;0.709, 264,620, 1+His+gGT+ALB; 0. 707, 264, 722, 1+His+ALB+TP; 0. 705, 264, 50
9, 14His+ALB+Ca; 0. 705, 268, 177, 1+Phe+His+ALT; 0. 705, 264, 873, 1+His+Glc+AL
B;0.704, 263. 960, 1+Gly+ALB+BHBA; 0. 704, 264, 637, 1+His+ALB+BHBA; 0, 703, 264
. 226, 1+Gly+gGT+ALB; 0, 703, 264, 470, 1+His+TG+ALB; 0. 703, 263, 895, 1+GLy+ALB
+TP;0.702,263. 751, 1+His+TCHO+ALB; 0. 702, 264. 299, 1+Gly+Glc+ALB; 0. 702, 26
4,083, 1+Gly+TG+ALB; 0. 702, 263. 875, 1+GLy+ALB+Ca;0. 701, 263. 247, 1+GLly+TCH
O+ALB; 0. 700, 268. 528, 1+BUN+ALT+Asn

[33. PI/EB+ELFL4ZTHOKX]

0.785, 242, 136, 1+ALB+BUN+ALT+Asn; 0. 780, 245, 877, 1+ALB+BUN+Asn+I le; 0. 780
, 247,807, 1+ALB+Asn+0rn+Ile; 0. 780, 245, 448, 1+ALB+BUN+Asn+Trp; 0. 779, 248.
189, 1+ALB+AsntLys+Ile;0. 779, 245, 198, 1+ALB+ALT+Asn+I le; 0. 778, 245,741, 1
+ALB+ALT+Asn+Thr ;0. 778, 247,779, 1+ALB+Asn+Arg+Ile; 0. 778, 245, 488, 1+ALB+
ALT+Asn+Trp;0.777, 249, 815, 1+ALB+Asn+Tyr+Trp;0.777,247.010, 1+ALB+His+A
sn+0rn;0. 777, 245, 155, 1+ALB+ALT+His+Asn; 0. 776, 245, 415, 1+ALB+ALT+G lc+As
n;0.776, 245, 353, 1+ALB+BUN+His+Asn; 0. 776, 246, 620, 1+ALB+BUN+NEFA+Asn; 0.
776, 246, 436, 1+ALB+BUN+Asn+Thr ;0. 776, 246, 576, 1+ALB+BUN+Asn+3MeHis; 0. 77
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5, 246, 386, 1+ALB+BUN+Asn+Lys; 0. 775, 244, 982, 1+ALB+ALT+Asn+tArg; 0. 775, 246
. 381, 1+ALB+BUN+G LctAsn; 0. 775, 246. 083, 1+ALB+ALT+Asn+3MeHis; 0. 775, 245. 5
52, 1+ALB+ALT+Asn+0rn; 0. 775, 247, 021, 1+ALB+BUN+Asn+Tyr ;0. 774, 246, 913, 1+
ALB+BUN+T-BIL+Asn;0. 774, 248, 976, 1+ALB+His+Asn+Lys;0, 774, 243, 764, 1+ALB
+BUN+Asn+Asp; 0. 774, 246, 311, 1+ALB+ALT+Asn+Tyr; 0, 774, 246, 301, 1+ALB+ALT+
NEFA+Asn; 0. 774, 246, 800, 1+ALB+BUN+AsntPhe; 0. 774, 245, 857, 1+ALB+ALT+Asn+
Phe;0. 774,250, 456, 1+ALB+NEFA+Asn+tI le; 0,774, 243, 147, 1+ALB+ALT+Asn+Asp;
0.773, 249, 483, 1+ALB+NEFA+His+Asn; 0. 773, 251, 166, 1+ALB+AsntLys+Tyr ;0. 77
3,245,569, 1+ALB+ALT+AsntLys; 0. 773, 246,721, 1+ALB+BUN+Asn+0rn; 0. 773, 246
. 656, 1+ALB+BUN+AsntArg; 0. 773, 246, 345, 1+ALB+ALT+BHBA+Asn; 0. 773, 246, 313
, 1+ALB+ALT+Asn+Val;0. 773, 247, 149, 1+ALB+BUN+Asn+Val ;0. 773, 246, 262, 1+AL
B+CatALT+Asn;0. 772, 245, 478, 1+ALB+BUN+AST+Asn; 0. 772, 250. 750, 1+ALB+NEFA
+Asn+Thr; 0,772, 247. 047, 1+ALB+BUN+gGT+Asn; 0. 772, 246. 952, 1+ALB+BUN+Ca+A
sn; 0,772, 246, 343, 1+ALB+ALT+gGT+Asn; 0. 772, 246, 255, 1+ALB+ALT+T-BIL+Asn;
0.772, 250, 455, 14+ALB+Asn+0rn+Tyr ;0. 772, 250. 623, 1+ALB+His+Asn+I le; 0. 772
, 247,054, 1+ALB+BUN+BHBA+Asn; 0, 771, 245, 698, 1+ALB+AST+ALT+Asn; 0. 771, 249
. 051, 1+ALB+GlctHis+Asn; 0, 771, 248, 008, 1+ALB+His+Asn+Arg;0. 771, 250. 066,
1+ALB+Asn+Arg+Tyr;0.770, 247, 955, 1+ALB+AST+Asn+Trp; 0. 770, 249, 804, 1+ALB
+Asn+Thr+Lys; 0,770, 249. 402, 1+ALB+Glct+Asn+I le; 0. 770, 250, 047, 1+ALB+Asn+
3MeHis+Lys;0.770, 251, 257, 1+ALB+Asn+Thr+I le; 0,770, 252, 317, 1+ALB+Asn+Ty
r+Phe;0. 770, 249, 358, 1+ALB+Asn+Thr+0rn; 0. 770, 251, 384, 1+ALB+NEFA+Asn+Ty
r;0.770, 249, 833, 1+ALB+Asn+3MeHis+Trp; 0. 770, 248. 904, 1+ALB+AST+Asn+I le;
0.769, 250, 808, 1+ALB+NEFA+T-BIL+Asn; 0. 769, 250. 147, 1+ALB+Asn+0rn+Trp; 0.
769, 250, 566, 1+ALB+NEFA+Asn+Lys; 0. 769, 249, 970, 1+ALB+Asn+3MeHis+0rn; 0.7
69, 251, 485, 1+ALB+T-BIL+Asn+I le; 0. 769, 250, 372, 1+ALB+NEFA+Asn+Trp;0. 769
, 250,599, 1+ALB+AsntVal+Trp; 0. 768, 251,417, 1+ALB+NEFA+BHBA+Asn; 0. 768, 24
6.270, 1+Phe+ALT+ALB+BUN; 0. 768, 250, 571, 1+ALB+NEFA+Asn+0rn; 0, 768, 250. 45
4, 1+ALB+AsntLys+Trp; 0, 768, 251, 576, 1+ALB+BHBA+Asn+I le; 0. 768, 250. 604, 1+



WO 2018/003638 106 PCT/JP2017/022927

ALB+T-BIL+His+Asn;0. 768, 251, 530, 1+ALB+T-BIL+AsntLys;0. 768, 251, 641, 1+A
LB+T-BIL+Asn+Thr;0, 768, 251, 443, 1+ALB+NEFA+Asn+Phe; 0. 768, 250, 630, 1+ALB
+Asn+Phe+Trp; 0. 768, 251, 002, 1+ALB+NEFA+Asn+3MeHis; 0. 768, 246. 659, 1+ALB+
Asn+3MeHis+Asp; 0. 767, 250. 690, 1+ALB+His+Asn+Thr; 0. 767, 250, 994, 1+ALB+As
ntOrn+Val;0. 767, 251, 780, 1+ALB+BHBA+Asn+Thr ;0. 767, 250. 157, 1+ALB+Asn+Ar
g+Trp;0.767,251.612, 1+ALB+Asn+Lys+Phe;0. 767, 251, 068, 1+ALB+Asn+0rn+Lys
:0.767, 249, 504, 1+ALB+Asn+3MeHis+Arg; 0. 767, 251, 650, 1+ALB+Asn+Lys+Val; 0
. 767, 250, 899, 1+ALB+BHBA+HistAsn; 0. 767, 248, 515, 1+ALB+AST+Asn+0rn; 0. 767
, 250,757, 1+ALB+Glc+Asn+Lys; 0. 767, 250, 523, 1+ALB+Glc+Asn+Thr; 0. 767, 251.
673, 1+ALB+BHBA+Asn+Lys; 0. 767, 251, 418, 1+ALB+gGT+Asn+I Le; 0. 766, 251, 586,
1+ALB+NEFA+Asn+Val; 0. 766, 249, 367, 1+ALB+AST+Asn+Lys; 0. 766, 251, 330, 1+AL
B+CatAsntIle;0. 766, 251, 129, 1+ALB+BHBA+Asn+0rn; 0, 766, 250, 238, 1+ALB+NEF
A+Glc+Asn; 0. 766, 248, 768, 1+ALB+NEFA+Asn+Asp; 0. 766, 250, 445, 1+ALB+NEFA+A
sntArg; 0. 766, 251, 323, 1+ALB+Asn+3MeHis+Tyr ;0. 766, 251, 147, 1+ALB+Asn+0rn
+Phe; 0. 766, 248, 651, 1+ALB+Asn+Asp+Tyr; 0. 766, 252. 115, 1+ALB+Asn+Tyr+Val;
0.766, 249. 614, 1+AlatTrp+ALB+BUN; 0. 766, 249, 223, 1+ALB+AST+Asn+Thr ;0. 766
, 250, 024, 1+ALB+Asn+Arg+Thr ;0. 766, 250, 794, 14+ALB+gGT+His+Asn; 0. 766, 250.
712, 1+ALB+Ca+His+Asn; 0. 766, 248, 353, 1+ALB+Asn+Asp+Trp;0. 766, 251, 139, 1+
ALB+T-BIL+Asn+0rn; 0. 766, 251, 310, 1+ALB+Asn+3MeHis+Val;0. 765, 252. 478, 1+
ALB+T-BIL+BHBA+Asn; 0. 765, 249, 280, 1+ALB+Asn+AsptLys;0. 765, 248, 937, 1+AL
B+AST+His+Asn; 0, 765, 251. 639, 1+ALB+gGT+Asn+Thr ; 0, 765, 250. 904, 1+ALB+Asn
+Arg+0rn; 0. 765, 251. 088, 1+ALB+Asn+3MeHis+Phe; 0. 765, 251, 626, 1+ALB+Ca+As
n+Thr ;0. 765, 251, 532, 1+ALB+gGT+NEFA+Asn; 0, 765, 251, 509, 1+ALB+Ca+Asn+Lys
;0,764,250 209, 1+ALB+Glc+Asn+0rn; 0, 764, 248, 587, 1+ALB+AST+NEFA+Asn; 0. 7
64,251,592, 1+ALB+gGT+AsntLys; 0, 764, 251, 017, 1+ALB+Cat+Asn+0rn; 0. 764, 249
. 194, 1+ALB+Asn+Asp+0rn; 0. 764, 251, 137, 1+ALB+Asn+Arg+Lys; 0. 764, 251, 035,
1+ALB+gGT+Asn+0rn; 0. 764, 251, 256, 1+ALB+T-BIL+Asn+Arg;0. 763, 251, 292, 1+A
LB+BHBA+Asn+Arg; 0. 763, 251, 296, 1+ALB+Asn+Arg+Val; 0. 763, 251, 392, 1+ALB+C
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a+NEFA+Asn; 0,763, 251. 113, 1+ALB+T-BIL+Glc+Asn; 0. 763, 250. 490, 1+ALB+Glc+
Asn+Arg;0. 763,251, 223, 1+ALB+Asn+Arg+Phe; 0. 763, 248, 839, 1+ALB+AST+Asn+3
MeHis;0.763, 249, 984, 1+ALB+AST+Asn+Tyr ;0. 762, 248, 975, 1+ALB+AST+G LctAsn
:0.762, 249, 461, 1+ALB+Asn+Arg+Asp; 0. 762, 246, 875, 1+Lys+ALT+ALB+BUN; 0. 76
2,252,467, 1+ALB+AsntVal+Phe; 0. 762, 248, 753, 1+ALB+AST+Asn+Arg; 0. 762, 251
. 080, 1+ALB+gGT+AsntArg; 0. 762, 249, 641, 1+ALB+AsntAsptPhe; 0. 761, 251, 112,
1+ALB+gGT+Glc+Asn; 0. 761, 249, 680, 1+ALB+Asn+Asp+Val ;0. 761, 249, 995, 1+ALB
+AST+BHBA+Asn; 0. 761, 250, 056, 1+ALB+AST+Asn+Phe; 0. 761, 249, 704, 1+ALB+AST
+T-BIL+Asn;0.761, 251, 321, 1+ALB+CatGlctAsn; 0. 761, 247, 033, 1+ALB+AST+Asn
+Asp;0.761, 252, 357, 1+ALB+gGT+T-BIL+Asn; 0, 761, 252, 326, 1+ALB+Ca+T-BIL+A
sn;0.760, 251, 177, 1+ALB+BHBA+G Lc+Asn; 0. 760, 251, 196, 1+ALB+Ca+Asn+Arg; 0.
760, 251,182, 1+Alat+Lys+ALB+BUN; 0. 760, 249, 933, 1+Trp+Lys+ALB+BUN; 0. 760, 2
52.427, 1+ALB+Ca+BHBA+Asn; 0. 760, 254. 427, 1+AlatGly+Lys+ALB; 0. 760, 249. 96
9, 1+ALB+AST+AsntVal; 0. 760, 252, 461, 1+ALB+gGT+BHBA+Asn; 0. 760, 249, 867, 1+
ALB+Ca+AST+Asn; 0, 760, 249, 244, 14+Trp+Phe+ALT+ALB; 0. 759, 248, 130, 1+Trp+AL
T+ALB+BUN; 0, 759, 250. 045, 1+ALB+AST+gGT+Asn; 0. 759, 250, 657, 1+Trp+Phe+ALB
+BUN; 0. 759, 250. 662, 1+ALB+BUN+3MeHistLys; 0, 759, 253, 121, 1+Gly+Lys+AST+A
LB;0.759, 253. 536, 1+Ala+Gly+Trp+ALB;0. 758, 248. 590, 1+Trp+Arg+ALT+ALB; 0.
758, 248, 377, 1+Arg+ALT+ALB+BUN; 0. 758, 249, 048, 1+ALB+ALT+3MeHis+Lys;0. 75
8,249, 102, 1+ALB+ALT+0rn+Phe; 0. 758, 248, 941, 1+ALB+ALT+Arg+Phe; 0. 758, 251
. 684, 1+Lys+Phe+ALB+BUN; 0. 758, 249, 427, 1+ALB+BUN+Asp+Lys; 0. 758, 250. 478,
1+Ala+Trp+ALT+ALB; 0. 758, 251, 642, 1+Lys+His+ALB+BUN; 0. 757, 250. 887, 1+Lys
+ALB+BUN+TP; 0, 757, 250, 761, 1+Trp+ALB+BUN+TP; 0, 757, 249, 183, 1+Lys+Phe+AL
T+ALB; 0. 757, 249, 370, 1+Lys+ALT+ALB+TP; 0. 757, 252, 245, 1+ALB+Ca+gGT+Asn; 0
. 757,252,127, 1+Gly+Lys+ALB+BUN; 0. 757, 251, 203, 1+Lys+ALB+BUN+NEFA; 0, 757
, 250, 303, 1+Gly+Phe+ALT+ALB; 0. 756, 249, 842, 1+ALB+ALT+3MeHis+Phe; 0. 756, 2
49. 599, 1+ALB+ALT+0rn+Trp; 0. 756, 250. 916, 1+Ala+ALT+ALB+BUN; 0. 756, 247. 45
3, 1+ALB+ALT+AsptLys; 0. 756, 252, 024, 1+Lys+AST+ALB+NEFA; 0. 756, 249, 862, 1+
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AlatLys+ALT+ALB; 0. 756, 250, 498, 1+Phe+ALT+ALB+NEFA; 0. 756, 251, 016, 1+Lys+
AST+ALB+BUN; 0. 756, 249, 556, 1+Lys+ALT+AST+ALB; 0, 756, 249, 731, 1+Gly+Lys+A
LT+ALB; 0. 756, 249, 753, 1+Thr+ALT+ALB+BUN; 0. 756, 249. 597, 1+ALB+BUN+ALT+0r
n;0.755, 253, 249, 1+Lys+AST+ALB+TP; 0. 755, 252, 320, 1+ALB+BUN+Lys+I le;0. 75
5,252, 326, 1+Lys+Thr+ALB+BUN; 0. 755, 248, 880, 1+Trp+Lys+ALT+ALB; 0. 755, 251
. 409, 1+ALB+BUN+T-BIL+Lys;0. 755, 249, 596, 1+Arg+ALT+AST+ALB; 0. 755, 252, 38
6, 1+Lys+Tyr+ALB+BUN; 0. 755, 249, 600, 1+Gly+Arg+ALT+ALB; 0. 755, 250. 002, 1+A
latArg+ALT+ALB; 0. 755, 252. 506, 1+ALB+BUN+Lys+Val; 0. 755, 252. 518, 1+Lys+Gl
ctALB+BUN; 0. 755, 249, 862, 1+ALB+ALT+Lys+I le;0. 755, 254, 388, 1+AlatGly+Arg
+ALB; 0. 754, 252, 143, 1+Arg+Lys+ALB+BUN; Q. 754, 249, 801, 1+Lys+ALT+ALB+NEFA
;0.754, 249,703, 1+ALB+ALT+0rn+Lys; 0. 754, 249, 553, 1+Arg+Thr+ALT+ALB; 0. 75
4,251,503, 1+ALB+AST+0rn+Trp; 0, 754, 248, 808, 1+Arg+Lys+ALT+ALB; 0. 754, 254
. 700, 1+Lys+His+ALB+TP;0. 754, 251, 150, 1+ALB+BUN+Orn+Trp; 0. 754, 252. 530, 1
+Lys+gGT+ALB+BUN; 0. 754, 248. 911, 1+ALB+BUN+Asp+Trp; 0. 754, 251, 823, 1+Trp+
Lys+AST+ALB; 0. 754, 252, 476, 1+BCAA+Lys+ALB+BUN; 0, 754, 250, 018, 1+Lys+Thr+
ALT+ALB; 0. 754, 250. 089, 1+ALB+ALT+T-BIL+Lys; 0. 754, 252, 315, 1+ALB+BUN+Orn
tLys; 0. 754, 253. 450, 1+ALB+AST+0rn+Lys; 0. 754, 252, 451, 1+Ala+Trp+AST+ALB;
0.754, 252, 399, 1+Lys+ALB+BUN+Ca; 0. 754, 250. 996, 1+Phe+ALT+ALB+BHBA; 0, 754
, 252,132, 1+ALB+AST+3MeHistLys; 0, 754, 250, 123, 1+Arg+ALT+ALB+TP; 0, 754, 25
0.126, 1+ALB+ALT+LystVal;0. 754, 252, 120, 1+ALB+BUN+3MeHis+Phe; 0. 754, 253,
381, 1+ALB+AST+NEFA+Orn; 0, 754, 254, 010, 1+ALB+AST+His+0rn; 0. 753, 249, 602,
14+Lys+TCHO+ALT+ALB; 0. 753, 250, 180, 1+BCAA+Lys+ALT+ALB; 0. 753, 252, 513, 1+L
ys+TG+ALB+BUN; 0. 753, 250, 063, 1+Lys+ALT+ALB+BHBA; 0. 753, 250. 754, 1+PhetHi
Ss+ALT+ALB; 0. 753, 250. 975, 1+Trp+Arg+ALB+BUN; 0. 753, 250, 179, 1+Lys+Glc+ALT
+ALB; 0. 753, 250. 181, 1+Lys+TG+ALT+ALB; 0. 753, 252, 973, 1+GLy+Arg+AST+ALB; 0
. 753, 249, 044, 1+ALB+ALT+3MeHistArg; 0. 753, 249, 776, 1+ALB+ALT+Arg+0rn; 0.7
53, 249,745, 1+Lys+His+ALT+ALB; 0. 753, 252, 773, 1+AlatPhe+ALB+BUN; 0. 753, 25
0. 959, 1+Alat+Phe+ALT+ALB; 0. 753, 254, 251, 1+Gly+Lys+ALB+TP; 0. 753, 252. 200,
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1+Lys+ALB+BUN+BHBA; 0. 753, 250, 232, 1+Arg+TG+ALT+ALB; 0, 753, 251, 074, 14+Phe
+ALT+ALB+TP; 0. 753, 250, 294, 1+ALB+ALT+Arg+I le; 0. 753, 252, 597, 1+ALB+BUN+0
rntPhe; 0. 753, 255, 257, 1+AlatLys+His+ALB; 0. 753, 250. 172, 1+Lys+ALT+gGT+AL
B;0.753, 254,111, 14ALB+AST+T-BIL+0rn; 0. 753, 256. 931, 1+AlatGly+Phe+ALB; 0
. 752,252,914, 14TrptLys+ALB+TP; 0. 752, 252, 134, 1+Lys+TCHO+ALB+BUN; 0. 752,
252,696, 1+TrptLystHis+ALB; 0. 752, 249, 969, 1+Lys+Tyr+ALT+ALB; 0. 752, 253. 8
57, 1+ALB+AST+0rn+Phe; 0. 752, 253. 867, 1+AlatTrptLys+ALB; 0, 752, 251, 036, 1+
ALB+ALT+His+0rn; 0. 752, 254, 206, 1+AlatLys+AST+ALB; 0. 752, 254, 796, 1+ALB+A
ST+BHBA+0rn; 0. 752, 254, 844, 1+ALB+AST+0rn+I le; 0, 752, 250, 127, 1+Lys+ALT+A
LB+Ca; 0. 752, 250. 854, 1+ALB+ALT+Thr+0rn; 0. 752, 251, 194, 1+Phe+TG+ALT+ALB;
0.752, 253,296, 1+Gly+Trpt+Lys+ALB; 0. 752, 250, 761, 1+Phe+TCHO+ALT+ALB; 0. 75
2,250, 318, 1+Arg+ALT+gGT+ALB; 0. 752, 252, 320, 1+Trp+TG+ALB+BUN; 0. 752, 251,
980, 14Trp+Thr+ALB+BUN; 0. 752, 252. 646, 1+ALB+3MeHis+Lys+Trp; 0. 752, 250. 07
2, 1+Arg+ALT+ALB+Ca; 0. 752, 249, 901, 1+ALB+ALT+Arg+Val;0, 752, 250. 186, 1+Ar
g+ALT+ALB+NEFA; 0. 752, 254, 358, 1+Ala+Lys+ALB+NEFA; 0. 752, 251, 191, 14+Phe+A
LT+gGT+ALB; 0, 752, 248. 294, 1+ALB+ALT+Asp+Trp; 0. 752, 250, 604, 1+ALB+AST+AL
T+0rn;0.752, 252, 461, 1+Trp+AST+ALB+TP; 0. 752, 252, 130, 1+GLy+Trp+ALB+BUN;
0.752, 254,697, 1+ALB+Ca+AST+0rn; 0. 752, 254, 725, 1+ALB+AST+gGT+0rn; 0. 752,
250,875, 1+ALB+ALT+Val+Phe; 0. 752, 250. 340, 1+Arg+GLc+ALT+ALB; 0. 752, 252. 5
43, 14Phe+ALB+BUN+NEFA; 0, 752, 254, 312, 1+Lys+His+AST+ALB; 0. 752, 251, 129, 1
+Phe+Tyr+ALT+ALB; 0. 752, 251, 137, 1+BCAA+Phe+ALT+ALB; 0, 752, 250. 797, 14+Phe
+ALT+AST+HALB; 0. 752, 250. 883, 1+Trp+ALT+ALB+TP; 0. 751, 250, 998, 1+ALB+ALT+V
al+Trp; 0,751, 248, 703, 1+ALB+ALT+Arg+Asp; 0. 751, 253, 548, 1+Lys+ALB+TP+NEF
A;0.751,252, 061, 14Trp+Tyr+ALB+BUN; 0. 751, 252, 325, 1+Trp+gGT+ALB+BUN; 0. 7
51,251,191, 1+Phe+GLc+ALT+ALB; 0. 751, 249, 606, 1+ALB+3MeHistAsptLys; 0. 751
, 253,764, 14BCAA+Trpt+Lys+ALB; 0, 751, 250, 381, 1+Trp+AST+ALB+BUN; 0, 751, 254
. 219, 1+ALB+AST+Thr+0rn; 0, 751, 254, 849, 1+ALB+AST+G Lc+0rn; 0. 751, 253. 423,
1+Arg+Lys+AST+ALB; 0. 751, 249, 266, 1+ALB+ALT+Asp+0rn;0. 751, 252, 301, 1+BCA
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A+Trp+ALB+BUN; Q. 751, 250. 770, 1

+Thr+Phe+ALT+ALB; 0. 751, 254, 495, 1+ALB+AST+Lys+Ile; 0. 751, 252, 961, 1+ALB+
BUN+AST+0rn; 0. 751, 253, 127, 1+ALB+AST+3MeHis+0rn;0. 751, 249, 916, 1+Arg+Hi
s+ALT+ALB; 0. 751, 254, 444, 1+Lys+AST+ALB+BHBA; 0. 751, 251, 133, 1+Phe+ALT+AL
B+Ca;0.751, 250. 364, 1+Arg+ALT+ALB+BHBA; 0. 751, 252, 324, 1+Trp+Glc+ALB+BUN
;0.751, 251,593, 14Trp+Arg+AST+ALB; 0. 751, 250, 363, 1+ALB+ALT+T-BIL+Arg;0.
751,253, 741, 1+ALB+AST+Arg+0rn; 0. 751, 253, 253, 1+ALB+AST+T-BIL+Lys; 0. 751
, 249, 958, 1+Arg+TCHO+ALT+ALB; 0. 751, 253, 575, 1+ALB+3MeHis+0rntLys; 0. 751,
250,975, 1+ALB+ALT+3MeHis+0rn; 0, 751, 253, 768, 1+ALB+3MeH i s+Lys+Phe; 0. 751
, 252,148, 1+ALB+BUN+Val+Trp;0. 751, 252, 029, 1+ALB+AST+Asp+tLys; 0. 751, 252,
710, 1+ALB+3MeHistArgtlLys; 0. 751, 2563. 579, 1+Gly+Phe+ALB+BUN; 0. 751, 253. 77
9, 14Thr+Phe+ALB+BUN; 0. 751, 254, 499, 1+Lys+Phe+AST+ALB; 0, 751, 255, 345, 14G
ly+Lys+Phe+ALB; 0. 751, 250, 675, 1+ALB+BUN+ALT+Val ;0. 750, 251, 833, 1+ALB+BU
N+3MeHis+Trp;0. 750, 250. 303, 1+Arg+Tyr+ALT+ALB; 0. 750, 251, 396, 14+GLly+Trp+
ALT+ALB;0. 750, 251, 173, 1+Trp+TCHO+ALT+ALB; 0. 750, 255. 704, 1+Gly+BCAA+Lys
+ALB; 0. 750, 254, 532, 1+ALB+AST+Lys+Val;0. 750, 251, 925, 1+Trp+His+ALB+BUN;
0.750, 254, 252, 1+Gly+Arg+Lys+ALB; 0. 750, 254, 720, 1+BCAA+Lys+AST+ALB; 0. 75
0,252, 209, 14+Trp+ALB+BUN+BHBA; 0. 750, 255. 204, 1+Ala+Trp+Phe+ALB; 0. 750, 25
1.694, 1+Trp+ALT+gGT+ALB; 0. 750, 254, 300, 1+Lys+TCHO+AST+ALB; 0. 750, 252. 02
7, 14Trp+TCHO+ALB+BUN; 0. 750, 254, 716, 1+Lys+GLc+AST+ALB; 0. 750, 252, 216, 1+
Trp+ALB+BUN+NEFA; Q. 750, 251, 101, 14Trp+Thr+ALT+ALB; 0. 750, 256, 601, 1+A la+
Lys+Glc+ALB; 0. 750, 250, 222, 1+BCAA+Arg+ALT+ALB; 0. 750, 251, 688, 14+Trp+Glc+
ALT+ALB; 0. 749, 250. 633, 14Trp+ALT+AST+ALB; 0. 749, 256. 589, 1+Ala+BCAA+Lys+
ALB; 0. 749, 254, 243, 14Trp+Lys+Tyr+ALB; 0. 749, 254, 573, 1+Lys+Thr+AST+ALB; 0
. 749, 251,707, 1+Trp+ALT+ALB+BHBA; 0. 749, 251, 277, 1+BCAA+Trp+ALT+ALB; 0. 74
9, 254,580, 1+Lys+AST+gGT+ALB; 0, 749, 255, 001, 1+Ala+Trp+ALB+NEFA; 0, 749, 25
4,631, 1+Lys+TG+ASTHALB; 0. 749, 251, 691, 1+Trp+TG+ALT+ALB; 0. 749, 251, 708, 1
+Trp+ALT+ALB+NEFA; Q. 749, 254, 672, 1+Lys+AST+ALB+Ca; 0. 749, 254, 260, 1+Trp+
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Lys+ALB+BHBA; 0. 749, 256, 584, 1+AlatLys+Thr+ALB; 0, 749, 255, 905, 1+Lys+Phe+
ALB+TP; 0. 749, 253, 513, 1+Phe+His+ALB+BUN; 0. 749, 252, 921, 14+Gly+Trp+AST+AL
B;0.749, 256. 522, 1+AlatLys+gGT+ALB; 0. 749, 253. 535, 1+Trp+Lys+ALB+NEFA; 0.
749, 255, 976, 1+Lys+Thr+ALB+TP; 0, 749, 250, 973, 1+BCAA+ALT+ALB+BUN; 0. 749, 2
55. 895, 1+AlatLys+ALB+TP;0. 749, 253. 756, 1+Trp+Lys+TCHO+ALB; 0. 749, 252. 17
6, 1+Trp+ALB+BUN+Ca; 0. 749, 254, 286, 1+Trp+Lys+Phe+ALB; 0, 749, 255, 984, 14BC
AA+Lys+ALB+TP; 0, 749, 254, 559, 1+Lys+Tyr+AST+ALB; 0. 749, 254, 204, 1+TrptLys
+Thr+ALB; 0. 749, 256. 507, 1+AlatLys+Phe+ALB; 0. 749, 253, 504, 1+Lys+His+ALB+
NEFA;0. 749, 251,656, 1+Trp+His+ALT+ALB; 0. 748, 253. 550, 1+Alat+Arg+ALB+BUN;
0.748, 252,912, 1+Arg+AST+ALB+NEFA; 0, 748, 253, 959, 1+Ala+tTrptArg+ALB; 0. 74
8, 254. 293, 14Trp+Lys+gGT+ALB; 0. 748, 254, 253, 1+Trp+Lys+Glc+ALB; 0. 748, 255
. 525, 1+Lys+Phe+His+ALB; 0. 748, 253. 698, 1+Trp+Arg+Lys+ALB; 0. 748, 255. 625,
1+Lys+ALB+TP+BHBA; 0. 748, 256, 579, 1+Ala+Lys+Tyr+ALB;0, 748, 255, 741, 14+Gly
+Lys+Glc+ALB; 0. 748, 253, 357, 1+Arg+Phe+ALB+BUN; 0. 748, 255, 604, 1+GLly+Lys+
ALB+BHBA; 0, 748, 250. 242, 1+Tyr+ALT+ALB+BUN; 0. 748, 256, 547, 1+Ala+Lys+ALB+
Ca;0.748, 255.597, 1+Gly+Lys+Thr+ALB; 0. 748, 254, 713, 1+BCAA+Lys+ALB+NEFA;
0.748, 255,451, 1+AlatTrp+Glc+ALB; 0. 748, 255, 046, 1+Gly+Lys+His+ALB; 0. 748
, 255,973, 1+Lys+Glc+ALB+TP; 0. 748, 263. 795, 1+Phe+ALB+BUN+TP; 0. 748, 255. 78
5, 1+Lys+gGT+ALB+TP; 0. 748, 255, 949, 1+Lys+Tyr+ALB+TP; 0, 748, 254, 832, 1+Lys
+GLc+ALB+NEFA; Q. 748, 255. 748, 1+Gly+Lys+gGT+ALB; 0. 748, 254. 870, 1+Lys+Thr
+ALB+NEFA; 0, 748, 254, 248, 14+Trp+Lys+TG+ALB; 0. 748, 254, 839, 1+Lys+TG+ALB+N
EFA;0.748,251, 008, 1+Trp+Tyr+ALT+ALB; 0. 747, 255, 906, 1+Lys+ALB+TP+Ca;0. 7
47,254,242, 14TrptLys+ALB+Ca; 0, 747, 254, 932, 1+Gly+Lys+TCHO+ALB; 0. 747, 25
4,792, 1+Gly+TrptPhetALB; 0. 747, 254, 189, 1+Ala+Trp+His+ALB; 0. 747, 254, 385
, 14Phe+GLc+ALB+BUN; 0, 747, 253, 269, 1+Trp+Phe+AST+ALB; 0, 747, 255, 506, 1+A L
atTrp+Thr+ALB; 0. 747, 256, 423, 1+Ala+Lys+ALB+BHBA; 0. 747, 254, 859, 1+Lys+AL
B+NEFA+BHBA; 0, 747, 255, 772, 1+Lys+TG+ALB+TP; 0. 747, 252, 741, 1+Phe+AST+ALB
+BUN; 0. 747, 251,626, 14Trp+ALT+ALB+Ca; 0, 747, 254, 748, 1+G ly+Lys+ALB+NEFA;
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0.747,255.731, 14Gly+Lys+TG+ALB; 0. 747, 254, 887, 1+Lys+gGT+ALB+NEFA; 0, 747
, 254,526, 1+AlatThr+ALB+BUN; 0, 747, 255, 113, 1+Lys+TCHO+ALB+TP; 0. 747, 255,
506, 1+AlatTrp+ALB+BHBA; Q. 747, 254, 877, 1+Ala+Trp+TCHO+ALB; 0. 746, 254, 419
, 1+BCAA+Phe+ALB+BUN; 0. 746, 255, 508, 1+Ala+BCAA+Trp+ALB; 0, 746, 255, 790, 1+
AlatLys+TCHO+ALB; 0. 746, 255. 642, 1+Gly+Lys+Tyr+ALB; 0. 746, 255. 116, 1+Arg+
Lys+ALB+TP; 0, 746, 253. 112, 14Gly+Trp+Arg+ALB; 0. 746, 253. 712, 1+Arg+Thr+AL
B+BUN; 0. 746, 255. 508, 1+Ala+Trp+Tyr+ALB; 0. 746, 254, 963, 1+Ala+Trp+ALB+TP;
0.746, 255, 682, 1+GLly+Lys+ALB+Ca; 0. 746, 253, 804, 1+Phe+TCHO+ALB+BUN; 0. 746
, 253,945, 1+Lys+TCHO+ALB+NEFA; 0. 746, 255, 742, 1+Lys+Thr+His+ALB; 0. 746, 25
5.485, 1+Ala+Trp+TG+ALB; 0. 746, 254, 323, 1+Arg+Lys+His+ALB; 0. 746, 253. 691,
14Trp+Thr+AST+ALB; 0. 745, 254, 423, 1+Phe+TG+ALB+BUN; 0, 745, 256. 469, 1+Ala+
Lys+TG+ALB; 0, 745, 254, 384, 1+Phe+gGT+ALB+BUN; 0. 745, 255, 984, 1+G Lly+Phe+AS
T+ALB; 0, 745, 254, 839, 1+Lys+ALB+Ca+NEFA; 0. 745, 257, 955, 1+Ala+Gly+Thr+ALB
;0.745, 254, 375, 1+Phe+Tyr+ALB+BUN; 0. 745, 254, 107, 1+Arg+Lys+ALB+NEFA; 0. 7
45,252,995, 1+Ala+Thr+ALT+ALB; 0. 745, 256. 059, 1+BCAA+Lys+His+ALB; 0, 745, 2
54,404, 1+Arg+Thr+AST+ALB; 0. 745, 254. 730, 1+Ala+ALB+BUN+NEFA; 0. 745, 255, 1
40, 1+Ala+GLly+ALB+BUN; Q. 745, 255, 425, 1+Ala+Trp+gGT+ALB; 0, 745, 253, 863, 1+
Trp+AST+ALB+BHBA; 0. 745, 253, 119, 1+Ala+BCAA+ALT+ALB; 0, 745, 252, 988, 1+Gly
+Thr+ALT+ALB; 0. 745, 253, 840, 1+BCAA+Trp+AST+ALB; 0. 745, 254, 727, 1+AlatArg
+AST+ALB; 0. 744, 256, 899, 1+BCAA+Lys+Thr+ALB; 0. 744, 256, 706, 1+A La+AST+ALB
+NEFA; 0, 744, 253,676, 1+Trp+Tyr+AST+ALB; 0. 744, 256, 206, 1+Lys+His+GLlc+ALB
;0.744, 253,706, 14Trp+AST+gGT+ALB; 0. 744, 253. 569, 1+Trp+Arg+ALB+TP; 0. 744
, 254,997, 1+Arg+AST+ALB+TP; 0. 744, 253. 945, 1+Trp+GLc+AST+ALB; 0, 744, 255, 4
48, 1+AlatTrp+ALB+Ca; 0. 744, 253, 593, 1+Trp+TCHO+AST+ALB; 0, 744, 254,712, 1+
Gly+Trp+ALB+TP; 0., 744, 252, 929, 1+BCAA+Thr+ALT+ALB; 0. 744, 253, 241, 1+Trp+A
ST+ALB+NEFA; 0. 744, 255, 273, 1+AlatBCAA+ALB+BUN; 0. 744, 253, 958, 1+Trp+TG+A
STHALB; 0. 744, 252, 668, 1+Trp+Arg+His+ALB; 0, 744, 256, 768, 1+BCAA+Lys+Phe+A
LB; 0. 744, 253, 309, 1+Arg+AST+ALB+BUN; 0. 744, 255, 182, 1+Thr+ALB+BUN+NEFA; 0
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. 744, 255,636, 1+AlatArgtLys+ALB; 0, 744, 256, 901, 1+Lys+Thr+gGT+ALB; 0. 744,
255, 376, 1+Arg+AST+ALB+BHBA; 0, 744, 256. 907, 1+Lys+Thr+Glc+ALB; 0. 744, 256.
216, 1+Lys+His+gGT+ALB; 0, 744, 253, 854, 14+Trp+His+AST+ALB; 0. 743, 258. 494, 1
+Ala+Gly+BCAA+ALB; 0. 743, 255, 431, 1+Arg+GLc+AST+ALB; 0, 743, 256. 877, 1+Lys
+TG+gGT+ALB; 0. 743, 255, 382, 1+Gly+Arg+Phe+ALB; 0. 743, 255, 810, 1+BCAA+Arg+
Lys+ALB;0. 743, 257. 050, 1+BCAA+Lys+Glc+ALB; 0. 743, 253, 907, 1+Trp+AST+ALB+
Ca;0.743,256. 886, 1+Lys+Glc+TG+ALB; 0. 743, 253. 852, 14Trp+Arg+TCHO+ALB; 0.
743,257,014, 1+Lys+GLlc+gGT+ALB; 0. 743, 256. 887, 1+BCAA+Lys+TG+ALB; 0, 743, 2
57. 026, 1+BCAA+Lys+gGT+ALB; 0. 743, 255, 498, 1+Arg+TG+AST+ALB; 0, 743, 256. 28
0, 1+Lys+GLc+TCHO+ALB; 0. 742, 254, 379, 1+Ala+Gly+ALT+ALB; 0. 742, 255, 889, 1+
Gly+Thr+ALB+BUN; 0. 742, 253, 641, 1+GLy+BCAA+ALT+ALB; 0. 742, 257, 084, 1+Ala+
GLly+AST+ALB; 0, 742, 256. 240, 1+Lys+Thr+TCHO+ALB; 0, 742, 254, 560, 1+Thr+AST+
ALB+BUN; 0. 742, 256. 888, 1+Gly+Thr+AST+ALB; 0. 742, 256, 771, 1+Lys+Thr+TG+AL
B;0.742, 255,497, 1+Arg+AST+gGT+ALB; 0, 742, 253, 347, 14Thr+GLc+ALT+ALB; 0. 7
42,255, 078, 1+Arg+TCHO+AST+ALB; 0. 742, 256, 312, 1+Lys+TCHO+gGT+ALB; 0. 742,
255,119, 1+AlatALT+ALB+NEFA; 0. 742, 253. 687, 1+BCAA+ALT+ALB+NEFA; 0, 742, 25
5. 253, 1+BCAA+Arg+AST+ALB; 0. 742, 256. 318, 1+BCAA+Lys+TCHO+ALB; 0. 742, 253,
638, 1+BCAA+ALT+ALB+BHBA; 0. 741, 255, 922, 1+ArgtLys+Glc+ALB; 0. 741, 255, 922
, 1+GLly+BCAA+Trp+ALB; 0. 741, 255, 663, 1+GLly+Trp+Thr+ALB; 0, 741, 254, 454, 14T
rptArg+Thr+ALB; 0. 741, 253, 521, 14Thr+ALT+gGT+ALB; 0. 741, 255, 642, 1+BCAA+T
rp+ALB+TP; 0. 741, 255, 190, 1+Gly+Arg+Thr+ALB; 0. 741, 254, 313, 1+BCAA+Trp+Ar
g+ALB;0. 741, 254, 452, 1+Trp+Arg+GLlc+ALB; 0, 741, 253, 181, 14Thr+TCHO+ALT+AL
B;0.741,253.509, 14Thr+TG+ALT+ALB; 0. 741, 253. 280, 1+BCAA+ALT+AST+ALB; 0. 7
41,252,831, 14Thr+ALT+AST+ALB; 0. 741, 253, 203, 1+BCAA+TCHO+ALT+ALB; 0. 741,
253. 841, 1+BCAA+TG+ALT+ALB; 0. 741, 254, 460, 1+Trp+Arg+TG+ALB; 0. 741, 256, 37
8, 14Thr+GLc+ALB+BUN; 0. 740, 256, 132, 1+Lys+TCHO+TG+ALB ; 0. 740, 255, 874, 1+A
rgtLys+TG+ALB; 0. 740, 255, 850, 1+Arg+Lys+Thr+ALB; 0, 740, 253, 852, 1+BCAA+AL
T+gGT+ALB; 0, 740, 256. 038, 1+GLly+Trp+TG+ALB; 0. 740, 253. 854, 1+BCAA+G Lc+ALT
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+ALB; 0. 740, 256. 088, 1+BCAA+Thr+ALB+BUN; 0. 740, 254, 256, 1+GLy+Arg+ALB+BUN
;0.740, 255, 366, 1+Trp+ALB+TP+NEFA; 0. 740, 254, 378, 1+Trp+Arg+gGT+ALB; 0. 74
0, 256. 034, 1+Gly+Trp+ALB+BHBA; 0. 740, 255, 813, 1+ArgtLys+gGT+ALB; 0. 740, 25
3. 544, 1+BCAA+ALT+ALB+TP; 0. 740, 255. 122, 1+Arg+Lys+TCHO+ALB; 0. 739, 256. 00
1, 1+Gly+Trp+GLlc+ALB; 0, 739, 256. 302, 1+Thr+TG+ALB+BUN; 0. 739, 256. 038, 1+G1
y+Trp+gGT+ALB; 0. 739, 255. 762, 1+Trp+GLc+ALB+TP; 0. 739, 254, 812, 1+Arg+TCHO
+ALB+BUN; 0. 739, 256. 352, 1+Thr+gGT+ALB+BUN; 0. 739, 256. 129, 1+Gly+Arg+TG+A
LB;0.739, 255, 192, 1+Trp+TCHO+ALB+TP; 0. 739, 253, 739, 1+BCAA+ALT+ALB+Ca; 0.
739, 255, 254, 1+Arg+GLc+ALB+BUN; 0. 739, 255, 400, 1+Arg+TG+ALB+BUN; 0, 739, 25
7.881, 1+Ala+Thr+AST+ALB; 0. 739, 256. 481, 1+Trp+Thr+GLlc+ALB; 0. 739, 255, 206
, 1+Arg+gGT+ALB+BUN; 0. 738, 256. 026, 1+GLly+Trp+ALB+NEFA;Q, 738, 255, 723, 14T
rp+ALB+TP+BHBA; 0. 738, 256. 176, 1+Gly+Arg+Glc+ALB; 0. 738, 255, 719, 1+Trp+TG
+ALB+TP; 0. 738, 255, 458, 1+A Lla+AST+ALB+BUN; 0. 738, 255. 657, 14Trp+gGT+ALB+T
P;0.738, 255, 168, 1+Gly+Arg+TCHO+ALB; 0, 738, 256, 787, 1+BCAA+AST+ALB+NEFA;
0.738, 257,877, 14Gly+BCAA+AST+ALB; 0. 738, 256. 301, 1+BCAA+Trp+ALB+NEFA; 0.
737,256, 137, 1+Gly+BCAA+Arg+ALB; 0. 737, 256. 081, 1+Thr+TCHO+ALB+BUN; 0, 737
, 255,602, 1+Ala+ALT+AST+ALB; 0. 737, 256, 037, 1+GLly+Arg+gGT+ALB; 0. 737, 256.
567, 1+BCAA+Trp+Thr+ALB; 0. 737, 255. 965, 1+Gly+Trp+ALB+Ca; 0. 737, 255. 443, 1
+GLly+Trp+TCHO+ALB; 0. 737, 259, 470, 1+Ala+G Ly+ALB+NEFA; 0, 737, 256. 205, 1+A L
a+TG+ALT+ALB; 0. 737, 258, 569, 1+A la+BCAA+ALB+NEFA; 0, 737, 255, 707, 14+Trp+AL
B+TP+Ca;0. 736, 256. 413, 1+Trp+Glc+ALB+NEFA; 0. 736, 257, 855, 1+A La+BCAA+AST
+ALB; 0. 736, 256. 142, 1+Ala+ALT+gGT+ALB; 0. 736, 256. 451, 1+Trp+ALB+NEFA+BHB
A;0.736, 256. 480, 1+Trp+TG+ALB+NEFA; 0. 736, 257. 211, 1+AlatG Lc+ALB+BUN; 0. 7
36, 256. 647, 1+BCAA+Trp+GLctALB; 0. 736, 255, 689, 1+BCAA+AST+ALB+BUN; 0. 735,
256. 063, 1+AlatALT+ALB+BHBA; 0. 735, 256. 091, 1+BCAA+Trp+TCHO+ALB; 0. 735, 25
6. 253, 1+Ala+ALT+ALB+TP; 0. 735, 256. 654, 1+BCAA+Trp+ALB+BHBA; 0. 735, 256. 66
9, 1+BCAA+Trp+gGT+ALB; 0, 735, 256. 475, 14+Trp+gGT+ALB+NEFA; 0. 735, 255, 768, 1
+Ala+TCHO+ALT+ALB; 0. 735, 256. 609, 1+BCAA+Trp+ALB+Ca; 0. 735, 256, 043, 1+Ala
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+ALT+ALB+Ca; 0. 735, 256. 589, 1+A la+ALB+BUN+BHBA; 0, 735, 255, 120, 14+G Ly+ALT+
ALB+BUN; 0. 735, 256. 650, 1+BCAA+Trp+TG+ALB; 0. 735, 257, 332, 1+Ala+ALB+BUN+T
P;0.734,257.103, 1+Alat+ALB+BUN+Ca; 0. 734, 260. 336, 1+AlatGly+Glc+ALB; 0. 73
4,258, 269, 1+BCAA+AST+ALB+TP; 0, 734, 260, 061, 1+Ala+GLly+gGT+ALB; 0, 734, 256
. 796, 1+Trp+GlctALB+BHBA; 0. 734, 256. 610, 1+Ala+TCHO+ALB+BUN; 0. 734, 256. 41
3, 14Trp+ALB+CatNEFA; 0. 734, 258, 421, 1+BCAA+AST+ALB+BHBA; 0. 734, 256, 787, 1
+Trp+GLlc+TG+ALB; 0. 734, 256. 279, 1+Trp+GLlc+TCHO+ALB; 0. 733, 260. 334, 1+Ala+
Gly+TG+ALB; 0, 733, 256. 554, 1+BCAA+ALB+BUN+NEFA; 0, 733, 255, 846, 1+Trp+TCHO
+ALB+NEFA; 0, 733, 256. 232, 1+Ala+GLc+ALT+ALB; 0. 733, 260, 155, 1+Ala+Gly+ALB
+BHBA; 0. 733, 260. 322, 1+AlatGly

+ALB+TP; 0, 733, 256. 815, 1+Trp+TG+gGT+ALB; 0. 733, 256. 813, 1+Trp+G lc+gGT+AL
B;0.733,256.731, 1+Trp+GlctALB+Ca; 0. 733, 256. 817, 14Trp+TG+ALB+BHBA; 0. 73
3, 256, 843, 1+Trp+gGT+ALB+BHBA; 0. 733, 257. 207, 1+Ala+TG+ALB+BUN; 0. 732, 260
. 513, 14Gly+AST+ALB+NEFA; 0. 732, 256. 344, 1+Trp+TCHO+gGT+ALB; 0. 732, 256. 33
7, 14Trp+TCHO+ALB+BHBA; 0. 732, 260. 410, 1+A Lla+TG+ALB+NEFA; 0. 732, 256. 992, 1
+BCAA+ALB+BUN+BHBA; 0, 732, 256. 300, 1+Trp+TCHO+TG+ALB; 0. 732, 258, 924, 1+Al
a+TCHO+ALB+NEFA; 0. 732, 260. 354, 1+Ala+ALB+NEFA+BHBA; 0. 732, 260, 237, 1+Ala
+GLly+ALB+Ca; 0. 732, 256. 746, 1+Trp+TG+ALB+Ca; 0. 732, 258, 793, 1+Ala+Gly+TCH
O+ALB; 0, 732, 257, 013, 1+Ala+gGT+ALB+BUN; 0. 732, 257, 323, 1+Gly+BCAA+ALB+BU
N;0.732, 256, 837, 1+BCAA+ALB+BUN+TP; 0, 732, 258. 953, 1+BCAA+GLc+AST+ALB; 0.
732,256, 783, 14Trp+ALB+Ca+BHBA; 0. 731, 260. 416, 1+Ala+ALB+TP+NEFA; 0, 731, 2
60.428, 1+AlatGLlc+ALB+NEFA; 0. 731, 260. 237, 1+AlatgGT+ALB+NEFA; 0. 731, 257,
541, 1+BCAA+G Lc+ALB+BUN; 0. 731, 256. 269, 1+Trp+TCHO+ALB+Ca; 0. 731, 258. 851,
14BCAA+AST+ALB+Ca; 0. 731, 256. 776, 1+Trp+gGT+ALB+Ca; 0. 731, 258. 872, 1+BCAA
+AST+gGT+ALB; 0. 730, 257, 530, 1+BCAA+gGT+ALB+BUN; 0. 730, 259. 356, 1+BCAA+AL
B+TP+NEFA; 0. 730, 257. 546, 1+BCAA+TG+ALB+BUN; 0. 730, 258, 380, 1+BCAA+TCHO+A
ST+ALB; 0. 730, 258. 914, 1+BCAA+TG+AST+ALB; 0. 729, 260. 388, 1+Alat+BCAA+ALB+T
P;0.729, 257. 330, 1+BCAA+ALB+BUN+Ca; 0. 729, 260. 124, 1+GLy+AST+ALB+BUN; 0. 7
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29, 260. 382, 14+Ala+ALB+Ca+NEFA; 0. 729, 257. 772, 14G Ly+ALT+AST+ALB; 0. 729, 25
9. 868, 1+BCAA+TG+ALB+NEFA; 0. 728, 263. 294, 1+GLy+G Lc+AST+ALB; 0. 728, 260. 52
3, 1+ALla+BCAA+G Lc+ALB; 0. 728, 260. 162, 1+A La+BCAA+ALB+BHBA; 0. 728, 259, 856,
1+G Ly+BCAA+ALB+NEFA; 0. 728, 256. 893, 1+BCAA+TCHO+ALB+BUN; 0. 728, 260. 414, 1
+Ala+BCAA+TGHALB; 0. 728, 262. 841, 1+G Ly+AST+ALB+BHBA; 0. 728, 259. 890, 14BCA
A+G Lc+ALB+NEFA; 0. 727, 260. 105, 1+G Ly+BCAA+ALB+TP; 0. 727, 259. 876, 1+BCAA+g
GT+ALB+NEFA;0. 727, 257, 868, 14GLy+ALT+ALB+NEFA; 0. 727, 259. 367, 1+A la+BCAA
+TCHO+ALB; 0, 727, 258. 576, 14BCAA+TCHO+ALB+NEFA; 0. 727, 259. 889, 1+BCAA+ALB
+NEFA+BHBA; 0. 727, 260, 541, 1+Ala+AST+ALB+BHBA; 0. 727, 261, 182, 1+Ala+AST+g
GT+ALB; 0. 727, 260. 424, 1+ALa+BCAA+ALB+Ca; 0. 726, 261, 179, 1+Ala+G Lc+ASTHAL
B;0.726, 260. 987, 1+ALa+TG+AST+ALB; 0. 726, 261. 199, 1+A La+AST+ALB+TP; 0. 726
, 258. 200, 1+GLy+ALT+ALB+TP; 0. 725, 259. 805, 1+BCAA+ALB+Ca+NEFA; 0. 725, 262.
656, 14G Ly+AST+ALB+TP; 0. 725, 260. 318, 14ALa+BCAA+gGT+ALB; 0, 725, 260, 719, 1
+GLy+BCAA+G Lc+ALB; 0. 725, 261, 110, 1+BCAA+G Lc+ALB4TP; 0. 724, 261, 078, 1+Ala
+AST+ALB+Ca; 0. 724, 263. 232, 1+GLy+TG+AST+ALB; 0. 724, 262. 863, 1+GLy+TCHO+A
ST+ALB; 0. 724, 258. 208, 1+G ly+ALT+ALB+BHBA; 0. 724, 260. 697, 1+G ly+BCAA+TG+A
LB;0. 724, 263. 280, 14G Ly+AST+gGT+ALB; 0. 724, 258, 417, 14G ly+TG+ALT4ALB; 0. 7
23, 257. 884, 14GLy+TCHO+ALT+ALB; 0. 723, 260. 681, 1+GLy+BCAA+gGT+ALB; 0. 723,
258. 369, 1+GLy+GLc+ALT+ALB; 0. 723, 258. 441, 14G Ly+ALT+gGT+ALB; 0. 723, 260.6
16, 14ALa+TCHO+ASTHALB; 0. 722, 259, 529, 1+G Ly+BCAA+TCHO+ALB; 0. 720, 261, 457
, 14BCAA+G Lc+gGT+ALB; 0. 719, 260. 450, 1+BCAA+G Lc+TCHO+ALB; 0. 718, 261, 422, 1
+BCAA+G Lc+TG+ALB; 0. 718, 260. 350, 1+BCAA+TCHO+TG+ALB; 0. 718, 261. 361, 14BCA
A+TG+gGT+ALB; 0. 718, 260. 444, 1+BCAA+TCHO+gGT+ALB; 0. 717, 262. 182, 14GLy+Gl
c+ALB+BUN; 0. 716, 263. 511, 1+Ala+G Lc+gGT+ALB; 0. 716, 263. 282, 1+Ala+TG+gGT+
ALB;0.714, 262, 508, 1+ALa+TCHO+gGT+ALB; 0. 714, 262. 250, 1+G ly+gGT-+ALB+BUN;
0.713, 261. 654, 1+G Ly+TCHO+ALB+BUN; 0. 712, 263. 670, 1+ALa+G Lc+TG+ALB; 0. 711
, 262, 808, 1+ALa+GLc+TCHO+ALB; 0. 711, 262. 453, 14ALa+TCHO+TG+ALB; 0. 711, 262
155, 14GLy+TG+ALB+BUN; 0. 704, 266. 192, 14GLy+G Lc+gGT+ALB; 0. 703, 266. 013, 1
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[0137]

+GLly+TG+gGT+ALB; 0. 703, 266, 043, 1+Gly+Glc+TG+ALB; 0. 701, 265. 213, 1+GLly+TC
HO+gGT+ALB; 0. 701, 265. 238, 1+Gly+Glc+TCHO+ALB
[34. 73X /B+EMFESETHOR]

0.793, 244,793, 1+ALB+BUN+AsntLys+I le;0. 791, 242, 674, 1+ALB+BUN+ALT+Asn+I
le;0.788, 243, 255, 1+ALB+ALT+Asn+Arg+I le; 0. 788, 246. 467, 1+ALB+BUN+Asn+Ty
r+Trp; 0,788, 245, 925, 1+ALB+BUN+Asn+0rn+I le; 0, 788, 244, 645, 1+ALB+ALT+Asn
+0rn+Ile;0.788, 244, 026, 1+ALB+BUN+ALT+Asn+Tyr ; 0, 788, 243, 397, 1+ALB+BUN+
ALT+Asn+Trp;0.787, 243, 528, 1+ALB+BUN+ALT+Asn+Thr ;0. 787, 243, 564, 1+ALB+B
UN+ALT+Glc+Asn; 0, 786, 242, 822, 1+ALB+BUN+ALT+His+Asn; 0, 786, 245, 522, 1+AL
B+BUN+Asn+Arg+Ile;0. 786, 248, 696, 1+ALB+NEFA+Asn+Lys+I le; 0. 786, 243. 593,
1+ALB+BUN+ALT+Asn+Arg; 0. 785, 245, 463, 1+ALB+ALT+GlctAsn+I Lle; 0. 785, 240. 4
71, 1+ALB+BUN+ALT+Asn+Asp; 0. 785, 244, 078, 1+ALB+BUN+ALT+Asn+3MeHis; 0. 785
, 244,097, 1+ALB+BUN+ALT+AsntVal; 0. 785, 248, 892, 1+ALB+HistAsntLys+Ile; 0.
785, 246,776, 1+ALB+AST+Asn+0rn+Ile; 0. 785, 243. 275, 1+ALB+BUN+ALT+Asn+Phe
;0.785, 244, 135, 1+ALB+BUN+ALT+gGT+Asn; 0. 785, 246, 979, 1+ALB+Hi s+Asn+0rn+
Ile;0.785,244, 111, 1+ALB+BUN+ALT+T-BIL+Asn; 0. 785, 244, 136, 1+ALB+BUN+ALT
+NEFA+Asn; 0, 785, 243, 984, 1+ALB+BUN+ALT+Asn+0rn; 0, 785, 244, 135, 1+ALB+ALT
+AsntLys+Ile; 0. 784, 243,561, 1+ALB+BUN+ALT+Asn+Lys; 0. 784, 244, 100, 1+ALB+
BUN+ALT+BHBA+Asn; 0, 784, 245, 878, 1+ALB+ALT+Asn+Arg+Tyr ;0. 784, 249, 968, 1+
ALB+Asn+Arg+Tyr+Trp; 0. 784, 244,829, 1+ALB+ALT+His+Asn+0rn; 0. 784, 245, 578
, 1+ALB+BUN+HistAsntLys; 0, 783, 248. 076, 1+ALB+AST+AsntLys+I le; 0. 783, 247,
206, 1+ALB+BUN+NEFA+Asn+I le; 0. 783, 249, 226, 1+ALB+Asn+ThrtLys+I le; 0. 783,
248. 902, 1+ALB+NEFA+Asn+Arg+Ile; 0. 783, 247. 312, 1+ALB+ALT+Asn+Tyr+Phe; 0.
783, 246. 349, 1+ALB+BUN+G lc+Asn+I le; 0. 783, 244, 029, 1+ALB+BUN+Ca+ALT+Asn;
0.783, 245,421, 1+ALB+BUN+His+Asn+0rn; 0. 783, 249, 203, 1+ALB+BHBA+Asn+0rn+
Ile;0.782,247.085, 1+ALB+ALT+Asn+Tyr+Trp; 0. 782, 247. 850, 1+ALB+His+Asn+A
rg+lle;0.782, 248, 316, 1+ALB+Asn+Arg+Lys+Ile;0. 782, 248,610, 1+ALB+Asn+Ar
gt0rntlle; 0,782, 249, 416, 1+ALB+NEFA+Asn+0rn+I le; 0. 782, 247, 414, 1+ALB+GL
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c+Asn+0rn+Ile; 0,782, 245,861, 1+ALB+ALT+Glc+His+Asn; 0. 782, 244, 434, 1+ALB
+BUN+Asn+Asp+Tyr; 0. 782, 246. 914, 1+ALB+BUN+Asn+Val+Trp; 0. 782, 244, 383, 1+
ALB+ALT+His+Asn+Arg; 0. 782, 248, 706, 1+ALB+Asn+0rn+Lys+I le; 0. 782, 243, 821
, 1+ALB+BUN+AST+ALT+Asn; 0, 782, 246. 108, 1+ALB+BUN+G LctHistAsn; 0. 782, 247,
618, 1+ALB+BUN+T-BIL+Asn+I le; 0. 782, 246, 088, 1+ALB+BUN+AST+Asn+I le; 0. 781
, 247,672, 1+ALB+BUN+Asn+Thr+Ile;0. 781, 248. 087, 1+ALB+Glc+AsntLys+I le; 0.
781,247,123, 1+ALB+ALT+NEFA+Asn+Ile; 0. 781,247,311, 1+ALB+BUN+AsntLys+Tr
p;0.781, 251, 249, 1+ALB+Asn+Lys+Tyr+Trp;0. 781, 249, 061, 1+ALB+Asn+Thr+0rn
+Ile;0.781, 247,905, 14+ALB+Glc+Asn+Arg+Ile; 0. 781, 246, 271, 1+ALB+ALT+Asn+
Thr+0rn;0.781, 250, 755, 1+ALB+Asn+0rn+Tyr+Trp; 0. 781, 246, 998, 1+ALB+ALT+A
sntThr+lle; 0,781, 247,781, 1+ALB+BUN+Asn+Lys+Tyr; 0, 781, 244, 690, 1+ALB+BU
N+Asn+Asp+Trp;0. 780, 247, 104, 1+ALB+ALT+BHBA+Asn+I le; 0. 780, 247, 775, 1+AL
B+BUN+gGT+Asn+I le; 0. 780, 247. 545, 1+ALB+Glc+His+Asn+0rn; 0. 780, 250. 028, 1
+ALB+T-BIL+Asn+Lys+Ile;0. 780, 245, 774, 1+ALB+BUN+His+AsntArg; 0. 780, 246,
608, 1+ALB+ALT+His+Asn+Ile; 0. 780, 249. 418, 1+ALB+NEFA+GlctHistAsn; 0. 780,
250. 115, 1+ALB+BHBA+AsntLys+Ile; 0. 780, 248, 221, 1+ALB+NEFA+H i stAsn+0rn; 0
. 780, 246, 850, 1+ALB+ALT+Glct+Asn+Thr; 0. 780, 247, 153, 1+ALB+ALT+Asn+0rn+Ty
r;0.780, 246, 544, 1+ALB+BUN+NEFA+His+Asn; 0, 780, 247, 370, 1+ALB+BUN+NEFA+A
sn+Trp;0. 780, 246, 891, 1+ALB+AST+Asn+Arg+Ile; 0. 780, 249. 628, 1+ALB+Ca+Asn
+0rn+Ile;0.780, 247. 432, 1+ALB+BUN+Asn+0rn+Trp; 0. 780, 246, 884, 1+ALB+BUN+
HistAsntIle;0.780, 247, 860, 1+ALB+BUN+BHBA+Asn+I le; 0. 780, 247,111, 1+ALB+
BUN+Asn+3MeHis+Trp;0. 780, 247, 082, 1+ALB+ALT+T-BIL+Asn+Ile;0. 780, 249. 77
9, 1+ALB+T-BIL+Asn+0rn+Ile; 0. 780, 250. 007, 1+ALB+His+Asn+Thr+Lys;0.779, 2
47,995, 1+ALB+BUN+Asn+Tyr+Phe; 0. 779, 250, 174, 1+ALB+gGT+Asn+Lys+I le; 0. 77
9, 251,443, 1+ALB+NEFA+Asn+Tyr+Trp; 0. 779, 246, 539, 1+ALB+AST+ALT+Asn+I le;
0.779, 247.590, 1+ALB+BUN+Ca+Asn+Ile;0. 779, 247. 813, 1+ALB+BUN+AsntArg+Ty
r;0.779, 248. 254, 1+ALB+His+Asn+Thr+0rn;0. 779, 243, 753, 1+ALB+BUN+Asn+3Me
His+Asp;0.779, 246, 169, 1+ALB+ALT+Asn+Thr+Lys; 0. 779, 247, 424, 1+ALB+BUN+A
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sn+Phe+Trp;0. 779, 246, 770, 14+ALB+BUN+Asn+Thr+Lys ;0. 779, 247, 872, 1+ALB+BU
N+NEFA+Asn+Thr ;0. 779, 246, 985, 1+ALB+ALT+NEFA+His+Asn; 0, 779, 249, 937, 1+A
LB+NEFA+GLlc+AsntIle; 0. 779, 247, 817, 1+ALB+BUN+NEFA+Asn+Lys; 0. 779, 249, 74
5, 1+ALB+gGT+Asn+0rn+Ile; 0. 778, 251,713, 1+ALB+Asn+Tyr+Phe+Trp; 0. 778, 247
. 192, 1+ALB+ALT+gGT+Asn+Ile; 0. 778, 247, 381, 1+ALB+BUN+Asn+Arg+Trp;0. 778,
249, 303, 1+ALB+BHBA+Asn+Arg+Ile; 0. 778, 248. 252, 1+ALB+BUN+Asn+0rn+Tyr ;0.
778,247,424, 1+ALB+ALT+AsntVal+Trp;0. 778, 249, 930, 1+ALB+CatAsntLystI le;
0.778, 244, 034, 1+ALB+ALT+Asn+3MeHis+Asp; 0. 778, 247, 816, 1+ALB+Asn+Asp+Ty
r+Trp;0.778, 249, 035, 1+ALB+AST+Asn+Tyr+Trp; 0. 778, 251. 890, 1+ALB+NEFA+BH
BA+Asn+Ile; 0,778, 247,663, 1+ALB+ALT+NEFA+Asn+Thr ;0. 778, 247,741, 1+ALB+A
LT+BHBA+Asn+Thr ;0. 778, 244, 216, 1+ALB+ALT+Asn+Asp+Tyr; 0, 778, 247, 069, 1+A
LB+Ca+ALT+Asn+Ile;0. 778, 245, 959, 1+ALB+ALT+Asn+Arg+Thr ;0. 778, 247. 364, 1
+ALB+ALT+Asn+0rn+Val; 0, 778, 246, 867, 1+ALB+BUN+T-BIL+His+Asn; 0. 778, 247,
316, 1+ALB+ALT+NEFA+GLlc+Asn; 0. 778, 249, 779, 1+ALB+T-BIL+Asn+Arg+Ile; 0. 77
8, 2562, 443, 1+ALB+NEFA+Asn+Tyr+Phe; 0, 778, 248. 036, 1+ALB+BUN+AsntLystVal;
0.778, 246, 754, 1+ALB+ALT+GLlc+Asn+0rn; 0. 778, 247, 334, 1+ALB+ALT+Asn+3MeH i
s+Trp;0.778,247. 319, 1+ALB+AST+His+Asn+0rn; 0. 778, 246, 960, 1+ALB+ALT+His
+Asn+Thr ;0. 778, 249, 183, 1+ALB+NEFA+His+AsntLys; 0. 778, 248, 365, 1+ALB+BUN
+NEFA+Asn+Tyr ;0. 778, 245, 754, 1+ALB+BUN+AST+Asn+Trp; 0, 777, 247, 686, 1+ALB
+ALT+T-BIL+Asn+Thr ;0. 777,251,795, 1+ALB+Asn+Tyr+Val+Trp; 0. 777, 245, 307,
1+ALB+BUN+NEFA+Asn+Asp; 0. 777,247,732, 1+ALB+ALT+gGT+Asn+Thr ;0. 777, 247,
216, 1+ALB+ALT+AsntLys+Tyr; 0. 777, 245, 568, 1+ALB+ALT+HistAsntLys;0.777, 2
47,595, 1+ALB+BUN+Asn+3MeHistLys;0.777, 247, 482, 1+ALB+ALT+NEFA+Asn+Trp;
0.777, 248, 147, 1+ALB+BUN+T-BIL+Asn+Thr ;0. 777, 248, 494, 1+ALB+BUN+Asn+0rn
+Val;0.777,247. 462, 1+ALB+BUN+Asn+Thr+0rn; 0. 777, 251, 568, 1+ALB+NEFA+Asn
+Lys+Tyr;0.777,250. 743, 1+ALB+NEFA+Asn+Arg+Tyr ;0. 777, 247, 664, 1+ALB+BUN
+AsntArg+Thr; 0,777, 248, 944, 1+ALB+gGT+His+Asn+0rn; 0, 777, 247. 827, 1+ALB+
BUN+NEFA+Glc+Asn; 0, 777, 246, 391, 1+ALB+ALT+G Lct+Asn+Arg; 0. 777, 248,142, 1+
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ALB+BUN+NEFA+Asn+Phe; 0. 777, 245, 481, 1+ALB+BUN+Asn+Asptlys; 0. 777, 247, 41
5, 1+ALB+ALT+Asn+3MeHis+Phe; 0. 777, 247, 551, 1+ALB+ALT+NEFA+T-BIL+Asn;0. 7
77,247,175, 1+ALB+BUN+His+Asn+Thr ;0. 777, 246. 060, 1+ALB+BUN+AST+His+Asn;
0.777, 249, 538, 1+ALB+gGT+Asn+Arg+Ile;0. 777,244,700, 1+ALB+ALT+Asn+Asp+T
rp;0.777,247. 109, 1+ALB+AST+ALT+Asn+Thr; 0,777, 247, 146, 1+ALB+ALT+gGT+Hi
s+Asn;0.777, 247, 843, 1+ALB+BUN+G lc+Asn+Lys; 0. 777, 249, 468, 1+ALB+Glc+His
+Asntlys; 0. 776, 247, 147, 1+ALB+ALT+BHBA+His+Asn; 0. 776, 248, 899, 1+ALB+T-B
IL+His+Asn+0rn;0. 776, 248, 894, 1+ALB+His+Asn+0rn+Lys; 0. 776, 247. 321, 1+AL
B+BUN+AST+Asn+Tyr ;0. 776, 247, 665, 1+ALB+BUN+G Lc+Asn+Thr ;0. 776, 248, 499, 1
+ALB+BUN+Asn+3MeHis+Tyr ;0. 776, 249, 009, 1+ALB+BHBA+His+Asn+0rn; 0. 776, 25
0.580, 1+ALB+NEFA+Asn+Thr+Lys; 0. 776, 247, 144, 1+ALB+ALT+T-BIL+His+Asn;0.
776, 249, 515, 1+ALB+Asn+Arg+Thr+Ile; 0. 776, 246. 612, 1+ALB+AST+ALT+Asn+Trp
;0.776, 247, 306, 1+ALB+ALT+Asn+3MeHis+0rn; 0. 776, 248, 054, 1+ALB+ALT+Asn+3
MeHis+Tyr; 0,776, 248, 563, 1+ALB+BUN+NEFA+T-BIL+Asn; 0. 776, 247, 146, 1+ALB+
ALT+Asn+0rn+Trp;0.776, 244,910, 1+ALB+ALT+Asn+Arg+Asp;0. 776, 251, 143, 1+A
LB+NEFA+His+Asn+Ile; 0. 776, 246, 671, 1+ALB+BUN+AST+Asn+Thr ;0. 776, 247, 995
, 1+ALB+BUN+Asn+3MeHis+Phe; 0. 776, 248. 234, 1+ALB+ALT+NEFA+Asn+Tyr; 0. 776,
246,500, 1+ALB+ALT+Asn+3MeHis+Arg; 0. 776, 248, 359, 1+ALB+BUN+NEFA+Asn+3Me
His;0.776,247. 301, 1+ALB+ALT+Asn+Phe+Trp; 0. 776, 246, 909, 1+ALB+BUN+AST+A
sn+3MeHis; 0. 776, 247. 668, 1+ALB+CatALT+Asn+Thr ;0. 776, 248, 130, 1+ALB+BUN+
T-BIL+Asn+Lys;0. 776, 246, 664, 1+ALB+ALT+Asn+Arg+Trp;0. 776, 248,671, 1+ALB
+BUN+AsntVal+Phe; 0. 776, 248, 335, 1+ALB+BUN+NEFA+Asn+0rn; 0. 776, 248, 561, 1
+ALB+BUN+Asn+3MeHistVal;0. 776, 247, 397, 1+ALB+ALT+T-BIL+Glc+Asn; 0. 776, 2
48. 055, 1+ALB+BUN+T-BIL+GLlc+Asn; 0. 776, 251, 238, 1+ALB+Asn+3MeHis+Tyr+Trp
;0.776, 248, 620, 1+ALB+BUN+NEFA+BHBA+Asn; 0. 776, 247, 137, 1+ALB+BUN+Ca+His
+Asn;0.776, 247, 386, 1+ALB+ALT+gGT+GlctAsn; 0. 776, 248, 160, 1+ALB+BUN+NEFA
+Asn+Arg;0.776, 251, 376, 1+ALB+NEFA+T-BIL+Asn+I le; 0. 776, 247, 332, 1+ALB+A
LT+BHBA+GLc+Asn; 0. 776, 251, 696, 1+ALB+NEFA+Asn+0rn+Tyr ;0. 776, 249, 264, 1+
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ALB+AST+NEFA+Asn+Ile;0. 775, 252, 118, 1+ALB+NEFA+Asn+Thr+Ile; 0, 775, 246, 8
84, 1+ALB+ALT+Asn+ArgtVal; 0. 775, 247,748, 1+ALB+ALT+NEFA+Asn+Phe; 0. 775, 2
48. 128, 1+ALB+BUN+Asn+3MeHis+0rn; 0. 775, 248. 569, 1+ALB+NEFA+His+Asn+Arg;
0.775, 245, 758, 1+ALB+BUN+Asn+AsptPhe; 0. 775, 247, 171, 1+ALB+ALT+Asn+Lys+T
rp;0.775, 246, 939, 1+ALB+BUN+AST+Asn+Lys; 0. 775, 248, 591, 1+ALB+BUN+NEFA+A
sn+Val;0. 775, 248, 857, 1+ALB+Ca+His+Asn+0rn;0. 775, 252, 228, 1+ALB+Asn+0rn
+Tyr+Phe; 0. 775, 247, 502, 1+ALB+ALT+BHBA+Asn+0rn; 0, 775, 248, 253, 1+ALB+ALT
+NEFA+BHBA+Asn; 0. 775, 246, 715, 1+ALB+BUN+AST+G Llc+Asn; 0, 775, 251. 772, 14+AL
B+Asn+Arg+Lys+Tyr ;0. 775, 246, 970, 1+ALB+ALT+NEFA+Asn+Arg; 0. 775, 247. 243,
1+ALB+BUN+gGT+His+Asn; 0, 775, 248, 483, 1+ALB+His+Asn+Arg+0rn; 0. 775, 246, 9
31, 1+ALB+ALT+BHBA+Asn+Arg; 0. 775, 250. 450, 1+ALB+T-BIL+His+AsntLys;0. 775
, 248, 283, 1+ALB+BUN+BHBA+AsntLys; 0. 775, 247, 784, 1+ALB+BUN+Asn+3MeH i stAr
g;0.775, 249. 678, 1+ALB+Cat+Asn+Arg+Ile; 0. 775, 248, 348, 1+ALB+BUN+gGT+Asn+
Lys;0.775,251, 382, 1+ALB+NEFA+BHBA+His+Asn; 0. 775, 247, 549, 1+ALB+ALT+gGT
+Asn+0rn; 0. 775, 248. 568, 1+ALB+BUN+gGT+NEFA+Asn; 0. 775, 247, 683, 1+Ala+Trp
+ALT+ALB+BUN; 0. 775, 248. 179, 1+ALB+ALT+Asn+Tyr+Val; 0. 775, 248, 332, 1+ALB+
BUN+gGT+Asn+Thr ;0. 775, 244, 881, 1+ALB+ALT+Asn+AsptLys; 0, 775, 246, 944, 1+A
LB+ALT+Asn+Arg+0rn; 0. 775, 245, 753, 1+ALB+BUN+Asn+Arg+Asp; 0. 775, 247. 390,
1+ALB+CatALT+GlctAsn; 0, 775, 248, 405, 1+ALB+BUN+Ca+NEFA+Asn; 0, 775, 253, 15
6, 1+ALB+AsntLys+Tyr+Phe;0. 775, 247, 550, 1+ALB+ALT+NEFA+Asn+0rn; 0. 775, 24
8.077, 1+ALB+BUN+G Lc+Asn+0rn; 0. 775, 248. 369, 1+ALB+BUN+Asn+0rn+Lys ;0. 775
, 248,082, 1+ALB+ALT+NEFA+Asn+3MeHis; 0. 775, 246, 737, 1+ALB+AST+ALT+HistAs
n;0.775, 246, 867, 1+ALB+ALT+G LctAsntlLys; 0, 775, 246, 961, 1+ALB+ALT+gGT+Asn
+Arg;0.775, 245, 649, 1+ALB+BUN+Asn+AsptVal; 0. 774, 248, 073, 1+ALB+ALT+Asn+
3MeHis+Val;0. 774, 248, 354, 1+ALB+BUN+Asn+Lys+Phe; 0, 774, 247, 327, 1+ALB+AL
T+T-BIL+Asn+0rn;0, 774, 246, 774, 1+ALB+ALT+T-BIL+AsntArg; 0. 774, 247,107, 1
+ALB+BUN+BHBA+His+Asn; 0. 774, 245, 035, 1+ALB+ALT+Asn+Asp+0rn; 0. 774, 246. 2
79, 1+ALB+AST+ALT+AsntArg; 0. 774, 246, 734, 1+ALB+BUN+AST+NEFA+Asn; 0. 774, 2
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47,046, 1+ALB+Ca+ALT+His+Asn; 0. 774, 247, 141, 1+ALB+ALT+Asn+3MeHis+Lys;0.
774,249,610, 1+ALB+His+Asn+Argtlys; 0, 774, 245, 764, 1+ALB+BUN+Asn+Asp+0rn
;0.774, 248, 265, 1+ALB+BUN+CatAsn+Thr; 0, 774, 245, 119, 1+ALB+ALT+NEFA+Asn+
Asp;0.774, 248,591, 1+ALB+BUN+T-BIL+Asn+0rn; 0. 774, 247, 311, 1+ALB+ALT+Asn
+0rn+Phe; 0. 774, 248. 101, 1+ALB+BUN+G lct+Asn+Arg; 0. 774, 248, 913, 1+ALB+BUN+
T-BIL+BHBA+Asn; 0. 774, 247, 824, 1+ALB+ALT+AsntVal+Phe; 0. 774, 247, 495, 1+AL
B+AST+ALT+NEFA+Asn; 0. 774, 248, 192, 1+ALB+BUN+gGT+G LctAsn; 0. 774, 248, 275,
1+ALB+BUN+BHBA+Asn+Thr ;0. 774, 248, 487, 1+ALB+BUN+T-BIL+Asn+Arg;0.774, 24
9. 458, 1+ALB+AST+His+AsntLys; 0. 774, 248, 963, 1+ALB+BUN+Asn+Tyr+Val;0, 774
, 247,476, 1+ALB+ALT+Asn+LystPhe; 0. 774, 250, 204, 1+ALB+GlctHistAsntI le; 0.
774,250, 372, 1+ALB+T-BIL+GlctHistAsn; 0. 774, 247, 376, 1+ALB+ALT+Asn+0rn+L
ys;0.774, 250, 251, 1+ALB+Asn+3M

eHistArg+Tyr;0.774, 251, 247, 1+ALB+NEFA+His+Asn+Thr ;0. 774, 246, 930, 1+ALB
+ALT+Asn+Arg+Phe; 0. 774, 248. 565, 1+ALB+BUN+Asn+Arg+Val; 0. 774, 247,021, 1+
ALB+BUN+AST+Asn+0rn; 0. 774, 246, 903, 1+ALB+ALT+Asn+Arg+Lys; 0. 774, 251, 597
, 1+ALB+Asn+0rntVal+Trp; 0. 774, 244, 469, 1+ALB+AST+ALT+AsntAsp; 0. 774, 249,
487, 1+ALB+Asn+Asp+0rn+Tyr ;0. 774, 248, 955, 1+ALB+AST+Glc+Asn+Ile; 0. 774, 2
49, 659, 1+ALB+AST+Asn+Thr+Lys; 0. 774, 248, 288, 1+ALB+BUN+Ca+Glc+Asn; 0. 774
, 245, 089, 1+ALB+ALT+Asn+AsptPhe; 0. 774, 248, 277, 1+ALB+ALT+NEFA+Asn+Val; 0
. 774, 249, 208, 1+ALB+NEFA+Asn+Asp+Tyr ;0. 773, 247, 322, 1+ALB+AST+ALT+Asn+P
he;0.773, 250. 872, 1+ALB+NEFA+Asn+Thr+0rn; 0. 773, 252, 372, 1+ALB+gGT+NEFA+
Asn+Ile;0.773,247.421, 1+AlatPhe+ALT+ALB+BUN; 0, 773, 244, 073, 1+ALB+BUN+A
ST+Asn+Asp; 0. 773, 246, 945, 1+ALB+Ca+ALT+Asn+Arg; 0. 773, 252, 620, 1+ALB+NEF
A+BHBA+Asn+Thr; 0, 773, 247, 500, 1+ALB+ALT+NEFA+AsntLys; 0. 773, 248, 295, 1+A
LB+ALT+gGT+NEFA+Asn; 0, 773, 248. 650, 1+ALB+BUN+gGT+Asn+0rn; 0. 773, 251.617
, 1+ALB+Asn+3MeHis+Lys+Tyr ;0. 773, 247. 569, 1+ALB+ALT+gGT+Asn+Lys ;0. 773, 2
48, 324, 1+ALB+BUN+Asn+Arg+lys; 0. 773, 247, 503, 1+ALB+ALT+T-BIL+Asn+Lys;0.
773, 248. 681, 1+ALB+BUN+BHBA+Asn+0rn; 0. 773, 248, 577, 1+ALB+BUN+Asn+Arg+0r
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n;0.773, 251, 459, 1+ALB+Asn+3MeHis+0rn+Tyr ;0. 773, 247, 484, 1+ALB+Ca+ALT+A
sn+0rn; 0. 773,251, 582, 1+ALB+Asn+3MeHis+0rn+Val; 0. 773, 246, 817, 1+ALB+AST
+ALT+GlctAsn; 0. 773, 245, 135, 1+ALB+ALT+Asn+Asp+Val; 0. 773, 248, 744, 1+ALB+
Glct+His+Asn+Arg;0. 773, 247, 385, 1+ALB+Asn+3MeHis+Asp+Tyr; 0. 773, 247. 569,
1+ALB+ALT+BHBA+Asn+Lys; 0. 773, 248, 829, 1+ALB+BUN+gGT+T-BIL+Asn; 0. 773, 24
7.431, 1+ALB+BUN+AST+gGT+Asn; 0, 773, 253, 147, 1+ALB+Asn+Lys+Tyr+Val;0. 773
, 250,959, 1+ALB+NEFA+T-BIL+His+Asn; 0. 773, 251, 547, 1+ALB+Asn+Arg+0rn+Tyr
;0.773, 247, 425, 1+ALB+ALT+AsntLys+Val; 0. 773, 248, 203, 1+ALB+Ca+ALT+NEFA+
Asn; 0,773, 248. 260, 1+ALB+Ca+ALT+BHBA+Asn; 0. 773, 248, 606, 1+ALB+BUN+BHBA+
Asnt+Arg;0.773,249. 371, 1+ALB+AST+NEFA+Asn+Trp;0. 773, 251, 538, 1+ALB+T-BI
L+Asn+ThrtlLys;0. 773, 247, 657, 1+ALB+AST+ALT+Asn+Tyr ;0. 773, 250, 926, 1+ALB
+gGT+HistAsntLys; 0. 773, 246, 902, 14Trp+Phe+ALT+ALB+BUN; 0. 773, 251, 872, 1+
ALB+Asn+Arg+Tyr+Val; 0. 773, 248. 335, 1+ALB+ALT+gGT+BHBA+Asn; 0. 773, 248. 55
7, 1+ALB+BUN+Asn+0rn+Phe; 0, 773, 247, 474, 1+ALB+BUN+AST+Asn+Val; 0. 773, 248
. 724, 1+ALB+AST+Asn+Thr+0rn; 0. 773, 248. 217, 1+ALB+BUN+Ca+AsntLys; 0. 773, 2
50. 873, 1+ALB+BHBA+H i stAsntLys; 0. 773, 246. 969, 1+ALB+AST+ALT+Asn+Lys; 0.7
73,247,075, 1+ALB+BUN+AST+T-BIL+Asn;0. 773, 247, 002, 1+ALB+BUN+AST+AsntAr
g;0.773,248, 717, 1+ALB+BUN+Ca+T-BIL+Asn; 0, 773, 251, 656, 1+ALB+Asn+3MeHis
+Lys+Val;0. 773,252, 067, 1+ALB+NEFA+T-BIL+Asn+Thr ;0. 773, 247, 238, 1+ALB+B
UN+AST+Asn+Phe; 0. 772, 250, 747, 1+ALB+CatHis+Asn+Lys; 0. 772, 248, 566, 1+ALB
+BUN+Ca+Asn+0rn;0. 772, 251, 379, 1+ALB+NEFA+G Lc+Asn+Thr; 0. 772, 248, 576, 1+
ALB+BUN+Asn+Arg+Phe; 0,772,249, 752, 1+ALB+T-BIL+His+Asn+Arg;0.772,247. 3
78, 1+ALB+AST+ALT+Asn+3MeHis; 0, 772, 249, 465, 1+ALB+AST+Asn+Arg+Tyr ;0. 772
, 252,237, 1+ALB+Asn+0rn+Lys+Tyr ;0. 772, 252, 292, 1+ALB+NEFA+Asn+Lys+Val; 0
. 772,246,741, 1+ALB+AST+ALT+Asn+0rn; 0. 772, 249, 725, 1+ALB+AST+NEFA+Asn+T
hr;0.772, 249,745, 1+ALB+AST+Asn+0rn+Tyr ;0. 772, 248, 034, 1+ALB+BUN+BHBA+G
lct+Asn;0.772, 251, 418, 14+ALB+gGT+NEFA+His+Asn; 0. 772, 251, 995, 1+ALB+Asn+A
rg+Tyr+Phe;0.772, 251. 022, 1+ALB+Glc+Asn+Thr+Lys; 0. 772, 249, 136, 1+ALB+AS
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T+NEFA+His+Asn; 0,772, 249, 262, 1+ALB+AST+Glc+His+Asn; 0. 772, 248, 168, 1+AL
B+Ca+ALT+T-BIL+Asn;0. 772,251, 197, 1+ALB+Ca+NEFA+His+Asn; 0. 772, 252, 344,
1+ALB+NEFA+Asn+0rn+Val; 0. 772, 249, 467, 1+ALB+Asn+Arg+Asp+Tyr;0.772, 247.
298, 1+ALB+BUN+AST+BHBA+Asn; 0. 772, 251, 022, 1+ALB+T-BIL+Glc+Asn+Ile; 0. 77
2,248, 249, 1+ALB+AST+His+Asn+Arg; 0.772, 250. 541, 1+ALB+AST+T-BIL+Asn+I le
;0.772, 248, 834, 1+ALB+BUN+Ca+gGT+Asn; 0. 772, 248, 249, 1+ALB+CatALT+gGT+As
n;0.772, 247,662, 1+ALB+AST+ALT+gGT+Asn; 0, 772, 248, 539, 1+ALB+BUN+gGT+Asn
+Arg;0.771, 250, 851, 14ALB+Glc+His+Asn+Thr; 0,771, 252, 452, 1+ALB+Asn+0rn+
Tyr+Val;0.771, 252, 150, 1+ALB+Ca+NEFA+Asn+I le; 0. 771, 252, 667, 1+ALB+gGT+N
EFA+Asn+Thr;0, 771,247,693, 1+ALB+AST+ALT+BHBA+Asn; 0. 771, 248, 127, 1+BCAA
+Phe+ALT+ALB+BUN; 0. 771, 249, 782, 1+ALB+AST+Asn+Val+Trp;0. 771, 250, 511, 1+
ALB+GLlct+Asn+Thr+0rn; 0. 771, 249, 625, 1+ALB+His+Asn+Arg+Thr ;0. 771, 247,690
, 1+ALB+AST+ALT+T-BIL+Asn;0. 771, 249, 996, 1+ALB+BHBA+HistAsn+Arg;0.771, 2
47,479, 1+ALB+BUN+ALT+3MeHis+tPhe; 0,771, 248. 527, 1+ALB+BUN+CatAsn+Arg; 0.
771,251,227, 14ALB+GLc+Asn+Thr+I le;0. 771, 248, 246, 1+ALB+ALT+gGT+T-BIL+A
sn;0.771, 248, 804, 1+ALB+BUN+Ca+BHBA+Asn; 0. 771, 248, 045, 1+ALB+Asn+3MeHis
+Asptlys;0.771, 250, 569, 1+ALB+AST+Asn+Thr+Ile; 0,771,253, 115, 1+ALB+T-BI
L+Asn+Thr+Ile;0.771, 251, 360, 1+ALB+Asn+3MeHis+Lys+Trp; 0. 771, 250. 595, 1+
Ala+Gly+Trp+ALB+BUN; Q. 771, 249, 415, 1+ALB+AST+Asn+0rn+Trp; 0. 771, 250. 945
, 1+ALB+Asn+Thr+0rntlLys;0. 771, 252, 485, 1+ALB+His+Asn+Thr+I le; 0. 771, 252,
773, 14ALB+Asn+3MeHis+Tyr+Phe; 0,771, 251, 695, 1+ALB+NEFA+T-BIL+Asn+0rn;0
L7171, 247,269, 1+ALB+BUN+Ca+AST+Asn; 0. 771, 247. 485, 1+ALB+CatALT+AsntLys;
0.771,252. 129, 1+ALB+AsntLys+Val+Trp;0. 771, 248, 963, 1+ALB+BUN+gGT+BHBA+
Asn;0.771,251,681, 1+ALB+Asn+3MeHis+Val+Trp;0.771, 251, 276, 1+ALB+Asn+3M
eHis+0rn+Trp;0.771, 251, 028, 1+Ala+Trp+Phe+ALB+BUN; 0. 771, 251. 816, 1+ALB+
NEFA+T-BIL+Glc+Asn;0. 771,252, 276, 1+ALB+NEFA+AsntVal+Trp; 0, 770, 248, 227
, 1+ALB+ALT+T-BIL+BHBA+Asn; 0. 770, 249. 886, 1+ALB+AST+Asn+Lys+Trp;0. 770, 2
51. 138, 1+ALB+NEFA+AsntArg+Thr ;0. 770, 248, 086, 1+GLly+Phe+ALT+ALB+BUN; 0. 7
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70, 249, 809, 1+ALB+AST+NEFA+AsntLys; 0. 770, 251, 352, 1+ALB+BHBA+Asn+Thr+0r
n;0.770, 252,613, 1+ALB+BHBA+His+Asn+Ile;0. 770, 251, 792, 1+ALB+NEFA+Asn+3
MeHis+Trp;0.770,250.410, 1+ALB+AST+His+Asn+Ile; 0. 770, 247.566, 1+TrptLys
+ALT+ALB+BUN; 0. 770, 251, 088, 1+ALB+gGT+GlctAsn+Ile; 0. 770, 248, 244, 1+Phe+
Tyr+ALT+ALB+BUN; 0. 770, 248. 219, 1+Phe+ALT+gGT+ALB+BUN; 0. 770, 251, 686, 1+A
LB+NEFA+Asn+3MeHis+Lys; 0. 770, 253, 256, 1+ALB+T-BIL+BHBA+Asn+Ile;0.770, 2
52. 046, 1+ALB+Asn+3MeHis+tLys+Phe; 0. 770, 252, 885, 1+ALB+NEFA+Asn+3MeHis+T
yr;0.770, 247,663, 1+ALB+AST+ALT+Asn+Val; 0. 770, 250. 869, 1+ALB+AST+gGT+As
n+Ile;0.770, 253,257, 1+ALB+BHBA+Asn+Thr+Ile;0. 770, 252, 263, 1+ALB+Asn+Ly
s+Phe+Trp;0.770, 252, 392, 1+ALB+NEFA+BHBA+Asn+tLys; 0. 770, 252, 558, 1+ALB+N
EFA+Asn+Lys+Phe; 0. 770, 251, 827, 1+ALB+Asn+3MeHis+Phe+Trp; 0. 770, 250. 751,
1+ALB+gGT+Glc+His+Asn; 0. 770, 251, 541, 1+ALB+NEFA+G lc+Asn+Lys; 0. 770, 252.
574, 1+ALB+T-BIL+BHBA+His+tAsn; 0. 770, 249, 781, 1+ALB+gGT+His+Asn+Arg; 0. 77
0,251,898, 1+ALB+AsntArg+Val+Trp; 0. 770, 247, 078, 1+ALB+BUN+ALT+Lys+Phe; 0
. 770, 249, 483, 14+ALB+AST+Asn+Arg+Trp;0.770, 251, 346, 1+ALB+T-BIL+Asn+Thr+
Orn;0,.770,252. 320, 1+ALB+T-BIL+His+Asn+I le; 0. 770, 251, 467, 1+ALB+NEFA+G L
ct+AsntArg;0.770, 248, 076, 1+ALB+Asn+3MeH i s+Asp+Trp; 0. 770, 250. 893, 1+ALB+
AST+BHBA+Asn+I le; 0. 770, 250. 904, 1+ALB+AST+Asn+Lys+Tyr ;0. 770, 247, 657, 1+
ALB+BUN+ALT+0rn+Phe; 0. 770, 248. 547, 1+ALB+Asn+3MeHis+Asp+Val ;0. 769, 252,
329, 1+ALB+T-BIL+HistAsn+Thr ;0. 769, 251, 738, 1+ALB+BHBA+Asn+ThrtLys;0. 76
9, 249. 865, 1+ALB+AST+Asn+3MeHis+Lys; 0. 769, 250. 197, 1+ALB+AST+Asn+0rntVa
L;0.769, 251, 845, 1+ALB+NEFA+Asn+3MeHis+0rn; 0, 769, 250, 487, 1+ALB+AsntAsp
+Tyr+Phe; 0. 769, 252, 008, 1+ALB+NEFA+AsntLys+Trp;0. 769, 253. 105, 1+ALB+NEF
A+Asn+Tyr+Val;0. 769, 249, 549, 1+ALB+AST+NEFA+Asn+0rn; 0. 769, 251, 812, 1+AL
B+NEFA+T-BIL+AsntLys; 0. 769, 248. 229, 1+Phe+G Lc+ALT+ALB+BUN; 0. 769, 250. 91
4, 1+ALB+Asnt3MeHistArg+Trp;0. 769, 250. 113, 1+ALB+AST+NEFA+T-BIL+Asn; 0.7
69, 247. 565, 1+ALB+AST+Asn+Asp+Trp; 0. 769, 252, 460, 1+ALB+gGT+His+Asn+I le;
0.769, 251, 270, 14+ALB+CatAsn+Thr+0rn; 0, 769, 252, 139, 1+ALB+Asn+0rn+Lys+Tr
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p;0.769, 252, 283, 1+ALB+NEFA+BHBA+Asn+0rn; 0, 769, 250. 530, 1+Ala+Trp+Lys+A
LB+BUN; 0, 769, 251, 913, 1+ALB+NEFA+Asn+0rn+Trp; 0. 769, 249, 900, 1+ALB+CatHi
s+AsntArg; 0. 769, 250, 977, 1+ALB+Ca+Glc+His+Asn; 0. 769, 251, 118, 1+ALB+Asn+
Arg+Thr+0rn;0. 769, 253. 090, 1+ALB+gGT+Asn+Thr+Ile;0. 769, 247, 627, 1+Arg+P
he+ALT+ALB+BUN; 0. 769, 248. 070, 1+Phe+ALT+ALB+BUN+NEFA; 0, 769, 252, 800, 1+A
LB+Asn+0rn+Lys+Val; 0. 769, 251, 281, 1+ALB+BHBA+G lc+Asn+Ile; 0. 769, 251, 457
, 1+ALB+NEFA+Glc+Asn+0Orn; 0. 769, 253. 490, 1+ALB+T-BIL+BHBA+AsntLys; 0. 769,
248, 263, 1+ALB+BUN+ALT+Val+Phe; 0. 769, 249, 757, 1+Ala+Trp+His+ALB+BUN; 0. 7
69, 251.700, 1+ALB+Asn+3MeHis+0rn+Lys; 0. 769, 252, 060, 1+ALB+Asn+0rn+Phe+T
rp;0.769, 248. 377, 1+ALB+Asn+3MeHis+Arg+Asp; 0. 769, 251, 285, 1+ALB+gGT+Asn
+Thr+0rn;0.769, 251, 767, 1+ALB+gGT+Asn+Thr+Lys; 0. 769, 252, 589, 1+ALB+Asn+
Val+Phe+Trp;0. 769, 248, 093, 1+Phe+TG+ALT+ALB+BUN; 0. 769, 249, 816, 1+ALB+AS
T+Asn+Phe+Trp; 0. 769, 251, 327, 14+ALB+Ca+Glc+Asn+I le; 0. 769, 250. 353, 1+ALB+
AST+T-BIL+His+Asn; 0,769, 251, 362, 1+ALB+Asn+3MeHis+Arg+0rn;0. 769, 252, 80
3, 1+ALB+NEFA+T-BIL+BHBA+Asn; 0. 769, 245, 539, 1+ALB+BUN+ALT+Asp+Phe; 0. 769
, 249,151, 1+ALB+AST+Asn+3MeHis+Trp; 0,769, 247, 970, 1+Phe+TCHO+ALT+ALB+BU
N;0.769, 250. 487, 1+ALB+BHBA+G Lc+His+Asn; 0. 769, 250, 302, 1+ALB+NEFA+Asn+A
sptLys; 0. 769, 249, 491, 1+ALB+AST+Asn+Arg+Thr ;0. 769, 252, 008, 1+Ala+Gly+Ly
s+ALB+BUN; 0. 769, 252, 768, 1+ALB+gGT+NEFA+T-BIL+Asn; 0. 769, 247, 592, 1+ALB+
CatAST+ALT+Asn; 0. 768, 252, 615, 1+ALB+BHBA+His+Asn+Thr ;0. 768, 247, 922, 1+P
he+ALT+ALB+BUN+TP; 0, 768, 252, 371, 1+ALB+NEFA+Asn+Phe+Trp; 0. 768, 252, 344,
1+ALB+CatHistAsn+Ile; 0. 768, 252, 470, 1+ALB+T-BIL+Glc+AsntlLys; 0. 768, 252,
975, 1+ALB+Asn+0rn+Val+Phe; 0, 768, 251, 352, 1+ALB+NEFA+Asn+3MeHis+Arg; 0.7
68, 247. 395, 1+Phe+His+ALT+ALB+BUN; 0. 768, 251, 326, 1+ALB+Asnt+Arg+Thr+lLys;
0.768, 252, 196, 1+ALB+T-BIL+Glct+Asn+Thr ;0. 768, 253, 024, 1+ALB+Cat+Asn+Thr+
Ile;0.768, 253. 440, 1+ALB+NEFAtAsntVal+Phe; 0. 768, 253. 621, 1+ALB+T-BIL+BH
BA+Asn+Thr; 0,768, 250, 111, 1+ALB+AST+GLc+Asn+Thr ;0. 768, 249, 413, 1+ALB+AS
T+Asn+3MeHis+0rn; 0. 768, 252. 540, 1+ALB+Ca+NEFA+Asn+Thr; 0. 768, 251, 921, 1+
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ALB+Asn+3MeHis+0rn+Phe; 0. 768, 248. 611, 1+ALB+NEFA+Asn+3MeHis+Asp; 0. 768,
251,274, 1+ALB+Asn+3MeHistArgtLys; 0, 768, 248. 194, 1+Phe+ALT+ALB+BUN+Ca; 0
. 768, 250. 614, 1+ALB+Cat+AST+Asn+I le; 0. 768, 251. 418, 1+ALB+NEFA+T-BIL+Asn+
Arg;0.768, 247, 955, 14+Phe+ALT+ALB+BUN+BHBA; 0. 768, 248, 058, 1+Thr+Phe+ALT+
ALB+BUN; 0. 768, 250. 306, 1+ALB+AST+NEFA+Asn+Tyr ;0. 768, 252, 466, 1+ALB+Ca+H
istAsntThr;0. 768, 251,672, 1+ALB+Cat+Asn+ThrtLys; 0. 768, 252, 377, 1+ALB+NEF
A+Asn+Arg+Val ;0. 768, 248. 493, 1+ALB+Asn+3MeHis+Asp+0rn; 0. 768, 251, 923, 1+
ALB+Asn+Arg+Phe+Trp; 0. 768, 254, 003, 1+ALB+Asn+Tyr+Val+Phe; 0. 768, 248. 657
, 1+ALB+Asn+3MeHis+AsptPhe; 0. 768, 2562, 553, 1+ALB+NEFA+Asn+0rn+Phe; 0. 768,
251,250, 1+Ala+Trp+Arg+ALB+BUN; Q. 768, 250, 521, 1+ALB+NEFA+Asn+Asp+0rn; 0,
768,251,811, 1+ALB+NEFA+Asn+Arg+Trp;0. 768, 250, 565, 1+ALB+AST+His+Asn+Th
r;0.768, 251, 258, 1+ALB+G lc+Asn+Arg+Thr ;0. 768, 251, 297, 1+ALB+Asn+3MeHis+
Arg+Val;0. 768, 252, 340, 1+ALB+NEFA+Asn+0rn+Lys; 0, 768, 252, 011, 1+ALB+Asn+
Arg+0rn+Trp; 0. 768, 245, 550, 1+ALB+BUN+ALT+Asp+Lys; 0. 768, 249. 459, 1+ALB+A
STHNEFA+GLlc+Asn; 0. 768, 252, 730, 1+ALB+Asn+Arg+0rn+Val ;0. 768, 248. 187, 14T
rp+Arg+ALT+ALB4BUN; 0. 767, 252, 138, 1+ALB+Asn+Arg+Lys+Trp; 0. 767, 252. 193,
1+ALB+NEFA+Asn+ArgtLys; 0. 767, 250, 259, 1+ALB+Asn+Asp+0rn+Trp; 0, 767, 250,
297, 1+ALB+Asn+Asp+Lys+Trp; 0. 767, 252, 356, 1+ALB+Ca+T-BIL+His+Asn; 0. 767,
253. 223, 1+ALB+Ca+T-BIL+Asn+I le; 0. 767, 250, 157, 1+ALB+Asn+Asp+Val+Trp;0.
767,252, 538, 1+ALB+gGT+NEFA+AsntLys; 0. 767, 247, 885, 1+ALB+AST+Asn+Asp+Ty
r;0.767,253, 397, 1+ALB+gGT+BHB

AtAsn+Ile;0.767, 252, 259, 1+ALB+NEFA+Asn+Arg+0rn; 0, 767, 252, 463, 1+ALB+9G
T+T-BIL+His+Asn;0. 767, 253. 188, 1+ALB+Asn+3MeHis+Tyr+Val;0. 767, 251, 331,
1+ALB+AST+Asn+Lys+Val;0. 767, 251, 344, 1+Ala+BCAA+Trp+ALB+BUN; Q. 767, 253.
602, 1+ALB+AsntLys+tVal+Phe; 0. 767, 251, 408, 1+AlatLys+His+ALB+BUN; 0. 767, 2
52.531, 1+ALB+gGT+His+Asn+Thr; 0. 767, 250, 990, 1+BCAA+Trp+Lys+ALB+BUN; 0. 7
67, 253. 025, 1+ALB+Asn+0rntLys+Phe; 0. 767, 253. 321, 1+ALB+gGT+T-BIL+Asn+I L
e;0.767,252, 990, 1+ALB+NEFA+Asn+3MeHis+Val;0. 767, 250, 507, 1+ALB+AST+BHB
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A+Asn+0rn;0.767, 251,608, 1+Ala+Trp+Thr+ALB+BUN; Q. 767, 250. 360, 1+ALB+AST
+T-BIL+Asn+0rn; 0. 767, 250. 595, 1+ALB+NEFA+Asn+Arg+Asp; 0. 767, 250, 910, 14+A
la+Trp+ALB+BUN+TP; 0. 767, 250. 509, 1+ALB+AST+Asn+0rn+Lys; 0. 767, 253. 038, 1
+ALB+T-BIL+Asn+0rn+tLys; 0. 767, 251, 503, 1+ALB+Asn+3MeHis+Arg+Phe; 0. 767, 2
50. 006, 1+ALB+NEFA+Asn+Asp+Trp; 0. 767, 251, 382, 1+Ala+Trp+ALB+BUN+NEFA; 0.
767,248,112, 14Phe+ALT+AST+ALB+BUN; 0. 767, 251, 836, 1+ALB+AST+Asn+Tyr+Phe
;0.766, 253, 327, 1+ALB+Ca+BHBA+Asn+I le; 0. 766, 252, 361, 1+ALB+CatNEFA+Asn+
Lys;0.766, 253. 059, 1+ALB+BHBA+Asn+0rntLys; 0, 766, 252, 083, 1+ALB+gGT+NEFA
+Glct+Asn; 0. 766, 253. 062, 1+ALB+T-BIL+BHBA+Asn+0rn; 0. 766, 250. 033, 1+ALB+A
sn+Asp+Phe+Trp; 0. 766, 252, 238, 1+ALB+NEFA+BHBA+G Lc+Asn; 0. 766, 251, 590, 1+
Ala+Trp+TG+ALB+BUN; 0. 766, 250, 758, 1+ALB+NEFA+Asn+Asp+Val; 0, 766, 250. 794
, 1+ALB+AST+T-BIL+Asn+Thr ;0. 766, 246. 203, 1+ALB+BUN+ALT+Asp+Trp; 0. 766, 25
1. 950, 1+ALB+T-BIL+Asn+Arg+Thr ;0. 766, 252, 264, 1+ALB+gGT+Glc+Asn+Thr ;0.7
66, 251, 198, 1+ALB+Asn+AsptLystVal; 0, 766, 253, 331, 1+ALB+gGT+NEFA+BHBA+As
n;0.766, 251, 281, 1+ALB+AST+Asn+Lys+Phe; 0. 766, 248, 776, 1+ALB+AST+Asn+Asp
+Lys; 0. 766, 252, 504, 1+ALB+gGT+NEFA+Asn+0rn; 0. 766, 251, 556, 1+Ala+Trp+Tyr
+ALB+BUN; 0. 766, 252, 442, 1+ALB+NEFA+AsntArg+Phe; 0. 766, 251, 487, 1+AlatTrp
+ALB+BUN+BHBA; 0. 766, 249, 422, 1+ALB+AST+NEFA+Asn+Arg; 0. 766, 252, 670, 1+AL
B+NEFA+Asn+3MeHis+Phe; 0. 766, 250. 068, 1+ALB+Asn+Asp+Tyr+Val ;0. 766, 253. 4
88, 1+ALB+gGT+T-BIL+Asn+Thr ;0. 766, 250. 776, 1+ALB+AST+BHBA+HistAsn; 0. 766
, 249,184, 1+Ala+Arg+ALT+ALB+BUN; 0. 766, 250. 333, 1+ALB+Asn+Arg+Asp+Trp;0.
766, 250. 918, 1+ALB+AST+gGT+His+Asn; 0. 766, 252, 537, 1+ALB+Ca+NEFA+T-BIL+A
sn; 0,766, 252, 409, 1+ALB+Ca+NEFA+Asn+0rn; 0, 766, 250, 765, 1+ALB+NEFA+Asn+A
sptPhe; 0. 766, 249,718, 1+Ala+Trp+AST+ALB+BUN; 0. 766, 247, 607, 1+ALB+AST+NE
FA+Asn+Asp;0. 766, 252, 879, 1+ALB+Asn+Arg+0rn+tLys; 0. 766, 249, 761, 1+ALB+AS
T+Glc+Asn+0rn; 0, 766, 249, 043, 1+ALB+AST+Asn+3MeHis+Arg; 0. 766, 251, 286, 1+
ALB+AST+BHBA+AsntLys; 0. 766, 253, 240, 1+ALB+Ca+NEFA+BHBA+Asn; 0. 766, 252, 0
24, 1+ALB+BHBA+Asn+Arg+Thr ;0. 766, 250, 477, 1+ALB+AST+Asn+0rn+Phe; 0. 766, 2
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53. 079, 1+ALB+Asn+3MeHis+Val+Phe; 0. 766, 250. 448, 1+ALB+AST+gGT+Asn+0rn; 0
. 766, 250, 469, 1+ALB+AST+NEFA+Asn+Phe; 0. 766, 251, 258, 1+Ala+Trp+TCHO+ALB+
BUN; 0. 766, 252, 108, 1+ALB+NEFA+BHBA+Asn+Arg; 0. 766, 252, 317, 1+ALB+gGT+NEF
A+Asn+Arg;0. 765, 252, 745, 1+ALB+gGT+BHBA+H 1 s+Asn; 0. 765, 248, 640, 1+Lys+Th
r+ALT+ALB+BUN; 0, 765, 253, 356, 1+ALB+Ca+T-BIL+AsntLys; 0. 765, 251, 301, 1+AL
B+AST+gGT+AsntLys; 0. 765, 250, 955, 1+ALB+AST+T-BIL+Asn+Lys; 0. 765, 247, 781
, 1+AlatLys+ALT+ALB+BUN; 0. 765, 248. 266, 1+ALB+BUN+ALT+ArgtLys; 0. 765, 248.
266, 1+Arg+Lys+ALT+ALB+BUN; 0. 765, 251, 063, 1+ALB+Asn+Asp+0rn+Val; 0. 765, 2
48, 386, 1+Lys+His+ALT+ALB+BUN; Q. 765, 246. 081, 1+ALB+AST+Asn+3MeHis+Asp; 0
. 765, 247, 689, 1+Lys+ALT+ALB+BUN+TP; 0. 765, 252, 602, 1+ALB+Ca+BHBA+H i s+Asn
:0.765, 252, 892, 1+ALB+T-BIL+Asn+Arg+0rn; 0. 765, 251, 584, 1+Ala+Trp+gGT+AL
B+BUN; 0. 765, 251, 610, 1+Ala+Trp+GLlc+ALB+BUN; 0. 765, 250. 151, 1+ALB+AST+NEF
A+Asn+3MeHis; 0, 765, 253, 462, 1+ALB+Ca+T-BIL+Asn+Thr ;0. 765, 252, 112, 1+ALB
+T-BIL+Glc+Asn+0rn; 0. 765, 252, 206, 1+ALB+BHBA+G Lc+Asn+Thr ; 0, 765, 248, 168
, 1+ALB+BUN+ALT+3MeHistLys; 0. 765, 251, 288, 1+Trp+Phet+ALB+BUN+TP; 0. 765, 25
0.526, 1+ALB+AST+NEFA+BHBA+Asn; 0, 765, 248, 945, 1+Trp+ALT+ALB+BUN+TP; 0. 76
5,253. 449, 1+ALB+gGT+T-BIL+Asn+Lys; 0. 765, 251. 119, 1+ALB+Asn+Asp+0rn+Lys
;0.765, 251, 080, 1+ALB+AST+BHBA+Asn+Thr ;0. 765, 253, 131, 1+ALB+Ca+gGT+Asn+
Ile;0.765, 252,972, 1+ALB+gGT+Asn+0OrntLys; 0. 765, 248, 751, 1+Lys+ALT+ALB+B
UN+NEFA; Q. 765, 253, 009, 1+ALB+Ca+BHBA+Asn+0rn; 0. 765, 253. 058, 1+ALB+Asn+A
rg+Lys+Val;0. 765, 252, 878, 1+ALB+BHBA+Asn+Arg+0rn; 0. 765, 250. 694, 1+ALB+A
ST+Asn+Arg+lys; 0. 765, 253. 483, 1+ALB+Ca+BHBA+Asn+Lys; 0. 765, 252. 093, 1+AL
B+Glc+Asn+Arg+0rn; 0. 765, 252, 590, 1+ALB+gGT+G lc+AsntLys; 0. 765, 251, 250, 1
+ALB+Asn+Arg+Asp+Lys; 0. 765, 250, 299, 1+ALB+AST+Asn+Arg+0rn; 0, 765, 252, 07
0, 1+Ala+Gly+Trp+AST+ALB; 0. 765, 252, 465, 1+ALB+Cat+GlctAsntThr; 0. 765, 249,
945, 1+Trp+Lys+ALB+BUN+TP; 0. 765, 251. 528, 1+Ala+Trp+ALB+BUN+Ca; 0. 764, 251
. 188, 1+ALB+Asn+Arg+Asp+0rn; 0. 764, 252, 185, 1+ALB+G Lc+Asn+0rn+Lys; 0. 764,
247,592, 1+ALB+BUN+3MeHis+AsptLys;0.764, 248. 713, 1+ALB+BUN+ALT+T-BIL+Ly
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s;0.764, 251, 820, 1+ALB+gGT+Asn+Arg+Thr ;0. 764, 252, 840, 1+ALB+Asn+Arg+0rn
+Phe; 0. 764, 250. 940, 1+ALB+AsntAsptLys+Phe; 0. 764, 250, 704, 1+ALB+Ca+AST+H
ist+Asn; 0, 764, 253, 620, 1+ALB+gGT+BHBA+Asn+Thr ;0. 764, 252, 569, 1+ALB+BHBA+
Glc+AsntlLys;0.764, 248,613, 1+ALB+BUN+ALT+Lys+I le; 0. 764, 250, 301, 1+Trp+L
ys+His+ALB+BUN; Q. 764, 251, 187, 1+ALB+AST+gGT+Asn+Thr; 0, 764, 252, 161, 1+AL
B+Ca+NEFA+Glct+Asn; 0. 764, 253, 555, 1+Ala+G ly+Lys+AST+ALB; 0. 764, 253, 065, 1
+ALB+T-BIL+Asn+ArgtLys;0. 764, 248. 805, 1+Lys+ALT+gGT+ALB+BUN; 0. 764, 250.
523, 1+ALB+AST+Glc+Asn+Lys; 0. 764, 250. 798, 1+ALB+AST+Asn+3MeHis+Tyr ;0. 76
4,252,148, 1+ALB+BHBA+G Lc+Asn+0rn; 0. 764, 250. 585, 1+ALB+AST+NEFA+Asn+Val
:0.764, 252, 382, 1+ALB+G Lc+AsntArg+Lys; 0. 764, 248. 797, 1+ALB+AST+Asn+Arg+
Asp;0.764, 251,291, 1+Lys+His+ALB+BUN+TP; 0, 764, 253, 026, 1+ALB+gGT+T-BIL+
Asn+0rn; 0. 764, 248, 515, 1+ALB+AST+Asn+Asp+0rn; 0. 764, 253. 005, 1+ALB+Ca+T-
BIL+Asn+0rn;0. 764, 252, 326, 1+ALB+T-BIL+Glc+Asn+Arg; 0. 764, 253. 136, 1+ALB
+BHBA+Asn+Arg+Lys;0. 764, 251, 067, 1+ALB+Asn+Asp+0rn+Phe; 0. 764, 250, 379, 1
+ALB+Ca+AST+Asn+0rn; 0. 764, 251, 041, 1+ALB+Ca+AST+Asn+Thr ;0. 764, 253, 576,
1+ALB+Ca+BHBA+Asn+Thr ;0. 764, 252, 800, 1+ALB+Ca+Asn+Arg+0rn; 0. 764, 253. 58
5, 1+ALB+gGT+BHBA+Asn+Lys; 0. 764, 251, 948, 1+ALB+CatAsntArg+Thr ;0. 764, 252
.692, 1+ALB+Ca+Glc+Asntlys; 0. 764, 252, 932, 1+ALB+Ca+Asn+0rn+Lys; 0. 764, 25
3.011, 1+ALB+gGT+BHBA+Asn+0rn; 0, 764, 251, 661, 1+Ala+Lys+ALB+BUN+NEFA; 0. 7
64, 252,749, 1+ALB+gGT+Asn+Arg+0rn; 0. 764, 251, 629, 1+ALB+BUN+Lys+Val+Trp;
0.763, 251, 973, 1+BCAA+Trp+Phe+ALB+BUN; 0, 763, 248, 825, 1+Lys+TG+ALT+ALB+B
UN; 0,763, 251, 188, 1+ALB+Ca+AST+Asn+Lys; 0. 763, 253, 043, 1+GLly+Lys+AST+ALB
+TP; 0. 763, 252, 949, 1+ALB+AsntArgtLys+Phe; 0, 763, 252, 998, 1+Ala+Gly+Phe+A
LB+BUN; 0. 763, 248. 693, 1+Lys+Tyr+ALT+ALB+BUN; 0. 763, 249, 163, 1+Arg+Thr+AL
T+ALB+BUN; 0, 763, 248. 830, 1+ALB+BUN+ALT+0rn+Lys ;0. 763, 253, 221, 1+ALB+Asn
+ArgtVal+Phe; 0. 763, 248, 828, 1+Gly+Lys+ALT+ALB+BUN; 0. 763, 252, 317, 1+ALB+
CatNEFA+Asn+Arg;0. 763, 250, 047, 14Trp+ALT+gGT+ALB+BUN; 0. 763, 250, 098, 1+A
LB+AST+G Lc+Asn+Arg; 0. 763, 252, 530, 1+ALB+Ca+gGT+His+Asn; 0. 763, 252. 160, 1
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+ALB+Ca+Glc+Asn+0rn; 0. 763, 250. 428, 1+ALB+AST+gGT+NEFA+Asn; 0. 763, 252, 41
3, 1+ALB+BHBA+G LctAsntArg; 0. 763, 263. 023, 1+BCAA+Lys+Phe+ALB+BUN; 0. 763, 2
52.671, 1+AlatLys+Phe+ALB+BUN; 0. 763, 251, 636, 14+TrptLys+Phe+ALB+BUN; 0. 76
3,248,861, 1+Lys+GLctALT+ALB+BUN; 0. 763, 249. 278, 1+ALB+BUN+AsptLys+Trp;0
. 763, 250, 724, 1+ALB+AST+Asn+Arg+Val; 0. 763, 253. 165, 1+ALB+T-BIL+BHBA+Asn
+Arg;0.763, 254,122, 1+Ala+Gly+Trp+Lys+ALB; 0. 763, 256. 142, 1+Ala+G Ly+BCAA
+Lys+ALB; 0. 763, 248, 593, 1+Lys+ALT+ALB+BUN+BHBA; 0. 763, 250. 594, 1+ALB+AST
+AsntArg+Phe; 0,762, 252, 022, 1+ALB+gGT+GLc+Asn+0rn; 0, 762, 248, 874, 1+ALB+
BUN+ALT+Lys+Val;0. 762, 249, 064, 1+ALB+BUN+ALT+0rn+Trp;0. 762, 251, 968, 14T
rptLys+AST+ALB+TP; 0. 762, 253, 442, 1+ALB+Ca+gGT+Asn+Thr ;0. 762, 250, 238, 1+
Trp+Phe+His+ALT+ALB; 0. 762, 254, 848, 1+Ala+Gly+Lys+His+ALB; 0. 762, 250, 969
, 1+ALB+AST+gGT+Glc+Asn; 0. 762, 253. 043, 1+ALB+gGT+T-BIL+Asn+Arg;0. 762, 24
8. 817, 1+BCAA+Lys+ALT+ALB+BUN; 0, 762, 250, 658, 1+Gly+Trp+Phe+ALT+ALB; 0. 76
2,253,406, 1+ALB+Cat+gGT+AsntLys; 0. 762, 252, 859, 1+ALB+gGT+T-BIL+Glc+Asn;
0.762, 251,919, 1+Trp+Lys+gGT+ALB+BUN; 0. 762, 255, 139, 1+Ala+Gly+Trp+Phe+A
LB;0.762,253.807, 1+Ala+Gly+Trp+Arg+ALB; 0. 762, 250. 052, 1+Gly+Arg+Phe+AL
T+ALB; 0. 762, 251, 659, 1+ALB+AST+Asn+Tyr+Val; 0. 762, 251, 457, 1+ALB+Asn+Arg
+Asp+Val;0.762, 251, 821, 1+Lys+Phe+His+ALB+BUN; 0. 762, 249, 487, 1+Trp+Thr+
ALT+ALB+BUN; 0. 762, 250, 502, 1+ALB+AST+T-BIL+Asn+Arg; 0, 762, 254, 308, 1+ALB
+Ca+T-BIL+BHBA+Asn; 0. 762, 250. 952, 1+ALB+BUN+3MeHis+Lys+Trp; 0. 762, 250. 7
31, 1+ALB+AST+BHBA+Asn+Arg; 0. 762, 248. 365, 1+Lys+TCHO+ALT+ALB+BUN; 0. 762,
251,673, 14Gly+Trp+Lys+ALB+BUN; Q. 762, 252, 180, 1+Lys+AST+ALB+TP+NEFA; 0. 7
62, 253. 025, 1+ALB+Ca+Asn+Arg+Lys; 0. 762, 250. 960, 1+Ala+Gly+Lys+ALT+ALB;0
. 762, 251,574, 1+ALB+BUN+3MeH i stLys+Phe; 0. 762, 251, 618, 1+Trp+Lys+ALB+BUN
+NEFA; 0. 762, 251, 618, 1+ALB+BUN+NEFA+Lys+Trp; 0. 762, 252, 955, 1+Ala+GLly+Ar
gtAST+ALB; 0, 762, 250, 330, 1+ALB+Ca+AST+NEFA+Asn; 0, 762, 250, 828, 1+BCAAtLY
s+Phe+ALT+ALB; 0. 762, 252, 975, 1+ALB+gGT+Asn+Arg+Lys; 0. 762, 250, 695, 1+ALB
+AST+Asn+3MeHis+Phe; 0, 762, 253, 285, 1+ALB+Ca+gGT+NEFA+Asn; 0, 762, 254, 307
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, 1+ALB+gGT+T-BIL+BHBA+Asn; 0. 762, 248, 560, 1+Lys+ALT+AST+ALB+BUN; 0. 762, 2
50. 353, 1+ALB+BUN+AST+Lys+Trp; 0. 762, 250, 353, 14Trp+Lys+AST+ALB+BUN; 0. 76
2,253,079, 1+ALB+T-BIL+BHBA+G lctAsn; 0. 762, 250, 966, 1+ALB+ALT+0rn+Tyr+Ph
e;0.762,250. 828, 1+ALB+AST+Asn+3MeHis+Val;0. 762, 249, 655, 1+Trp+TCHO+ALT
+ALB+BUN; 0. 761, 251, 691, 1+ALB+AST+T-BIL+BHBA+Asn; 0. 761, 253. 150, 1+ALB+C
a+T-BIL+Asn+Arg;0. 761, 252, 889, 1+ALB+Ca+gGT+Asn+0rn;0. 761, 253. 069, 1+AL
B+gGT+BHBA+Asn+Arg; 0. 761, 251,468, 1+Ala+Gly+Trp+ALT+ALB; 0. 761, 250. 694,
1+Ala+Gly+Arg+ALT+ALB; Q. 761, 249, 907, 1+Trp+Arg+Phe+ALT+ALB; 0. 761, 250, 2
39, 1+ALB+ALT+0rn+Phe+Trp;0. 761, 250. 454, 1+ALB+AST+T-BIL+Glc+Asn; 0. 761,
250, 539, 14Gly+Lys+Phe+ALT+ALB; 0. 761, 252, 948, 1+A Lla+BCAA+Lys+ALB+BUN; 0.
761, 256. 425, 1+Alat+Gly+Lys+TG+ALB; 0, 761, 252, 473, 14Trp+Phe+Tyr+ALB+BUN;
0.761, 249,909, 1+ALB+ALT+3MeHis+Lys+Phe; 0. 761, 251, 888, 1+Trp+Lys+Tyr+AL
B+BUN; 0. 761, 249, 968, 1+Trp+TG+ALT+ALB+BUN; 0. 761, 248, 788, 1+Lys+ALT+ALB+
BUN+Ca;0.761, 251,819, 1+Trp+Arg+Lys+ALB+BUN; 0. 761, 251, 926, 1+Trp+Lys+TG
+ALB+BUN; 0. 761, 252, 443, 1+ALB+Ca+tG lctAsntArg; 0, 761, 2563, 052, 1+ALB+CatT-
BIL+Glc+Asn;0.761, 250,271, 1+Ala+Trp+Arg+ALT+ALB; 0. 761, 251, 976, 1+Lys+H
i stALB+BUN+NEFA; 0, 761, 253, 154, 1+Ala+Lys+Thr+ALB+BUN; 0. 761, 251, 275, 1+A
LB+Asn+Arg+Asp+Phe; 0. 761, 250. 883, 1+Trp+Phe+His+ALB+BUN; 0. 761, 250. 301,
1+Trp+Lys+Phe+ALT+ALB; 0. 761, 250. 737, 1+ALB+AST+gGT+Asn+Arg; 0. 761, 252. 6
57, 1+AlatPhe+ALB+BUN+NEFA; 0. 761, 252, 567, 1+ALB+BUN+3MeHis+LystVal;0. 76
1,251,572, 1+ALB+AsntAsptVal+Phe; 0. 761, 247, 995, 1+ALB+BUN+ALT+Arg+Asp; 0
. 761,251,291, 1+ALB+BUN+AST+3MeHistLys; 0. 761, 253. 194, 1+ALB+Ca+BHBA+Asn
+Arg;0.761, 250, 958, 1+Ala+Trp+Phe+ALT+ALB; 0. 761, 251, 076, 14+BCAA+Trp+Phe
+ALT+ALB; 0. 761, 250. 684, 1+Gly+Lys+ALT+ALB+TP;0, 761, 256. 419, 1+Ala+GLly+L
ys+Tyr+ALB;0, 761, 250. 915, 1+ALB+ALT+0rn+Val+Phe ;0. 761, 252, 230, 1+Gly+tLy
s+ALB+BUN+TP; 0. 761, 249, 033, 1+ALB+AST+Asn+Asp+Val ;0. 760, 256. 418, 1+Ala+
Gly+Lys+Glc+ALB; 0. 760, 256. 421, 1+Ala+Gly+Lys+Thr+ALB; 0. 760, 252, 263, 14G
ly+Trp+Phe+ALB+BUN; 0. 760, 250, 127, 1+ALB+ALT+3MeHis+0rn+Phe; 0. 760, 252, 1
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62, 1+ALB+BUN+NEFA+3MeHistLys; 0. 760, 252, 644, 1+Trp+Phe+TG+ALB+BUN; 0. 760
, 249,991, 14BCAA+Trp+ALT+ALB+B

UN;0.760, 253, 147, 1+Ala+Lys+GLc+ALB+BUN; 0. 760, 249. 394, 1+ALB+BUN+ALT+3M
eHistArg; 0. 760, 250, 036, 1+ALB+BUN+ALT+3MeHis+Trp;0. 760, 249, 887, 1+ALB+B
UN+ALT+Val+Trp; 0. 760, 250, 058, 1+Trp+ALT+ALB+BUN+BHBA; 0, 760, 250. 161, 1+A
LB+BUN+Asp+Phe+Trp;0. 760, 250, 925, 1+Gly+Lys+ALT+AST+ALB; 0. 760, 255, 071,
14Gly+BCAA+Lys+AST+ALB; 0. 760, 251, 494, 1+ALB+Ca+AST+T-BIL+Asn; 0. 760, 251
. 919, 1+ALB+BUN+Orn+Lys+Trp; 0. 760, 249, 589, 14+Trp+Arg+ALT+AST+ALB; 0. 760,
250, 045, 1+LystPhe+His+ALT+ALB; 0. 760, 253. 182, 1+AlatLys+Tyr+ALB+BUN; 0. 7
60, 250. 273, 1+AlatThr+ALT+ALB+BUN; 0, 760, 250. 662, 1+Arg+Phe+Tyr+ALT+ALB;
0.760, 255, 606, 1+AlatGly+Lys+ALB+TP; 0. 760, 250. 934, 1+ALB+ALT+NEFA+Orn+P
he;0.760, 253,432, 1+Ala+Trp+Lys+His+ALB; 0. 760, 250. 736, 1+Trp+Phe+ALT+AL
B+TP;0.760, 251. 968, 1+ALB+AST+AsntVal+Phe; 0. 760, 252, 977, 1+Lys+Thr+His+
ALB+BUN; 0. 760, 250. 805, 14Trp+Phe+TCHO+ALT+ALB; 0. 760, 256, 248, 1+AlatGly+
Lys+Phe+ALB; 0. 760, 251, 902, 1+Trp+Lys+Thr+ALB+BUN; Q. 760, 251, 932, 1+Trp+L
ys+G Lc+ALB+BUN; 0. 760, 250, 501, 1+Trp+Arg+Tyr+ALT+ALB; 0. 760, 251, 211, 14Tr
p+tPhe+ALT+gGT+ALB; 0. 760, 253. 368, 1+Gly+Arg+Lys+AST+ALB; 0. 760, 251, 652, 1
+ALB+AST+gGT+T-BIL+Asn; 0. 760, 252, 728, 1+AlatLys+TCHO+ALB+BUN; 0. 760, 252
. 292, 1+Lys+Phe+ALB+BUN+NEFA; 0. 760, 251, 188, 1+Trp+Phe+Tyr+ALT+ALB; 0. 760
, 251,210, 14Trp+Phe+TG+ALT+ALB; 0. 760, 249, 642, 1+ALB+ALT+Arg+Lys+Ile; 0.7
60, 253. 763, 1+ALB+BUN+ThrtLys+Ile; 0,760, 251,591, 1+AlatGly+Phe+ALT+ALB;
0.760, 252, 287, 14Trp+Phe+ALB+BUN+NEFA; 0. 760, 249, 959, 1+ALB+BUN+ALT+Arg+
Orn;0.760, 250. 124, 14Trp+Glc+ALTH+ALB+BUN; 0, 760, 253. 124, 1+Gly+Lys+Phe+A
LB+BUN; 0, 760, 251, 633, 1+Trp+Lys+TCHO+ALB+BUN; 0. 760, 250, 574, 1+ALB+ALT+A
rg+Thr+Ile;0.760, 248. 914, 1+ALB+ALT+Asp+Phe+Trp;0. 760, 255. 475, 1+Ala+Gl
y+Trp+TG+ALB; 0. 760, 252, 081, 1+ALB+BUN+T-BIL+His+Lys;0. 760, 254, 840, 1+GL
y+Lys+His+AST+ALB; 0. 760, 251, 844, 1+Trp+Lys+ALB+BUN+Ca; 0. 760, 252, 305, 1+
AlatLys+ALB+BUN+TP; 0. 760, 252, 905, 1+ALB+gGT+BHBA+G Lc+Asn; 0. 760, 256, 386
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, 1+AlatGly+Lys+gGT+ALB; 0. 760, 251, 778, 1+Trp+Lys+ALB+BUN+BHBA; 0. 760, 248
. 913, 1+ALB+AST+Asn+AsptPhe; 0. 760, 254, 436, 1+Lys+His+AST+ALB+TP; 0. 760, 2
52. 869, 1+ALB+BUN+His+0rntLys; 0. 760, 252, 554, 1+TrptLys+His+ALB+TP; 0. 760
, 251,090, 1+Lys+AST+ALB+BUN+TP; 0. 760, 253, 175, 1+AlatLys+TG+ALB+BUN; 0. 76
0,251,620, 1+ALB+BUN+3MeHis+Phe+Trp;0. 760, 254, 052, 1+Ala+Lys+His+ALB+NE
FA;0.760, 251,207, 1+Trp+Phe+ALT+ALB+BHBA; 0. 760, 251, 236, 1+Trp+Phe+Glc+A
LT+ALB; 0. 759, 249, 579, 1+Arg+Phe+His+ALT+ALB; 0. 759, 255, 457, 1+Ala+Gly+Tr
p+GLlc+ALB; 0. 759, 251, 462, 1+Lys+ALB+BUN+TP+NEFA; 0. 759, 251, 686, 1+AlatLys
+AST+ALB+BUN; 0. 759, 251, 956, 1+ALB+AST+gGT+BHBA+Asn; 0. 759, 251, 795, 1+Gly
+PhetHis+ALT+ALB; 0. 759, 252, 422, 1+Gly+Lys+AST+ALB+BUN; 0. 759, 253. 014, 1+
Ala+Arg+Lys+ALB+BUN; Q. 759, 252. 536, 1+ALB+BUN+Va l+Phe+Trp; 0. 759, 252, 540
, 1+ALB+BUN+3MeHis+0rntLys; 0. 759, 250, 542, 1+Ala+Trp+Lys+ALT+ALB; 0. 759, 2
50.851, 1+AlatArg+PhetALT+ALB; 0. 759, 252, 657, 14Trp+Phe+gGT+ALB+BUN; 0. 75
9,250, 314, 1+ArgtLystPhe+ALT+ALB; 0. 759, 251, 243, 1+Trp+Thr+Phe+ALT+ALB; 0
. 759, 253, 255, 1+Ala+TrptLys+AST+ALB; 0. 759, 250, 072, 1+Trp+ALT+ALB+BUN+NE
FA;0.759, 250, 514, 1+BCAA+Trp+Arg+ALT+ALB; 0, 759, 250. 060, 1+ALB+AST+ALT+L
ys+Trp;0. 759, 250, 060, 1+Trp+Lys+ALT+AST+ALB; 0. 759, 250. 582, 1+Trp+Phe+AL
T+AST+ALB; 0. 759, 250. 905, 1+ALB+Ca+AST+Glc+Asn; 0, 759, 250. 643, 1+ALB+ALT+
NEFA+Arg+Phe; 0. 759, 250, 643, 1+Arg+Phe+ALT+ALB+NEFA; 0. 759, 250, 263, 1+Arg
+GLc+ALTH+ALB+BUN; 0. 759, 251, 242, 1+ALB+ALT+Val+Phe+Trp;0. 759, 253. 041, 1+
ALB+Ca+gGT+Glc+Asn; 0. 759, 255, 191, 1+Ala+Gly+Arg+Lys+ALB; 0. 759, 249, 932,
14Trp+Arg+Lys+ALT+ALB; 0. 759, 253. 019, 1+Phe+His+ALB+BUN+NEFA; 0, 759, 251,
631, 14Trp+Arg+ALB+BUN+TP; 0. 759, 249, 466, 1+Trp+Arg+His+ALT+ALB; 0. 759, 25
0.163, 1+Arg+Tyr+ALT+ALB+BUN; 0. 759, 250. 649, 1+ALB+CatAST+Asn+Arg; 0. 759,
250, 004, 1+Arg+ALT+ALB+BUN+TP; 0. 759, 250, 567, 1+ALB+ALT+3MeHis+Phe+Trp;0
. 759, 250. 000, 1+Trp+ALT+ALB+BUN+Ca; 0. 759, 251, 150, 1+ALB+ALT+Lys+Val+Phe
;0.759, 251, 155, 14Trp+Phe+ALT+ALB+NEFA; 0. 759, 250, 658, 1+Lys+Phe+ALT+ALB
+TP; 0,759, 253, 535, 14+Gly+Trp+Lys+ALB+TP; 0, 759, 252, 539, 1+ALB+BUN+3MeH i s
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+Lys+Tyr ;0. 759, 252, 651, 1+Trp+Phe+G Lc+ALB+BUN; 0. 759, 252, 656, 1+Trp+Thr+
Phe+ALB+BUN; 0. 759, 250. 128, 1+Arg+TG+ALT+ALB+BUN; 0. 759, 251, 078, 1+AlatlLy
s+Phe+ALT+ALB; 0. 759, 250, 751, 1+Lys+Phe+ALT+ALB+NEFA; 0, 759, 251, 372, 1+Ly
s+AST+ALB+BUN+NEFA; 0. 759, 255, 117, 1+Gly+Lys+GLc+AST+ALB; 0. 759, 256, 315,
1+Ala+Gly+Lys+ALB+BHBA; 0. 759, 255, 531, 1+AlatGly+Trp+ALB+BHBA; 0. 759, 250
. 036, 14TrptHis+ALT+ALB+BUN; 0. 759, 250, 373, 1+Arg+ALT+gGT+ALB+BUN; 0. 759,
253,294, 1+BCAA+TrptLys+AST+ALB; 0. 759, 254, 896, 1+G ly+Lys+AST+ALB+BHBA; 0
. 759, 251, 845, 1+ALB+Ca+AST+gGT+Asn; 0. 759, 252, 965, 1+ALB+Ca+gGT+Asn+Arg;
0.759, 252, 191, 14ALB+gGT+G lc+Asn+Arg; 0. 759, 253, 646, 1+Lys+Phe+Tyr+ALB+B
UN;0.759, 250, 807, 1+BCAA+Arg+Phe+ALT+ALB; 0, 759, 253, 867, 1+Ala+GLly+Trp+H
is+ALB; 0. 759, 250. 113, 1+GLly+Trp+ALT+ALB+BUN; 0, 759, 254, 702, 14+GLly+Lys+TC
HO+AST+ALB; 0, 759, 250. 709, 1+ALB+ALT+0rntLys+Phe; 0. 759, 255, 121, 1+Gly+tLy
s+TG+AST+ALB; 0. 759, 256. 376, 1+AlatGly+Lys+ALB+Ca; 0. 759, 252, 762, 1+AlatlL
ys+ALB+BUN+BHBA; 0. 759, 250. 308, 1+ALB+BUN+NEFA+AsptLys; 0, 759, 250, 523, 1+
ALB+ALT+Arg+0rn+Phe; 0, 759, 252, 734, 1+ALB+BUN+NEFA+Lys+I le; 0. 759, 249, 96
3, 14Trp+Arg+ALT+ALB+TP; 0. 759, 253. 142, 1+AlatLys+gGT+ALB+BUN; 0. 759, 255,
534, 1+AlatGly+Trp+Thr+ALB; 0. 759, 248, 110, 1+ALB+ALT+3MeH i s+AsptPhe; 0. 75
9, 250. 606, 1+ALB+AST+BHBA+G Lc+Asn; 0. 759, 250. 472, 1+Trp+AST+ALB+BUN+TP; 0
. 759, 252, 239, 1+Ala+ALT+ALB+BUN+NEFA; 0. 759, 250, 218, 1+BCAA+Arg+ALT+ALB+
BUN; 0. 759, 255, 514, 1+Ala+Gly+Trp+ALB+NEFA; Q. 759, 249, 015, 1+ALB+ALT+Arg+
AsptlLys;0.759, 249, 426, 1+ALB+BUN+3MeH i s+Asp+Phe; 0, 759, 253, 330, 1+GLly+Ly
stHis+ALB+BUN; 0. 759, 249, 998, 14+Trp+Lys+His+ALT+ALB; 0. 759, 250. 048, 1+GLly
+TrptArg+ALT+ALB; 0. 759, 251, 166, 1+Lys+Phe+Tyr+ALT+ALB; 0. 759, 250. 418, 1+
ALB+AST+ALT+3MeHistLys; 0. 758, 253. 092, 1+AlatLys+ALB+BUN+Ca; 0. 758, 250. 5
85, 1+ALB+ALT+Arg+Val+Trp; 0. 758, 250, 588, 1+Trp+Arg+ALT+gGT+ALB; 0. 758, 24
9. 804, 1+Trp+Lys+ALT+ALB+TP; 0. 758, 252, 585, 1+Gly+Trp+Lys+AST+ALB; 0. 758,
254, 835, 1+ALB+AST+0rn+Lys+I le; 0. 758, 2563. 610, 1+ALB+BUN+Lys+Val+Phe; 0.7
58, 252, 190, 1+ALB+BUN+0Orn+Phe+Trp; 0. 758, 253. 188, 1+Lys+gGT+ALB+BUN+NEFA
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;0.758, 250, 095, 1+GLly+Arg+ALT+ALB+BUN; 0. 758, 250, 323, 1+ALB+BUN+ALT+T-BI
L+Arg; 0. 758, 250. 980, 1+ALB+ALT+NEFA+3MeHis+Lys; 0. 758, 250. 434, 1+ALB+AST
+ALT+0rn+Phe; 0. 758, 2563. 933, 1+ALB+BUN+Ornt+Lys+Ile; 0. 758, 252, 074, 1+Ala+
Trp+ALT+ALB+TP; 0. 758, 248, 517, 1+ALB+BUN+ALT+Asp+0rn; 0. 758, 250, 305, 1+Ar
g+ALT+ALB+BUN+BHBA; 0. 758, 250, 587, 1+Trp+Arg+GLc+ALT+ALB; 0. 758, 250. 829,
1+Arg+Phe+TG+ALT+ALB; 0. 758, 248, 900, 1+ALB+ALT+Arg+Asp+Trp;0. 758, 251, 29
6, 1+Alat+Trp+ALT+AST+ALB; 0. 758, 253. 090, 1+ALB+Ca+BHBA+G lc+Asn; 0. 758, 251
. 117, 1+ALB+BUN+AsptLys+tPhe; 0. 758, 252, 751, 1+BCAA+Lys+ALB+BUN+TP; 0. 758,
254, 050, 1+BCAA+Lys+Thr+ALB+BUN; 0. 758, 249, 568, 1+Trp+Tyr+ALT+ALB+BUN; 0.
758, 250. 563, 1+Trp+Arg+ALT+ALB+BHBA; 0. 758, 250. 589, 1+Trp+Arg+ALT+ALB+NE
FA;0.758, 250, 807, 1+Arg+Thr+Phe+ALT+ALB; 0. 758, 251, 025, 1+ALB+ALT+3MeHis
+Lys+Val;0. 758, 252, 273, 1+Gly+Phe+ALT+gGT+ALB; 0, 758, 249, 812, 1+ALB+BUN+
AST+AsptLys; 0. 758, 249, 923, 1+Arg+ALT+AST+ALB+BUN; 0. 758, 255, 809, 1+Ala+G
ly+Lys+ALB+NEFA; 0. 758, 250. 558, 14+Gly+Arg+ALT+AST+ALB; 0. 758, 252, 751, 1+B
CAA+Trp+ALB+BUN+TP; 0. 758, 250, 177, 1+Trp+Arg+TCHO+ALT+ALB; 0. 758, 251, 735
, 1+ALB+Ca+AST+BHBA+Asn; 0. 758, 254. 138, 1+ALB+Ca+gGT+T-BIL+Asn; 0. 758, 252
. 446, 1+Ala+Trp+TGH+ALT+ALB; 0. 758, 253. 631, 1+ALB+BUN+His+Lys+I le;0. 758, 2
51. 165, 1+Lys+Phe+ALT+gGT+ALB; 0. 758, 249, 543, 1+ALB+ALT+3MeHis+ArgtLys;0
. 758, 250, 662, 1+Lys+Phe+ALT+AST+ALB; 0. 758, 254, 922, 1+Gly+Lys+Thr+AST+AL
B;0.758, 252, 344, 1+Ala+Trp+Thr+ALT+ALB; 0. 758, 250, 275, 1+Arg+ALT+ALB+BUN
+NEFA; 0. 758, 252, 466, 1+Ala+Trp+ALT+ALBHNEFA; 0. 758, 255, 490, 1+Ala+Gly+Tr
p+Tyr+ALB; 0. 758, 249, 506, 1+ALB+ALT+3MeHis+Arg+Phe; 0. 758, 252, 195, 1+Lys+
Phe+AST+ALB+BUN; 0. 758, 250. 553, 1+Lys+ALT+AST+ALB+TP; 0, 758, 252, 032, 1+Al
a+Trp+TCHO+ALT+ALB; 0. 758, 251. 427, 1+ALB+BUN+Asp+Lys+Val; 0. 758, 252. 438,
1+Ala+Trp+GLlc+ALT+ALB; 0. 758, 252. 477, 1+Ala+Trp+ALT+gGT+ALB; 0. 758, 250. 9
36, 1+Arg+Phe+tALT+gGT+ALB; 0. 758, 250. 373, 1+ALB+BUN+ALT+Arg+Ile;0. 758, 24
7.111, 1+ALB+ALT+3MeHis+AsptLys; 0. 758, 251, 417, 1+ALB+BUN+Asp+0rntLys; 0.
758, 251, 962, 1+ALB+BUN+3MeH i stArgtLys; 0, 758, 252, 906, 1+BCAA+Lys+ALB+BUN
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+NEFA; 0. 758, 250. 936, 1+ALB+ALT+Arg+Val+Phe; 0. 758, 248, 401, 1+ALB+ALT+Asp
+Lys+Trp;0. 758, 250. 089, 1+Arg+His+ALT+ALB+BUN; 0. 758, 250. 690, 1+Lys+Phe+
TCHO+ALT+ALB; 0. 758, 251. 426, 1+ALB+BUN+Arg+AsptLys; 0. 758, 253, 024, 1+ALB+
BUN+T-BIL+Lys+Ile;0. 758, 248, 974, 1+ALB+BUN+3MeHis+Asp+Trp; 0. 758, 252, 76
1, 14Trp+TG+ALB+BUN+TP; 0. 758, 249, 721, 1+Arg+Lys+His+ALT+ALB; 0. 758, 250. 8
94, 1+ALB+ALT+3MeHistLys+Tyr ;0. 758, 251, 554, 1+ALB+BUN+AST+T-BIL+tLys; 0.7
58, 250, 031, 1+Arg+TCHO+ALT+ALB+BUN; 0, 758, 253. 670, 1+Lys+Phe+Glc+ALB+BUN
:0.758, 252, 386, 1+Ala+BCAA+Trp+ALT+ALB; 0. 758, 249, 366, 1+ALB+ALT+Asp+0rn
+Trp;0.758, 249, 974, 1+ALB+BUN+ALT+Arg+Val ;0. 758, 250, 649, 1+ALB+ALT+0rn+
Lys+Trp;0.758, 254,912, 1+Ala+Gly+Trp+ALB+TP; 0. 758, 250. 505, 1+Gly+Trp+Ly
s+ALT+ALB; 0. 758, 253. 560, 1+ALB+AST+NEFA+Orn+Lys; 0. 758, 249, 997, 1+Arg+AL
T+ALB+BUN+Ca; 0. 758, 251, 422, 1+AlatLys+ALT+ALB+NEFA; 0. 758, 250. 423, 1+ALB
+ALT+Arg+0rn+Trp; 0. 758, 249, 503, 1+Trp+ALT+AST+ALB+BUN; 0. 758, 250. 404, 1+
Trp+Arg+TG+ALT+ALB; Q. 758, 251. 112, 1+ALB+BUN+AST+0rn+Trp; 0. 758, 252. 850,
1+ALB+BUN+AST+Lys+I le; 0. 758, 253. 385, 1+ALB+AST+0rn+Val+Trp; 0. 758, 248. 9
70, 1+ALB+BUN+AST+Asp+Trp; 0. 758, 251, 135, 1+Ala+BCAA+ALT+ALB+BUN; 0. 758, 2
52.847, 1+Lys+TG+ALB+BUN+TP; 0. 758, 253. 397, 1+Ala+Gly+Arg+ALB+BUN; 0, 758,
253. 064, 1+Lys+TG+ALB+BUN+NEFA; Q. 758, 249, 497, 1+ALB+ALT+Arg+Asp+Phe; 0.7
58, 249. 166, 1+ALB+ALT+NEFA+AsptLys; 0. 758, 250. 607, 1+BCAA+Trp+Lys+ALT+AL
B;0.758, 253. 483, 1+ALB+AST+NEFA+Lys+Ile; 0. 757,252, 476, 1+Ala+Trp+ALT+AL
B+BHBA; 0, 757, 252, 841, 1+Lys+Thr+ALB+BUN+TP; 0. 757, 255, 503, 1+Ala+Gly+Trp
+gGT+ALB; 0. 757, 249, 422, 1+ALB+ALT+Asp+0rn+Phe; 0. 757, 250, 377, 1+ALB+BUN+
ALT+Thr+0rn;0. 757, 251, 188, 1+AlatArg+ALT+AST+ALB; 0. 757, 251, 114, 1+ALB+A
LT+OrntLys+Ile;0.757, 249, 396, 1+ALB+AST+3MeHis+AsptLys;0. 757, 253. 858, 1
+G ly+Lys+AST+ALB+NEFA; 0. 757, 253. 638, 1+ALB+BUN+Glc+HistLys; 0. 757, 252. 5
76, 14+Trp+Thr+ALB+BUN+TP; 0. 757, 250. 988, 1+ALB+BUN+AST+Phe+Trp; 0. 757, 251
. 013, 1+Trp+Arg+AST+ALB+BUN; 0. 757, 254, 674, 1+AlatGly+Trp+TCHO+ALB; 0, 757
, 2563, 535, 1+ALB+BUN+Orn+Lys+Phe; 0. 757, 253, 201, 1+Lys+G Lc+ALB+BUN+NEFA; 0
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. 757,252,430, 1+Gly+Trp+ALB+BUN+TP; 0. 757, 253. 641, 1+ALB+BUN+gGT+HistLys
;0.757, 250, 396, 1+ALB+AST+ALT+0rn+Trp;0. 757, 252, 788, 1+ALB+BUN+H i s+Arg+
Lys;0.757,253, 316, 1+AlatLys+AST+ALB+NEFA; Q. 757, 253. 627, 1+Ala+Trp+AST+
ALB+TP; 0,757,252, 631, 1+ALB+BUN+3MeHis+0rn+Phe; 0. 757, 252, 760, 14TrptGlc
+ALB+BUN+TP; 0. 757, 251, 353, 1+Lys+ALT+gGT+ALB+TP; 0. 757, 252, 970, 1+BCAA+L
ys+AST+ALB+BUN; 0. 757, 252, 884, 1+Lys+G Lc+ALB+BUN+TP; 0, 757, 252, 787, 1+ALB
+BUN+AST+0rn+Phe; 0. 757, 252, 943, 1+ALB+AST+NEFA+3MeHis+Lys; 0. 757, 255, 47
3, 1+AlatGly+Trp+ALB+Ca; 0. 757, 250. 467, 1+Trp+Arg+ALT+ALB+Ca; 0. 757, 254, 1
24, 1+Gly+Lys+gGT+ALB+BUN; 0. 757, 251, 407, 1+ALB+BUN+Asp+Lys+Tyr; 0. 757, 25
3.904, 1+GLly+Lys+Thr+ALB+BUN; 0, 757, 252, 323, 1+ALB+BUN+Arg+Phe+Trp; 0. 757
, 253,106, 1+Lys+Thr+ALB+BUN+NE

FA;0.757, 250, 831, 1+Lys+ALT+ALB+TP+NEFA; 0. 757, 250. 930, 1+ALB+AST+ALT+0r
ntlys; 0,757,252, 795, 1+Lys+Thr+AST+ALB+BUN; 0. 757, 251, 939, 14+Gly+Trpt+Arg
+AST+ALB; 0. 757, 253. 514, 1+Ala+Trp+AST+ALB+NEFA; 0. 757, 252, 296, 1+Lys+ALB
+BUN+TP+BHBA; 0. 757, 251, 354, 1+BCAA+Lys+ALT+ALB+TP; 0. 757, 251, 508, 1+ALB+
AST+NEFA+Asptlys;0. 757, 253. 198, 1+ALB+BUN+NEFA+Lys+Tyr ;0. 757, 250, 755, 1
+ALB+ALT+3MeHis+0rntLys; 0. 757, 251, 200, 1+AlatLys+ALT+AST+ALB; 0. 757, 253
. 027, 1+ALB+AST+NEFA+0rn+Trp; 0, 757, 254, 803, 1+Gly+Lys+AST+gGT+ALB; 0., 757
, 254,126, 1+Gly+Lys+TG+ALB+BUN; 0, 757, 253. 171, 1+ALB+BUN+NEFA+Orn+Lys; 0.
757,251,569, 1+ALB+BUN+ALT+gGT+0rn; 0. 757, 252, 660, 1+Trp+ALB+BUN+TP+NEFA
;0.757,250. 525, 14Trp+Arg+Thr+ALT+ALB; 0. 757, 253. 054, 1+Gly+Trp+AST+ALB+
TP;0.757,252, 473, 1+Trp+ALB+BUN+TP+BHBA; 0, 757, 255, 428, 1+Ala+G Lly+BCAA+T
rp+ALB; 0. 757, 249, 912, 1+ALB+ALT+3MeHis+Arg+Trp;0. 757, 250, 724, 1+ALB+ALT
+His+Arg+0rn; 0, 757, 250. 844, 1+Gly+Arg+Thr+ALT+ALB; 0. 757, 254. 195, 1+ALB+
AST+His+0rn+Lys;0. 757, 248. 940, 1+ALB+ALT+Asp+Lys+Phe; 0. 757, 250. 230, 1+A
LB+ALT+3MeHistLys+Trp; 0. 757, 250. 365, 1+ALB+AST+ALT+Arg+Phe; 0. 757, 252.7
99, 1+Lys+AST+gGT+ALB+BUN; 0. 757, 250. 094, 1+Arg+Lys+ALT+AST+ALB; 0. 757, 25
1.320, 1+ALB+ALT+Thr+Lys+I le; 0, 757, 253, 154, 1+ALB+AST+0rn+Lys+Trp;0. 757
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, 253,691, 14Gly+Lys+TCHO+ALB+BUN; 0. 757, 250. 318, 1+Trp+Lys+TCHO+ALT+ALB;

0.757, 253, 389, 1+ALB+BUN+NEFA+3MeHis+Phe; 0, 757, 250. 979, 1+ALB+BUN+AST+A
LT+0rn;0.757, 252, 438, 1+Ala+Trp+ALT+ALB+Ca; 0. 757, 251, 994, 1+Ala+Gly+ALT
+ALB+BUN; 0. 757, 250, 833, 1+ALB+ALT+NEFA+Lys+Trp;0. 757, 252, 682, 1+ALB+BUN
+AST+0rn+Lys; 0. 757, 251, 530, 1+ALB+AST+Asp+Lys+Trp; 0. 756, 254, 231, 1+ALB+
CatgGT+BHBA+Asn; 0, 756, 254, 026, 1+G Ly+BCAA+Lys+ALB+BUN; 0. 756, 249, 371, 1+
ALB+ALT+Asp+0rntLys; 0. 756, 253, 053, 1+ALB+AST+NEFA+Arg+Lys; 0. 756, 252, 39
6, 1+Trp+TCHO+ALB+BUN+TP; 0. 756, 254, 118, 14+Gly+Lys+GLc+ALB+BUN; Q. 756, 256
.211, 1+AlatGly+Arg+TG+ALB; 0. 756, 253. 140, 1+ALB+BUN+NEFA+Lys+Val;0. 756,

253. 547, 1+ALB+BUN+Arg+Lys+I le; 0. 756, 250, 656, 1+AlatArgtLys+ALT+ALB; 0.7
56, 251, 658, 1+ALB+ALT+NEFA+3MeHis+Phe; 0. 756, 250, 886, 1+ALB+AST+ALT+NEFA
+Lys; 0. 756, 253. 286, 1+ALB+AST+NEFA+HistLys; 0. 756, 253, 585, 1+ALB+BUN+Arg
+Lys+Phe; 0. 756, 251, 561, 1+Trp+ALT+AST+ALB+TP; 0. 756, 251, 596, 1+ALB+ALT+0
rntVal+Trp;0. 756, 250. 840, 1+ALB+ALT+Lys+Val+Trp;0. 756, 251, 248, 1+ALB+BU
N+ALT+His+0rn; 0. 756, 251,713, 1+Gly+Lys+TG+ALT+ALB; 0, 756, 251, 556, 1+Gly+
Lys+Thr+ALT+ALB; 0. 756, 252, 655, 1+ALB+BUN+AST+BHBA+Lys; 0, 756, 252, 864, 1+
ALB+BUN+AST+Lys+Tyr ;0. 756, 253. 476, 1+ALB+AST+0rn+Tyr+Trp; 0. 756, 252, 712
, 1+ALB+AST+NEFA+Lys+Trp;0. 756, 253, 152, 1+ALB+BUN+NEFA+BHBA+Lys; 0. 756, 2
51.537, 1+ALB+BUN+ALT+0rn+I le; 0. 756, 251, 580, 1+ALB+BUN+ALT+Glc+0rn;0. 75
6,251,222, 1+Gly+Arg+TG+ALT+ALB; 0. 756, 251, 266, 1+ALB+AST+ALT+Lys+I le;0.

756, 253. 170, 1+ALB+BUN+BHBA+HistLys; 0. 756, 250, 745, 1+ALB+ALT+His+0rntLy
s;0.756, 250, 853, 1+TrptLys+GLc+ALT+ALB; 0. 756, 252, 515, 1+Arg+Lys+AST+ALB
+BUN; 0. 756, 251, 552, 1+BCAA+Lys+ALT+AST+HALB; 0. 756, 252, 915, 1+Ala+TG+ALT+
ALB+BUN; 0. 756, 253. 092, 1+ALB+BUN+Orn+Val+Trp;0, 756, 253, 162, 1+ALB+BUN+N
EFA+T-BIL+Lys;0. 756, 249, 453, 1+ALB+ALT+Asp+Lys+Tyr; 0. 756, 253. 013, 1+Lys
+TG+AST+ALB+BUN; 0. 756, 251, 924, 1+AlatArg+ALT+gGT+ALB; 0. 756, 253, 458, 1+A
LB+BUN+NEFA+QOrn+Phe ;0. 756, 250. 628, 1+ALB+BUN+Asp+0rn+Trp; 0. 756, 251, 844
, 1+Ala+BCAA+Lys+ALT+ALB; 0. 756, 250. 140, 1+ALB+ALT+His+Arg+Thr; 0. 756, 251
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. 746, 14Thr+TG+ALT+ALB+BUN; 0. 756, 251, 288, 1+ALB+AST+ALT+T-BIL+Lys; 0. 756
, 253,543, 1+Gly+Arg+Lys+ALB+BUN; 0. 756, 250, 873, 1+ALB+AST+ALT+Arg+0rn; 0.

756, 251, 353, 1+ALB+ALT+NEFA+Lys+I le;0. 756, 251,721, 1+ALB+BUN+ALT+Thr+I L
e;0.756, 251,727, 1+Gly+Lys+GLlc+ALT+ALB; 0. 756, 252, 472, 1+ALB+AST+3MeH i s+
ArgtlLys;0. 756, 253. 008, 1+ALB+AST+Arg+0rn+Trp; 0. 756, 252, 472, 1+ALB+BUN+A
STH+HistLys;0. 756, 254, 024, 1+ALB+AST+NEFA+Lys+Tyr ;0. 756, 251, 179, 1+GLly+L
ys+TCHO+ALT+ALB; 0. 756, 252, 415, 1+Ala+ALT+ALB+BUN+BHBA; 0, 756, 253, 341, 1+
ALB+BUN+T-BIL+Thr+Lys;0. 756, 253, 371, 1+ALB+BUN+T-BIL+0Orn+Lys;0. 756, 248
. 452, 1+ALB+BUN+ALT+AsptVal;0. 756, 252, 490, 1+ALB+ALT+NEFA+Tyr+Phe; 0. 756
, 254, 455, 1+ALB+AST+Arg+Lys+Ile;0. 756, 252, 992, 1+ALB+BUN+AST+Lys+Val; 0.

756, 251, 265, 1+ALB+AST+ALT+His+Lys; 0. 756, 254, 319, 1+ALB+BUN+gGT+Lys+I Le
;0.756, 251, 524, 1+ALB+ALT+NEFA+0rntLys; 0. 756, 251, 747, 1+Thr+ALT+gGT+ALB
+BUN; 0. 756, 251, 747, 1+ALB+BUN+ALT+gGT+Thr ;0. 756, 251, 824, 1+ALB+ALT+3MeH
is+Tyr+Phe; 0, 756, 253, 006, 1+Lys+G Lc+AST+ALB+BUN; 0. 756, 253. 360, 1+ALB+AS
T+0rn+Phe+Trp; 0. 756, 254, 023, 1+ALB+AST+NEFA+BHBA+Lys ;0. 756, 252, 730, 1+L
ys+TCHO+AST+ALB+BUN; 0. 756, 252, 713, 1+Ala+ALT+ALB+BUN+Ca; 0. 756, 250, 655,

1+ALB+BUN+Arg+Asp+Trp; 0. 756, 251, 862, 1+Ala+Lys+ALT+gGT+ALB; 0. 756, 250. 7
78, 1+ALB+ALT+Arg+0rn+Lys; 0. 756, 250, 844, 1+Trp+Lys+ALT+gGT+ALB; 0. 756, 25
3. 119, 1+ALB+BUN+CatNEFA+Lys; 0. 756, 252, 915, 1+A latALT+ALB+BUN+TP; 0. 756,

251,161, 1+ALB+BUN+ALT+3MeHis+0rn; 0. 756, 252, 506, 1+GLly+Trp+Arg+ALB+BUN;
0.756, 251, 862, 1+AlatLys+TG+ALT+ALB; 0. 756, 250. 208, 1+Gly+Arg+Lys+ALT+AL
B;0.756, 250,791, 1+ALB+ALT+Arg+Lys+Tyr ;0. 756, 251, 708, 1+G Lly+BCAA+Lys+AL
T+ALB; 0. 756, 251, 825, 1+ALB+ALT+3MeHis+Val+Phe;0. 756, 251, 169, 1+ALB+ALT+
NEFA+HistLys;0. 756, 251, 516, 1+ALB+AST+ALT+Arg+I le; 0. 756, 251, 583, 1+ALB+
BUN+ALT+NEFA+QOrn; 0. 756, 251, 331, 1+AlatLys+TCHO+ALT+ALB; 0. 756, 252, 697, 1

+Trp+gGT+ALB+BUN+TP; 0. 756, 252, 895, 1+ALB+BUN+NEFA+Arg+Lys;0. 756, 249, 43
2, 1+ALB+ALT+Aspt+Lys+Val; 0. 756, 252, 993, 1+Ala+Trp+Arg+AST+ALB; 0. 756, 253
. 962, 1+ALB+AST+NEFA+0Orn+Phe; 0. 756, 253. 791, 1+ALB+AST+Lys+Tyr+Trp; 0. 756
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, 2563.999, 1+ALB+AST+NEFA+T-BIL+Lys; 0. 756, 255. 386, 1+Alat+Gly+Lys+TCHO+AL
B;0.756, 251, 347, 1+ALB+BUN+Ca+ALT+0rn; 0. 756, 251,618, 1+ALB+ALT+Thr+0rn+
Lys;0.755, 248, 473, 1+ALB+ALT+3MeHis+Arg+Asp; 0. 755, 251, 858, 1+AlatLys+Gl
c+ALT+ALB; 0. 755, 250. 650, 1+BCAA+Arg+Lys+ALT+ALB; 0. 755, 251, 703, 1+Gly+Ly
s+ALT+gGT+ALB; 0. 755, 251. 788, 1+Ala+Lys+Thr+ALT+ALB; 0. 755, 251, 555, 1+Lys
+TG+ALT+AST+ALB; 0, 755, 254, 004, 1+ALB+AST+NEFA+Lys+Val ;0. 755, 253, 487, 1+
ALB+BUN+Cat+His+Lys;0. 755, 253. 408, 1+ALB+BUN+T-BIL+BHBA+tLys; 0, 755, 251, 5
64, 1+ALB+BUN+ALT+T-BIL+0rn; 0. 755, 248, 774, 1+ALB+AST+ALT+Asp+tLys; 0. 755,
250. 622, 1+ALB+ALT+NEFA+ArgtLys; 0. 755, 250, 878, 1+Trp+Lys+Thr+ALT+ALB; 0.
755, 251,695, 1+ALB+BUN+ALT+NEFA+Thr ;0. 755, 253, 346, 1+ALB+AST+Arg+Tyr+Tr
p;0.755, 253, 408, 1+ALB+BUN+gGT+T-BIL+Lys; 0. 755, 252, 534, 1+ALB+BUN+3MeH i
s+0rn+Trp; 0. 755, 255, 123, 1+Ala+BCAA+Trp+Lys+ALB; 0. 755, 250, 741, 1+ALB+BU
N+ALT+0rn+Tyr ;0. 755, 251, 302, 1+ALB+BUN+ALT+0rn+Val; 0. 755, 251, 145, 1+ALB
+ASTH+ALT+NEFA+Arg; 0. 755, 251, 340, 1+ALB+ALT+Arg+Thr+0rn; 0. 755, 251. 367, 1
+ALB+AST+ALT+BHBA+Lys; 0, 755, 252, 771, 1+Ala+GLc+ALT+ALB+BUN; 0. 755, 254, 1
69, 1+ALB+BUN+Thr+0rn+tLys; 0. 755, 251, 566, 1+ALB+ALT+NEFA+0rn+Trp; 0. 755, 2
53. 962, 1+BCAA+Arg+Lys+ALB+BUN; 0. 755, 250, 885, 1+ALB+BUN+Asp+Val+Trp;0.7
55, 251, 556, 1+BCAA+Thr+ALT+ALB+BUN; 0, 755, 251, 531, 1+ALB+ALT+BHBA+HistLy
s;0.755, 251, 554, 14Lys+G Lc+ALT+AST+ALB; 0. 755, 253, 984, 1+ALB+AST+NEFA+Th
rtLys;0. 755, 252, 928, 1+ALB+BUN+Ca+AST+Lys; 0. 755, 252, 576, 1+Ala+TCHO+ALT
+ALB+BUN; 0. 755, 250, 747, 1+Arg+Thr+ALT+AST+ALB; 0, 755, 251, 571, 1+ALB+AST+
ALT+BHBA+Arg; 0. 755, 254, 326, 1+Lys+Thr+Glc+ALB+BUN; @, 755, 251, 480, 1+ALB+
ALT+Arg+0rn+Ile;0. 755, 251,426, 1+AlatArg+Thr+ALT+ALB; 0. 755, 251,714, 1+A
LB+ALT+T-BIL+Lys+I le; 0. 755, 254, 843, 1+ALB+AST+T-BIL+Lys+I le; 0. 755, 250,
879, 1+Lys+TCHO+ALT+AST+ALB; 0. 755, 251, 924, 1+ALB+BUN+3MeHis+Arg+Trp; 0.7
55, 250. 804, 1+ALB+ALT+T-BIL+Arg+Lys;0. 755,251, 513, 1+ALB+ALT+T-BIL+His+
Lys;0.755, 254, 002, 1+ALB+AST+NEFA+G lctLys; 0. 755, 254, 770, 1+Gly+Arg+TG+A
ST+ALB; 0. 755, 251, 927, 1+Ala+BCAA+Arg+ALT+ALB; 0. 755, 252, 749, 1+ALB+BUN+A
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rg+0rn+Trp;0. 755, 250. 723, 1+Arg+Lys+Thr+ALT+ALB; 0. 755, 251, 656, 1+ALB+BU
N+ALT+BHBA+Thr ;0. 755, 251, 726, 1+ALB+AST+Asp+0rn+Trp;0. 755, 251, 602, 1+Al
atArg+TCHO+ALT+ALB; 0. 755, 252, 886, 1+ALla+ALT+gGT+ALB+BUN; 0. 755, 254, 051,
1+ALB+BUN+BHBA+Thr+Lys; 0. 755, 254, 303, 1+ALB+BUN+G lc+0rntLys; 0. 755, 251.
987, 1+AlatArg+GLlc+ALT+ALB; 0. 755, 252, 933, 1+Trp+Arg+TG+ALB+BUN; 0. 755, 25
1. 688, 1+ALB+ALT+T-BIL+0rn+Lys; 0. 755, 250, 867, 1+Trp+Lys+TG+ALT+ALB; 0. 75
5,253. 853, 1+AlatGly+Thr+ALT+ALB; 0. 755, 251, 500, 1+BCAA+Arg+Thr+ALT+ALB;
0. 755, 255, 339, 1+ALB+AST+BHBA+0rntLys; 0. 755, 253. 407, 1+ALB+BUN+T-BIL+GL
ctlys; 0,755,254, 518, 1+Lys+Glc+gGT+ALB+BUN; 0. 755, 254, 538, 1+ALB+BUN+0Orn
+Tyr+Phe; 0. 755, 254, 307, 1+ALB+BUN+G lctLys+I le; 0, 755, 250, 733, 1+ALB+ALT+
3MeHis+Arg+0rn; 0. 755, 250. 272, 1+ALB+ALT+Arg+Asp+0rn; 0. 755, 251, 794, 1+AL
B+ALT+NEFA+BHBA+Lys; 0. 755, 250, 808, 1+Arg+Lys+GLc+ALT+ALB; 0. 755, 251, 709
, T+ALB+ALTHNEFA+Thr+Lys; 0. 755, 254, 502, 1+ALB+AST+NEFA+His+0rn; 0. 755, 25
2.576, 1+Trp+ALB+BUN+TP+Ca; 0. 755, 250. 231, 1+ALB+AST+ALT+3MeHis+Arg;0. 75
5,254, 048, 1+ALB+BUN+BHBA+Lys+I le; 0. 755, 251,696, 1+Thr+G lc+ALT+ALB+BUN;
0. 755,251, 688, 1+ALB+BUN+ALT+T-BIL+Thr ;0. 755, 252, 338, 1+ALB+AST+3MeH i s+
Lys+Trp;0.755, 251,517, 1+ALB+AST+ALT+T-BIL+Arg; 0. 755, 251, 588, 1+Arg+ALT
+AST+gGT+ALB; 0. 755, 254, 482, 1+Gly+BCAA+Trp+Lys+ALB; 0. 755, 251, 873, 1+Ala
+Arg+TG+ALT+ALB; 0. 755, 251, 582, 1+Gly+Arg+GLc+ALT+ALB; 0, 755, 253, 767, 1+T
rptLys+Thr+AST+ALB; 0. 755, 251, 331, 1+ALB+Ca+AST+ALT+Arg; 0. 755, 250, 069, 1
+ALB+ALT+NEFA+Asp+Phe; 0. 755, 251, 558, 1+ALB+ALT+0rn+Tyr+Trp; 0. 755, 250. 8
77, 1+ALB+ALT+Lys+Tyr+Trp;0. 755, 251. 518, 1+Arg+Thr+ALT+gGT+ALB; 0. 755, 25
1.518, 1+ALB+ALT+gGT+Arg+Thr ;0. 755, 254, 527, 1+ALB+AST+T-BIL+0rn+Lys; 0.7
55,251,511, 1+ALB+CatAST+ALT+Lys; 0. 755, 254, 142, 1+Arg+Lys+TG+ALB+BUN; 0.
755, 251,694, 1+ALB+ALT+gGT+0rn+Lys; 0. 755, 251, 585, 1+Gly+Arg+ALT+gGT+ALB
:0.755, 255, 449, 1+ALB+AST+0rn+Lys+Val ;0. 755, 254, 070, 1+ALB+AST+NEFA+Arg
+0rn;0. 755,251, 171, 14+Arg+TCHO+ALT+AST+ALB; 0. 755, 254, 304, 1+Lys+Thr+TG+
ALB+BUN; 0. 755, 254, 524, 1+ALB+BUN+Orn+Val+Phe; 0, 755, 253, 977, 1+ALB+BUN+A
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rg+Thr+lys;0. 755, 251, 858, 1+ALB+ALT+Glc+Lys+I le; 0. 755, 251, 543, 1+ALB+AL
T+BHBA+Arg+Thr ;0. 755, 255, 105, 1+ALB+AST+T-BIL+His+0rn;0. 754, 256, 886, 1+
ALB+NEFA+Orn+Tyr+Phe; 0. 754, 254, 067, 1+ALB+BUN+BHBA+OrntLys; 0. 754, 252, 9
26, 1+ALB+BUN+Arg+Tyr+Trp; 0. 754, 2561, 799, 1+ALB+ALT+NEFA+LystVal; 0. 754, 2
50. 807, 1+ALB+ALT+gGT+Arg+tLys; 0. 754, 251, 473, 1+ALB+ALT+NEFA+Arg+Thr; 0.7
54,251,533, 1+ALB+ALT+GlctArg+Thr; 0. 754, 251, 944, 1+ALB+ALT+BHBA+Thr+Lys
;0.754, 252, 536, 1+ALB+AST+3MeHis+0rn+Trp; 0. 754, 253, 774, 1+ALB+AST+Lys+V
al+Trp;0.754, 253, 818, 1+ALB+AST+Lys+Phe+Trp;0. 754, 251, 409, 1+ALB+AST+AL
T+9GT+Lys; 0. 754, 252, 737, 1+ALB+AST+NEFA+Arg+Trp; 0. 754, 254, 365, 1+AlatTr
p+AST+ALB+BHBA; 0. 754, 254, 811, 1+ALB+AST+NEFA+Thr+0rn; 0, 754, 253, 996, 1+A
LB+Ca+ASTH+NEFA+Lys; 0. 754, 254, 091, 1+ALB+BUN+Arg+OrntLys; 0. 754, 251, 309,
1+ALB+ALT+3MeHis+0rn+Trp;0. 754, 254, 142, 1+ALB+BUN+Arg+Lys+Val ;0. 754, 25
1.668, 1+ALB+ALT+BHBA+0Orn+Lys; 0. 754, 250, 765, 1+ALB+BUN+NEFA+Asp+Trp; 0.7
54, 250. 790, 1+ALB+ALT+BHBA+ArgtLys; 0. 754, 251, 838, 1+ALB+ALT+gGT+Lys+I Le
;0.754, 251,503, 1+ALB+AST+ALT+Lys+Val; 0. 754, 253. 344, 1+ALB+AST+NEFA+Asp
+0rn;0.754, 251, 550, 1+ALB+AST+ALT+Glc+Arg;0. 754, 254. 314, 1+ALB+BUN+Orn+
LystVal;0. 754, 253, 673, 1+ALB+AST+NEFA+Lys+Phe; 0. 754, 251, 633, 1+ALB+ALT+
HistLys+Ile;0.754, 251,973, 1+ALB+ALT+T-BIL+Thr+Lys;0. 754, 254, 441, 1+Ala
+BCAA+Trp+AST+ALB; 0. 754, 253, 192, 1+ALB+BUN+T-BIL+Arg+Lys;0. 754, 251, 783
, 1+ALB+ALT+NEFA+GlctLys; 0, 754

, 250, 808, 1+ALB+ALT+ArgtLystVal;0. 754, 254, 316, 1+ALB+AST+T-BIL+ArgtLys;
0.754, 251,532, 1+ALB+BUN+ALT+His+Thr ;0. 754, 251, 372, 1+ALB+AST+ALT+Thr+L
ys;0.754, 255, 371, 1+ALB+ASTH+NEFA+0rn+Ile; 0, 754, 255, 774, 1+ALB+AST+Thr+0
rntIle;0.754, 251,636, 1+ALB+Ca+ALT+0rn+Lys; 0. 754, 251,701, 1+ALB+ALT+0rn
tLystVal; 0. 754, 253, 331, 1+ALB+AST+3MeHis+0rntLys; 0. 754, 251, 777, 1+ALB+A
LT+BHBA+Lys+Ile;0. 754, 252, 562, 1+ALB+ALT+Thr+0rn+Ile;0, 754, 253, 094, 1+A
LB+AST+Arg+Lys+Trp;0. 754, 253. 314, 1+ALB+BUN+Ca+T-BIL+Lys; 0. 754, 251, 686
, 1+ALB+BUN+Ca+ALT+Thr ;0. 754, 250. 851, 1+ALB+3MeHis+Asp+Lys+Trp; 0. 754, 25
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1.376, 1+ALB+3MeHis+Arg+Asptlys; 0. 754, 251, 043, 1+ALB+ALT+NEFA+3MeH i s+Ar
g;0.754, 251, 535, 1+ALB+BUN+ALT+BHBA+Orn; 0, 754, 251, 697, 1+ALB+ALT+GLlc+0r
ntlys;0.754, 249, 916, 1+ALB+AST+ALT+Arg+Asp; 0, 754, 251, 528, 1+ALB+ALT+T-B
IL+Arg+Thr; 0,754, 252,611, 1+ALB+BUN+AST+3MeHis+Phe; 0. 754, 255, 248, 1+ALB
+AST+0rntLys+Phe; 0. 754, 252, 512, 1+ALB+BUN+AST+NEFA+Phe; 0. 754, 251, 943, 1
+ALB+Ca+ALT+Arg+I le; 0. 754, 251,760, 1+ALB+Ca+ALT+NEFA+Lys; 0. 754, 254, 223
, 1+ALB+BUN+Ca+ThrtLys; 0, 754, 254, 323, 1+ALB+BUN+gGT+Thr+Lys;0. 754, 254, 3
84, 1+ALB+BUN+Lys+Tyr+Val; 0. 754, 254, 468, 1+ALB+BUN+NEFA+Tyr+Phe; 0. 754, 2
54, 315, 1+ALB+BUN+gGT+0rntLys; 0. 754, 250, 174, 1+ALB+ALT+Arg+AsptVal;0. 75
4,254, 323, 1+ALB+3MeHistLys+Val+Trp; 0. 754, 251, 622, 1+ALB+ALT+0rn+Lys+Ty
r;0.754, 251,984, 1+ALB+ALT+Glc+Thr+Lys; 0. 754, 254, 451, 1+Ala+Trp+TG+AST+
ALB;0. 754, 250. 699, 1+ALB+Ca+ALT+ArgtLys; 0. 754, 251, 547, 1+ALB+CatALT+Arg
+0rn; 0,754, 254, 399, 1+ALB+BUN+Ca+tgGT+Lys; 0. 754, 254, 241, 1+ALB+BUN+Orn+L
ys+Tyr;0.754, 251,740, 1+ALB+ALT+GLlc+HistLys; 0. 754, 251, 962, 1+ALB+AST+AL
T+3MeHis+0rn; 0. 754, 255, 449, 1+ALB+AST+G Lc+0rn+Lys; 0. 754, 252, 095, 1+ALB+
ALT+NEFA+Arg+Ile;0. 754, 256. 009, 1+ALB+AST+Glc+His+0rn; 0, 754, 255, 793, 1+
ALB+Ca+AST+His+0rn; 0, 754, 252, 683, 1+ALB+BUN+3MeHistArg+Phe; 0, 754, 249, 2
68, 1+ALB+AST+ALT+Asp+Trp; 0. 754, 2562, 788, 1+ALB+BUN+NEFA+Arg+Trp;0.754, 2
52.973, 1+ALB+BUN+Arg+Val+Trp; 0. 754, 253, 079, 1+ALB+BUN+NEFA+Orn+Trp; 0.7
54,251,774, 1+ALB+ALT+gGT+NEFAtLys; 0. 754, 254, 120, 1+ALB+BUN+3MeHis+Va L+
Phe;0. 754,254,752, 1+ALB+NEFA+ArgtLys+I le; 0, 754, 253, 719, 1+ALB+AST+3MeH
istLystPhe;0. 754, 254, 396, 1+ALB+BUN+Ca+Glctlys; 0. 754, 251, 292, 1+ALB+AST
+ALT+His+Arg; 0. 754, 251, 786, 1+ALB+AST+ALT+NEFA+Phe; 0, 754, 252, 437, 1+ALB
+ALT+NEFA+Val+Phe ;0. 754, 252, 202, 1+ALB+AST+ALT+His+0rn; 0. 754, 253, 146, 1
+ALB+BUN+Orn+Tyr+Trp;0. 754, 251,719, 1+ALB+ALT+NEFA+Arg+0rn; 0. 754, 255. 4
26, 1+ALB+AST+Arg+0rn+Ile; 0. 754, 251, 981, 1+ALB+Ca+ALT+Thr+Lys; 0. 754, 250
. 900, 1+ALB+BUN+Asp+Tyr+Trp;0. 754, 251,773, 1+ALB+ALT+Glc+Arg+0rn; 0. 754,
252,071, 1+ALB+ALT+T-BIL+GlctLys; 0. 754, 252, 079, 1+ALB+ALT+gGT+T-BIL+tLys
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;0.754,254, 112, 1+ALB+BUN+G LctArgtLys; 0. 754, 254, 488, 1+ALB+AST+T-BIL+Hi
stLys; 0,753,251, 542, 1+ALB+AST+ALT+Arg+Tyr ;0. 753, 254, 135, 1+ALB+BUN+Arg
+Lys+Tyr ;0. 753, 250, 506, 1+ALB+ALT+NEFA+Arg+Asp;0. 753, 251, 708, 1+ALB+ALT
+NEFA+T-BIL+Lys; 0, 753, 252, 048, 1+ALB+ALT+gGT+BHBA+Lys ;0. 753, 251,716, 1+
ALB+ALT+NEFA+Lys+Tyr ;0. 753, 255. 430, 1+ALB+AST+0rn+Lys+Tyr ;0. 753, 254, 33
2, 1+Ala+Trp+AST+gGT+ALB; 0. 753, 252, 714, 1+ALB+BUN+Asp+0rn+Phe; 0. 753, 251
.672, 1+ALB+ALT+Arg+0rn+Val; 0. 753, 251, 865, 1+ALB+AST+ALT+Thr+0rn; 0. 753,
254,116, 1+ALB+AST+3MeHistLys+Val;0. 753, 255. 350, 1+ALB+AST+NEFA+T-BIL+0
rn; 0,753,255, 377, 1+ALB+AST+NEFA+GLc+0rn; 0. 753, 254, 177, 1+ALB+BUN+Ca+0r
ntlys;0.753, 251,771, 1+ALB+ALT+BHBA+Arg+0rn;0. 753, 251, 032, 1+ALB+ALT+3M
eHis+Arg+Tyr;0.753, 251,919, 1+ALB+AST+3MeHis+Arg+Trp;0. 753, 254. 103, 1+A
LB+BUN+3MeHis+Tyr+Phe;0. 753, 251, 450, 1+ALB+AST+ALT+3MeHis+Phe; 0. 753, 25
1.251, 1+ALB+ALT+His+ThrtLys;0. 753, 251, 796, 1+ALB+Ca+ALT+Lys+Ile;0. 753,
252,012, 1+ALB+ALT+gGT+ThrtLys;0. 753, 252, 425, 1+Gly+Trp+ALT+ALB+TP; 0. 75
3,254, 946, 1+ALB+AST+Arg+0rntLys; 0. 753, 256. 100, 1+ALB+AST+T-BIL+0rn+I le
;0.753, 254, 174, 14Trp+AST+ALB+TP+BHBA; 0. 753, 252, 039, 1+ALB+Ca+ALT+gGT+A
rg;0.753, 256. 678, 1+ALB+Ca+AST+0rn+Ile; 0. 753, 255, 293, 1+ALB+Ca+AST+NEFA
+0rn; 0,753, 254,179, 1+ALB+BUN+CatLys+I le; 0. 753, 252, 051, 1+ALB+ALT+T-BIL
+BHBA+Lys; 0, 753, 249, 923, 1+ALB+ALT+AsptVal+Trp;0. 753, 251, 980, 1+ALB+AST
+Arg+Asp+Trp; 0. 753, 254, 131, 1+ALB+BUN+gGT+Arg+Lys; 0. 753, 252, 333, 14+Trp+
TG+AST+ALB+BUN; 0. 753, 256, 256, 1+ALB+AST+His+Lys+I le; 0. 753, 252, 292, 1+AL
B+ALT+BHBA+Arg+Ile;0. 753, 254, 491, 1+ALB+BUN+Arg+0rn+Phe; 0. 753, 250, 351,
1+ALB+AST+ALT+Asp+0rn; 0. 753, 254, 570, 1+ALB+AST+NEFA+3MeHis+0rn; 0. 753, 2
55. 920, 1+ALB+AST+BHBA+His+0rn; 0. 753, 254, 429, 1+Ala+Trp+GLc+AST+ALB; 0.7
53,254,438, 1+Trp+Glc+AST+ALB+TP; 0. 753, 251. 545, 1+ALB+Ca+ALT+His+Arg; 0.
753, 253. 451, 1+ALB+BUN+3MeHis+Tyr+Trp; 0. 753, 251. 447, 1+ALB+3MeH i s+Asp+L
ys+Tyr;0. 753,251, 767, 1+ALB+ALT+Arg+0rn+Tyr ;0. 753, 249, 105, 1+ALB+ALT+3M
eHistAsp+Trp;0. 753,252, 019, 1+Trp+AST+gGT+ALB+BUN; 0. 753, 250, 942, 1+ALB+
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ALT+3MeHis+Arg+Val;0.753, 251,755, 1+ALB+BUN+ALT+Tyr+Val; 0. 753, 250. 364,
1+ALB+ALT+Asp+Val+Phe; 0. 753, 251, 762, 1+ALB+ALT+gGT+Arg+0rn; 0, 753, 255, 2
93, 1+ALB+AST+gGT+0rn+tLys; 0. 753, 251. 935, 1+ALB+Ca+ALT+NEFA+Arg; 0. 753, 25
4,119, 1+AlatTrp+TCHO+ASTHALB; 0. 753, 251, 683, 1+ALB+CatALT+HistLys; 0. 753
, 252,243, 1+ALB+ALT+gGT+Arg+I le; 0. 753, 253. 893, 1+ALB+BUN+BHBA+Arg+Lys; 0
. 753, 254, 200, 1+ALB+BUN+gGT+BHBA+Lys; 0. 753, 248. 980, 1+ALB+BUN+ALT+Asp+T
yr;0.753,252, 831, 1+ALB+ALT+NEFA+Thr+0rn; 0, 753, 253, 851, 1+ALB+BUN+AST+N
EFA+0rn;0. 753, 255, 336, 1+ALB+AST+NEFA+BHBA+Orn; 0, 753, 255, 379, 1+ALB+AST
+Thr+0rntlLys;0. 753, 251, 602, 1+ALB+ALT+NEFA+His+Arg; 0, 753, 251, 831, 1+ALB
+ALT+NEFA+Arg+Val ;0. 753, 250. 917, 1+ALB+ALT+Asp+0rn+Val ;0. 753, 252, 028, 1
+ALB+ALT+BHBA+G lctLys; 0, 753, 252, 169, 1+ALB+ALT+gGT+G letlys; 0. 753, 252, 1
95, 14Trp+AST+ALB+BUN+BHBA; 0. 753, 253. 640, 1+ALB+AST+Arg+AsptLys;0. 753, 2
51.870, 1+ALB+BUN+AST+3MeHis+Trp; 0. 753, 252, 051, 1+GLy+Trp+AST+ALB+BUN; 0
. 753, 255, 632, 1+ALB+AST+T-BIL+Thr+0rn;0, 753, 253. 973, 1+ALB+BUN+CatArg+L
ys; 0,753, 251,521, 1+ALB+3MeH i s+AsptLys+Phe; 0. 753, 252, 958, 1+ALB+ALT+NEF
AtHis+0rn;0. 753, 251,729, 1+ALB+ALT+gGT+HistLys; 0. 753, 254, 381, 1+ALB+NEF
At+His+0rn+lys;0. 753, 252, 394, 1+ALB+AST+ALT+NEFA+0rn; 0. 753, 253. 663, 1+AL
B+AST+3MeHis+0rn+Phe; 0. 753, 252, 262, 1+ALB+ALT+Glc+Arg+Ile; 0, 753, 252, 29
2, T+ALB+ALT+T-BIL+Arg+Ile; 0. 753, 254, 200, 1+ALB+BUN+BHBA+G lctLys; 0. 753,
251,764, 1+ALB+ALT+T-BIL+Arg+0rn; 0. 753, 251. 179, 1+ALB+AST+ALT+Argt+Val;0
. 753, 253. 984, 1+ALB+BUN+AST+T-BIL+0rn; 0. 753, 256. 002, 1+ALB+AST+T-BIL+BH
BA+0rn; 0, 753, 251, 966, 1+ALB+BUN+NEFA+Asp+Phe; 0. 753, 251, 969, 1+ALB+ALT+L
ys+Tyr+Val;0, 753, 254, 365, 1+BCAA+Trp+AST+ALB+TP; 0. 753, 255, 387, 1+ALB+Ca
+AST+0rntLys; 0. 753, 254, 410, 1+Ala+Trp+AST+ALB+Ca; 0. 752, 251, 328, 1+ALB+3
MeHis+Asp+Lys+Val;0. 752, 251, 390, 1+ALB+BUN+AST+ALT+Thr ;0. 752, 253. 657, 1
+Trp+AST+ALB+TP+NEFA; 0, 752, 252, 040, 1+ALB+Ca+ALT+T-BIL+Lys; 0. 752, 252, 1
14, 1+ALB+Cat+ALT+Glctlys; 0. 752, 251,912, 1+ALB+ALT+NEFA+T-BIL+Arg; 0. 752,
250. 293, 1+ALB+ALT+NEFA+Asp+Trp; 0. 752, 252, 137, 1+ALB+BUN+AST+Tyr+Trp;0.
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752, 255, 846, 1+ALB+AST+0rn+Val+Phe; 0. 752, 256. 841, 1+ALB+AST+Glc+0rn+I Le
;0.752, 251, 883, 1+ALB+ALT+Arg+Tyr+Val;0. 752, 250, 234, 1+ALB+ALT+Asp+Tyr+
Trp;0.752,254, 337, 1+ALB+BUN+AST+His+0rn; 0, 752, 255, 030, 1+ALB+AST+T-BIL
+Arg+0rn;0. 752, 256, 093, 1+ALB+AST+T-BIL+Glc+0rn; 0, 752, 256. 795, 1+ALB+AS
T+BHBA+Orn+Ile;0. 752,252, 115, 1+ALB+Ca+ALT+gGT+Lys; 0, 752, 252, 180, 1+ALB
+ALT+NEFA+GlctArg; 0. 752, 252, 145, 1+ALB+ALT+NEFA+BHBA+Arg; 0, 752, 252, 854
, 1+ALB+ALT+gGT+Thr+0rn; 0, 752, 255, 842, 1+ALB+AST+0rn+Tyr+Phe; 0. 752, 256.
039, 1+ALB+AST+ThrtLys+Ile; 0. 752, 256. 004, 1+ALB+Ca+AST+T-BIL+0rn; 0. 752,
251,946, 1+Trp+TCHO+ALT+AST+ALB; 0. 752, 252, 611, 1+A la+ALT+AST+ALB+BUN; 0.
752,252,317, 1+ALB+ALT+gGT+BHBA+Arg; 0. 752, 249, 646, 1+ALB+ALT+3MeH i stAsp
+0rn; 0, 752, 253. 029, 1+ALB+ALT+BHBA+His+0rn; 0. 752, 255, 930, 1+ALB+AST+gGT
+T-BIL+0rn;0. 752, 254, 413, 1+ALB+AST+His+Arg+0rn; 0. 752, 252, 026, 1+ALB+Ca
+ALT+BHBA+Lys; 0. 752, 252, 163, 1+ALB+ALT+NEFA+Arg+Tyr ;0. 752, 252, 317, 1+AL
B+ALT+gGT+T-BIL+Arg; 0. 752, 254, 292, 1+BCAA+Trp+TG+ALB+BUN; 0. 752, 255, 234
, 1+ALB+T-BIL+His+0rntLys;0. 752, 252, 550, 1+ALB+AST+ALT+T-BIL+0rn; 0. 752,
253. 520, 1+ALB+AST+Asp+0rntLys; 0. 752, 255, 961, 1+ALB+AST+BHBA+His+tLys; 0.
752, 256. 796, 1+ALB+AST+BHBA+G Lc+0rn; 0. 752, 253. 569, 1+ALB+AST+gGT+NEFA+L
ys;0.752,252, 072, 1+ALB+Ca+ALT+T-BIL+Arg; 0. 752, 256. 669, 1+ALB+Ca+AST+BH
BA+0rn;0. 752, 254, 042, 1+ALB+BUN+3MeHis+Arg+0rn; 0. 752, 254, 300, 1+BCAA+Tr
p+gGT+ALB+BUN; 0. 752, 254, 629, 1+ALB+3MeHis+Lys+Tyr+Trp;0. 752, 251, 862, 1+
ALB+ALT+gGT+His+Arg; 0. 752, 254, 433, 1+ALB+NEFA+3MeHis+Lys+Trp; 0. 752, 252
. 244, 1+ALB+BUN+AST+Val+Trp;0. 752, 256, 185, 1+ALB+AST+BHBA+Thr+0rn; 0. 752
, 251,433, 1+ALB+Ca+ALT+Arg+Thr ;0. 752, 253. 727, 1+ALB+3MeHis+Arg+Lys+Trp;
0.752, 254, 093, 1+Gly+Trp+TG+ALB+BUN; 0. 752, 253, 032, 1+ALB+ALT+gGT+His+0r
n;0.752, 251, 339, 1+ALB+AST+ALT+Lys+Tyr ;0. 752, 251, 884, 1+ALB+ALT+T-BIL+H
istArg;0.752, 251, 364, 1+ALB+NEFA+3MeH i stAsptlLys; 0, 752, 252, 156, 1+ALB+AL
T+gGTH+NEFA+Arg; 0. 752, 252, 419, 1+ALB+AST+ALT+0rn+Val; 0, 752, 256. 297, 1+AL
B+AST+GlctHistLys;0. 752, 256, 711, 1+ALB+AST+gGT+0rn+I le; 0. 752, 254, 337, 1
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+Ala+Gly+BCAA+ALT+ALB; 0, 752, 248. 631, 1+ALB+BUN+ALT+3MeHis+Asp; 0. 752, 25
3.714, 1+ALB+BUN+3MeHis+Val+Trp;0. 752, 252, 846, 1+ALB+ALT+BHBA+Thr+0rn;0
. 752,252, 863, 1+Trp+GlctALT+ALB+TP; 0. 752, 252, 604, 1+ALB+AST+ALT+Glc+0rn
;0.752, 252, 878, 14Trp+ALT+ALB+TP+NEFA; 0. 752, 252, 509, 1+BCAA+Trp+ALT+ALB
+TP; 0,752, 255, 943, 1+ALB+AST+His+0rn+Ile; 0, 752, 252, 072, 1+ALB+Ca+ALT+GL
ctArg;0.752, 252, 340, 1+ALB+ALT+T-BIL+Glc+Arg; 0. 752, 254, 507, 1+ALB+3MeH i
s+ArgtLys+Val;0. 752, 251. 876, 1+ALB+ALT+Glc+His+Arg; 0. 752, 254, 523, 1+ALB
+3MeHis+Lys+Phe+Trp; 0. 752, 250. 697, 1+ALB+ALT+Arg+Asp+Tyr ;0. 752, 252, 948
, 1+ALB+ALT+His+0rn+I le; 0, 752, 253, 045, 1+Gly+BCAA+Trp+ALT+ALB; 0. 752, 252
. 604, 1+ALB+AST+ALT+0rn+I le; 0. 752, 253. 650, 1+ALB+BUN+AST+3MeHis+0rn; 0.7
52,254, 929, 1+ALB+BUN+AST+GLc+0rn; 0. 752, 254, 390, 1+ALB+AST+His+Arg+Lys;
0.752, 255, 355, 1+ALB+AST+Arg+Thr+0rn; 0. 752, 255, 230, 1+ALB+AST+T-BIL+Thr
+Lys;0.752, 254, 448, 14Trp+TG+ASTHALB+TP; 0, 752, 256. 562, 1+ALB+Ca+AST+gGT
+0rn; 0,752, 254, 110, 1+ALB+BUN+Ca+BHBA+tLys ; 0. 752, 254, 543, 1+ALB+BUN+NEFA
+Val+Phe; 0. 752, 254, 319, 14Trp+TG+gGT+ALB+BUN; 0, 752, 251, 604, 1+ALB+3MeH i
s+Asp+0rn+Lys; 0. 752, 254, 123, 1+G ly+Trp+gGT+ALB+BUN; 0. 752, 253. 938, 1+ALB
+BUN+His+Thr+0rn; 0, 752, 252, 367, 1+BCAA+Trp+AST+ALB+BUN; 0. 752, 255, 875, 1
+ALB+AST+gGT+His+0rn; 0. 752, 250, 434, 1+ALB+AST+3MeHis+Asp+Trp; 0. 752, 252
. 466, 1+ALB+BUN+AST+Asp+0rn; 0. 752, 254, 547, 1+ALB+AST+His+Thr+0rn; 0. 752,
255, 547, 1+ALB+AST+Arg+Thr+Ile;0. 752, 252, 338, 1+ALB+ALT+BHBA+G LctArg; 0.
752,253, 026, 1+ALB+ALT+T-BIL+His+0rn; 0. 752, 253, 034, 1+ALB+ALT+Glc+His+0
rn;0.752, 252, 875, 1+ALB+ALT+Tyr+Val+Phe; 0. 752, 253, 568, 1+ALB+BUN+AST+Ar
gtPhe; 0. 752, 252, 378, 1+Trp+GLc+AST+ALB+BUN; 0. 752, 252, 315, 1+BCAA+Trp+AL
T+AST+ALB; 0, 752, 252, 444, 1+ALB+Ca+AST+ALT+0rn; 0, 752, 254, 334, 1+ALB+3MeH
is+0rnt+Lys+Trp; 0. 752, 255. 525, 1+ALB+3MeHis+Lys+Val+Phe; 0, 752, 255, 885, 1
+ALB+0rn+Tyr+Phe+Trp;0. 752, 252, 052, 1+ALB+AST+ALT+Val+Trp; 0. 752, 255. 31
4, 1+ALB+AST+NEFA+Orn+Val; 0. 752, 256. 491, 1+ALB+AST+GlctLys+I le; 0, 752, 25
4,173, 14Trp+TCHO+AST+ALB+TP; 0, 751, 252, 297, 1+ALB+ALT+gGT+GLlc+Arg; 0. 751
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, 252,857, 1+ALB+ALT+3MeHis+0rn

+Val;0. 751, 254, 299, 14BCAA+Trp+GLc+ALB+BUN; 0. 751, 254, 318, 1+Trp+GLc+TG+
ALB+BUN; 0. 751, 252, 880, 1+Trp+TG+ALT+ALB+TP; 0. 751, 255, 399, 1+ALB+AST+Arg
+Lys+Tyr ;0. 751, 255, 043, 1+ALB+AST+gGT+NEFA+0rn; 0. 751, 254, 128, 1+Gly+Trp
+GLc+ALB+BUN; 0. 751, 2563, 961, 1+ALB+BUN+AST+Arg+0rn; 0. 751, 256, 652, 1+ALB+
AST+gGT+BHBA+0rn; 0. 751, 256. 720, 1+ALB+AST+gGT+Glc+0rn; 0. 751, 252, 065, 1+
ALB+Ca+ALT+BHBA+Arg; 0. 751, 256. 694, 1+ALB+Ca+AST+GLlc+0rn; 0. 751, 255, 558,
1+ALB+Ca+AST+Arg+0rn; 0. 751, 255, 366, 1+ALB+3MeHis+0rn+Lys+Val;0. 751, 251
. 901, 1+ALB+ALT+BHBA+His+Arg; 0. 751, 253, 704, 1+ALB+BUN+NEFA+Arg+Phe; 0. 75
1,254, 034, 1+Gly+Trp+ALB+BUN+BHBA; 0. 751, 254, 035, 1+ALB+BUN+Tyr+Val+Trp;
0.751, 252, 464, 1+ALB+AST+ALT+gGT+0rn; 0. 751, 253, 354, 1+ALB+AST+3MeHis+Ar
g+0rn; 0,751, 254, 236, 1+ALB+AST4+NEFA+Arg+Thr ;0. 751, 253. 150, 14Trp+Glc+TC
HO+ALT+ALB; 0. 751, 254, 659, 1+ALB+3MeHis+Arg+0rntLys; 0. 751, 255, 766, 1+ALB
+3MeHis+Lys+Tyr+Phe; 0. 751, 255, 940, 1+ALB+His+0rn+Lys+Ile;0. 751, 251, 203
, 1+ALB+ALT+NEFA+Asp+0rn;0. 751, 253, 926, 1+ALB+BUN+AST+Thr+0rn; 0. 751, 256
. 190, 1+ALB+AST+Glc+Thr+0rn;0. 751, 254, 408, 1+Trp+AST+gGT+ALB+TP;0. 751, 2
51. 079, 1+ALB+ALT+Asp+0rn+Tyr; 0. 751, 252, 588, 1+ALB+AST+ALT+BHBA+0rn; 0.7
51, 255, 213, 1+ALB+AST+NEFA+0rn+Tyr ;0. 751, 255, 325, 1+ALB+AST+Arg+Thr+Lys
;0.751, 256, 274, 1+ALB+AST+BHBAtLys+I le; 0. 751, 256, 160, 1+ALB+Ca+AST+Thr+
Orn;0.751, 252, 280, 1+Trp+AST+ALB+BUN+Ca; 0. 751, 253. 704, 1+ALB+Asp+Lys+Ty
r+Trp;0.751, 250, 167, 1+ALB+AST+ALT+Asp+Phe; 0. 751, 252, 827, 1+ALB+ALT+T-B
IL+Thr+0rn;0. 751, 251, 495, 1+ALB+ALT+His+Thr+0rn; 0. 751, 252, 126, 1+Trp+AS
T+ALB+BUN+NEFA; Q. 751, 254, 806, 1+ALB+BUN+AST+BHBA+0rn; 0. 751, 255, 375, 1+A
LB+AST+Arg+0rn+Phe; 0. 751, 252, 143, 1+ALB+AST+NEFA+Asp+Trp;0. 751, 255, 638
, 1+ALB+3MeHis+0rntVal+Phe; 0. 751, 255, 673, 1+ALB+NEFA+OrntLys+I le; 0. 751,
254, 065, 1+ALB+BUN+NEFA+Val+Trp;0. 751, 255, 389, 1+ALB+NEFA+Lys+Tyr+Trp;0
. 751,252, 442, 1+ALB+AST+ALT+Val+Phe; 0. 751, 252, 846, 1+Trp+ALT+ALB+TP+BHB
A;0.751, 253,931, 1+ALB+AST+AsptLys+Val;0, 751, 256. 323, 1+ALB+AST+gGT+Lys
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+Ile;0.751, 253, 249, 1+ALB+AST+NEFA+Arg+Asp; 0. 751, 254, 023, 1+Trp+TCHO+9G
T+ALB+BUN; 0, 751, 254, 619, 1+ALB+3MeHis+Arg+Lys+Tyr ;0. 751, 256, 062, 1+ALB+
Glc+His+0rn+Lys; 0. 751, 254, 021, 1+ALB+AST+Asp+Lys+Tyr ;0. 751, 257, 105, 14+A
LB+NEFA+Orn+Val+Phe;0. 751, 252, 008, 1+ALB+AST+ALT+Tyr+Trp; 0. 751, 254, 323
, 14Trp+GLlc+gGT+ALB+BUN; @, 751, 252, 760, 1+ALB+ALT+Glc+Thr+0rn; 0. 751, 255,
168, 1+ALB+NEFA+His+Thr+Lys;0, 751, 255, 420, 1+ALB+AST+G lct+Arg+tLys; 0. 751,
252,766, 1+ALB+AST+Asp+Val+Trp;0. 751, 252, 799, 1+ALB+Ca+ALT+His+0rn; 0. 75
1,252,480, 1+Trp+TCHO+ALT+ALB+TP; 0. 751, 251, 915, 1+ALB+ALT+HistArg+I le; 0
. 751, 252, 989, 1+ALB+ALT+NEFA+Val+Trp;0.751, 254, 196, 1+Trp+TG+ALB+BUN+BH
BA;0.751, 256, 006, 1+Ala+Gly+BCAA+ALB+BUN; 0, 751, 252, 873, 1+Trp+ALT+gGT+A
LB+TP; 0. 751, 253. 257, 1+BCAA+Trp+ALT+gGT+ALB; 0. 751, 253, 873, 1+ALB+NEFA+H
istArgtlLys;0. 751, 253, 593, 1+ALB+AST+Arg+Val+Trp; 0. 751, 255, 405, 1+ALB+AS
T+Argt+Lys+Phe; 0. 751, 252, 772, 1+ALB+AST+Asp+Phe+Trp; 0, 751, 252, 363, 1+ALB
+ALT+T-BIL+BHBA+Arg; 0. 751, 254, 122, 1+GLly+Trp+ALB+BUN+NEFA; Q. 751, 251, 10
1, 1+ALB+AST+3MeHis+Arg+Asp; 0. 751, 252, 084, 1+Trp+TCHO+AST+ALB+BUN; 0. 751
, 254,206, 14Trp+gGT+ALB+BUN+BHBA; 0. 751, 2563. 693, 1+Trp+ALT+gGT+ALB+BHBA;
0.751, 255, 268, 1+ALB+AST+BHBA+ArgtLys; 0, 751, 253, 985, 1+BCAA+Trp+TCHO+AL
B+BUN; 0. 751, 254, 115, 1+Gly+BCAA+Trp+ALB+BUN; 0. 751, 256, 743, 1+ALB+T-BIL+
OrntLys+Ile;0.751,251,767, 1+ALB+BUN+ALT+3MeHis+Tyr ;0. 751, 251, 633, 1+AL
B+AST+3MeHis+Asp+0rn; 0. 751, 252, 146, 1+Gly+Trp+ALT+AST+ALB; 0. 751, 254, 95
6, 1+ALB+NEFA+3MeHis+Lys+Phe; 0. 751, 252, 850, 1+ALB+ALT+3MeHis+Val+Trp;0.
751,254,162, 14Trp+TG+ALB+BUN+NEFA; 0. 751, 252, 812, 1+ALB+ALT+Tyr+Val+Trp
;0.751, 253, 233, 14BCAA+Trp+TG+ALT+ALB; 0. 751, 257, 370, 1+Ala+G Ly+BCAA+AST
+ALB; 0. 751, 253. 580, 1+ALB+AST+Arg+Phe+Trp;0. 750, 255. 683, 1+ALB+0rn+Lys+
Tyr+Trp;0.750, 252, 603, 1+Trp+TG+ALT+AST+ALB; 0. 750, 252, 101, 1+ALB+AST+AL
T+0rn+Tyr;0, 750, 255, 222, 1+ALB+AST+T-BIL+BHBA+Lys; 0. 750, 252, 969, 1+ALB+
ALT+NEFA+3MeHis+0rn; 0, 750, 253, 618, 1+ALB+BUN+ALT+T-BIL+Ile; 0, 750, 252, 6
72, 1+ALB+BUN+ALT+NEFA+Val; 0. 750, 254, 002, 1+ALB+AST+3MeHis+Lys+Tyr;0. 75
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0, 252, 326, 1+ALB+BUN+AST+ALT+Val; 0. 750, 253. 693, 1+Trp+ALT+gGT+ALB+NEFA;
0.750, 256, 337, 1+ALB+AST+BHBA+Thr+tLys; 0, 750, 256, 257, 1+ALB+Ca+AST+His+L
ys; 0,750, 253, 169, 1+Trp+TCHO+ALT+gGT+ALB; 0, 750, 254, 392, 14+Trp+AST+ALB+T
P+Ca;0. 750, 252, 410, 1+ALB+ALT+3MeHis+0rn+Tyr; 0. 750, 253, 828, 1+ALB+BUN+N
EFA+3MeHis+Trp;0.750, 254, 212, 1+Trp+gGT+ALB+BUN+NEFA; 0. 750, 253. 396, 1+G
ly+Trp+ALT+ALB+BHBA; 0. 750, 253. 759, 1+ALB+BUN+AST+Arg+Thr ;0. 750, 255, 180
, 1+ALB+AST+T-BIL+GlctLys; 0. 750, 253. 628, 1+ALB+BUN+Asp+Tyr+Phe; 0. 750, 25
2.600, 14Trp+ALT+AST+ALB+BHBA; 0. 750, 253, 376, 1+Gly+Trp+GLlc+ALT+ALB; 0. 75
0,256,177, 14+ALB+Lys+Tyr+Phe+Trp;0. 750, 256. 632, 1+ALB+T-BIL+Glc+His+Lys
:0.750, 255, 104, 1+ALB+AST+3MeHis+0rn+Val ;0. 750, 256. 125, 1+ALB+AST+gGT+T
hr+0rn; 0. 750, 252, 782, 1+Trp+ALT+ALB+TP+Ca; 0. 750, 252, 720, 1+BCAA+Trp+TCH
O+ALT+ALB; 0, 750, 253. 359, 1+ALB+BUN+Arg+Asp+Phe; 0. 750, 252, 567, 14+Trp+ALT
+AST+ALB+NEFA; 0, 750, 254, 193, 1+BCAA+Trp+ALB+BUN+NEFA; 0. 750, 255, 368, 1+A
LB+NEFA+His+Lys+Ile;0. 750, 253, 328, 1+ALB+BUN+AST+NEFA+Arg; 0. 750, 253, 17
1, 14+Trp+TCHO+ALT+ALB+BHBA; 0. 750, 253. 172, 1+Trp+TCHO+ALT+ALB+NEFA; 0. 750
, 254,171, 14BCAA+Trp+ALB+BUN+BHBA; 0. 750, 250, 602, 1+ALB+ALT+Asp+Tyr+Phe;
0.750, 254, 206, 14+Trp+GLc+ALB+BUN+BHBA; 0. 750, 253. 680, 1+Trp+TG+ALT+gGT+A
LB; 0. 750, 255, 966, 1+ALB+BHBA+His+0rn+Lys; 0, 750, 255, 493, 1+ALB+gGT+NEFA+
HistlLys;0. 750, 255,701, 1+ALB+AST+BHBA+Arg+0rn; 0, 750, 255, 720, 1+ALB+AST+
Glc+Arg+0rn; 0,750, 255, 737, 1+ALB+AST+Arg+0rn+Tyr; 0. 750, 252, 785, 1+ALB+C
a+ALT+Thr+0rn; 0, 750, 255. 558, 1+ALB+3MeHis+0rn+Lys+Tyr ;0. 750, 255, 796, 1+
ALB+BUN+Thr+0rn+Ile; 0. 750, 254, 883, 1+Gly+Trp+TG+AST+ALB; 0, 750, 254, 023,
14Trp+TCHO+TG+ALB+BUN; 0. 750, 252, 476, 1+BCAA+ALT+ALB+BUN+TP; 0. 750, 254, 0
27, 14Trp+Glc+TCHO+ALB+BUN; 0. 750, 253. 169, 1+Trp+TCHO+TG+ALT+ALB; 0. 750, 2
53. 259, 14BCAA+Trp+GLlc+ALT+ALB; 0. 750, 252, 889, 1+Gly+Trp+TCHO+ALT+ALB; 0.
750, 255, 757, 1+A la+BCAA+ALB+BUN+NEFA; 0. 750, 252, 863, 1+BCAA+TG+ALT+ALB+B
UN;0.750, 256, 977, 1+Ala+Trp+TG+ALB+NEFA; 0. 750, 254, 169, 1+Trp+TG+ALB+BUN
+Ca; 0. 750, 252, 570, 1+Trp+ALT+AST+ALB+Ca; 0. 750, 254, 216, 1+Trp+G Lc+ALB+BU



WO 2018/003638 152 PCT/JP2017/022927

N+NEFA; 0. 750, 253. 265, 1+BCAA+Trp+ALT+ALB+BHBA; 0. 750, 253. 675, 1+Trp+Glc+
ALT+gGT+ALB;0. 750, 254. 491, 14GLy+Trp+AST+gGT+ALB; 0. 750, 252. 942, 1+BCAA+
ALT+gGT+ALB+BUN; 0. 750, 253. 682, 1+Trp+G Lc+ALT+ALB+BHBA; 0. 749, 252, 388, 1+
Trp+ALT+AST+gGT+ALB; 0. 749, 253, 707, 14T rp+ALT+ALB+NEFA+BHBA; 0, 749, 254. 1
73, 14Trp+gGT+ALB4BUN+Ca; 0. 749, 252. 623, 1+Trp+G Lc+ALT+AST4ALB; 0. 749, 257
.001, 1+ALa+BCAA+Trp+ALB4NEFA; 0. 749, 253. 320, 1+G ly+Trp+TG+ALT+ALB; 0. 749
, 253. 687, 14Trp+GLc+ALT+ALB4NEFA; 0. 749, 253. 689, 14Trp+TG+ALT+ALB+BHBA; 0
. 749, 252. 967, 14GLy+BCAA+ALT+ALB+BUN; 0. 749, 253. 671, 1+Trp+GLc4+TGHALT+AL
B;0.749, 256. 885, 1+Ala+Trp+GLc+ALB+NEFA; 0. 749, 254, 853, 14GLy+Trp+AST+AL
B+BHBA; 0. 749, 254. 158, 1+BCAA+Trp+ALB+BUN+Ca; 0. 749, 253. 321, 1+G Ly+Trp+AL
T+ALB+Ca; 0. 749, 253. 685, 14T rp+TG+ALT+ALB+NEFA; 0. 749, 253, 277, 14BCAA+Trp
+ALT+ALB+NEFA; 0. 749, 252, 942, 14BCAA+ALT+ALB+BUN+NEFA; 0. 749, 254, 161, 14T
rp+ALB+BUN+NEFA+BHBA; 0. 749, 254, 323, 1+ALa+AST+ALB+BUN+NEFA; 0. 749, 253. 8
78, 14Trp+TCHO+ALB+BUN+NEFA; 0. 749, 253. 807, 14G Ly+Trp+TCHO+ALB+BUN;; 0. 749
, 253, 087, 14Trp+TCHO+ALT+ALB+Ca; 0. 749, 256, 298, 1+A La+G ly-+ALB+BUN+NEFA; 0
. 749, 256. 205, 1+Ala+Trp+TCHO+ALB+NEFA; 0. 749, 254, 822, 14+GLy+Trp+AST+ALB+
NEFA;0. 749, 253. 989, 14GLy+Trp+ALB+BUN+Ca; 0. 749, 253. 917, 14Trp+TCHO+ALB+
BUN+BHBA; 0. 749, 252, 572, 1+BCAA+ALT+ALB+BUN+BHBA; 0. 749, 253, 258, 14GLy+Tr
p+ALT+ALB+NEFA; 0. 749, 253. 216, 14BCAA+Trp+ALT+ALB+Ca; 0. 749, 252. 945, 14BC
AA+G Lc+ALT+ALB+BUN; 0. 749, 254, 176, 14Trp+G Lc+ALB+BUN+Ca; 0. 749, 254, 907, 1
+GLy+Trp+GLc+ASTHALB; 0. 749, 252. 456, 1+BCAA+TCHO+ALT+ALB+BUN; 0. 749, 254.
080, 1+Trp+ALB+BUN+Ca+NEFA; 0. 748, 254. 556, 1+G ly+Trp+TCHO+AST+ALB; 0. 748,
252. 643, 1+BCAA+ALT+AST+ALB+BUN; 0, 748, 254. 857, 14G ly+BCAA+Trp+AST+ALB; 0
.748,254. 971, 1+ALa+G Ly+AST+ALB+BUN; 0. 748, 255. 329, 1+A La+G Ly+ALT+AST+AL
B;0.748, 257,451, 1+Ala+BCAA+Trp+GLc+ALB; 0. 747, 256. 771, 14#ALa+Trp+GLc4TC
HO+ALB; 0. 747, 257. 042, 1+Ala+GLy+G Lc+ALB+BUN; 0. 747, 257. 426, 1+Ala+Trp+Gl
c+TGHALB; 0. 746, 256. 868, 1+Ala+BCAA+Trp+TCHO+ALB; 0. 746, 257. 484, 1+A la+BC
AA+Trp+TGHALB; 0. 746, 256. 855, 1+ALa+Trp+TCHO+TG+ALB; 0. 746, 254, 535, 1+Ala
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+BCAA+TCHO+ALT+ALB; 0. 746, 257, 358, 1+4Ala+Trp+GLc+gGT+ALB; 0, 745, 257, 137,
1+ALa+G Lly+TG+ALB+BUN; 0. 745, 255, 111, 1+ALa+BCAA+ALT+gGT+ALB; 0. 745, 254, 4
87, 1+ALa+BCAA+ALT+AST+ALB; 0. 745, 255. 107, 1+A La+BCAA+TG+ALT+ALB; 0. 745, 2
55. 118, 1+ALa+BCAA+G Lc+ALT4ALB; 0. 745, 257, 425, 1+A la+BCAA+Trp+gGT+ALB; 0.
745, 256. 835, 1+Ala+Trp+TCHO+gGT+ALB; 0. 745, 255. 824, 1+BCAA+Trp+G Lc+AST+A
LB;0. 745, 255, 840, 14BCAA+Trp+TG+AST+ALB; 0, 745, 255, 695, 14T rp+TG+AST+gGT
+ALB; 0. 744, 255, 453, 1+ALa+BCAA+AST+ALB+BUN; 0. 744, 257. 412, 1+Ala+Trp+TG+
gGT+ALB;0. 744, 255, 462, 14BCAA+Trp+TCHO+ASTHALB; 0. 744, 255, 581, 1+BCAA+Tr
p+AST+gGT+ALB; 0, 744, 255, 698, 14T rp+G Lc+AST+gGT+ALB; 0. 744, 255, 943, 14+Trp
+GLc+TGHASTHALB; 0. 744, 255, 584, 1+Trp+TCHO+TG+ASTHALB; 0. 744, 257. 216, 1+A
La+BCAA+G Lc+ALB+BUN; 0. 744, 255, 366, 1+Trp+TCHO+AST+gGT+ALB; 0. 744, 256, 95
1, 1+ALa+G Ly +gGT+ALB+BUN; 0. 744, 257. 260, 1+A La+BCAA+TG+ALB+BUN; 0. 744, 254
. 943, 14G ly+BCAA+ALT+AST4ALB; 0. 744, 259, 063, 1+Ala+G ly+G Lc+AST+ALB; 0, 743
, 260. 493, 1+ALa+G Ly+BCAA+G Lc+ALB; 0. 743, 259. 080, 1+A La+G Ly+TG+AST+ALB; 0.
743, 256. 208, 1+ALa+G Ly+TCHO+ALB+BUN; 0. 743, 255. 573, 14Trp+G Lc+TCHO+AST+A
LB;0.743, 260, 492, 1+Ala+Gly+BCAA+TG+ALB; 0, 743, 256. 348, 1+ALa+G Ly+TG+ALT
+ALB; 0. 743, 257. 886, 1+G ly+BCAA+Trp+GLc+ALB; 0, 743, 255, 588, 1+G Ly+BCAA+TG
+ALT+ALB; 0. 743, 256. 560, 1+A La+BCAA+TCHO+ALB+BUN; 0. 743, 255, 004, 1+G Ly+BC
AA+TCHO+ALT4ALB; 0. 743, 256. 370, 1+ALa+GLy+GLc+ALT4ALB; 0. 742, 255, 641, 14G
Ly+BCAA+G Lc+ALT+ALB; 0. 742, 255. 633, 1+G ly+BCAA+ALT+gGT+ALB; 0. 742, 259, 07
5, 1+Ala+G ly+AST+gGT+ALB; 0. 742, 256. 325, 1+Ala+G ly+ALT+gGT+ALB; 0. 742, 257
.921, 14GLy+BCAA+Trp+TGHALB; 0. 742, 257. 116, 1+A La+BCAA+gGT+ALB+BUN; 0. 741
, 257,922, 14G Lly+BCAA+Trp+gGT+ALB; 0. 741, 254. 591, 14BCAA+TCHO+ALT+AST+ALB
;0. 741, 255, 896, 1+4ALa+GLly+TCHO+ALT+ALB; 0. 741, 255, 184, 1+BCAA+ALT+AST+gG
T+ALB; 0. 741, 255, 279, 1+BCAA+G Lc+ALT+AST+ALB; 0. 741, 255. 840, 1+BCAA+TGHAL
T+gGT+ALB; 0. 741, 255, 262, 14BCAA+TG+ALT+AST+ALB; 0, 741, 255, 201, 14BCAA+TC
HO+TG+ALT+ALB; 0. 741, 255, 841, 14BCAA+G Lc+TG+ALT+ALB; 0. 741, 255, 203, 14BCA
A+TCHO+ALT+gGT+ALB; 0. 741, 260, 354, 1+Ala+G ly+BCAA+gGT+ALB; 0. 740, 255, 203
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, 14+BCAA+G Lc+TCHO+ALT+ALB; 0. 740, 255. 851, 1+BCAA+G lc+ALT+gGT+ALB; 0. 740, 2
57.322, 1+Ala+GLc+AST+ALB+BUN; 0. 740, 259, 049, 1+Ala+Gly+BCAA+TCHO+ALB; 0.
740,258,001, 14GLly+Trp+Glc+TG+ALB; 0, 739, 258. 038, 1+Gly+Trp+TG+gGT+ALB; 0
. 739, 258, 434, 1+Ala+Gly+TCHO+AST+ALB; 0. 739, 258. 000, 1+GLly+Trp+Glct+gGT+A
LB; 0,738, 257, 594, 1+Ala+ALT+AST+gGT+ALB; 0. 738, 259. 684, 1+GLly+BCAA+AST+g
GT+ALB; 0, 738, 259, 876, 1+G ly+BCAA+TG+AST+ALB; 0. 738, 257, 266, 1+GLy+BCAA+T
rp+TCHO+ALB; 0. 738, 257, 564, 1+A la+G Lc+ALT+AST+ALB; 0. 738, 259, 877, 1+Gly+B
CAA+GLc+AST+ALB; 0, 738, 257, 455, 1+A lat+AST+gGT+ALB+BUN; 0, 738, 257. 301, 1+G
ly+BCAA+AST+ALB+BUN; 0. 738, 257. 560, 1+BCAA+AST+gGT+ALB+BUN; 0. 738, 257. 44
0, 1+Gly+Trp+TCHO+gGT+ALB; 0. 73

8,257,370, 1+Gly+Trp+Glc+TCHO+ALB; 0, 738, 257, 558, 1+A latTG+ALT+AST+ALB; 0
. 737,257,106, 1+Ala+TCHO+AST+ALB+BUN; 0. 737, 258, 542, 1+Ala+GLc+TCHO+ALB+
BUN; Q. 737, 257, 443, 1+GLly+Trp+TCHO+TG+ALB; 0, 737, 257. 116, 1+A la+TCHO+ALT+
AST+ALB;0.737,258. 112, 1+Ala+TG+ALT+gGT+ALB; 0, 737, 257, 691, 1+Ala+TCHO+T
G+ALT+ALB; 0. 736, 259, 821, 1+Ala+BCAA+TG+AST+ALB; 0. 736, 259. 855, 1+Ala+BCA
A+GLlc+AST+ALB; 0. 736, 257, 644, 1+Ala+TCHO+ALT+gGT+ALB; 0. 736, 257. 402, 1+Al
a+TG+AST+ALB+BUN; 0, 736, 258. 022, 1+BCAA+Trp+GLc+TCHO+ALB; 0. 736, 259, 840,
1+AlatBCAA+AST+gGT+ALB; 0. 736, 258. 181, 1+AlatGlc+TG+ALTHALB; 0. 736, 256. 6
53, 1+Gly+TCHO+ALT+ALB+BUN; 0. 736, 257, 689, 1+BCAA+TG+AST+ALB+BUN; 0. 735, 2
58. 123, 1+AlatGlc+ALT+gGT+ALB; 0, 735, 259, 289, 1+G ly+BCAA+TCHO+AST+ALB; 0.
735, 257,673, 14BCAA+GLc+AST+ALB+BUN; 0. 735, 256. 953, 1+Gly+G Lc+ALT+ALB+BU
N;0. 735, 258. 060, 1+BCAA+Trp+TCHO+TG+ALB; 0. 735, 258. 630, 1+BCAA+Trp+Glctg
GT+ALB; 0, 735, 257, 109, 1+Gly+ALT+gGT+ALB+BUN

[35. 7I/B+4Z6THORN]

0.798, 245, 367, 1+ALB+BUN+His+AsntLys+Ile; 0, 797, 245, 864, 1+ALB+BUN+NEFA+
AsntLys+Ile; 0,797, 241,939, 1+ALB+BUN+ALT+Asn+Lys+Ile;0. 796, 242, 147, 1+A
LB+BUN+ALT+Asn+Arg+Ile;0. 796, 244. 074, 1+ALB+BUN+ALT+Asn+Tyr+Phe; 0. 795,
246,402, 1+ALB+BUN+Asn+0rn+Lys+Ile; 0. 795, 243. 435, 1+ALB+BUN+ALT+GlctAsn
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+Ile;0.795, 245, 378, 1+ALB+BUN+G lct+AsntLys+Ile; 0, 795, 245, 911, 1+ALB+BUN+
AsntArgtLys+Ile;0.794, 243, 433, 1+ALB+BUN+ALT+Asn+0rn+I le; 0. 794, 246, 048
, 14+ALB4+BUN+Asn+Thr+Lys+Ile;0. 794, 244, 832, 1+ALB+BUN+ALT+Asn+Tyr+Trp;0.
793, 246. 792, 1+ALB+BUN+BHBA+Asn+tLys+I le; 0, 793, 246, 473, 1+ALB+BUN+T-BIL+
AsntLys+Ile; 0,793, 243,782, 1+ALB+ALT+His+Asn+Arg+Ile;0.793, 244,761, 1+A
LB+BUN+ALT+Asn+Arg+Tyr ;0. 793, 246, 793, 1+ALB+BUN+gGT+Asn+Lys+Ile; 0. 793,
246,514, 1+ALB+BUN+CatAsntLys+Ile; 0,793, 244, 524, 1+ALB+BUN+ALT+Asn+Thr+
Ile;0.792,246. 409, 1+ALB+GlctHis+Asn+0rn+Ile; 0. 792, 245, 753, 1+ALB+BUN+H
is+Asn+Arg+Ile; 0,792, 245,599, 1+ALB+BUN+His+Asn+0rn+Ile; 0. 792, 243, 756,
1+ALB+ALT+GlctAsntArg+Ile; 0,792, 244, 065, 1+ALB+BUN+ALT+His+Asn+Ile; 0.7
92, 243,750, 1+ALB+BUN+Asn+Asp+Tyr+Trp; 0. 792, 247. 825, 1+ALB+BUN+Asn+Tyr+
Phe+Trp;0.792, 244, 925, 1+ALB+BUN+ALT+Asn+Val+Trp; 0,792, 245, 917, 1+ALB+B
UN+AST+Asn+0rn+Ile;0. 791, 244,667, 1+ALB+BUN+ALT+NEFA+Asn+I le; 0. 791, 244
. 672, 1+ALB+BUN+ALT+BHBAtAsn+I le; 0. 791, 246, 246, 1+ALB+BUN+G Lc+Asn+0rn+I
le;0.791, 241, 142, 1+ALB+BUN+ALT+Asn+Asp+Tyr; 0. 791, 248, 008, 1+ALB+BUN+As
ntLys+Tyr+Trp; 0. 791, 244,672, 1+ALB+BUN+ALT+gGT+Asn+I le; 0. 791, 243. 971, 1
+ALB+BUN+ALT+Glc+His+Asn; 0. 791, 244, 827, 1+ALB+ALT+His+Asn+0rn+I le; 0. 79
0,243.310, 1+ALB+BUN+ALT+His+Asn+Arg; 0. 790, 244, 651, 1+ALB+BUN+ALT+T-BIL
+Asn+Ile;0.790, 244, 438, 1+ALB+ALT+G lctAsntLys+I le; 0. 790, 244, 609, 1+ALB+
ALT+GlctAsn+0rn+I le; 0. 790, 244, 829, 1+ALB+ALT+Asn+Arg+0rn+Ile; 0. 790, 244
. 068, 1+ALB+ALT+Asn+Arg+Lys+Ile; 0. 790, 246. 992, 1+ALB+BUN+Asn+Arg+0rn+Il
e;0.790, 245, 391, 1+ALB+ALT+Asn+0rn+Lys+Ile; 0. 790, 247, 812, 1+ALB+BUN+BHB
At+Asn+Orn+Ile; 0,790, 244, 254, 1+ALB+BUN+ALT+Asn+Thr+Lys; 0. 790, 246. 085, 1
+ALB+ALT+Asn+Thr+0rn+Ile; 0. 790, 244, 604, 1+ALB+BUN+ALT+Asn+Val+Phe;0. 79
0, 248. 175, 1+ALB+NEFA+G LctAsntLys+I le; 0. 790, 247, 692, 1+ALB+BUN+Asn+Arg+
Tyr+Trp;0.790, 247. 626, 1+ALB+BUN+NEFA+Asn+0rn+I le; 0. 790, 248, 936, 1+ALB+
NEFA+His+Asn+Lys+Ile; 0. 790, 248, 530, 1+ALB+NEFA+His+Asn+Arg+Ile; 0. 789, 2
47,434, 1+ALB+BUN+Asn+Thr+0rn+I le; 0. 789, 244, 503, 1+ALB+BUN+CatALT+Asn+I
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le;0.789, 245, 000, 1+ALB+BUN+ALT+G Lc+Asn+Thr; 0, 789, 243, 470, 1+ALB+BUN+AL
T+His+AsntLys; 0. 789, 249, 675, 1+ALB+NEFA+BHBA+Asn+Lys+Ile; 0. 789, 248, 345
, 1+ALB+His+Asn+Arg+Lys+I le; 0. 789, 245, 213, 1+ALB+ALT+His+Asn+Lys+Ile; 0.
789, 245, 534, 1+ALB+BUN+AST+Asn+Lys+Ile; 0. 789, 245, 038, 1+ALB+BUN+ALT+Asn
+Thr+0rn;0. 789, 244, 715, 1+ALB+BUN+ALT+Asn+Arg+Thr; 0, 789, 248, 363, 1+ALB+
BUN+NEFA+Asn+Tyr+Trp; 0. 789, 243. 811, 1+ALB+BUN+ALT+His+Asn+0rn; 0. 789, 24
8. 289, 1+ALB+BUN+Asn+0rn+Tyr+Trp; 0. 789, 247, 263, 1+ALB+ALT+Asn+Arg+Tyr+P
he;0.789, 246, 228, 1+ALB+BUN+G Lc+Asn+Arg+I le; 0. 789, 247. 894, 1+ALB+BUN+gG
T+Asn+0rn+Ile; 0. 788, 245, 689, 1+ALB+BUN+ALT+Asn+0rn+Tyr ;0. 788, 242, 143, 1
+ALB+BUN+ALT+Asn+Asp+Trp; 0. 788, 244, 481, 1+ALB+ALT+BHBA+Asn+Arg+Ile; 0.7
88, 244,747, 1+ALB+ALT+T-BIL+Asn+Arg+Ile; 0. 788, 246, 815, 1+ALB+AST+G LctAs
ntOrn+lle; 0. 788, 248, 885, 1+ALB+ALT+NEFA+Asn+Tyr+Phe; 0. 788, 249, 197, 1+AL
B+NEFA+Asn+Arg+Lys+Ile; 0. 788, 245. 249, 1+ALB+ALT+NEFA+Asn+Arg+Ile; 0. 788
, 248.518, 1+ALB+Glct+His+AsntLys+Ile;0. 788, 241,772, 1+ALB+BUN+ALT+Asn+3M
eHistAsp; 0. 788, 245, 089, 1+ALB+BUN+ALT+Asn+Lys+Tyr ;0. 788, 247, 613, 1+ALB+
His+Asn+Arg+0rntIle; 0,788, 247, 903, 1+ALB+BUN+T-BIL+Asn+0rn+Ile; 0, 788, 2
47.431, 1+ALB+BUN+BHBA+Asn+Arg+I le; 0. 788, 244, 367, 1+ALB+BUN+AST+ALT+Asn
+Ile;0.788, 249, 946, 1+ALB+NEFA+Asn+0Orn+Lys+Ile; 0. 788, 246. 021, 1+ALB+BUN
+ALT+NEFA+Asn+Tyr ;0. 788, 245, 194, 1+ALB+BUN+ALT+G Lct+AsntArg; 0. 788, 245, 6
14, 1+ALB+BUN+Asn+Asp+Tyr+Phe; 0. 788, 245, 065, 1+ALB+ALT+Asn+Arg+Thr+I le;
0.788, 246, 644, 1+ALB+ALT+gGT+Asn+0rn+Ile; 0, 788, 245, 981, 1+ALB+BUN+ALT+A
sn+3MeHis+Tyr; 0, 788, 244, 943, 1+ALB+BUN+ALT+Asn+Phe+Trp;0. 788, 247. 260, 1
+ALB+ALT+NEFA+G lctAsn+I le; 0. 788, 244, 650, 1+ALB+BUN+ALT+His+Asn+Thr ;0.7
88, 249, 682, 1+ALB+NEFA+Asn+Thr+Lys+Ile;0. 788, 245, 394, 1+ALB+BUN+ALT+Asn
+0rn+Trp;0. 788, 246. 573, 1+ALB+BUN+AST+G Lc+Asn+I le; 0. 788, 246. 026, 1+ALB+
BUN+ALT+Asn+Tyr+Val; 0. 788, 245, 311, 1+ALB+BUN+ALT+NEFA+Asn+Trp; 0. 788, 24
8. 1565, 1+ALB+AST+NEFA+AsntLys+Ile; 0. 788, 249. 084, 1+ALB+NEFA+BHBA+AsntAr
gtlle;0.788, 245, 956, 1+ALB+ALT+BHBA+Asn+0rn+I le; 0. 788, 247, 347, 1+ALB+BU
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N+Asn+Arg+Thr+Ile;0. 788, 246, 847, 14+ALB+AST+His+Asn+0rn+Ile; 0. 788, 248. 4
20, 1+ALB+NEFA+His+Asn+0rn+Ile; 0. 788, 245, 376, 1+ALB+BUN+ALT+Asn+3MeHis+
Trp;0.788, 245, 179, 1+ALB+BUN+ALT+Asn+Arg+Trp; 0. 787, 248. 320, 1+ALB+ALT+A
sn+Tyr+Phe+Trp;0. 787, 248, 131, 1+ALB+His+Asn+0rn+Lys+I le; 0. 787, 247.712,
1+ALB+BUN+CatAsn+Orn+Ile; 0. 787, 245, 444, 1+ALB+BUN+ALT+BHBA+Asn+Thr ;0.7
87, 248, 352, 1+ALB+BUN+Asn+Tyr+Val+Trp; 0. 787, 246, 940, 1+ALB+BUN+NEFA+Asn
+Arg+Ile;0.787, 246, 253, 1+ALB+ALT+His+Asn+Thr+0rn; 0, 787, 248. 605, 1+ALB+
BUN+NEFA+Asn+Tyr+Phe; 0, 787, 248, 731, 1+ALB+BHBA+Hi s+Asn+0Orn+Ile; 0, 787, 2
46. 638, 1+ALB+ALT+NEFA+Asn+Orn+Ile; 0. 787, 248,762, 1+ALB+NEFA+G lc+Asn+Or
ntIle;0.787, 248,149, 1+ALB+AST+Asn+0rntLys+Ile; 0, 787, 245, 310, 1+ALB+BUN
+ALT+Asn+Arg+Val; 0. 787, 245, 528, 1+ALB+BUN+ALT+gGT+Asn+Thr ;0. 787, 248. 30
8, 1+ALB+BUN+Asn+3MeHis+Tyr+Trp; 0. 787, 245, 232, 1+ALB+ALT+gGT+Asn+Arg+I |
e;0.787,248. 024, 1+ALB+AST+Asn+Thr+0rn+Ile; 0. 787, 245, 525, 1+ALB+BUN+ALT
+NEFA+Asn+Thr ;0. 787, 247, 787, 14+ALB+Glc+His+Asn+Arg+Ile; 0. 787, 250. 129, 1
+ALB+NEFA+Asn+Arg+0rn+Ile; 0. 787, 246, 021, 1+ALB+BUN+ALT+Asn+3MeHis+Val;
0.787,242. 288, 1+ALB+BUN+ALT+Asn+Asp+Phe; 0, 787, 246, 392, 1+ALB+BUN+G Lc+H
is+Asn+0rn; 0,787, 248. 510, 1+ALB+AST+BHBA+Asn+0rn+I le; 0. 787, 245, 521, 1+A
LB+BUN+ALT+T-BIL+Asn+Thr ;0. 787, 248. 275, 1+ALB+BUN+AsntLys+Val+Trp;0. 78
7,244,793, 1+ALB+BUN+ALT+NEFA+H i s+Asn; 0, 787, 245, 196, 1+ALB+BUN+ALT+Asn+
Lys+Trp;0.787,245. 611, 1+ALB+BUN+AST+Asn+Arg+I le; 0. 787, 247. 065, 1+ALB+A
LT+Asn+Arg+Tyr+Trp; 0. 787, 245, 142, 1+ALB+BUN+ALT+G lc+Asn+Lys; 0. 787, 245,
559, 1+ALB+BUN+ALT+gGT+GlctAsn; 0, 787, 245, 559, 1+ALB+BUN+ALT+T-BIL+Glc+A
sn; 0,787, 245, 562, 1+ALB+BUN+ALT+NEFA+G LctAsn; 0. 787, 246, 700, 1+ALB+BUN+A
ST+Asn+Tyr+Trp; 0. 787, 245, 353, 1+ALB+BUN+ALT+BHBA+G Lc+Asn; 0. 786, 247, 393
, 1+ALB+ALT+Glc+Asn+Thr+Ile; 0. 786, 246, 804, 1+ALB+BUN+His+Asn+Thr+Lys;0.
786, 244, 459, 1+ALB+AST+ALT+Asn+Arg+Ile; 0. 786, 246, 643, 1+ALB+BUN+GLlc+His
+Asntlys;0. 786, 245, 224, 1+ALB+Ca+ALT+Asn+Arg+I le; 0. 786, 247. 184, 1+ALB+B
UN+Glct+His+Asn+Ile; 0. 786, 249. 436, 1+ALB+NEFA+T-BIL+Asn+Lys+Ile;0. 786, 2
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45,531, 1+ALB+BUN+ALT+T-BIL+AsntArg;0. 786, 248. 659, 1+ALB+NEFA+G Lc+tAsn+A
rg+Ile;0.786, 245, 455, 1+ALB+BUN+ALT+GLlc+Asn+0rn; 0, 786, 246, 784, 1+ALB+AL
T+GlctHis+AsntI le; 0. 786, 245, 977, 1+ALB+ALT+NEFA+Asn+Lys+I le; 0. 786, 250,
694, 1+ALB+gGT+NEFA+AsntLys+Ile; 0. 786, 245, 700, 1+ALB+BUN+ALT+Asn+0rntVa
1;0.786, 249, 721, 1+ALB+BHBA+Asn+Arg+0rn+Ile; 0. 786, 244, 821, 1+ALB+BUN+AL
T+T-BIL+His+Asn; 0, 786, 244, 822, 1+ALB+BUN+ALT+gGT+His+Asn; 0. 786, 245, 165
, 1+ALB+BUN+ALT+Asn+Arg+Phe; 0. 786, 247, 783, 1+ALB+ALT+NEFA+Asn+Arg+Tyr ;0
. 786, 246, 114, 1+ALB+ALT+T-BIL+Asn+0rn+Ile; 0. 786, 246, 616, 1+ALB+BUN+NEFA
+His+Asn+Lys; 0. 786, 247, 546, 1+ALB+AST+Asn+Arg+0rn+Ile; 0. 786, 250. 305, 1+
ALB+HistAsn+Thr+Lys+Ile; 0. 786, 245, 702, 1+ALB+ALT+Glc+His+Asn+0rn; 0. 786
, 242,161, T+ALB+BUN+ALT+AsntAsptVal;0. 786, 248, 099, 1+ALB+AST+NEFA+Asn+0
rntlle;0.786, 247,361, 1+ALB+ALT+Asn+3MeHis+Arg+Tyr ;0. 786, 248, 970, 1+ALB
+T-BIL+His+Asn+0rn+Ile;0. 786, 250, 703, 1+ALB+NEFA+Asn+Thr+0rn+Ile;0. 786
, 247,441, 1+ALB+ALT+BHBA+G Lct+AsntI le; 0. 786, 244, 993, 1+ALB+BUN+ALT+Asn+L
ys+Val;0. 786, 245, 586, 1+ALB+BUN+ALT+Asn+Arg+0rn; 0. 786, 242, 330, 1+ALB+BU
N+ALT+AsntAsptlLys;0. 786, 245, 417, 1+ALB+ALT+Asn+ThrtLys+Ile;0. 786, 245, 5
91, 1+ALB+BUN+ALT+NEFA+AsntArg; 0. 786, 245, 593, 1+ALB+BUN+ALT+gGT+Asn+Arg
;0.786, 248, 940, 1+ALB+gGT+His+Asn+0rn+I le; 0. 786, 247,011, 1+ALB+BUN+H i s+
AsntOrntlLys;0. 786, 247,512, 1+ALB+BUN+NEFA+Glct+Asn+Ile; 0. 786, 248, 834, 1+
ALB+ALT+Asn+3MeHis+Tyr+Phe;0. 786, 247. 570, 1+ALB+AST+NEFA+Asn+Arg+Ile;0
. 786, 246, 070, 1+ALB+BUN+ALT+NEFA+Asn+3MeHis; 0, 786, 245, 265, 1+ALB+BUN+AL
T+Asn+0rn+Phe; 0. 786, 248, 677, 1+ALB+His+Asn+Thr+0rn+Ile;0. 786, 248. 473, 1
+ALB+G lc+Asn+0rn+Lys+I le; 0. 785, 248, 195, 1+ALB+ALT+Asn+0rn+Tyr+Phe; 0. 78
5, 246, 095, 1+ALB+BUN+ALT+NEFA+AsntVal; 0, 785, 244, 682, 1+ALB+BUN+ALT+BHBA
+His+Asn; 0. 785, 245, 266, 1+ALB+BUN+ALT+NEFA+Asn+Phe; 0, 785, 245, 427, 1+ALB
+BUN+ALT+Asn+3MeHistLys; 0. 785, 245, 584, 1+ALB+BUN+ALT+BHBA+AsntArg;0. 78
5,242,466, 1+ALB+BUN+ALT+NEFA+AsntAsp; 0. 785, 245, 920, 1+ALB+BUN+ALT+Asn+
3MeHis+0rn; 0. 785, 245, 436, 1+ALB+BUN+ALT+Asn+3MeHis+Arg; 0. 785, 249, 998, 1
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+ALB+NEFA+BHBA+Asn+0Orn+Ile; 0. 785, 247, 452, 1+ALB+BUN+T-BIL+Asn+Arg+I le;
0.785, 247, 459, 1+ALB+ALT+T-BIL+Glc+Asn+I le; 0. 785, 242, 463, 1+ALB+BUN+ALT
+Asn+Arg+Asp; 0. 785, 246, 896, 1+ALB+BUN+His+Asn+Thr+0rn;0. 785, 251, 941, 1+
ALB+Asn+Arg+Tyr+Phe+Trp;0. 785, 245, 549, 1+ALB+BUN+ALT+gGT+Asn+Lys; 0. 785
, 250,891, 1+ALB+BHBA+His+AsntLys+I le;0. 785, 247, 586, 1+ALB+ALT+NEFA+GLc+
HistAsn;0. 785, 248, 759, 1+ALB+AST+T-BIL+Asn+0rn+Ile; 0. 785, 245, 444, 1+ALB
+BUN+Ca+ALT+Asn+Thr ;0. 785, 251, 817, 1+ALB+Asn+Arg+0rn+Tyr+Trp; 0. 785, 245
. 103, 1+ALB+BUN+ALT+Asn+3MeHis+Phe; 0. 785, 251, 437, 1+ALB+NEFA+Asn+Arg+Ty
r+Trp;0.785, 250, 227, 1+ALB+BHBA+Asn+0rn+Lys+Ile; 0. 785, 246, 545, 1+ALB+Ca
+ALT+Asn+0rn+Ile; 0. 785, 246, 135, 1+ALB+BUN+ALT+gGT+NEFA+Asn; 0. 785, 245, 1
65, 1+ALB+BUN+ALT+AsntLys+Phe; 0. 785, 245, 428, 1+ALB+BUN+Asn+Asp+Lys+Tyr ;
0. 785, 246. 099, 1+ALB+BUN+ALT+gGT+BHBA+Asn; 0, 785, 245, 577, 1+ALB+BUN+NEFA
+Asn+Asp+Tyr; 0. 785, 247, 390, 1+ALB+BUN+gGT+Asn+Arg+Ile; 0. 785, 245, 627, 1+
ALB+AST+ALT+Asn+0rn+Ile; 0. 785, 247, 426, 1+ALB+ALT+gGT+Glc+Asn+I le; 0. 785
, 245,520, 1+ALB+BUN+CatALT+Glc+Asn; 0, 785, 250. 399, 1+ALB+Cat+NEFA+AsntLys
+Ile;0.785, 245, 982, 1+ALB+BUN+ALT+gGT+Asn+0rn; 0, 785, 246. 110, 1+ALB+BUN+
ALT+gGT+T-BIL+Asn; 0. 785, 248, 560, 1+ALB+NEFA+Glc+His+Asn+0rn; 0. 785, 246.
104, 1+ALB+ALT+gGT+Asn+Lys+Ile;0. 785, 248, 613, 1+ALB+AST+gGT+Asn+0rntI le
;0.785, 245, 930, 1+ALB+BUN+ALT+T-BIL+Asn+0rn; 0, 785, 250, 882, 1+ALB+gGT+Hi
s+Asn+Lys+Ile; 0. 785, 244, 943, 1+ALB+ALT+Asn+Asp+Tyr+Trp;0. 785, 245, 209, 1
+ALB+BUN+AST+ALT+Asn+Thr; 0. 785, 245, 561, 1+ALB+BUN+ALT+NEFA+AsntLys; 0.7
85, 246, 055, 1+ALB+BUN+ALT+NEFA+T-BIL+Asn; 0, 785, 245, 961, 1+ALB+ALT+BHBA+
AsntLystI le; 0,784, 246, 895, 1+ALB+AST+ALT+Glc+Asn+Ile; 0. 784, 248, 255, 1+A
LB+BUN+G Lc+Asn+Thr+Ile;0. 784, 251. 926, 1+ALB+Asn+Arg+Lys+Tyr+Trp; 0. 784,
244,958, 1+ALB+BUN+AST+ALT+Asn+Trp; 0. 784, 246. 982, 1+ALB+BUN+T-BIL+His+A
sntlLys;0. 784, 244,708, 1+ALB+BUN+Ca+ALT+His+Asn; 0, 784, 247, 862, 1+ALB+ALT
+Asnt+Arg+Tyr+Val; 0. 784, 245, 979, 1+ALB+BUN+ALT+NEFA+Asn+0rn; 0, 784, 249, 3
04, 1+ALB+AST+Hist+AsntLys+I le; 0. 784, 246, 092, 1+ALB+BUN+ALT+NEFA+BHBA+As
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n;0.784, 249, 075, 1+ALB+BUN+NEFA+T-BIL+Asn+I le; 0. 784, 245, 548, 1+ALB+BUN+
ALT+Asn+0rn+Lys;0. 784, 247,739, 1+ALB+ALT+G lc+His+Asn+Thr; 0, 784, 242, 373
, 1+ALB+BUN+ALT+Asn+Asp+0rn; 0, 784, 245, 545, 1+ALB+BUN+ALT+T-BIL+Asn+Lys;
0.784, 247, 286, 1+ALB+BUN+BHBA+H i stAsntLys; 0. 784, 250. 623, 1+ALB+NEFA+Asn
+Arg+Thr+Ile;0.784, 246,788, 1+

ALB+ALT+NEFAtHis+Asn+0rn; 0. 784, 245, 242, 1+ALB+BUN+AST+ALT+Glc+Asn; 0. 78
4,245, 558, 1+ALB+ALT+Glc+His+Asn+Arg; 0. 784, 247, 476, 1+ALB+BUN+T-BIL+Glc
+His+Asn;0. 784, 247,788, 1+ALB+ALT+Asn+Arg+0rn+Tyr; 0, 784, 245, 068, 1+ALB+
BUN+AST+ALT+Asn+Phe; 0. 784, 246, 893, 1+ALB+BUN+NEFA+His+Asn+0rn; 0. 784, 24
8.466, 1+ALB+Glc+Asn+Arg+Lys+Ile; 0. 784, 247, 135, 1+ALB+BUN+H i s+Asn+Arg+L
ys;0.784, 248, 888, 1+ALB+NEFA+T-BIL+Asn+Arg+Ile; 0, 784, 250. 456, 1+ALB+T-B
IL+His+Asn+Lys+Ile;0. 784, 249, 763, 14+ALB+T-BIL+His+Asn+Arg+Ile; 0. 784, 24
9.896, 1+ALB+BHBA+AsntArg+Lys+I le; 0. 784, 245, 968, 1+ALB+BUN+ALT+BHBA+Asn
+0rn; 0,784, 246, 064, 1+ALB+ALT+T-BIL+Asn+Lys+I le; 0. 784, 249, 355, 1+ALB+BH
BA+GlctAsn+0rn+Ile; 0,784, 248,516, 1+ALB+G lct+Asn+Arg+0rn+Ile; 0. 784, 249,
688, 1+ALB+BHBA+His+Asn+Arg+Ile; 0. 784, 251, 968, 1+ALB+Asn+Arg+Tyr+Val+Tr
p;0.784,247, 872, 1+ALB+BUN+T-BIL+Glc+Asn+Ile; 0. 784, 248, 981, 1+ALB+G Lc+A
sn+Thr+0rn+Ile; 0. 784, 244, 220, 1+ALB+BUN+Asn+3MeHis+Asp+Tyr ;0. 784, 247, 1
61, 1+ALB+BUN+AST+NEFA+Asn+I le; 0. 784, 247, 437, 1+ALB+Ca+ALT+GLlc+Asn+I Le;
0.784, 248, 414, 1+ALB+ALT+Asn+0rn+Tyr+Trp; 0, 784, 247, 169, 1+ALB+BUN+T-BIL
+His+Asn+0rn; 0, 784, 249, 648, 1+ALB+AST+T-BIL+Asn+Lys+Ile; 0. 784, 247. 869,
1+ALB+AST+AsntArgtLys+Ile; 0,784, 248. 851, 1+ALB+ALT+NEFA+BHBAtAsn+I le; 0
. 784, 246, 825, 1+ALB+ALT+BHBA+His+Asn+0rn; 0. 784, 246, 829, 1+ALB+ALT+gGT+H
is+Asn+0rn; 0,784, 248. 990, 1+ALB+ALT+Asn+3MeHis+Tyr+Trp; 0. 784, 249, 441, 1
+ALB+G lctAsntThr+Lys+Ile; 0. 784, 245, 512, 1+ALB+BUN+ALT+BHBA+Asn+Lys; 0.7
84, 250, 043, 1+ALB+Asn+Arg+Thr+0rn+Ile; 0. 784, 247, 396, 1+ALB+BUN+Cat+Asn+A
rg+lle;0.784, 251,475, 1+ALB+T-BIL+BHBA+Asn+Lys+Ile; 0. 784, 245,710, 1+ALB
+BUN+AST+ALT+Asn+Tyr ;0. 784, 246. 331, 1+ALB+BUN+Asn+Asp+Tyr+Val ;0. 784, 24
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9. 184, 1+ALB+AST+AsntThr+Lys+Ile; 0. 784, 250, 599, 1+ALB+CatHis+Asn+Lys+I L
e;0.784, 245, 979, 1+ALB+BUN+ALT+T-BIL+BHBA+Asn; 0, 784, 249, 602, 1+ALB+T-BI
L+Glc+Asn+Lys+Ile; 0. 784, 245, 054, 1+ALB+ALT+Asn+Arg+Asp+Tyr ;0. 784, 248, 7
91, 1+ALB+CatHis+Asn+0rn+Ile; 0. 784, 249, 337, 1+ALB+BUN+Asn+Lys+Tyr+Phe; 0
. 784, 247,714, 1+ALB+ALT+Asn+Arg+Lys+Tyr ;0. 784, 248, 883, 1+ALB+BUN+NEFA+A
sntLys+Tyr;0, 784, 249, 130, 1+ALB+BUN+NEFA+BHBA+Asn+I le; 0. 784, 250. 301, 1+
ALB+T-BIL+Asn+ArgtLys+Ile;0. 784, 250. 071, 1+ALB+AST+BHBA+AsntLys+I le;0.
783, 244, 645, 1+ALB+BUN+AST+ALT+His+Asn; 0, 783, 245, 421, 1+ALB+BUN+ALT+Asn
+Arg+lLys;0. 783, 253. 020, 1+ALB+NEFA+Asn+Tyr+Phe+Trp; 0. 783, 245, 801, 1+ALB
+BUN+Asn+Asp+Val+Trp; 0. 783, 249, 830, 1+ALB+Asn+Arg+0rn+Lys+Ile; 0. 783, 24
8.214, 1+ALB+AST+G lc+AsntLys+Ile; 0. 783, 249. 210, 1+ALB+AST+Asn+Arg+Tyr+4T
rp;0.783, 248. 995, 1+ALB+BUN+NEFA+Asn+Thr+I le; 0. 783, 248, 641, 1+ALB+BUN+A
sn+Val4+Phe+Trp;0. 783, 250, 234, 1+ALB+NEFA+His+Asn+Thr+Lys; 0. 783, 249. 596
, 1+ALB+NEFA+GLlct+His+AsntLys; 0. 783, 247, 284, 1+ALB+BUN+NEFA+G Lc+His+Asn;
0.783, 247, 374, 1+ALB+BUN+gGT+His+Asn+0rn; 0, 783, 247, 557, 1+ALB+BUN+gGT+H
is+Asn+lLys; 0. 783, 246, 285, 1+ALB+BUN+AST+His+Asn+0rn; 0. 783, 249, 384, 1+AL
B+T-BIL+Glc+Asnt0Orn+Ile; 0, 783, 247. 636, 1+ALB+AST+His+Asn+Arg+I le; 0. 783
, 245,533, 1+ALB+BUN+CatALT+Asn+Arg; 0. 783, 245, 646, 1+ALB+AST+ALT+AsntLys
+Ile;0.783, 247, 383, 14+ALB+AST+Glc+AsntArg+I le; 0. 783, 246, 768, 1+ALB+ALT+
T-BIL+His+Asn+0rn;0. 783, 248. 468, 1+ALB+BUN+Asn+3MeHis+Val+Trp;0. 783, 24
6. 559, 1+ALB+ALT+GlctHist+AsntLys; 0. 783, 247, 431, 1+ALB+BUN+AST+His+Asn+I
le; 0,783,248, 114, 1+ALB+ALT+NEFA+T-BIL+Asn+I le; 0. 783, 245, 886, 1+ALB+ALT
+His+Asn+Arg+0rn; 0. 783, 246, 281, 1+ALB+BUN+Asn+Asp+0rn+Tyr ;0. 783, 248, 57
0, 1+ALB+Ca+AST+Asn+0rn+I le; 0. 783, 249, 595, 1+ALB+Asn+Thr+0rn+Lys+Ile; 0.
783, 248. 613, 1+ALB+BUN+Asn+0rn+Val+Trp; 0. 783, 252, 623, 1+ALB+Asn+0rn+Tyr
+Phe+Trp; 0. 783, 248. 108, 1+ALB+BUN+gGT+Glc+Asn+Ile; 0. 783, 251, 213, 1+ALB+
BHBA+Asn+Thr+Lys+I le; 0. 783, 248. 233, 1+ALB+BUN+Ca+G Lc+Asn+I le; 0. 783, 250
. 633, 1+ALB+BHBA+Asn+Thr+0rn+Ile; 0, 783, 251, 222, 1+ALB+gGT+Asn+Thr+Lys+I
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le;0.783,242, 177, 1+ALB+BUN+AST+ALT+Asn+Asp; 0. 783, 248, 012, 1+ALB+BUN+NE
FA+His+Asn+Ile; 0, 783, 249, 558, 1+ALB+BUN+T-BIL+BHBA+Asn+Ile; 0. 783, 249. 8
10, 1+ALB+HistAsntArg+Thr+Ile;0. 783, 249, 931, 1+ALB+NEFA+T-BIL+Asn+0rn+I
le;0.783, 246, 709, 1+ALB+BUN+AST+His+Asn+Lys; 0. 783, 246. 029, 1+ALB+BUN+Ca
+ALT+gGT+Asn; 0, 783, 246. 080, 1+ALB+ALT+His+Asn+Arg+Thr; 0. 783, 249, 199, 1+
ALB+BUN+Asn+3MeHis+Tyr+Phe; 0. 783, 248, 804, 1+ALB+BUN+NEFA+Asn+Val+Trp;0
. 783, 249, 159, 1+ALB+BUN+gGT+NEFA+Asn+I le; 0. 783, 249, 621, 1+ALB+Asn+Arg+T
hr+Lys+Ile;0. 783, 245, 256, 1+ALB+BUN+AST+ALT+Asn+Arg; 0. 783, 249, 907, 1+AL
B+AST+Asn+0rn+Tyr+Trp; 0. 783, 245, 992, 1+ALB+Ca+ALT+AsntLys+Ile;0. 783, 24
5.290, 1+ALB+BUN+AST+ALT+AsntLys; 0. 783, 248, 030, 1+ALB+BUN+AST+gGT+Asn+I
le;0.783, 250, 765, 1+ALB+gGT+NEFA+AsntArg+Ile; 0, 782, 246, 029, 1+ALB+BUN+C
a+ALT+NEFA+Asn; 0. 782, 245, 465, 1+ALB+BUN+Ca+ALT+Asn+Lys ;0. 782, 250, 420, 1
+ALB+NEFA+GlctHistAsn+Ile; 0. 782, 246. 606, 1+ALB+ALT+HistAsn+0rn+Lys; 0.7
82,247, 845, 1+ALB+ALT+T-BIL+Glc+His+Asn; 0, 782, 245, 743, 1+ALB+BUN+AST+AL
T+Asn+3MeHis; 0. 782, 246, 006, 1+ALB+BUN+Ca+ALT+T-BIL+Asn; 0. 782, 245,783, 1
+ALB+BUN+AST+ALT+Asn+Val; 0. 782, 248, 448, 1+ALB+ALT+NEFA+His+Asn+Ile; 0.7
82,249, 084, 1+ALB+ALT+Asn+Tyr+Val+Trp; 0. 782, 250, 984, 1+ALB+T-BIL+BHBA+A
sn+0rn+Ile; 0,782, 249, 898, 1+ALB+AST+gGT+Asn+Lys+I le;0. 782, 247, 281, 1+AL
B+BUN+Ca+His+Asn+0rn; 0, 782, 249, 084, 1+ALB+ALT+NEFA+Asn+Tyr+Trp;0.782, 2
49. 111, 1+ALB+ASTHNEFA+GLlct+Asn+I le; 0. 782, 248, 725, 1+ALB+ALT+NEFA+G Lc+As
ntThr; 0,782, 249, 381, 1+ALB+BUN+Asn+0rn+Tyr+Phe; 0, 782, 246. 176, 1+ALB+BUN
+Asn+Arg+Asp+Tyr; 0. 782, 246, 252, 1+ALB+ALT+NEFA+H i s+Asn+Arg; 0. 782, 246. 8
85, 1+ALB+BUN+NEFA+His+Asn+Arg; 0. 782, 247, 640, 1+ALB+BUN+AST+T-BIL+Asn+I
le;0.782,252, 571, 1+ALB+NEFA+AsntLys+Tyr+Trp; 0, 782, 247, 822, 1+ALB+ALT+g
GT+Glct+His+Asn; 0, 782, 248, 784, 1+ALB+BUN+Asn+3MeHis+Lys+Val ;0. 782, 248. 2
80, 1+ALB+AST+NEFA+His+Asn+0rn; 0. 782, 250, 505, 1+ALB+CatAsn+0rn+Lys+I le;
0.782, 249, 305, 1+ALB+ALT+Asn+Tyr+Val+Phe; 0, 782, 249, 098, 1+ALB+BUN+NEFA+
Glct+Asn+Thr;0.782, 248, 684, 1+ALB+BUN+Asn+Arg+Val+Trp; 0. 782, 246, 839, 1+A
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LB+BUN+AST+Glc+His+Asn; 0, 782, 246, 752, 1+ALB+Ca+ALT+His+Asn+0rn; 0, 782, 2
48, 893, 1+ALB+BUN+Ca+NEFA+Asn+I Le; 0. 782, 246. 382, 1+ALB+ALT+BHBA+His+Asn
+Arg; 0,782, 246, 862, 1+ALB+ALT+His+Asn+Thr+Lys;0, 782, 248, 501, 1+ALB+ALT+
AsntLys+Tyr+Trp;0.782, 247, 153, 1+ALB+AST+ALT+Asn+Arg+Tyr; 0, 782, 245, 891
, 1+ALB+BUN+Ca+ALT+Asn+0rn; 0. 782, 245, 970, 1+ALB+BUN+Ca+ALT+BHBA+Asn; 0. 7
82,248, 994, 1+ALB+BUN+NEFA+Asn+Arg+Tyr ;0. 782, 245, 618, 1+ALB+BUN+AST+ALT
+Asn+0rn; 0. 782, 247, 059, 1+ALB+BUN+Hi s+Asn+Arg+0rn; 0, 782, 252, 922, 1+ALB+
NEFA+Asn+0rn+Tyr+Phe; 0. 782, 247, 556, 1+ALB+ALT+BHBA+Glc+His+Asn; 0. 782, 2
50. 705, 1+ALB+T-BIL+Asn+0Orn+Lys+Ile;0. 782, 248, 908, 1+ALB+ALT+NEFA+Asn+T
hr+Ile;0.782,249, 552, 1+ALB+NEFA+His+Asn+Thr+0rn; 0, 782, 247, 978, 1+ALB+B
UN+Glct+His+Asn+Thr; 0,782, 248, 140, 1+ALB+AST+ALT+Asn+Tyr+Trp; 0. 782, 250.
971, 1+ALB+T-BIL+AsntThr+Lys+Ile; 0. 782, 252, 168, 1+ALB+NEFA+AsntArg+Tyr+
Phe;0.782, 253, 253, 1+ALB+NEFA+AsntLys+Tyr+Phe; 0, 782, 249, 002, 1+ALB+ALT+
NEFA+T-BIL+Asn+Thr; 0,782, 253. 243, 1+ALB+Asn+Lys+Tyr+Phe+Trp; 0. 782, 245,
800, 1+ALB+BUN+AST+ALT+NEFA+Asn; 0. 782, 245, 821, 1+ALB+BUN+AST+ALT+T-BIL+
Asn;0.782,252,478, 1+ALB+NEFA+Asn+0rn+Tyr+Trp; 0, 782, 252, 633, 1+ALB+Asn+
OrntTyr+Val+4Trp;0. 782, 245, 761, 1+ALB+BUN+AST+ALT+gGT+Asn; 0. 782, 250, 027
, 1+ALB+gGT+Glc+Asn+Lys+Ile; 0. 781, 253, 213, 1+ALB+Asn+Lys+Tyr+Val+Trp;0.
781, 247, 368, 1+ALB+BUN+AST+Asn+Thr+Lys; 0. 781, 247, 501, 1+ALB+BUN+H i s+Asn
+Arg+Thr;0.781, 251, 015, 1+ALB+gGT+Asn+Thr+0rn+I le; 0. 781, 250. 487, 1+ALB+
gGT+Asn+Arg+0rn+Ile; 0. 781, 248. 126, 1+ALB+BUN+NEFA+Asn+Thr+Lys; 0. 781, 24
6. 345, 1+ALB+ALT+T-BIL+His+AsntArg; 0. 781, 249, 194, 1+ALB+BUN+Asn+Arg+Tyr
+Phe; 0. 781, 249, 625, 1+ALB+BUN+BHBA+Asn+Thr+Ile;0. 781, 249, 866, 1+ALB+BHB
A+Glc+AsntArg+Ile; 0,781, 249, 380, 1+ALB+Ca+Glc+Asn+0rn+Ile; 0. 781, 247. 61
0, 1+ALB+ALT+Glc+Asn+Thr+0rn; 0, 781, 248, 914, 1+ALB+ALT+T-BIL+Asn+Thr+I le
;0.781, 245, 393, 1+ALB+ALT+Asn+Asp+Tyr+Phe; 0, 781, 249, 334, 1+ALB+BUN+Asn+
Arg+Lys+Tyr;0.781, 249, 416, 1+ALB+Asn+Asp+0rn+Tyr+Trp; 0. 781, 249, 036, 1+A
LB+Asn+Arg+Asp+Tyr+Trp;0. 781, 250. 694, 1+ALB+gGT+Asn+0rn+Lys+I le; 0. 781,



WO 2018/003638 164 PCT/JP2017/022927

249,419, 1+ALB+BUN+CatAsntThr+Ile; 0,781,251, 113, 1+ALB+Ca+BHBA+Asn+0rn+
Ile;0.781,250, 192, 1+ALB+CatAsntArgtLys+Ile; 0, 781, 248, 949, 1+ALB+G Lc+Hi
s+Asn+Thr+0rn; 0, 781, 249, 534, 1+ALB+BUN+gGT+T-BIL+Asn+Ile;0. 781, 249, 311
, 1+ALB+BUN+Asn+Lys+Phe+Trp;0. 781, 251, 384, 1+ALB+gGT+NEFA+Asn+0rn+Ile; 0
. 781, 245, 203, 1+ALB+BUN+Asn+3MeHis+Asp+Trp; 0. 781, 250. 779, 1+ALB+Ca+NEFA
+Asnt+Arg+Ile; 0,781, 251, 046, 1+ALB+T-BIL+Asn+Thr+0rn+Ile;0. 781, 245, 747,
1+ALB+BUN+AST+ALT+BHBA+Asn; 0, 781, 247, 830, 1+ALB+BUN+AST+Asn+Thr+Ile;0,
781, 250, 248, 1+ALB+gGT+AsntArg+Lys+Ile; 0. 781, 250, 854, 1+ALB+T-BIL+BHBA+
AsntArg+Ile;0.781, 248, 032, 1+ALB+ALT+NEFA+Asn+Thr+Lys; 0. 781, 249, 380, 1+
ALB+BUN+T-BIL+AsntThr+Ile; 0,781, 247,863, 1+ALB+BUN+gGT+G lctHis+Asn; 0.7
81, 246, 921, 1+ALB+BUN+G Lc+His+Asn+Arg; 0. 781, 247, 959, 1+BCAA+Lys+Phe+ALT
+ALB+BUN; 0. 781, 249. 074, 1+ALB+BUN+Asn+3MeHis+Lys+Tyr;0. 781, 250, 959, 1+A
LB+Asn+3MeHis+Arg+Tyr+Trp;0. 781, 248. 348, 1+ALB+AST+ALT+Asn+Thr+Ile; 0.7
81,249, 079, 1+ALB+NEFA+GlctHis+Asn+Arg; 0. 781, 246, 670, 1+ALB+BUN+Asn+Asp
+Lys+Trp;0.781, 249, 607, 1+ALB+gGT+His+Asn+Arg+Ile; 0. 781, 250. 564, 1+ALB+
T-BIL+Asn+Arg+Orn+Ile;0. 781, 249, 119, 1+ALB+ALT+gGT+NEFA+Asn+I le; 0. 781,
251,270, 1+ALB+NEFA+GLlct+HistAsntThr;0. 781, 249, 688, 1+ALB+BUN+Asn+0rntLy
s+Tyr;0.781, 249, 301, 1+ALB+BUN+Asn+0rn+Lys+Trp; 0. 781, 247, 306, 1+ALB+BUN
+BHBA+His+Asn+0rn;0. 781, 249, 275, 1+ALB+gGT+Glc+Asn+0rn+I le; 0. 781, 248.7
13, 1+ALB+AST+BHBA+Asn+Arg+Ile;0. 781, 247, 833, 1+ALB+Ca+ALT+Glc+His+Asn;
0.781, 245, 756, 1+ALB+ALT+Asn+Asp+0rn+Tyr ;0. 781, 250, 739, 1+ALB+AST+Asn+L
ys+Tyr+Trp;0.781, 250, 020, 1+ALB+Ca+Glc+Asn+Lys+Ile; 0. 781, 252, 681, 1+ALB
+Asn+0rn+Lys+Tyr+Trp; 0. 781, 248, 269, 1+ALB+ALT+NEFA+Asn+Thr+0rn; 0. 781, 2
44,931, 1+ALB+ALT+Asn+3MeHis+Asp+Tyr ;0. 781, 248, 117, 1+ALB+BUN+BHBA+G Lc+
Asntlle;0.781, 248, 069, 1+ALB+AST+Glc+His+Asn+0rn; 0. 781, 248, 414, 1+ALB+B
UN+T-BIL+His+Asn+I le; 0. 781, 248, 829, 1+ALB+BUN+His+Asn+Thr+Ile;0. 781, 24
6. 347, 1+ALB+Ca+ALT+His+Asn+Arg; 0. 781, 248, 991, 1+ALB+ALT+gGT+Asn+Thr+I 1
e;0.781, 248,795, 1+ALB+AST+T-BIL+AsntArg+l le; 0. 781, 248, 270, 1+ALB+ALT+g
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GT+Asn+Thr+0rn;0. 781, 251, 415, 1+ALB+T-BIL+His+Asn+Thr+Lys; 0. 781, 249, 17
5, T+ALB+BUN+NEFA+AsntLys+Trp; 0. 781, 247, 099, 1+ALB+BUN+AST+Asn+Val+Trp;
0.781, 250,507, 1+ALB+Ca+Asn+Arg+0rn+Ile; 0. 781, 246, 355, 1+ALB+ALT+gGT+Hi
stAsn+Arg;0.781, 251, 213, 1+ALB+CatNEFA+Asn+0Orn+Ile; 0. 781, 252, 219, 1+ALB
+Asn+3MeHis+0rn+Tyr+Trp;0. 781, 246, 489, 1+ALB+BUN+Asn+Arg+Asp+Trp; 0. 781
, 248, 083, 1+ALB+BUN+AST+AsntArg+Tyr ;0. 780, 248, 847, 1+ALB+BUN+Asn+3MeHis
+Lys+Trp; 0. 780, 250. 056, 1+ALB+BHBA+G Lc+Asn+Lys+Ile; 0. 780, 249, 445, 1+ALB
+Asn+Asp+Lys+Tyr+Trp;0. 780, 248. 369, 1+ALB+BUN+AST+Asn+Lys+Tyr ;0. 780, 24
4,597, 1+ALB+BUN+AST+Asn+Asp+Tyr ;0. 780, 250. 716, 1+ALB+GLlc+His+Asn+Thr+L
ys;0.780, 247,790, 1+ALB+ALT+Asn+Thr+0rntLys; 0. 780, 249, 135, 1+ALB+ALT+NE
FA+Asn+0rn+Tyr ;0. 780, 246, 585, 1+ALB+BUN+NEFA+Asn+Asp+Trp;0. 780, 246, 630
, 1+ALB+BUN+Asn+Asp+Phe+Trp; 0. 780, 247. 904, 1+ALB+BUN+AST+NEFA+Asn+Thr ;0
. 780, 251,141, 1+ALB+gGT+BHBA+Asn+0rn+I le; 0. 780, 247, 391, 1+ALB+BUN+Ca+Hi
st+Asn+lLys;0.780, 251, 272, 1+ALB

+NEFA+T-BIL+Glc+His+Asn; 0. 780, 249, 304, 1+ALB+NEFA+Asn+Asp+Tyr+Trp;0.78
0, 249, 788, 1+ALB+T-BIL+Glct+AsntArg+Ile; 0. 780, 248, 286, 1+ALB+AST+ALT+NEF
A+Asn+Ile;0.780, 248, 442, 14+ALB+AST+His+Asn+Thr+0rn; 0. 780, 250, 377, 1+ALB
+AST+NEFA+Asn+Tyr+Trp; 0. 780, 249, 096, 1+ALB+ALT+gGT+BHBA+Asn+I le; 0. 780,
249,762, 1+ALB+BUN+gGT+BHBA+Asn+I le; 0. 780, 247, 370, 1+ALB+BUN+T-BIL+His+
Asn+Arg;0.780, 248. 577, 1+ALB+ALT+T-BIL+His+Asn+I le; 0, 780, 248, 860, 1+ALB
+ALT+NEFA+T-BIL+GlctAsn;0. 780, 248, 950, 1+ALB+ALT+BHBA+Asn+Thr+I le;0. 78
0, 248. 249, 1+ALB+ALT+BHBA+Asn+Thr+0rn; 0. 780, 249, 303, 1+ALB+BUN+Asn+Arg+
Lys+Trp;0. 780, 248. 022, 1+ALB+BUN+AST+BHBA+Asn+I le; 0. 780, 248, 536, 1+ALB+
ALT+HistAsn+Thr+Ile; 0. 780, 249, 120, 1+ALB+BUN+NEFA+Asn+Thr+0rn; 0. 780, 25
2.016, 1+ALB+gGT+T-BIL+Asn+Lys+Ile;0. 780, 248. 372, 1+ALB+BUN+NEFA+H i stAs
ntThr; 0,780,249, 217, 1+ALB+T-BIL+Glc+His+Asn+0rn; 0, 780, 247, 114, 1+ALB+B
UN+AST+NEFA+His+Asn; 0. 780, 249, 466, 1+ALB+BUN+Ca+gGT+Asn+I Le; 0. 780, 248,
982, 1+ALB+Ca+ALT+NEFA+Asn+Ile; 0, 780, 249, 073, 1+ALB+ALT+T-BIL+BHBA+Asn+
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Ile;0.780, 249,700, 1+ALB+BUN+Asn+Lys+Tyr+Val;0. 780, 248, 439, 1+ALB+ALT+N
EFA+T-BIL+His+Asn;0. 780, 249, 919, 1+ALB+NEFA+His+Asn+0rn+Lys; 0. 780, 249,
779, 1+ALB+G lc+Asn+Arg+Thr+Ile; 0. 780, 249, 796, 1+ALB+Ca+AST+Asn+Lys+I le;
0.780,248. 017, 1+ALB+BUN+Ca+tG lc+His+Asn; 0. 780, 248, 956, 1+ALB+ALT+Asn+3M
eHis+0rn+Tyr; 0. 780, 249, 398, 1+ALB+gGT+Glc+His+Asn+0rn; 0. 780, 249, 069, 1+
ALB+BUN+NEFA+AsntLys+Val; 0, 780, 249, 002, 1+ALB+BUN+Asn+3MeHis+Phe+Trp;0
. 780, 245, 324, 1+ALB+BUN+Asn+3MeH i s+AsptLys; 0, 780, 248, 635, 1+ALB+AST+Asn
+Arg+Thr+lle; 0. 780, 247,763, 1+ALB+BUN+Ca+AST+Asn+tI le; 0. 780, 248,612, 1+A
LB+BUN+CatHistAsn+Ile; 0. 780, 248. 708, 1+ALB+ALT+BHBA+G lctAsn+Thr ;0. 780,
248,785, 1+ALB+ALT+NEFA+Hist+Asn+Thr ;0. 780, 249, 992, 1+ALB+BUN+Asn+Tyr+Va
l+Phe; 0. 780, 246. 141, 1+ALB+ALT+His+Asn+Arg+tLys; 0. 780, 249, 740, 1+ALB+NEF
A+T-BIL+His+Asn+0rn; 0. 780, 249, 745, 1+ALB+Asn+Asp+Tyr+Phe+Trp; 0. 780, 246
. 922, 1+ALB+BUN+Asn+AsptLystVal; 0, 780, 247. 290, 1+ALB+ALT+NEFA+H i stAsn+L
ys;0.780, 248, 889, 1+ALB+Ca+tALT+Asn+Thr+I le; 0. 780, 248,601, 1+ALB+ALT+gGT
+His+AsntIle; 0. 780, 248, 409, 1+ALB+BUN+T-BIL+Asn+Thr+Lys; 0. 780, 248. 769,
1+ALB+ALT+AsntLys+Tyr+Phe; 0. 780, 251. 441, 1+ALB+NEFA+T-BIL+Glct+AsntI le;
0.780, 245, 899, 1+ALB+ALT+Asn+3MeHis+Asp+Phe; 0, 780, 248, 852, 1+ALB+AST+AL
T+Asn+Tyr+Phe; 0. 780, 249, 568, 1+ALB+BUN+gGT+Asn+Thr+Ile;0. 780, 249. 675, 1
+ALB+BUN+Asn+Arg+0rn+Tyr ;0. 780, 250. 066, 1+ALB+NEFA+BHBA+H i s+Asn+0rn; 0,
780, 246, 351, 1+ALB+AST+ALT+His+Asn+0rn; 0, 780, 248, 495, 1+ALB+AST+ALT+gGT
+Asn+Ile;0. 780, 246. 509, 1+ALB+BUN+Asn+Asp+0rn+Trp; 0. 780, 247. 469, 1+ALB+
ALT+Glc+Asn+Arg+Thr; 0,780, 247. 647, 1+ALB+ALT+G lc+Asn+Thr+Lys; 0. 780, 248
. 086, 1+ALB+ALT+T-BIL+Asn+Thr+0rn;0. 780, 245, 819, 1+ALB+ALT+Asn+3MeHis+A
sptTrp;0.780, 247, 960, 1+BCAA+Trp+Phe+ALT+ALB+BUN; 0. 780, 249, 435, 1+ALB+A
STHNEFA+Glc+His+Asn; 0. 780, 246, 622, 1+ALB+BUN+AST+His+Asn+Arg; 0. 780, 248
. 845, 1+ALB+ALT+T-BIL+Glc+Asn+Thr ;0. 780, 246, 061, 1+ALB+ALT+NEFA+Asn+Asp
+Tyr;0.780, 249, 232, 14+ALB+Glc+His+Asn+Arg+0rn; 0. 780, 249, 496, 1+ALB+Glc+
HistAsn+OrntlLys; 0. 780, 252, 099, 1+ALB+gGT+BHBA+AsntLys+Ile;0. 780, 248, 47
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2, 1+ALB+BUN+AST+Asn+0rn+Tyr; 0. 780, 248, 148, 1+ALB+ALT+BHBA+Asn+Thr+Lys;
0.780, 248, 897, 1+ALB+BUN+G Lc+Asn+Thr+0rn; 0, 780, 248, 455, 1+ALB+BUN+AST+A
sn+Tyr+Phe; 0, 780, 249, 108, 1+ALB+BUN+NEFA+Asn+3MeHis+Trp; 0. 780, 249, 357,
1+ALB+BUN+NEFA+Asn+0rn+Trp; 0. 780, 248. 526, 1+ALB+ASTH+ALT+T-BIL+Asn+I le;
0.780, 249, 744, 1+ALB+Ca+His+Asn+Arg+Ile; 0. 780, 248, 892, 1+ALB+BUN+Asn+3M
eHis+Arg+Tyr;0.780, 249, 307, 1+ALB+BUN+NEFA+Asn+Phe+Trp; 0. 780, 248. 866, 1
+ALB+AST+gGT+Asn+Arg+I le; 0. 779, 249, 870, 1+ALB+Ca+Glc+Asn+Arg+Ile; 0. 779
, 250,151, 1+ALB+T-BIL+His+Asn+Thr+0rn; 0. 779, 247, 915, 1+ALB+BUN+AST+G Lc+
Asn+Thr; 0,779, 248, 535, 1+ALB+BUN+NEFA+T-BIL+His+Asn;0. 779, 249,742, 1+AL
B+BUN+NEFA+Asn+0rn+Tyr; 0,779, 248. 518, 1+ALB+AST+ALT+BHBA+Asn+tI le; 0. 779
, 250, 928, 1+ALB+CatAsn+Thr+0rn+Ile;0. 779, 249. 334, 1+ALB+BUN+Ca+T-BIL+As
ntIle;0.779,248. 594, 1+ALB+ALT+BHBA+His+Asn+Ile;0. 779,248,710, 1+ALB+AL
T+Asn+0rn+Val+Trp;0.779, 247, 606, 1+ALB+BUN+BHBA+H i s+Asn+Arg; 0. 779, 248,
775, 1+ALB+BUN+gGT+His+Asn+Ile;0. 779, 251, 012, 1+ALB+AST+Asn+Tyr+Phe+Trp
;0.779, 249, 437, 1+ALB+AST+NEFA+H i s+Asntlys; 0. 779, 252, 964, 1+ALB+Asn+3Me
His+Orn+Tyr+Phe;0. 779, 249, 840, 1+ALB+BUN+NEFA+T-BIL+Asn+Thr ;0. 779, 249,
065, 1+ALB+ALT+AsntVal+PhetTrp; 0, 779, 252, 260, 1+ALB+NEFA+Asn+Arg+Lys+Ty
r;0.779, 249, 082, 1+ALB+BUN+Asn+3MeHis+0rn+Trp;0. 779, 249, 076, 1+ALB+ALT+
gGT+T-BIL+Asn+Ile;0. 779, 250. 367, 1+ALB+NEFA+Asn+Asp+Tyr+Phe; 0. 779, 249,
514, 1+ALB+gGT+G lctAsntArgtIle; 0,779, 251, 771, 1+ALB+Ca+T-BIL+Asn+Lys+I L
e;0.779, 248. 166, 1+ALB+ALT+gGT+Asn+Thr+Lys;0. 779, 251, 885, 1+ALB+NEFA+BH
BA+Glct+Asn+Ile; 0. 779, 250, 200, 1+ALB+gGT+NEFA+His+Asn+0rn; 0, 779, 246, 027
, 1+ALB+AST+ALT+His+Asn+Arg; 0. 779, 245, 702, 1+ALB+BUN+Ca+AST+ALT+Asn; 0. 7
79,251,019, 1+ALB+CatAsn+Thr+Lys+I le; 0. 779, 248. 972, 1+ALB+ALT+NEFA+BHBA
+His+Asn;0. 779, 249, 754, 1+ALB+Asn+Asp+Tyr+Val+Trp; 0. 779, 249. 800, 1+ALB+
NEFA+Asn+Asp+Lys+Tyr;0.779, 251, 162, 1+ALB+BHBA+Asn+Arg+Thr+Ile;0.779, 2
47,567, 1+ALB+BUN+AST+NEFA+Asn+Trp; 0. 779, 249, 295, 1+ALB+AST+His+Asn+0rn
+Lys;0.779, 250. 252, 1+ALB+BHBA+H i s+Asn+Thr+0rn; 0, 779, 248, 347, 1+ALB+ALT
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+Asnt+Arg+Val+Trp; 0. 779, 249, 113, 1+ALB+ALT+Asn+0rn+Tyr+Val;0. 779, 247, 96
2, 1+Ala+Trp+Phe+ALT+ALB+BUN; 0. 779, 249, 634, 1+ALB+BUN+NEFA+Asn+Val+Phe;
0.779, 250. 460, 1+ALB+AST+His+Asn+Thr+Lys; 0, 779, 247, 010, 1+ALB+BUN+NEF A+
Asn+AsptLys;0.779, 247, 694, 1+ALB+BUN+AST+Asn+Arg+Trp; 0. 779, 252, 423, 1+A
LB+Asn+3MeHis+Lys+Tyr+Trp; 0,779, 249, 694, 1+ALB+BUN+Asn+3MeHis+0rn+Val;
0.779, 248, 159, 1+ALB+ALT+T-BIL+Asn+Thr+Lys;0. 779, 249, 292, 1+ALB+BUN+T-B
IL+Glc+Asn+Thr;0. 779, 251, 274, 1+ALB+gGT+NEFA+G Lc+His+Asn; 0, 779, 249, 802
, 1+ALB+BUN+Asn+Arg+Tyr+Val;0. 779, 248. 917, 1+ALB+BUN+Asn+3MeHis+Arg+Trp
;0.779, 249, 378, 1+ALB+BUN+Asn+Arg+Phe+Trp; 0. 779, 246. 805, 1+ALB+AST+Asn+
Asp+Tyr+Trp;0.779, 251, 330, 1+ALB+Ca+NEFA+G Lc+His+Asn; 0. 779, 249, 819, 1+A
LB+BUN+gGT+NEFA+Asn+Thr ;0. 779, 251, 981, 1+ALB+gGT+His+Asn+Thr+Lys; 0. 779
, 247,651, 1+ALB+AST+ALT+Asn+Thr+Lys; 0. 779, 249, 414, 1+ALB+BUN+Asn+0rn+Ph
e+Trp;0.779, 247, 040, 1+ALB+BUN+NEFA+Asn+Asp+Val; 0. 779, 247, 256, 1+ALB+BU
N+Asn+Arg+Asp+lys; 0. 779, 247, 369, 1+ALB+BUN+BHBA+G Lc+His+Asn; 0. 779, 245,
753, 1+ALB+BUN+Asn+3MeHistArg+Asp; 0. 779, 250. 880, 1+ALB+AST+NEFA+AsntLys
+Tyr;0.779, 244, 983, 1+ALB+BUN+AST+Asn+Asp+Trp; 0. 779, 248. 956, 1+ALB+Ca+A
LT+T-BIL+Asn+Ile; 0,779, 247.700, 1+ALB+ALT+Asn+Arg+Thr+0rn; 0. 779, 248, 55
2, 1+ALB+BUN+BHBA+Asn+Thr+Lys; 0. 779, 248. 680, 1+ALB+BUN+Asn+Thr+0rn+Lys;
0.779, 247, 944, 1+ALB+ALT+BHBA+Asn+Arg+Thr ;0. 779, 250. 205, 1+ALB+gGT+His+
Asn+Thr+0rn; 0,779, 248, 497, 1+ALB+BUN+gGT+NEFA+His+Asn; 0. 779, 249, 236, 1+
ALB+ALT+Asn+3MeHis+Val+Trp;0. 779, 250, 208, 1+ALB+BUN+Asn+0rn+Tyr+Val;0.
779, 245, 446, 1+ALB+ALT+Asn+Asp+Lys+Tyr; 0,779, 245, 770, 1+ALB+ALT+Asn+3Me
His+Arg+Asp;0. 779, 247,776, 1+ALB+BUN+AST+His+Asn+Thr; 0,779, 245, 746, 1+A
LB+BUN+NEFA+Asn+3MeHis+Asp; 0. 779, 249, 004, 1+ALB+Ca+ALT+BHBA+Asn+I le; 0.
779, 248, 821, 1+ALB+ALT+gGT+GLlc+Asn+Thr ;0. 779, 247, 820, 1+ALB+ALT+T-BIL+A
sntArg+Thr; 0,779, 252, 869, 1+ALB+NEFA+BHBA+His+Asn+Ile; 0. 779, 246, 002, 1+
ALB+ALT+Asn+3MeHis+Asp+0rn; 0. 779, 248. 854, 1+ALB+ALT+Asn+0rn+Lys+Tyr ;0.
779, 249, 813, 1+ALB+BUN+NEFA+Asn+0rn+lLys; 0, 779, 249, 892, 1+ALB+BUN+Asn+0r
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ntLys+Val;0.779, 251, 804, 1+ALB+NEFA+Glc+Asn+Thr+Ile;0. 779, 248, 224, 1+AL
B+ALT+Asn+3MeHis+Arg+Val;0. 779, 253. 867, 1+ALB+NEFA+Asn+3MeHis+Tyr+Phe;
0.779, 247, 455, 1+ALB+AST+ALT+Asn+Thr+0rn; 0, 779, 247, 626, 1+ALB+BUN+gGT+H
is+Asn+Arg;0.779, 249, 381, 1+ALB+BUN+Asn+Arg+0rn+Trp; 0. 779, 248. 165, 1+AL
B+BUN+AST+NEFA+Asn+Lys; 0. 779, 245, 689, 1+ALB+BUN+Asn+3MeHis+Aspt+Phe; 0.7
78, 249, 868, 1+ALB+BUN+AsntLys+Val+Phe; 0. 778, 252, 972, 1+ALB+Asn+3MeHis+T
yr+Phe+Trp;0. 778, 249, 286, 1+ALB+BUN+NEFA+Asn+Arg+Trp;0. 778, 250, 015, 14+A
LB+BUN+Asn+0OrntVal+Phe; 0, 778, 251, 336, 1+ALB+NEFA+BHBA+G lct+HistAsn; 0. 77
8, 247, 646, 1+ALB+BUN+AST+Asn+Thr+0rn; 0. 778, 248, 475, 1+ALB+Ca+ALT+His+As
ntIle;0.778,251,.894, 1+ALB+Ca+BHBA+Asn+Lys+Ile;0. 778, 249, 492, 1+ALB+Ca+t
Glc+His+Asn+0rn;0. 778, 249, 911, 1+ALB+His+Asn+Thr+0rn+Lys;0. 778, 248. 754
, 1+ALB+ALT+Asn+0rn+Val+Phe; 0. 778, 248, 983, 1+ALB+ALT+gGT+NEFA+His+Asn; 0
. 778, 247, 276, 1+ALB+BUN+NEFA+Asn+Asp+Phe; 0. 778, 249, 259, 1+ALB+BUN+NEFA+
GlctAsntlys;0. 778, 249, 057, 1+ALB+AST+T-BIL+His+Asn+0rn; 0. 778, 248,757, 1
+ALB+BUN+gGT+Asn+Thr+Lys; 0. 778, 253. 429, 1+ALB+NEFA+Asn+Tyr+Val+Trp;0.7
78, 249, 860, 1+ALB+BUN+NEFA+BHBA+Asn+Thr ;0. 778, 247, 668, 1+ALB+BUN+CatHis
+Asn+Arg;0. 778, 249, 336, 1+ALB+BUN+T-BIL+Asn+Thr+0rn; 0. 778, 247. 929, 1+AL
B+ALT+NEFA+Asn+Arg+Thr ;0. 778, 248, 800, 1+ALB+ALT+Asn+3MeHis+Lys+Tyr ;0.7
78,249, 807, 1+ALB+BUN+gGT+NEFA+Asn+Lys; 0. 778, 251, 035, 1+ALB+AST+Asn+Tyr
+Val4Trp;0.778, 253. 709, 1+ALB+Asn+Tyr+Val+Phe+Trp; 0. 778, 248. 352, 1+ALB+
BUN+Glc+Asn+Thr+Lys; 0. 778, 250, 665, 1+ALB+T-BIL+Glc+His+Asn+Lys; 0. 778, 2
45, 884, 1+ALB+ALT+Asn+3MeHistAsptVal; 0, 778, 249, 815, 1+ALB+BUN+NEFA+BHBA
+Asntlys; 0. 778, 248, 757, 1+ALB+BUN+BHBA+His+Asn+Ile; 0, 778, 248, 724, 1+ALB
+BUN+Asn+Arg+Thr+Lys; 0. 778, 251, 850, 1+ALB+BHBA+H i s+Asn+Thr+Lys ;0. 778, 2
46. 012, 1+ALB+ALT+Asn+Asp+Tyr+Val ;0. 778, 246. 609, 1+ALB+ALT+Asn+Arg+Asp+
Trp;0.778, 248, 514, 1+ALB+BUN+NEFA+BHBA+H i s+Asn; 0. 778, 247, 566, 1+ALB+ALT
+9GT+His+Asn+Lys; 0. 778, 248. 828, 1+ALB+Ca+ALT+Glc+Asn+Thr; 0, 778, 248, 308
, 1+ALB+BUN+CatNEFA+His+Asn; 0. 778, 249, 644, 1+ALB+ALT+NEFA+BHBA+Asn+Thr ;
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0.778, 248. 862, 1+ALB+AST+ALT+NEFA+Asn+Thr ;0. 778, 248, 952, 1+ALB+ALT+gGT+
HistAsn+Thr;0, 778, 249, 357, 1+ALB+ALT+NEFA+Asn+0rn+Val;0. 778, 250, 840, 1+
ALB+T-BIL+BHBA+His+Asn+0rn; 0. 778, 245, 653, 1+ALB+ALT+Asn+3MeHistAsptlLys
;0.778, 247,290, 1+ALB+AST+ALT+HistAsntLys; 0, 778, 248. 128, 1+ALB+AST+ALT+
His+Asn+Ile; 0. 778, 247, 405, 1+ALB+BUN+AST+Asn+3MeHis+Trp; 0. 778, 251. 600,
1+ALB+Ca+T-BIL+Asn+0rn+Ile; 0. 778, 248,731, 1+ALB+ALT+NEFA+GLc+Asn+0rn; 0
. 778, 249, 420, 1+ALB+ALT+NEFA+Asn+Val+Trp;0. 778, 247, 730, 1+ALB+BUN+AST+A
sn+0rn+Trp;0. 778, 249, 129, 1+ALB+BUN+NEFA+Asn+Arg+Thr ;0. 778, 247, 498, 14+A
LB+AST+ALT+GlctHis+Asn; 0,778, 251, 126, 1+ALB+NEFA+BHBA+H i s+AsntLys; 0. 77
8, 250, 456, 1+ALB+NEFA+Asn+Asp+0rn+Tyr ;0. 778, 247,715, 1+ALB+BUN+AST+Asn+
Lys+Trp;0.778, 250. 524, 1+ALB+AST+Asn+0rn+Val+Trp; 0. 778, 248. 233, 1+ALB+C
a+ALT+Asn+Thr+0rn; 0. 778, 249, 657, 1+ALB+ALT+gGT+NEFA+Asn+Thr; 0, 778, 249,
002, 1+ALB+ALT+Asn+3MeHis+0rn+Val; 0. 778, 249. 516, 1+ALB+BUN+T-BIL+GlctAs
ntLys;0.778, 249, 760, 1+ALB+BUN+Asn+3MeHis+0rn+Tyr ;0. 778, 249, 283, 1+ALB+
BHBA+G Lc+His+Asn+0rn; 0. 778, 252. 514, 1+ALB+NEFA+Asn+Arg+0rn+Tyr; 0,778, 2
49, 633, 1+ALB+BUN+NEFA+G Lc+Asn+0rn; 0. 778, 249, 285, 1+ALB+AST+BHBA+H i s+As
ntOrn; 0,778, 249, 542, 1+ALB+BUN+Ca+BHBA+Asn+I le; 0. 778, 247, 535, 1+ALB+ALT
+Asnt+Arg+Thr+lys; 0. 778, 249, 034, 1+ALB+ALT+NEFA+Asn+Lys+Tyr; 0,778, 249. 6
35, 1+ALB+ALT+T-BIL+BHBA+Asn+Thr; 0. 778, 251, 775, 1+ALB+NEFA+G lctAsn+Thr+
Lys;0.778, 249, 149, 1+Ala+BCAA+Phe+ALT+ALB+BUN; 0, 778, 248, 406, 1+ALB+AST+
ALT+NEFA+His+Asn;0. 778, 249, 763, 1+ALB+BUN+NEFA+T-BIL+Asn+Lys; 0. 778, 247
. 290, 1+ALB+BUN+NEFA+AsntAsp+0rn; 0. 778, 245, 244, 1+ALB+BUN+Asn+3MeHis+As
ptVal;0.778, 248. 485, 1+ALB+AST

+NEFA+His+AsntArg; 0. 778, 248, 424, 1+ALB+BUN+AST+NEFA+Asn+Tyr ;0. 778, 250,
593, 1+ALB+AST+NEFA+T-BIL+Asn+Ile; 0. 778, 247. 886, 1+ALB+Asn+3MeHis+AsptL
ystTyr; 0,778, 248, 345, 1+ALB+ALT+NEFA+GLlctAsntArg; 0. 778, 249, 227, 1+ALB+A
LT+Asn+3MeHistVal+Phe;0.778, 245, 961, 1+ALB+ALT+NEFA+Asn+3MeHistAsp; 0.7
78, 248, 208, 1+ALB+BUN+AST+T-BIL+Asn+Thr ;0. 778, 248, 678, 1+ALB+BUN+T-BIL+
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His+Asn+Thr;0. 778, 249, 553, 1+ALB+NEFA+His+Asn+Arg+0rn; 0. 778, 247. 452, 1+
ALB+BUN+AST+T-BIL+His+Asn;0. 778, 249, 962, 1+ALB+NEFA+Asn+Arg+Asp+Tyr ;0.
778,251,503, 1+ALB+AST+NEFA+Asn+Tyr+Phe; 0. 778, 251, 044, 1+ALB+gGT+BHBA+A
sntArg+Ile; 0,778,251, 825, 1+ALB+CatHistAsn+Thr+Lys; 0. 778, 249, 677, 1+ALB
+ALT+gGT+T-BIL+Asn+Thr ;0. 778, 253. 134, 1+ALB+NEFA+Asn+3MeHis+Tyr+Trp;0.
778,251,715, 1+ALB+gGT+T-BIL+Asn+0rn+Ile; 0. 778, 247, 527, 1+ALB+ALT+BHBA+
His+Asn+Lys;0. 778, 247,754, 1+ALB+BUN+AST+Asn+Phe+Trp; 0. 778, 251, 554, 1+A
LB+Ca+gGT+Asn+0rn+I le; 0. 778, 253. 546, 1+ALB+NEFA+Asn+Lys+Tyr+Val; 0. 778,
249, 289, 1+ALB+ALT+NEFA+BHBA+G LctAsn; 0. 778, 250, 213, 1+ALB+NEFA+H i s+Asn+
Arg+Thr;0.778, 246. 697, 1+ALB+ALT+Asn+Asp+Phe+Trp;0. 778, 249. 405, 1+ALB+A
LT+NEFA+Asn+3MeHis+Phe; 0. 777, 250. 048, 1+ALB+Ca+NEFA+His+Asn+0rn; 0. 777,
247,938, 1+ALB+ALT+gGT+AsntArg+Thr;0. 777,251, 851, 1+ALB+NEFA+Asn+3MeHis
+Arg+Tyr;0.777, 247,567, 1+ALB+ALT+T-BIL+His+Asn+Lys;0. 777, 248, 497, 1+AL
B+AST+ALT+AsntVal+Trp; 0,777,251, 910, 1+ALB+CatgGT+AsntLys+Ile;0. 777, 24
8. 788, 1+ALB+ALT+NEFA+T-BIL+Asn+0rn; 0. 777, 249, 295, 1+ALB+ALT+gGT+NEFA+G
lctAsn; 0,777, 249, 593, 1+ALB+BUN+Asn+3MeHis+0rntLys; 0. 777, 252, 659, 1+ALB
+NEFA+AsntArg+Tyr+Val; 0. 777, 249, 740, 1+ALB+BUN+NEFA+AsntLys+Phe; 0. 777,
253,706, 1+ALB+NEFA+BHBA+Asn+Thr+I le; 0. 777, 250, 840, 1+ALB+gGT+T-BIL+His
+Asn+0rn; 0. 777, 249. 489, 1+ALB+BUN+Asn+3MeHis+Lys+Phe; 0. 777, 250, 007, 1+A
LB+BUN+NEFA+Asn+0rntVal;0. 777, 250. 352, 1+ALB+BUN+NEFA+Asn+Tyr+Val;0. 77
7,248, 033, 1+ALB+BUN+AST+gGT+His+Asn; 0, 777, 248, 834, 1+ALB+AST+His+Asn+A
rg+0rn;0.777, 248, 650, 1+ALB+BUN+Ca+Asn+Thr+Lys; 0. 777, 249, 059, 1+ALB+Ca+
ALT+gGT+Asn+Ile;0.777, 248,772, 14+ALB+Asn+3MeH i s+Asp+Tyr+Phe; 0. 777, 251,
767, 1+ALB+gGT+NEFA+GlctAsntIle; 0. 777, 253, 340, 1+ALB+NEFA+T-BIL+BHBA+As
n+Ile; 0,777,250, 065, 1+ALB+ASTH+NEFA+Asn+Thr+Lys; 0. 777, 250, 979, 1+ALB+AS
T+NEFA+BHBA+Asn+Ile; 0. 777, 249, 732, 1+ALB+ALT+gGT+BHBA+Asn+Thr ;0. 777, 25
1.503, 1+ALB+T-BIL+Glct+His+Asn+I le; 0. 777, 247,748, 1+ALB+Asn+3MeHis+Asp+
Tyr+Trp;0.777, 248, 735, 1+ALB+ALT+BHBA+G Lc+Asn+0rn; 0, 777, 248, 946, 1+ALB+
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ALT+BHBA+His+Asn+Thr ;0. 777, 249. 409, 1+ALB+BUN+gGT+Asn+Thr+0rn; 0, 777, 24
9. 931, 1+ALB+BUN+NEFA+Asn+Arg+Val; 0. 777, 247, 292, 1+ALB+BUN+NEFA+Asn+Arg
+Asp; 0. 777,249, 728, 1+ALB+BUN+NEFA+Asn+3MeHis+Phe; 0. 777, 250, 791, 1+ALB+
NEFA+T-BIL+His+Asn+Lys;0. 777, 245, 227, 1+ALB+AST+ALT+Asn+3MeHis+Asp; 0.7
77,244,079, 1+ALB+BUN+AST+Asn+3MeHistAsp; 0. 777, 248, 779, 1+ALB+CatAST+As
ntArg+Ile;0.777, 248, 954, 1+ALB+ALT+T-BIL+His+Asn+Thr;0, 777,251, 973, 1+A
LB+Asn+3MeHis+Arg+Tyr+Phe;0. 777, 246. 617, 1+ALB+ALT+Asn+Asp+Lys+Trp; 0.7
77,248, 264, 1+ALB+AST+ALT+Glc+Asn+Thr ;0. 777, 248, 740, 1+ALB+ALT+gGT+G Lc+
Asn+0rn;0.777,250. 190, 1+ALB+BUN+NEFA+Asn+3MeHis+Tyr ;0. 777, 246, 505, 1+A
LB+ALT+Asn+Asp+Val+Trp; 0. 777, 246, 688, 1+ALB+ALT+Asn+Asp+0rn+Trp;0. 777,
249,277, 1+ALB+ALT+NEFA+Asn+3MeHis+Trp; 0,777, 249, 127, 1+ALB+ALT+NEFA+As
nt0rn+Trp; 0,777,250, 226, 1+ALB+AST+G lct+His+Asn+I le; 0. 777, 247,937, 1+ALB
+Ca+ALT+Asn+Arg+Thr; 0,777, 249, 754, 1+ALB+His+Asn+Arg+Thr+0rn; 0. 777, 248
. 342, 1+ALB+ALT+G lc+Asn+Arg+0rn; 0. 777, 248, 383, 1+ALB+ALT+BHBA+G Lc+Asn+A
rg;0.777,248.671, 1+ALB+ALT+T-BIL+GlctAsnt0Orn; 0,777,251, 182, 1+ALB+gGT+
NEFA+His+AsntLys; 0,777,248, 731, 1+ALB+ALT+Asn+Arg+Val+Phe; 0, 777, 251, 85
0, 1+ALB+Ca+NEFA+Glc+Asn+Ile; 0,777, 248, 385, 1+ALB+Ca+AST+ALT+Asn+I le; 0.
777,251,251, 1+ALB+CatBHBA+Asn+Arg+Ile; 0. 777, 248, 666, 1+ALB+ALT+GLc+Asn
+0rntlys;0.777, 249, 063, 1+ALB+BUN+gGT+His+Asn+Thr ;0. 777, 248, 979, 1+ALB+
ALT+Asn+3MeHis+0rn+Trp;0.777, 249, 908, 1+ALB+AST+NEFA+Asn+Thr+0rn;0, 777
, 2563, 165, 1+ALB+NEFA+Asn+Orn+Lys+Tyr ;0. 777, 248, 754, 1+ALB+ALT+NEFA+G Lc+
AsntlLys;0.777,249. 775, 1+ALB+BUN+NEFA+Asn+Arg+tLys; 0. 777, 250, 330, 1+ALB+
BUN+Asn+Arg+0rn+Val ;0. 777, 247. 444, 1+ALB+BUN+Asn+Asp+Lys+Phe; 0. 777, 248
. 364, 1+ALB+BUN+AST+G lctAsntLys; 0, 777, 250. 001, 1+ALB+NEFA+H i s+AsntArg+L
ys;0.777,245,718, 1+ALB+BUN+Asn+3MeHis+Asp+0rn; 0. 777, 249, 264, 1+ALB+AST
+9GT+His+Asn+0rn; 0. 777, 249, 140, 1+ALB+ALT+gGT+BHBA+His+Asn; 0. 777, 250. 7
22, 1+ALB+T-BIL+HistAsnt0OrntLys; 0. 777, 249, 260, 1+AlatPhe+Tyr+ALT+ALB+BU
N;0.777, 249, 457, 1+ALB+BUN+T-BIL+Asn+Arg+Thr; 0,777, 249, 549, 1+ALB+ALT+g
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GT+NEFA+T-BIL+Asn;0. 777, 250. 944, 1+ALB+gGT+BHBA+H i s+Asn+0rn;0. 777, 252,
064, 1+ALB+NEFA+T-BIL+Asn+Thr+Lys; 0. 777, 250. 345, 1+ALB+NEFA+BHBA+His+As
ntArg;0.777, 248, 489, 1+ALB+BUN+ALT+Va l4Phe+Trp; 0. 777, 248. 590, 1+Trp+Phe
+Tyr+ALT+ALB+BUN; Q. 777, 248, 542, 1+ALB+AST+ALT+Asn+Phe+Trp;0, 777,252, 51
7, 1+ALB+NEFA+BHBA+Asn+Thr+Lys;0. 777, 249, 081, 1+ALB+AST+ALT+BHBA+Asn+Th
r;0.777, 249, 444, 1+ALB+ALT+NEFA+T-BIL+BHBA+Asn; 0. 777, 248, 420, 1+ALB+AST
+ALT+Asn+3MeHis+Trp;0. 777, 248, 592, 1+ALB+AST+ALT+NEFA+Asn+Trp;0. 777, 24
7.464, 14+TrptPhe+His+ALT+ALB+BUN; 0. 777, 249. 684, 1+ALB+BUN+Ca+NEFA+Asn+T
hr;0.777,250. 123, 1+ALB+ALT+NEFA+Asn+Tyr+Val;0. 777, 249, 389, 1+ALB+BUN+N
EFA+Asn+3MeHistLys; 0. 777, 249, 426, 1+ALB+BUN+Asn+3MeHis+Arg+Lys;0. 777, 2
50. 248, 1+ALB+BUN+NEFA+T-BIL+Asn+0rn;0. 777, 249, 518, 1+ALB+BUN+Asn+3MeH i
stVal+Phe;0.777, 249, 287, 1+ALB+BUN+AST+Asn+Tyr+Val; 0. 777, 249, 580, 1+Ala
+Trp+Lys+His+ALB+BUN; 0, 777, 248, 862, 1+ALB+Ca+ALT+NEFA+His+Asn; 0. 777,24
8. 724, 1+ALB+ALT+AsntArg+0rntVal; 0. 777, 249. 108, 1+ALB+AST+ALT+T-BIL+Asn
+Thr;0.777,251. 876, 1+ALB+Asn+3MeHis+Arg+Lys+Tyr ;0. 777, 249, 818, 1+ALB+B
UN+NEFA+T-BIL+Glc+Asn;0.777,249. 932, 1+ALB+BUN+AsntArgtLystVal;0.777, 2
48,870, 1+ALB+BUN+AST+Asn+3MeHis+Val; 0. 777, 250. 939, 1+ALB+AST+NEFA+Asn+
Thr+Ile;0.777,248,651, 1+ALB+BUN+Ca+T-BIL+His+Asn;0. 777, 249, 324, 1+ALB+
BUN+Asn+Arg+Thr+0rn; 0,777, 251, 897, 1+ALB+NEFA+GLc+Asn+Thr+0rn; 0. 777, 25
2.031, 1+ALB+Asn+3MeHis+Arg+0rn+Tyr ;0. 777, 250, 497, 1+ALB+BUN+Asn+3MeHis
+Tyr+Val;0.777, 247, 925, 1+ALB+BUN+AST+Asn+Arg+Thr; 0. 777,249, 017, 1+ALB+
ALT+Asn+0rntLys+Val;0, 777, 248, 037, 1+Ala+Phe+His+ALT+ALB+BUN; 0. 777, 248
. 612, 1+ALB+BUN+AST+Asn+tLys+Val;0, 777, 251, 538, 1+ALB+gGT+T-BIL+Asn+Arg+
Ile;0.777,250. 482, 1+ALB+AST+Asn+3MeHis+Tyr+Trp; 0. 776, 253. 688, 1+ALB+Ca
+NEFA+BHBA+Asn+I le; 0. 776, 254, 401, 1+ALB+NEFA+Asn+Tyr+Val+Phe; 0. 776, 250
. 844, 1+ALB+gGT+His+Asn+0rntLys; 0. 776, 246, 697, 1+ALB+ALT+NEFA+Asn+Asp+T
rp;0.776, 248, 850, 1+ALB+BUN+T-BIL+BHBA+His+Asn; 0. 776, 249, 195, 1+ALB+ALT
+AsntLys+Tyr+Val;0. 776, 248, 115, 1+ALB+Ca+ALT+Asn+Thr+Lys;0. 776, 253. 027
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, 1+ALB+NEFA+HistAsntThr+Ile;0.776, 253. 821, 1+ALB+gGT+NEFA+BHBA+Asn+I le
;0.776, 248,784, 1+ALB+BUN+gGT+T-BIL+His+Asn; 0. 776, 249, 395, 1+ALB+BUN+BH
BA+Asn+Thr+0rn;0. 776, 250, 889, 1+ALB+BHBA+His+Asn+0rn+Lys ;0. 776, 248. 678
, 1+Ala+Trp+His+ALT+ALB+BUN; 0. 776, 248, 854, 1+ALB+ALT+NEFA+Asn+Arg+Val;0
. 776, 249,661, 1+ALB+BUN+NEFA+Asn+3MeHistArg; 0, 776, 250, 154, 1+ALB+BUN+NE
FA+BHBA+Asn+Arg;0. 776, 248, 290, 1+ALB+AST+ALT+Asn+0rn+Tyr ;0. 776, 248, 488
, 1+ALB+BUN+AST+Asn+3MeHis+Phe; 0, 776, 248, 806, 1+ALB+BUN+AST+Asn+3MeH i s+
Tyr;0.776,250. 062, 1+ALB+BUN+gGT+T-BIL+Asn+Thr ;0. 776, 252, 470, 1+ALB+Asn
+3MeHis+0rn+Val+Trp;0.776, 247, 300, 1+ALB+AST+ALT+Asn+Arg+Thr; 0. 776, 249
. 022, 1+ALB+ALT+Asn+3MeHis+0rn+Lys; 0. 776, 249, 823, 1+ALB+BUN+G Lc+Asn+Arg
+Lys;0.776,251.511, 1+ALB+T-BIL+Asn+Arg+Thr+I le; 0. 776, 251,691, 1+Ala+BC
AA+Trp+Phe+ALB+BUN; 0. 776, 248. 197, 1+ALB+BUN+AST+Asn+3MeHis+Lys;0. 776, 2
49, 988, 1+ALB+BUN+NEFA+Asn+Arg+Phe; 0. 776, 249, 136, 1+ALB+ALT+gGT+T-BIL+H
istAsn; 0. 776, 250, 048, 1+ALB+ALT+NEFA+Asn+3MeHis+Tyr ;0. 776, 248, 310, 1+AL
B+ALT+T-BIL+GlctAsntArg;0. 776, 249, 649, 1+ALB+ALT+NEFA+AsntVal+Phe; 0. 77
6, 249, 831, 1+ALB+BUN+G Lc+tAsn+OrntLys; 0. 776, 250, 135, 1+ALB+BUN+T-BIL+BHB
AtAsn+Thr ;0. 776, 250. 314, 1+ALB+BUN+NEFA+Asn+3MeHis+Val; 0. 776, 248. 806, 1
+ALB+ALT+AsntLys+Val+Trp; 0. 776, 249, 299, 1+ALB+ALT+NEFA+Asn+Phe+Trp; 0.7
76, 250, 039, 1+ALB+BUN+NEFA+Asn+0rn+Phe; 0. 776, 252, 574, 1+ALB+Asn+3MeH i s+
Lys+Val+Trp;0. 776, 248, 392, 1+Ala+Trp+Lys+ALT+ALB+BUN; 0. 776, 247, 991, 1+A
LB+BUN+AST+NEFA+GlctAsn; 0. 776, 248, 672, 1+ALB+BUN+AST+Asn+0rntVal;0. 776
, 245,392, 1+ALB+BUN+AST+NEFA+AsntAsp; 0. 776, 248, 734, 1+ALB+CatALT+GlctAs
nt0rn; 0,776, 249, 582, 1+ALB+Ca+ALT+NEFA+Asn+Thr ;0. 776, 247, 459, 1+ALB+Ca+
ALT+His+Asn+Lys;0. 776, 250, 142, 1+ALB+Ca+His+Asn+Thr+0rn; 0. 776, 248. 342,
1+ALB+ALT+G lc+Asnt+ArgtLys; 0. 776, 249, 073, 1+ALB+AST+ALT+gGT+Asn+Thr; 0.7
76, 246, 816, 1+ALB+ALT+AsntArgtAsptlys; 0, 776, 249, 033, 1+ALB+ALT+Asn+3MeH
istPhetTrp; 0. 776, 249, 194, 1+Ala+Trp+ALT+ALB+BUN+TP; 0. 776, 247, 587, 1+ALB
+BUN+Asn+Asp+0rn+Val ;0. 776, 250, 078, 1+ALB+AST+G lc+His+Asn+Lys; 0. 776, 24
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8. 520, 1+ALB+BUN+AST+T-BIL+Asn+Lys;0. 776, 249. 183, 1+ALB+Ca+AST+His+Asn+
Orn; 0,776, 249, 357, 1+ALB+BUN+Ca+Asn+Thr+0rn;0. 776, 247. 841, 1+ALB+BUN+Ca
+AST+His+Asn; 0,776, 253. 686, 1+ALB+NEFA+Asn+0rn+Tyr+Val ;0. 776, 248. 739, 1
+ALB+ALT+Asn+3MeHistLystVal; 0. 776, 249, 556, 1+ALB+BUN+NEFA+G Lc+AsntArg;
0.776, 248, 659, 1+ALB+ALT+NEFA+Asn+Arg+Trp; 0, 776, 249, 475, 1+ALB+ALT+NEFA
+BHBA+Asn+0rn; 0. 776, 250, 011, 1+ALB+BUN+NEFA+Asn+3MeHis+0rn; 0. 776, 250. 5
77, 1+ALB+AST+NEFA+Asn+0rn+Tyr ;0. 776, 249, 787, 1+ALB+BUN+Asn+3MeHis+0rn+
Phe;0.776, 246, 896, 1+ALB+ALT+NEFA+Asn+Arg+Asp; 0. 776, 249, 853, 1+ALB+BUN+
T-BIL+Glc+Asn+0rn;0. 776, 250, 333, 1+ALB+BUN+NEFA+BHBA+Asn+0rn; 0. 776, 251
. 284, 1+ALB+gGT+Asn+Arg+Thr+Ile; 0. 776, 248. 211, 1+ALB+AST+ALT+Asn+0rn+Tr
p;0.776, 249, 289, 1+ALB+Ca+ALT+NEFA+GlctAsn; 0, 776, 253, 184, 1+ALB+NEFA+T-
BIL+Asn+Thr+Ile;0. 776, 248. 314, 1+ALB+ALT+Asn+3MeHis+Arg+Trp; 0. 776, 248.
351, 1+ALB+ALT+gGT+Glc+Asn+Arg; 0. 776, 248, 516, 1+ALB+AST+ALT+His+Asn+Thr
;0.776, 248, 939, 1+ALB+ALT+Asn+3MeHis+0rn+Phe; 0. 776, 250. 102, 1+ALB+BUN+g
GT+T-BIL+AsntLys;0, 776, 250. 128, 1+ALB+BUN+T-BIL+BHBA+AsntLys;0. 776, 247
. 921, 1+ALB+Asn+3MeH i s+Arg+Asp+Tyr ;0. 776, 250, 874, 1+ALla+BCAA+Trp+Lys+AL
B+BUN; 0. 776, 247, 731, 1+ALB+BUN+AST+BHBA+His+Asn; 0. 776, 249, 024, 1+ALB+AL
T+Asn+0rn+Phe+Trp;0. 776, 248. 634, 1+ALB+AST+ALT+Asn+Lys+Tyr; 0, 776, 248. 3
81, 1+ALB+BUN+AST+NEFA+Asn+Phe; 0. 776, 248, 976, 1+ALB+BUN+Ca+His+Asn+Thr ;
0.776, 252, 578, 1+ALB+gGT+NEFA+Asn+Thr+Lys; 0. 776, 252, 941, 1+ALB+NEFA+Asn
+3MeHistLys+Tyr;0, 776, 253, 347, 1+ALB+gGT+NEFA+T-BIL+Asn+I le; 0. 776, 250,
130, 1+ALB+BUN+T-BIL+Asn+0rntLys; 0. 776, 250, 418, 1+ALB+Glc+His+Asn+Arg+l
ys; 0,776, 249, 103, 1+Ala+Phe+ALT+ALB+BUN+NEFA; 0. 776, 248, 399, 1+ALB+AST+A
LT+Asn+Lys+Trp;0. 776, 248. 602, 1+ALB+BUN+ALT+Lys+Val+Phe; 0. 776, 248. 656,
1+ALB+BUN+AST+NEFA+AsntVal; 0. 776, 249, 615, 1+ALB+Ca+ALT+T-BIL+Asn+Thr ;0
. 776, 249, 104, 1+ALB+ALT+T-BIL+BHBA+His+Asn; 0. 776, 249, 476, 1+ALB+BUN+gGT
+Glct+AsntThr; 0. 776, 252, 449, 1+ALB+NEFA+T-BIL+His+Asn+Ile;0. 776, 248, 493
, 1+ALB+ALT+Asn+3MeHis+Arg+0rn; 0. 776, 246. 907, 1+ALB+ALT+Asn+Arg+Asp+0rn
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;0.776, 248, 649, 1+ALB+ALT+Asn+Arg+Phe+Trp; 0, 776, 250, 037, 1+ALB+BUN+NEFA
+T-BIL+Asn+Arg;0. 776, 252. 199, 1+ALB+NEFA+Asn+Thr+0rn+Lys; 0. 776, 252. 758
, 1+ALB+NEFA+T-BIL+His+Asn+Thr ;0. 776, 247, 303, 1+ALB+BUN+Asn+Asp+0rntLys
;0.776, 250, 440, 1+ALB+GlctHis+

Asn+Arg+Thr;0.776, 251, 325, 1+ALB+Asn+Asp+0rn+Tyr+Phe; 0. 776, 252, 304, 1+A
lat+Trp+Phe+Tyr+ALB+BUN; 0. 776, 250. 635, 1+ALB+AST+NEFA+Glc+Asn+Thr ;0. 776
, 250, 358, 1+ALB+T-BIL+His+Asn+Arg+0rn; 0. 776, 248. 916, 1+ALB+BUN+AST+Asn+
Lys+Phe; 0,776, 248. 436, 1+ALB+BUN+AST+Asn+3MeHis+0rn; 0. 776, 249, 598, 1+AL
B+AST+NEFA+AsntArg+Tyr ;0. 776, 247, 528, 1+Lys+Phe+His+ALT+ALB+BUN; 0. 776,
248, 370, 1+ALB+CatALT+GlctAsntArg; 0. 776, 250, 744, 1+ALB+Ca+T-BIL+His+Asn
+0rn; 0,776, 254, 186, 1+ALB+Asn+Orn+Tyr+Val+Phe; 0, 776, 249, 999, 1+ALB+ALT+
Asn+3MeHis+Tyr+Val;0. 776, 252, 681, 1+ALB+NEFA+BHBA+Asn+Thr+0rn;0. 776, 24
8. 939, 1+ALB+ALT+NEFA+AsntArg+0rn; 0,776, 250. 141, 1+ALB+BUN+NEFA+AsntArg
+0rn;0.776, 247, 828, 1+ALB+AST+ALT+Asn+Arg+Trp;0. 776, 248. 530, 1+ALB+BUN+
AST+NEFA+Asn+3MeHis; 0. 776, 250, 766, 1+ALB+AST+Glc+Asn+Thr+Ile; 0. 776, 249
. 666, 1+ALB+Ca+ALT+BHBA+Asn+Thr ;0. 776, 248, 867, 1+ALB+CatALT+His+Asn+Thr
;0.776, 250. 855, 1+ALB+His+Asn+Arg+Thr+Lys;0, 776, 252, 164, 1+ALB+NEFA+T-B
IL+Asn+Thr+0rn;0. 776, 253. 439, 1+ALB+Asn+Arg+0rn+Tyr+Phe;0. 776, 248. 834,
1+ALB+ALT+NEFA+T-BIL+Asn+Lys;0. 776, 252, 428, 1+ALB+T-BIL+BHBA+His+Asn+L
ys;0.776, 253, 236, 1+ALB+Asn+3MeHis+Tyr+Val+Trp; 0. 776, 248. 471, 1+AlatlLys
+Phe+ALT+ALB+BUN; 0. 776, 249, 624, 1+ALB+BUN+Asn+3MeHis+Arg+Phe; 0. 776, 249
. 843, 1+ALB+NEFA+T-BIL+His+AsntArg;0. 776, 245, 859, 1+ALB+AST+ALT+Asn+Asp
+Trp;0.776, 249, 174, 1+ALB+ALT+T-BIL+BHBA+G lc+Asn; 0. 776, 249, 441, 1+ALB+B
UN+Asn+3MeHis+Arg+Val; 0. 776, 249, 534, 1+ALB+BUN+BHBA+G Lc+Asn+Lys; 0. 776,
250, 520, 1+ALB+BUN+gGT+NEFA+T-BIL+Asn; 0. 776, 248. 700, 1+ALB+BUN+AST+gGT+
GlctAsn;0. 776, 252, 820, 1+ALB+Ca+NEFA+His+Asn+Ile; 0. 775, 253, 509, 1+ALB+A
sn+3MeHis+Lys+Tyr+Phe; 0. 775, 248, 785, 1+ALB+ALT+BHBA+G Lc+Asn+Lys; 0. 775,
249, 303, 1+ALB+ALT+gGT+BHBA+G lctAsn; 0. 775, 254, 158, 1+ALB+NEFA+Asn+0rn+V
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al+Phe;0. 775, 248. 659, 1+ALB+ALT+Asn+Arg+0rn+Trp;0. 775, 249, 357, 1+ALB+AL
T+NEFA+Asn+0rn+Lys; 0. 775, 253. 211, 1+ALB+NEFA+Asn+3MeHis+0rn+Tyr ;0. 775,
248, 888, 1+ALB+ALT+Asn+3MeHis+Lys+Trp; 0. 775, 248, 952, 1+ALB+ALT+gGT+NEFA
+Asn+Arg;0. 775, 249, 896, 1+ALB+BUN+gGT+T-BIL+Glc+Asn; 0, 775, 247, 026, 1+AL
B+ALT+NEFA+Asn+Asp+0rn; 0. 775, 247. 734, 1+ALB+BUN+Asn+Arg+Asp+Phe; 0. 775,
250,567, 1+ALB+AST+NEFA+His+Asn+Ile; 0. 775, 248, 589, 1+ALB+BUN+AST+gGT+NE
FA+Asn;0. 775, 250, 098, 1+ALB+BUN+T-BIL+Asn+ArgtLys; 0. 775, 251, 335, 1+ALB+
gGT+Glc+His+Asn+Lys; 0. 775, 246, 815, 1+ALB+ALT+Asn+Arg+Asp+Val; 0. 775, 248
. 868, 1+ALB+ALT+NEFA+BHBA+AsntArg;0. 775, 248, 898, 1+ALB+BUN+BHBA+H i s+Asn
+Thr; 0,775, 246, 848, 1+ALB+ALT+NEFA+Asn+Asp+lLys;0. 775, 246, 905, 1+ALB+ALT
+Asnt+ArgtAspt+Phe; 0. 775, 247, 564, 1+ALB+BUN+Asn+Asp+Val+Phe; 0, 775, 248, 15
9, T+ALB+AST+ALT+NEFA+AsntArg; 0. 775, 248, 616, 1+ALB+BUN+AST+gGT+Asn+Thr ;
0.775, 249, 170, 1+ALB+ALT+NEFA+AsntLys+Trp; 0. 775, 249, 498, 1+ALB+ALT+gGT+
BHBA+Asn+0rn;0. 775, 246, 308, 1+ALB+AST+ALT+NEFA+Asn+Asp; 0. 775, 247,758, 1
+ALB+BUN+Asn+Asp+0rntPhe; 0. 775, 248. 851, 1+ALB+BUN+AST+gGT+Asn+Lys; 0. 77
5,248,112, 1+Trp+Phe+ALT+ALB+BUN+TP; 0. 775, 250. 082, 1+ALB+AST+G lc+Asn+Th
r+0rn;0. 775, 248, 491, 1+ALB+BUN+Ca+AST+Asn+Thr ;0. 775, 249, 715, 1+ALB+BUN+
gGT+NEFA+Glc+Asn; 0. 775, 248, 385, 1+ALB+ALT+Asn+3MeHis+Arg+Lys; 0. 775, 248
. 980, 1+ALB+ALT+Asn+3MeHis+Lys+Phe; 0. 775, 248, 865, 1+AlatGly+Phe+ALT+ALB
+BUN; 0. 775, 248, 462, 1+ALB+BUN+AST+G lctAsnt+Arg; 0, 775, 248, 868, 1+ALB+BUN+
AST+Asn+0rn+Lys;0. 775, 253. 028, 1+ALB+Asn+3MeHis+0rn+Lys+Tyr ;0. 775, 249,
568, 1+ALB+BUN+BHBA+Asn+Arg+Thr ;0. 775, 249, 746, 1+ALB+BUN+gGT+GLc+AsntlLy
s;0.775,253. 441, 1+ALB+NEFA+Asn+3MeHis+0rn+Val; 0. 775, 250, 297, 1+ALB+BUN
+gGT+NEFA+Asn+0rn; 0. 775, 252, 422, 1+ALB+Ca+NEFA+Asn+Thr+Lys; 0, 775, 249. 7
25, 1+ALB+BUN+Ca+NEFA+G lctAsn; 0, 775, 249, 010, 1+ALB+BUN+Ca+gGT+His+Asn; 0
. 775, 249, 977, 1+ALB+BUN+Ca+T-BIL+Asn+Thr ;0. 775, 250, 785, 1+ALB+Ca+gGT+Hi
s+Asn+0rn; 0, 775, 249, 542, 1+ALB+BUN+gGT+Asn+Arg+Thr; 0. 775, 253. 168, 1+ALB
+NEFA+BHBA+HistAsn+tThr ;0. 775, 247, 001, 1+ALB+ALT+Asn+Asp+0rntPhe; 0. 775,
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249, 284, 1+ALB+ALT+NEFA+Asn+3MeHis+0rn; 0. 775, 250. 460, 1+ALB+His+Asn+Arg
+0rntlLys;0. 775, 250, 536, 1+ALB+BUN+NEFA+T-BIL+BHBA+Asn; 0. 775, 249, 048, 1+
ALB+AST+ALT+NEFA+Asn+Phe; 0. 775, 249. 064, 1+ALB+ALT+Asn+0rn+Lys+Trp;0.77
5,248,139, 1+ALB+BUN+AST+Asn+3MeHis+Arg; 0. 775, 248. 434, 1+ALB+BUN+AST+NE
FA+Asn+0rn; 0, 775, 253. 483, 1+ALB+Asn+3MeHis+Lys+Tyr+Val; 0. 775, 249. 165, 1
+ALB+BUN+G LctAsntArg+Thr; 0. 775, 248. 068, 1+ALB+ALT+NEFA+T-BIL+Asn+Arg;0
. 775, 248, 854, 1+ALB+ALT+T-BIL+GlctAsntLys; 0. 775, 251,678, 1+ALB+Ca+T-BIL
+AsntArgtlle; 0. 775, 254, 038, 1+ALB+gGT+NEFA+Asn+Thr+Ile; 0. 775, 246, 892, 1
+ALB+ALT+Asn+Asp+0rntVal ;0. 775, 248. 388, 1+ALB+ALT+Asn+3MeHis+Arg+Phe; 0
. 775, 250, 375, 1+ALB+gGT+His+Asn+Arg+0rn; 0, 775, 250. 483, 1+ALB+BHBA+His+A
sn+Arg+0rn; 0. 775, 253. 352, 1+ALB+NEFA+Asn+0rn+Val+Trp;0. 775, 251, 252, 14+A
LB+T-BIL+His+Asn+ArgtlLys;0. 775, 248,711, 1+ALB+BUN+AST+NEFA+T-BIL+Asn; 0
. 775, 248, 658, 1+ALB+AST+Asn+Asp+0rn+Tyr ;0. 775, 250. 734, 1+ALB+Ca+His+Asn
+0rntLys; 0. 775, 249, 368, 1+ALB+ALT+gGT+T-BIL+Glct+Asn; 0. 775, 248, 882, 1+AL
B+ALT+BHBA+Asn+Arg+0rn; 0, 775, 249, 356, 1+ALB+ALT+BHBA+Asn+0rn+Lys; 0. 775
, 249,401, 1+ALB+AST+ALT+NEFA+Asn+Tyr ;0. 775, 249, 275, 1+ALB+ALT+NEFA+Asn+
LystVal;0. 775, 249, 381, 1+ALB+ALT+NEFA+Asn+Lys+Phe; 0. 775, 249, 678, 1+Ala+
Trp+GLc+ALT+ALB+BUN; 0. 775, 248, 829, 1+ALB+BUN+AST+Asn+Argtlys; 0. 775, 248
. 269, 1+ALB+BUN+AST+NEFA+AsntArg; 0. 775, 251, 621, 1+ALB+AST+Asn+0rn+Tyr+P
he;0.775, 250,917, 1+ALB+Ca+NEFA+His+Asn+Lys; 0. 775, 249, 429, 1+ALB+Ca+ALT
+NEFA+T-BIL+Asn; 0, 775, 248, 471, 1+ALB+ALT+NEFA+Asn+3MeHis+Arg; 0. 775, 249
. 075, 1+ALB+Asn+3MeH i s+Asp+Lys+Val; 0. 775, 250, 018, 1+ALB+BUN+G Lc+Asn+Arg
+0rn; 0,775, 251, 574, 1+ALB+BHBA+H i s+AsntArg+Lys; 0. 775, 248, 645, 1+ALB+ALT
+Asnt+Arg+Lys+Trp; 0. 775, 249, 126, 1+ALB+ALT+Asn+Lys+Phe+Trp;0. 775, 249, 22
3, 1+ALB+ALT+T-BIL+Asn+0rn+Lys;0. 775, 246, 535, 1+ALB+BUN+ALT+Asp+Lys+Phe
;0.775, 250, 035, 1+ALB+AST+His+Asn+Argtlys; 0, 775, 248, 246, 1+ALB+BUN+AST+
T-BIL+GLlc+Asn; 0. 775, 248, 974, 1+BCAA+Trp+Lys+ALT+ALB+BUN; 0. 775, 250. 850,
1+ALB+Ca+BHBA+HistAsn+0rn; 0, 775, 248, 733, 1+ALB+AST+ALT+T-BIL+His+Asn;0
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. 775, 247,683, 1+Ala+Trp+ALT+ALB+BUN; 0. 775, 248, 390, 1+ALB+BUN+AST+BHBA+A
sn+Thr ;0. 775, 249,712, 1+ALB+BUN+NEFA+BHBA+G Lc+Asn; 0. 775, 248, 460, 1+ALB+
AST+ALT+Asn+0rn+Val; 0. 775, 249, 656, 1+ALB+Ca+ALT+gGT+Asn+Thr ; 0, 775, 251,
392, 1+ALB+Ca+Glc+HistAsn+Lys; 0. 775, 250, 913, 1+ALB+BHBA+G lc+His+AsntlLys
;0.775, 253, 056, 1+ALB+NEFA+T-BIL+Glc+Asn+Thr; 0. 775, 253, 079, 1+ALB+gGT+N
EFA+His+Asn+Ile;0. 775, 249, 467, 1+Ala+Trp+TG+ALT+ALB+BUN; 0. 775, 251, 197,
1+ALB+Asn+Asp+0rn+Lys+Tyr; 0. 775, 245, 515, 1+ALB+AST+ALT+Asn+Asp+Tyr ;0.7
75,247,747, 1+ALB+BUN+Asn+Arg+Aspt0rn; 0, 775, 251, 444, 1+ALB+AST+NEFA+Asn
tLystVal;0.775, 250, 070, 1+Ala+Trp+Phe+His+ALB+BUN; 0. 775, 249, 586, 1+ALB+
BUN+Ca+Glc+Asn+Thr; 0, 775, 249, 766, 1+ALB+BUN+Asn+3MeHis+Arg+0rn; 0, 775, 2
50. 279, 1+ALB+BUN+BHBA+Asn+0rntLys; 0. 775, 249. 173, 1+ALB+NEFA+Asn+3MeHis
+Asp+Tyr ;0. 775, 249, 035, 1+ALB+Ca+ALT+gGT+His+Asn; 0. 775, 252. 913, 1+ALB+A
sn+3MeHis+0rn+Lys+Val; 0. 775, 250. 073, 1+ALB+ALT+NEFA+Asn+3MeHis+Val; 0.7
75,253,724, 1+ALB+AsntArgtLys+Tyr+Val; 0. 775, 248. 715, 1+ALB+AST+ALT+gGT+
His+Asn; 0, 775, 248, 928, 1+ALB+ALT+gGT+Asn+Arg+0rn; 0. 775, 249, 628, 1+Ala+B
CAA+Trp+ALT+ALB+BUN; @, 775, 250. 095, 1+ALB+BUN+gGT+NEFA+Asn+Arg; 0. 775, 24
8. 256, 1+ALB+AST+ALT+gGT+Asn+Arg; 0. 775, 251, 064, 1+ALB+Asn+Arg+Asp+Lys+T
yr;0.775, 249, 756, 1+ALB+BUN+Ca+Glc+AsntLys; 0. 775, 250, 338, 1+ALB+BUN+Ca+
NEFA+T-BIL+Asn;0. 775, 253, 002, 1+ALB+Ca+NEFA+T-BIL+Asn+Ile; 0, 774, 253, 09
4, 1+ALB+NEFA+Asn+3MeHistLystVal; 0, 774, 246. 880, 1+ALB+ALT+Asn+Asp+0rn+L
ys;0.774, 246, 881, 1+ALB+ALT+Asn+Asp+Lys+Phe; 0. 774, 247, 047, 1+ALB+ALT+NE
FA+Asn+Asp+Phe; 0. 774, 248, 652, 1+ALB+ALT+Asn+Arg+Lys+Val; 0. 774, 248. 753,
1+ALB+ALT+gGT+T-BIL+Asn+Arg;0. 774, 248,761, 1+ALB+ALT+T-BIL+BHBA+Asn+Ar
g;0.774, 248, 862, 1+ALB+ALT+gGT+Glc+Asn+Lys; 0. 774, 249, 643, 1+Ala+Trp+Thr
+ALT+ALB+BUN; 0. 774, 247, 098, 1+ALB+ALT+NEFA+Asn+AsptVal; 0. 774, 250, 950, 1
+ALB+AST+gGT+G lc+Asn+I le; 0. 774, 247. 648, 1+ALB+BUN+Asn+Arg+Asp+Val ;0. 77
4,245, 919, 1+ALB+BUN+AST+Asn+AsptLys; 0. 774, 251, 683, 1+ALB+AST+Asn+0rn+L
ys+Tyr;0.774, 250, 865, 1+ALB+AST+Asn+Arg+0rn+Tyr ;0. 774, 252, 216, 1+ALB+Ca
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+T-BIL+His+AsntlLys; 0. 774, 249, 026, 1+ALB+Ca+ALT+BHBA+His+Asn; 0. 774, 248,
763, 1+ALB+Asn+3MeHis+Asp+0rn+Tyr; 0,774, 249, 676, 1+Ala+Trp+ALT+ALB+BUN+
NEFA;0Q. 774,249, 834, 1+ALB+BUN+T-BIL+Glc+Asn+Arg; 0. 774, 250, 568, 1+ALB+BU
N+gGT+NEFA+BHBA+Asn; 0. 774, 248, 161, 1+ALB+AST+ALT+Asn+ArgtVal; 0. 774, 248
. 767, 1+ALB+BUN+AST+BHBAtAsntLys; 0. 774, 245, 900, 1+ALB+BUN+AST+AsntAsp+V
al;0,774, 249, 372, 1+ALB+Ca+ALT+T-BIL+GlctAsn; 0. 774, 248, 908, 1+ALB+ALT+g
GT+BHBA+Asn+Arg; 0. 774, 249, 264, 1+Ala+Gly+Trp+ALT+ALB+BUN; 0. 774, 249, 548
, 1+ALB+ALT+gGT+NEFA+Asn+0rn; 0, 774, 247, 734, 1+ALB+AST+ALT+Asn+3MeH i s+Ar
g;0.774, 248, 903, 1+ALB+ALT+NEFA+Asn+Arg+Phe; 0, 774, 249, 475, 1+ALB+AST+AL
T+NEFA+BHBA+Asn; 0. 774,249,611, 1+Ala+Trp+ALT+ALB+BUN+BHBA; 0. 774, 253, 47
2, 1+ALB+Asn+Arg+0rn+Lys+Tyr ;0. 774, 248. 266, 1+ALB+AST+ALT+Asn+Arg+Phe; 0
. 774, 250, 337, 1+ALB+BUN+Asn+0Orn+Lys+Phe; 0. 774, 248, 948, 1+ALB+BUN+AST+gG
T+Asn+0rn; 0, 774, 250, 724, 1+ALB+AST+T-BIL+His+AsntLys; 0. 774, 253, 340, 1+A
LB+Asn+3MeHis+0rn+Tyr+Val ;0. 774, 252, 570, 1+ALB+NEFA+Asn+Arg+Thr+0rn; 0.
774,253,762, 1+ALB+Asn+Arg+Lys+Tyr+Phe; 0. 774, 249, 934, 1+ALB+BUN+gGT+G Lc
+Asn+0rn; 0. 774, 253. 852, 1+ALB+NEFA+Asn+0rn+Lys+Val;0. 774, 249, 140, 1+ALB
+ALT+NEFA+Asn+3MeHistLys; 0. 774, 249, 261, 1+ALB+ALT+Asn+0rn+Lys+Phe; 0. 77
4,249, 356, 1+AlatPhe+G Lc+ALTH+ALB+BUN; 0, 774, 249, 675, 1+Ala+Trp+ALT+gGT+A
LB+BUN; 0. 774, 248, 275, 1+ALB+AST+ALT+BHBA+Asn+Arg; 0. 774, 248, 557, 1+ALB+A
STH+ALT+NEFA+GLlc+Asn; 0. 774, 250, 590, 1+ALB+BUN+T-BIL+BHBA+Asn+0rn; 0. 774,
248,501, 1+ALB+AST+ALT+Asn+3MeHistLys; 0, 774, 250, 807, 1+ALB+AST+NEFA+His
+Asn+Thr ;0. 774, 251, 425, 1+ALB+Ca+gGT+Asn+Arg+Ile; 0. 774, 250, 373, 1+ALB+C
atHis+Asn+Arg+0rn; 0. 774, 249, 324, 1+ALB+ALT+gGT+T-BIL+Asn+0rn;0. 774, 250
. 330, 1+ALB+BUN+gGT+Asn+0rn+Lys; 0, 774, 252, 181, 1+ALB+T-BIL+Glc+HistAsn+
Thr; 0,774,252, 250, 1+ALB+Asn+3MeHis+Arg+Tyr+Val;0. 774, 249, 414, 1+Ala+Ph
e+ALT+gGT+ALB+BUN; 0, 774, 248, 197, 1+ALB+AST+ALT+Asn+Arg+0rn; 0, 774, 249, 4
31, 1+ALB+BUN+ALT+0rn+Tyr+Phe; 0, 774, 249, 488, 1+ALB+AST+ALT+NEFA+AsntVal
;0.774, 249,765, 1+BCAA+Phe+ALT+ALB+BUN+NEFA; 0. 774, 248,797, 1+Trp+Phe+AL
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T+gGT+ALB+BUN; 0. 774, 249, 771, 1+ALB+AST+His+Asn+Arg+Thr ;0. 774, 246, 062, 1
+ALB+BUN+AST+Asn+Arg+Asp; 0. 774, 248,719, 1+ALB+BUN+AST+NEFA+BHBA+Asn; 0.
774, 248, 863, 1+ALB+BUN+AST+Asn+Arg+Val; 0. 774, 250. 398, 1+ALB+BUN+Ca+NEFA
+BHBA+Asn; 0, 774, 250, 252, 1+ALB+BUN+gGT+BHBA+Asn+Lys; 0. 774, 250. 248, 1+AL
B+ALT+gGT+NEFA+BHBAtAsn; 0. 774, 250. 463, 1+ALB+gGT+NEFA+Hi s+AsntArg;0. 77
4,246, 449, 1+ALB+AST+ALT+Asn+Asp+Phe; 0. 774, 250, 785, 1+ALB+AST+Asn+3MeH i
s+0rn+Val; 0,774, 249,722, 1+ALB+AST+Asn+3MeHis+Arg+Tyr; 0. 774, 250, 827, 1+
ALB+AST+Asn+3MeHis+0rn+Tyr ;0. 774, 249, 037, 1+ALB+Ca+ALT+T-BIL+His+Asn;0
. 774, 249,572, 14+ALB+BUN+Ca+Asn+Arg+Thr; 0. 774, 253. 497, 1+ALB+Asn+0rn+Lys
+Val+Trp;0.774, 254, 139, 1+ALB+Asn+0rn+Lys+Tyr+Phe; 0. 774, 249. 196, 1+ALB+
BUN+BHBA+Glct+Asn+Thr; 0. 774, 250, 190, 1+ALB+T-BIL+GlctHistAsntArg; 0. 774,
248,698, 1+ALB+AST+ALT+BHBA+His+Asn; 0. 774, 248,728, 1+ALB+ALT+T-BIL+Asn+
ArgtlLys;0.774,249.680, 1+Ala+T

rp+Tyr+ALT+ALB+BUN; 0. 774, 250, 487, 1+ALB+BUN+T-BIL+BHBA+Asn+Arg;0. 774, 2
52.415, 1+ALB+gGT+T-BIL+His+AsntLys;0. 774, 253. 845, 1+ALB+Asnt+Arg+Tyr+Va
l+Phe; 0. 774, 249, 094, 1+ALB+BUN+AST+Asn+Val+Phe; 0. 774, 250. 424, 1+ALB+AST
+T-BIL+Glc+His+Asn; 0. 774, 250. 442, 1+ALB+BUN+T-BIL+Asn+Arg+0rn;0. 774, 25
1. 108, 1+ALB+Asn+Arg+Asp+0rn+Tyr; 0. 774, 251, 077, 1+ALB+AST+NEFA+Asn+0rn+
Val;0.774,249, 303, 1+ALB+Ca+ALT+BHBA+G LctAsn; 0. 774, 249, 360, 1+ALB+Ca+tAL
T+gGT+Glc+Asn; 0. 774, 248, 229, 1+ALB+AST+ALT+T-BIL+Asn+Arg; 0. 774, 248. 890
, 1+ALB+ALT+Asn+Arg+0rn+Phe; 0. 774, 249, 016, 1+ALB+BUN+gGT+BHBA+His+Asn; 0
. 774, 250, 242, 1+ALB+BUN+BHBA+Asn+ArgtLys; 0. 774, 250, 304, 1+ALB+AST+T-BIL
+GlctAsntl le;0.774, 248,632, 14Trp+Phe+TGH+ALT+ALB+BUN; 0, 774, 248. 809, 1+G
ly+Trp+Phe+ALT+ALB+BUN; 0. 774, 248, 942, 1+ALB+BUN+AST+Asn+0rntPhe; 0. 774,
251,427, 1+ALB+CatAsntArg+Thr+Ile;0.774, 248. 708, 1+ALB+ALT+T-BIL+Asn+Ar
gt0rn;0.774, 249, 290, 1+ALB+ALT+NEFA+Asn+0rn+Phe; 0. 774, 249, 312, 1+ALB+AL
T+T-BIL+BHBA+Asn+0rn;0, 774, 249, 471, 1+ALB+ALT+NEFA+BHBA+Asn+Lys; 0. 774,
250. 556, 1+ALB+AST+Asn+Thr+0rntLys;0. 774, 251, 484, 1+ALB+CatHis+AsntArg+
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Lys;0.774, 249, 967, 1+ALB+BUN+Ca+T-BIL+Glc+Asn; 0, 774, 255, 140, 1+ALB+Asn+
Lys+Tyr+Val+Phe;0. 774, 250, 363, 1+ALB+BUN+Asn+Arg+Val+Phe; 0. 774, 249, 178
, 1+ALB+AST+Glc+His+Asn+Arg; 0. 774, 251, 398, 1+ALB+AST+gGT+His+Asn+Lys; 0.
774,246, 073, 1+ALB+BUN+AST+Asn+Asp+0rn; 0. 774, 251, 342, 1+ALB+AST+NEFA+T-
BIL+Asn+Thr;0. 774,251,510, 1+ALB+AST+AsntLys+Val+Trp; 0. 774, 249, 631, 1+A
LB+BUN+CatNEFA+AsntLys; 0, 774, 253, 184, 1+ALB+gGT+NEFA+HistAsn+Thr;0, 774
, 249,307, 1+Arg+Phe+Tyr+ALT+ALB+BUN; 0. 774, 248, 934, 1+ALB+AST+ALT+NEFA+T
-BIL+Asn;0.774, 246, 200, 1+ALB+AST+ALT+Asn+Arg+Asp; 0. 774, 248, 262, 1+ALB+
BUN+AST+BHBA+G Lc+Asn; 0. 774, 248, 612, 1+ALB+AST+ALT+Asn+0rn+Phe; 0. 774, 24
8. 208, 1+ArgtPhe+HistALT+ALB+BUN; 0. 774, 248. 743, 1+ALB+AST+ALT+NEFA+Asn+
Lys;0.774, 249, 448, 1+ALB+Ca+ALT+BHBA+Asn+0rn; 0, 774, 249, 960, 1+ALB+BUN+C
a+T-BIL+Asn+lLys;0. 774, 250, 341, 1+ALB+BUN+Ca+gGT+NEFA+Asn; 0. 774, 250, 001
, 1+ALB+BUN+CatGlct+Asnt0rn; 0. 774, 249, 296, 1+Ala+Phe+ALT+ALB+BUN+TP; 0. 77
4, 253. 597, 1+ALB+Asn+0rn+Val+Phe+Trp; 0, 774, 249, 850, 1+ALB+BUN+BHBA+G Lc+
Asnt+Arg;0.774, 249, 198, 1+ALB+BUN+ALT+0rn+Val+Phe; 0. 774, 249, 376, 1+ALB+A
LT+gGT+Asn+0rntLys; 0. 774, 246. 298, 1+ALB+AST+ALT+Asn+Asp+0rn; 0. 774, 251,
879, 14ALB+gGT+Glc+His+Asn+Ile; 0. 774, 252, 253, 1+ALB+NEFA+AsntArg+ThrilLy
s;0.774,249, 019, 1+Alat+Phe+ALT+ALB+BUN+BHBA; 0. 774, 249, 537, 1+ALB+AST+AL
T+Asn+Tyr+Val;0. 774, 250, 528, 1+ALB+BUN+gGT+T-BIL+Asn+0rn;0. 774, 252. 170
, 1+ALB+G lctHistAsntThr+Ile; 0. 774, 249, 415, 1+ALB+AST+ALT+gGT+NEFA+Asn; 0
. 774, 248, 967, 1+ALB+BUN+AST+gGT+AsntArg; 0. 774, 249, 345, 1+Ala+Trp+TCHO+A
LT+ALB+BUN; 0, 773, 252, 832, 1+ALB+gGT+NEFA+Asn+Thr+0rn; 0, 773, 248, 895, 1+A
LB+ALT+Asn+Arg+0rn+Lys; 0. 773, 249. 222, 1+ALB+ALT+Asn+Lys+Val+Phe; 0. 773,
254,202, 1+ALB+Asn+0rn+Lys+Tyr+Val; 0. 773, 248. 932, 1+Ala+Trp+Arg+ALT+ALB
+BUN; 0. 773, 249, 942, 1+ALB+BUN+T-BIL+BHBA+Glc+Asn; 0. 773, 250, 312, 1+ALB+B
UN+Asn+Arg+Lys+Phe; 0. 773, 250. 541, 1+ALB+BUN+BHBA+Asn+Arg+0rn; 0. 773, 246
. 228, 1+ALB+AST+ALT+Asn+AsptLys; 0. 773, 248, 405, 1+ALB+BUN+AST+G Lc+Asn+0r
n;0.773, 248, 973, 1+ALB+BUN+AST+Asn+Arg+Phe; 0, 773, 251, 135, 1+ALB+AST+NEF
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A+Asn+Val+Trp;0. 773,251, 076, 1+ALB+AST+gGT+NEFA+Asn+I le; 0, 773, 253. 845,
1+ALB+CatNEFA+Asn+Thr+Ile;0. 773, 250. 443, 1+ALB+CatNEFA+HistAsntArg; 0.7
73,247,421, 1+AlatPhe+ALT+ALB+BUN; 0. 773, 250. 323, 1+ALB+BUN+Asn+Arg+0rn+
Lys;0.773, 246. 658, 1+ALB+ALT+Asn+Asp+Lys+Val; 0. 773, 250.610, 1+Ala+Trp+A
rg+His+ALB+BUN; 0. 773, 250. 146, 1+ALB+BUN+Ca+gGT+Asn+Thr; 0, 773, 248,759, 1
+ALB+BUN+Ca+AST+AsntLys; 0. 773, 250, 431, 1+ALB+BUN+Ca+T-BIL+Asn+0rn; 0. 77
3,250, 184, 1+ALB+BUN+gGT+BHBA+Asn+Thr ;0. 773, 253, 161, 1+ALB+Asn+3MeHis+0
rn+Val+Phe;0. 773, 246. 337, 1+ALB+BUN+ALT+Asp+Phe+Trp; 0. 773, 248. 612, 14Tr
p+Arg+Phe+ALT+ALB+BUN; 0. 773, 250. 157, 1+ALB+AST+NEFA+Asn+Arg+Thr ;0. 773,
251,124, 1+ALB+AST+T-BIL+Asn+ThrtLys;0. 773, 246, 072, 1+ALB+BUN+AST+Asn+A
sptPhe; 0. 773, 248, 499, 1+ALB+BUN+ALT+3MeHis+Phe+Trp; 0. 773, 250, 159, 1+ALB
+BUN+Ca+NEFA+Asn+0rn; 0. 773, 248. 882, 1+ALB+ALT+NEFA+Asn+Arg+Lys;0.773, 2
50. 270, 1+ALB+BUN+gGT+Asn+Arg+Lys; 0. 773, 247, 763, 1+ALB+AST+ALT+G Lc+Asn+
Arg;0.773,251,801, 14BCAA+Trp+Lys+Phe+ALB+BUN; 0. 773, 248, 829, 1+ALB+AST+
ALT+AsntLys+Val;0.773, 249, 503, 1+ALB+ALT+gGT+T-BIL+AsntLys; 0. 773, 248. 9
18, 1+ALB+BUN+AST+BHBA+Asn+0rn; 0, 773, 249, 625, 1+Ala+Trp+ALT+ALB+BUN+Ca;
0.773,251,672, 1+ALB+T-BIL+BHBA+His+Asn+Arg; 0, 773, 248, 804, 1+ALB+AST+AL
T+gGT+Glc+Asn; 0. 773, 248, 883, 1+ALB+ALT+Asn+Arg+Lys+Phe; 0. 773, 249. 256, 1
+Ala+Phe+TG+ALT+ALB4BUN; 0. 773, 249, 466, 1+ALB+ALT+T-BIL+BHBA+Asn+Lys;0.
773, 249, 834, 1+ALB+BUN+BHBA+G Lc+Asn+0rn; 0, 773, 251, 115, 1+ALB+AST+NEFA+B
HBA+His+Asn; 0. 773, 245, 699, 1+ALB+BUN+ALT+3MeHis+Asp+Phe; 0. 773, 248, 930,
1+ALB+CatALT+NEFA+Asn+Arg; 0. 773, 248. 621, 1+ALB+BUN+Ca+AST+Glct+Asn; 0. 77
3,250, 041, 1+ALB+BUN+Ca+BHBA+Asn+Thr ;0. 773, 249, 480, 1+ALB+Ca+ALT+gGT+As
nt0rn; 0,773, 249, 264, 1+ALB+Ca+ALT+T-BIL+Asn+0rn; 0. 773, 249, 499, 1+ALB+AL
T+gGT+NEFA+Asn+Lys; 0. 773, 248. 040, 1+ALB+AST+ALT+Glc+Asn+0rn; 0, 773, 249,
578, 1+ALB+Asn+3MeHis+AsptVal+Trp;0.773, 251, 476, 1+ALB+AST+Asn+3MeH i s+L
ys+Tyr;0.773, 251, 050, 1+ALB+AST+Asn+Arg+Val+Trp;0. 773, 250, 207, 1+ALB+BU
N+Ca+Asn+Orn+Lys; 0,773, 248, 842, 1+ALB+Ca+ALT+Glc+AsntLys; 0. 773, 248. 869
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, 1+ALB+ALT+BHBA+Asn+Arg+Lys; 0. 773, 253. 536, 1+ALB+Asn+Arg+0rn+Tyr+Val; 0
. 773,249, 301, 1+ALB+AST+ALT+AsntVal+Phe; 0, 773, 249, 312, 1+ALB+AST+ALT+NE
FA+Asn+3MeHis; 0. 773, 251, 274, 1+ALB+AST+BHBA+H i s+AsntLys; 0. 773, 251, 693,
1+ALB+AST+Asn+0rn+Tyr+Val; 0. 773, 249, 481, 1+ALB+Ca+ALT+NEFA+Asn+0rn; 0.7
73,252, 948, 1+ALB+NEFA+T-BIL+BHBA+His+Asn; 0. 773, 249, 169, 1+BCAA+Arg+Phe
+ALT+ALB+BUN; 0. 773, 251, 399, 1+ALB+Asn+Arg+Asp+Tyr+Phe; 0. 773, 248, 666, 1+
ALB+AST+ALT+NEFA+Asn+0rn; 0, 773, 248. 749, 1+ALB+BUN+AST+T-BIL+Asn+0rn; 0,
773, 248, 788, 1+ALB+BUN+Ca+BHBA+His+Asn; 0. 773, 252, 640, 1+ALB+T-BIL+GLlc+A
sn+Thrtlys;0, 773, 249, 569, 1+ALB+ALT+gGT+BHBA+Asn+Lys;0, 773, 252, 242, 1+A
LB+T-BIL+BHBA+GlctHistAsn; 0. 773, 248. 648, 1+ALB+AST+ALT+Asn+0rn+Lys; 0.7
73,249, 288, 1+ALB+BUN+ALT+Lys+Val+Trp; 0. 773, 248, 671, 1+ALB+BUN+AST+T-BI
L+Asn+Arg; 0,773, 248, 902, 1+ALB+Ca+ALT+BHBA+Asn+Arg; 0. 773, 253. 238, 1+ALB
+gGT+NEFA+GLlc+Asn+Thr ;0. 773, 252. 100, 1+Ala+Trp+Lys+Tyr+ALB+BUN; 0. 773, 2
52. 876, 1+ALB+Asn+3MeHis+Arg+0rn+Val; 0. 773, 253. 593, 1+ALB+Asn+3MeHis+Ly
stVal+Phe; 0. 773, 248. 892, 1+ALB+ALT+gGT+Asn+Arg+Lys; 0. 773, 248, 886, 1+Lys
+Phe+Tyr+ALT+ALB+BUN; 0. 773, 248, 902, 1+Trp+Phe+ALT+ALB+BUN+NEFA; 0, 773, 2
50.613, 1+ALB+AST+gGT+Asn+Thr+0rn; 0,773, 250. 910, 1+ALB+Ca+AST+NEFA+Asn+
Ile;0.773, 248,740, 1+ALB+Ca+ALT+T-BIL+Asn+Arg;0. 773, 250, 394, 1+ALB+gGT+
Glct+His+Asn+Arg;0. 773, 253. 531, 1+ALB+T-BIL+BHBA+Asn+Thr+Lys; 0. 773, 249,
008, 1+AlatArg+Phe+ALT+ALB+BUN; 0, 773, 252, 422, 1+ALB+T-BIL+Glct+Asn+Thr+0
rn;0.773,253. 487, 1+ALB+NEFA+Asn+Lys+Val+Trp;0. 773, 248. 898, 1+Trp+Thr+P
he+ALT+ALB+BUN; 0, 773, 250, 573, 1+ALB+AST+T-BIL+Asn+Thr+0rn;0, 773, 251, 38
2, 1+ALB+AST+NEFA+T-BIL+Asn+Lys; 0. 773, 250. 171, 1+ALB+Ca+ALT+NEFA+BHBA+A
sn;0.773, 250, 029, 1+ALB+BUN+Ca+Glc+AsntArg; 0. 773, 251, 358, 1+ALB+T-BIL+H
is+Asn+Arg+Thr; 0,773, 252, 246, 1+ALB+NEFA+G Lc+Asn+Arg+Thr; 0. 773, 253, 320
, 1+ALB+gGT+NEFA+BHBA+His+Asn; 0, 773, 250. 081, 1+BCAA+Phe+ALT+gGT+ALB+BUN
;0.773,246. 902, 1+Trp+Phe+ALT+ALB+BUN; 0, 773, 249, 293, 1+ALB+BUN+ALT+3MeH
istVal+Phe; 0. 773, 249, 434, 1+ALB+BUN+ALT+3MeHis+Tyr+Phe; 0. 773, 248, 378, 1
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+TrptLys+Phe+ALT+ALB+BUN; 0, 773, 248. 899, 1+ALB+BUN+AST+Asn+Arg+0rn; 0. 77
3,251,183, 1+ALB+AST+NEFA+Asn+Lys+Trp; 0. 773, 249, 023, 1+ALB+Ca+AST+ALT+A
sn+Thr; 0,773, 248, 857, 1+ALB+AST+ALT+Asn+3MeHis+Phe; 0. 773, 252, 926, 1+ALB
+gGT+NEFA+T-BIL+HistAsn;0. 773, 246, 453, 1+ALB+AST+ALT+AsntAsptVal;0. 773
, 248, 225, 1+ALB+AST+ALT+Asn+ArgtLys; 0. 773, 248. 627, 1+ALB+AST+AsntArg+tAs
p+Tyr;0.773, 248,562, 1+Trp+Phe+TCHO+ALT+ALB+BUN; 0. 773, 249, 910, 1+ALB+BU
N+gGT+Glc+Asn+Arg; 0. 773, 252, 897, 1+ALB+NEFA+BHBA+Asn+Arg+Thr ;0. 773, 253
. 368, 1+ALB+NEFA+BHBA+G Llc+Asn+Thr ;0. 773, 253, 455, 1+ALB+Asn+Arg+0rn+Val+
Trp;0.773,247. 022, 1+ALB+ALT+Asn+Asp+Val+Phe; 0. 773, 250. 032, 1+ALB+Asn+3
MeHis+Asp+0rn+Val;0. 773, 250. 614, 1+ALB+BUN+gGT+BHBA+Asn+0rn; 0. 773, 251.
428, 1+ALB+Asn+Asp+0rn+Tyr+Val ;0. 773, 251. 943, 1+Ala+Gly+Trp+Phe+ALB+BUN
;0.773, 249, 067, 1+ALB+BUN+AST+T-BIL+BHBA+Asn; 0. 773, 247, 831, 1+ALB+AST+HN
EFA+Asn+Asp+Tyr;0. 773, 250, 492, 1+ALB+BUN+Ca+BHBA+Asn+0rn; 0. 773, 254, 028
, 1+ALB+gGT+NEFA+T-BIL+Asn+Thr; 0, 773, 250, 829, 1+ALB+BUN+gGT+T-BIL+BHBA+
Asn; 0,773,248, 967, 1+ALB+AST+ALT+T-BIL+AsntLys; 0. 773, 249, 373, 1+ALB+AST
+ALT+Asn+3MeHis+Val;0. 773, 250. 500, 1+ALB+BUN+Asn+Arg+0rn+Phe; 0, 773, 251
. 634, 1+Ala+Gly+TrptLys+ALB+BUN; 0. 773, 250, 071, 14+BCAA+Phe+G Lc+ALT+ALB+B
UN; 0,773, 248, 453, 1+ALB+AST+ALT+Asn+3MeHis+0rn; 0, 773, 248. 891, 1+Trp+Phe
+GLlc+ALT+ALB+BUN; 0. 773, 250. 015, 1+Gly+Phe+ALT+gGT+ALB+BUN; 0. 773, 248. 99
3, 1+ALB+BUN+AST+gGT+T-BIL+Asn; 0. 773, 252, 304, 1+ALB+Ca+T-BIL+GlctHistAs
n;0.773,250. 170, 1+ALB+BUN+CatgGT+AsntLys; 0,772, 252, 250, 1+ALB+G Lc+Asn+t
Thr+0rn+Lys;0. 772, 247. 188, 1+ALB+BUN+ALT+Asp+Tyr+Phe;0. 772, 248, 813, 14+A
LB+ASTH+ALT+T-BIL+GlctAsn; 0. 772, 249, 340, 1+Ala+Thr+Phe+ALT+ALB+BUN; 0. 77
2,250, 387, 1+ALB+BUN+gGT+T-BIL+Asn+Arg; 0. 772, 251, 705, 1+ALB+AST+NEFA+BH
BA+Asn+Thr; 0,772,254, 977, 1+ALB+T-BIL+BHBA+Asn+Thr+I le; 0. 772, 252, 833, 1
+ALB+T-BIL+Glc+Asn+Thr+Ile;0.772, 246, 540, 1+ALB+BUN+ALT+Asp+Lys+Trp;0.
772,248,732, 14Trp+Phe+ALT+ALB+BUN+BHBA; 0, 772, 248, 737, 1+ALB+AST+ALT+BH
BA+Asn+0rn; 0, 772, 249, 448, 14+Trp+Lys+ALT+gGT+ALB+BUN; 0. 772, 250. 697, 1+AL
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B+AST+BHBA+Asn+Thr+0rn; 0, 772, 250. 992, 1+ALB+AST+gGT+NEFA+His+Asn; 0. 772
, 248,881, 1+ALB+BUN+AST+BHBA+Asn+Arg; 0. 772, 250, 515, 1+AlatGly+Trp+His+A
LB+BUN; 0. 772, 249, 155, 1+Ala+Phe+TCHO+ALT+ALB+BUN; 0. 772, 249, 361, 1+AlatP
he+ALT+ALB+BUN+Ca; 0. 772, 248. 922, 1+ALB+Ca+ALT+gGT+Asn+Arg;0. 772,252, 76
3, 1+ALB+Ca+NEFA+Asn+Thr+0rn; 0. 772, 252, 124, 1+ALB+Ca+GlctHis+Asn+I le; 0.
772,254, 051, 1+ALB+NEFA+T-BIL+BHBA+Asn+Thr ;0. 772, 250, 516, 1+ALB+AST+Asn
+Arg+Thr+0rn;0.772,250. 919, 1+ALB+AST+NEFA+Asn+0rn+Trp; 0. 772, 248, 905, 1
+ALB+Ca+ALT+Asn+Arg+0rn; 0. 772, 250, 064, 1+ALB+BUN+Ca+BHBA+Asn+Lys; 0. 772
, 250, 832, 1+ALB+NEFA+Asn+Asp+Tyr+Val;0. 772, 248, 737, 1+ALB+BUN+ALT+0rn+P
he+Trp; 0,772,253, 142, 1+ALB+Ca+NEFA+BHBA+His+Asn; 0, 772, 249, 304, 1+ALB+C
atALT+Asn+0rn+Lys; 0. 772, 248. 957, 1+ALB+AST+ALT+BHBA+Asn+Lys; 0. 772, 249,
299, 1+ALB+Asn+3MeHistAsp+Tyr+Val;0. 772, 250, 983, 1+ALB+AST+Glc+HistAsn+
Thr; 0,772,251, 440, 1+ALB+AST+Asn+Arg+Tyr+Phe; 0. 772, 250. 042, 1+BCAA+Phe+
ALT+ALB+BUN+Ca; 0. 772, 250. 195, 1+ALB+Ca+ALT+gGT+NEFA+Asn; 0. 772, 254, 542,
1+ALB+gGT+NEFA+BHBA+Asn+Thr ;0. 772, 253, 021, 1+ALB+T-BIL+BHBA+G Lc+Asn+Il
e;0.772,251,470, 14+ALB+gGT+His+Asn+Arg+Lys;0. 772, 251, 556, 1+ALB+Asn+Asp
+Lys+Tyr+Phe;0. 772, 248. 309, 1+ALB+AST+ALT+G lc+Asn+Lys; 0. 772, 248. 686, 1+
ALB+AST+ALT+T-BIL+Asn+0rn; 0,772, 249, 229, 1+ALB+BUN+AST+gGT+BHBA+Asn; 0.
772,249,776, 1+ALB+AST+T-BIL+HistAsn+Arg; 0. 772, 251, 048, 1+ALB+AST+NEFA+
T-BIL+Asn+0rn;0.772,248.619, 1+ALB+CatAST+ALT+His+tAsn;0. 772, 250,618, 1+
ALB+BUN+Ca+gGT+T-BIL+Asn;0.772,250. 017, 1+ALB+BUN+Ca+NEFA+Asn+Arg; 0. 77
2,249, 800, 1+ALB+Asn+3MeH i s+As

ptLys+Trp;0.772, 250, 811, 1+ALB+AST+NEFA+T-BIL+His+Asn;0, 772, 251, 320, 1+
ALB+AST+AsntArgt+Lys+Tyr;0.772, 248, 643, 1+ALB+AST+ALT+BHBA+G Lc+Asn; 0, 77
2,252,096, 1+Ala+Gly+Trp+Arg+ALB+BUN; 0. 772, 250. 579, 1+ALB+AST+BHBA+G Lc+
His+Asn; 0,772,251, 537, 1+ALB+AST+gGT+Asn+Thr+Lys; 0. 772,252, 137, 1+Ala+G
ly+Lys+His+ALB+BUN; 0. 772, 248, 311, 1+Lys+Phe+ALT+ALB+BUN+TP; 0, 772, 248. 9
12, 14+Phe+His+ALT+ALB+BUN+TP; 0. 772, 249, 049, 1+ALB+AST+Asn+AsptLys+Tyr ;0
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. 772,248, 859, 1+ALB+BUN+Ca+AST+Asn+0rn; 0. 772, 250, 247, 1+ALB+Ca+ALT+gGT+
BHBA+Asn; 0. 772, 250, 448, 1+ALB+BUN+Cat+Asn+Arg+0rn; 0. 772, 250, 095, 1+ALB+B
UN+Ca+gGT+Glc+Asn; 0. 772, 250, 482, 1+ALB+BUN+gGT+Asn+Arg+0rn;0. 772, 251.7
79, 1+ALB+Asn+Asp+0rntVal+Trp; 0. 772, 254, 002, 1+ALB+NEFA+Asn+Arg+0rn+Val
;0.772, 249, 844, 1+Gly+BCAA+Phe+ALT+ALB+BUN; 0. 772, 251, 481, 1+ALB+AST+BHB
At+Asn+Thr+lys; 0,772, 248, 494, 1+ALB+BUN+Ca+AST+NEFA+Asn; 0. 772, 249, 350, 1
+ALB+AST+ALT+Asn+3MeHis+Tyr;0, 772, 249, 855, 1+ALB+BUN+gGT+BHBA+G Lc+Asn;
0.772,249,. 961, 1+Phe+Tyr+ALT+ALB+BUN+NEFA; 0, 772, 251, 262, 1+ALB+AST+gGT+
GlctHis+Asn; 0,772,252, 158, 1+ALB+AST+T-BIL+Asn+Thr+Ile; 0. 772, 251, 064, 1
+ALB+AST+Asn+Arg+Phe+Trp; 0. 772, 250, 861, 1+ALB+Ca+AST+Glc+Asn+Ile; 0. 772
, 250,178, 1+ALB+BUN+CatAsntArgtLys; 0. 772, 250. 483, 1+ALB+BUN+Ca+gGT+Asn+
Orn;0.772,252. 637, 1+ALB+Asn+3MeHis+Arg+Lys+Val;0. 772, 251, 942, 1+ALB+NE
FA+Asn+Asp+Lys+Val; 0. 772, 251, 309, 1+ALB+AST+Asn+Arg+0rn+Trp;0. 772, 252,
397, 1+AlatGly+Trp+TG+ALB+BUN; 0, 772, 252, 407, 1+ALB+AST+T-BIL+BHBA+Asn+I
le;0.772,250. 703, 1+ALB+BUN+Ca+T-BIL+BHBA+Asn; 0, 772, 249, 408, 1+ALB+Ca+A
LT+NEFA+Asntlys;0.772, 251, 824, 1+ALB+BHBA+G lc+His+Asn+Ile; 0, 772,252, 25
1, 1+Ala+Trp+Lys+Thr+ALB+BUN; 0. 772, 249, 247, 1+Ala+Phe+ALT+AST+ALB+BUN; 0
. 772,252, 338, 1+ALB+Asn+3MeHistArg+Val+Trp; 0, 772, 253, 256, 1+ALB+NEFA+As
n+3MeHis+Lys+Trp;0.772, 249, 060, 1+Ala+Trp+ALT+AST+ALB+BUN; 0. 772, 249. 54
9, 14+BCAA+Thr+Phe+ALT+ALB+BUN; 0. 772, 249, 821, 14+BCAA+Phe+ALT+ALB+BUN+TP;
0.772,248.615, 14Trp+Lys+His+ALT+ALB+BUN; 0, 772, 249, 000, 1+Phe+His+ALT+A
LB+BUN+NEFA; Q. 772, 250. 820, 1+ALB+AST+NEFA+Asn+Arg+Trp;0. 772, 254, 207, 1+
ALB+T-BIL+BHBA+His+Asn+I le; 0,772,252, 867, 1+AlatTrp+Thr+Phe+ALB+BUN; 0.
772, 251, 354, 1+ALB+AST+NEFA+Asn+Phe+Trp; 0. 772, 249, 238, 1+Trp+Lys+His+AL
B+BUN+TP; 0. 772, 249, 421, 1+ALB+Ca+ALT+T-BIL+Asn+Lys; 0. 772, 252, 935, 1+ALB
+gGT+Glc+Asn+Thr+Lys; 0. 772, 251, 406, 1+ALB+gGT+His+Asn+Arg+Thr;0.772, 25
3. 324, 1+ALB+Asn+3MeHis+Lys+Phe+Trp; 0. 772, 250. 194, 14+Phe+Tyr+ALT+gGT+AL
B+BUN; 0. 772, 250. 247, 1+ALB+AST+gGT+His+Asn+Arg; 0. 772, 250. 709, 1+ALB+AST
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+BHBA+G lc+Asn+I le;0.772, 251, 362, 1+ALB+AST+Asn+Arg+Tyr+Val; 0,772,251, 2
49, 1+ALB+Ca+AST+His+Asn+Lys; 0. 772, 250. 691, 1+ALB+Ca+Glc+His+Asn+Arg; 0.
771,251,604, 1+ALB+BHBA+H i s+Asn+Arg+Thr;0, 771, 251, 546, 1+ALB+gGT+T-BIL+
His+Asn+Arg;0.771, 252,824, 1+Ala+Trp+Arg+Tyr+ALB+BUN; Q. 771, 252, 832, 14+A
LB+gGT+BHBA+HistAsntlLys;0. 771, 248, 917, 1+ALB+AST+ALT+AsntLys+tPhe;0. 771
, 248,237, 1+ALB+Ca+AST+ALT+Asn+Arg; 0,771, 251, 641, 1+ALB+Ca+T-BIL+HistAs
ntArg;0.771,252, 117, 1+ALB+gGT+T-BIL+Glc+His+Asn; 0. 771, 250, 497, 1+ALB+B
UN+gGT+BHBA+Asn+Arg; 0. 771, 248, 127, 1+BCAA+Phe+ALT+ALB+BUN; 0, 771, 248. 66
8, 1+ALB+AST+ALT+gGT+Asn+0rn; 0. 771, 251, 731, 1+ALB+AST+Asn+Va l+Phe+Trp;0
. 771, 249, 853, 1+BCAA+Phe+TCHO+ALT+ALB+BUN; 0. 771, 249, 230, 1+ALB+BUN+Ca+A
ST+gGT+Asn; 0,771,252, 871, 1+ALB+T-BIL+Asn+Thr+0rntLys;0. 771, 254, 275, 1+
ALB+NEFA+Asn+tLys+Val+Phe; 0,771, 250, 033, 1+ALB+Asn+3MeHis+Asp+0rn+Lys;0
. 771,253,451, 1+Ala+Gly+BCAA+Lys+ALB+BUN; 0. 771, 248, 892, 1+ALB+AST+ALT+g
GT+AsntLys; 0,771, 248, 993, 1+Lys+Phe+ALT+gGT+ALB+BUN; 0. 771, 252, 524, 1+AL
B+AST+BHBA+Asn+Thr+Ile; 0,771, 249, 244, 14Phe+His+TG+ALT+ALB+BUN; 0, 771, 2
51.671, 1+Lys+Phe+His+ALB+BUN+TP; 0. 771, 250, 355, 1+ALB+BUN+Ca+T-BIL+Asn+
Arg;0.771,252, 925, 1+ALB+gGT+GlctAsn+Thr+Ile;0. 771, 254, 043, 1+ALB+Asn+L
ystVal+Phe+Trp;0. 771, 249, 653, 1+ALB+AST+ALT+gGT+BHBA+Asn; 0. 771, 250, 041
, 14Gly+Phe+Tyr+ALT+ALB+BUN; Q. 771, 251, 475, 1+ALB+AST+Asn+3MeHis+Lys+Val
;0.771, 252,218, 1+ALB+AST+His+Asn+Thr+Ile; 0,771, 248, 862, 1+ALB+BUN+Ca+tA
ST+T-BIL+Asn;0.771, 254,759, 1+ALB+Asn+3MeHis+Tyr+Val+Phe;0. 771, 252, 841
, 1+ALB+Asn+Arg+Thr+0rn+Lys; 0. 771, 250. 126, 1+BCAA+Phe+Tyr+ALT+ALB+BUN; 0
. 771,248, 274, 1+ALB+BUN+ALT+3MeHistLys+Phe; 0. 771, 249, 455, 1+ALB+BUN+ALT
+NEFA+3MeHis+Phe; 0. 771, 248, 070, 14Trp+Lys+ALT+ALB+BUN+TP; 0. 771, 248, 848
, 14TrptPhe+ALT+ALB+BUN+Ca; 0. 771, 252, 689, 1+ALB+CatgGT+His+AsntLys;0. 77
1,249, 485, 1+ALB+CatALT+BHBA+Asn+Lys; 0. 771, 249, 657, 1+ALB+AST+ALT+gGT+T
-BIL+Asn;0.771,250. 947, 1+ALB+AST+G lctAsn+Thr+Lys; 0. 771, 249, 977, 1+BCAA
+Phe+TG+ALT+ALB+BUN; 0. 771, 248, 789, 1+ALB+Ca+AST+ALT+G LctAsn; 0. 771, 252,
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647, 1+ALB+CatNEFA+T-BIL+His+Asn; 0. 771, 253. 104, 1+ALB+NEFA+T-BIL+Glc+As
ntLys;0.771, 249, 928, 1+ALB+Asn+3MeHis+Asp+Lys+Phe; 0. 771, 248,672, 1+Ala+
Lys+His+ALT+ALB+BUN; Q. 771, 250. 033, 1+ALB+Asn+3MeH i s+Asp+Phe+Trp; 0. 771,
252,133, 1+ALB+AST+Asn+0rntLys+Val;0.771, 251, 189, 1+ALB+AST+NEFA+Asn+3M
eHistlLys;0.771, 249, 321, 1+ALB+AST+NEFA+Asn+Asp+Lys; 0. 771, 251, 896, 1+ALB
+Asn+AsptLys+Val+Trp;0. 771, 251, 097, 1+ALB+Asn+Arg+Asp+Tyr+Val ;0. 771, 25
1.459, 1+ALB+Asn+Asp+Lys+Tyr+Val; 0. 771, 250. 595, 1+Ala+GLly+Trp+ALB+BUN; 0
. 771,250,601, 1+ALB+AST+Asn+3MeHis+0rn+Trp; 0. 771, 252, 575, 1+ALB+Ca+BHBA
+His+Asntlys;0. 771, 252, 943, 1+ALB+BHBA+Asn+Thr+0rntlLys; 0. 771, 252, 433, 1
+Ala+Trp+Lys+Phe+ALB+BUN; Q. 771, 253. 592, 1+ALB+Asn+3MeHis+Val+Phe+Trp;0
. 771,251,754, 1+ALB+AST+NEFA+BHBA+Asn+Lys; 0. 771, 251, 527, 1+ALB+CatAST+A
sn+Thr+lys; 0,771, 254, 165, 1+ALB+T-BIL+His+Asn+Thr+Ile;0. 771, 253,695, 1+
ALB+NEFA+T-BIL+BHBA+Asn+0rn;0. 771, 253, 492, 1+ALB+NEFA+Asn+Arg+Val+Trp;
0.771, 249, 988, 1+ALB+NEFA+Asn+3MeHistAsptLys;0.771, 248, 860, 1+ALB+Ca+tAL
T+Asn+Arg+Lys;0.771, 249, 901, 1+ALB+BUN+Ca+BHBA+G Lc+Asn; 0. 771, 253. 258, 1
+ALB+NEFA+Asn+3MeHis+0rn+Trp; 0, 771, 254, 257, 1+ALB+NEFA+Asn+Val+Phe+Trp
;0.771, 248,961, 14Gly+Lys+Phe+ALT+ALB+BUN; 0, 771, 249, 993, 1+ALB+BUN+ALT+
NEFA+Val+Phe;0. 771,252, 575, 1+AlatGly+Trp+ALB+BUN+NEFA; Q. 771, 251, 882, 1
+ALB+AST+T-BIL+His+Asn+Ile;0. 771,252, 900, 1+ALB+AST+Asn+tLys+Tyr+Phe; 0.
771, 250, 854, 1+ALB+Ca+AST+NEFA+His+Asn; 0,771, 252, 983, 1+ALB+Ca+NEFA+His
+Asn+Thr;0.771, 248, 868, 1+ALB+BUN+CatAST+Asn+Arg; 0. 771, 250, 447, 1+ALB+B
UN+Ca+BHBA+Asn+Arg;0. 771, 252, 736, 1+ALB+gGT+T-BIL+Glct+Asn+Ile; 0. 771, 25
2.594, 1+AlatGly+Trp+Glc+ALB+BUN; 0. 771, 249, 485, 1+ALB+CatALT+gGT+AsntLy
s;0.771,252, 957, 1+ALB+NEFA+T-BIL+GlctAsnt0rn; 0,771, 253, 276, 1+ALB+Asn+
3MeHis+0rn+Phe+Trp;0. 771, 250. 024, 1+ALB+Asn+3MeHis+Arg+Asp+Lys;0. 771, 2
51. 066, 1+ALB+AST+Asn+Arg+Thr+Lys;0.771,250. 171, 1+ALB+AST+BHBA+His+Asn
+Arg;0.771,250. 155, 1+ALB+Ca+ALT+gGT+T-BIL+Asn;0. 771, 252, 561, 1+ALB+gGT
+Glct+His+Asn+Thr;0.771, 252, 908, 1+ALB+gGT+Asn+Thr+0rn+Lys; 0. 771, 253. 30



WO 2018/003638 190 PCT/JP2017/022927

7, 1+ALB+T-BIL+BHBA+Asn+Thr+0rn; 0. 771, 253, 337, 1+ALB+NEFA+G lct+Asn+0rn+L
ys; 0,771,254, 755, 1+ALB+NEFA+Asn+3MeHis+Tyr+Val; 0. 771, 249, 536, 1+ALB+BU
N+ALT+ArgtVal+Phe;0.771, 251, 028, 1+Ala+Trp+Phe+ALB+BUN; 0. 771, 249, 982, 1
+ALB+Asn+3MeHis+Arg+Asp+Trp; 0. 771, 248, 888, 1+ALB+AST+NEFA+Asn+Asp+Trp;
0.771, 252,476, 1+ALB+Ca+GlctAsn+Thr+0rn; 0,771, 249, 663, 1+ALB+AST+ALT+T-
BIL+BHBA+Asn;0. 771, 253, 509, 1+ALB+gGT+T-BIL+Asn+Thr+Lys; 0. 771, 250. 478,
1+ALB+NEFA+Asn+3MeHis+AsptVal;0. 771, 253, 637, 1+ALB+NEFA+Asn+3MeHis+Val
+Trp;0.771, 249, 949, 14Thr+Phe+Tyr+ALT+ALB+BUN; 0, 771, 252, 575, 1+Ala+GLy+
Trp+Thr+ALB+BUN; 0, 771, 251, 440, 1+ALB+AST+NEFA+BHBA+Asn+0rn; 0,771, 249. 1
89, 1+Gly+Phe+His+ALT+ALB+BUN; 0, 771, 251, 464, 1+ALB+AST+NEFA+Asn+0rntLys
;0.770,252, 852, 1+ALB+NEFA+T-BIL+Glct+Asn+Arg; 0. 770, 250. 168, 1+Phe+Glc+A
LT+gGT+ALB+BUN; Q. 770, 246. 670, 1+ALB+AST+Asn+3MeHis+Asp+Tyr;0. 770, 251, 3
85, 1+ALB+AST+Asn+0rn+Lys+Trp; 0. 770, 250. 400, 1+ALB+BUN+Ca+gGT+Asn+Arg;0
.770, 250, 040, 1+ALB+Asn+3MeHis+Arg+Asp+Val; 0. 770, 252, 936, 1+Ala+Trp+Arg
+Phe+ALB+BUN; 0. 770, 253. 005, 1+Ala+Trp+Phe+gGT+ALB+BUN; 0. 770, 249, 066, 1+
ALB+BUN+ALT+OrntLys+Phe;0.770, 251, 765, 1+ALB+NEFA+Asnt+AsptVal+Trp;0.77
0,252, 322, 1+ALB+NEFA+Asn+Asp+0rn+Val; 0. 770, 252, 893, 1+ALB+AST+Asn+Lys+
Tyr+Val;0.770, 247. 370, 1+ALB+AST+Asn+3MeHis+Asp+Trp; 0. 770, 249. 799, 1+G1
y+Phe+TCHO+ALT+ALB+BUN; Q. 770, 253, 121, 1+ALB+Ca+gGT+NEFA+His+Asn; 0. 770,
253. 310, 1+ALB+CatNEFA+GlctAsn+tThr; 0,770, 252, 382, 1+ALB+gGT+G lct+AsntThr
+0rn; 0,770, 245,671, 1+ALB+BUN+ALT+3MeHistAsptLys; 0, 770, 248, 086, 1+Gly+P
he+ALT+ALB+BUN; 0. 770, 249, 566, 14+Trp+Lys+Tyr+ALT+ALB+BUN; 0. 770, 249, 566,
1+ALB+BUN+ALT+0rn+Lys+Trp; 0. 770, 250, 934, 1+ALB+AST+Asn+3MeHis+Lys+Trp;
0.770, 249, 936, 1+Phe+Tyr+TCHO+ALT+ALB+BUN; 0. 770, 250. 207, 1+Phe+Tyr+GLlc+
ALT+ALB+BUN; 0. 770, 253, 004, 1+Ala+Trp+Phe+TG+ALB+BUN; 0. 770, 253. 015, 1+Al
atTrp+Phe+Glc+ALB+BUN; 0, 770, 251, 970, 1+ALB+AST+T-BIL+His+Asn+Thr ;0,770
, 247,566, 1+Trp+Lys+ALT+ALB+BUN; 0. 770, 250, 682, 1+ALB+AST+NEFA+G Lc+Asn+0
rn; 0,770,252, 478, 1+ALB+AST+gGT+T-BIL+Asn+Ile;0. 770, 248, 624, 14Trp+Phe+



WO 2018/003638 191 PCT/JP2017/022927

ALT+AST+ALB+BUN; 0. 770, 249, 369, 1+ALB+Ca+AST+ALT+NEFA+Asn; 0, 770, 252, 957
, 1+ALB+CatT-BIL+GlctAsn+Ile; 0,770, 250. 422, 1+ALB+BHBA+G lct+HistAsntArg;
0.770, 252, 247, 1+ALB+NEFA+T-BIL+Asn+Arg+Thr ;0. 770, 253. 103, 1+ALB+NEFA+A
sn+3MeHis+Arg+Val;0. 770, 249, 485, 1+ALB+BUN+ALT+NEFA+Arg+Phe; 0. 770, 248.
956, 1+ALB+BUN+ALT+NEFA+Lys+Phe; 0. 770, 252, 194, 1+ALB+AST+Asn+0rn+Val+Ph
e;0.770, 249, 565, 1+TrptLys+Thr+ALT+ALB+BUN; 0. 770, 250. 958, 1+ALB+AST+NEF
A+Asn+3MeHis+Trp;0.770, 252, 971, 1+ALB+Ca+Glc+Asn+Thr+Lys; 0. 770, 252. 710
, 1+ALB+BHBA+G LctAsntThr+Lys; 0. 770, 253. 540, 1+ALB+NEFA+BHBA+G LctAsntLys
;0.770, 251,773, 1+ALB+gGT+BHBA+H i s+Asn+Arg; 0. 770, 251, 192, 1+ALB+AST+T-B
IL+AsntArg+Thr;0. 770, 249, 537, 1+Gly+Trp+Lys+ALT+ALB+BUN; 0. 770, 254, 049,
1+ALB+Ca+gGT+NEFA+Asn+Ile; 0,770, 252, 835, 1+ALB+Asn+3MeHis+ArgtLys+Trp;
0.770, 253, 775, 1+ALB+NEFA+Asn+3MeHis+Phe+Trp; 0. 770, 251, 547, 1+ALB+AST+T
-BIL+GlctAsn+Thr; 0,770, 252, 384, 1+ALB+AST+gGT+His+Asn+Ile; 0. 770, 249, 56
5, 14Trp+Lys+GLc+ALT+ALB+BUN; 0. 770, 250. 904, 1+Ala+Trp+Lys+AST+ALB+BUN; 0
. 770, 249, 003, 1+ALB+BUN+Ca+AST+BHBA+Asn; 0. 770, 252, 389, 1+ALB+G Lc+Asn+Ar
g+Thr+0rn; 0,770, 252, 420, 1+ALB+BHBA+G Lc+Asn+Thr+0rn; 0, 770, 254, 106, 1+AL
B+NEFA+BHBA+Asn+Orn+tLys; 0. 770, 248. 869, 1+ALB+BUN+AST+ALT+Lys+Phe; 0. 770
, 249, 321, 1+ALB+BUN+AST+ALT+3MeHis+Phe; 0. 770, 251, 358, 1+Ala+TrptLys+ALB
+BUN+TP; 0. 770, 249, 563, 1+Trp+Lys+ALT+ALB+BUN+NEFA; 0. 770, 251, 551, 1+ALB+
AST+gGT+NEFA+Asn+Thr ;0. 770, 251, 622, 1+ALB+AST+Asn+Lys+Phe+Trp;0. 770, 25
0.116, 1+ALB+Ca+ALT+T-BIL+BHBA+Asn; 0, 770, 250. 639, 1+ALB+Ca+AST+Asn+Thr+
Orn;0.770, 253. 493, 1+ALB+NEFA+Asn+3MeHis+0rn+Lys; 0. 770, 253. 753, 1+ALB+A
sntArgtLys+Val+Trp; 0. 770, 253. 291, 1+ALB+NEFA+G lc+Asn+Arg+0rn; 0. 770, 250
. 347, 1+ALB+NEFA+Asn+3MeHistArgtAsp; 0. 770, 251, 497, 1+ALB+CatAST+NEFA+As
ntThr;0.770, 248, 874, 1+ALB+Ca+AST+ALT+AsntLys; 0. 770, 253, 406, 1+ALB+Ca+T
-BIL+Asn+Thr+Lys;0.770, 252, 695, 1+ALB+G lc+Asn+Arg+Thr+Lys; 0. 770, 253. 67
4, 1+ALB+gGT+NEFA+T-BIL+Asn+0rn; 0. 770, 248, 955, 1+ALB+BUN+ALT+3MeHis+0rn
+Phe;0.770, 252, 585, 1+AlatGly+Trp+gGT+ALB+BUN; Q. 770, 247, 717, 1+ALB+BUN+
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ALT+Arg+Asp+Trp;0.770, 249, 209, 1+ALB+AST+Asn+Asp+Val+Trp; 0. 770, 254, 311
, 1+ALB+T-BIL+BHBA+His+Asn+Thr;0, 770, 253, 103, 1+ALB+T-BIL+Asn+Arg+Thr+0
rn;0.770, 252, 525, 1+Ala+TrptLy

s+GLc+ALB+BUN; 0. 770, 253. 292, 1+ALB+NEFA+G Lc+Asn+Argtlys; 0. 770, 250, 244,
1+ALB+BUN+ALT+Tyr+Val+Phe; 0. 770, 250. 051, 1+ALB+Asn+3MeHis+Asp+0rn+Trp;
0.770, 250. 076, 1+ALB+NEFA+Asn+3MeHis+Asp+Trp;0.770, 250, 808, 1+ALB+AST+N
EFA+T-BIL+Asn+Arg;0. 770, 250, 850, 1+ALB+AST+Asn+3MeHis+Val+Trp;0. 770, 25
2.522, 1+AlatTrp+ArgtLys+ALB+BUN; 0. 770, 253. 433, 1+ALB+NEFA+BHBA+G LctAsn
+Arg;0.770, 253. 848, 1+ALB+NEFA+Asn+0rn+Lys+Trp; 0. 770, 253. 935, 1+ALB+NEF
AtAsntLys+Phe+Trp; 0. 770, 249, 579, 1+ALB+BUN+ALT+NEFA+Orn+Phe; 0. 770, 251,
859, 1+ALB+AST+Asn+3MeHistLys+Phe; 0,770, 248. 664, 1+ALB+Ca+AST+ALT+Asn+0
rn;0.770, 254, 461, 1+ALB+BHBA+His+Asn+Thr+I le;0.770, 253. 791, 1+ALB+Asn+A
rg+Val+Phe+Trp;0. 770, 247, 408, 1+ALB+BUN+ALT+NEFA+Asp+Phe; 0. 770, 251, 802
, 1+ALB+AST+NEFA+Asn+Lys+Phe; 0. 770, 249, 435, 1+Trp+Lys+ALT+ALB+BUN+BHBA;
0.770, 251, 047, 1+ALB+AST+NEFA+Asn+3MeHis+0rn; 0. 770, 251, 196, 1+ALB+AST+A
sn+0rn+Phe+Trp;0.770, 252, 314, 1+ALB+Ca+AST+Asn+Thr+Ile;0. 770, 251,535, 1
+ALB+Ca+His+Asn+Arg+Thr ;0. 770, 253. 167, 1+ALB+Asn+3MeHis+0rn+Lys+Trp; 0.
770, 253, 530, 1+ALB+NEFA+T-BIL+Asn+0rntLys; 0. 770, 253, 684, 1+ALB+NEFA+Asn
+3MeHis+Lys+Phe; 0. 770, 254, 006, 1+ALB+Asn+0rn+Lys+Phe+Trp;0. 770, 250. 481
, 1+ALB+Asn+3MeHis+Asp+Val+Phe; 0. 770, 249, 564, 1+ALB+AST+Asn+Asp+Lys+Trp
;0.769, 250, 220, 1+ALB+ALT+gGT+T-BIL+BHBA+Asn; 0. 769, 253. 255, 1+ALB+Asn+3
MeHis+Arg+Val+Phe;0. 769, 253. 850, 1+ALB+NEFA+Asn+Arg+Lys+Val ;0. 769, 252,
864, 1+ALB+Asn+3MeHis+Arg+0rn+Trp; 0. 769, 253, 078, 1+ALB+NEFA+Asn+3MeHis+
ArgtlLys;0. 769, 247, 398, 1+ALB+BUN+ALT+Asp+0rn+Phe; 0. 769, 250, 321, 1+ALB+A
ST+Asn+3MeHis+Arg+Trp; 0. 769, 251, 959, 1+ALB+AST+Asn+Arg+0rn+Val; 0. 769, 2
53. 248, 1+ALB+NEFA+Asn+3MeHis+Arg+0rn; 0. 769, 253, 738, 1+ALB+NEFA+Asn+Arg
+Lys+Trp;0.769, 252, 249, 1+ALB+Ca+AST+T-BIL+Asn+Ile; 0, 769, 253, 158, 1+ALB
+Ca+Glc+Asn+Thr+Ile; 0. 769, 252, 782, 1+ALB+Ca+Glc+His+Asn+Thr ;0. 769, 253.
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269, 1+ALB+Ca+BHBA+Asn+Thr+0rn; 0. 769, 252, 512, 1+Ala+Trp+Lys+TG+ALB+BUN;
0.769, 253, 895, 1+ALB+NEFA+Asn+0rn+Phe+Trp; 0. 769, 250, 352, 1+ALB+Asn+3MeH
is+Arg+Asp+Phe; 0. 769, 251. 840, 1+Ala+GLly+Trp+ALB+BUN+TP; 0, 769, 249, 474, 1
+ALB+AST+Asn+Asp+0rn+Trp; 0. 769, 249, 550, 1+ALB+AST+Asn+Arg+Asp+Trp;0.76
9, 254, 228, 1+ALB+CatHis+Asn+Thr+Ile;0. 769, 253. 821, 1+ALB+Ca+NEFA+T-BIL+
Asn+Thr;0.769, 250, 366, 1+ALB+Asn+3MeHis+Arg+Asp+0rn; 0. 769, 253. 965, 1+Al
a+Gly+Lys+TG+ALB+BUN; 0. 769, 247, 457, 1+ALB+BUN+ALT+Arg+Asp+Phe; 0. 769, 25
2.529, 1+ALB+AST+gGT+Asn+Thr+Ile; 0. 769, 252, 348, 1+ALB+AST+BHBA+His+Asn+
Ile;0.769, 251.477, 1+ALB+AST+Asn+Arg+Lys+Trp;0. 769, 252, 521, 1+Ala+Gly+T
rp+ALB+BUN+Ca; 0. 769, 253, 055, 1+ALB+BHBA+G Lct+Asn+Thr+Ile; 0. 769, 253. 109,
1+ALB+BHBA+Asn+Arg+Thr+0rn; 0. 769, 252, 868, 1+ALB+Asn+3MeHis+Arg+Phe+Trp
;0.769, 251, 547, 1+ALB+AST+NEFA+Asn+0rn+Phe; 0. 769, 250, 953, 1+ALB+AST+NEF
A+Glc+Asntlys; 0. 769, 250, 155, 1+ALB+Ca+AST+His+Asn+Arg; 0. 769, 250. 697, 1+
ALB+BUN+Ca+gGT+BHBA+Asn; 0. 769, 2564, 453, 1+ALB+Ca+NEFA+BHBA+Asn+Thr; 0. 76
9,251,196, 1+ALB+Cat+AST+GlctHist+Asn; 0, 769, 252, 969, 1+ALB+gGT+BHBA+G LctA
sn+lle; 0. 769, 253, 278, 1+ALB+gGT+BHBA+Asn+Thr+0rn; 0. 769, 253. 201, 1+Ala+T
rp+Arg+TG+ALB4BUN; 0. 769, 254, 324, 14+ALB+gGT+His+Asn+Thr+Ile;0. 769, 254, 8
00, 1+ALB+Asn+0rn+Lys+Val+Phe;0. 769, 250. 530, 1+Ala+Trp+Lys+ALB+BUN; 0. 76
9,251,222, 1+ALB+AST+NEFA+T-BIL+Glc+Asn; 0. 769, 251, 786, 1+ALB+Asn+AsptLy
s+Phe+Trp;0.769, 252, 525, 1+Ala+Gly+Trp+ALB+BUN+BHBA; 0. 769, 251, 977, 1+AL
B+AST+NEFA+Asn+3MeHis+Tyr; 0. 769, 2562, 853, 1+ALB+AST+gGT+BHBA+Asn+I le; 0.
769, 251, 227, 1+ALB+AST+NEFA+Asn+Arg+Val; 0, 769, 251, 327, 1+ALB+AST+Asn+3M
eHis+0rntLys;0. 769, 252, 089, 1+ALB+AST+NEFA+T-BIL+BHBA+Asn; 0, 769, 249, 02
6, 1+ALB+AST+Asn+Asp+Phe+Trp; 0. 769, 249, 056, 1+Trp+Lys+TCHO+ALT+ALB+BUN;
0. 769, 253. 256, 1+ALB+Ca+T-BIL+Asn+Thr+0rn;0, 769, 252, 253, 1+ALB+BHBA+GLc
+His+Asn+Thr; 0. 769, 255, 088, 1+ALB+gGT+BHBA+Asn+Thr+I le; 0. 769, 253. 238§, 1
+ALB+Asn+3MeHis+Arg+0rn+Lys; 0. 769, 249, 969, 1+ALB+BUN+ALT+Thr+Lys+Ile;0
. 769, 249, 506, 1+Trp+Lys+ALT+ALB+BUN+Ca; 0. 769, 249, 824, 14Trp+Arg+TG+ALT+
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ALB+BUN; 0. 769, 253, 022, 1+ALB+gGT+NEFA+Asn+Arg+Thr; 0, 769, 253, 059, 1+ALB+
T-BIL+Glc+Asnt+Arg+Thr; 0,769, 253, 273, 1+ALB+gGT+T-BIL+Asn+Thr+0rn;0. 769
, 253,763, 1+ALB+NEFA+Asn+3MeHis+0rn+Phe; 0. 769, 254, 335, 1+ALB+NEFA+Asn+0
rntLys+Phe;0. 769, 253. 725, 1+ALB+NEFA+Asn+Arg+0rn+Trp; 0. 769, 254, 764, 14+A
LB+gGT+NEFA+T-BIL+BHBA+Asn; 0. 769, 253, 274, 1+ALB+NEFA+T-BIL+AsntArg+0rn
:0.769, 251, 240, 1+ALB+AST+NEFA+Asn+Arg+0rn; 0. 769, 254, 885, 1+ALB+Ca+T-BI
L+Asn+Thr+Ile;0.769, 252, 854, 1+ALB+Ca+Asn+Thr+0rn+Lys; 0. 769, 251, 665, 1+
ALB+Ca+gGT+His+Asn+Arg; 0. 769, 254, 960, 1+ALB+gGT+T-BIL+Asn+Thr+Ile;0.76
9, 255, 089, 1+ALB+gGT+T-BIL+BHBA+Asn+I le; 0. 769, 252, 349, 1+ALB+AST+T-BIL+
BHBA+HistAsn;0. 769, 252, 699, 1+ALB+BUN+3MeH i stLys+Val+Phe; 0. 769, 252, 540
, 14+ALB+AST+gGT+His+Asn+Thr ;0. 769, 250, 887, 1+ALB+AST+G lc+Asn+Arg+Thr ;0.
769, 250, 620, 1+ALB+AST+NEFA+Asn+3MeHis+Arg; 0. 769, 251, 137, 1+ALB+AST+Asn
+3MeHis+Phe+Trp; 0. 769, 252, 200, 1+Ala+Trp+Lys+TCHO+ALB+BUN; 0. 769, 253. 47
1, 1+ALB+gGT+NEFA+G Lct+Asntlys; 0. 769, 254, 368, 1+ALB+gGT+NEFA+BHBA+Asn+Ly
s;0.769, 252, 135, 1+Ala+Trp+Lys+ALB+BUN+NEFA; 0. 769, 253, 804, 1+ALB+NEFA+T
-BIL+BHBA+AsntLys;0. 769, 247, 519, 1+ALB+BUN+ALT+Asp+Val+Phe; 0. 769, 247, 5
18, 1+ALB+BUN+ALT+AsptLystVal;0. 769, 252, 199, 1+Gly+Trp+Lys+AST+ALB+TP; 0
. 769, 249, 577, 1+ALB+Ca+AST+ALT+BHBA+Asn; 0. 769, 255, 077, 1+ALB+Ca+T-BIL+B
HBA+Asn+Ile;0. 769, 253, 465, 1+ALB+Ca+NEFA+G Lc+Asn+tlys; 0. 769, 253, 700, 1+A
LB+Asn+3MeHis+0rn+Lys+Phe; 0, 769, 253. 716, 1+ALB+gGT+NEFA+T-BIL+Glc+Asn;
0.769, 253, 809, 1+ALB+gGT+NEFA+T-BIL+Asn+Lys; 0. 769, 253, 443, 1+ALB+NEFA+B
HBA+G lc+Asn+0rn; 0. 769, 252, 297, 1+ALB+NEFA+Asn+Arg+Asp+Lys; 0. 769, 253, 98
0, 1+Ala+GLly+Lys+GLc+ALB+BUN; 0. 769, 249, 236, 1+Trp+Arg+Lys+ALT+ALB+BUN; 0
. 769, 251, 430, 1+ALB+AST+BHBA+Asn+Arg+Thr; 0. 769, 250, 037, 1+Trp+Lys+AST+A
LB+BUN+TP; 0. 769, 249. 570, 1+Ala+Lys+ALT+ALB+BUN+NEFA; 0, 769, 252, 008, 1+Al
a+Gly+Lys+ALB+BUN; 0. 769, 252, 586, 1+Ala+BCAA+Trp+Arg+ALB+BUN; 0. 769, 253.
220, 1+AlatTrp+Arg+Thr+ALB+BUN; Q. 769, 249, 469, 1+ALB+BUN+ALT+Arg+0rn+Phe
;0.769, 252, 294, 1+ALB+NEFA+Asn+Asp+0rntlys; 0. 769, 252, 884, 1+ALB+NEFA+As
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n+3MeHis+Arg+Trp;0.769, 251, 849, 1+ALB+NEFA+Asn+Asp+Phe+Trp; 0. 769, 249, 5
86, 1+ALB+Ca+AST+ALT+T-BIL+Asn;0. 768, 254, 454, 1+ALB+gGT+BHBA+H i s+Asn+I L
e;0.768, 253. 013, 1+ALB+gGT+Asn+Arg+Thr+0rn;0. 768, 254, 372, 1+ALB+NEFA+As
ntArg+Val+Phe; 0. 768, 253. 718, 1+ALB+NEFA+Asn+Arg+Phe+Trp; 0. 768, 249. 561,
1+ALB+Ca+AST+ALT+gGT+Asn; 0. 768, 253. 361, 1+ALB+Asn+3MeHis+Arg+0rn+Phe; 0
. 768, 253. 706, 1+ALB+gGT+BHBA+Asn+ThrtLys; 0. 768, 249, 407, 1+Ala+Gly+Lys+A
LT+ALB+BUN; 0, 768, 247, 415, 1+ALB+BUN+ALT+Asp+0rn+Lys; 0. 768, 247, 489, 1+AL
B+BUN+ALT+NEFA+AsptLys;0. 768, 247, 540, 1+ALB+BUN+ALT+AsptLys+Tyr ;0. 768,
249,126, 1+TrptLys+ALT+AST+ALB+BUN; 0. 768, 249, 126, 1+ALB+BUN+AST+ALT+Lys
+Trp;0.768, 252, 574, 1+ALB+Ca+AST+BHBA+Asn+I le; 0. 768, 255. 022, 1+ALB+Ca+B
HBA+Asn+Thr+Ile;0. 768, 251, 876, 1+ALB+NEFA+Asn+Asp+Lys+Trp; 0. 768, 251, 95
0, 1+ALB+NEFA+Asn+Asp+0rn+Trp;0. 768, 251, 355, 1+ALB+AST+gGT+NEFA+Asn+0rn
;0.768, 252, 177, 1+ALB+AST+NEFA+Asn+Tyr+Val;0. 768, 249, 783, 1+ALB+AST+Asn
+Asp+Tyr+Phe; 0. 768, 250, 420, 1+Ala+Gly+Trp+AST+ALB+BUN; 0. 768, 253. 005, 1+
ALB+Cat+gGT+Glct+Asn+I le; 0. 768, 252, 129, 1+AlatGly+Trp+TCHO+ALB+BUN; 0. 768
, 251,874, 1+ALB+CatBHBA+Hi stAsntArg; 0. 768, 254, 192, 1+ALB+gGT+T-BIL+His+
Asn+Thr;0. 768, 253. 837, 1+ALB+Asn+Arg+Lys+Phe+Trp;0. 768, 251. 558, 1+ALB+A
ST+gGT+NEFA+AsntLys; 0. 768, 253. 064, 1+AlatGly+Trp+Lys+AST+ALB; 0. 768, 254
. 307, 1+ALB+Ca+BHBA+HistAsn+I le; 0. 768, 254, 589, 1+ALB+NEFA+Asn+3MeHis+Va
Ll+Phe; 0. 768, 252, 963, 1+BCAA+Trp+Lys+gGT+ALB+BUN; 0. 768, 253, 997, 1+Ala+Gl
y+Lys+Thr+ALB+BUN; Q. 768, 251, 310, 1+ALB+AST+NEFA+Asn+Arg+Lys; 0. 768, 253.
572, 1+ALB+CatBHBA+Asn+ThrtLys;0. 768, 252, 362, 1+AlatTrp+Lys+ALB+BUN+BHB
A;0.768, 249, 454, 1+Alat+Arg+Lys+ALT+ALB+BUN; 0. 768, 248. 678, 1+ALB+BUN+ALT
+3MeHis+Arg+Phe; 0. 768, 247. 687, 1+ALB+AST+Asn+3MeHis+AsptLys; 0. 768, 252,
366, 1+Ala+GLly+Trp+Arg+AST+ALB; 0. 768, 254, 139, 1+ALB+NEFA+Asn+Arg+0rn+lLy
s;0.768, 252, 081, 1+ALB+Asn+Arg+Asp+Val+Trp;0. 768, 252, 493, 1+ALB+NEFA+As
nt+Asp+0rn+Phe; 0. 768, 250. 469, 1+ALB+NEFA+Asn+3MeHis+Asp+0rn; 0. 768, 250, 4
91, 1+ALB+Asn+3MeHis+Asp+0rn+Phe; 0. 768, 252, 101, 1+ALB+AST+gGT+G Lc+Asn+T
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hr;0.768, 249, 419, 1+Trp+Lys+TG+ALT+ALB+BUN; 0, 768, 250. 061, 1+BCAA+Trp+Ar
g+ALT+ALB+BUN; 0. 768, 250, 173, 1+ALB+BUN+ALT+Arg+Tyr+Trp; 0. 768, 250, 333, 1
+BCAA+Lys+Thr+ALT+ALB+BUN; 0. 768, 251, 359, 1+ALB+AST+gGT+NEFA+GLlc+Asn; 0,
768, 250, 556, 1+BCAA+Trp+Lys+ALB+BUN+TP; 0. 768, 252, 309, 1+ALB+AST+gGT+T-B
IL+His+Asn; 0. 768, 251, 409, 1+ALB+AST+Asn+3MeHis+0rn+Phe; 0. 768, 253. 305, 1
+ALB+BHBA+Asn+Arg+Thr+Lys; 0. 768, 253, 963, 1+ALB+gGT+T-BIL+Glc+Asn+Thr ;0
. 768, 250, 606, 1+ALB+NEFA+Asn+3MeH i s+Asp+Phe; 0, 768, 253. 418, 1+ALB+NEFA+T
-BIL+BHBA+Asn+tArg;0. 768, 252, 137, 1+ALB+NEFA+Asn+Asp+Lys+Phe; 0. 768, 249,
212, 1+ALB+BUN+ALT+3MeHistLys+Trp; 0. 768, 252, 458, 1+Ala+Trp+Lys+ALB+BUN+
Ca;0.768, 251, 066, 1+Alat+Arg+GLlc+ALT+ALB+BUN; 0. 768, 253, 350, 1+ALB+NEFA+A
sn+3MeHis+Arg+Phe; 0. 768, 253. 670, 1+Ala+Gly+Lys+ALB+BUN+BHBA; 0. 768, 253.
919, 1+ALB+NEFA+BHBA+Asn+Arg+0rn; 0. 768, 252, 252, 1+ALB+BUN+3MeH is+Lys+Va
[4+Trp;0. 768, 252, 936, 1+BCAA+TrptLys+Thr+ALB+BUN; 0. 768, 252, 431, 1+ALB+AS
T+Asn+3MeHis+Tyr+Phe; 0. 768, 253. 158, 1+ALB+T-BIL+Asn+Arg+Thr+Lys; 0. 768,
254, 467, 1+ALB+gGT+BHBA+His+Asn+Thr ;0. 768, 254,610, 1+AlatGly+BCAA+Trp+L
ys+ALB; 0. 768, 251, 915, 1+ALB+Asn+Asp+0rn+Phe+Trp; 0. 768, 252, 526, 1+ALB+NE
FA+AsntArg+Asp+Val; 0. 768, 254, 042, 1+ALB+Ca+T-BIL+His+Asn+I le; 0, 768, 254
. 234, 1+ALB+Ca+NEFA+BHBAtAsntLys; 0. 768, 253, 673, 1+ALB+NEFA+T-BIL+BHBA+G
lc+Asn; 0. 768, 253. 811, 1+ALB+Asn+Arg+0rn+Phe+Trp; 0. 768, 251, 250, 1+Ala+Tr
p+Arg+ALB+BUN; 0. 768, 253. 234, 1+ALB+Asn+3MeHis+Arg+Lys+Phe; 0. 768, 254, 01
1, 1+ALB+Asn+Arg+0rn+Lys+Trp; 0. 768, 250. 453, 1+Ala+Arg+Thr+ALT+ALB+BUN; @
. 768, 249, 809, 1+ALB+BUN+AST+ALT+NEFA+Phe; 0. 768, 247, 535, 1+ALB+BUN+ALT+A
rg+Asptlys;0. 768, 250. 867, 1+ALB+AST+Asn+3MeHis+Arg+0rn; 0. 768, 253. 050, 1
+ALB+Ca+Asn+Arg+Thr+0rn; 0. 768, 248, 018, 1+ALB+BUN+ALT+Asp+0rn+Trp; 0. 768
, 253,686, 1+AlatGly+Arg+Lys+ALB+BUN; 0. 768, 254, 177, 1+ALB+gGT+T-BIL+His+
Asn+Ile;0.768,250. 150, 1+ALB+BUN+ALT+NEFA+Arg+Trp;0, 768, 250. 150, 14+Trp+
Arg+ALT+ALB+BUN+NEFA; 0, 768, 250. 714, 1+ALB+AST+Asn+3MeHis+Arg+Val; 0. 768
, 251,474, 14BCAA+Trp+Lys+AST+ALB+BUN; 0. 768, 252, 673, 1+ALB+Ca+gGT+GLctHi
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s+Asn; 0. 768, 254, 632, 1+ALB+Asn+Arg+0rntLys+Val ;0. 768, 248. 187, 1+Trp+Arg
+ALT+ALB+BUN; 0. 768, 250. 168, 1+Trp+Arg+ALT+gGT+ALB+BUN; 0. 768, 248, 156, 1+
ALB+BUN+ALT+AsptVal+Trp;0. 767, 253, 187, 1+ALB+CatBHBA+G Lc+AsntI le; 0. 767
, 2563. 188, 1+ALB+CatgGT+Asn+Thr+0rn; 0. 767, 253. 899, 1+ALB+T-BIL+BHBA+Asn+
Arg+Thr;0.767,252. 990, 1+Ala+Trp+Arg+ALB+BUN+NEFA; 0. 767, 250. 176, 1+Trp+
Arg+ALT+ALB+BUN+BHBA; 0. 767, 250. 673, 1+ALB+AST+NEFA+G LctAsntArg; 0, 767, 2
52. 365, 1+ALB+AST+BHBA+H i st+Asn+Thr ;0. 767, 249. 764, 1+ALB+BUN+ALT+His+Thr
tLys;0.767,253. 342, 1+ALB+gGT+NEFA+G Lc+Asn+0rn; 0, 767, 248, 962, 1+ALB+BUN
+ALT+ArgtLys+Phe; 0. 767, 250. 093, 1+ALB+BUN+AST+ALT+Tyr+Phe; 0, 767, 247, 35
8, 1+ALB+BUN+AST+ALT+Asp+Phe; 0. 767, 254, 351, 1+ALB+Ca+T-BIL+BHBA+His+Asn
;0.767,253. 507, 1+ALB+Ca+NEFA+T-BIL+Asn+0rn; 0, 767, 252, 252, 1+ALB+Asn+As
p+0rntLys+Trp; 0. 767, 252, 525, 1

+Ala+Trp+Arg+ALB+BUN+TP; 0, 767, 252, 996, 1+ALB+BUN+Lys+Val+Phe+Trp; 0. 767
, 249,260, 1+Trp+Arg+ALT+ALB+BUN+TP; 0. 767, 249. 812, 1+ALB+BUN+ALT+3MeH i s+
Arg+Trp;0.767,251. 209, 1+ALB+ALT+Arg+Tyr+Phe+Trp;0. 767, 250, 949, 1+ALB+A
ST+Asnt3MeHistArgtlys;0. 767, 251, 436, 1+ALB+AST+NEFA+BHBA+G LctAsn; 0. 767
, 247,798, 1+ALB+AST+Asn+3MeHis+Arg+Asp; 0. 767, 252, 874, 1+Ala+Trp+Arg+TCH
O+ALB+BUN; 0, 767, 249, 806, 14+Trp+Arg+TCHO+ALT+ALB+BUN; 0. 767, 253. 044, 1+AL
B+Ca+NEFA+Asn+Arg+Thr ;0. 767, 252, 200, 1+ALB+gGT+BHBA+G Lc+His+Asn; 0. 767,
253. 242, 1+ALB+gGT+Asn+Arg+Thr+Lys; 0. 767, 253, 268, 1+ALB+NEFA+T-BIL+Asn+
ArgtlLys;0. 767,252, 498, 1+ALB+NEFA+Asn+Arg+Asp+0rn; 0. 767, 250. 178, 1+ALB+
BUN+ALT+Arg+Val+Trp;0. 767,252, 202, 1+Ala+Gly+Lys+AST+ALB+BUN; 0. 767, 253
. 034, 1+AlatBCAA+Trp+TCHO+ALB+BUN; 0. 767, 254, 175, 1+ALB+Ca+NEFA+BHBA+Asn
+0rn;0.767, 254, 254, 1+ALB+NEFA+Asn+Arg+0rn+Phe; 0. 767, 252. 259, 1+ALB+Asn
+Arg+Asp+0rn+Trp; 0. 767, 251, 978, 1+ALB+NEFA+Asn+Arg+Asp+Trp; 0. 767, 250. 7
10, 1+ALB+AST+Asn+Arg+AsptLys; 0. 767, 250. 247, 1+ALB+AST+Asn+Asp+0rn+Val;
0.767, 249, 393, 1+ALB+AST+NEFA+Asn+Aspt0rn; 0, 767, 249, 431, 1+ALB+AST+NEFA
+Asn+Arg+Asp; 0. 767, 253. 709, 1+ALB+Ca+NEFA+T-BIL+Glc+Asn; 0. 767, 254, 445,
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1+ALB+CatgGT+NEFA+Asn+Thr ;0. 767, 253. 989, 1+AlatGly+Lys+gGT+ALB+BUN; 0. 7
67,254, 303, 1+ALB+gGT+NEFA+Asn+0rn+Lys; 0. 767, 251, 344, 1+Ala+BCAA+Trp+AL
B+BUN; 0. 767, 250. 133, 1+ALB+BUN+ALT+His+0rn+Lys;0, 767, 250. 141, 1+ALB+BUN
+ALT+Arg+0rn+Trp; 0. 767, 249, 351, 1+ALB+BUN+ALT+His+Arg+Lys; 0. 767, 251, 40
2, 1+ALB+AST+NEFA+AsntArg+Phe; 0, 767, 254, 448, 1+ALB+T-BIL+BHBA+G Lc+Asn+L
ys; 0,767,253, 286, 1+ALB+gGT+NEFA+GLc+AsntArg; 0. 767, 254, 430, 1+ALB+gGT+T
-BIL+BHBA+His+tAsn;0. 767,249,717, 1+AlatLys+Thr+ALT+ALB+BUN; 0. 767, 252, 5
26, 1+BCAA+Trp+Lys+ALB+BUN+NEFA; 0. 767, 253, 237, 1+Ala+Trp+Arg+G Lc+ALB+BU
N;0.767, 250, 378, 1+ALB+BUN+ALT+T-BIL+Lys+Ile; 0. 767, 252, 433, 1+ALB+AST+N
EFA+Asn+Val+Phe; 0. 767, 247, 847, 1+ALB+AST+NEFA+Asn+3MeHis+Asp; 0. 767, 253
. 159, 1+Ala+Trp+Arg+ALB+BUN+Ca; 0. 767, 253. 417, 1+ALB+Ca+NEFA+G Lc+Asn+Arg
;0.767, 250, 947, 1+AlatArg+TGH+ALT+ALB+BUN; 0, 767, 249, 403, 1+ALB+BUN+AST+A
LT+Arg+Phe; 0, 767, 250. 990, 1+BCAA+Trp+Lys+ALB+BUN; 0. 767, 251, 930, 1+ALB+A
sn+Arg+Asp+Phe+Trp; 0. 767, 252. 989, 1+BCAA+Trp+Lys+G Lc+ALB+BUN; 0. 767, 253
. 259, 1+Ala+BCAA+Trp+ALB+BUN+BHBA; 0. 767, 249. 230, 1+ALB+BUN+3MeH i s+Asp+L
ys+Phe; 0. 767, 252, 296, 1+ALB+Asn+Arg+Asp+Lys+Trp;0. 767, 252, 990, 14BCAA+T
rp+Lys+TG+ALB+BUN; 0. 767, 251, 469, 1+ALB+AST+gGT+Asn+Arg+Thr ;0. 767, 251.6
10, 1+ALB+AST+BHBA+G Lc+Asn+Thr; 0, 767, 252, 009, 1+Ala+G ly+BCAA+T r p+ALB+BU
N;0.767, 249, 398, 1+ALB+BUN+AST+ALT+0rn+Phe; 0. 767, 250. 073, 1+GLly+Trpt+Arg
+ALT+ALB+BUN; 0. 767, 251, 345, 1+Ala+Trp+Arg+AST+ALB+BUN; 0. 767, 253, 145, 1+
AlatGly+Trp+AST+ALB+TP; 0. 767, 253. 246, 1+Ala+Trp+Thr+TCHO+ALB+BUN; 0. 767
, 253,303, 1+Ala+BCAA+Trp+Thr+ALB+BUN; 0. 767, 251, 980, 1+ALB+Asn+Asp+Val+P
he+Trp; 0,767,252, 335, 1+ALB+AST+T-BIL+Asn+0rntLys;0. 767, 253, 124, 1+ALB+
BHBA+Glc+Asn+Arg+Thr ;0. 767, 251,608, 1+Ala+Trp+Thr+ALB+BUN; Q. 767, 247. 87
4, 1+ALB+AST+Asn+3MeHist+AsptVal; 0. 767, 251, 636, 1+Ala+Trp+TG+AST+ALB+BUN
;0.767, 251,418, 1+ALB+Ca+AST+Asn+Arg+Thr; 0, 767, 254, 834, 1+ALB+Ca+gGT+As
ntThr+Ile;0.767, 252, 586, 1+ALB+CatAST+gGT+Asn+I le; 0. 767, 254,726, 1+ALB+
Asn+Arg+0rn+Val+Phe; 0. 767, 249. 716, 1+Ala+Lys+TG+ALT+ALB+BUN; 0. 767, 253.
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922, 1+ALB+NEFA+BHBA+Asn+ArgtLys; 0. 767, 253, 340, 1+Ala+BCAA+Trp+G Lc+ALB+
BUN; 0. 767, 250, 414, 1+ALB+BUN+ALT+NEFA+Lys+I le; 0. 767, 250, 033, 1+BCAA+Arg
+Lys+ALT+ALB+BUN; 0. 767, 253, 429, 1+Ala+Gly+Lys+TCHO+ALB+BUN; 0. 767, 253. 5
77, 1+ALB+Ca+NEFA+T-BIL+AsntLys; 0. 767, 254, 066, 1+ALB+T-BIL+Glc+Asn+0rn+
Lys;0.767,254, 119, 1+ALB+T-BIL+BHBA+GLc+Asn+Thr ;0. 767, 250. 401, 1+AlatGl
y+Arg+ALT+ALB+BUN; 0. 767, 252, 024, 1+ALB+Asn+Asp+Tyr+Val+Phe; 0, 767, 253. 0
97, 1+Ala+BCAA+Trp+ALB+BUN+NEFA; 0. 767, 254, 137, 1+ALB+NEFA+Asn+Arg+Lys+P
he;0.767, 250,910, 1+Ala+Trp+ALB+BUN+TP; 0, 767, 253. 330, 1+Ala+BCAA+Trp+TG
+ALB+BUN; 0. 767, 250, 303, 1+ALB+BUN+ALT+gGT+His+Lys; 0. 767, 249, 531, 1+ALB+
AST+NEFA+Asn+Asp+Val ;0. 767,254, 103, 1+ALB+Ca+T-BIL+His+Asn+Thr ;0. 767, 2
49,750, 1+AlatLys+GLc+ALT+ALB+BUN; 0. 767, 251, 382, 1+Ala+Trp+ALB+BUN+NEFA
;0.767, 249, 453, 1+ALB+BUN+ALT+ArgtLys+I le; 0, 766, 252, 122, 1+ALB+Ca+AST+H
istAsntlle;0. 766, 253,627, 1+ALB+Cat+gGT+AsntThrtLys; 0. 766, 252, 363, 1+ALB
+Ca+BHBA+G LctHistAsn; 0, 766, 252, 581, 1+G ly+BCAA+Trp+Lys+ALB+BUN; 0. 766, 2
53.382, 1+AlatTrp+GlctALB+BUN+NEFA; 0, 766, 250. 109, 1+ALB+BUN+AST+ALT+Val
+Phe; 0. 766, 250. 166, 1+ALB+BUN+ALT+NEFA+His+Lys; 0. 766, 253. 270, 1+ALB+AST
+AsntLys+Val+Phe; 0. 766, 252, 136, 1+ALB+AST+T-BIL+Asn+Arg+0rn; 0. 766, 254,
048, 1+ALB+CatNEFA+AsntArgtlLys;0. 766, 255, 466, 1+ALB+gGT+T-BIL+BHBA+Asn+
Thr; 0,766, 254, 971, 1+ALB+T-BIL+BHBA+Asn+0rntLys;0. 766, 251, 293, 1+AlatGl
y+Trp+Arg+ALT+ALB; 0. 766, 250. 560, 1+ALB+BUN+ALT+NEFA+Thr+Lys;0. 766, 250.
809, 1+Ala+Trp+AST+ALB+BUN+TP; 0. 766, 248. 193, 1+ALB+BUN+ALT+Asp+Tyr+Trp;
0.766, 247, 916, 1+ALB+AST+Asn+3MeHis+Asp+0rn; 0. 766, 249, 616, 1+ALB+BUN+AS
T+Asp+Lys+Trp; 0. 766, 254. 143, 1+ALB+Ca+T-BIL+GLlc+Asn+Thr ;0. 766, 251, 590,
1+Ala+Trp+TG+ALB+BUN; 0, 766, 248. 773, 1+ALB+BUN+3MeH i s+Asp+Lys+Trp; 0. 766
, 251,724, 1+ALB+ALT+0rn+Val+Phe+Trp; 0. 766, 252, 670, 1+BCAA+Trp+Arg+Lys+A
LB+BUN; 0., 766, 252, 758, 1+ALB+NEFA+AsntAsptVal+Phe; 0. 766, 249, 972, 1+ALB+B
UN+ALT+BHBA+HistLys; 0. 766, 249,770, 1+Ala+Lys+ALT+gGT+ALB+BUN; 0. 766, 250
. 763, 1+ALB+BUN+Asp+Lys+Tyr+Trp;0. 766, 250. 150, 1+ALB+BUN+ALT+3MeHis+0rn
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+Lys; 0. 766, 250. 169, 14Trp+Arg+GLlc+ALT+ALB+BUN; 0, 766, 250. 074, 1+ALB+BUN+
ALT+T-BIL+HistLys;0. 766, 251, 397, 1+Ala+BCAA+Trp+AST+ALB+BUN; 0. 766, 251,
709, 1+Ala+Trp+Thr+AST+ALB+BUN; 0. 766, 254, 320, 1+ALB+gGT+T-BIL+G lc+Asn+L
ys;0.766, 255, 407, 1+ALB+gGT+T-BIL+BHBA+Asn+Lys; 0. 766, 253. 204, 1+Ala+Trp
+Arg+gGT+ALB+BUN; 0. 766, 253. 483, 1+Ala+Trp+Glc+ALB+BUN+BHBA; 0. 766, 252, 9
02, 1+Ala+Trp+TG+ALB+BUN+TP; Q. 766, 247, 295, 1+ALB+BUN+ALT+3MeHis+Asp+Trp
;0.766, 250. 680, 1+ALB+AST+AsntAsptLystVal; 0, 766, 251, 827, 1+ALB+Ca+AST+N
EFA+T-BIL+Asn;0. 766, 254, 082, 1+ALB+gGT+NEFA+BHBA+G LctAsn; 0. 766, 253. 278
, 1+ALB+BUN+Lys+Tyr+Phe+Trp;0. 766, 249. 614, 1+Ala+Trp+ALB+BUN; 0. 766, 251,
487, 1+Ala+Trp+ALB+BUN+BHBA; 0. 766, 250. 584, 1+ALB+BUN+ALT+gGT+Thr+Lys;0.
766, 252, 851, 1+ALB+AST+gGT+T-BIL+AsntLys; 0. 766, 253, 234, 1+Ala+Trp+TCHO+
TG+ALB+BUN; 0. 766, 253. 402, 1+ALB+Ca+NEFA+GLlct+Asn+0rn; 0. 766, 254, 226, 1+AL
B+gGT+NEFA+BHBA+Asn+0rn; 0. 766, 252, 545, 1+ALB+NEFA+AsntArg+AsptPhe; 0. 76
6, 252, 698, 1+Ala+BCAA+Trp+ALB+BUN+TP; 0. 766, 252, 907, 1+Ala+Trp+GLc+ALB+B
UN+TP; 0. 766, 252, 794, 1+ALB+AST+T-BIL+BHBA+Asn+Thr ;0. 766, 251,011, 1+ALB+
AST+Asn+3MeHis+Arg+Phe; 0. 766, 251, 297, 1+ALB+AST+gGT+NEFA+Asn+Arg; 0. 766
, 251, 358, 1+ALB+Ca+ASTHNEFA+G LlctAsn; 0. 766, 252, 116, 1+ALB+Ca+AST+T-BIL+H
is+Asn;0. 766, 253, 156, 1+ALB+Asn+Arg+Asp+Lys+Val; 0, 766, 253, 362, 1+Ala+Tr
p+gGT+ALB+BUN+NEFA; 0, 766, 250. 512, 1+ALB+BUN+ALT+gGT+Lys+Ile; 0. 766, 251,
903, 1+ALB+AST+gGT+NEFA+T-BIL+Asn; 0. 766, 252, 499, 1+ALB+AST+BHBA+Asn+0rn
+Lys; 0. 766, 250. 400, 1+ALB+BUN+ALT+Arg+Thr+Ile;0, 766, 251, 371, 1+ALB+Ca+A
STHNEFA+Asn+0rn; 0. 766, 253. 219, 1+ALB+Ca+Glc+Asn+Arg+Thr ;0. 766, 251, 864,
1+ALB+ALT4+0rn+Tyr+Phe+Trp; 0. 766, 248, 153, 1+ALB+BUN+ALT+NEFA+Asp+Trp;0.
766, 251, 283, 1+ALB+AST+NEFA+BHBA+AsntArg; 0. 766, 252, 357, 1+ALB+Ca+AST+Hi
stAsn+tThr; 0. 766, 255, 341, 1+ALB+Ca+T-BIL+BHBA+AsntLys; 0. 766, 253, 586, 1+A
lat+Trp+Glc+TGH+ALB+BUN; 0. 766, 250, 198, 1+ALB+BUN+ALT+T-BIL+ArgtLys; 0. 766
, 251,760, 1+ALB+AST+Glc+Asn+0rntlys; 0. 766, 249, 718, 1+Ala+Trp+AST+ALB+BU
N;0.766, 250. 547, 1+ALB+BUN+ALT+T-BIL+Thr+Lys;0. 766, 251, 712, 1+Ala+Trp+G
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Lc+AST+ALB+BUN; 0. 766, 252, 325, 1+ALB+AST+T-BIL+BHBA+Asn+0rn; 0, 766, 254, 3
36, 1+ALB+Cat+BHBA+Hist+Asn+tThr ;0. 766, 254, 167, 1+ALB+CatNEFA+Asn+0rntLys;
0.766, 254, 856, 1+ALB+T-BIL+Asn+Arg+0rn+Lys;0. 766, 252, 896, 1+ALB+Asn+Asp
+0rntLystVal;0. 766, 250, 664, 1+ALB+BUN+ALT+gGT+NEFA+tLys; 0. 766, 251, 570, 1
+Ala+Trp+AST+gGT+ALB+BUN; 0. 766, 252, 447, 1+ALB+AST+Asn+Arg+Lys+Phe; 0,76
6, 251, 584, 1+ALB+CatAST+NEFA+AsntLys; 0. 766, 252, 609, 1+ALB+Ca+AST+T-BIL+
Asn+Thr ;0. 766, 253, 253, 1+Ala+BCAA+Trp+ALB+BUN+Ca; 0. 766, 253, 305, 1+Ala+B
CAA+Trp+gGT+ALB+BUN; 0. 766, 252, 642, 1+Ala+Trp+ALB+BUN+TP+BHBA; 0. 766, 249
. 406, 1+ALB+BUN+ALT+3MeHis+ArgtLys; 0. 766, 252, 940, 1+ALB+AST+T-BIL+BHBA+
AsntlLys;0.766, 249, 272, 1+ALB+BUN+3MeH i s+Asp+0rn+Lys; 0. 766, 252, 595, 1+AL
B+AST+Asn+Arg+Lys+Val ;0. 766, 253. 271, 1+ALB+Ca+NEFA+T-BIL+Asn+Arg; 0. 766
, 253. 143, 1+Ala+Trp+TCHO+ALB+BUN+BHBA; 0. 766, 254, 763, 1+ALB+Asn+Arg+0rn+
Lys+Phe;0. 766, 254, 123, 1+ALB+gGT+NEFA+Asn+ArgtLys; 0. 766, 251, 359, 1+ALB+
ALT+3MeHis+0rn+Val+Phe;0. 766, 253. 447, 1+Ala+Trp+TG+ALB+BUN+BHBA; 0. 766,
248,952, 1+ALB+BUN+3MeH i stAsptLys+Val; 0. 766, 250, 735, 1+Trp+ALT+ALB+BUN+
TP+BHBA; 0. 766, 251, 477, 1+Ala+Trp+AST+ALB+BUN+BHBA; 0. 766, 253, 887, 1+Alat+
Gly+Trp+TG+AST+ALB; 0. 766, 254, 289, 1+ALB+Ca+gGT+His+Asn+Thr ;0. 766, 251, 2
58, 1+Ala+Trp+TCHO+ALB+BUN; 0. 766, 255. 127, 1+ALB+Ca+gGT+BHBA+Asn+I le; 0.7
66, 253. 997, 1+ALB+T-BIL+Glc+Asn+Arg+0rn; 0. 766, 254, 862, 1+ALB+BHBA+Asn+A
rg+0rntlLys; 0. 766, 252, 981, 1+ALB+gGT+Glc+Asn+Arg+Thr ;0. 766, 253. 355, 1+Al
a+Trp+ALB+BUN+NEFA+BHBA; 0. 766, 250. 645, 1+ALB+BUN+ALT+gGT+T-BIL+tLys;0.7
66, 250. 160, 1+ALB+BUN+ALT+NEFA+3MeHis+Lys;0. 766, 250, 375, 1+ALB+BUN+ALT+
Glc+His+Lys;0. 766, 250, 766, 1+ALB+AST+Asn+Arg+Asp+Val ;0. 765, 252, 052, 1+A
LB+Ca+AST+G Lc+Asn+Thr ;0. 765, 253. 462, 1+Ala+Trp+gGT+ALB+BUN+BHBA; 0. 765,
253,231, 1+AlatTrp+TG+ALB+BUN+NEFA; 0. 765, 250. 021, 1+ALB+BUN+ALT+3MeH i s+
Lys+Tyr;0. 765, 250, 626, 1+ALB+BUN+ALT+Thr+0rntLys;0. 765, 252, 150, 1+ALB+A
STH+NEFA+Asn+3MeHis+Val; 0,765, 252, 439, 1+ALB+AST+gGT+Asn+0rn+Lys; 0. 765,
249,579, 1+ALB+BUN+AST+ALT+Arg+Trp; 0. 765, 250, 313, 1+ALB+BUN+ALT+HistLys
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+Ile;0.765, 250,509, 1+ALB+AST+Asn+Arg+Asp+0rn;0. 765, 253, 503, 1+Ala+Trp+
TGH+ALB+BUN+Ca; 0. 765, 252, 494, 1+Ala+Trp+TCHO+ALB+BUN+TP; 0. 765, 253, 258, 1
+Ala+Trp+GLlc+TCHO+ALB+BUN; 0. 765, 254, 410, 1+ALB+Ca+T-BIL+Glc+Asn+tLys; 0.
765, 253. 361, 1+ALB+gGT+NEFA+T-BIL+AsntArg; 0. 765, 249, 409, 1+ALB+BUN+3MeH
is+Asp+Lys+Tyr ;0. 765, 249, 848, 1+ALB+BUN+AST+ALT+3MeHis+Lys; 0. 765, 248. 0
70, 1+ALB+AST+Asn+3MeH i s+Asp+Phe; 0, 765, 252, 254, 1+ALB+AST+gGT+Asn+Arg+0
rn;0.765, 250, 284, 1+ALB+BUN+Ca+ALT+HistLys; 0. 765, 254, 160, 1+ALB+Ca+gGT+
HistAsn+Ile;0. 765, 253, 244, 1+Ala+Trp+TCHO+gGT+ALB+BUN; 0. 765, 250, 845, 1+
ALB+BUN+AsptLys+Val+Trp; 0, 765, 247, 227, 1+ALB+BUN+AST+ALT+AsptLys; 0. 765
, 252,435, 1+ALB+AST+gGT+BHBA+Asn+0rn; 0. 765, 252, 449, 1+ALB+AST+Asn+0rn+L
ystPhe; 0. 765, 254, 946, 1+ALB+gGT+T-BIL+BHBA+Asn+0rn; 0. 765, 253. 551, 1+Ala
+Trp+TG+gGT+ALB+BUN; 0. 765, 250, 430, 1+ALB+BUN+ALT+BHBA+Thr+Lys;0. 765, 25
0.640, 1+ALB+BUN+ALT+Glc+ThrtLys; 0. 765, 252, 297, 1+ALB+AST+Asn+Arg+0rntL
ys;0.765, 253, 242, 1+ALB+Ca+Asn+Arg+Thr+Lys;0. 765, 253, 525, 1+ALB+BUN+0rn
+Lys+Val+Trp;0. 765, 250, 857, 1+BCAA+Trp+ALT+ALB+BUN+TP; 0. 765, 253, 203, 1+
ALB+AST+gGT+BHBA+Asn+Lys; 0. 765, 254, 899, 1+ALB+Ca+T-BIL+Asn+0rn+Lys; 0.7
65, 254, 114, 1+ALB+BHBA+G Lc+Asn+0rn+Lys; 0. 765, 254, 960, 1+ALB+gGT+BHBA+As
n+0rn+Lys;0. 765, 254, 160, 1+ALB+gGT+NEFA+Asn+Arg+0rn; 0. 765, 251, 584, 1+Al
a+Trp+gGT+ALB+BUN; 0. 765, 251,610, 1+Ala+Trp+GLlc+ALB+BUN; 0. 765, 250. 188, 1
+ALB+BUN+ALT+NEFA+Arg+Lys; 0. 765, 250, 508, 1+ALB+AST+Asn+Asp+0rn+tLys; 0.7
65, 254, 133, 1+ALB+Ca+NEFA+Asn+

Arg+0rn;0. 765, 254, 106, 1+ALB+T-BIL+BHBA+G lc+Asn+0rn; 0. 765, 254, 993, 1+AL
B+T-BIL+BHBA+Asn+Argtlys;0. 765, 252, 683, 1+Ala+Trp+ALB+BUN+TP+NEFA; Q. 76
5,250, 734, 1+ALB+BUN+ALT+NEFA+OrntLys; 0. 765, 251, 659, 1+ALB+AST+G Lc+Asn+
Arg+0rn;0. 765, 252, 294, 1+ALB+AST+BHBA+Asn+Arg+0rn; 0. 765, 247. 658, 1+ALB+
BUN+AST+ALT+Asp+Trp;0. 765, 249, 442, 1+ALB+AST+Asn+Asp+Tyr+Val ;0. 765, 253
. 301, 1+AlatTrp+ALB+BUN+Ca+NEFA; 0, 765, 255, 459, 1+ALB+Ca+T-BIL+BHBA+Asn+
Thr; 0,765, 254, 487, 1+ALB+Ca+gGT+NEFA+T-BIL+Asn;0. 765, 254, 186, 1+ALB+T-B
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IL+Glc+Asn+Arg+lys; 0. 765, 253, 756, 1+ALB+gGT+T-BIL+Asn+Arg+Thr ;0. 765, 25
3.638, 1+ALB+BUN+NEFA+LystVal+Phe; 0. 765, 248, 945, 14Trp+ALT+ALB+BUN+TP; 0
. 765, 250, 052, 1+ALB+BUN+ALT+3MeHistLystVal; 0. 765, 250, 252, 1+ALB+BUN+ALT
+Arg+0rntLys; 0. 765, 250. 234, 1+ALB+BUN+ALT+G Lc+Arg+Lys; 0. 765, 250. 700, 1+
ALB+BUN+ALT+T-BIL+0rn+Lys;0. 765,251,271, 1+Ala+Trp+AST+ALB+BUN+NEFA;0.
765, 251, 730, 1+ALB+AST+gGT+G Lc+Asn+0rn; 0, 765, 251, 476, 1+ALB+AST+T-BIL+G
Llc+Asn+0rn; 0. 765, 251, 940, 1+ALB+AST+NEFA+Asn+3MeHis+Phe; 0. 765, 249. 588,
1+ALB+AST+NEFA+AsntAsptPhe; 0. 765, 251, 491, 1+Ala+Trp+TCHO+AST+ALB+BUN; 0
. 765,252, 947, 1+Ala+Trp+TCHO+ALB+BUN+NEFA; 0, 765, 254, 798, 1+ALB+T-BIL+BH
BA+Asn+Arg+0rn;0. 765, 250, 229, 1+ALB+BUN+ALT+Arg+Lys+Val; 0. 765, 253. 582,
1+Ala+Trp+GLlc+gGT+ALB+BUN; Q. 765, 250, 264, 1+ALB+BUN+ALT+Arg+Lys+Tyr ;0.7
65, 253. 400, 1+Ala+Trp+ALB+BUN+Ca+BHBA; 0. 765, 254, 088, 1+ALB+GLc+Asn+Arg+
OrntLys;0.765, 254, 048, 1+ALB+BHBA+G Lc+Asn+Arg+0rn; 0. 765, 252, 929, 1+ALB+
AsntAsptLystVal+Phe; 0, 765, 250, 728, 1+ALB+BUN+ALT+NEFA+Lys+Val; 0. 765, 25
0.742, 1+ALB+BUN+ALT+NEFA+GLlctLys; 0. 765, 252, 272, 1+ALB+AST+gGT+T-BIL+As
n+0rn; 0. 765, 254, 326, 1+ALB+Ca+gGT+NEFA+Asn+Lys; 0. 765, 252, 834, 1+ALB+Asn
+Asp+0rn+Lys+Phe; 0. 765, 252, 867, 1+ALB+Asn+Arg+Asp+Lys+Phe; 0. 765, 250. 71
0, 1+ALB+BUN+ALT+NEFA+T-BIL+tLys;0. 765, 251, 124, 1+ALB+BUN+Asp+Orn+Lys+Tr
p;0.765, 252, 728, 1+ALB+AST+gGT+T-BIL+Asn+Thr ;0. 765, 254, 959, 1+ALB+Ca+T-
BIL+BHBA+Asn+0rn; 0. 765, 251. 434, 1+ALB+BUN+Asp+Tyr+Phe+Trp; 0. 765, 250. 94
4, 1+Trp+ALT+gGT+ALB+BUN+TP; 0, 765, 250. 321, 1+ALB+BUN+AST+ALT+Lys+I le;0.
765, 252, 153, 1+ALB+AST+Asn+Arg+0rn+Phe; 0, 765, 252. 070, 1+Ala+G ly+Trp+AST
+ALB; 0. 765, 254, 770, 1+ALB+Ca+Asn+Arg+0rn+Lys; 0. 765, 253. 119, 1+ALB+Asn+A
rg+Asp+0rntlys; 0. 765, 254, 946, 1+ALB+gGT+T-BIL+Asn+0rn+Lys; 0. 765, 253, 82
0, 1+ALB+gGT+BHBA+Asn+Arg+Thr ;0. 765, 250. 241, 1+ALB+BUN+ALT+gGT+Arg+Lys;
0.765, 251, 595, 1+ALB+AST+BHBA+G Lct+Asn+0rn; 0. 765, 252, 066, 1+ALB+BUN+AST+
LystVal+Trp;0. 765, 254, 033, 1+Ala+Gly+Trp+AST+ALB+BHBA; 0. 765, 251, 528, 1+
Alat+Trp+ALB+BUN+Ca; 0. 765, 254, 333, 1+ALB+Cat+gGT+NEFA+Asn+0rn; 0, 764, 253,
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993, 1+ALB+gGT+NEFA+BHBA+AsntArg; 0. 764, 249, 592, 1+ALB+BUN+3MeH i s+ArgtAs
ptlys;0.764, 250, 841, 14+Trp+TG+ALT+ALB+BUN+TP; 0. 764, 250, 101, 1+ALB+BUN+A
LT+BHBA+Arg+Lys;0. 764, 252, 690, 1+ALB+Ca+AST+gGT+His+Asn; 0. 764, 251, 932,
1+ALB+ALT+3MeHis+0rn+Tyr+Phe;0. 764, 250, 633, 1+ALB+BUN+ALT+NEFA+Lys+Tyr
:0.764, 250, 384, 1+ALB+AST+Asn+Asp+Lys+Phe; 0. 764, 251,661, 1+Ala+Trp+AST+
ALB+BUN+Ca; 0. 764, 253. 172, 1+Ala+Trp+TCHO+ALB+BUN+Ca; 0. 764, 253. 846, 1+AL
B+BUN+3MeHis+0rn+Val+Phe;0. 764, 250, 788, 1+ALB+BUN+ALT+gGT+Glctlys; 0. 76
4,252,744, 1+ALB+AST+gGT+BHBA+H i s+Asn; 0, 764, 250, 710, 1+ALB+BUN+ALT+T-BI
L+Glc+Lys; 0. 764, 250. 995, 1+ALB+ALT+3MeHis+Arg+Tyr+Phe; 0. 764, 248,170, 1+
ALB+BUN+AST+3MeHis+AsptLys; 0. 764, 252, 373, 1+ALB+Ca+AST+Asn+0rntLys; 0,7
64, 253. 500, 1+AlatTrp+gGT+ALB+BUN+Ca; 0. 764, 254, 202, 1+ALB+CatgGT+G lc+As
ntThr; 0,764, 250. 940, 1+Trp+GLc+ALT+ALB+BUN+TP; 0. 764, 250, 269, 1+ALB+BUN+
AST+ALT+T-BIL+Lys;0. 764, 253, 873, 1+ALB+Ca+T-BIL+Asn+Arg+Thr ;0. 764, 248,
074, 1+ALB+BUN+ALT+3MeHis+Arg+Asp; 0. 764, 253. 248, 1+Ala+Gly+Trp+TG+ALT+A
LB; 0. 764, 250, 318, 1+ALB+BUN+AST+ALT+NEFA+Lys; 0. 764, 252, 831, 1+ALB+Ca+AS
T+BHBA+Asn+Thr ;0. 764, 253, 524, 1+Ala+Trp+Glc+ALB+BUN+Ca; 0. 764, 254, 161, 1
+ALB+Ca+NEFA+BHBA+G lct+Asn; 0. 764, 255. 035, 1+ALB+Ca+gGT+T-BIL+Asn+I le; 0.
764, 253. 019, 1+ALB+Asn+Asp+0rntVal+Phe; 0. 764, 253, 459, 1+ALB+BUN+Arg+Lys
+Val+Trp;0.764, 252, 259, 1+ALB+BUN+AST+3MeHistLystPhe; 0. 764, 250, 631, 14T
rp+TCHO+ALT+ALB+BUN+TP; 0. 764, 253. 956, 1+ALB+gGT+BHBA+G lct+Asn+Thr ;0. 764
, 250, 498, 1+ALB+BUN+ALT+gGT+BHBA+tLys;0. 764, 252, 101, 1+ALB+ALT+Arg+0rn+T
yr+Phe ;0. 764, 250, 326, 1+ALB+BUN+AST+ALT+gGT+Lys; 0. 764, 253, 597, 1+ALB+AS
T+Asn+Tyr+Val+Phe ;0. 764, 251, 441, 1+ALB+BUN+AST+3MeHis+Lys+Trp; 0. 764, 25
1.698, 1+ALB+AST+T-BIL+Glct+AsntArg; 0. 764, 254, 061, 1+AlatG ly+Trp+AST+ALB
+NEFA; 0. 764, 253, 815, 1+AlatGly+Trp+AST+gGT+ALB; 0. 764, 252, 807, 1+Ala+tTrp
+ALB+BUN+TP+Ca; 0. 764, 254, 503, 1+ALB+Ca+NEFA+T-BIL+BHBA+Asn; 0. 764, 253, 1
39, 1+ALB+BUN+NEFA+Lys+Val+Trp;0. 764, 253, 487, 1+ALB+BUN+3MeHis+Lys+Tyr+
Phe;0.764, 250, 469, 1+ALB+BUN+ALT+0rn+Lys+Ile; 0. 764, 252, 444, 1+ALB+BUN+3
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MeHis+Lys+Phe+Trp;0. 764, 249, 768, 1+ALB+BUN+3MeH i s+Asp+Phe+Trp;0. 764, 25
0.097, 1+ALB+BUN+ALT+Arg+ThrtLys; 0. 764, 249, 920, 1+ALB+BUN+ALT+His+Arg+T
hr;0.764, 253, 026, 1+ALB+AST+gGT+BHBA+Asn+Thr; 0, 764, 251, 903, 1+Ala+Gly+T
rp+ALT+AST+ALB; 0. 764, 251, 608, 1+Trp+TCHO+ALT+gGT+ALB+BUN; 0. 764, 254, 786
, 1+ALB+Ca+BHBA+Asn+Arg+0rn; 0. 764, 254, 012, 1+ALB+gGT+GLlc+Asn+0rn+Lys; 0.
764, 253, 054, 1+ALB+Asn+Arg+Asp+OrntVal;0. 764, 252, 411, 1+ALB+AST+T-BIL+A
sntArgtlLys; 0. 764, 252, 667, 1+ALB+AST+gGT+Asn+Arg+Lys; 0. 764, 250. 927, 1+AL
B+ALT+Arg+ThrtLys+Ile; 0, 764, 254, 197, 1+ALB+Ca+gGT+T-BIL+His+Asn; 0. 764,
251,211, 1+ALB+BUN+Arg+AsptLys+Trp; 0. 764, 250. 384, 1+ALB+BUN+ALT+BHBA+Ly
stIle;0. 764, 253. 559, 1+ALB+BUN+Orn+Val+Phe+Trp; 0, 764, 250. 762, 1+ALB+BUN
+ALT+gGT+0rn+Lys; 0. 764, 250. 517, 1+ALB+BUN+Ca+ALT+Lys+Ile; 0. 764, 254, 786
, 1+ALB+Ca+T-BIL+Asn+Arg+0rn; 0. 764, 254, 028, 1+ALB+Ca+NEFA+BHBA+Asn+Arg;
0.764, 254, 066, 1+ALB+Ca+T-BIL+Glc+Asn+0rn; 0. 764, 254, 923, 1+ALB+Asn+Arg+
LystVal+Phe; 0. 764, 250. 578, 1+ALB+BUN+ALT+T-BIL+BHBA+tLys; 0. 764, 250, 608,
1+ALB+BUN+ALT+Lys+Tyr+Val; 0. 764, 252, 665, 1+ALB+AST+BHBA+AsntArgtLys;0.
764,251,712, 1+ALB+CatAST+G lct+Asnt0rn; 0, 764, 254, 285, 1+ALB+BHBA+G Lc+Asn
+Argtlys;0. 764, 254, 324, 1+ALB+T-BIL+BHBA+G Lc+Asn+Arg; 0. 764, 250, 993, 1+A
LB+BUN+NEFA+AsptLys+Trp;0. 764, 252, 373, 1+ALB+AST+gGT+NEFA+BHBA+Asn; 0.7
64, 250. 784, 1+Trp+ALT+ALB+BUN+TP+Ca; 0. 764, 254. 930, 1+ALB+Ca+BHBA+Asn+0r
ntlLys;0. 764, 252, 934, 1+ALB+BUN+3MeHistLys+Tyr+Trp; 0, 764, 249, 496, 1+ALB+
BUN+NEFA+3MeHis+AsptLys;0. 764, 250. 958, 1+ALB+BUN+ALT+NEFA+0rn+Trp;0. 76
4,251, 043, 1+ALB+BUN+ALT+0rn+Val+Trp; 0. 764, 251, 223, 1+ALB+BUN+Asp+Lys+P
he+Trp;0.764, 251,797, 1+ALB+ALT+Arg+Val+Phe+Trp; 0. 764, 252, 729, 1+ALB+AS
T+Asn+3MeHis+Tyr+Val;0. 763, 253. 894, 1+ALB+BUN+NEFA+Lys+Tyr+Phe; 0. 763, 2
50. 598, 1+ALB+BUN+ALT+GlctLys+Ile; 0,763, 252, 495, 1+ALB+AST+gGT+G Lc+Asn+
Lys;0.763,250. 106, 1+Trp+ALT+AST+ALB+BUN+TP; 0, 763, 252, 218, 1+ALB+Ca+AST
+T-BIL+Asn+0rn; 0. 763, 252, 355, 1+ALB+Ca+AST+BHBA+Asn+0rn; 0. 763, 250. 132,
1+ALB+BUN+Ca+ALT+Arg+Lys; 0. 763, 254, 738, 1+ALB+gGT+Asn+Arg+0rntLys; 0. 76
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3,251,910, 1+Trp+TG+ALT+gGT+ALB+BUN; 0. 763, 252, 029, 1+ALB+ALT+NEFA+Arg+T
yr+Phe; 0. 763, 255, 142, 1+ALB+Ca+gGT+NEFA+BHBA+Asn; 0. 763, 254, 405, 1+ALB+g
GT+BHBA+Glct+Asn+Lys; 0. 763, 253. 628, 1+ALB+BUN+Lys+Tyr+Val+Trp; 0. 763, 250
. 899, 14Trp+ALT+ALB+BUN+TP+NEFA; 0, 763, 252, 649, 1+ALB+ALT+NEFA+Orn+Tyr+P
he;0.763, 251, 380, 1+ALB+ALT+3MeHistLys+Val+Phe; 0, 763, 251, 115, 1+ALB+BUN
+ALT+Arg+Thr+0rn; 0. 763, 254, 036, 1+Ala+GLly+Trp+GLc+AST+ALB; 0. 763, 254, 82
4, 1+ALB+Ca+gGT+Asn+0rn+Lys; 0. 763, 253. 807, 1+ALB+BUN+Arg+Tyr+Phe+Trp;0.
763, 250, 565, 1+ALB+BUN+ALT+NEFA+BHBA+tLys; 0, 763, 252, 796, 1+Ala+Trp+gGT+A
LB+BUN+TP; 0. 763, 250. 174, 1+ALB+BUN+AST+ALT+His+Lys; 0. 763, 251, 143, 1+ALB
+BUN+ALT+NEFA+Arg+Thr ;0. 763, 250. 583, 1+ALB+BUN+Ca+ALT+Thr+Lys;0. 763, 25
4,124, 1+ALB+Ca+BHBA+GlctAsn+Thr; 0, 763, 253, 946, 1+ALB+Ca+BHBA+AsntArg+T
hr;0.763, 251, 163, 1+ALB+BUN+ALT+G Lct+Arg+Thr ;0. 763, 253, 441, 1+ALB+BUN+NE
FA+His+Thr+Lys;0. 763, 250. 483, 1+ALB+AST+Asn+Arg+Asp+Phe; 0, 763, 252, 193,
1+ALB+Ca+AST+Asn+Arg+0rn; 0. 763, 254. 048, 1+ALB+Ca+Glc+Asn+Arg+0rn; 0. 763
, 254,000, 1+ALB+Ca+gGT+NEFA+G LctAsn; 0, 763, 253, 993, 1+ALB+BUN+NEFA+Va L +P
he+Trp;0.763, 253, 930, 1+ALB+gGT+T-BIL+Glc+Asn+0rn; 0. 763, 251, 067, 1+ALB+
ALT+Asp+0rn+Tyr+Phe; 0. 763, 253. 213, 1+ALB+BUN+NEFA+Lys+Phe+Trp; 0. 763, 25
0.928, 1+ALB+BUN+ALT+3MeHis+0rn+Trp;0. 763, 249, 894, 1+ALB+BUN+AST+ALT+Ar
gtlLys;0.763, 253, 933, 1+ALB+BUN+gGT+NEFA+HistLys; 0. 763, 250, 372, 1+ALB+AL
T+Arg+Asp+Phe+Trp;0. 763, 250. 047, 14Trp+ALT+gGT+ALB+BUN; 0. 763, 251. 907, 1
+BCAA+Trp+ALT+gGT+ALB+BUN; 0. 763, 253. 910, 1+ALB+BUN+NEFA+Tyr+Phe+Trp;0.
763, 250, 280, 1+ALB+AST+Asn+Asp+0rn+Phe; 0. 763, 253, 641, 1+ALB+BUN+T-BIL+H
is+Thr+Lys; 0,763, 254,720, 1+ALB+gGT+BHBA+Asn+Arg+0rn; 0. 763, 254, 738, 1+A
LB+gGT+T-BIL+Asn+Arg+0rn; 0. 763, 250. 683, 1+ALB+BUN+ALT+0rn+Lys+Tyr;0.76
3,252, 460, 1+ALB+AST+T-BIL+BHBA+Asn+Arg; 0, 763, 251, 542, 14+Trp+TCHO+TG+AL
T+ALB+BUN; 0. 763, 252. 319, 1+ALB+Ca+AST+gGT+Asn+0rn; 0. 763, 251, 162, 1+ALB+
BUN+ALT+T-BIL+Arg+Thr;0, 763, 2563, 723, 1+Ala+Gly+Trp+TCHO+AST+ALB; 0. 763,
253. 024, 1+ALB+Asn+Arg+Asp+0rn+Phe; 0. 763, 252, 039, 14Trp+Glc+ALT+gGT+ALB
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+BUN; 0. 763, 253. 647, 1+ALB+BUN+Arg+Lys+Tyr+Trp;0. 763, 251, 751, 1+ALB+ALT+
Arg+0rn+Phe+Trp;0. 763, 252, 139, 1+ALB+ALT+Lys+Tyr+Phe+Trp; 0. 763, 252. 593
, 1+ALB+AST+AsntArgt+Val+Phe; 0. 763, 252, 300, 1+ALB+Ca+tAST+NEFA+BHBA+Asn; 0
. 763, 255, 262, 1+ALB+Ca+gGT+T-BIL+Asn+Lys; 0. 763, 250, 817, 1+ALB+BUN+ALT+G
lc+Orn+lys; 0. 763, 253. 842, 1+Ala+Gly+BCAA+Trp+AST+ALB; 0. 763, 250. 712, 1+A
LB+BUN+Ca+ALT+gGT+Lys; 0, 763, 252, 454, 1+ALB+Ca+AST+BHBA+His+Asn; 0, 763, 2
52. 095, 1+ALB+AST+gGT+G Lc+Asn+Arg; 0. 763, 252, 102, 1+ALB+BUN+AST+Lys+Phe+
Trp;0.763, 253,736, 1+ALB+Ca+gGT+Asn+Arg+Thr ;0. 763, 253. 144, 1+ALB+BUN+3M
eHis+0rn+Phe+Trp; 0,763, 253. 172, 1+ALB+BUN+3MeHis+Val+Phe+Trp;0. 763, 250
. 813, 1+ALB+BUN+ALT+0rntLys+Val; 0, 763, 254, 430, 1+ALB+Ca+gGT+BHBA+Hist+As
n;0.763, 254, 332, 1+ALB+Ca+G lct+Asn+Arg+lys; 0. 763, 254, 135, 1+ALB+Ca+Glc+A
snt0rntlys;0, 762, 250, 592, 1+ALB+BUN+ALT+BHBA+Glct+Lys; 0, 762, 250, 315, 1+A
LB+BUN+AST+ALT+Thr+Lys; 0. 762, 250. 547, 1+ALB+BUN+AST+ALT+Glc+Lys; 0. 762,
251,162, 1+ALB+BUN+ALT+gGT+Arg+Thr ;0. 762, 251, 846, 1+ALB+ALT+3MeHis+Lys+
Tyr+Phe;0. 762,252, 061, 1+ALB+AST+G LctAsntArgtlys; 0. 762, 251, 139, 1+ALB+B
UN+ALT+BHBA+Arg+Thr ;0. 762, 251, 282, 1+ALB+Ca+AST+NEFA+Asn+Arg; 0. 762, 254
. 191, 1+ALB+BUN+3MeHistLys+Tyr+Val; 0. 762, 252, 024, 1+ALB+ALT+0rn+Lys+Phe
+Trp;0.762, 252, 228, 1+ALB+ALT+NEFA+Orn+Phe+Trp; 0. 762, 255, 292, 1+ALB+Ca+
gGT+T-BIL+Asn+Thr ;0. 762, 254, 880, 1+ALB+Ca+gGT+BHBA+Asn+0rn;0. 762, 253.7
73, 1+ALB+BUN+Orn+Tyr+Phe+Trp; 0. 762, 248. 581, 1+ALB+ALT+3MeH i s+Asp+Lys+P
he;0.762, 252, 409, 1+ALB+ALT+0rn+Lys+Val+Phe;0. 762, 250. 471, 1+ALB+ALT+As
p+0rn+Phe+Trp; 0. 762, 251, 877, 1+ALB+ALT+NEFA+Arg+Phe+Trp;0. 762, 252, 219,
1+ALB+ALT+Arg+Thr+0rn+Ile; 0. 762, 253. 012, 1+ALB+Ca+AST+gGT+Asn+Thr ;0. 76
2,254,879, 1+ALB+Ca+gGT+T-BIL+Asn+0rn; 0. 762, 252, 665, 1+ALB+BUN+3MeHis+A
rg+Lys+Trp;0.762, 251, 128, 1+ALB+AST+ALT+Arg+Phe+Trp; 0. 762, 252. 286, 1+AL
B+BUN+AST+0rn+Lys+Trp; 0. 762, 253. 209, 1+ALB+BUN+AST+3MeHis+Lys+Val;0.76
2,251,471, 1+ALB+AST+ALT+Arg+Tyr+Trp;0. 762, 251, 859, 1+ALB+BUN+AST+NEFA+
Lys+Trp; 0,762,254, 763, 1+ALB+AST+NEFA+Orn+Lys+Ile;0. 762, 250. 932, 1+ALB+
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AST+ALT+ArgtLys+I le; 0. 762, 250, 638, 1+ALB+BUN+Ca+ALT+T-BIL+Lys; 0. 762, 25
2. 056, 1+ALB+Ca+AST+Glc+Asn+Ar

g;0.762, 253, 623, 1+ALB+BUN+Orn+Lys+Phe+Trp; 0. 762, 252, 169, 1+ALB+BUN+AST
+Arg+Lys+Trp; 0,762, 252, 348, 1+ALB+ALT+BHBA+Arg+Thr+Ile;0. 762, 253. 861, 1
+ALB+BUN+Orn+Lys+Tyr+Trp; 0. 762, 252, 624, 1+ALB+ALT+NEFA+0rn+Val+Phe; 0.7
62, 249, 895, 1+ALB+BUN+ALT+NEFA+Arg+Asp; 0. 762, 249, 773, 1+ALB+BUN+ALT+Arg
+Asp+0rn; 0. 762, 250, 241, 1+ALB+BUN+AST+ALT+BHBA+Lys; 0, 762, 250. 389, 1+ALB
+BUN+AST+Asp+Phe+Trp; 0. 762, 253, 057, 1+ALB+Ca+AST+BHBA+Asn+Lys ;0. 762, 25
4,522, 1+ALB+Ca+gGT+Glc+Asn+Lys; 0. 762, 255, 024, 1+ALB+Ca+BHBA+Asn+Arg+Ly
s;0.762,253. 077, 1+ALB+BUN+NEFA+3MeHis+Lys+Phe; 0. 762, 250, 584, 1+ALB+BUN
+ALT+BHBA+OrntLys; 0. 762, 252, 060, 1+ALB+ALT+Lys+Val+Phe+Trp;0. 762, 253. 9
60, 1+ALB+gGT+BHBA+G Lc+Asn+0rn; 0. 762, 254, 916, 1+ALB+gGT+T-BIL+Asn+Arg+L
ys;0.762,251, 984, 1+ALB+AST+T-BIL+GlctAsntlys; 0. 762, 252, 489, 1+ALB+BUN+
AST+NEFA+Lys+Phe; 0. 762, 252, 469, 1+ALB+AST+gGT+T-BIL+Asn+Arg; 0. 762, 250,
676, 1+ALB+BUN+Ca+ALT+NEFA+Lys; 0. 762, 254, 949, 1+ALB+Ca+T-BIL+AsntArgtlLy
s;0.762, 253, 604, 1+ALB+BUN+Arg+Lys+Phe+Trp;0. 762, 251, 085, 1+ALB+BUN+3Me
His+Asp+0rn+Phe; 0. 762, 253, 030, 1+ALB+ALT+NEFA+Tyr+Phe+Trp; 0. 762, 255, 08
7, 1+ALB+Ca+T-BIL+BHBA+Asn+Arg; 0. 762, 255, 383, 1+ALB+Ca+gGT+BHBA+AsntLys
;0.762, 253, 668, 1+ALB+BUN+T-BIL+His+0rntLys;0. 762, 251,619, 1+ALB+ALT+3M
eHis+0rn+Phe+Trp; 0,762, 252, 195, 1+ALB+AST+BHBA+G lc+AsntLys; 0. 762, 254, 7
77, 1+ALB+BUN+His+ThrtLys+I le; 0. 762, 249, 542, 1+ALB+AST+ALT+Asp+Lys+Trp;
0.762, 253, 874, 14+ALB+gGT+Glc+Asn+Arg+0rn; 0. 762, 254, 820, 1+ALB+gGT+T-BIL
+BHBA+G Lc+Asn; 0. 762, 252, 459, 1+ALB+BUN+AST+3MeHis+Arg+Lys; 0. 762, 253, 59
0, T+ALB+BUN+NEFA+His+0rntLys; 0. 762, 253. 852, 1+ALB+BUN+NEFA+BHBA+His+Ly
s;0.762,253. 039, 1+ALB+BUN+AST+3MeHis+0rn+Phe; 0, 762, 249, 882, 1+ALB+AST+
ALT+Arg+Asp+Trp;0.762, 254, 949, 1+ALB+gGT+T-BIL+BHBA+Asn+Arg; 0. 762, 254,
972, 1+ALB+gGT+BHBA+Asn+Arg+Lys; 0. 762, 252, 025, 1+GLly+Trp+ALT+gGT+ALB+BU
N;0.762,253.618, 1+ALB+BUN+NEFA+Orn+Lys+Trp;0. 762, 249, 331, 1+ALB+ALT+3M
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eHis+Asp+Phe+Trp; 0,762, 250. 489, 1+ALB+ALT+Asp+Tyr+Phe+Trp;0. 762, 251, 96
5, 1+Trp+GLlc+TGH+ALT+ALB+BUN; Q. 762, 252, 884, 1+ALB+BUN+NEFA+3MeHis+Lys+Tr
p;0.762,252, 431, 1+ALB+AST+gGT+T-BIL+Glc+Asn; 0. 762, 252, 511, 1+ALB+ALT+N
EFA+Arg+Thr+Ile;0. 762,253,710, 1+ALB+AST+NEFA+Arg+Lys+Ile;0. 762, 250. 74
0, 1+ALB+BUN+Ca+ALT+0rn+Lys;0. 762, 252, 457, 1+ALB+Ca+AST+Glc+AsntLys; 0.7
62, 254, 485, 1+ALB+CatBHBA+Glct+Asntlys; 0. 762, 252, 022, 1+ALB+BUN+Asp+Val+
Phe+Trp;0.762, 252, 319, 1+ALB+BUN+AST+Lys+Tyr+Trp; 0. 762, 250, 364, 1+ALB+B
UN+ASTHNEFA+AsptLys; 0. 762, 253, 649, 1+ALB+BUN+AST+His+0rntLys; 0. 762, 249
. 655, 1+Trp+TCHO+ALT+ALB+BUN; 0, 762, 255, 398, 1+ALB+Ca+gGT+BHBA+Asn+Thr ;0
. 761, 252,795, 1+ALB+BUN+Asp+Lys+Tyr+Phe; 0. 761, 252, 947, 1+ALB+BUN+3MeHis
+0rn+Lys+Trp; 0. 761, 253. 259, 1+ALB+Asn+Arg+Asp+Val+Phe; 0. 761, 253. 466, 1+
Alat+Gly+BCAA+Trp+ALT+ALB; 0. 761, 253. 847, 1+ALB+BUN+NEFA+T-BIL+HistLys;0
. 761,252, 535, 1+ALB+ALT+gGT+Arg+Thr+Ile; 0, 761, 2563, 130, 1+ALB+Ca+AST+gGT
+Asntlys;0.761, 251, 025, 1+ALB+BUN+CatALT+Arg+Thr; 0, 761, 254, 281, 1+ALB+C
a+T-BIL+Glc+Asn+Arg;0. 761, 253. 900, 1+ALB+BUN+NEFA+3MeHis+Lys+Val;0. 761
, 254, 306, 1+ALB+BUN+3MeHis+0rn+Lys+Val; 0. 761, 250, 377, 1+ALB+BUN+AST+ALT
+Lys+Tyr;0.761, 251, 629, 1+ALB+ALT+Arg+Lys+Phe+Trp; 0. 761, 252. 679, 1+ALB+
AST+Asnt3MeHistVal+Phe; 0. 761, 251, 685, 1+ALB+AST+ALT+Arg+Thr+Ile;0. 761,
254,180, 1+ALB+CatgGT+NEFA+AsntArg; 0. 761, 251, 468, 1+AlatGly+Trp+ALT+ALB
;0.761, 251,939, 1+ALB+BUN+NEFA+Asp+Lys+Phe; 0. 761, 248, 742, 1+ALB+ALT+3Me
His+Asp+Lys+Trp;0. 761, 251, 829, 1+ALB+BUN+ALT+3MeHis+Val+Trp;0. 761, 250.
646, 1+ALB+ALT+Arg+Asp+Tyr+Trp;0. 761, 250, 960, 1+ALB+BUN+ALT+0rn+Tyr+Trp
;0.761, 251, 898, 1+ALB+AST+BHBA+G Lct+AsntArg; 0. 761, 250, 473, 1+ALB+BUN+AST
+ALT+0rntLys;0. 761, 250, 559, 1+ALB+BUN+AST+ALT+LystVal;0. 761, 252, 683, 1+
ALB+BUN+AST+T-BIL+His+Lys;0. 761, 253. 507, 1+ALB+BUN+3MeHis+0rn+Lys+Phe;
0.761, 253, 528, 1+ALB+BUN+NEFA+Lys+Tyr+Trp;0. 761, 257, 397, 1+AlatGly+Trp+
Glct+TG+ALB; 0, 761, 253, 893, 1+ALB+BUN+NEFA+HistLys+Ile;0, 761,251,630, 1+A
LB+ALT+3MeHis+0rn+Lys+Phe;0. 761, 254. 635, 1+ALB+Ca+gGT+Asn+Arg+0rn;0. 76
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1,253,467, 1+Ala+Gly+Trp+ALT+gGT+ALB; 0. 761, 249, 968, 1+Trp+TG+ALT+ALB+BU
N;0.761,252, 120, 1+ALB+ALT+NEFA+3MeHis+0rn+Phe; 0. 761, 252, 196, 1+ALB+ALT
+NEFA+Lys+Phe+Trp;0. 761, 251, 374, 1+ALB+ALT+NEFA+Arg+Lys+Ile; 0. 761, 252,
960, 1+ALB+BUN+AST+NEFA+Lys+Ile;0. 761,252, 772, 1+ALB+Ca+AST+T-BIL+Asn+L
ys; 0,761,254, 093, 1+ALB+Ca+BHBA+GLc+Asn+0rn; 0, 761, 253, 910, 1+ALB+BUN+NE
FA+Orn+Phe+Trp;0.761, 252, 572, 1+ALB+ALT+0rn+Lys+Tyr+Phe; 0. 761, 254, 254,
1+ALB+BUN+His+Thr+0rn+Lys; 0. 761, 253, 097, 1+ALB+AST+Asp+Lys+Tyr+Trp;0.7
61, 252, 585, 1+ALB+CatAST+Asn+ArgtlLys; 0. 761, 252, 075, 1+ALB+BUN+Asp+0rn+P
he+Trp;0,761, 252, 345, 1+ALB+AST+ALT+0rntLys+Ile;0, 761, 254, 042, 1+ALB+gG
T+T-BIL+Glc+Asn+Arg;0.761, 253,413, 1+Ala+Gly+Trp+GLlc+ALT+ALB; 0. 761, 253
.819, 1+ALB+BUN+Arg+0rn+Lys+Trp; 0. 761, 249, 536, 1+ALB+BUN+ALT+Arg+Asp+Va
1;0.761, 251, 238, 1+ALB+BUN+ALT+His+Arg+0rn; 0. 761, 251, 984, 1+ALB+ALT+Arg
+Lys+Tyr+Phe; 0. 761,252, 711, 1+ALB+AST+gGT+BHBA+Asn+Arg; 0. 761, 252, 544, 1
+ALB+AST+ALT+Tyr+Phe+Trp; 0. 761, 251, 647, 1+Trp+GLc+TCHO+ALT+ALB+BUN; 0. 7
61,251,410, 1+ALB+AST+ALT+0rn+Phe+Trp; 0. 761, 253, 067, 1+ALB+BUN+Arg+Asp+
Lys+Phe;0. 761, 254, 260, 1+ALB+BUN+NEFA+Thr+Lys+Ile; 0. 761, 251, 533, 1+ALB+
AST+ALT+NEFA+Arg+Trp;0. 761, 253, 976, 1+ALB+BUN+NEFA+GlctHistLys; 0, 761, 2
51. 284, 1+ALB+BUN+ALT+His+Thr+0rn; 0. 761, 251, 516, 1+BCAA+Trp+TCHO+ALT+AL
B+BUN; 0. 761, 251, 294, 1+ALB+ALT+3MeHistArgtVal+Phe; 0, 761, 252, 070, 1+ALB+
AST+ALT+NEFA+0rn+Phe; 0. 761, 255, 405, 1+ALB+BUN+Thr+0rntLys+I le; 0. 761, 25
1. 850, 1+ALB+BUN+NEFA+Asp+Phe+Trp;0. 761, 253. 665, 1+ALB+BUN+3MeH i s+Arg+L
ystVal;0.761, 254, 035, 1+ALB+BUN+T-BIL+His+Lys+Ile; 0. 761, 252, 605, 1+ALB+
BUN+AST+NEFA+HistLys; 0. 761, 250. 138, 1+ALB+ALT+AsptLys+Phe+Trp;0. 761, 25
2.501, 1+ALB+ALT+3MeHis+Tyr+PhetTrp;0. 761, 252, 626, 1+ALB+ALT+NEFA+Arg+V
al+Phe;0.761, 252, 551, 1+ALB+BUN+AST+NEFA+3MeHis+Lys;0. 761, 255, 802, 1+AL
B+AST+T-BIL+0rntLys+Ile;0. 761,251, 356, 1+ALB+AST+ALT+Arg+0rn+Trp;0. 761
, 253,035, 1+ALB+BUN+3MeHis+Arg+Phe+Trp; 0. 761, 251, 898, 1+ALB+BUN+ALT+NEF
A+3MeHis+Trp;0.761, 253, 533, 1+ALB+BUN+NEFA+3MeHis+Phe+Trp;0. 761, 254, 80
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3, 1+ALB+BUN+His+0rn+Lys+I le; 0. 761,252, 311, 1+ALB+AST+ALT+0rn+Tyr+Phe;0
. 761,252, 389, 1+ALB+AST+T-BIL+BHBA+G LctAsn; 0. 761, 251, 493, 1+ALB+AST+ALT
+3MeHis+0rn+Phe; 0. 761, 252, 649, 1+ALB+ALT+Thr+0rn+Lys+Ile; 0. 761, 250. 785
, 1+ALB+BUN+Ca+ALT+GlctLys; 0. 761, 2562, 746, 1+A la+G ly+BCAA+ALT+ALB+BUN; 0.
761,252, 167, 1+ALB+BUN+NEFA+Asp+0rn+Lys; 0, 761, 251, 831, 1+ALB+ALT+NEFA+3
MeHis+Lys+Phe;0. 761, 251, 899, 1+ALB+BUN+ALT+Glc+Arg+0rn;0. 761, 251, 319, 1
+ALB+ALT+3MeHis+Arg+Lys+Val; 0. 761, 250. 640, 1+ALB+BUN+AST+Asp+0rn+Trp;0
. 761,251,570, 1+ALB+ALT+Arg+0rn+Lys+I le; 0. 761, 251, 034, 1+ALB+ALT+Arg+As
p+Tyr+Phe; 0. 761, 252, 126, 1+ALB+BUN+NEFA+Asp+Lys+Tyr ;0. 761, 251, 588, 1+AL
B+AST+ALT+ArgtVal+Trp;0.761, 251, 987, 1+BCAA+Trp+GLc+ALT+ALB+BUN; 0. 761,
252,151, 1+ALB+BUN+Arg+Asp+Phe+Trp; 0. 761, 249, 503, 1+ALB+ALT+3MeH i s+Asp+
OrntPhe;0.761, 251, 476, 1+ALB+ALT+3MeHis+Lys+Phe+Trp; 0. 761, 252, 473, 1+AL
B+ALT+3MeHis+Val+Phe+Trp;0. 761, 252, 894, 1+ALB+BUN+AST+gGT+NEFA+Lys; 0. 7
61, 253, 493, 1+ALB+Ca+AST+T-BIL+BHBA+Asn; 0, 761, 253. 310, 1+ALB+BUN+3MeH i s
+ArgtLys+Phe; 0. 761, 254, 139, 1+ALB+BUN+NEFA+3MeHis+Lys+Tyr;0. 761, 251, 98
3, 1+GLy+BCAA+Trp+ALT+ALB+BUN; 0, 761, 254, 688, 1+ALB+BUN+gGT+NEFA+Lys+I Le
:0.761, 248,779, 1+ALB+ALT+3MeHis+Arg+Asp+Lys; 0. 761, 251,916, 1+Gly+Trp+T
G+ALT+ALB+BUN; 0. 761, 252, 579, 1+ALB+ALT+NEFA+Lys+Tyr+Phe; 0. 761, 253, 641,
1+ALB+AST+gGT+T-BIL+BHBA+Asn; 0. 761, 252, 483, 1+ALB+ALT+Glc+Arg+Thr+I le;
0.760, 249, 181, 1+ALB+ALT+3MeHis+Arg+Asp+Phe; 0. 760, 251, 791, 1+BCAA+Trp+T
G+ALT+ALB+BUN; 0. 760, 254, 575, 1+ALB+BUN+BHBA+His+ThrtLys; 0. 760, 250, 332,
1+ALB+BUN+AST+ALT+0rn+Trp; 0,760, 251,619, 1+ALB+AST+ALT+Lys+Phe+Trp; 0.7
60, 252, 842, 1+ALB+ALT+0rn+Tyr+Val+Phe; 0, 760, 249, 991, 1+BCAA+Trp+ALT+ALB
+BUN; 0. 760, 251. 931, 1+ALB+BUN+ALT+NEFA+Arg+0rn; 0. 760, 252, 230, 1+ALB+ALT
+ArgtLys+Val+Phe; 0. 760, 254, 075, 1+ALB+BUN+gGT+T-BIL+His+tLys; 0. 760, 254,
140, 1+ALB+gGT+G Lc+AsntArg+Lys; 0. 760, 251. 729, 1+ALB+ALT+Arg+Lys+Tyr+Trp
;0.760, 254, 976, 1+ALB+BUN+gGT+His+Thr+Lys;0. 760, 255, 019, 1+ALB+AST+T-BI
L+His+0rntLys;0. 760, 250, 542, 1+ALB+BUN+Ca+ALT+BHBA+tLys; 0. 760, 251, 292, 1
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+ALB+BUN+ALT+3MeHistArgtVal;0. 760, 251, 923, 1+ALB+BUN+ALT+BHBA+Arg+0rn;
0.760, 249. 038, 1+ALB+BUN+AST+3MeHis+Asp+Trp; 0. 760, 250. 690, 1+ALB+BUN+AS
T+Arg+Asp+Trp;0. 760, 251, 639, 1+ALB+ALT+BHBA+Arg+Lys+Ile; 0. 760, 251. 640,
1+ALB+ALT+GlctArgtLys+Ile; 0,760, 251,646, 1+Gly+Trp+TCHO+ALT+ALB+BUN; 0.
760, 254, 360, 1+ALB+Ca+BHBA+G Lc+Asn+Arg; 0. 760, 253, 057, 1+Ala+GLly+Trp+TCH
O+ALT+ALB; 0, 760, 250. 857, 1+ALB+ALT+NEFA+Asp+Phe+Trp; 0. 760, 252, 163, 1+AL
B+BUN+NEFA+AsptLys+Val ;0. 760, 252, 367, 1+ALB+ALT+NEFA+Arg+0rn+Phe; 0. 760
, 253,502, 1+ALB+BUN+NEFA+Arg+Lys+Trp; 0. 760, 251, 289, 1+ALB+BUN+ALT+3MeH i
s+Arg+Tyr;0.760, 251,792, 1+ALB+BUN+ALT+NEFA+Val+Trp; 0. 760, 250, 700, 1+AL
B+ALT+AsptLys+Tyr+Phe; 0, 760, 251, 946, 1+ALB+BUN+ALT+T-BIL+Arg+0rn;0. 760
, 253,186, 1+ALB+ALT+Tyr+Val+PhetTrp;0. 760, 254, 320, 1+ALB+BUN+AST+0rntLy
stlle;0.760, 249, 860, 1+ALB+BUN+AST+3MeH i s+Asp+Phe; 0, 760, 250, 709, 1+ALB+
BUN+AST+ALT+Arg+Thr ;0. 760, 252, 193, 1+ALB+AST+ALT+NEFA+3MeHis+Lys; 0. 760
, 251,631, 1+ALB+ALT+T-BIL+ArgtLys+I le; 0, 760, 253, 082, 1+ALB+BUN+AST+3MeH
is+0rntLys; 0. 760, 254, 866, 1+ALB+BUN+G Llc+His+0rn+Lys ;0. 760, 251, 408, 1+AL
B+AST+ALT+3MeHistLys+Trp; 0. 760, 252, 440, 1+ALB+AST+ALT+NEFA+His+Lys; 0.7
60, 256, 013, 1+ALB+AST+His+0rntLys+Ile;0. 760, 252, 448, 1+ALB+AST+ALT+NEFA
tLys+I le; 0. 760, 253. 876, 1+ALB+BUN+CatNEFA+His+Lys; 0. 760, 254, 425, 1+ALB+
BUN+Tyr+Val+Phe+Trp;0. 760, 254. 128, 1+ALB+BUN+NEFA+3MeHis+0rn+Lys; 0. 760
, 254,279, 1+ALB+BUN+NEFA+OrntLys+Phe; 0. 760, 251, 197, 1+ALB+ALT+NEFA+Arg+
AsptPhe;0.760, 254, 792, 1+ALB+BUN+Arg+Thr+Lys+Ile; 0. 760, 252, 531, 1+ALB+A
LT+NEFA+Lys+Val+Phe;0. 760, 251, 050, 1+ALB+AST+ALT+Arg+Lys+Trp; 0. 760, 251
. 077, 1+ALB+ALT+His+ArgtLys+Ile; 0. 760, 252, 387, 1+ALB+Ca+AST+T-BIL+G lc+A
sn;0.760, 250, 487, 1+ALB+BUN+Ca+AST+ALT+Lys; 0. 760, 255, 763, 1+ALB+BUN+gGT
+Thr+Lys+Ile; 0. 760, 252, 591, 1+ALB+ALT+Arg+Tyr+Val+Phe ;0. 760, 252, 306, 1+
ALB+ALT+Arg+0rn+Tyr+Trp; 0. 760, 253. 205, 1+ALB+BUN+AST+T-BIL+Lys+Ile;0.7
60, 254, 691, 1+ALB+AST+Arg+0rn+Tyr+Trp; 0. 760, 251, 464, 1+ALB+Ca+ALT+Arg+L
ystlle;0.760, 250, 124, 1+Trp+GLc+ALT+ALB+BUN; 0. 760, 251, 389, 1+ALB+BUN+AL
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T+NEFA+3MeHis+Arg;0. 760, 251, 853, 1+ALB+BUN+ALT+Arg+0rn+Tyr; 0, 760, 252. 5
01, 1+ALB+ALT+NEFA+Arg+Tyr+Trp; 0. 760, 254, 866, 1+ALB+BUN+gGT+His+0rn+Lys
:0.760, 250, 248, 1+ALB+ALT+Asp+Lys+Tyr+Trp; 0. 760, 251, 141, 14T rp+ALT+AST+
gGT+ALB+BUN; 0. 760, 252, 419, 1+ALB+BUN+AST+0rn+Phe+Trp; 0. 760, 251, 642, 1+A
LB+ALT+gGT+Arg+Lys+Ile;0. 760, 254, 210, 1+ALB+AST+NEFA+His+0rntLys; 0. 760
, 253. 971, 1+ALB+Ca+gGT+G lc+Asn+0rn; 0. 760, 252, 211, 1+ALB+AST+ALT+0rn+Val
+Phe; 0. 760, 250. 517, 1+ALB+BUN+3MeH i s+Arg+Asp+Trp; 0. 760, 249, 528, 1+ALB+A
LT+3MeHis+Arg+Asp+Trp; 0. 760, 251, 866, 1+ALB+BUN+ALT+Arg+0rn+Ile; 0. 760, 2
51. 906, 1+ALB+BUN+ALT+NEFA+His+Arg; 0. 760, 251, 959, 1+ALB+BUN+ALT+gGT+Arg
+0rn; 0,760,254, 071, 1+ALB+BUN+T-BIL+Glc+HistLys; 0. 760, 254, 072, 1+ALB+BU
N+T-BIL+BHBA+HistLys; 0. 760, 25

4,945, 1+ALB+BUN+G lctHis+Thr+Lys; 0. 760, 252, 393, 1+ALB+Ca+AST+T-BIL+Asn+
Arg;0.760, 252, 440, 1+ALB+Ca+ALT+Arg+Thr+Ile;0. 760, 254, 116, 1+ALB+BUN+Ar
gtVal+Phe+Trp; 0. 760, 255, 037, 1+ALB+BUN+NEFA+0rn+Val+Phe; 0. 760, 254, 673,
1+ALB+BUN+T-BIL+ThrtLys+Ile;0. 760, 255, 475, 1+AlatGly+Trp+TG+ALB; 0. 760,
249, 041, 1+ALB+BUN+ALT+3MeH i s+Asp+0rn; 0. 760, 250, 821, 1+ALB+ALT+NEFA+Arg
+AsptlLys;0.760, 252, 111, 1+ALB+AST+ALT+Arg+Tyr+Phe; 0. 760, 252, 026, 1+ALB+
BUN+AST+3MeHis+Phe+Trp;0. 760, 254, 308, 1+ALB+BUN+AST+Thr+Lys+I le; 0. 760,
251. 650, 1+ALB+BUN+Ca+ALT+Arg+0rn; 0. 760, 254, 854, 1+ALB+Ca+gGT+Asn+Arg+L
ys;0.760, 253, 452, 1+ALB+BUN+3MeHis+Tyr+Phe+Trp; 0. 760, 251, 177, 1+ALB+BUN
+NEFA+3MeHistAsp+Phe; 0, 760, 252, 485, 1+ALB+ALT+NEFA+Orn+Lys+Phe; 0. 760, 2
50. 612, 1+ALB+ALT+NEFA+AsptLys+Phe; 0. 760, 252, 455, 1+ALB+ALT+Arg+Tyr+Val
+Trp;0.760, 250, 871, 1+ALB+AST+Asn+Asp+Val+Phe; 0. 760, 251, 402, 1+ALB+AST+
ALT+3MeHis+Lys+Phe; 0. 760, 252, 005, 1+ALB+AST+ALT+3MeHis+0rntLys; 0, 760, 2
55. 103, 1+ALB+AST+NEFA+HistLys+I le; 0. 760, 249. 878, 1+ALB+ALT+3MeH i s+Asp+
Tyr+Phe; 0. 760, 250. 814, 1+ALB+ALT+Arg+Asp+0rn+Trp; 0. 760, 251. 920, 1+ALB+A
LT+NEFA+Arg+Lys+Trp; 0. 760, 253, 287, 1+ALB+BUN+AST+NEFA+Lys+Val; 0. 760, 25
4,792, 14+ALB+Ca+gGT+T-BIL+Glc+Asn; 0. 760, 251, 150, 1+ALB+BUN+3MeH is+Arg+A
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sptPhe;0.760, 251, 164, 1+ALB+BUN+ALT+3MeHis+Arg+0rn; 0. 760, 251, 808, 1+ALB
+ALT+Arg+Lys+Val+Trp;0. 760, 254, 597, 1+ALB+BUN+His+Arg+Lys+Ile;0. 760, 25
4,887, 1+ALB+AST+NEFA+OrntVal+Trp;0. 760, 251, 477, 1+ALB+ALT+His+Arg+Thr+
Ile;0.760,252, 608, 1+ALB+Ca+AST+BHBA+Asn+Arg; 0. 759, 255, 457, 1+Ala+Gly+T
rp+GLc+ALB; 0. 759, 250. 911, 1+ALB+ALT+Asp+Val+Phe+Trp; 0. 759, 250. 837, 1+AL
B+ALT+Asp+0rn+Lys+Phe; 0. 759, 253. 425, 1+ALB+BUN+T-BIL+His+Arg+Lys; 0. 759
, 255, 008, 1+ALB+Ca+T-BIL+BHBA+G LctAsn; 0, 759, 254, 926, 1+ALB+Ca+gGT+T-BIL
+Asn+Arg;0. 759, 254, 893, 1+ALB+BUN+T-BIL+0rn+Lys+I le; 0. 759, 255. 091, 1+AL
B+BUN+NEFA+Orn+Tyr+Phe; 0. 759, 249, 915, 1+ALB+BUN+ALT+Arg+Asp+Tyr ;0. 759,
250. 688, 1+ALB+ALT+Arg+AsptLys+Phe; 0. 759, 250. 898, 1+ALB+BUN+AST+ALT+3Me
HistArg;0. 759, 253. 285, 1+ALB+BUN+AST+NEFA+T-BIL+Lys; 0. 759, 254, 836, 1+AL
B+AST4+0rn+Lys+Val+Trp; 0. 759, 252. 636, 1+ALB+Ca+AST+gGT+Asn+Arg; 0. 759, 25
4,116, 1+ALB+gGT+BHBA+G LctAsntArg; 0. 759, 254, 228, 1+ALB+BUN+NEFA+ArgtLys
+Phe; 0. 759, 248, 130, 14Trp+ALT+ALB+BUN; 0. 759, 251, 247, 1+ALB+ALT+NEFA+Asp
+0rn+Phe; 0. 759, 251, 424, 1+ALB+BUN+ALT+3MeHis+Tyr+Trp;0. 759, 251, 929, 14+A
LB+ALT+Arg+0rn+Lys+Trp;0. 759, 250. 250, 1+ALB+AST+ALT+Asp+0rn+Trp; 0. 759,
252,491, 1+ALB+ALT+T-BIL+Arg+Thr+I le; 0. 759, 255, 414, 1+ALB+AST+NEFA+Orn+
LystVal;0. 759, 256. 120, 1+ALB+Ca+gGT+T-BIL+BHBA+Asn; 0. 759, 251, 476, 1+ALB
+ALT+3MeHis+Arg+Lys+Tyr; 0. 759, 252, 234, 1+ALB+ALT+Arg+0rn+Lys+Phe; 0. 759
, 252,239, 1+ALB+BUN+ALT+T-BIL+GlctArg; 0. 759, 252, 466, 1+ALB+ALT+NEFA+H s
+0rn+lLys;0. 759, 252, 565, 1+ALB+ALT+NEFA+3MeHis+Phe+Trp; 0. 759, 252, 591, 1+
ALB+AST+gGT+BHBA+G lc+Asn; 0. 759, 253. 145, 1+ALB+ALT+Lys+Tyr+Val+Phe;0.75
9, 252, 357, 1+ALB+AST+ALT+NEFA+Phe+Trp; 0. 759, 253. 284, 1+ALB+BUN+AST+NEFA
+0rn+lys;0. 759, 255, 843, 1+ALB+AST+Arg+0rn+Lys+I le; 0. 759, 251, 581, 1+ALB+
BUN+Ca+AST+ALT+Arg; 0. 759, 252. 900, 1+ALB+Ca+AST+gGT+Glc+Asn; 0. 759, 251. 8
42, 1+ALB+BUN+ALT+Arg+0rntVal;0. 759, 254, 733, 1+ALB+BUN+NEFA+Glct+Lys+I le
;0.759, 252, 108, 1+Gly+Trp+GLc+ALT+ALB+BUN; 0. 759, 250. 956, 1+ALB+ALT+3MeH
istArg+Lys+Phe; 0, 759, 252, 236, 1+ALB+BUN+ALT+BHBA+G lc+Arg; 0. 759, 251, 203
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, 1+ALB+ALT+HistArg+Thr+Lys; 0. 759, 251, 490, 1+ALB+ALT+His+Arg+0rntLys;0.
759, 251,630, 1+ALB+ALT+BHBA+His+Arg+Lys; 0, 759, 253. 368, 1+ALB+BUN+AST+NE
FA+Glctlys; 0,759, 252, 058, 1+ALB+AST+ALT+Lys+Tyr+Trp; 0. 759, 252, 581, 1+AL
B+AST+ALT+Val+Phe+Trp; 0, 759, 254, 770, 1+ALB+AST+NEFA+3MeHis+Lys+Val; 0.7
59, 252, 183, 1+ALB+Ca+AST+gGT+NEFA+Asn; 0. 759, 253, 037, 1+ALB+BUN+Asp+Lys+
Val+Phe;0. 759, 251, 142, 1+ALB+BUN+3MeHis+Asp+Tyr+Phe; 0. 759, 257, 428, 1+Al
a+Gly+Trp+TG+gGT+ALB; 0. 759, 250. 175, 1+ALB+BUN+ALT+Asp+0rn+Tyr ;0. 759, 25
1. 344, 1+ALB+ALT+Asp+0rn+Tyr+Trp; 0. 759, 250. 155, 1+ALB+ALT+Arg+Asp+Lys+T
rp;0.759, 252, 430, 1+ALB+BUN+AST+NEFA+Phe+Trp; 0. 759, 252, 923, 1+ALB+BUN+A
ST+NEFA+Arg+Lys; 0. 759, 255, 599, 1+ALB+BUN+Lys+Tyr+Val+Phe; 0, 759, 252, 397
, 1+ALB+ALT+Arg+0rn+Val+Phe; 0. 759, 253. 105, 1+ALB+BUN+Asp+0rn+Lys+Phe; 0.
759, 254, 406, 1+Ala+Trp+GLlc+TGHALT+ALB; 0. 759, 254, 695, 1+ALB+BUN+NEFA+T-B
IL+Lys+Ile;0.759, 251,015, 1+ALB+ALT+3MeHis+Arg+Phe+Trp; 0. 759, 253. 138, 1
+ALB+ALT+NEFAtVal+Phe+Trp; 0. 759, 254, 962, 1+ALB+CatgGT+BHBA+Asn+Arg; 0.7
59, 250, 807, 1+ALB+AST+ALT+3MeHis+Arg+Lys; 0, 759, 253, 125, 1+ALB+BUN+NEFA+
His+ArgtLys;0. 759, 253, 245, 1+ALB+BUN+AST+T-BIL+Arg+Lys;0. 759, 255, 131, 1
+ALB+AST+3MeHis+0rntVal+Phe; 0. 759, 252, 775, 1+ALB+BUN+AST+ALT+gGT+0rn; 0
. 759, 253, 987, 1+ALB+AST+3MeHistLys+Val+Trp;0. 759, 256, 361, 1+ALB+AST+Thr
+0rntLys+Ile; 0. 759, 250, 874, 14Trp+TCHO+ALT+AST+ALB+BUN; 0. 759, 254, 871, 1
+ALB+BUN+Ca+His+Thr+Lys ;0. 759, 250, 881, 1+ALB+AST+ALT+3MeHis+Arg+Trp;0.
759, 255, 321, 1+ALB+BUN+Orn+Lys+Val+Phe; 0. 759, 253, 079, 1+Ala+BCAA+G Lc+AL
T+ALB+BUN; 0, 759, 255, 446, 1+ALB+BUN+Orn+Lys+Tyr+Phe; 0. 759, 250. 182, 1+ALB
+AST+ALT+Asp+Phe+Trp; 0, 759, 252, 298, 1+ALB+BUN+ALT+T-BIL+BHBA+Arg;0. 759
, 251,315, 1+ALB+BUN+3MeH i stAsptVal+Phe; 0. 759, 251, 331, 1+ALB+ALT+NEFA+H
s+Arg+lys; 0,759, 251,410, 1+ALB+BUN+AST+ALT+Arg+0rn; 0. 759, 252, 393, 1+ALB
+AST+ALT+3MeHis+LystVal;0. 759, 254, 122, 1+ALB+BUN+AST+Lys+Val+Phe; 0. 759
, 252,004, 1+ALB+AST+ALT+LystVal+Trp;0. 759, 255, 751, 1+ALB+BUN+Glc+ThrtLy
stlle;0.759, 253. 158, 1+ALB+BUN+AST+3MeHistLys+Tyr; 0, 759, 251, 459, 1+ALB+
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BUN+ALT+NEFA+Tyr+Trp; 0. 759, 251, 562, 1+ALB+BUN+ALT+Tyr+Val+Trp;0. 759, 25
2.261, 1+ALB+BUN+ALT+gGT+Glc+Arg; 0. 759, 251, 543, 1+ALB+ALT+HistArg+Thr+0
rn;0.759, 251, 925, 1+ALB+AST+ALT+3MeHis+Phe+Trp; 0. 759, 252, 178, 1+ALB+AST
+ALT+His+0rn+Lys; 0. 759, 255. 426, 1+ALB+AST+NEFA+Lys+Tyr+Phe; 0. 759, 256. 5
69, 1+AlatGly+Trp+TCHO+TG+ALB; 0. 759, 253. 041, 1+Alat+BCAA+TG+ALT+ALB+BUN;
0.759, 250. 113, 1+GLy+Trp+ALT+ALB+BUN; 0. 759, 251, 015, 1+ALB+ALT+Arg+Asp+L
ystVal;0.759, 252. 016, 1+ALB+ALT+3MeHis+Lys+Val+Trp;0. 759, 251. 817, 1+ALB
+ALT+3MeHis+Arg+Tyr+Trp;0. 759, 252, 838, 1+ALB+BUN+AST+Tyr+Phe+Trp; 0. 759
, 252,521, T+ALB+AST+ALT+Arg+0rn+I le; 0. 759, 252, 923, 1+ALB+ALT+NEFA+Thr+L
ystlle;0.759, 253, 366, 1+ALB+BUN+AST+NEFA+Lys+Tyr ;0. 759, 253, 886, 1+ALB+B
UN+ASTH+His+Thr+Lys;0. 759, 252, 303, 1+ALB+BUN+NEFA+Arg+AsptlLys; 0, 759, 254
. 127, 1+ALB+BUN+Arg+0rn+Phe+Trp; 0. 759, 255, 921, 1+ALB+BUN+G Lc+0rn+Lys+I1
e;0.759, 250, 093, 1+ALB+ALT+NEFA+3MeH i s+Asp+Phe; 0. 759, 251, 177, 1+ALB+ALT
+Arg+Asp+0rn+Phe; 0. 759, 251, 325, 1+ALB+ALT+3MeHis+Arg+0rn+Phe; 0. 759, 252
. 055, 1+ALB+ALT+NEFA+ArgtLys+Phe; 0. 759, 251, 789, 1+ALB+BUN+AST+AsptLys+T
yr;0.759, 250, 994, 1+ALB+BUN+AST+ALT+Tyr+Trp; 0. 759, 251, 627, 1+ALB+BUN+Ca
+ALT+His+Arg; 0. 759, 254, 726, 1+ALB+BUN+NEFA+BHBA+Lys+I le; 0. 759, 250. 760,
1+ALB+BUN+3MeH i s+Asp+0rn+Trp; 0. 759, 252, 121, 1+ALB+BUN+ALT+NEFA+Arg+Tyr
;0.759, 250, 761, 1+ALB+AST+ALT+Asp+0rn+Phe; 0. 759, 252, 255, 1+ALB+BUN+ALT+
GlctArg+Ile;0.759, 248, 369, 1+ALB+AST+ALT+3MeH i s+Asp+Lys; 0. 759, 252, 738,
1+ALB+BUN+AST+Arg+0rn+Trp; 0. 759, 253. 442, 1+ALB+AST+NEFA+Asp+0rn+lLys; 0.
759, 253, 554, 1+ALB+BUN+AST+His+Arg+Lys; 0. 759, 255, 647, 1+ALB+AST+NEFA+0r
ntVal+Phe; 0. 759, 250. 650, 1+ALB+BUN+AST+NEFA+Asp+Trp;0. 759, 255. 669, 1+AL
B+BUN+Ca+Thr+Lys+Ile; 0. 759, 255, 478, 1+ALB+BUN+Arg+Lys+Tyr+Phe; 0. 759, 25
0.091, 1+ALB+ALT+3MeHis+AsptVal+Phe; 0. 759, 253. 536, 1+AlatGly+Trp+ALB; 0.
759, 251, 955, 1+ALB+BUN+ALT+Glc+His+Arg; 0. 759, 251, 973, 1+ALB+BUN+ALT+T-B
IL+His+Arg;0.759, 251,710, 1+ALB+ASTH+ALT+0rn+Lys+Trp; 0. 759, 253. 464, 1+AL
B+BUN+AST+T-BIL+0Orn+Lys;0. 759, 251, 880, 1+ALB+AST+ALT+NEFA+Lys+Trp;0. 75



WO 2018/003638 217 PCT/JP2017/022927

9, 254, 689, 1+ALB+BUN+Ca+His+0rntLys; 0. 759, 250. 333, 1+ALB+ALT+3MeHis+Asp
+0rn+Trp;0.759, 250, 906, 1+ALB+ALT+Arg+Asp+Lys+Tyr; 0. 759, 252. 584, 1+ALB+
ALT+NEFA+Arg+Val+Trp;0. 759, 252, 207, 1+ALB+BUN+ALT+Thr+0rn+Ile; 0, 759, 25
3.486, 1+ALB+BUN+AST+T-BIL+Thr+Lys;0. 759, 255, 591, 1+ALB+AST+NEFA+0rn+Ty
r+Phe; 0. 759, 252, 979, 1+ALB+BUN+AST+0rn+Val+Trp;0. 759, 250, 951, 1+ALB+BUN
+AST+Asp+Tyr+Trp; 0. 758, 253. 449, 1+ALB+Ca+AST+gGT+T-BIL+Asn; 0. 758, 251. 0
15, 1+ALB+ALT+Arg+Asp+OrntlLys;0. 758, 251, 117, 1+ALB+ALT+3MeHistArgtLys+T
rp;0.758, 252, 070, 1+ALB+BUN+ALT+His+Arg+I le; 0. 758, 252, 319, 1+ALB+BUN+AL
T+gGT+T-BIL+Arg;0. 758, 252, 351, 1+ALB+AST+ALT+0rn+Val+Trp; 0. 758, 253. 305
, 1+ALB+BUN+AST+NEFA+BHBA+Lys; 0, 758, 254, 161, 1+ALB+BUN+AST+Lys+Tyr+Phe;
0.758, 254, 667, 1+ALB+BUN+AST+0rn+Val+Phe; 0. 758, 251, 298, 1+ALB+BUN+AST+A
LT+Val4Trp;0. 758, 251, 809, 1+ALB+BUN+AST+Arg+Asp+Lys; 0. 758, 252, 652, 1+AL
B+AST+ALT+Lys+Tyr+Phe; 0, 758, 254, 092, 1+ALB+BUN+His+Arg+Thr+Lys; 0. 758, 2
55. 037, 14+ALB+AST+0rn+Lys+Tyr+Trp; 0. 758, 255. 201, 1+ALB+AST+T-BIL+Arg+Ly
stlle;0.758, 251,082, 1+ALB+AST+3MeHistArgtAsptlLys; 0, 758, 251, 434, 1+Gly+
Trp+ALT+AST+ALB+BUN; 0. 758, 254, 011, 1+ALB+BUN+AST+BHBA+His+Lys; 0. 758, 25
4,444, 1+AlatTrp+TG+ALT+gGT+ALB; 0. 758, 255, 017, 1+ALB+BUN+gGT+T-BIL+Lys+
Ile;0.758, 253. 954, 1+ALB+BUN+NEFA+Arg+Phe+Trp;0. 758, 252, 931, 1+ALB+ALT+
NEFA+3MeHis+Lys+Val ;0. 758, 250, 900, 1+ALB+ALT+NEFA+Arg+Asp+Trp;0. 758, 25
1.400, 1+BCAA+Trp+ALT+AST+ALB+BUN; 0. 758, 254, 841, 1+ALB+AST+Arg+0OrntVal+
Trp;0.758, 254, 995, 1+ALB+AST+NEFA+Orn+Tyr+Trp; 0. 758, 255. 931, 1+ALB+BUN+
gGT+0rn+Lys+Ile;0. 758, 251. 841, 1+ALB+AST+ALT+Arg+0rn+Phe; 0. 758, 255. 098
, 1+ALB+BUN+gGT+NEFA+Thr+Lys; 0. 758, 252, 484, 1+ALB+ALT+0rntLys+Val+Trp;0
. 758, 251, 296, 1+Ala+Trp+tALT+ASTHALB; 0. 758, 251, 543, 1+ALB+ALT+NEFA+3MeH i
stArgtlys;0.758, 251, 720, 1+ALB+ALT+gGT+His+Arg+Lys; 0. 758, 252, 065, 1+ALB
+ASTH+ALT+0rn+Lys+Phe; 0. 758, 254, 717, 1+ALB+BUN+AST+0rn+Tyr+Phe; 0. 758, 25
1.236, 1+ALB+AST+ALT+HistArgtLys; 0. 758, 251, 917, 1+ALB+BUN+AST+ALT+Arg+I
le;0.758, 253, 259, 1+ALB+BUN+AST+NEFA+Thr+Lys; 0, 758, 250, 848, 1+ALB+AST+N
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EFA+3MeHis+Asp+Lys; 0. 758, 251, 967, 1+ALB+BUN+AST+3MeHis+Arg+Trp; 0. 758, 2
55. 140, 1+ALB+AST+NEFA+ThrtLys+Ile; 0. 758, 251, 964, 1+ALB+BUN+Ca+ALT+T-BI
L+Arg;0.758, 254,017, 14Ala+Trp+TCHO+TG+ALT+ALB; 0. 758, 254, 611, 1+ALB+BUN
+NEFA+Orn+Lys+Ile;0. 758, 255, 070, 1+ALB+AST+3MeHis+0rn+Lys+Val ;0. 758, 25
2.361, 1+ALB+BUN+ALT+gGT+Thr+0rn; 0. 758, 251, 812, 1+ALB+ALT+NEFA+Asp+Tyr+
Phe; 0. 758, 252, 305, 1+ALB+BUN+ALT+BHBA+Arg+Ile; 0. 758, 249, 576, 1+ALB+BUN+
AST+ALT+Arg+Asp;0. 758, 254, 596, 1+ALB+BUN+AST+gGT+Lys+I le; 0. 758, 251. 635
, 1+ALB+ALT+T-BIL+HistArgtLys;0. 758, 251, 796, 1+ALB+BUN+AST+ALT+Glc+Arg;
0.758, 251, 812, 1+ALB+BUN+AST+Asp+0rn+Lys; 0, 758, 252, 632, 1+ALB+AST+ALT+L
ys+Val+Phe; 0, 758, 255. 016, 1+ALB+AST+0rn+Val4Phe+Trp;0. 758, 251, 316, 14Tr
p+TGH+ALT+AST+ALB+BUN; 0. 758, 255. 462, 1+ALB+AST+NEFA+T-BIL+Lys+Ile;0. 758
, 252,705, 1+ALB+AST+ALT+Thr+Lys+Ile;0. 758, 257. 419, 1+AlatGly+Trp+Glctgh
T+ALB; 0. 758, 254, 273, 1+ALB+BUN+NEFA+3MeHis+0rn+Phe; 0, 758, 255, 629, 1+ALB
+BUN+gGT+His+Lys+Ile; 0. 758, 252, 602, 1+ALB+ALT+3MeHis+0rn+Lys+Val;0. 758
, 252,653, 1+ALB+ALT+T-BIL+His+0rntLys; 0, 758, 253, 969, 1+ALB+BUN+NEFA+Arg
+Lys+Ile;0. 758, 252, 403, 1+ALB+ALT+Arg+0rn+Val+Trp; 0. 758, 251. 661, 1+ALB+
ASTH+ALT+NEFA+Arg+Lys; 0. 758, 256. 835, 1+ALB+AST+Glc+0rn+Lys+I le; 0. 758, 25
4,678, 1+ALB+AST+Arg+Lys+Tyr+Trp; 0. 758, 255. 542, 1+ALB+AST+NEFA+G Lc+0rn+
Lys;0. 758, 253, 442, 1+ALB+AST+AsptLystVal+Trp; 0. 758, 254, 768, 1+ALB+AST+N
EFA+Arg+Lys+Tyr ;0. 758, 253, 970

, 1+ALB+BUN+Ca+T-BIL+His+Lys;0. 758, 251, 971, 1+ALB+BUN+Ca+ALT+BHBA+Arg; 0
. 758, 252, 446, 1+Ala+Trp+TG+ALT+ALB; 0. 758, 254, 437, 1+Ala+Trp+GLc+ALT+gGT
+ALB; 0. 758, 255. 628, 1+ALB+BUN+G Lct+His+Lys+Ile; 0. 758, 250, 389, 1+ALB+ALT+
Asp+OrntLys+Trp;0. 758, 252, 191, 1+ALB+BUN+ALT+NEFA+GLc+Arg; 0. 758, 248. 87
7, 1+ALB+ALT+3MeHistAsptLystVal; 0. 758, 251, 891, 1+ALB+BUN+AST+ALT+gGT+Ar
g;0.758, 250, 203, 1+ALB+AST+ALT+NEFA+Asp+Lys; 0. 758, 251,712, 1+ALB+BUN+AS
T+ALT+His+Arg;0. 758, 251, 812, 1+ALB+BUN+AST+Asp+Lys+Val ;0. 758, 250. 440, 1
+ALB+AST+3MeHis+AsptLys+Trp; 0. 758, 255, 521, 1+ALB+AST+NEFA+T-BIL+0rntLy
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s;0.758, 252, 033, 1+ALB+AST+ALT+His+Arg+0rn; 0. 758, 253. 262, 1+ALB+AST+NEF
AtArg+Asptlys;0. 758, 249. 606, 1+ALB+AST+ALT+3MeHis+Asp+Phe; 0. 758, 251, 80
7, T+ALB+ALT+NEFA+3MeHis+Arg+Trp; 0. 758, 255, 152, 1+ALB+BUN+gGT+NEFA+T-BI
L+Lys;0. 758, 252, 273, 1+ALB+BUN+ALT+NEFA+T-BIL+Arg; 0. 758, 252, 318, 1+ALB+
BUN+ALT+T-BIL+Arg+Ile;0. 758, 250. 887, 1+ALB+ALT+ArgtAsptVal+Trp;0. 758, 2
51. 326, 1+ALB+AST+3MeH i s+Asp+Lys+Phe; 0. 758, 251,497, 14Trp+GLc+ALT+AST+A
LB+BUN; 0, 758, 253, 378, 1+ALB+AST+Arg+Asp+Lys+Trp;0. 758, 250, 920, 1+ALB+AS
T+ALT+3MeHis+Arg+Phe; 0. 758, 253. 417, 1+ALB+BUN+Arg+Asp+0rn+Lys;0. 758, 25
3.611, 1+ALB+BUN+NEFA+3MeHis+ArgtLys; 0. 758, 2562, 369, 1+ALB+BUN+ALT+gGT+A
rg+lle;0. 758, 252, 517, 1+ALB+ALT+His+OrntLys+Ile;0. 758, 252, 725, 1+ALB+AL
T+3MeHis+Lys+Tyr+Val;0. 758, 249, 110, 1+ALB+ALT+NEFA+3MeHis+Asp+Lys;0.75
8, 253. 247, 1+ALB+BUN+AST+gGT+T-BIL+Lys; 0. 758, 254, 538, 1+ALB+AST+NEFA+3M
eHis+0rntLys;0. 758, 251, 704, 1+ALB+AST+ALT+Arg+Lys+Phe; 0. 758, 251, 956, 1+
ALB+ASTH+ALT+NEFA+Lys+Phe; 0. 758, 252. 635, 1+ALB+AST+ALT+NEFA+Arg+0rn; 0.7
58, 253. 352, 1+ALB+BUN+AST+NEFA+0rn+Phe; 0. 758, 254, 608, 1+ALB+BUN+AST+gGT
+Thr+Lys; 0. 758, 253. 326, 1+ALB+BUN+Ca+AST+NEFA+Lys; 0. 758, 252, 032, 1+Ala+
Trp+TCHO+ALT+ALB; 0. 758, 251, 930, 1+ALB+BUN+Ca+ALT+NEFA+Arg; 0, 758, 252, 43
8, 1+Ala+Trp+Glc+ALT+ALB; 0. 758, 252, 477, 1+Ala+Trp+ALT+gGT+ALB; 0. 758, 251
. 950, 1+ALB+BUN+ALT+NEFAtArgtVal;0. 758, 250. 493, 1+ALB+BUN+ALT+NEFA+Asp+
Orn; 0,758, 250. 966, 1+ALB+BUN+3MeHis+Asp+Tyr+Trp;0. 758, 252, 303, 1+ALB+BU
N+ALT+gGT+BHBA+Arg; 0. 758, 250. 340, 1+ALB+ALT+Asp+Lys+Val+Trp;0. 758, 251,
719, 1+ALB+ALT+GlctHis+Argtlys; 0. 758, 252, 415, 1+ALB+ALT+NEFA+Arg+0rntTr
p;0.758, 250, 348, 1+ALB+AST+ALT+AsptLys+Phe; 0. 758, 251, 756, 1+ALB+BUN+AST
+ALT+T-BIL+Arg;0. 758, 252, 255, 1+ALB+AST+ALT+3MeHis+Lys+Tyr; 0, 758, 252, 9
41, 1+ALB+BUN+AST+Arg+Tyr+Trp; 0. 758, 255, 546, 1+ALB+AST+NEFA+BHBA+Orn+Ly
s;0.758, 254, 904, 1+ALB+AST+gGT+NEFA+Lys+I le; 0. 758, 256, 520, 1+Ala+Gly+Tr
p+GLlc+TCHO+ALB; 0. 758, 252, 764, 1+Ala+Trp+TCHO+ALT+AST+ALB; 0. 758, 251, 997
, 1+ALB+BUN+Ca+ALT+gGT+Arg; 0. 758, 254, 341, 1+Ala+BCAA+Trp+TG+ALT+ALB; 0. 7
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58, 255, 006, 1+ALB+BUN+T-BIL+BHBA+Lys+I le; 0. 758, 252, 346, 1+ALB+BUN+ALT+B
HBA+Thr+0rn; 0. 758, 251, 351, 1+ALB+ALT+NEFA+Asp+0rn+Trp; 0. 758, 251, 895, 1+
ALB+ALT+3MeHis+ArgtVal+Trp;0. 758, 251, 971, 1+ALB+BUN+ALT+BHBA+His+Arg; 0
. 758, 252, 255, 1+ALB+BUN+ALT+NEFA+BHBA+Arg; 0. 758, 252, 274, 1+ALB+BUN+ALT+
gGT+NEFA+Arg; 0. 758, 251, 540, 1+ALB+ALT+3MeHis+Arg+0rn+Lys;0. 758, 252, 390
, 1+ALB+AST+ALTHNEFA+Orn+Trp; 0. 758, 254. 370, 1+ALB+AST+NEFA+Arg+0rn+Trp;
0.758, 254, 811, 1+ALB+Ca+gGT+BHBA+GLct+Asn; 0, 758, 253. 406, 1+ALB+BUN+Arg+A
sptLys+Tyr ;0. 758, 253. 426, 1+ALB+BUN+Arg+Asp+Lys+Val ;0. 758, 254, 468, 1+AL
B+BUN+3MeHis+0rn+Lys+Tyr ;0. 758, 251, 954, 1+ALB+BUN+ALT+Arg+Tyr+Val ;0. 75
8, 251, 365, 1+ALB+ALT+Asp+0rn+Val+Trp;0. 758, 250, 370, 1+ALB+ALT+NEFA+Asp+
Lys+Trp;0.758, 251. 818, 1+ALB+ALT+3MeHis+Arg+0rn+Trp; 0. 758, 252. 021, 1+AL
B+AST+ALT+Arg+0rn+Lys; 0. 758, 252, 265, 1+ALB+BUN+ALT+NEFA+Arg+Ile; 0. 758,
253. 045, 1+ALB+BUN+ALT+His+0rn+Ile; 0. 758, 253. 552, 1+ALB+BUN+AST+T-BIL+G
lctLys; 0. 758, 253, 554, 1+ALB+BUN+AST+T-BIL+BHBA+Lys; 0, 758, 253. 615, 1+ALB
+BUN+AST+NEFA+3MeHis+Phe; 0. 758, 251, 807, 1+ALB+BUN+AST+ALT+BHBA+Arg; 0.7
58, 251, 822, 1+ALB+BUN+AST+ALT+Thr+0rn; 0. 758, 252, 871, 1+ALB+BUN+AST+Va L+
PhetTrp;0. 758, 253. 002, 1+ALB+AST+ALT+BHBA+HistLys; 0. 758, 253, 254, 1+ALB+
ASTH+NEFA+Asp+Lys+Tyr ;0. 758, 255. 110, 1+ALB+AST+0rn+Tyr+Phe+Trp; 0. 758, 25
5. 541, 1+ALB+AST+NEFA+0rn+Lys+Tyr; 0. 758, 250. 958, 1+ALB+BUN+AST+Asp+Val+
Trp;0.758, 251, 802, 1+ALB+AST+ALT+NEFA+Arg+Phe; 0, 758, 254, 525, 1+ALB+BUN+
3MeHis+0rn+Tyr+Phe; 0. 758, 251. 519, 1+ALB+BUN+AST+Asp+Lys+Phe; 0. 758, 252,
852, 1+ALB+AST+ALT+NEFA+T-BIL+Lys; 0. 758, 253. 112, 1+ALB+BUN+AST+0rn+Tyr+
Trp;0.758, 253. 929, 1+ALB+BUN+AST+Arg+Lys+I le; 0, 758, 254, 236, 1+ALB+AST+3
MeHis+Arg+Lys+Val;0. 758, 256. 163, 1+ALB+AST+Arg+Thr+0rn+Ile; 0. 758, 256. 4
04, 1+ALB+AST+NEFA+Thr+0rn+Ile; 0. 758, 253. 401, 1+ALB+BUN+Asp+0rn+Lys+Tyr
:0.758, 253. 402, 1+ALB+BUN+Asp+Lys+Tyr+Val; 0. 758, 253. 957, 1+ALB+BUN+3MeH
is+Arg+Lys+Tyr; 0, 758, 255, 185, 1+ALB+BUN+gGT+NEFA+G Lc+Lys; 0. 758, 250. 969
, 1+ALB+BUN+3MeH i s+Asp+Val+Trp; 0. 758, 252, 646, 1+ALB+ALT+0rn+Lys+Tyr+Trp
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;0.758, 252, 872, 1+ALB+ALT+NEFA+3MeHistLys+Tyr; 0, 758, 251, 166, 1+ALB+ALT+
NEFA+AsptLys+Val;0, 758, 251, 542, 1+ALB+BUN+AST+ALT+Arg+Val ;0. 758, 252, 57
2, 1+ALB+BUN+AST+Arg+Phe+Trp; 0. 758, 251, 378, 1+ALB+AST+3MeH i s+Asp+0rn+lLy
s;0.758, 252, 939, 1+ALB+BUN+AST+ALT+0rn+I le; 0. 758, 254, 273, 1+ALB+AST+3Me
His+0rn+Val+Trp;0. 758, 255, 385, 1+ALB+AST+0rn+Tyr+Val+Trp;0. 758, 254, 369
, 1+ALB+AST+NEFA+Arg+Tyr+Trp; 0. 758, 254, 756, 1+ALB+BUN+Ca+AST+Lys+I le; 0.
758, 254, 465, 1+ALB+BUN+T-BIL+ArgtLys+I le; 0, 758, 252, 569, 1+ALB+BUN+Arg+A
sp+0rn+Trp;0. 758, 251, 730, 1+ALB+BUN+AST+ALT+Arg+Tyr ;0. 758, 251. 665, 1+AL
B+BUN+AST+ALT+NEFA+Arg; 0. 758, 252, 540, 1+ALB+AST+ALT+NEFA+OrntLys; 0, 758
, 252,655, T+ALB+ALT+His+Arg+0rn+I le;0. 758, 252, 714, 1+ALB+BUN+AST+ALT+Hi
s+0rn;0. 758, 254, 768, 1+ALB+BUN+G lc+His+Arg+Lys; 0. 758, 254, 839, 1+ALB+BUN
+AST+GlctLys+Ile; 0. 758, 255, 540, 1+ALB+AST+NEFA+Thr+0rntLys;0. 758, 252, 4
20, 1+ALB+AST+NEFA+Asp+Lys+Trp;0. 757, 252, 416, 1+ALB+Ca+ALT+His+Arg+0rn;
0.757, 251,964, 1+ALB+BUN+Ca+ALT+GLlc+Arg; 0. 757, 254, 644, 1+ALB+BUN+Ca+NEF
AtLys+Ile;0.757, 253,954, 1+ALB+BUN+AST+0rntLys+Phe; 0, 757, 253, 416, 1+ALB
+BUN+Asp+0rn+Lys+Val; 0. 757, 255, 105, 1+ALB+BUN+NEFA+Glc+Thr+Lys ;0. 757, 2
50. 913, 1+ALB+ALT+AsptLys+Val+Phe; 0. 757, 252, 374, 1+ALB+BUN+ALT+NEFA+Thr
+0rn; 0,757,252, 883, 1+ALB+ALT+NEFA+Orn+Lys+Ile;0. 757,253, 107, 1+ALB+ALT
+Glc+OrntLys+Ile; 0. 757, 255. 225, 1+ALB+AST+NEFA+Orn+Lys+Phe; 0. 757, 250. 2
82, 1+ALB+AST+ALT+Arg+AsptlLys; 0, 757, 253, 269, 1+ALB+ALT+NEFA+T-BIL+Lys+I
le;0.757,256. 797, 1+ALB+AST+BHBA+OrntLys+Ile; 0, 757, 250, 027, 1+ALB+BUN+A
ST+ALT+Asp+0rn; 0. 757, 253. 452, 1+ALB+AST+NEFA+Asp+Lys+Val; 0. 757, 255. 286
, 1+ALB+AST+NEFA+Arg+Thr+Ile; 0. 757, 251, 363, 1+ALB+ALT+Asp+0rn+Val+Phe; 0
. 757, 255, 304, 1+ALB+BUN+NEFA+3MeHis+Val+Phe; 0, 757, 255, 505, 1+ALB+BUN+G L
ct+Argt+lLys+Ile; 0. 757, 255,637, 1+ALB+BUN+gGT+Glc+His+Lys; 0. 757, 250. 119, 1
+ALB+BUN+ALT+Asp+0Orn+Val; 0. 757, 252, 374, 1+ALB+BUN+ALT+T-BIL+Thr+0rn;0.
757,252,691, 1+ALB+ALT+3MeHis+0rntLys+Tyr ;0. 757, 253, 220, 1+ALB+ALT+Glc+
ThriLys+Ile;0.757, 253,267, 1+ALB+ALT+T-BIL+Thr+Lys+Ile; 0. 757, 254, 663, 1
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+ALB+AST+NEFA+0rn+Phe+Trp; 0. 757, 255, 456, 1+ALB+AST+NEFA+GlctLys+Ile; 0.
757,253,961, 1+ALB+BUN+3MeH i s+Arg+0rn+Lys; 0. 757, 252, 657, 1+ALB+ALT+BHBA
+His+0rn+Lys; 0. 757, 254, 381, 1+ALB+AST+NEFA+Orn+Lys+Trp; 0. 757, 251, 240, 1
+ALB+AST+3MeH i s+Asp+Lys+Tyr; 0. 757, 252, 082, 1+ALB+BUN+ALT+gGT+His+Arg;0
. 757, 254, 425, 1+ALB+BUN+His+Arg+0rntLys; 0. 757, 254, 547, 1+ALB+BUN+AST+BH
BAtLys+Ile; 0,757,251, 381, 1+ALB+BUN+AST+ALT+3MeHis+Trp;0. 757, 252, 871, 1
+ALB+AST+ALT+NEFA+BHBA+Lys; 0. 757, 252, 610, 1+ALB+BUN+AST+NEFA+Arg+Trp;0
. 757,251,972, 1+ALB+BUN+Ca+ALT+Arg+I le; 0. 757, 253. 502, 1+ALB+BUN+NEFA+As
ptTyr+Phe; 0. 757, 255, 615, 1+ALB+BUN+BHBA+Thr+Lys+I le;0. 757, 255, 433, 1+AL
B+BUN+Arg+0rn+Lys+Ile; 0. 757, 252. 757, 1+ALB+ALT+Arg+0rn+Lys+Tyr ;0. 757, 2
52.717, 1+ALB+ALT+Glc+His+Arg+0rn; 0. 757, 252, 738, 1+ALB+ALT+Glc+His+0rn+
Lys;0.757,255,710, 1+ALB+AST+Arg+Thr+Lys+Ile; 0. 757, 255, 450, 1+ALB+AST+N
EFA+BHBA+Lys+Ile;0, 757, 252, 902, 1+ALB+BUN+AST+NEFA+0rn+Trp;0. 757, 254, 2
54, 1+ALB+BUN+AST+gGT+HistLys; 0. 757, 255, 712, 1+ALB+AST+NEFA+Arg+0rn+I Le
;0.757, 251,575, 1+ALB+Ca+ALT+His+Arg+lys; 0, 757, 255, 019, 1+ALB+BUN+T-BIL
+Glc+Lys+Ile; 0. 757, 253. 054, 1+ALB+3MeH i s+Asp+Lys+Tyr+Phe; 0. 757, 250, 953
, 1+ALB+BUN+NEFA+3MeHis+Asp+Trp;0. 757, 253, 111, 1+ALB+ALT+BHBA+0rntLys+I
le;0.757, 254, 537, 1+ALB+BUN+BHBA+H i s+0rntLys; 0, 757, 252, 072, 1+ALB+AST+A
LT+ArgtLys+Tyr;0. 757, 252, 855, 1+ALB+AST+ALT+T-BIL+His+Lys;0. 757, 255, 50
2, 1+ALB+BUN+Arg+Lys+Val+Phe; 0, 757, 254, 288, 1+ALB+BUN+3MeH i s+Arg+0rn+Ph
e;0.757,253. 550, 1+ALB+BUN+ALT+gGT+Glc+0rn; 0. 757, 249, 040, 1+ALB+ALT+3Me
His+Asp+Lys+Tyr;0. 757,252, 741, 1+ALB+ALT+NEFA+3MeHis+0rn+Lys; 0. 757, 253
. 084, 1+ALB+ALT+T-BIL+0rn+Lys+I le;0. 757, 253. 008, 1+ALB+ALT+NEFA+His+Lys
+Ile;0.757, 254,532, 1+ALB+BUN+AST+Thr+0rn+Lys; 0, 757, 252, 929, 1+ALB+AST+
ALT+Glc+0rn+Lys; 0. 757, 254, 485, 1+ALB+BUN+AST+BHBA+Thr+Lys; 0. 757, 254, 59
8, 1+ALB+AST+NEFA+Lys+Tyr+Trp; 0. 757, 254, 455, 1+ALB+BUN+AST+His+Lys+I Le;
0.757, 256, 035, 1+ALB+AST+BHBA+His+0rntLys; 0, 757, 251, 510, 1+ALB+AST+3MeH
is+Asp+0rn+Trp; 0. 757, 254, 144, 1+ALB+Ca+gGT+G Lc+Asn+Arg; 0. 757, 255. 136, 1



WO 2018/003638 223 PCT/JP2017/022927

+ALB+BUN+gGT+NEFA+BHBA+Lys; 0. 757, 252, 350, 1+ALB+BUN+ALT+Glc+Thr+0rn;0,
757, 255, 082, 1+ALB+BUN+NEFA+T-BIL+Thr+Lys;0. 757, 255, 351, 1+ALB+BUN+NEFA
+3MeHis+Tyr+Phe; 0, 757, 252, 230, 1+ALB+ALT+NEFA+3MeHis+Lys+Trp; 0. 757, 254
. 033, 1+ALB+BUN+AST+ArgtLys+Phe; 0. 757, 252, 720, 1+ALB+ALT+T-BIL+His+Arg+
Orn; 0,757,254, 371, 1+ALB+BUN+AST+gGT+BHBA+Lys; 0, 757, 251, 499, 1+ALB+BUN+
AST+ALTHNEFA+Trp;0. 757, 252, 996, 1+ALB+BUN+AST+Arg+Val+Trp;0. 757, 253, 50
2, 1+ALB+BUN+Ca+AST+T-BIL+Lys; 0. 757, 253. 701, 1+ALB+Ca+AST+gGT+BHBA+Asn;
0.757, 254, 824, 1+ALB+BUN+NEFA+Arg+ThrtLys; 0. 757, 255, 157, 1+ALB+BUN+gGT+
NEFA+OrntLys;0. 757, 253. 026, 1+ALB+AST+ALT+NEFA+Arg+Ile; 0. 757, 252, 641, 1
+ALB+ALT+NEFA+0rntLys+Trp; 0. 757, 256. 443, 1+ALB+AST+G lctArgtLys+Ile; 0.7
57, 249, 100, 1+ALB+ALT+3MeHis+Asp+0rntLys; 0, 757,251, 101, 1+ALB+AST+3MeH i
stAsptLystVal;0. 757, 254, 795, 1+ALB+BUN+AST+GLlc+ThrtLys; 0. 757, 254, 043, 1
+ALB+ASTHNEFA+Arg+Lys+Trp; 0. 757, 254, 983, 1+ALB+AST+NEFA+Arg+0rntLys;0.
757, 256, 750, 1+ALB+CatAST+0rntLys+Ile; 0. 757, 255. 917, 1+ALB+3MeHis+Lys+V
al+Phe+Trp; 0,757, 250. 336, 1+ALB+BUN+ALT+Asp+Tyr+Val;0. 757, 253, 084, 1+AL
B+ALT+gGT+0rn+Lys+Ile; 0. 757, 253. 231, 1+ALB+BUN+ALT+Glc+His+0rn; 0. 757, 2
50. 894, 1+ALB+AST+ALT+Arg+Asp+Phe; 0. 757, 252, 602, 1+ALB+ALT+NEFA+His+Arg
+0rn; 0,757,252, 722, 1+ALB+ALT+BHBA+His+Arg+0rn; 0. 757, 252, 874, 1+ALB+AST
+ALT+NEFA+Glctlys; 0. 757, 252, 956, 1+ALB+BUN+AST+ALT+Glc+0rn; 0. 757, 254, 3
78, 1+ALB+AST+3MeHistArg+Lys+Tyr; 0. 757, 255, 047, 1+ALB+AST+NEFA+G Lc+Arg+
Lys;0.757, 255, 505, 1+ALB+BUN+Arg+0rn+Lys+Phe; 0. 757, 253, 552, 1+ALB+BUN+A
LT+gGT+NEFA+0rn; 0. 757, 253. 792, 1+ALB+BUN+3MeHis+Arg+0rn+Trp; 0. 757, 252.
076, 1+ALB+ALT+3MeHis+0rntLys+Trp;0. 757, 253, 300, 1+ALB+ALT+gGT+Thr+Lys+
Ile;0.757, 254, 338, 1+ALB+BUN+AST+Arg+Thr+Lys;0. 757, 253, 436, 1+ALB+AST+A
rg+Asp+Tyr+Trp; 0,757, 253. 567, 1+ALB+AST+Arg+Asp+0rn+Trp; 0. 757, 254, 940,
1+ALB+AST+NEFA+3MeHis+Lys+Tyr ;0. 757,257, 261, 1+ALB+AST+T-BIL+Thr+0rn+I
le;0.757,253. 311, 1+ALB+BUN+Ca+ALT+gGT+0rn; 0, 757, 253, 148, 1+ALB+ALT+NEF
A+Glc+His+lys;0. 757, 254, 417, 1+ALB+BUN+AST+BHBA+0rn+Lys; 0, 757, 254, 785,
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1+ALB+BUN+AST+gGT+Glc+Lys; 0.7

57, 253,952, 1+ALB+AST+ALT+NEFA+His+0rn; 0, 757, 252, 675, 1+ALB+Ca+AST+ALT+
Arg+0rn; 0,757,255, 777, 1+ALB+BUN+Ca+0rn+Lys+I le; 0. 757, 254, 476, 1+ALB+AS
T+NEFA+Lys+Val+Trp;0. 757, 254, 849, 1+ALB+BUN+NEFA+Arg+Lys+Tyr ;0. 757, 252
. 561, 1+ALB+ALT+NEFA+ArgtLys+Tyr ;0. 757, 255, 159, 1+ALB+BUN+gGT+BHBA+H s+
Lys;0.757, 253, 214, 1+ALB+BUN+ALT+gGT+His+0rn; 0. 757, 254, 670, 1+ALB+BUN+A
ST+Glc+0rntlys; 0. 757,252, 859, 1+ALB+ALT+His+Thr+Lys+Ile;0. 757, 252, 883,
1+ALB+AST+ALT+NEFA+Lys+Val;0, 757, 253, 138, 1+ALB+AST+ALT+His+Lys+Ile;0.
757,255, 150, 1+ALB+AST+Arg+Tyr+Phe+Trp; 0,757, 252, 916, 1+ALB+AST+ALT+T-B
IL+Lys+Ile;0. 757, 253, 589, 1+ALB+AST+NEFA+His+ArgtLys; 0. 757, 256, 366, 1+A
LB+3MeHis+0rntLys+Val+Phe; 0. 757, 255, 142, 1+ALB+BUN+NEFA+T-BIL+BHBA+Lys
;0.757, 253, 537, 1+ALB+BUN+ALT+gGT+T-BIL+0rn; 0. 757, 252, 445, 1+ALB+BUN+Ar
g+Asp+Tyr+Trp;0.757, 252,601, 1+ALB+ALT+NEFA+Arg+Lys+Val; 0. 757, 253. 657,
1+ALB+ALT+NEFA+3MeHis+Tyr+Phe; 0. 757, 254, 656, 1+ALB+BUN+AST+Arg+0rn+Phe
;0.757, 254, 675, 1+ALB+BUN+AST+0rntLys+Val; 0. 757, 254, 779, 1+ALB+BUN+gGT+
HistArg+lys;0. 757, 252, 007, 1+ALB+AST+ALT+T-BIL+Argtlys;0. 757, 252, 381, 1
+ALB+AST+ALT+0rn+Tyr+Trp; 0. 757, 252, 853, 1+ALB+AST+ALT+BHBA+Orn+Lys; 0.7
57, 253. 467, 1+ALB+AST+Asp+0rn+Tyr+Trp; 0. 757, 256. 191, 1+ALB+AST+Glc+His+
OrntlLys;0.757,257, 011, 1+ALB+AST+T-BIL+BHBA+His+0rn; 0. 757, 255, 251, 1+AL
B+AST+NEFA+Glct+His+Lys; 0. 757, 255, 533, 1+ALB+Ca+AST+NEFA+OrntLys; 0. 757,
255,102, 1+ALB+BUN+Ca+gGT+NEFA+Lys; 0. 757, 250. 992, 1+ALB+BUN+AST+3MeHis+
Arg+Asp;0.757, 251, 151, 1+ALB+ALT+NEFA+Asp+0rntlys; 0, 757, 252, 850, 1+ALB+
AST+ALT+T-BIL+Arg+0rn;0. 757,252, 918, 1+ALB+AST+ALT+0rntLys+Val;0, 757, 2
53. 309, 1+ALB+ALT+BHBA+ThrtLys+Ile;0. 757, 254. 839, 1+ALB+AST+Arg+0rntLys
+Trp;0.757, 255. 140, 1+ALB+AST+0rn+Lys+Phe+Trp; 0. 757, 253. 504, 1+ALB+AST+
ALT+Thr40rn+Ile;0.757, 253,492, 1+ALB+AST+Asp+Lys+Phe+Trp; 0. 756, 253. 163
, 1+ALB+Ca+ALT+Arg+0rn+I le; 0, 756, 255, 064, 1+ALB+BUN+NEFA+Orn+Lys+Val ;0.
756, 255, 090, 1+ALB+BUN+NEFA+Lys+Tyr+Val;0, 756, 255, 162, 1+ALB+BUN+NEFA+T
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-BIL+GlctLys; 0. 756, 255, 783, 1+ALB+BUN+BHBA+Orn+Lys+I le; 0. 756, 251, 466, 1
+ALB+ALT+Arg+Asp+Val+Phe; 0. 756, 249, 403, 1+ALB+BUN+ALT+3MeH i s+Asp+Tyr ;0
. 756, 251, 140, 1+ALB+ALT+NEFA+Asp+Lys+Tyr ;0. 756, 252, 599, 1+ALB+BUN+Asp+0
rntVal+Trp;0. 756, 252, 833, 1+ALB+ALT+NEFA+Lys+Tyr+Trp;0. 756, 252, 767, 14+A
LB+ALT+NEFA+Lys+Val+Trp;0. 756, 254, 618, 1+ALB+BUN+AST+0rntLys+Tyr ;0. 756
, 252,790, 1+ALB+AST+ALT+NEFA+Thr+Lys; 0. 756, 253, 123, 1+ALB+AST+ALT+BHBA+
Lys+Ile;0.756, 253. 294, 1+ALB+AST+3MeHis+Arg+Lys+Trp; 0. 756, 253. 326, 1+AL
B+AST+Asp+0rn+Lys+Trp; 0. 756, 253. 213, 1+ALB+Ca+AST+ALT+Lys+Ile; 0. 756, 25
3. 147, 1+ALB+BUN+ALT+NEFA+3MeHis+0rn; 0. 756, 255, 087, 1+ALB+BUN+NEFA+Thr+
Orn+lLys;0. 756, 252, 175, 1+ALB+3MeHis+AsptLys+Val+Trp; 0. 756, 252. 528, 1+AL
B+BUN+Asp+0rn+Tyr+Trp; 0. 756, 251, 367, 1+ALB+ALT+Asp+0rn+Lys+Tyr ;0. 756, 2
52. 357, 1+ALB+AST+ALT+Arg+Val+Phe; 0. 756, 253. 658, 1+ALB+ALT+NEFA+3MeH i s+
Val+Phe;0. 756, 250, 634, 1+ALB+AST+ALT+Asp+0rntLys; 0. 756, 251, 388, 1+ALB+A
ST+ALT+Arg+Asp+0rn; 0. 756, 252, 506, 1+ALB+BUN+AST+3MeHis+0rn+Trp; 0. 756, 2
56. 335, 1+ALB+NEFA+Arg+ThrtLys+Ile; 0. 756, 253. 134, 1+ALB+AST+NEFA+Asp+0r
ntTrp;0.756, 255, 285, 1+ALB+AST+NEFA+T-BIL+HistLys;0. 756, 255, 741, 1+ALB+
AST+His+Thr+0rntLys; 0. 756, 253. 193, 1+ALB+Ca+AST+ALT+Arg+Ile; 0. 756, 254,
788, 1+ALB+BUN+CatNEFA+Arg+Lys; 0. 756, 249, 352, 1+ALB+BUN+ALT+3MeH i s+Asp+
Val;0.756, 251, 370, 1+ALB+ALT+Asp+0rn+Lys+Val; 0. 756, 253. 519, 1+ALB+BUN+A
LT+Glc+0rn+Ile;0. 756, 254, 483, 1+ALB+BUN+AST+G lc+Arg+Lys; 0. 756, 252. 092,
1+ALB+AST+ALT+Arg+Lys+Val; 0. 756, 253, 882, 1+ALB+AST+3MeHis+0rn+Lys+Trp;
0.756, 251,613, 1+ALB+AST+ALT+His+Arg+Thr; 0, 756, 252, 833, 1+ALB+AST+ALT+T
hr+0rn+Lys; 0. 756, 253. 896, 1+ALB+AST+NEFA+3MeHis+Lys+Trp;0. 756, 251, 156,
1+ALB+AST+3MeH i s+Arg+Asp+Trp; 0. 756, 252, 874, 1+ALB+Ca+AST+ALT+0rn+Lys;0
. 756, 252, 952, 1+ALB+BUN+Ca+ALT+His+0rn; 0, 756, 254, 921, 1+ALB+BUN+Ca+T-BI
L+Lys+Ile;0. 756, 254, 887, 1+ALB+BUN+NEFA+G lc+Argtlys; 0. 756, 255, 542, 1+AL
B+BUN+gGT+ArgtLys+Ile; 0, 756, 255, 451, 1+ALB+AST+NEFA+Lys+Val+Phe; 0. 756,
253,218, 1+ALB+BUN+ALT+NEFA+His+0rn;0. 756, 255, 476, 1+ALB+BUN+Ca+HistLys
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+Ile;0.756, 253. 871, 1+ALB+BUN+3MeHis+Arg+Tyr+Trp; 0. 756, 250. 408, 1+ALB+A
LT+3MeHis+Arg+AsptVal; 0. 756, 253. 122, 1+ALB+ALT+gGT+NEFA+His+Lys; 0. 756,
254,515, T+ALB+BUN+AST+ArgtLystVal; 0, 756, 252, 031, 1+ALB+AST+ALT+BHBA+Ar
gtlLys; 0. 756, 249, 595, 1+ALB+AST+ALT+3MeHis+Arg+Asp;0. 756, 252, 707, 1+ALB+
AST+ALT+NEFA+His+Arg; 0. 756, 255, 758, 1+ALB+AST+NEFA+Arg+Thr+0rn; 0, 756, 2
56. 032, 1+ALB+AST+gGT+His+0rn+Lys; 0. 756, 253. 088, 1+ALB+AST+NEFA+Arg+Asp
+Trp;0. 756, 255, 098, 1+ALB+AST+NEFA+His+Thr+0rn; 0. 756, 255, 284, 1+ALB+AST
+NEFA+BHBA+HistLys; 0. 756, 256. 722, 1+ALB+AST+T-BIL+BHBA+Lys+Ile;0. 756, 2
52,295, 1+ALB+BUN+Ca+ALT+Thr+0rn; 0. 756, 253. 025, 1+ALB+Ca+ALT+0rn+Lys+I1
e;0.756, 253. 309, 1+ALB+BUN+Ca+ALT+0rn+I le; 0. 756, 253, 430, 1+ALB+AST+ALT+
T-BIL+Arg+Ile;0. 756, 255, 152, 1+ALB+BUN+NEFA+BHBA+GLct+Lys; 0. 756, 255, 168
, 1+ALB+BUN+NEFA+Glc+OrntLys; 0. 756, 253. 467, 1+ALB+ALT+NEFA+Thr+0rntLys;
0.756, 254, 458, 1+ALB+BUN+AST+gGT+0rn+Lys; 0, 756, 254, 232, 1+ALB+BUN+AST+B
HBA+Arg+Lys; 0. 756, 254, 413, 1+ALB+BUN+AST+Arg+0rn+Lys; 0. 756, 252. 090, 1+A
LB+AST+ALT+GlctArgtlys; 0. 756, 254, 862, 1+ALB+BUN+AST+Lys+Tyr+Val;0. 756,
252,490, 1+ALB+Ca+AST+BHBA+G LctAsn; 0. 756, 254, 634, 1+ALB+AST+NEFA+Lys+Ph
et+Trp; 0,756, 255, 315, 1+ALB+BUN+T-BIL+Thr+0rntLys;0. 756, 250. 368, 1+ALB+A
LT+3MeHis+Arg+Asp+0rn; 0. 756, 255. 169, 1+ALB+BUN+NEFA+Orn+Lys+Tyr ;0. 756,
253. 175, 1+ALB+BUN+ALT+T-BIL+His+0rn; 0. 756, 252, 140, 1+ALB+ALT+T-BIL+His
+Arg+Thr ;0. 756, 253, 138, 1+ALB+ALT+NEFA+BHBA+His+Lys; 0. 756, 253, 082, 1+AL
B+AST+ALT+NEFA+3MeHis+Phe; 0. 7566, 253. 265, 1+ALB+AST+ALT+Glct+Lys+Ile; 0.7
56, 255, 037, 1+ALB+AST+NEFA+Arg+ThrtLys; 0. 756, 255, 910, 1+ALB+AST+His+Arg
tLys+Ile; 0. 756, 254, 365, 1+ALB+BUN+Ca+AST+HistLys; 0. 756, 251, 998, 1+ALB+C
a+tAST+ALT+Arg+Lys; 0. 756, 255, 169, 1+ALB+BUN+BHBA+HistLys+I le; 0. 756, 255.
371, 1+ALB+BUN+gGT+T-BIL+0rn+Lys; 0. 756, 255, 371, 1+ALB+BUN+T-BIL+BHBA+0r
ntLys;0. 756, 253. 515, 1+ALB+BUN+ALT+gGT+0rn+I le; 0, 756, 254, 894, 1+ALB+BUN
+gGT+NEFA+ArgtLys;0. 756, 250, 447, 1+ALB+BUN+ALT+NEFA+AsptVal; 0. 756, 252,
654, 1+ALB+BUN+Arg+Asp+Val+Trp;0. 756, 252, 078, 1+ALB+AST+ALT+3MeHis+0rn+



WO 2018/003638 297 PCT/JP2017/022927

Trp;0.756, 252, 815, 1+ALB+AST+ALT+T-BIL+0rn+Lys;0. 756, 253. 261, 1+ALB+AST
+ALT+Glc+His+Lys; 0. 756, 256. 608, 1+ALB+AST+gGT+0rn+Lys+Ile; 0. 756, 254, 94
5, 1+ALB+AST+NEFA+ArgtLystVal; 0. 756, 255. 166, 1+ALB+BUN+NEFA+Arg+Tyr+Phe
;0.756, 254, 662, 1+ALB+BUN+Arg+0rn+Val+Trp; 0. 756, 252, 225, 1+ALB+ALT+3MeH
istLys+Tyr+Trp; 0. 756, 251, 945, 1+ALB+ALT+NEFA+His+Arg+Thr ;0. 756, 252. 139
, 1+ALB+ALT+BHBA+HistArg+Thr ;0. 756, 252, 447, 1+ALB+AST+ALT+Arg+Thr+0rn; 0
. 756, 254, 402, 1+ALB+BUN+BHBA+His+ArgtLys; 0. 756, 251, 990, 1+ALB+AST+ALT+A
rg+Thr+lys;0. 756, 255. 295, 1+ALB+AST+Arg+Tyr+Val+Trp; 0. 756, 255. 485, 1+AL
B+AST+3MeHis+Lys+Val+Phe; 0. 756, 253. 648, 1+ALB+AST+Asp+0rn+Val+Trp;0.75
6, 254, 327, 1+ALB+AST+3MeHis+Lys+Tyr+Trp; 0. 756, 254, 805, 1+ALB+AST+gGT+NE
FA+His+Lys;0, 756, 255, 485, 1+ALB+BUN+Ca+gGT+His+Lys; 0. 756, 255, 341, 1+ALB
+BUN+T-BIL+BHBA+ThrtLys;0. 756, 255, 370, 1+ALB+BUN+T-BIL+Glc+OrntLys; 0.7
56, 253. 503, 1+ALB+ALT+gGT+NEFA+0rntLys; 0. 756, 253, 715, 1+ALB+BUN+ALT+gGT
+Thr+Ile;0.756, 252,715, 1+ALB+ALT+gGT+His+Arg+0rn; 0, 756, 253, 423, 1+ALB+
AST+NEFA+AsptLys+Phe; 0. 756, 254, 370, 1+ALB+BUN+AST+gGT+ArgtLys; 0. 756, 25
4,654, 1+ALB+BUN+AST+BHBA+G LctLys; 0. 756, 256, 326, 1+ALB+NEFA+BHBA+Arg+Ly
stIle;0.756, 250, 988, 1+ALB+AST+ALT+Asp+Val+Trp; 0. 756, 253, 123, 1+ALB+AST
+ALT+gGT+His+Lys; 0. 756, 254, 995, 1+ALB+AST+Arg+0rn+Phe+Trp; 0. 756, 254, 42
1, 1+ALB+AST+NEFA+3MeHis+0rn+Trp; 0. 756, 255, 457, 1+ALB+Ca+AST+NEFA+Lys+I
le;0.756, 254, 731, 1+ALB+BUN+Ca+AST+Thr+Lys; 0. 756, 254, 557, 1+ALB+BUN+Ca+
His+Arg+Lys;0. 756, 253. 457, 1+ALB+AST+ALT+Glc+Arg+Ile; 0. 756, 255. 137, 1+A
LB+BUN+NEFA+T-BIL+0OrntLys;0. 756, 251, 826, 1+ALB+AST+ALT+3MeHis+Arg+0rn;
0.756, 252, 737, 1+ALB+BUN+ALT+0rn+Tyr+Val; 0, 756, 255. 070, 1+ALB+BUN+NEF A+
BHBA+Thr+Lys; 0. 756, 252. 516, 1+ALB+BUN+NEFA+Asp+0rn+Trp; 0. 756, 252. 772, 1
+ALB+ALT+Arg+0rn+Lys+Val ;0. 756, 253. 303, 1+ALB+ALT+NEFA+Arg+Thr+0rn;0.7
56, 253. 427, 1+ALB+ALT+NEFA+Arg+0rn+Ile; 0. 756, 253, 430, 1+ALB+ALT+BHBA+Ar
gt0rn+Ile; 0, 756, 253, 525, 1+ALB+BUN+ALT+NEFA+0rn+I le; 0. 756, 252, 988, 1+AL
B+AST+ALT+NEFA+T-BIL+Arg; 0. 756, 253. 140, 1+ALB+ALT+NEFA+T-BIL+His+Lys;0
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. 756, 254, 512, 1+ALB+BUN+AST+Arg+Lys+Tyr ;0. 756, 256. 410, 1+ALB+AST+BHBA+A
rgtLys+Ile;0. 756, 255, 021, 1+ALB+AST+NEFA+BHBA+ArgtLys; 0. 756, 255, 487, 1+
ALB+BUN+Ca+GLlct+HistLys; 0. 756, 255, 119, 1+ALB+BUN+Ca+NEFA+GlctLys; 0. 756,
253. 505, 1+ALB+AST+ALT+BHBA+Arg+I le; 0. 756, 255, 160, 1+ALB+BUN+BHBA+G Lc+H
istLys;0.756, 255, 330, 1+ALB+BUN+T-BIL+Glc+Thr+Lys; 0, 756, 255, 341, 1+ALB+
BUN+gGT+T-BIL+Thr+Lys; 0. 756, 252. 918, 1+ALB+3MeHis+Arg+Asp+Lys+Tyr;0.75
6, 253. 546, 1+ALB+BUN+NEFA+Asp+0rn+Phe; 0. 756, 254, 676, 1+ALB+BUN+Arg+0rn+
Tyr+Trp;0. 756, 253. 132, 1+ALB+ASTH+ALT+NEFA+Glc+Arg; 0. 756, 253. 523, 1+ALB+
ALT+NEFA+BHBA+OrntLys;0. 756, 252, 726, 1+ALB+ALT+gGT+His+0rntLys;0. 756, 2
52.778, 1+ALB+ALT+GlctArg+Orntlys; 0. 756, 252, 860, 1+ALB+AST+ALT+G Lc+Arg+
Orn; 0,756, 252. 868, 1+ALB+AST+ALT+BHBA+Arg+0rn;0. 756, 253, 323, 1+ALB+ALT+
gGT+Arg+Thr+0rn; 0, 756, 253, 351, 1+ALB+ALT+NEFA+BHBA+Lys+I le; 0. 756, 253. 6
46, 1+ALB+BUN+ALT+gGT+BHBA+Thr; 0. 756, 253, 817, 1+ALB+ALT+3MeHis+Tyr+Val+
Phe;0.756, 252, 298, 1+ALB+ALT+His+Thr+OrntLys; 0. 756, 251, 428, 1+ALB+AST+A
LT+NEFA+Arg+Asp;0. 756, 252, 881, 1+ALB+BUN+AST+ALT+NEFA+0rn; 0, 756, 254, 42
2, T+ALB+BUN+AST+NEFA+Tyr+Phe; 0. 756, 253, 266, 1+ALB+AST+ALT+T-BIL+BHBA+L
ys;0.756, 255, 130, 1+ALB+AST+gGT+NEFA+Orn+Lys; 0. 756, 255, 986, 1+ALB+AST+N
EFA+T-BIL+GlctLys;0. 756, 254, 391, 1+ALB+BUN+Ca+AST+Arg+Lys; 0. 756, 255, 32
4, 1+ALB+BUN+Ca+ArgtLys+I le; 0. 756, 255, 078, 1+ALB+BUN+Ca+NEFA+T-BIL+Lys;
0. 756, 255, 408, 1+ALB+BUN+gGT+T-BIL+BHBA+tLys; 0. 756, 254, 385, 1+ALB+BUN+3M
eHis+0rn+Val+Trp; 0. 756, 255. 057, 1+ALB+BUN+Orn+Tyr+Val+Trp; 0. 756, 252. 61
9, 1+ALB+ALT+NEFA+GlctArgtlys; 0. 756, 252, 739, 1+ALB+BUN+ALT+NEFA+0rn+Tyr
;0.756, 253, 331, 1+ALB+ALT+NEFA+GLlctLys+Ile; 0. 756, 253, 505, 1+ALB+BUN+ALT
+T-BIL+0rn+Ile;0. 756, 253. 615, 1+ALB+ALT+T-BIL+Thr+0rntLys;0, 756, 252, 52
6, 1+ALB+BUN+AST+ALT+3MeHis+0rn; 0. 756, 252, 096, 1+ALB+AST+ALT+NEFA+Asp+0
rn;0.756, 252, 457, 1+ALB+AST+ALT+NEFA+Arg+Thr ;0. 756, 252, 878, 1+ALB+BUN+A
ST+ALT+BHBA+0rn; 0, 756, 253, 189, 1+ALB+AST+ALT+T-BIL+Thr+Lys;0. 756, 253. 3
25, 1+ALB+BUN+Ca+ALT+T-BIL+0rn;0. 756, 254, 484, 1+ALB+BUN+Asp+0rn+Tyr+Phe
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:0.756, 254,511, 1+ALB+BUN+3MeHis+0rn+Tyr+Trp; 0. 756, 253. 301, 1+ALB+BUN+A
LT+NEFA+Orn+Val;0. 756, 253. 569, 1+ALB+BUN+ALT+NEFA+Glc+0rn; 0, 756, 251, 42
5, 1+ALB+ALT+Asp+Lys+Tyr+Val; 0. 756, 252, 777, 1+ALB+ALT+T-BIL+Arg+0rn+Lys
;0.756, 252, 777, 1+ALB+ALT+gGT+Arg+0rntLys; 0. 756, 253, 592, 1+ALB+BUN+ALT+
BHBA+Thr+Ile;0. 756, 252, 080, 1+ALB+ALT+G lctHistArg+Thr; 0, 756, 252, 754, 1+
ALB+BUN+AST+ALT+0rntVal; 0. 756, 253. 066, 1+ALB+ALT+NEFA+T-BIL+Arg+Thr ;0.
756, 252, 842, 1+ALB+BUN+AST+ALT+T-BIL+0rn;0. 756, 256. 714, 1+ALB+AST+T-BIL
+Arg+0rn+Ile; 0. 756, 254, 653, 1+ALB+BUN+AST+NEFA+Arg+0rn; 0. 756, 255, 381, 1
+ALB+AST+His+Arg+0rntLys; 0. 756, 255. 032, 1+ALB+BUN+Ca+NEFA+Thr+Lys; 0, 75
6, 253. 347, 1+ALB+BUN+Ca+ALT+G L

c+0rn; 0. 756, 252, 322, 1+ALB+3MeH i s+Asp+Lys+Tyr+Trp; 0. 756, 252, 956, 1+ALB+
3MeHistAsptLystValtPhe; 0. 756, 255, 131, 1+ALB+BUN+NEFA+BHBA+OrntLys;0. 75
6, 253, 837, 1+ALB+BUN+3MeHis+Arg+Val+Trp; 0, 756, 254, 877, 1+ALB+BUN+NEFA+B
HBA+Arg+lLys;0. 756, 254, 770, 1+ALB+BUN+NEFA+Arg+Lys+Val;0. 756, 253, 385, 1+
ALB+ALT+T-BIL+His+Lys+Ile;0. 756, 253. 481, 1+ALB+ALT+T-BIL+Glc+HistLys;0
. 756, 253, 598, 1+ALB+ALT+BHBA+Thr+0rntLys;0. 756, 253. 612, 1+ALB+ALT+gGT+T
hr+Orn+Lys;0. 756, 253, 676, 1+ALB+BUN+ALT+Glc+Thr+Ile; 0. 756, 255, 692, 1+AL
B+BUN+AST+Thr+0rn+I le; 0. 756, 256. 027, 1+ALB+AST+NEFA+Arg+0rn+Tyr; 0. 756,
256.617, 1+ALB+AST+T-BIL+Thr+Lys+I le;0. 755, 256. 105, 1+ALB+Ca+AST+His+0r
ntlys;0. 755, 255, 137, 1+ALB+BUN+T-BIL+Arg+Thr+Lys;0, 755, 254, 534, 1+ALB+B
UN+NEFA+3MeHis+0rn+Trp; 0. 755, 256. 044, 1+ALB+BUN+gGT+BHBA+Lys+I le; 0. 755
, 252,622, 1+ALB+ALT+gGT+NEFA+Arg+Lys; 0. 755, 252, 788, 1+ALB+ALT+ArgtLys+T
yr+Val;0. 755, 252, 816, 1+ALB+ALT+Lys+Tyr+Val+Trp;0. 755, 252, 869, 1+ALB+AS
T+ALT+Arg+0rn+Tyr ;0. 755, 253, 685, 1+ALB+BUN+ALT+gGT+NEFA+Thr ;0. 755, 250,
758, 1+ALB+AST+ALT+Asp+Lys+Val; 0. 755, 254, 132, 1+ALB+AST+3MeH i s+0rn+Phe+
Trp;0.755, 255, 385, 1+ALB+AST+NEFA+Arg+Tyr+Phe; 0, 755, 254, 961, 1+ALB+AST+
Arg+Lys+Val+Trp; 0. 755, 255, 995, 1+ALB+AST+NEFA+T-BIL+BHBA+Lys ;0. 755, 252
. 668, 1+ALB+Ca+ALT+Arg+0rntLys; 0. 755, 253. 789, 1+ALB+Ca+tALT+NEFA+Arg+Ile
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;0.755, 256, 313, 1+ALB+Ca+AST+Arg+Lys+I le; 0. 755, 253. 214, 1+ALB+Ca+AST+AL
TH+HistlLys; 0, 755, 256, 159, 1+ALB+3MeHis+Arg+Lys+Val+Phe; 0. 755, 252, 017, 1+
ALB+ALT+NEFA+Asp+Val+Phe; 0. 755, 254, 524, 1+ALB+BUN+3MeHis+Arg+Val+Phe; 0
. 755, 252, 100, 1+ALB+ALT+NEFA+Arg+AsptVal;0. 755, 253. 412, 1+ALB+ALT+NEFA+
T-BIL+Orn+Lys;0. 755, 252, 573, 1+ALB+ALT+NEFA+Arg+Thr+Lys; 0. 755, 253. 296,
1+ALB+ALT+gGT+NEFA+tLys+I le; 0. 755, 253, 502, 1+ALB+ALT+NEFA+OrntLystVal;0
. 755, 253, 649, 1+ALB+BUN+ALT+T-BIL+BHBA+Thr;0, 755, 253, 712, 1+ALB+ALT+T-B
IL+BHBA+Lys+I le;0. 755, 252, 102, 1+ALB+ALT+gGT+His+Arg+Thr ;0. 755, 253, 123
, 1+ALB+AST+ALT+NEFA+BHBA+Arg; 0. 755, 256, 084, 1+ALB+AST+T-BIL+Arg+Orntly
s;0.755, 256,001, 1+ALB+AST+NEFA+BHBA+G LctLys; 0. 755, 257, 658, 1+ALB+AST+g
GT+Thr+0rn+Ile;0. 755, 254, 899, 1+ALB+AST+T-BIL+His+Arg+Lys; 0, 755, 254, 95
9, 1+ALB+AST+NEFA+T-BIL+ArgtLys;0. 755, 253. 287, 1+ALB+CatALT+ThrtLys+I le
;0.755, 254,706, 1+ALB+BUN+Ca+AST+gGT+Lys; 0. 755, 252, 948, 1+ALB+Ca+AST+AL
T+NEFA+Arg; 0. 755, 255, 157, 1+ALB+3MeHis+Arg+Lys+Val+Trp; 0. 755, 250. 447, 1
+ALB+ALT+NEFA+3MeHis+ArgtAsp; 0. 755, 253, 506, 1+ALB+ALT+NEFA+GLlc+0Orntlys
;0.755, 254, 891, 1+ALB+BUN+NEFA+Arg+0rn+Lys; 0. 755, 255, 420, 1+ALB+BUN+BHB
AtArgtLys+Ile;0. 755,253, 335, 1+ALB+AST+ALT+BHBA+GLct+Lys; 0. 755, 254, 952,
1+ALB+AST+3MeHis+0rn+Lys+Phe; 0. 755, 252, 808, 1+ALB+AST+ALT+His+ThrtlLys;
0.755, 253. 698, 1+ALB+AST+Asp+0rn+Phe+Trp; 0. 755, 254. 469, 1+ALB+BUN+AST+G
lctHistLys;0. 755, 256, 001, 1+ALB+AST+NEFA+Lys+Tyr+Val;0. 755, 256, 501, 1+A
LB+AST+NEFA+T-BIL+His+0rn; 0. 755, 256. 758, 1+ALB+AST+T-BIL+GlctLys+Ile;0
. 755, 252, 026, 1+ALB+Ca+ALT+His+Arg+Thr ;0. 755, 254, 600, 1+ALB+BUN+Ca+AST+
BHBA+Lys;0. 755, 253, 341, 1+ALB+BUN+Ca+ALT+NEFA+0rn; 0, 755, 255, 084, 1+ALB+
BUN+Ca+NEFA+Orn+Lys;0. 755, 255, 406, 1+ALB+BUN+T-BIL+BHBA+G lctLys; 0. 755,
256. 169, 1+ALB+BUN+G lc+Thr+0rntLys; 0. 755, 250. 441, 1+ALB+ALT+3MeHis+Arg+
Asp+Tyr;0. 755, 253. 509, 1+ALB+AST+ALT+gGT+Arg+Ile; 0. 755, 253. 564, 1+ALB+A
LT+NEFA+Orn+Val+Trp;0. 755, 254, 375, 1+ALB+AST+3MeHis+Arg+0rn+Lys; 0. 755,
252,193, 1+ALB+ALT+NEFA+Arg+Asp+0rn; 0. 755, 253, 501, 1+ALB+BUN+ALT+gGT+BH
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BA+0rn;0. 755, 253, 555, 1+ALB+BUN+ALT+T-BIL+Glc+0rn; 0. 755, 252, 619, 1+ALB+
ALT+NEFA+Arg+Orn+tLys;0. 755, 252, 721, 1+ALB+ALT+gGT+Arg+Thr+Lys;0. 755, 25
3.298, 1+ALB+ALT+T-BIL+Arg+Thr+0rn;0. 755, 254, 405, 1+ALB+ALT+NEFA+Tyr+Va
l+Phe; 0. 755, 254, 512, 1+ALB+ALT+T-BIL+Thr+0Orn+Ile; 0. 755, 255, 134, 1+ALB+B
UN+NEFA+His+Thr+0rn; 0, 755, 254, 253, 1+ALB+AST+3MeHis+Lys+Phe+Trp; 0. 755,
253. 306, 1+ALB+CatALTH+NEFA+Lys+Ile; 0. 755, 255, 274, 1+ALB+BUN+Ca+T-BIL+0r
ntlys;0. 755, 253, 256, 1+ALB+Ca+AST+ALT+T-BIL+Lys;0, 755, 252, 744, 1+ALB+AS
T+ALT+BHBA+Arg+Thr ;0. 755, 255, 013, 1+ALB+BUN+NEFA+Orn+Val+Trp; 0. 755, 253
. 673, 1+ALB+AST+NEFA+3MeH i stArgtlLys; 0. 755, 262, 767, 1+ALB+ALT+BHBA+Arg+0
rntlys;0. 755, 253, 708, 1+ALB+ALT+NEFA+BHBA+Thr+Lys; 0. 755, 253, 640, 1+ALB+
BUN+ALT+NEFA+BHBA+Thr ;0. 755, 255, 488, 1+ALB+AST+ArgtAsptLys+Tyr ;0. 755, 2
54, 946, 1+ALB+AST+NEFA+ArgtLys+Phe; 0. 755, 2565, 199, 1+ALB+BUN+AST+Arg+Thr
+Ile;0. 755,255,942, 1+ALB+AST+NEFA+T-BIL+Thr+Lys; 0. 755, 256, 147, 1+ALB+A
ST+gGT+NEFA+His+0rn; 0, 755, 256, 382, 1+ALB+AST+T-BIL+HistLys+Ile;0. 755, 2
54,588, 1+ALB+BUN+CatAST+0rntLys; 0. 755, 254, 926, 1+ALB+BUN+Ca+AST+Glctly
s;0.755, 252, 650, 1+ALB+Ca+AST+ALT+Arg+Thr ;0. 755, 252, 222, 1+ALB+AST+ALT+
3MeHis+Arg+Tyr;0. 755,251, 290, 1+ALB+AST+ALT+NEFA+Asp+Phe; 0. 755, 254, 886
, 1+ALB+BUN+NEFA+T-BIL+ArgtLys;0. 755, 252, 271, 1+ALB+ALT+Arg+Asp+0rntTyr
;0.755, 253,561, 1+ALB+BUN+ALT+NEFA+T-BIL+0rn; 0. 755, 250, 774, 1+ALB+AST+A
LT+AsptLys+Tyr ;0. 755, 252, 804, 1+ALB+ALT+T-BIL+Glc+Arg+lLys; 0. 755, 2563, 15
1, 1+ALB+BUN+ALT+BHBA+His+0rn; 0. 755, 253. 323, 1+ALB+ALT+BHBA+Arg+Thr+0rn
;0.755, 253, 692, 1+ALB+BUN+ALT+gGT+Glc+Thr; 0, 755, 250. 131, 1+ALB+BUN+AST+
ALT+AsptVal;0. 755, 253, 545, 1+ALB+BUN+AST+NEFA+Arg+Phe; 0. 755, 254, 483, 1+
ALB+ALT+BHBA+Thr+0rn+Ile;0. 755, 253. 268, 1+ALB+AST+ALT+T-BIL+Glc+Lys;0.
755, 253, 371, 1+ALB+ALT+His+Thr+0rn+Ile; 0. 755, 253, 685, 1+ALB+AST+3MeH i s+
Arg+Tyr+Trp;0.755, 255. 751, 1+ALB+AST+Lys+Tyr+Phe+Trp; 0. 755, 253. 237, 1+A
LB+AST+ALT+BHBA+Thr+tLys;0. 755, 255, 497, 1+ALB+AST+T-BIL+His+Arg+0rn;0.7
55, 255, 937, 1+ALB+AST+NEFA+Glc+Thr+Lys; 0. 755, 255, 407, 1+ALB+BUN+gGT+T-B
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IL+Glc+Lys; 0. 755, 253. 285, 1+ALB+ALT+3MeHis+0rn+Val+Trp; 0. 755, 256. 050, 1
+ALB+BUN+gGT+BHBA+Thr+Lys; 0. 755, 256. 301, 1+ALB+NEFA+3MeHis+Lys+Val+Phe
;0.755, 253, 469, 1+ALB+ALT+gGT+Arg+0rn+I le; 0. 755, 253, 090, 1+ALB+BUN+AST+
3MeHis+Arg+Phe; 0. 755, 253. 658, 1+ALB+ALT+NEFA+Glc+Thr+Lys;0. 755, 253. 670
, 1+ALB+BUN+ALT+NEFA+Thr+Ile;0. 755, 253. 691, 1+ALB+ALT+gGT+T-BIL+Lys+I le
;0.755, 252, 025, 1+ALB+AST+ALT+gGT+Arg+Lys; 0, 755, 254, 392, 1+ALB+AST+NEFA
+Asp+0rn+Phe; 0. 755, 255, 448, 1+ALB+AST+NEFA+Arg+0rn+Phe; 0. 755, 256. 484, 1
+ALB+AST+NEFA+BHBA+His+0rn; 0, 755, 252, 657, 1+ALB+Ca+ALT+His+0rn+Lys; 0.7
55, 255, 019, 1+ALB+Ca+AST+NEFA+ArgtLys; 0. 755, 255, 076, 1+ALB+BUN+Ca+NEFA+
BHBA+Lys;0. 755, 256, 495, 1+ALB+BUN+Orn+Tyr+Val+Phe; 0, 755, 251, 186, 1+ALB+
ASTH+ALT+NEFA+Asp+Trp;0. 755, 252, 979, 1+ALB+3MeH i s+Arg+Asp+Lys+Val; 0. 755
, 253, 140, 1+ALB+AST+ALT+NEFA+Arg+Tyr ;0. 755, 253, 475, 1+ALB+ALT+Glc+Arg+0
rnt+lle; 0. 755, 250, 932, 1+ALB+ALT+3MeHis+Asp+Val+Trp;0. 755, 252, 718, 1+ALB
+ALT+GlctArg+Thrtlys; 0. 755, 252, 723, 1+ALB+ALT+T-BIL+Arg+Thr+Lys; 0. 755,
253,407, 1+ALB+ALT+NEFA+BHBA+Arg+Thr ;0. 755, 252, 860, 1+ALB+AST+ALT+0rn+L
ys+Tyr ;0. 755, 255, 070, 1+ALB+BUN+Ca+BHBA+His+tLys; 0. 755, 252, 859, 1+ALB+Ca
+AST+ALTHNEFA+Lys; 0. 755, 253. 543, 1+ALB+AST+ALT+BHBA+G LctArg; 0. 755, 256.
303, 1+ALB+BUN+gGT+Glc+0rn+Lys; 0. 755, 253. 920, 1+ALB+BUN+NEFA+3MeHis+Arg
+Trp;0. 755, 255, 949, 1+ALB+BUN+Arg+Thr+0rn+Lys;0. 755, 256. 179, 1+ALB+NEFA
+His+0rn+Lys+Ile; 0. 755, 252, 706, 1+ALB+ALT+Arg+Thr+0rn+Lys; 0. 755, 252, 80
3, T+ALB+ALT+gGT+T-BIL+ArgtLys;0. 755, 2563, 082, 1+ALB+AST+ALT+gGT+Lys+I le
;0.755, 261, 524, 14+BUN+ALT+His+Asn+Thr+0rn; 0, 755, 252, 714, 1+ALB+ALT+NEFA
+3MeHis+Arg+0rn; 0. 755, 256. 306, 1+ALB+BUN+gGT+G Lc+Lys+I le; 0. 755, 252, 733
, 1+ALB+ALT+3MeHis+Arg+0rn+Tyr ;0. 755, 256. 048, 1+ALB+BUN+BHBA+G lc+Lys+I |
e;0.755,252,617, 1+ALB+ALT+NEFA+BHBA+Arg+Lys; 0. 755, 253, 233, 1+ALB+AST+A
LT+Glc+His+Arg;0. 755, 253. 676, 1+ALB+ALT+T-BIL+Glc+0rn+Lys; 0. 755, 251, 49
2, T+ALB+BUN+AST+3MeHis+Asp+0rn; 0. 755, 251, 817, 1+ALB+BUN+AST+NEFA+Asp+P
he; 0. 755, 253. 466, 1+ALB+ALT+BHBA+His+Lys+I le;0. 755, 253, 479, 1+ALB+ALT+B
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HBA+Glc+His+Lys;0. 755, 253, 571, 1+ALB+ALT+NEFA+T-BIL+Thr+Lys;0. 755, 253.
682, 1+ALB+BUN+ALT+gGT+T-BIL+Thr ;0. 755, 253. 690, 1+ALB+ALT+T-BIL+GlctlLys
+Ile;0.755,252, 821, 1+ALB+AST+ALT+gGT+Arg+0rn; 0. 755, 252, 824, 1+ALB+AST+
ALT+Arg+0rn+Val;0. 755, 253. 526, 1+ALB+BUN+ALT+gGT+His+Thr; 0, 755, 252, 771
, 1+ALB+ALT+NEFA+His+Thr+Lys; 0. 755, 255, 765, 1+ALB+AST+Lys+Tyr+Val+Trp;0
. 755, 255, 980, 1+ALB+AST+NEFA+BHBA+Thr+Lys; 0. 755, 254, 652, 1+ALB+AST+NEFA
+Arg+Asp+0rn; 0. 755, 253, 327, 1+ALB+Ca+AST+ALT+BHBA+Arg; 0. 755, 252, 180, 1+
ALB+AST+ALT+NEFA+3MeHistArg;0. 755, 252, 739, 1+ALB+AST+ALT+GlctArg+Thr ;0
. 755, 252,730, 1+ALB+ALT+3MeHis+Arg+0rntVal; 0. 755, 254, 704, 1+ALB+BUN+NEF
A+Arg+Tyr+Trp;0. 755, 253. 532, 1+ALB+BUN+ALT+BHBA+Glc+0rn; 0. 755, 253. 539,
1+ALB+BUN+ALT+BHBA+G Lc+Thr ;0. 755, 252, 717, 1+ALB+ALT+BHBA+Arg+Thr+Lys;0
. 755, 252,752, 1+ALB+BUN+NEFA+Asp+Val+Trp;0. 755, 253, 614, 1+ALB+ALT+NEFA+
T-BIL+BHBA+Lys;0. 755, 256. 317, 1+ALB+NEFA+Glc+His+0rn+lys; 0. 755, 253, 468
, 1+ALB+ALT+T-BIL+BHBA+HistLys;0. 755, 252, 827, 1+ALB+AST+ALT+NEFA+Lys+Ty
r;0.755, 254, 096, 1+ALB+AST+ALT+T-BIL+His+0rn; 0. 755, 256, 069, 1+ALB+AST+N
EFA+Glc+Arg+0rn; 0. 755, 252, 852, 1+ALB+BUN+AST+Asp+0rn+Phe; 0. 755, 253. 535
, 1+ALB+ALT+0rn+Tyr+Val+Trp; 0. 755, 253. 589, 1+ALB+ALT+Glc+Thr+0rn+Lys; 0.
755, 253,628, 1+ALB+ALT+GlctHis+Lys+Ile; 0. 755, 253, 631, 1+ALB+BUN+ALT+NEF
A+Glc+Thr ;0. 755, 250, 700, 1+ALB+AST+ALT+3MeHis+Asp+0rn; 0. 755, 256. 357, 1+
ALB+AST+gGT+Arg+Lys+Ile;0. 755, 253. 600, 1+ALB+AST+3MeHis+Arg+0rn+Trp;0.
755, 254, 909, 1+ALB+BUN+AST+NEFA+Thr+0rn; 0, 755, 255, 011, 1+ALB+BUN+AST+T-
BIL+Arg+0rn;0. 755, 253. 569, 1+ALB+Ca+ALT+Thr+0rn+Lys;0. 755, 253. 321, 1+AL
B+BUN+Ca+ALT+BHBA+Orn; 0. 755, 254, 086, 1+ALB+ALT+NEFA+GlctArgtIle; 0. 755,
253.775, 1+ALB+AST+ALT+NEFA+Tyr+Phe; 0. 755, 253. 014, 1+ALB+BUN+ALT+3MeHis
+0rntVal;0. 755, 253, 241, 1+ALB+AST+ALT+BHBA+His+Arg; 0, 755, 253, 463, 1+ALB
+ALT+T-BIL+Arg+0rntIle;0. 755, 253, 487, 1+ALB+ALT+NEFA+OrntLys+Tyr ;0. 755
, 252,745, 1+ALB+BUN+NEFA+Asp+Tyr+Trp;0. 755, 253, 319, 1+ALB+ALT+Glc+Arg+T
hr+0rn;0, 755, 253. 395, 1+ALB+BUN+ALT+BHBA+His+Thr ;0. 755, 254, 718, 1+ALB+A



WO 2018/003638 234 PCT/JP2017/022927

STHNEFA+Arg+Val+Trp; 0. 755, 256. 499, 1+ALB+AST+NEFA+Glc+His+0rn; 0. 755, 25
7.693, 1+ALB+AST+Glc+Thr+0rn+Ile; 0. 755, 254, 461, 1+ALB+BUN+AST+His+Thr+0
rn; 0. 755, 255, 257, 1+ALB+Ca+AST+NEFA+His+Lys; 0. 755, 256, 167, 1+ALB+BUN+gG
T+Thr+OrntLys; 0. 755, 252, 737, 1+ALB+AST+ALT+T-BIL+Arg+Thr ;0. 755, 254, 211
, 1+ALB+BUN+NEFA+3MeHis+ArgtPhe; 0. 755, 255, 954, 1+ALB+BUN+BHBA+Thr+0rn+tL
ys;0.755, 253, 163, 1+ALB+ALT+NEFA+3MeHis+0rn+Trp; 0. 755, 253. 187, 1+ALB+NE
FA+3MeHis+Arg+AsptLys; 0. 755, 255. 972, 1+ALB+BUN+G Lc+Arg+Thr+Lys; 0. 755, 2
53.520, 1+ALB+ALT+NEFA+0rn+Tyr+Trp;0, 755, 253, 757, 1+ALB+ALT+gGT+NEFA+G L
ctlys;0. 755,252, 807, 1+ALB+ALT+gGT+GlctArgtLys; 0. 755, 253. 412, 1+ALB+BUN
+ALT+His+Thr+Ile;0. 755, 253, 504, 1+ALB+ALT+gGT+BHBA+His+tLys; 0. 755, 253. 6
89, 1+ALB+ALT+gGT+NEFA+ThrtLys; 0. 755, 2563, 497, 1+ALB+ALT+gGT+T-BIL+His+L
ys;0.755, 253, 685, 1+ALB+BUN+ALT+NEFA+T-BIL+Thr;0, 755, 254, 534, 1+ALB+AST
+3MeHis+0rn+Tyr+Trp; 0. 755, 254, 832, 1+ALB+BUN+His+Arg+Thr+0rn; 0. 755, 256
. 148, 1+ALB+BUN+AST+gGT+His+0rn; 0. 755, 257, 774, 1+ALB+AST+BHBA+Thr+0rn+I
le; 0,755,257, 390, 1+ALB+AST+G Lct+Arg+0rn+Ile; 0. 755, 255, 843, 1+ALB+AST+T-
BIL+His+Thr+0rn;0. 755, 252, 767, 1+ALB+BUN+Ca+AST+ALT+0rn; 0. 755, 253. 913,
1+ALB+CatALT+BHBA+Arg+Ile; 0. 755, 253. 472, 1+ALB+Ca+ALT+NEFA+0rntLys; 0.7
54,252,736, 1+ALB+3MeH i s+Arg+Asp+Lys+Trp; 0. 754, 253. 143, 1+ALB+AST+ALT+T
-BIL+His+Arg; 0,754, 253. 342, 1+

ALB+3MeHis+Arg+AsptLys+Phe; 0. 754, 254, 924, 1+ALB+BUN+Arg+Tyr+Val+Trp;0.
754, 256, 289, 1+ALB+AST+T-BIL+GlctArg+lys; 0. 754, 249, 980, 1+ALB+AST+ALT+3
MeHis+Asp+Trp;0. 754, 252, 789, 1+ALB+ALT+T-BIL+BHBA+Arg+Lys; 0. 754, 253, 42
4, 1+ALB+BUN+ALT+T-BIL+His+Thr ;0. 754, 253, 941, 1+ALB+ALT+T-BIL+BHBA+Thr+
Lys;0.754, 252, 764, 1+ALB+AST+ALT+gGT+0rntLys; 0. 754, 256, 913, 1+ALB+AST+A
rg+0rntlys+Tyr; 0. 754, 252, 583, 1+ALB+AST+ALT+gGT+NEFA+Lys ;0. 754, 256. 739
, T+ALB+AST+NEFA+BHBA+Thr+0rn; 0. 754, 253. 113, 1+ALB+AST+ALT+gGT+T-BIL+Ly
s;0.754, 256, 361, 1+ALB+Ca+AST+NEFA+His+0rn; 0. 754, 256, 067, 1+ALB+BUN+BHB
A+Glc+Orntlys; 0. 754, 252, 195, 1+ALB+ALT+Asp+Tyr+Val+Phe; 0. 754, 253, 437, 1
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+ALB+BUN+ALT+BHBA+Orn+I le; 0. 754, 252, 209, 1+ALB+BUN+AST+ALT+0rn+Tyr ;0.7
54,253, 448, 1+ALB+ALT+gGT+NEFA+Arg+Thr ;0. 754, 254, 388, 1+ALB+AST+3MeH i s+
ArgtLys+Phe; 0. 754, 254, 618, 1+ALB+AST+NEFA+His+Arg+0rn; 0. 754, 254, 997, 1+
ALB+AST+NEFA+His+ThrtLys;0. 754, 253. 908, 1+ALB+Ca+ALT+gGT+Arg+Ile;0. 754
, 2563.651, 1+ALB+BUN+CatALT+Thr+I le; 0. 754, 253. 325, 1+ALB+Ca+AST+ALT+Glc+
Arg;0.754, 257,162, 1+ALB+Ca+AST+Arg+0rn+Ile; 0. 754, 253, 285, 1+ALB+AST+AL
T+His+Arg+Ile;0. 754, 255, 192, 1+ALB+BUN+T-BIL+BHBA+Arg+Lys; 0. 754, 256, 20
8, 1+ALB+BUN+Orn+Lys+Tyr+Val; 0. 754, 253. 688, 1+ALB+ALT+gGT+Glc+0rn+Lys;0
. 754, 253,764, 1+ALB+ALT+NEFA+BHBA+G lctLys; 0. 754, 253, 767, 1+ALB+ALT+gGT+
NEFA+BHBA+tLys; 0. 754, 253, 805, 1+ALB+AST+3MeHis+Arg+Phe+Trp; 0, 754, 253, 93
4, 1+ALB+ALT+gGT+BHBA+Thr+Lys; 0. 754, 254, 061, 1+ALB+BUN+AST+3MeHis+Arg+0
rn;0.754, 254, 484, 1+ALB+AST+NEFA+3MeHistLys+Phe; 0. 754, 254, 608, 1+ALB+AS
T+NEFA+Arg+Phe+Trp; 0. 754, 253, 538, 1+ALB+Ca+ALT+gGT+Arg+0rn; 0. 754, 253. 6
78, 1+ALB+BUN+Ca+ALT+gGT+Thr ; 0, 754, 253. 625, 1+ALB+Ca+ALT+gGT+0rntLys; 0.
754, 256, 945, 1+ALB+Ca+AST+T-BIL+His+0rn; 0, 754, 253, 503, 1+ALB+AST+ALT+gG
T+T-BIL+Arg;0. 754, 253. 516, 1+ALB+AST+ALT+T-BIL+BHBA+Arg; 0. 754, 253. 560,
1+ALB+AST+ALT+gGT+BHBA+Arg; 0. 754, 256. 035, 1+ALB+BUN+BHBA+Glc+Thr+Lys; 0
. 754, 256. 067, 1+ALB+BUN+gGT+BHBA+OrntLys; 0. 754, 256. 089, 1+ALB+BUN+Arg+0
rntLys+Val;0. 754, 253. 656, 1+ALB+ALT+gGT+BHBA+Orn+Lys ;0. 754, 253, 679, 1+A
LB+ALT+gGT+T-BIL+0rntLys; 0. 754, 252, 479, 1+ALB+BUN+NEFA+Arg+Asp+Trp; 0.7
54, 253, 440, 1+ALB+BUN+ALT+NEFA+His+Thr; 0. 754, 253, 531, 1+ALB+ALT+BHBA+G L
ctArg+Thr ;0. 754, 253, 865, 1+ALB+ALT+BHBA+G lc+Thr+Lys; 0. 754, 257, 186, 1+AL
B+AST+0rntLys+Val+Phe; 0, 754, 253, 494, 1+ALB+ALT+gGT+T-BIL+Arg+Thr; 0, 754
, 251,894, 1+ALB+AST+3MeH i stAsp+Phe+Trp; 0. 754, 253, 408, 1+ALB+AST+ALT+gGT
+Glctlys; 0. 754, 255, 191, 1+ALB+BUN+AST+NEFA+His+0rn; 0, 754, 255, 975, 1+ALB
+AST+NEFA+BHBA+Arg+0rn; 0. 754, 256. 066, 1+ALB+AST+NEFA+Arg+0OrntVal;0. 754
, 252,536, 1+ALB+CatALT+NEFA+Arg+Lys; 0. 754, 253, 625, 1+ALB+Ca+ALT+T-BIL+0
rntlys;0. 754, 255, 314, 1+ALB+BUN+Ca+T-BIL+BHBA+Lys; 0. 754, 253, 998, 1+ALB+
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CatAST+ALT+His+0rn; 0. 754, 258, 839, 1+ALB+NEFA+0rn+Tyr+Val+Phe; 0. 754, 255
. 192, 1+ALB+BUN+T-BIL+Glc+ArgtLys; 0. 754, 253, 668, 1+ALB+ALT+T-BIL+BHBA+0
rntlys; 0. 754, 256, 064, 1+ALB+BUN+G Lc+Arg+0rn+Lys; 0. 754, 252, 406, 1+ALB+AL
THNEFA+T-BIL+ArgtLys; 0. 754, 252, 788, 1+ALB+ALT+BHBA+GLc+ArgtLys; 0. 754, 2
52.789, 1+ALB+ALT+gGT+BHBA+ArgtLys; 0. 754, 253. 518, 1+ALB+ALT+T-BIL+Glc+A
rg+Thr ;0. 754, 253,611, 1+ALB+BUN+ALT+T-BIL+Glc+Thr; 0. 754, 255, 751, 1+ALB+
AST+LystVal+Phe+Trp; 0, 754, 253, 695, 1+ALB+AST+ALT+NEFA+Thr+0rn; 0. 754, 25
6. 909, 1+ALB+AST+gGT+T-BIL+His+0rn; 0. 754, 255, 995, 1+ALB+Ca+AST+NEFA+BHB
AtlLys;0. 754, 255, 257, 1+ALB+BUN+Ca+T-BIL+Thr+Lys; 0. 754, 253, 497, 1+ALB+AS
T+ALT+T-BIL+Glc+Arg; 0. 754, 257. 210, 1+ALB+NEFA+0rn+Tyr+Phe+Trp; 0. 754, 25
2.731, 1+ALB+AST+ALT+gGT+Arg+Thr ;0. 754, 255, 192, 1+ALB+BUN+T-BIL+Arg+0rn
+Lys; 0. 754, 253. 678, 1+ALB+ALT+NEFA+BHBA+Arg+0rn; 0. 754, 253, 967, 1+ALB+AL
T+gGT+T-BIL+Thr+Lys; 0. 754, 252, 910, 1+ALB+AST+ALT+NEFA+Arg+Val;0. 754, 25
3.528, 1+ALB+ALT+T-BIL+BHBA+Arg+Thr ;0. 754, 253. 241, 1+ALB+ALT+gGT+His+Th
rtLys; 0,754, 254,611, 1+ALB+BUN+AST+3MeHis+Val+Phe; 0. 754, 255, 388, 1+ALB+
AST+Arg+Asp+0rntlys; 0. 754, 254, 936, 1+ALB+BUN+AST+His+Arg+0rn; 0. 754, 252
.698, 1+ALB+Ca+ALT+gGT+Arg+Lys; 0. 754, 253. 506, 1+ALB+Ca+ALT+NEFA+Arg+0rn
;0.754, 256, 436, 1+ALB+BUN+Arg+0rntVal+Phe; 0. 754, 255, 311, 1+ALB+AST+3MeH
is+0rn+Lys+Tyr; 0. 754, 254,616, 1+ALB+BUN+NEFA+Arg+0rn+Trp; 0. 754, 252. 831
, 1+ALB+BUN+Asp+Tyr+Val+Trp;0. 754, 257, 084, 1+ALB+T-BIL+His+0Orn+Lys+I le;
0.754, 253, 835, 1+ALB+ALT+gGT+Glct+Lys+Ile; 0, 754, 253, 422, 1+ALB+AST+ALT+3
MeHis+Val+Phe; 0. 754, 254, 810, 1+ALB+AST+3MeHis+Arg+0rn+Phe; 0, 754, 257, 22
2, 1+ALB+AST+0rn+Lys+Tyr+Phe; 0, 754, 253. 160, 1+ALB+ALT+Glct+His+Thr+Lys;0
. 754, 255, 839, 1+ALB+BUN+AST+NEFA+Glc+0rn; 0. 754, 253, 714, 1+ALB+AST+NEFA+
3MeHis+Arg+Trp; 0,754, 252. 697, 1+ALB+Ca+ALT+T-BIL+Arg+Lys;0. 754, 255, 971
, 1+ALB+Ca+ASTH+NEFA+T-BIL+Lys; 0. 754, 256, 221, 1+ALB+BUN+Ca+Glc+ThrtLys;0
. 754,252, 317, 1+ALB+BUN+ALT+3MeHis+0rn+Tyr ;0. 754, 253. 539, 1+ALB+AST+ALT
+9GT+Glc+Arg; 0. 754, 255, 315, 1+ALB+BUN+NEFA+Arg+0rn+Phe; 0. 754, 252, 075, 1
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+ALB+ALT+Arg+Asp+OrntVal; 0. 754, 254, 006, 1+ALB+ALT+NEFA+BHBA+Arg+I le; 0.
754, 253, 660, 1+ALB+BUN+ALT+T-BIL+Thr+Ile; 0, 754, 254, 562, 1+ALB+ALT+gGT+T
hr+0rn+Ile;0.754, 251, 443, 1+ALB+AST+ALT+Arg+Asp+Val ;0. 754, 255, 072, 1+AL
B+AST+Arg+Lys+Phe+Trp; 0. 754, 256. 435, 1+ALB+AST+NEFA+His+0rn+I le; 0. 754,
256. 480, 1+ALB+AST+T-BIL+Glc+0OrntLys;0. 754, 255, 256, 1+ALB+AST+NEFA+Asp+
OrntVal; 0. 754, 256, 465, 1+ALB+AST+T-BIL+BHBA+His+Lys; 0. 754, 253, 525, 1+AL
B+CatALT+T-BIL+Arg+0rn;0, 754, 255, 314, 1+ALB+BUN+Ca+gGT+T-BIL+Lys; 0, 754
, 253,278, 1+ALB+Ca+ASTH+ALT+T-BIL+Arg; 0. 754, 255, 967, 1+ALB+Ca+AST+NEFA+A
rg+0rn;0. 754, 253. 503, 1+ALB+Ca+AST+ALT+G lct+Lys; 0, 754, 256, 061, 1+ALB+BUN
+Ca+Thr+0rntLys; 0. 754, 256. 364, 1+ALB+BUN+Arg+0rn+Tyr+Phe; 0. 754, 255. 918
, 1+ALB+3MeHis+0rn+Val+Phe+Trp; 0. 754, 253. 344, 1+ALB+3MeH i s+Arg+Asp+0rn+
Lys;0.754, 256, 085, 1+ALB+BUN+Arg+0rnt+Lys+Tyr ;0. 754, 252, 807, 1+ALB+NEFA+
3MeHis+Asp+Lys+Trp; 0. 754, 253. 534, 1+ALB+BUN+ALT+NEFA+BHBA+0rn; 0. 754, 25
3. 108, 1+ALB+ALT+BHBA+His+Thr+Lys;0. 754, 253. 495, 1+ALB+ALT+gGT+G Lc+Arg+
Thr; 0,754, 257, 368, 1+ALB+AST+NEFA+Glc+0rn+Ile; 0, 754, 253, 599, 1+ALB+BUN+
Ca+ALT+BHBA+Thr ;0. 754, 253. 222, 1+ALB+Ca+ALT+Arg+Thr+0rn; 0. 754, 253. 565,
1+ALB+Ca+ALT+HistLys+Ile; 0. 754, 253, 343, 1+ALB+CatAST+ALT+ThrtLys;0. 754
, 255,952, 1+ALB+BUN+Ca+BHBA+Lys+I Le; 0. 754, 252. 156, 1+ALB+AST+ALT+3MeHis
+Arg+Val ;0. 754, 256. 323, 1+ALB+BUN+gGT+G Lc+Thr+Lys; 0. 754, 255, 189, 1+ALB+
BUN+gGT+T-BIL+ArgtLys; 0. 754, 253, 471, 1+ALB+ALT+NEFA+T-BIL+Arg+0rn;0. 75
4,253, 533, 1+ALB+BUN+ALT+T-BIL+BHBA+0rn;0. 754, 253,719, 1+ALB+ALT+NEFA+G
lc+Arg+0rn;0. 754, 256, 895, 1+ALB+His+Arg+0rn+Lys+I le; 0. 754, 256. 312, 1+AL
B+BUN+AST+G Lc+His+0rn; 0. 754, 253, 943, 1+ALB+Ca+ALT+T-BIL+Arg+I le; 0. 754,
252,694, 1+ALB+Ca+ALT+GlctArg+Lys; 0. 754, 253. 614, 1+ALB+Ca+ALT+BHBA+Orn+
Lys;0.754, 253,678, 1+ALB+CatALT+NEFA+Thr+Lys; 0. 754, 253, 462, 1+ALB+Ca+AL
T+T-BIL+His+Lys;0, 754, 252, 959, 1+ALB+Ca+AST+ALT+His+Arg; 0. 754, 256, 372,
1+ALB+3MeHis+Arg+0rn+Lys+Val; 0. 754, 256. 015, 1+ALB+NEFA+3MeHis+Lys+Val+
Trp;0.754, 256. 419, 1+ALB+NEFA+Arg+Lys+Tyr+Trp; 0. 754, 253. 440, 1+ALB+BUN+
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ALT+GlctHis+Thr ;0. 754, 254, 547, 1+ALB+ALT+NEFA+Thr+0rn+Ile;0. 754, 253, 50
6, 1+ALB+ALT+gGT+BHBA+Arg+Thr; 0, 754, 255, 342, 1+ALB+NEFA+His+Arg+Lys+I le
;0.754, 255, 487, 1+ALB+AST+Asp+0rntLys+Phe; 0, 754, 255, 719, 1+ALB+AST+3MeH
istLys+Tyr+Phe; 0. 754, 255, 339, 1+ALB+AST+NEFA+Asp+0rn+Tyr; 0, 754, 255, 963
, 1+ALB+AST+NEFA+T-BIL+Arg+0rn; 0. 754, 256, 519, 1+ALB+AST+T-BIL+Thr+0rn+L
ys;0.754, 256, 372, 1+ALB+AST+T-BIL+GlctHis+Lys; 0. 754, 253, 943, 1+ALB+CatA
LT+Glct+Arg+Ile; 0. 754, 252, 693, 1+ALB+Ca+ALT+BHBA+ArgtLys; 0. 754, 253, 521,
1+ALB+Ca+ALT+BHBA+Arg+0rn; 0. 754, 253. 341, 1+ALB+Ca+AST+ALT+BHBA+Lys; 0.7
54,257,276, 1+ALB+Ca+AST+NEFA+Orn+I le; 0. 754, 256, 396, 1+ALB+BUN+Ca+gGT+G
lc+lys; 0. 754, 255, 308, 1+ALB+BUN+Ca+T-BIL+GlctLys; 0, 754, 253, 125, 1+ALB+C
a+ALTHNEFA+His+Lys; 0. 754, 257. 505, 1+ALB+0rn+Lys+Tyr+Phe+Trp; 0. 754, 256.
391, 1+ALB+3MeHis+Lys+Tyr+Phe+Trp;0. 754, 252, 848, 1+ALB+3MeH i s+Asp+0rn+L
ys+Trp;0. 754, 254,775, 1+ALB+BUN+NEFA+Arg+Val+Trp;0. 754, 255, 770, 1+ALB+B
UN+BHBA+Arg+Thr+Lys;0. 754, 253, 582, 1+ALB+ALT+0rn+Lys+Tyr+Val;0. 754, 256
. 305, 1+ALB+AST+T-BIL+Arg+Thr+Lys;0. 754, 253. 440, 1+ALB+ALT+NEFA+GLlc+Arg
+Thr; 0. 754, 253. 609, 1+ALB+ALT+gGT+His+Lys+Ile;0. 754, 256, 749, 1+ALB+gGT+
NEFA+Arg+Lys+Ile; 0,754, 255, 214, 1+ALB+BUN+AST+Arg+Thr+0rn; 0. 754, 254, 20
2, 1+ALB+AST+ALT+Glc+His+0rn; 0. 754, 254, 504, 1+ALB+BUN+AST+NEFA+Va l+Phe;
0.754, 257, 313, 1+ALB+AST+NEFA+BHBA+0rn+I le; 0. 754, 255, 479, 1+ALB+BUN+AST
+gGT+NEFA+Orn; 0. 754, 256, 366, 1+ALB+AST+His+Arg+0rn+Ile; 0. 754, 253. 756, 1
+ALB+Ca+ALT+NEFA+BHBA+Lys; 0. 754, 253. 657, 1+ALB+Ca+ALT+T-BIL+Lys+I le; 0.
754, 253, 282, 1+ALB+Ca+ALT+NEFA+His+Arg; 0. 754, 256, 176, 1+ALB+BUN+Ca+gGT+
Lys+Ile;0.754,251,231, 1+ALB+AST+ALT+Asp+Tyr+Trp; 0. 754, 253, 247, 1+ALB+A
LT+3MeHis+0rn+Tyr+Trp; 0. 754, 256. 708, 1+ALB+NEFA+Glc+Arg+Lys+I le; 0. 754,
253.748, 1+ALB+ALT+gGT+BHBA+Lys+I le; 0. 754, 253. 750, 1+ALB+ALT+BHBA+G lc+L
ystlle;0.754, 253, 926, 1+ALB+AST+ALT+NEFA+3MeHis+0rn; 0. 754, 253, 179, 1+AL
B+AST+ALT+gGT+BHBA+Lys; 0. 754, 253, 218, 1+ALB+BUN+AST+ALT+T-BIL+Thr ;0. 75
4,254,595, 1+ALB+BUN+AST+3MeHis+Tyr+Phe; 0. 754, 257, 079, 1+ALB+AST+T-BIL+
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Glc+His+0rn; 0,754, 257, 324, 1+ALB+AST+BHBA+G Llc+0rn+Lys; 0. 754, 257, 960, 1+
ALB+AST+T-BIL+BHBA+Orn+I le; 0. 754, 253. 914, 1+ALB+Ca+ALT+BHBA+Thr+Lys;0.
754,257,719, 14ALB+CatAST+Thr+0rn+Ile; 0, 754, 253, 937, 1+ALB+Ca+ALT+T-BIL
+Thr+lys;0. 754, 253, 495, 1+ALB+Ca+ALT+BHBA+His+Lys; 0. 754, 252, 938, 1+ALB+
ALT+3MeHis+Arg+Tyr+Val;0. 754, 254, 714, 1+ALB+BUN+Arg+Asp+0rn+Phe; 0. 754,
258. 060, 1+ALB+NEFA+Arg+0rn+Tyr+Phe; 0. 754, 253, 704, 1+ALB+ALT+NEFA+T-BIL
+Glctlys; 0. 754, 253. 762, 1+ALB+ALT+BHBA+G Lc+Arg+0rn; 0, 754, 250, 953, 1+ALB
+BUN+ALT+NEFA+Asp+Tyr ;0. 754, 253. 709, 1+ALB+ALT+gGT+NEFA+Arg+0rn; 0. 754,
253. 743, 1+ALB+AST+ALT+NEFA+Val+Phe; 0. 754, 253. 298, 1+ALB+BUN+AST+ALT+gG
T+Thr; 0,754, 257, 418, 1+ALB+AST+0rn+Lys+Tyr+Val;0. 754, 252, 630, 1+ALB+AST
+3MeHis+Asp+0rn+Phe; 0. 754, 254, 901, 1+ALB+AST+NEFA+3MeHis+0rn+Phe; 0. 754
, 255, 476, 1+ALB+AST+Asp+0rntLys+Tyr ;0. 754, 255, 799, 1+ALB+BUN+AST+NEFA+T
-BIL+0rn;0. 754, 256. 812, 1+ALB+Ca+AST+T-BIL+Lys+Ile;0, 754, 252, 639, 1+ALB
+Ca+ALT+Arg+Thr+Lys; 0. 754, 253. 914, 1+ALB+Ca+ALT+gGT+NEFA+Arg; 0. 754, 253
. 857, 1+ALB+Ca+ALT+NEFA+BHBA+Arg; 0. 754, 254, 496, 1+ALB+Ca+ALT+Thr+0rn+Il
e;0.754, 257,747, 1+ALB+Ca+AST+BHBA+His+0rn; 0. 754, 255, 844, 1+ALB+BUN+Ca+
Arg+Thr+Lys; 0. 754, 254, 484, 1+ALB+BUN+3MeHis+Arg+Tyr+Phe; 0. 754, 256. 081,
1+ALB+BUN+gGT+Arg+0rn+Lys; 0. 754, 253. 632, 1+ALB+ALT+NEFA+Arg+0rn+Val ;0.
754, 256, 250, 1+ALB+AST+T-BIL+BHBA+Arg+tLys;0. 754, 255, 881, 1+ALB+BUN+AST+
Arg+OrntIle; 0. 754, 253, 223, 1+ALB+BUN+AST+ALT+NEFA+Thr ; 0, 754, 257, 285, 1+
ALB+AST+BHBA+Thr+0rntLys;0. 754, 257. 422, 1+ALB+AST+BHBA+Arg+0rntIle; 0.7
54, 253,704, 1+ALB+AST+NEFA+Asp+Phe+Trp; 0. 754, 255, 512, 1+ALB+AST+gGT+NEF
A+T-BIL+Lys;0. 754, 256. 714, 1+ALB+AST+NEFA+T-BIL+Thr+0rn; 0. 753, 254, 039,
1+ALB+Ca+ALT+gGT+T-BIL+Arg;0. 753, 253. 541, 1+ALB+Ca+ALT+Glc+Arg+0rn; 0.7
53, 255, 974, 1+ALB+Ca+AST+NEFA+GlctLys; 0. 753, 256, 176, 1+ALB+BUN+Ca+tGlc+0
rntlys;0. 753, 254,707, 1+ALB+BUN+Asp+Orn+Val+Phe; 0. 753, 256, 762, 1+ALB+NE
FA+3MeHis+Lys+Tyr+Phe; 0. 753, 255. 957, 1+ALB+BUN+gGT+Arg+Thr+Lys ;0. 753, 2
52. 505, 1+ALB+ALT+NEFA+Arg+Asp
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+Tyr;0.753, 253. 644, 1+ALB+ALT+BHBA+GLc+OrntLys; 0. 753, 253, 661, 1+ALB+ALT
+gGT+NEFA+T-BIL+Lys; 0. 753, 253, 717, 1+ALB+ALT+NEFA+Arg+0rn+Tyr ;0. 753, 25
3.859, 1+ALB+ALT+NEFA+T-BIL+GlctArg;0. 753, 256, 012, 1+ALB+NEFA+His+Thr+0
rntlys; 0. 753, 251, 908, 1+ALB+ALT+Asp+Tyr+Val+Trp;0. 753, 253. 924, 1+ALB+AL
T+T-BIL+Glc+Thr+Lys; 0. 753, 254, 167, 1+ALB+AST+ALT+BHBA+His+0rn; 0, 753, 25
6. 372, 1+ALB+AST+His+Thr+0rn+Ile; 0. 753, 257, 350, 1+ALB+AST+NEFA+T-BIL+G L
¢+0rn;0. 753, 255, 923, 1+ALB+BUN+Ca+Arg+0rn+Lys; 0. 753, 262, 932, 14BUN+AST+
His+Asn+Thr+0rn;0, 753, 256, 461, 1+ALB+BUN+NEFA+Tyr+Val+Phe;0. 753, 257. 44
7, 1+ALB+NEFA+BHBA+Orn+Lys+I le; 0. 753, 256. 134, 1+ALB+BUN+Arg+Lys+TyrtVal
;0.753, 256, 376, 1+ALB+NEFA+3MeHistLys+Tyr+Trp; 0, 753, 252, 029, 1+ALB+ALT+
Arg+Asp+Tyr+Val;0. 753, 256. 681, 1+ALB+NEFA+Arg+0rn+Lys+Ile;0. 753, 254, 37
8, 1+ALB+ALT+Glc+Thr+0rn+Ile; 0. 753, 252, 103, 1+ALB+AST+ALT+Asp+0rn+Val; 0
. 753,253,115, 1+ALB+ALT+T-BIL+His+Thr+Lys; 0. 753, 253, 854, 1+ALB+AST+ALT+
T-BIL+Thr+0rn;0, 753, 255, 953, 1+ALB+Ca+AST+NEFA+Thr+Lys; 0. 753, 258, 676, 1
+ALB+Ca+AST+Glc+0rn+Ile; 0. 753, 253. 610, 1+ALB+BUN+Ca+ALT+Glc+Thr; 0. 753,
255,074, 1+ALB+BUN+Ca+T-BIL+ArgtLys; 0. 753, 256. 221, 1+ALB+BUN+Ca+gGT+Thr
+Lys; 0. 753, 253. 631, 1+ALB+BUN+Ca+ALT+NEFA+Thr; 0, 753, 253. 666, 1+ALB+Ca+A
LT+Glc+Histlys; 0. 753, 256. 177, 1+ALB+BUN+Ca+gGT+0rn+Lys; 0. 753, 254, 063, 1
+ALB+ALT+gGT+NEFA+Arg+Ile; 0. 753, 255, 709, 1+ALB+3MeHis+0rntLys+Val+Trp;
0.753, 257. 118, 1+ALB+NEFA+Asp+0rn+Tyr+Phe; 0. 753, 253. 431, 1+ALB+3MeHis+A
sp+0rntLys+Tyr ;0. 753, 253, 756, 1+ALB+ALT+T-BIL+Glc+Arg+0rn; 0. 753, 256, 29
1, 1+ALB+3MeHis+Arg+Lys+Tyr+Phe; 0. 753, 251, 057, 1+ALB+ALT+3MeH i s+Asp+Tyr
+Trp;0.753, 253, 980, 1+ALB+ALT+gGT+Glc+Thr+Lys; 0, 753, 251, 914, 1+ALB+AST+
ALT+Arg+Asp+Tyr;0. 753, 256, 943, 1+ALB+AST+G lc+Arg+0rn+Lys; 0. 753, 255. 238
, 1+ALB+BUN+AST+T-BIL+His+0rn; 0. 753, 255, 848, 1+ALB+BUN+AST+NEFA+BHBA+0r
n;0.753, 256. 730, 1+ALB+AST+NEFA+GLc+Thr+0rn; 0. 753, 257, 341, 1+ALB+AST+NE
FA+T-BIL+0rn+Ile;0, 753, 256. 468, 1+ALB+AST+T-BIL+BHBA+OrntLys; 0. 753, 253
. 362, 1+ALB+Ca+AST+ALT+gGT+Lys; 0. 753, 255. 968, 1+ALB+BUN+Ca+BHBA+Thr+Lys
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;0.753, 258, 659, 1+ALB+Ca+AST+BHBA+0rn+I le; 0, 753, 253, 769, 1+ALB+CatALT+g
GT+Lys+Ile; 0,753, 257,765, 14ALB+0rn+Tyr+Val+Phe+Trp;0. 753, 257. 256, 1+AL
B+Arg+0rn+Tyr+Phe+Trp; 0. 753, 252. 840, 1+ALB+3MeH i s+Asp+Lys+Phe+Trp;0.75
3,255, 076, 1+ALB+BUN+NEFA+0rn+Tyr+Trp; 0. 753, 253, 087, 1+ALB+AST+ALT+gGT+
NEFA+Arg;0. 753, 253, 665, 1+ALB+ALT+Arg+0rn+Tyr+Val ;0. 753, 254, 038, 1+ALB+
ALT+gGT+T-BIL+BHBA+Lys; 0. 753, 256. 372, 1+ALB+gGT+NEFA+His+0rn+Lys; 0. 753
, 254,029, 1+ALB+BUN+AST+NEFA+Val+Trp;0. 753, 254, 263, 1+ALB+BUN+AST+NEFA+
Arg+Thr;0.753,257. 031, 1+ALB+AST+T-BIL+His+0rn+Ile; 0, 753, 254, 039, 1+ALB
+Ca+ALT+gGT+Glc+Arg; 0. 753, 253, 527, 1+ALB+Ca+ALT+T-BIL+His+Arg;0. 753, 25
6.428, 1+ALB+3MeHis+0rn+Tyr+Phe+Trp; 0. 753, 253. 271, 1+ALB+3MeHis+Asp+0rn
+Lys+Val;0. 753, 253, 754, 1+ALB+BUN+ALT+NEFA+Tyr+Val;0, 753, 253. 759, 1+ALB
+ALT+gGT+Glc+Arg+0rn; 0. 753, 256, 757, 1+ALB+His+Arg+Thr+Lys+Ile;0. 753, 25
1.921, 1+ALB+ALT+NEFA+AsptVal+Trp; 0. 753, 256. 349, 1+ALB+NEFA+T-BIL+His+0
rntlys; 0. 753, 257, 245, 14+ALB+AST+Arg+0rn+Tyr+Phe; 0. 753, 253, 245, 1+ALB+BU
N+AST+ALT+His+Thr ;0. 753, 255, 498, 1+ALB+NEFA+His+Arg+0rn+Lys; 0. 753, 256.
859, 1+ALB+AST+BHBA+Arg+0rntLys; 0. 753, 256. 942, 1+ALB+AST+Arg+0rn+Lys+Va
L;0,753, 253. 806, 1+ALB+BUN+AST+NEFA+3MeHis+Trp; 0. 753, 255, 142, 1+ALB+BUN
+AST+T-BIL+Thr+0rn;0. 753, 255, 840, 1+ALB+BUN+AST+NEFA+Orn+Ile; 0. 753, 256
. 394, 1+ALB+AST+GLlc+His+Arg+0rn; 0. 753, 257. 296, 1+ALB+Ca+AST+BHBA+Orn+tLy
s;0.753, 253. 318, 1+ALB+Ca+AST+ALT+gGT+Arg; 0. 753, 254, 216, 1+ALB+ALT+gGT+
Glct+Arg+Ile;0.753,257.067, 1+ALB+NEFA+3MeHis+0rn+Val4+Phe; 0. 753, 253. 572
, 1+ALB+ALT+gGT+NEFA+His+Arg; 0. 753, 254, 800, 1+ALB+ALT+NEFA+BHBA+Thr+0rn
:0.753, 255, 296, 1+ALB+Arg+Asp+Lys+Tyr+Trp; 0. 753, 254, 356, 1+ALB+AST+ALT+
NEFA+T-BIL+0rn;0, 753, 253. 250, 1+ALB+BUN+AST+ALT+BHBA+Thr ;0. 753, 253. 343
, 1+ALB+AST+ALT+Glc+Thr+Lys; 0. 753, 256, 529, 1+ALB+AST+gGT+NEFA+Thr+0rn; 0
. 753, 253, 979, 1+ALB+AST+Arg+AsptVal+Trp; 0, 753, 253, 932, 1+ALB+Ca+ALT+NEF
A+Glct+Arg;0. 753, 257, 985, 1+ALB+Ca+AST+T-BIL+0rn+Ile;0. 753, 253. 544, 1+AL
B+Ca+ALT+Glc+His+Arg; 0. 753, 253. 965, 1+ALB+BUN+NEFA+Asp+Val+Phe; 0. 753, 2
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53. 580, 1+ALB+ALT+NEFA+BHBAtHis+Arg; 0. 753, 253, 256, 1+ALB+NEFA+3MeH i stAs
ptLys+Phe; 0. 753, 256. 303, 1+ALB+3MeHis+Lys+Tyr+Val+Trp;0. 753, 253. 289, 1+
ALB+AST+ALT+gGT+His+Arg; 0. 753, 253. 756, 1+ALB+ALT+gGT+BHBA+Arg+0rn; 0, 75
3,254, 063, 1+ALB+ALT+gGT+T-BIL+Glc+Lys; 0. 753, 253, 724, 1+ALB+ALT+gGT+GLc
+His+lys;0. 753,253, 799, 1+ALB+ALT+NEFA+T-BIL+Arg+Ile;0. 753, 254, 076, 1+A
LB+BUN+AST+Arg+Asp+0rn; 0, 753, 256. 790, 1+ALB+NEFA+His+ThrtLys+Ile;0. 753
, 257,119, 1+ALB+T-BIL+Glc+His+0rntLys; 0. 753, 253, 351, 1+ALB+BUN+AST+ALT+
Thr+Ile;0.753, 253. 526, 1+ALB+BUN+AST+3MeHis+Tyr+Trp;0. 753, 253. 980, 1+AL
B+AST+Arg+Asp+Phe+Trp; 0. 753, 255. 549, 1+ALB+AST+gGT+NEFA+Thr+Lys; 0. 753,
256. 493, 1+ALB+CatAST+T-BIL+0rn+Lys; 0. 753, 253. 973, 1+ALB+Ca+ALT+gGT+Thr
+Lys; 0. 753, 253. 624, 1+ALB+BUN+Ca+ALT+T-BIL+Thr ;0. 753, 257. 786, 1+ALB+Ca+
AST+Glc+His+0rn; 0. 753, 253, 779, 1+ALB+BUN+NEFA+Arg+Asp+Phe; 0. 753, 255. 45
1, 1+ALB+BUN+3MeHis+Tyr+Val+Trp; 0. 753, 255. 650, 1+ALB+BUN+NEFA+Arg+Val+P
he;0.753, 255. 822, 1+ALB+NEFA+Asp+Lys+Tyr+Phe; 0. 753, 253, 163, 1+ALB+AST+A
LT+Arg+Tyr+Val;0, 753, 254, 390, 1+ALB+AST+ALT+NEFA+BHBA+0rn; 0, 753, 254, 83
1, 1+ALB+ALT+gGT+NEFA+Thr+0rn; 0. 753, 257. 293, 1+ALB+AST+gGT+Glc+0rn+Lys;
0.753, 253. 862, 1+ALB+AST+ALT+BHBA+Thr+0rn;0, 753, 256. 151, 1+ALB+AST+BHBA
+HistArgtlys; 0. 753, 256. 270, 1+ALB+AST+gGT+T-BIL+HistLys; 0. 753, 254, 031,
1+ALB+CatALT+gGT+BHBA+Arg; 0. 753, 253. 782, 1+ALB+Ca+ALT+GlctLys+Ile; 0. 75
3,252,936, 1+ALB+ALT+NEFA+3MeHistArg+Val; 0. 753, 255, 451, 1+ALB+BUN+NEFA+
3MeHis+Tyr+Trp; 0. 753, 257. 025, 1+ALB+NEFA+Lys+Tyr+Phe+Trp;0. 753, 253. 801
, 1+ALB+ALT+NEFA+Arg+Tyr+Val; 0. 753, 253. 828, 1+ALB+ALT+gGT+Glc+His+Arg; 0
. 753, 255, 330, 1+ALB+3MeHis+Arg+Lys+Tyr+Trp;0. 753, 256, 102, 1+ALB+BUN+gGT
+Glct+Argtlys; 0. 753, 256. 257, 1+ALB+NEFA+3MeHis+Lys+Phe+Trp; 0. 753, 253. 90
4, 1+ALB+AST+ALT+3MeHis+0rn+Val; 0. 753, 256, 099, 1+ALB+BUN+3MeHis+Tyr+Val
+Phe; 0. 753, 256. 392, 1+ALB+NEFA+T-BIL+Arg+Lys+Ile; 0. 753, 254, 393, 1+ALB+A
STHALT+NEFA+Orn+Ile; 0. 753, 257, 331, 1+ALB+AST+NEFA+T-BIL+BHBA+0rn; 0. 753
, 258. 244, 1+ALB+AST+G lc+His+Lys+Ile; 0. 753, 253, 650, 1+ALB+Ca+ALT+NEFA+T-
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BIL+Arg;0. 753, 253. 545, 1+ALB+Ca+ALT+BHBA+His+Arg; 0. 753, 254, 241, 1+ALB+A
LT+gGT+BHBA+Arg+Ile; 0. 753, 252, 940, 1+ALB+NEFA+3MeHis+Asp+Lys+Val; 0. 753
,253.601, T+ALB+ALT+NEFA+His+Arg+I le;0. 753, 255, 891, 1+ALB+BUN+BHBA+G Lc+
Argtlys;0.753, 256. 199, 1+ALB+BUN+gGT+BHBA+Glct+Lys; 0, 753, 254, 764, 1+ALB+
NEFA+AsptLys+Tyr+Trp;0. 753, 254, 950, 1+ALB+ALT+gGT+NEFA+His+0rn; 0. 753, 2
53. 029, 1+ALB+ALT+NEFA+3MeHis+Arg+Tyr ;0. 753, 253. 412, 1+ALB+ALT+NEFA+T-B
IL+His+Arg;0. 753, 255. 606, 1+ALB+AST+3MeHis+0rn+Tyr+Phe; 0, 753, 257. 793, 1
+ALB+T-BIL+BHBA+ArgtLys+I le;0. 753, 252, 196, 1+ALB+AST+ALT+Asp+0rn+Tyr ;0
. 753, 256. 891, 1+ALB+AST+Arg+0rn+Lys+Phe; 0. 753, 258, 083, 1+ALB+AST+T-BIL+
Glc+Orn+Ile;0.753, 254, 735, 1+ALB+AST+gGT+NEFA+Arg+Lys; 0. 753, 256. 013, 1+
ALB+ASTHNEFA+T-BIL+Arg+Thr ;0. 753, 256. 573, 1+ALB+AST+gGT+T-BIL+Lys+I le;
0.753, 253. 732, 1+ALB+Ca+ALT+gGT+NEFA+Lys; 0, 753, 253, 534, 1+ALB+Ca+ALT+Hi
s+Arg+Ile; 0. 753, 255. 963, 1+ALB+BUN+Ca+Glc+Arg+Lys; 0. 753, 254, 242, 1+ALB+
ALT+gGT+T-BIL+Arg+Ile;0. 753, 254, 248, 1+ALB+ALT+BHBA+G Lct+Arg+Ile; 0. 753,
254,262, 1+ALB+ALT+T-BIL+Glc+ArgtIle; 0. 753, 254, 285, 1+ALB+ALT+T-BIL+BHB
A+Arg+Ile;0.753, 257, 086, 14+ALB+His+Thr+0rntLys+Ile;0. 753, 252, 901, 1+ALB
+ALT+Asp+0rn+Tyr+Val; 0. 753, 253. 705, 1+ALB+ALT+NEFA+Lys+Tyr+Val;0. 753, 2
55. 899, 1+ALB+BUN+His+Thr+0rn+Ile; 0. 753, 256. 562, 1+ALB+AST+NEFA+3MeH i s+
OrntVal;0. 753, 253. 239, 1+ALB+BUN+AST+NEFA+Asp+0rn; 0. 753, 256. 763, 1+ALB+
AST4+T-BIL+Arg+Thr+0rn; 0, 753, 257, 335, 1+ALB+AST+NEFA+BHBA+GLc+0rn; 0. 753
, 257,945, 1+ALB+AST+BHBA+HistLys+tIle;0. 753, 256. 110, 1+ALB+AST+NEFA+BHBA
+Arg+Thr; 0,753, 256. 177, 1+ALB+BUN+Cat+Glct+Lys+I le; 0. 753, 253. 304, 1+ALB+3
MeHis+Asp+Lys+Tyr+Val; 0. 753, 257. 505, 1+ALB+3MeHis+Lys+Tyr+Val+Phe;0. 75
3, 253.516, 1+ALB+3MeHis+Asp+0rn+Lys+Phe; 0. 753, 253. 903, 1+ALB+ALT+gGT+NE
FA+T-BIL+Arg;0. 753, 253. 813, 1+ALB+AST+3MeHis+Arg+Val+Trp;0. 753, 254, 392
, 1+ALB+AST+ALT+NEFA+GLlc+0rn; 0. 753, 255, 640, 1+ALB+AST+ArgtAsptLys+Phe; 0
. 753, 255, 730, 1+ALB+BUN+AST+gGT+T-BIL+0rn; 0. 753, 255, 984, 1+ALB+BUN+AST+
T-BIL+Glc+0rn;0. 753, 254, 556, 1+ALB+AST+Asp+Tyr+Phe+Trp;0. 753, 256. 136, 1
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+ALB+BUN+AST+BHBA+His+0rn; 0. 753, 256. 889, 1+ALB+AST+T-BIL+BHBA+Arg+0rn;
0.753, 257, 238, 1+ALB+AST+gGT+Thr+0rn+Lys; 0, 753, 257, 369, 1+ALB+AST+G lc+T
hr+0rn+Lys; 0. 753, 255. 147, 1+ALB+AST+NEFA+Arg+Asp+Tyr; 0. 753, 2565, 551, 1+A
LB+AST+gGT+NEFA+Glctlys; 0. 753, 253, 732, 1+ALB+CatALT+NEFA+Gletlys; 0. 753
, 257,277, 1+ALB+Ca+ASTH+NEFA+GLlc+0rn; 0. 753, 253, 933, 1+ALB+Ca+ALT+GlctThr
+Lys; 0. 753, 254, 263, 1+ALB+Ca+ASTH+ALT+NEFA+Orn; 0, 753, 255, 870, 1+ALB+BUN+
BHBA+Arg+0rn+Lys;0, 753, 254, 119, 1+ALB+ALT+NEFA+BHBA+G Lc+Arg; 0. 753, 253.
764, 1+ALB+ALT+T-BIL+BHBA+Arg+0rn; 0. 753, 251, 532, 1+ALB+ALT+3MeHis+Asp+0
rn+Tyr;0. 753, 256. 849, 1+ALB+AST+gGT+Arg+0rn+Lys; 0. 753, 253. 240, 1+ALB+AS
T+ALT+9GT+Thr+Lys;0. 753, 253. 753, 1+ALB+AST+ALT+gGT+Thr+0rn; 0. 753, 254, 1
56, 1+ALB+AST+ALT+His+0rn+I le;0. 753, 258, 000, 1+ALB+AST+T-BIL+BHBA+Glc+0
rn;0.753, 256, 274, 1+ALB+AST+T-BIL+His+Thr+Lys;0. 753, 255, 707, 1+ALB+BUN+
CatAST+NEFA+0rn; 0, 753, 254, 116, 1+ALB+ALT+gGT+NEFA+BHBA+Arg; 0. 753, 253. 8
30, 1+ALB+ALT+gGT+T-BIL+HistArg; 0. 753, 2563, 315, 1+ALB+ALT+GlctHis+Thr+0r
n;0. 753, 256. 366, 1+ALB+NEFA+BHBA+His+0rn+Lys; 0. 753, 255, 212, 1+ALB+BUN+A
ST+NEFA+3MeHis+0rn; 0, 753, 255, 839, 1+ALB+NEFA+BHBA+H i s+Arg+Lys; 0. 753, 25
5. 886, 1+ALB+BUN+AST+Glc+Arg+0rn; 0. 753, 255, 960, 1+ALB+BUN+AST+T-BIL+BHB
A+0rn; 0,753, 257. 760, 1+ALB+AST+gGT+BHBA+His+0rn; 0, 753, 253. 864, 1+ALB+AS
T+ALT+3MeHis+Val+Trp;0. 753, 254, 822, 1+ALB+AST+NEFA+3MeHis+Arg+0rn; 0. 75
3,257,918, 1+ALB+AST+BHBA+G Lct+His+0rn; 0, 753, 257, 525, 1+ALB+AST+T-BIL+BH
BA+Thr+0rn; 0, 753, 253. 507, 1+ALB+Ca+ALT+gGT+His+Arg; 0. 753, 253. 731, 1+ALB
+Ca+ALT+BHBA+tLys+I le; 0. 752, 257, 409, 1+ALB+NEFA+3MeHis+0rn+Tyr+Phe; 0. 75
2,253, 065, 1+ALB+NEFA+3MeHistAsptLys+Tyr; 0,752, 254, 014, 1+ALB+ALT+gGT+B
HBA+Glct+Lys; 0. 752, 255, 025, 1+ALB+ALT+gGT+BHBA+His+0rn; 0. 752, 256, 558, 1+
ALB+BUN+Arg+Thr+0rn+Ile;0.752, 257,173, 1+ALB+T-BIL+BHBA+His+0rn+Lys;0.
752,257,777, 1+ALB+T-BIL+Arg+ThrtLys+I le; 0, 752, 253, 330, 1+ALB+BUN+AST+A
LT+Glc+Thr;0, 752, 253, 417, 1+ALB+AST+ALT+3MeHis+Tyr+Phe; 0. 752, 255, 850, 1
+ALB+AST+Asp+Lys+Tyr+Val ;0. 752, 257. 836, 1+ALB+AST+0rn+Tyr+Val+Phe; 0,75
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2,257,153, 1+ALB+AST+gGT+BHBA+0rntLys; 0. 752, 254, 030, 1+ALB+AST+NEFA+Asp
+Val+Trp;0.752, 257, 227, 1+ALB+Ca+AST+NEFA+BHBA+Orn; 0, 752, 253, 616, 1+ALB
+Ca+ALT+Glc+0rn+Lys; 0. 752, 256. 049, 1+ALB+BUN+Ca+AST+His+0rn; 0. 752, 256.
901, 1+ALB+Ca+AST+T-BIL+Arg+0rn;0. 752, 255, 972, 1+ALB+BUN+Ca+BHBA+Orn+Ly
s;0.752,254, 151, 1+ALB+ALT+gGT+NEFA+GLlc+Arg; 0. 752, 254, 862, 1+ALB+ALT+NE
FA+His+Orn+Ile;0. 752, 254, 952, 1+ALB+ALT+NEFA+Glc+His+0rn; 0. 752, 258, 223
, 1+ALB+NEFA+Arg+Thr+0Orn+Ile; 0. 752, 257, 381, 1+ALB+Ca+AST+Glc+0rntlys; 0.
752,254,012, 1+ALB+CatALT+T-BIL+BHBA+tLys; 0. 752, 253, 666, 1+ALB+Ca+ALT+NE
FA+T-BIL+Lys;0. 752, 256.778, 1+

ALB+Ca+AST+NEFA+Thr+0rn; 0. 752, 254, 102, 1+ALB+CatALT+gGT+Glctlys; 0. 752,
253. 467, 1+ALB+BUN+CatALT+His+Thr ;0. 752, 257, 259, 1+ALB+Ca+AST+NEFA+T-BI
L+0rn;0. 752, 256. 139, 1+ALB+Ca+AST+His+Arg+0rn; 0, 752, 257, 904, 1+ALB+NEFA
+0rntLys+Val+Phe; 0. 752, 257, 393, 1+ALB+NEFA+Thr+OrntLys+Ile;0. 752, 252, 2
34, 1+ALB+ALT+NEFA+Asp+Tyr+Trp;0. 752, 254, 606, 1+ALB+ALT+NEFA+T-BIL+Thr+
Orn; 0,752,254, 956, 1+ALB+ALT+NEFA+BHBA+His+0rn; 0. 752, 256, 884, 1+ALB+AST
+Arg+Thr+0rn+lys; 0. 752, 256. 307, 1+ALB+AST+gGT+T-BIL+0rn+Lys ;0. 752, 258.
660, 1+ALB+Ca+AST+BHBA+G Lc+0rn; 0. 752, 253, 365, 1+ALB+Ca+ALT+NEFA+Arg+Thr
:0.752, 255, 980, 1+ALB+BUN+3MeHis+Arg+0rn+Tyr ;0. 752, 251, 875, 1+ALB+AST+A
LT+Aspt+Val+Phe; 0. 752, 253, 591, 1+ALB+ALT+NEFA+G Lc+His+Arg; 0. 752, 255, 023
, 1+ALB+ALT+gGT+T-BIL+His+0rn; 0. 752, 255, 932, 1+ALB+NEFA+3MeHis+Arg+Lys+
Val;0.752,253. 492, 1+ALB+BUN+ALT+3MeHis+Tyr+Val; 0. 752, 254, 550, 1+ALB+AS
T+ALT+T-BIL+BHBA+Orn; 0. 752, 255, 604, 1+ALB+AST+Arg+Aspt+Lys+Val; 0. 752, 25
3.791, 1+ALB+BUN+AST+3MeHis+Val+Trp;0. 752, 258, 795, 1+ALB+AST+BHBA+G Lc+0
rnt+lle;0.752, 254,707, 1+ALB+AST+Asp+Val+Phe+Trp; 0. 752, 252, 404, 1+ALB+AS
T+3MeHis+Asp+Val+Trp;0.752, 254, 030, 1+ALB+Ca+ALT+gGT+T-BIL+Lys ;0. 752, 2
56. 109, 1+ALB+BUN+CatgGT+BHBA+Lys; 0. 752, 257, 857, 1+ALB+Ca+tAST+T-BIL+BHB
A+0rn;0. 752, 256. 655, 1+ALB+Ca+NEFA+Arg+Lys+Ile; 0. 752, 262, 825, 1+ALT+His
+Asn+Thr+0rn+Ile; 0. 752, 256. 794, 1+ALB+NEFA+3MeHis+0rn+Lys+Val ;0. 752, 25
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3.874, 1+ALB+ALT+BHBA+G lctHis+Arg; 0. 752, 253. 896, 1+ALB+ALT+NEFA+T-BIL+B
HBA+Arg;0. 752, 254, 920, 1+ALB+ALT+BHBA+His+0rn+I le; 0. 752, 252, 579, 1+ALB+
AST+3MeHis+Arg+Asp+Phe; 0. 752, 252, 591, 1+ALB+AST+NEFA+3MeH i s+Arg+Asp; 0.
752,254, 173, 1+ALB+AST+ALT+gGT+NEFA+Orn; 0, 752, 255, 520, 1+ALB+AST+Asp+0r
ntLystVal;0. 752, 254, 061, 1+ALB+AST+ALT+gGT+His+0rn; 0. 752, 254, 131, 1+ALB
+BUN+ASTHNEFA+3MeHis+Arg; 0. 752, 257. 911, 1+ALB+AST+gGT+T-BIL+0rn+Ile;0.
752,257,964, 1+ALB+AST+G lc+Thr+Lys+Ile; 0. 752, 257, 525, 1+ALB+AST+T-BIL+G
lc+Thr+0rn;0. 752, 257, 637, 1+ALB+AST+His+ThrtLys+Ile;0. 752, 254, 009, 1+AL
B+Cat+ALT+T-BIL+Glctlys;0. 752, 253. 665, 1+ALB+Ca+ALT+gGT+His+Lys;0. 752, 2
63. 741, 1+ALT+GlcH+HistAsn+Thr+0rn; 0, 752, 256. 563, 1+ALB+3MeH i s+Arg+0rn+L
ys+Tyr;0.752, 253, 509, 1+ALB+BUN+AST+Arg+Asp+Phe; 0. 752, 253, 850, 1+ALB+AL
T+gGT+BHBA+His+Arg; 0. 752, 251, 603, 1+ALB+ALT+NEFA+3MeHis+Asp+0rn;0. 752,
252, 885, 1+ALB+ALT+NEFA+Asp+OrntVal;0. 752, 253, 751, 1+ALB+ALT+gGT+T-BIL+
Arg+0rn;0.752, 254, 015, 1+ALB+ALT+T-BIL+BHBA+GlctLys; 0. 752, 254, 032, 1+AL
B+AST+ALTHNEFA+Val+Trp;0. 752, 255, 848, 1+ALB+BUN+G lctHis+Thr+0rn; 0. 752,
257,356, 1+ALB+AST+9GT+Arg+0rn+Ile; 0. 752, 254, 773, 1+ALB+BUN+AST+T-BIL+A
rg+Thr; 0. 752, 255, 867, 1+ALB+AST+3MeHis+Lys+Tyr+Val;0. 752, 252, 339, 1+ALB
+AST+NEFA+3MeHis+Asp+Trp; 0. 752, 257,651, 1+ALB+Ca+AST+gGT+His+0rn; 0. 752
, 255,207, 1+ALB+BUN+Arg+Asp+Tyr+Phe; 0. 752, 253. 884, 1+ALB+ALT+T-BIL+His+
Arg+Ile;0.752, 251,554, 1+ALB+ALT+3MeHis+Asp+0Orn+Val; 0. 752, 253. 861, 1+AL
B+ALT+gGT+His+Arg+Ile; 0. 752, 253. 875, 1+ALB+ALT+Glc+His+Arg+Ile; 0. 752, 2
56. 054, 1+ALB+NEFA+3MeHis+Arg+Lys+Tyr ;0. 752, 254, 846, 1+ALB+ALT+gGT+BHBA
+Thr+0rn; 0. 752, 255, 965, 1+ALB+BUN+AST+T-BIL+0rn+Ile;0. 752, 252, 683, 1+AL
B+AST+3MeHis+Arg+Asp+0rn; 0. 752, 253, 338, 1+ALB+AST+ALT+Lys+Tyr+Val;0.75
2,253,431, 1+ALB+ALT+NEFA+His+Thr+0rn; 0, 752, 256. 463, 1+ALB+AST+gGT+His+
Thr+0rn; 0,752, 257, 022, 1+ALB+AST+gGT+NEFA+Orn+Ile; 0. 752, 257, 918, 1+ALB+
AST+BHBA+ThrtLys+Ile; 0. 752, 255, 569, 1+ALB+AST+gGT+NEFA+BHBA+Lys; 0. 752,
254,071, 1+ALB+Ca+ALT+T-BIL+GlctArg;0. 752, 253. 404, 1+ALB+Ca+ALT+T-BIL+A
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rg+Thr;0. 752,257,211, 1+ALB+3MeHis+0rn+Lys+Tyr+Val;0. 752, 257, 070, 1+ALB
+3MeHis+0rn+Lys+Tyr+Phe; 0. 752, 255, 888, 1+ALB+BUN+gGT+BHBA+Arg+Lys;0.75
2,257,437, 1+ALB+NEFA+Orn+Val+Phe+Trp; 0. 752, 254, 263, 1+ALB+AST+ALT+NEFA
+0rn+Val;0. 752, 254, 604, 1+ALB+AST+ALT+Glc+0rn+I le; 0. 752, 256. 507, 1+ALB+
T-BIL+His+Arg+0rn+Lys; 0. 752, 255, 871, 1+ALB+BUN+AST+gGT+Arg+0rn; 0. 752, 2
56.390, 1+ALB+AST+GlctHis+ArgtLys; 0. 752, 257, 959, 1+ALB+CatAST+T-BIL+Glc
+0rn;0.752, 254,621, 1+ALB+3MeHis+Asp+0rn+Tyr+Phe; 0. 752, 253. 884, 1+ALB+A
LT+T-BIL+BHBA+His+Arg;0.752, 254, 316, 1+ALB+ALT+gGT+T-BIL+BHBAtArg;0. 75
2,256,946, 1+ALB+NEFA+GlctHis+Thrtlys; 0. 752, 258, 705, 1+ALB+AST+gGT+Glc+
Orn+Ile;0.752, 258, 647, 1+ALB+AST+gGT+BHBA+Orn+Ile; 0. 752, 255, 472, 1+ALB+
BUN+AST+NEFA+0rn+Tyr ;0. 752, 256. 185, 1+ALB+BUN+Ca+His+Arg+0rn; 0. 752, 254
. 064, 1+ALB+Ca+ALT+BHBA+G LctArg; 0. 752, 255, 811, 1+ALB+BUN+CatHis+Thr+0rn
;0.752, 253,218, 1+ALB+Ca+ALT+His+Thr+Lys; 0, 752, 254, 439, 1+ALB+Ca+AST+AL
T+0rn+Ile; 0,752, 256. 821, 1+ALB+T-BIL+His+ArgtLys+Ile;0. 752, 257, 825, 1+A
LB+NEFA+Orn+Lys+Tyr+Phe; 0. 752, 256. 221, 1+ALB+NEFA+3MeHis+0rn+Lys+Trp; 0
. 752,257,101, 1+ALB+NEFA+0rn+Lys+Tyr+Trp; 0. 752, 254,722, 1+ALB+ALT+NEFA+
Glc+Thr+0rn; 0. 752, 255, 026, 1+ALB+ALT+T-BIL+BHBA+His+0rn; 0. 752, 255. 031,
1+ALB+ALT+gGT+Glc+His+0rn; 0. 752, 255. 703, 1+ALB+3MeHis+Arg+Lys+Phe+Trp;
0.752, 254, 935, 1+ALB+ALT+T-BIL+His+0rn+Ile;0. 752, 254, 946, 1+ALB+ALT+gGT
+His+0rntIle; 0. 752, 255, 509, 1+ALB+BUN+AST+Arg+Tyr+Phe; 0. 752, 254, 436, 1+
ALB+AST+ALT+gGT+BHBA+0rn; 0. 752, 254, 550, 1+ALB+AST+ALT+T-BIL+0rn+Ile;0.
752, 255, 309, 1+ALB+BUN+T-BIL+His+Thr+0rn;0. 752, 255, 921, 1+ALB+BUN+gGT+H
is+Thr+0rn; 0,752, 257. 312, 1+ALB+AST+Arg+Lys+Tyr+Val;0. 752, 258. 240, 1+AL
B+AST+BHBA+GlctLys+Ile; 0. 752, 257, 545, 1+ALB+AST+BHBA+Arg+Thr+I le; 0, 752
, 256, 269, 1+ALB+CatAST+T-BIL+ArgtLys; 0. 752, 253. 410, 1+ALB+Ca+ALT+BHBA+A
rg+Thr;0.752, 253, 048, 1+ALB+ALT+NEFA+Asp+0rn+Tyr ;0. 752, 250. 631, 1+ALB+B
UN+ALT+NEFA+3MeHis+Asp; 0. 752, 253, 359, 1+ALB+NEFA+3MeHis+Asp+OrntLys;0.
752,253,861, 1+ALB+ALT+T-BIL+GlctHistArg; 0. 752, 255, 648, 1+ALB+Asp+Lys+T



WO 2018/003638 248 PCT/JP2017/022927

yr+Phe+Trp;0. 752, 255, 022, 1+ALB+ALT+T-BIL+Glc+His+0rn; 0. 752, 253, 984, 1+
ALB+AST+ALT+NEFA+0rn+Tyr ;0. 752, 253. 093, 1+ALB+BUN+AST+NEFA+ArgtAsp; 0.7
52,252,432, 1+ALB+AST+3MeHis+Asp+Tyr+Trp;0. 752, 257, 227, 1+ALB+Ca+AST+gG
T+0rn+lys; 0, 752, 256, 455, 1+ALB+Ca+AST+T-BIL+His+Lys;0. 752, 258, 534, 1+AL
B+Ca+AST+gGT+0rn+Ile; 0. 752, 253. 405, 1+ALB+Ca+ALT+gGT+Arg+Thr ;0. 752, 255
.695, 1+ALB+BUN+Ca+AST+Arg+0rn; 0. 752, 255. 963, 1+ALB+BUN+Ca+gGT+Arg+Lys;
0.752, 252,670, 1+ALB+BUN+3MeHis+Arg+Asp+0rn; 0. 752, 256. 037, 1+ALB+BUN+3M
eHis+Arg+0rn+Val; 0, 752, 252. 152, 1+ALB+AST+ALT+Asp+Tyr+Phe; 0. 752, 254, 12
5, T+ALB+BUN+AST+Tyr+Val+Trp;0. 752, 253, 287, 1+ALB+AST+NEFA+3MeH i s+Asp+0
rn;0.752, 258, 098, 1+ALB+AST+gGT+His+Lys+I le; 0. 752, 256, 199, 1+ALB+AST+NE
FA+Glct+Arg+Thr; 0,752,252, 794, 1+ALB+BUN+3MeH i s+Arg+Asp+Val ;0. 752, 263. 9
03, 1+ASTHNEFA+His+Asn+0rn+Ile; 0. 752, 256. 269, 1+ALB+3MeHis+0rntLys+Tyr+
Trp;0.752, 255, 241, 1+ALB+NEFA+AsptLys+Val+Trp;0. 752, 257, 230, 1+ALB+gGT+
T-BIL+His+0rntLys;0. 752, 254, 396, 1+ALB+AST+ALT+gGT+T-BIL+0rn;0. 752, 255
. 741, 1+ALB+BUN+His+Arg+Thr+I le; 0. 752, 253, 866, 1+ALB+AST+ALT+Tyr+Val+Tr
p;0.752, 254,651, 1+ALB+AST+NEFA+Arg+Asp+Phe; 0. 752, 254, 010, 1+ALB+Ca+ALT
+gGT+BHBA+tLys ;0. 752, 254, 063, 1+ALB+Ca+ALT+T-BIL+BHBA+Arg;0. 752, 258. 561
, 1+ALB+CatAST+gGT+Glc+0rn; 0. 752, 256, 107, 1+ALB+BUN+Ca+BHBA+Glctlys; 0. 7
52,264,172, 1+ALT+NEFA+His+Asn+Thr+0rn; 0. 752, 257, 630, 1+ALB+3MeHis+0rn+
Tyr+Val+Phe;0. 752, 254, 297, 1+ALB+ALT+gGT+T-BIL+GlctArg; 0. 752, 255, 516, 1
+ALB+Asp+0rn+Lys+Tyr+Trp; 0. 752, 257. 666, 1+ALB+gGT+NEFA+Orn+Lys+Ile;0.7
52,257, 843, 1+ALB+Arg+Thr+0rn+Lys+I le; 0. 752, 257, 918, 1+ALB+T-BIL+Arg+0r
ntLys+Ile; 0,752, 256, 743, 1+ALB+BUN+AST+gGT+Glc+0rn; 0. 752, 252, 789, 1+ALB
+ASTH+ALT+His+Thr+0rn; 0. 752, 257, 027, 1+ALB+AST+T-BIL+Glc+Arg+0rn;0. 752,
257.943, 1+ALB+AST+Glct+His+0rn+Ile; 0. 752, 255, 277, 1+ALB+AST+His+Arg+Thr
+0rn; 0. 752, 256, 338, 1+ALB+AST+BHBA+His+Arg+0rn; 0. 752, 258. 199, 1+ALB+Ca+
AST+HistLys+Ile;0. 752, 253, 813, 1+ALB+Ca+AST+ALT+Thr+0rn; 0. 752, 255, 829,
1+ALB+BUN+Ca+AST+T-BIL+0rn; 0, 751, 254, 338, 1+ALB+ALT+T-BIL+BHBA+GlctArg
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;0.751, 254,735, 1+ALB+3MeHi s+Asp+0rn+Val+Phe; 0. 751, 255, 853, 1+ALB+BUN+N
EFA+3MeHis+Arg+0rn; 0. 751, 258. 461, 1+ALB+T-BIL+BHBA+Orn+Lys+Ile; 0. 751, 2
57.873, 1+ALB+BHBA+His+0rntLys+Ile;0. 751, 254, 946, 1+ALB+ALT+Glc+His+0rn
+Ile;0.751, 258,565, 1+ALB+T-BIL+GlctHistLys+Ile;0. 751, 254, 548, 1+ALB+AS
T+ALT+T-BIL+GLlc+0rn; 0. 751, 254, 587, 1+ALB+AST+ALT+BHBA+GLc+0rn; 0. 751, 25
5.597, 1+ALB+BUN+AST+3MeHis+0rntVal; 0. 751, 255, 765, 1+ALB+NEFA+T-BIL+His
+Arg+lLys;0. 751, 258. 651, 1+ALB+AST+gGT+BHBA+GLc+0rn; 0. 751, 253. 913, 1+ALB
+BUN+AST+NEFA+Tyr+Trp;0. 751, 256, 484, 1+ALB+AST+BHBA+His+Thr+0rn; 0. 751,
257,329, 1+ALB+AST+BHBA+Arg+Thr+0rn;0. 751, 257, 522, 1+ALB+AST+Glc+Arg+Th
r+Ile;0.751, 257,837, 1+ALB+AST+gGT+T-BIL+BHBA+0rn; 0. 751, 254, 621, 1+ALB+
AST+Asp+Tyr+Val+Trp; 0. 751, 258, 230, 1+ALB+Ca+AST+Glc+His+Lys; 0. 751, 256.
187, 1+ALB+3MeHis+0rntLys+Phe+Trp;0. 751, 253, 635, 1+ALB+AST+ALT+3MeHis+T
yr+Trp;0.751, 256, 496, 1+ALB+3MeHis+Arg+Lys+Tyr+Val; 0. 751, 256, 997, 1+ALB
+NEFA+Orn+Lys+Val+Trp; 0. 751, 257. 212, 1+ALB+Arg+Lys+Tyr+Phe+Trp;0. 751, 2
58. 174, 1+ALB+T-BIL+Glc+His+Thr+Lys;0. 751, 255, 351, 1+ALB+AST+3MeHis+Arg
+0rn+Tyr;0.751, 257, 374, 1+ALB+AST+Arg+0rn+Val+Phe; 0. 751, 257, 871, 1+ALB+
AST+gGT+Glc+His+0rn; 0. 751, 256. 338, 1+ALB+AST+gGT+His+Arg+Lys; 0. 751, 257
. 353, 1+ALB+AST+Glc+Arg+Thr+0rn; 0. 751, 254, 259, 1+ALB+BUN+AST+Asp+0rn+Ty
r;0.751, 253,979, 1+ALB+CatALT+BHBA+G Llct+Lys; 0. 751, 257, 589, 1+ALB+Ca+AST+
T-BIL+Thr+0rn;0, 751, 256, 311, 1+ALB+Ca+NEFA+His+0rn+Lys; 0. 751, 256, 515, 1
+ALB+3MeHis+Arg+0rn+Lys+Phe; 0. 751, 253. 901, 1+ALB+ALT+BHBA+His+Arg+I le;
0.751, 255,703, 1+ALB+Aspt+Lys+Tyr+Val+Trp; 0. 751, 253. 495, 1+ALB+ALT+gGT+H
is+Thr+0rn; 0,751, 255. 807, 1+ALB+BUN+AST+BHBA+Thr+0rn; 0. 751, 256. 188, 1+A
LB+AST+gGT+T-BIL+Arg+tLys;0. 751, 257. 164, 1+ALB+gGT+NEFA+His+ThrtlLys; 0.7
51,257,197, 1+ALB+AST+BHBA+Arg+Thr+Lys; 0. 751, 257, 822, 1+ALB+AST+gGT+His
+0rntIle;0.751, 257, 886, 1+ALB+AST+gGT+Thr+Lys+Ile;0. 751, 256, 358, 1+ALB+
AST+gGT+His+Arg+0rn; 0. 751, 257, 330, 1+ALB+Ca+AST+Thr+0rn+Lys; 0. 751, 255.
777, 1+ALB+BUN+Ca+BHBA+Arg+Lys; 0. 751, 256, 896, 1+ALB+3MeHis+Arg+0rn+Tyr+
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Phe;0.751, 254, 295, 1+ALB+ALT+gGT+BHBA+G LctArg; 0. 751, 255, 773, 1+ALB+3MeH
is+Arg+Tyr+Phe+Trp;0. 751, 257. 157, 1+ALB+NEFA+Lys+Va l+Phe+Trp; 0. 751, 257
. 122, 1+ALB+Arg+0rn+Lys+Tyr+Trp;0. 751, 257, 905, 1+ALB+BHBA+G Lc+His+0rn+L
ys; 0,751, 254, 759, 1+ALB+ALT+BHBA+GLc+Thr+0rn; 0. 751, 253, 495, 1+ALB+ALT+B
HBA+His+Thr+0rn; 0. 751, 253, 495, 1+ALB+ALT+T-BIL+His+Thr+0rn;0. 751, 253. 8
05, 1+ALB+AST+ALT+Glc+Thr+0rn; 0. 751, 256, 130, 1+ALB+BUN+AST+His+0rn+I le;
0.751, 256, 329, 1+ALB+AST+NEFA+3MeHis+0rn+Tyr ;0. 751, 257, 325, 1+ALB+AST+G
lc+Arg+Thr+lLys; 0. 751, 257,915, 1+ALB+AST+gGT+T-BIL+Glc+0rn; 0. 751, 254, 12
1, 1+ALB+ASTHNEFA+Asp+Tyr+Trp; 0. 751, 255, 903, 1+ALB+AST+His+Arg+Thr+Lys;
0.751, 256, 855, 1+ALB+Ca+AST+Arg+0rntLys;0. 751, 257, 557, 1+ALB+Ca+AST+G Lc
+Arg+0rn; 0. 751, 254, 404, 1+ALB+Ca+AST+ALT+T-BIL+0rn; 0, 751, 252, 908, 1+ALB
+BUN+3MeHis+Arg+Asp+Tyr;0.751, 254,917, 1+ALB+ALT+NEFA+T-BIL+His+0rn;0.
751, 255, 024, 1+ALB+ALT+BHBA+Glc+His+0rn; 0, 751, 255, 925, 1+ALB+NEFA+Arg+A
sptLys+Tyr; 0,751, 250, 676, 1+ALB+BUN+AST+ALT+Asp+Tyr ;0. 751, 254, 461, 1+AL
B+AST+ALT+gGT+0rn+Ile;0.751, 254, 463, 1+ALB+AST+ALT+gGT+Glc+0rn; 0. 751, 2
55. 831, 1+ALB+BUN+AST+BHBA+Arg+0rn; 0. 751, 255, 798, 1+ALB+BUN+AST+gGT+Thr
+0rn;0.751, 258, 320, 1+ALB+AST+gGT+GlctLys+Ile; 0,751, 257, 005, 1+ALB+AST+
gGT+NEFA+BHBA+0rn; 0. 751, 257. 0

41, 1+ALB+AST+gGT+NEFA+GLc+0rn; 0. 751, 254, 792, 1+ALB+Ca+ALT+gGT+His+0rn;
0.751, 253, 387, 1+ALB+Ca+ALT+Glc+Arg+Thr ;0. 751, 254, 434, 1+ALB+Ca+AST+ALT
+Glc+0rn;0.751, 254, 441, 1+ALB+Ca+AST+ALT+BHBA+0rn; 0. 751, 255, 710, 1+ALB+
3MeHis+Arg+0rn+Lys+Trp; 0. 751, 254, 847, 1+ALB+ALT+NEFA+3MeHis+0rn+Val; 0.
751, 254, 598, 1+ALB+AST+NEFA+His+Arg+Thr;0, 751, 250, 965, 1+ALB+ALT+NEFA+3
MeHis+Asp+Trp;0, 751, 254, 287, 1+ALB+BUN+AST+ALT+NEFA+Val; 0. 751, 254, 574,
1+ALB+ALT+3MeHis+Tyr+Val+Trp;0. 751, 250, 292, 1+ALB+BUN+AST+ALT+3MeHis+A
sp;0.751, 253, 037, 1+ALB+AST+3MeHis+Arg+Asp+Val; 0. 751, 254, 588, 1+ALB+AST
+ALT+BHBA+Orn+I le; 0. 751, 255, 805, 1+ALB+BUN+BHBA+His+Thr+0rn; 0. 751, 257,
291, 1+ALB+NEFA+GLlct+HistLys+Ile;0. 751, 254, 126, 1+ALB+BUN+AST+Asp+0rntVa
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l;0.751, 255, 832, 1+ALB+NEFA+Glct+His+Arg+lys; 0. 751, 255, 027, 1+ALB+BUN+AS
T+3MeHis+0rn+Tyr; 0. 751, 255, 755, 1+ALB+BUN+AST+NEFA+0rn+Val ;0. 751, 257. 4
90, 1+ALB+AST+gGT+T-BIL+Thr+0rn;0. 751, 258, 522, 1+ALB+Ca+AST+gGT+BHBA+0r
n;0.751, 257,748, 1+ALB+Ca+AST+His+0rn+I le; 0. 751, 255, 970, 1+ALB+Asp+0rn+
Tyr+Phe+Trp;0. 751, 256. 650, 1+ALB+NEFA+3MeHis+0rn+Lys+Phe; 0. 751, 258. 156
, 1+ALB+Lys+Tyr+Val+Phe+Trp;0. 751, 254, 582, 1+ALB+AST+NEFA+3MeH i s+Arg+Ph
e;0.751, 254, 827, 1+ALB+ALT+gGT+T-BIL+Thr+0rn; 0. 751, 257, 349, 1+ALB+gGT+N
EFA+His+Lys+Ile;0. 751, 255, 337, 1+ALB+AST+3MeHis+Arg+0rn+Val; 0. 751, 255.
499, 1+ALB+NEFA+His+Arg+Thr+Lys; 0. 751, 255, 839, 1+ALB+BUN+AST+Arg+0rntVa
l;0.751,258. 061, 1+ALB+AST+gGT+BHBA+Lys+Ile;0. 751, 256. 828, 1+ALB+AST+T-
BIL+Arg+Thr+Ile;0.751, 254, 737, 1+ALB+Ca+ALT+NEFA+His+0rn; 0. 751, 254, 826
, 1+ALB+ALT+T-BIL+BHBA+Thr+0rn;0, 751, 254, 526, 1+ALB+BUN+AST+His+Arg+Thr
;0.751, 254,766, 1+ALB+Ca+ALT+NEFA+Thr+0rn; 0, 751, 263. 574, 1+Ca+ALT+His+A
sn+Thr40rn; 0, 751, 263. 204, 14+AST+ALT+His+Asn+Thr+0rn;0. 751, 253. 322, 1+AL
B+BUN+3MeHis+Asp+0rn+Val;0. 751, 257, 482, 1+ALB+0rn+Lys+Val+Phe+Trp;0. 75
1,257,937, 1+ALB+gGT+His+0rntLys+Ile; 0. 751, 254, 440, 1+ALB+AST+ALT+Tyr+V
al+Phe; 0,751, 257, 421, 1+ALB+gGT+NEFA+GlctHistLys; 0. 751, 253, 041, 1+ALB+A
ST+3MeHis+Arg+Asp+Tyr; 0. 751, 256, 590, 1+ALB+BUN+AST+gGT+BHBA+0rn; 0. 751,
257.331, 1+ALB+AST+Arg+Lys+Tyr+Phe; 0. 751, 257, 544, 1+ALB+AST+gGT+Arg+Thr
+Ile;0.751, 254,799, 1+ALB+Ca+ALT+BHBA+His+0rn; 0, 751, 253, 336, 1+ALB+BUN+
CatAST+ALT+Thr ;0. 751, 255,610, 1+ALB+NEFA+3MeHis+Arg+Lys+Trp; 0. 751, 255,
712, 1+ALB+BUN+NEFA+3MeHis+Val+Trp;0. 751, 256. 888, 1+ALB+3MeHis+Arg+0rn+
Val+Phe;0. 751, 259, 035, 1+ALB+BHBA+Arg+Thr+0rn+Ile; 0. 751, 254, 759, 1+ALB+
ALT+gGT+Glc+Thr+0rn; 0. 751, 255, 930, 1+ALB+AST+Asp+Lys+Val+Phe; 0. 751, 262
. 703, 1+ALT+GlctHis+Asn+0rn+Ile; 0. 751, 257, 925, 1+ALB+Glc+His+0rn+Lys+I1
e;0.751, 255, 953, 1+ALB+AST+Asp+Lys+Tyr+Phe; 0. 751, 255, 987, 1+ALB+AST+NEF
A+Tyr+Phe+Trp;0. 751, 256. 904, 1+ALB+BUN+AST+G Lc+0rn+I le; 0. 751, 256. 986, 1
+ALB+AST+gGT+NEFA+T-BIL+0rn; 0. 751, 254, 794, 1+ALB+CatALT+T-BIL+His+0rn;
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0.751, 258, 136, 1+ALB+Ca+AST+BHBA+Thr+0rn; 0, 751, 261, 255, 1+BUN+ALT+H i s+A
snt0rn+Ile;0, 751,255,616, 1+ALB+BUN+ALT+gGT+T-BIL+Ile;0. 751, 258, 629, 1+
ALB+T-BIL+BHBA+GlctHis+Lys;0, 751, 255, 577, 1+ALB+AST+Arg+Val+Phe+Trp; 0.
751, 256, 424, 1+ALB+AST+Glc+His+Thr+0rn; 0, 751, 257, 211, 1+ALB+AST+NEFA+0r
ntTyr+Val;0. 751, 257. 694, 1+ALB+AST+BHBA+G lc+Arg+0rn;0. 751, 257. 198, 1+AL
B+AST+T-BIL+BHBA+Thr+Lys;0. 751, 257. 818, 1+ALB+Ca+AST+gGT+T-BIL+0rn; 0.7
51, 253,728, 1+ALB+BUN+ALT+NEFA+3MeHis+Tyr; 0,751, 254, 220, 1+ALB+BUN+AST+
ALT+3MeHis+Val;0. 751, 258, 052, 1+ALB+gGT+Glc+His+0rn+Lys; 0. 751, 254, 096,
1+ALB+AST+ALT+0rn+Tyr+Val;0. 751, 255, 323, 1+ALB+BUN+AST+NEFA+T-BIL+Arg;
0.751, 255, 845, 1+ALB+BUN+Ca+AST+Thr+0rn; 0. 751, 255, 733, 1+ALB+BUN+ALT+gG
T+NEFA+Ile;0.751, 253, 986, 1+ALB+AST+ALT+NEFA+Tyr+Trp;0. 751, 254, 665, 1+A
LB+BUN+AST+3MeHis+Arg+Tyr; 0, 751, 255, 863, 1+ALB+BUN+AST+Arg+0rn+Tyr ;0.7
51, 255, 868, 1+ALB+gGT+NEFA+H i s+Arg+Lys; 0. 751, 256, 800, 1+ALB+BUN+AST+BHB
A+Glc+0rn;0.751, 257, 264, 1+ALB+AST+BHBA+G Lct+Arg+Lys; 0. 751, 257, 889, 1+AL
B+AST+BHBA+GlctHistLys; 0. 751, 255, 262, 1+ALB+BUN+AST+NEFA+GlctArg; 0. 751
, 254,989, 1+ALB+AST+NEFA+Arg+AsptVal; 0. 751, 256, 897, 1+ALB+T-BIL+His+Thr
+0rntlys;0. 751, 257, 723, 1+ALB+NEFA+BHBA+ThrtLys+Ile;0. 751, 255, 553, 1+AL
B+BUN+NEFA+His+Arg+0rn; 0. 751, 255, 758, 1+ALB+BUN+AST+GLlc+Arg+Thr ;0. 751,
255, 379, 1+ALB+AST+NEFA+3MeHis+Phe+Trp; 0. 751, 257, 597, 1+ALB+AST+BHBA+H i
s+Thr+lLys;0. 750, 258. 002, 1+ALB+Ca+AST+Thr+Lys+Ile; 0. 750, 254, 295, 1+ALB+
Ca+AST+ALT+gGT+0rn; 0. 750, 255. 322, 1+ALB+AST+3MeHis+Arg+Tyr+Phe; 0. 750, 2
57.485, 1+ALB+NEFA+T-BIL+0rntLys+I le;0. 750, 257, 230, 1+ALB+NEFA+0rn+Lys+
Phe+Trp; 0. 750, 255, 379, 1+ALB+NEFA+Arg+Asp+Lys+Trp;0. 750, 254, 554, 1+ALB+
ALT+NEFA+3MeHis+Tyr+Trp;0. 750, 256. 010, 1+ALB+NEFA+His+Arg+Thr+0rn; 0, 75
0, 258. 219, 1+ALB+BHBA+Arg+ThrtLys+I le; 0. 750, 255, 737, 1+ALB+BUN+AST+gGT+
Arg+Thr;0.750, 255, 917, 1+ALB+BUN+AST+Glc+Thr+0rn; 0. 750, 256. 236, 1+ALB+A
ST+Asp+0rn+Tyr+Phe; 0. 750, 256. 700, 1+ALB+AST+3MeHis+0rn+Tyr+Val; 0. 750, 2
57.763, 1+ALB+AST+gGT+BHBA+H i stLys; 0. 750, 256. 953, 1+ALB+Ca+AST+gGT+NEFA
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+0rn; 0,750, 257, 922, 1+ALB+Ca+AST+BHBA+His+Lys; 0, 750, 257. 604, 1+ALB+NEFA
+Glc+OrntLys+Ile;0. 750, 255, 577, 1+ALB+BUN+ALT+T-BIL+His+I le; 0. 750, 256.
826, 1+ALB+NEFA+Arg+Tyr+Phe+Trp; 0. 750, 257, 285, 1+ALB+NEFA+Arg+Lys+Tyr+P
he;0.750, 257, 822, 1+ALB+NEFA+Arg+Orn+Lys+Tyr ;0. 750, 258, 271, 1+ALB+T-BIL
+His+Thr+Lys+Ile;0. 750, 258, 620, 1+ALB+gGT+T-BIL+Glc+His+Lys;0. 750, 258.
079, 1+ALB+AST+gGT+BHBA+Thr+0rn;0. 750, 256, 932, 1+ALB+AST+gGT+T-BIL+Arg+
Orn; 0,750, 257. 263, 1+ALB+Ca+AST+Arg+Thr+0rn;0. 750, 258. 489, 1+ALB+T-BIL+
Thr+Orn+Lys+Ile;0. 750, 258. 737, 1+ALB+gGT+T-BIL+0rn+Lys+I le; 0. 750, 253. 2
31, 1+ALB+BUN+3MeHis+Asp+0rn+Tyr ;0. 750, 254, 751, 1+ALB+ALT+T-BIL+Glc+Thr
+0rn; 0. 750, 257, 316, 1+ALB+NEFA+Lys+Tyr+Val+Trp; 0. 750, 253. 405, 1+ALB+BUN
+AST+ALT+Tyr+Val;0. 750, 257, 352, 1+ALB+NEFA+BHBA+His+Lys+I le; 0. 750, 257,
309, 1+ALB+AST+gGT+Arg+Thr+0rn;0. 750, 257, 021, 1+ALB+AST+gGT+T-BIL+BHBA+
Lys;0.750, 253, 435, 1+ALB+CatALT+His+Thr+0rn; 0. 750, 256, 269, 1+ALB+Ca+AST
+His+Arg+Lys; 0. 750, 256. 110, 1+ALB+NEFA+3MeHis+Arg+Lys+Phe; 0. 750, 263. 55
3, 1+AST+His+Asn+Thr+0rn+Ile; 0. 750, 257, 328, 1+ALB+NEFA+T-BIL+His+Lys+I L
e;0.750, 257, 646, 1+ALB+AST+Arg+0rn+Tyr+Val;0. 750, 255, 607, 1+ALB+BUN+Ca+
AST+T-BIL+Arg;0. 750, 257. 543, 1+ALB+Ca+AST+BHBA+Arg+0rn; @, 750, 252, 781, 1
+ALB+BUN+NEFA+3MeH i s+Arg+Asp; 0. 750, 257. 332, 1+ALB+Arg+0rntLys+Val+Trp;
0.750, 257, 106, 1+ALB+BUN+NEFA+Thr+0rn+I le; 0. 750, 255, 431, 1+ALB+NEFA+Asp
+0rn+Lys+Trp; 0. 750, 256. 400, 1+ALB+NEFA+Arg+Asp+Lys+Phe; 0. 750, 257. 962, 1
+ALB+gGT+BHBA+His+0rn+Lys; 0. 750, 258. 662, 1+ALB+T-BIL+BHBA+HistLys+I le;
0.750, 253. 454, 1+ALB+AST+ALT+3MeHis+0rn+Tyr ;0. 750, 257, 160, 1+ALB+NEFA+B
HBA+His+Thr+Lys;0. 750, 255, 328, 1+ALB+BUN+AST+NEFA+BHBA+Arg; 0. 750, 256. 5
18, 1+ALB+AST+NEFA+Arg+Tyr+Val; 0. 750, 258. 112, 1+ALB+Ca+AST+Glc+Thr+0rn;
0.750, 254, 768, 1+ALB+Ca+ALT+Glc+His+0rn; 0. 750, 254, 785, 1+ALB+Ca+ALT+gGT
+Thr+0rn; 0. 750, 255. 543, 1+ALB+Ca+tAST+gGT+NEFA+Lys; 0. 750, 254, 575, 1+ALB+
BUN+ALT+NEFA+3MeHistVal;0. 750, 256, 436, 1+ALB+NEFA+AsptLys+Val+Phe;0. 75
0, 258. 133, 1+ALB+gGT+T-BIL+Arg+Lys+Ile; 0. 750, 255, 838, 1+ALB+BUN+AST+T-B
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IL+GlctArg; 0. 750, 256. 652, 1+ALB+AST+NEFA+BHBA+Arg+Ile; 0. 750, 257, 658, 1+
ALB+AST+gGT+Glc+Arg+0rn; 0. 750, 258. 424, 1+ALB+AST+Lys+Tyr+Val+Phe; 0. 750
, 256,102, 1+ALB+AST+gGT+NEFA+Arg+Thr ;0. 750, 255, 449, 1+ALB+ALT+gGT+NEFA+
T-BIL+0rn;0, 750, 254, 796, 1+ALB+ALT+NEFA+Tyr+Val+Trp;0. 750, 257, 096, 1+AL
B+NEFA+T-BIL+His+ThrtLys;0. 750, 257, 492, 1+ALB+gGT+NEFA+BHBA+HistLys; 0.
750, 255, 848, 1+ALB+AST+gGT+NEFA+Arg+0rn; 0, 750, 257, 964, 1+ALB+NEFA+BHBA+
Arg+Thr+Ile;0.750, 254, 811, 1+ALB+BUN+AST+NEFA+H i s+Arg
[401. ERBEZMA2IETONRBEIDLETZR (FI/B2EH)
]
0.704, 268, 286, 1+His+0rn
[402. ERBZMA2IETHONRBEIDLETSZR (7P /83
]
0.717, 266, 405, 1+His+0rn+Phe; 0. 714, 268. 558, 1+His+0rn+Cys
[403. ERBEZMA2IETOMNBENIDLET SR (FI/BIEH)
]
0.730, 266,494, 1+His+0rn+I le+Phe; 0. 728, 266. 975, 1+His+0rn+Leu+Phe; 0. 725

N
4

#)

Rt

N
4

, 267.519, 14His+0rn+Phe+BCAA; 0. 724, 267. 093, 1+His+Ser+0rn+Phe; 0. 723, 266
. 962, 1+His+Gly+0rn+Phe; 0. 722, 267, 869, 1+His+Ci t+0rntPhe; 0. 722, 267, 958,
1+His+Thr+0rn+Phe; 0. 722, 266. 368, 1+His+0rn+Cys+Phe;0. 721, 268. 912, 1+His
+Arg+0rn+Cys; 0. 721, 266. 891, 1+His+Asp+0rn+Phe; 0. 720, 267. 791, 1+His+Asp+
Orn+Cys;0.720, 268, 062, 1+His+0rn+Met+Phe; 0. 719, 267. 653, 1+His+Tau+0rn+P
he;0.719,267.517, 1+His+3MeHis+0rn+Phe;0. 719, 268, 074, 1+His+GLn+0rn+Phe
:0.719, 270. 675, 14His+Gly+Ala+0rn; 0. 719, 268. 356, 1+His+Ala+0rn+Phe; 0. 71
9,268. 198, 1+His+0rn+Val+Phe; 0. 718, 268. 273, 1+His+Arg+0rn+Phe; 0. 718, 270
. 048, 1+His+Cit+0rn+Cys;0.717,270. 110, 14+His+Gln+0rn+Cys;0. 717, 268. 357,
T+His+GlutOrn+Phe; 0. 717, 268, 402, 1+His+Pro+0rn+Phe;0. 717, 268. 386, 1+His
+0rn+Lys+Phe;0.717, 268. 315, 14+His+0rn+Tyr+Phe; 0. 716, 269. 874, 1+His+Gly+
Orn+Cys;0.716, 268. 095, 1+His+0rn+Phe+Trp; 0. 715, 270. 484, 1+His+Tau+0rn+C
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ys;0.715, 268, 315, 1+His+3MeHis+Asp+0rn;0. 715, 270, 269, 1+His+3MeHis+0rn+
Cys;0.715,270. 342, 1+His+Glu+0rn+Cys; 0. 714, 270, 432, 1+His+Ser+0rn+Cys; 0
.714,270. 237, 1+His+Pro+0rn+Cys; 0. 714, 269. 104, 14His+0rn+Cys+Lys;0. 714,
269. 460, 1+His+0rn+Cys+Tyr;0.714, 270. 269, 1+His+0rn+Cys+Met ;0. 714, 270.5
20, 1+His+0rn+Cys+Ile;0.714, 270,550, 1+His+0rn+Cys+Leu;0. 713, 270. 557, 1+
His+Gln+Gly+0rn;0.713, 270, 944, 1+His+Gly+Pro+0rn; 0. 713, 269, 956, 1+His+A
sptAlat0rn;0.713,271.512, 14His+Cit+Ala+0rn;0. 713, 270. 535, 1+His+0rn+Cy
s+BCAA;0.712, 269. 440, 1+His+Tau+Asp+0rn; 0. 712,271,746, 1+His+Taut+Ala+0r
n;0.712, 270,505, 14His+Thr+0rn+Cys;0. 712, 270. 442, 1+His+0rn+Cys+Val; 0.7
11,271,503, 1+His+Ser+Ala+0rn; 0,711,271, 025, 1+His+Arg+Ala+0rn; 0,710, 27
1.968, 1+His+GlutAla+0rn; 0,710, 271,981, 1+His+Thr+Alat0rn;0. 710, 271, 828
, 1+His+Ala+0rn+Ile;0.710, 271,977, 1+His+Ala+0rn+BCAA; Q. 709, 271. 792, 1+H
is+Gln+Ala+0rn; 0,709, 271.895, 1+His+Ala+Pro+0rn; 0. 709, 271. 213, 1+His+Al
at0rn+Tyr;0.709, 271,954, 1+His+Ala+0rn+Met; 0. 709, 271,979, 1+His+Ala+0rn
+Leu;0.709, 270, 972, 14His+Ala+0rn+Trp; 0. 708, 271. 878, 1+His+Ala+0rn+Val;
0.707,270.984, 14His+0rn+Tyr+Leu

[404. ERBEZMA2IETENRBENIDLET SR (FI/BS5ER
]
0.737, 266, 646, 1+His+Gly+0rn+Leu+Phe; 0. 735, 266. 818, 1+His+0rn+Val+Phe+B
CAA; 0,734,265, 821, 1+His+Ser+Asp+0rn+Phe

[405. ERBEZMA2IETOMNBENIDLET SR (FI/BOER
]
0.749, 267,475, 1+His+Gly+Ala+0rn+I le+Phe; 0. 745, 266. 628, 1+His+Gly+Asp+0

N

rntLeutPhe;0. 745, 268. 372, 1+His+Gly+Ala+0rn+Phe+BCAA; 0, 745, 268, 264, 1+H
is+Gly+Cit+0rn+Phe+BCAA; 0. 745, 266. 620, 1+His+Gly+Asp+0rn+Ile+Phe; 0. 744
, 266. 408, 1+His+3MeHis+Asp+0rn+I le+Phe; 0. 743, 267, 104, 14His+Gly+Asp+0rn
+Phe+BCAA; 0, 743, 267,667, 1+His+Gly+Cit+OrntLeutPhe; 0. 743, 266. 848, 1+His
+Ser+Asp+Cit+0rn+Phe; 0. 742, 267, 950, 1+His+GLn+Gly+0rn+Leu+Phe; 0. 741, 26
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6.815, 1+His+Ser+Asp+0rn+I le+Phe; 0. 741, 268. 089, 1+His+GLn+Gly+0rn+I le+P
he;0. 741, 266. 997, 1+His+Ser+Asp+0rn+Leu+Phe; 0. 741, 266. 916, 1+His+Gly+0r
n+Cys+Leu+Phe; 0. 741, 267, 926, 1+His+Gly+0rn+Val+Phe+BCAA; 0. 740, 268. 413,
T+His+Ser+Ala+0rn+I le+Phe; 0. 740, 268. 592, 14+His+Gly+Thr+0rn+Leu+Phe; 0.7
40, 268. 359, 1+His+Tau+Gly+0rn+Leut+Phe; 0. 740, 267. 334, 1+His+Ser+Asp+Glu+t
Orn+Phe; 0. 740, 267. 260, 1+His+Ser+Asp+0rn+Phe+BCAA; 0. 739, 266. 614, 1+His+
3MeHis+Ser+Asp+0rn+Phe; 0. 739, 268. 644, 1+His+Ala+0rn+Val+I le+Phe; 0. 739,
268. 596, 1+His+Gly+Glu+OrntLeutPhe; 0, 739, 268. 136, 1+His+Cit+0rn+Val+Phe
+BCAA; 0. 739, 268. 638, 1+His+3MeHis+Cit+0rn+Phe+BCAA; 0. 739, 268. 416, 1+His
+GLn+G Lly+0rn+Phe+BCAA; 0. 739, 267. 678, 1+His+Ser+Asp+Thr+0rn+Phe; 0. 739, 2
67.299, 1+His+GLly+0rn+Cys+Phe+BCAA; 0. 739, 268. 902, 1+His+Tau+G Lly+0rn+Phe
+BCAA; 0. 739, 268. 324, 1+His+3MeHis+Gly+0rn+Phe+BCAA; 0. 738, 268, 168, 1+His
+Arg+0rn+Val+Phe+BCAA; 0. 738, 268. 493, 1+His+Gly+0rn+I letLeu+Phe; 0. 738, 2
69.472, 1+His+Gly+Ala+Orn+Val+Phe; 0. 738, 268. 293, 1+His+Gly+0rn+Val+Leut+
Phe;0. 738, 266. 133, 1+His+Tau+Ser+Asp+0rn+Phe; 0. 738, 268. 426, 1+His+Arg+G
ly+Orn+Leu+Phe; 0. 738, 267. 626, 1+His+Ser+Asp+0rn+Val+Phe; 0. 738, 268. 676,
T+His+Ser+Cit+0rn+LeutPhe; 0. 738, 266. 400, 1+His+Gly+Asp+0rn+Cys+Phe; 0.7
38, 268. 501, 1+His+Gly+0rntLys+LeutPhe; 0. 738, 268. 241, 1+His+Tau+3MeHis+0
rn+Ile+Phe;0. 738, 267. 332, 1+His+Ser+Arg+Asp+0rn+Phe; 0. 738, 268. 568, 1+Hi
s+Gly+0rn+Met+LeutPhe; 0. 738, 268. 646, 1+His+Gly+0rn+Tyr+Leu+Phe; 0. 737, 2
69. 783, 1+His+Gly+Thr+Ala+0rn+Phe; 0. 737, 267. 469, 1+His+Ser+GLn+Asp+0rn+
Phe;0.737,268. 587, 1+His+Ser+Gly+0rntLeu+Phe; 0. 737, 267, 852, 1+His+Gly+P
ro+Orn+LeutPhe; 0. 737, 267. 238, 1+His+3MeHis+0rn+Cys+I le+Phe;0. 737, 268. 5
57, 1+His+Gly+0rn+Leut+Phe+BCAA; 0. 737, 268. 213, 1+His+Gly+0rn+Leut+Phe+Trp
:0.737,267.530, 14His+Ser+Aspt+Ala+0rn+Phe; 0. 736, 268. 773, 1+His+3MeHis+S
er+0rn+Phe+BCAA; 0. 736, 267. 406, 1+His+Ser+Gly+Asp+0rn+Phe; 0. 736, 268. 357
, 1+His+Gly+Aspt+Ala+0rn+Phe; 0. 736, 268.611, 1+His+0rn+Lys+Val+Phe+BCAA; 0
. 735, 269, 467, 14His+Ser+Ala+0rn+Phe+BCAA; 0. 735, 267. 864, 1+His+GLn+GLy+A
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sp+0rn+Phe; 0. 735, 267. 351, 1+His+Tau+Gly+Asp+0rn+Phe; 0. 735, 267. 798, 1+Hi
s+Ser+Asp+0rn+Met+Phe; 0. 735, 265. 580, 1+His+Ser+Asp+0rn+Cys+Phe; 0. 735, 2
67.776, 1+His+Ser+Asp+0rn+Tyr+Phe; 0. 735, 268. 557, 1+His+Ser+0rn+Val+Phe+
BCAA; 0,735, 268. 812, 1+His+0rn+I letLeu+Phe+BCAA; 0. 735, 268. 812, 1+His+0rn
+Val+Leu+Phe+BCAA; 0. 735, 268. 812, 1+His+0rn+Val+I le+Phe+BCAA; 0. 735, 268.
812, 1+His+0rn+Val+I le+tLeutPhe; 0. 734, 268. 817, 1+His+0rn+Met+Val+Phe+BCA
A:0.734,269. 283, 1+His+Asp+Glu+Orn+Leu+Phe; 0. 734, 267. 606, 1+His+Ser+Asp
+0rn+Phe+Trp; 0, 734, 268. 773, 1+His+Glu+0rn+Val+Phe+BCAA; 0. 734, 267. 677, 1
+His+Ser+Asp+0rn+Lys+Phe; 0. 734, 267.677, 1+His+Ser+Asp+Pro+0rn+Phe; 0. 73
4,268,745, 14+His+Thr+0rn+Val+Phe+BCAA; 0. 732, 269. 386, 1+His+Ser+GLn+0rn+
LeutPhe;0.732,271.519, 1+His+Arg+Gly+Ala+0rn+Cys; 0. 732, 269. 570, 1+His+S
er+0rn+Tyr+Leut+Phe; 0. 731, 269. 221, 1+His+Tau+Ser+0rn+Leu+Phe; 0. 731, 269.
569, 1+His+GLn+Gly+Ala+0rn+Phe; 0. 731, 269. 031, 1+His+Tau+GLn+Gly+0rn+Phe
[406. ERBZNMASIETEMBEEI B LTSN (ELF2FH) ]
0.729, 257,132, 1+ALB+BUN; 0. 711, 262, 141, 1+ALB+Ca; 0. 729, 259, 247, 1+ALB+AS
T;0.731,254,610, 1+ALB+ALT; 0. 716, 261, 875, 1+ALB+gGT; 0. 726, 259. 148, 1+ALB
+NEFA; 0. 718, 260. 087, 1+ALB+T-BIL;0.713, 262. 083, 1+ALB+BHBA; 0. 707, 262. 27
5, 1+ALB+GLlc
[407. ERBEZMA2IETROMBENIDLET SR (EEFEIEH) |

0.729, 259. 071, 14TP+ALB+BUN; 0. 726, 261. 158, 1+TP+ALB+AST; 0. 731, 256. 542, 1
+TP+ALB+ALT;0. 715, 263. 815, 1+TP+ALB+gGT; 0. 726, 261, 132, 1+TP+ALB+NEFA; 0,
720,262, 041, 14TP+ALB+T-BIL ;0. 713, 263. 996, 1+TP+ALB+BHBA; 0. 726, 258. 777,
1+ALB+BUN+Ca; 0. 733, 256, 798, 1+ALB+BUN+AST; 0. 745, 252, 538, 1+ALB+BUN+ALT;
0.728, 258, 847, 1+ALB+BUN+gGT ;0. 736, 257. 014, 1+ALB+BUN+NEFA; 0, 737, 256. 55
8, 1+ALB+BUN+T-BIL ;0. 730, 258. 675, 1+ALB+BUN+BHBA; 0. 729, 259, 105, 1+ALB+BU
N+Glc;0.725, 258, 830, 1+ALB+BUN+TG; 0. 727, 257. 797, 1+ALB+BUN+TCHO; 0. 727, 2
61.073, 1+ALB+Ca+AST; 0. 729, 256, 345, 1+ALB+Ca+ALT; 0. 716, 263. 674, 1+ALB+Ca
+gGT;0.725,261.017, 1+ALB+CatNEFA; 0. 717, 261. 935, 1+ALB+Ca+T-BIL ;0. 735, 2
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55. 954, 1+ALB+AST+ALT ;0. 729, 261, 235, 1+ALB+AST+gGT; 0. 740, 257. 408, 1+ALB+
AST+NEFA; 0. 735, 258, 085, 1+ALB+AST+T-BIL ;0. 732, 260. 796, 1+ALB+AST+BHBA; 0
.727,261. 148, 1+ALB+AST+G Lc; 0. 727, 260. 914, 1+ALB+AST+TG; 0. 728, 260. 177, 1
+ALB+AST+TCHO; 0. 733, 256. 535, 1+ALB+ALT+gGT; 0. 734, 255. 699, 1+ALB+ALT+NEF
A;0.733,255. 963, 1+ALB+ALT+T-BIL ;0. 731, 256. 426, 1+ALB+ALT+BHBA; 0. 731, 25
6.577, 1+ALB+ALT+Glc;0. 731, 256, 509, 1+ALB+ALT+TG;0. 731, 255, 889, 1+ALB+AL
T+TCHO; 0. 726, 260. 934, 1+ALB+gGT+NEFA; 0. 723, 261, 644, 1+ALB+gGT+T-BIL;0.7
16, 263. 612, 1+ALB+gGT+BHBA; 0. 715, 263. 714, 1+ALB+gGT+GLc;0. 715, 263. 477, 1
+ALB+gGT+TG;0. 727, 261, 145, 1+ALB+NEFA+T-BIL ;0. 727, 261. 116, 1+ALB+NEFA+B
HBA;0. 727, 260. 951, 1+ALB+NEFA+G Lc; 0. 726, 261. 147, 1+ALB+NEFA4TG; 0. 722, 25
8.885, 1+ALB+NEFA4TCHO; 0. 721, 261. 876, 1+ALB+T-BIL+BHBA; 0. 720, 261. 639, 1+
ALB+T-BIL+Glc;0.719, 262. 034, 1+ALB+T-BIL+TG; 0. 720, 260. 166, 1+ALB+T-BIL+
TCHO
[408. EREEZMADZETRZMBENTLT 2R (EEF4EH) ]

0.731, 257. 747, 1+ALB+ALT+TG+TCHO; 0. 731, 257. 800, 1+ALB+ALT+GLc+TCHO; 0. 73
1,258. 482, 1+ALB+ALT+Gc+TG; 0. 732, 258. 357, 1+ALB+ALT+BHBA+TG; 0. 733, 257,
233, 1+ALB+ALT+T-BIL+TCHO; 0. 733, 257. 961, 1+ALB+ALT+T-BIL+TG;0. 733, 257. 8
13, 14+ALB+ALT+T-BIL+Glc; 0. 732, 257. 952, 1+ALB+ALT+T-BIL+BHBA; 0. 734, 256. 8
55, 1+ALB+ALT+NEFA+TCHO; 0. 735, 257. 687, 1+ALB+ALT+NEFA+TG; 0. 735, 257. 623,
1+ALB+ALT+NEFA+G Lc; 0. 734, 257. 698, 1+ALB+ALT+NEFA+BHBA; 0. 734, 257. 696, 1+
ALB+ALT+NEFA+T-BIL;0. 734, 257, 885, 1+ALB+ALT+gGT+T-BIL ;0. 735, 257. 669, 1+
ALB+ALT+gGT+NEFA; 0. 738, 259. 180, 1+ALB+AST+T-BIL+TCHO; 0. 736, 260. 082, 1+A
LB+AST+T-BIL+TG; 0. 736, 259. 699, 1+ALB+AST+T-BIL+Glc;0. 736, 259. 946, 1+ALB
+AST+T-BIL+BHBA; 0. 740, 258, 225, 1+ALB+AST+NEFA+TCHO; 0. 740, 259. 326, 1+ALB
+AST+NEFA4TG; 0. 739, 259, 296, 1+ALB+AST+NEFA+G Lc;0. 740, 259, 408, 1+ALB+AST
+NEFA+BHBA; 0. 741, 259, 308, 1+ALB+AST+NEFA+T-BIL ;0. 735, 260. 082, 1+ALB+AST
+gGT+T-BIL;0.738, 259, 326, 1+ALB+AST+gGT+NEFA; 0. 735, 257. 302, 1+ALB+AST+A
LT4TCHO; 0. 734, 257. 866, 1+ALB+AST+ALT+TG; 0. 735, 257, 924, 1+ALB+AST+ALT4GL
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c;0.735, 257. 672, 1+ALB+AST+ALT4BHBA; 0. 736, 256. 831, 1+ALB+AST+ALT+T-BIL;
0.739, 256. 572, 1+ALB+AST+ALT4NEFA; 0. 735, 257. 953, 1+ALB+AST+ALT+gGT; 0. 73
2,257,771, 14ALB+Ca+ALT+T-BIL ;0. 734, 257. 524, 1+ALB+Ca+ALT+NEFA; 0. 735, 26
0.012, 1+ALB+Ca+AST4T-BIL ;0. 739, 259. 340, 1+ALB+Ca+AST+NEFA; 0. 735, 257. 72
3, 1+ALB+Ca+AST+ALT; 0, 745, 254, 046, 1+ALB+BUN+ALT4TCHO; 0. 745, 254, 527, 1+A
LB+BUN+ALT4TG; 0. 745, 254. 536, 1+ALB+BUN+ALT+Gc; 0. 746, 254, 194, 1+ALB+BUN
+ALT+BHBA; 0, 748, 253, 736, 1+ALB+BUN+ALT4T-BIL ;0. 749, 254, 121, 1+ALB+BUN+A
LT4NEFA; 0. 744, 254, 532, 1+ALB+BUN+ALT+gGT;0. 731, 258, 768, 1+ALB+BUN+AST+G
lc;0.736, 258. 290, 1+ALB+BUN+AST+BHBA; 0. 741, 255, 680, 1+ALB+BUN+AST+T-BIL
;0. 740, 256. 347, 1+ALB+BUN+AST4NEFA; 0. 745, 254. 166, 1+ALB+BUN+AST+ALT;0.7
46, 254. 231, 1+ALB+BUN+Ca+ALT; 0. 733, 258, 560, 1+ALB+BUN+Ca+AST; 0. 731, 257.
783, 14TP+ALB+ALT+TCHO; 0. 730, 258, 457, 1+TP+ALB+ALT4TG; 0. 731, 258, 494, 14T
P+ALB+ALT+Glc;0. 731, 258. 400, 14TP+ALB+ALT+BHBA; 0. 732, 257. 938, 1+TP+ALB+
ALT+T-BIL;0.732, 258. 495, 14TP+ALB+ALT+gGT; 0. 731, 262. 773, 1+TP+ALB+AST+B
HBA; 0. 735, 260. 080, 1+TP+ALB+AST+T-BIL ;0. 740, 259. 407, 1+TP+ALB+AST+NEFA;
0.734, 257. 906, 1+TP+ALB+AST+ALT;0. 730, 258. 306, 14TP+ALB+Ca+ALT;0. 746, 25
4,520, 14TP+ALB+BUN+ALT; 0. 733, 258. 772, 1+TP+ALB+BUN+AST
[409. EREEZMASZETRMBENTLT 2R (EEFESEH) ]

0.730, 259. 670, 1+ALB+ALT+G Lc+TG+TCHO; 0. 732, 259. 612, 1+ALB+ALT+BHBA4TG+T
CHO;0. 733, 259, 224, 1+ALB+ALT+T-BIL+TG+TCHO; 0. 735, 258, 955, 1+ALB+ALT+T-B
IL+GLc+TCHO; 0. 733, 259. 813, 1+ALB+ALT+T-BIL+GLc+TG; 0. 733, 259. 213, 1+ALB+
ALT+T-BIL+BHBA+TCHO;0. 733, 259. 951, 1+ALB+ALT+T-BIL+BHBA+TG; 0. 733, 259. 8
13, 14+ALB+ALT+T-BIL+BHBA+G Lc; 0. 735, 258. 846, 1+ALB+ALT+NEFA+TG+TCHO; 0. 73
7,258. 666, 1+ALB+ALT+NEFA+G Lc+TCHO; 0. 735, 259. 607, 1+ALB+ALT+NEFA+G Lc+TG
;0. 734, 258, 853, 1+ALB+ALT+NEFA+BHBA+TCHO; 0. 735, 259, 687, 1+ALB+ALT+NEFA+
BHBA+TG; 0. 736, 259. 610, 1+ALB+ALT+NEFA+BHBA+GLc; 0. 734, 258, 855, 1+ALB+ALT
+NEFA+T-BIL+TCHO; 0. 735, 259, 685, 1+ALB+ALT+NEFA+T-BIL+TG;0. 735, 259. 605,
1+ALB+ALT+NEFA+T-BIL+Glc;0. 734, 259. 696, 1+ALB+ALT+NEFA+T-BIL+BHBA; 0. 73
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3,259, 702, 1+ALB+ALT+gGT+TG+TCHO; 0. 732, 259. 724, 1+ALB+ALT+gGT+G Lc+TCHO;
0.731, 260. 424, 1+ALB+ALT+gGT+G Lc+TG; 0. 732, 259, 660, 1+ALB+ALT+gGT+BHBA+T
CHO;0. 732, 260. 313, 1+ALB+ALT+gGT+BHBA+TG; 0. 735, 259, 165, 1+ALB+ALT+gGT+T
~BIL+TCHO;0. 734, 259. 885, 1+ALB+ALT+gGT+T-BIL+TG;0. 734, 259, 720, 1+ALB+AL
T+gGT+T-BIL+Glc; 0. 734, 259. 868, 1+ALB+ALT+gGT+T-BIL+BHBA;0. 735, 258. 838,
1+ALB+ALT+gGT+NEFA+TCHO; 0. 735, 259. 653, 1+ALB+ALT+gGT+NEFA+TG; 0. 736, 259
.589, 1+ALB+ALT+gGT+NEFA+GLc; 0. 735, 259. 669, 1+ALB+ALT+gGT+NEFA+BHBA; 0. 7
35, 259. 663, 1+ALB+ALT+gGT+NEFA+T-BIL ;0. 738, 261. 179, 1+ALB+AST+T-BIL+TG+
TCHO; 0. 736, 260. 549, 1+ALB+AST+T-BIL+GLc+TCHO; 0. 737, 261, 682, 1+ALB+AST+T
~BIL+Glc+TG;0. 735, 260. 996, 1+ALB+AST+T-BIL+BHBA+TCHO; 0. 737, 261. 937, 1+A
LB+AST+T-BIL+BHBA+TG;0. 736, 261, 649, 1+ALB+AST+T-BIL+BHBA+G Lc; 0. 740, 260
. 133, 1+ALB+AST4NEFA+TG+TCHO; 0. 737, 259, 931, 1+ALB+AST+NEFA+G Lc+TCHO; 0. 7
39, 261. 202, 1+ALB+AST+NEFA4G Lc+TG; 0. 739, 260. 214, 1+ALB+AST+NEFA+BHBA+TC
HO;0.739, 261, 326, 1+ALB+AST+NEFA+BHBA+TG; 0. 739, 261, 283, 1+ALB+AST+NEFA+
BHBA+GlLc; 0. 740, 260. 191, 1+ALB+AST+NEFA+T-BIL+TCHO; 0. 740, 261, 222, 1+ALB+
AST+NEFA+T-BIL+TG;0.739, 261, 106, 1+ALB+AST+NEFA+T-BIL+G Lc; 0. 740, 261, 27
0, 1+ALB+AST+NEFA+T-BIL+BHBA; 0. 736, 262. 080, 1+ALB+AST+gGT+T-BIL+TG;0. 73
6, 261. 699, 1+ALB+AST+gGT+T-BIL+Glc; 0. 736, 261. 945, 1+ALB+AST+gGT+T-BIL+B
HBA;0. 738, 260. 111, 1+ALB+AST+gGT+NEFA+TCHO; 0. 738, 261. 256, 1+ALB+AST+gGT
+NEFA+TG; 0. 738, 261. 224, 1+ALB+AST+gGT+NEFA+GLc;0. 738, 261, 326, 1+ALB+AST
+gGT+NEFA+BHBA; 0. 738, 261. 244, 1+ALB+AST+gGT+NEFA+T-BIL ;0. 734, 259, 172, 1
+ALB+AST+ALT4TGHTCHO; 0. 735, 259. 235, 1+ALB+AST+ALT4GLc+TCHO; 0. 734, 259. 8
43, 1+ALB+AST+ALT+G Lc+TG; 0. 735, 259. 029, 1+ALB+AST+ALT+BHBA+TCHO; 0. 736, 2
59.618, 1+ALB+AST+ALT+BHBA+TG; 0. 736, 259. 569, 1+ALB+AST+ALT+BHBA+GLc;0.7
36, 258. 214, 14+ALB+AST+ALT4T-BIL4TCHO; 0. 736, 258. 824, 1+ALB+AST+ALT+T-BIL
+TG;0. 736, 258. 657, 1+ALB+AST+ALT+T-BIL+Glc; 0. 736, 258. 813, 1+ALB+AST+ALT
+T-BIL+BHBA;0. 739, 257. 855, 1+ALB+AST+ALT+NEFA+TCHO; 0. 739, 258. 511, 1+ALB
+AST+ALTHNEFA+TG; 0. 739, 258. 511, 1+ALB+AST+ALT+NEFA+G Lc; 0. 739, 258. 565, 1
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+ALB+AST+ALT4NEFA4BHBA; 0. 738, 258. 528, 1+ALB+AST+ALT+NEFA+T-BIL ;0. 735, 2
59,301, 1+ALB+AST+ALT+gGT+TCHO; 0. 734, 259. 865, 1+ALB+AST+ALT+gGT4TG; 0. 73
5, 259. 923, 1+ALB+AST+ALT+gGT+GLc; 0. 735, 259. 669, 1+ALB+AST+ALT+gGT+BHBA;
0.735, 258, 825, 1+ALB+AST+ALT+gGT+T-BIL ;0. 738, 258. 522, 1+ALB+AST+ALT+gGT
+NEFA; 0. 732, 259. 065, 1+ALB+Ca+ALT+T-BIL+TCHO; 0. 732, 259. 768, 1+ALB+Ca+AL
T4+T-BIL+TG;0. 733, 259, 527, 1+ALB+Ca+ALT+T-BIL+Glc;0. 732, 259. 738, 1+ALB+C
a+ALT+T-BIL+BHBA; 0. 733, 258. 713, 1+ALB+Ca+ALT+NEFA+TCHO; 0. 734, 259. 516, 1
+ALB+Ca+ALT+NEFA+TG; 0. 736, 259, 383, 1+ALB+Ca+ALT+NEFA+GLc;0. 734, 259, 522
, T+ALB+Ca+ALT+NEFA4BHBA; 0. 734, 259. 523, 1+ALB+Ca+ALT+NEFA+T-BIL ;0. 733, 2
59,711, 1+ALB+Ca+ALT+gGT+T-BIL ;0. 734, 259. 503, 1+ALB+Ca+ALT+gGT+NEFA; 0. 7
36, 261. 112, 1+ALB+Ca+AST+T-BIL+TCHO; 0. 736, 262. 010, 1+ALB+Ca+AST+T-BIL+T
G;0.736, 261,556, 1+ALB+Ca+AST+T-BIL+Glc;0. 734, 261, 847, 1+ALB+Ca+AST+T-B
IL+BHBA; 0. 738, 260. 164, 1+ALB+Ca+AST+NEFA+TCHO; 0. 739, 261. 261, 1+ALB+Ca+A
ST+NEFA+TG;0. 738, 261, 197, 1+ALB+Ca+AST+NEFA+GLc; 0. 739, 261, 340, 1+ALB+Ca
+AST+NEFA+BHBA; 0. 740, 261, 245, 1+ALB+Ca+AST+NEFA+T-BIL ; 0. 734, 262. 008, 1+
ALB+Ca+AST+gGT+T-BIL ;0. 737, 261, 255, 1+ALB+Ca+AST+gGT+NEFA; 0. 734, 259, 08
4, 1+ALB+Ca+AST+ALT4TCHO; 0. 734, 259. 635, 1+ALB+Ca+AST+ALT4TG; 0. 734, 259. 6
36, 1+ALB+Ca+AST+ALT4GLc; 0. 735, 259. 526, 1+ALB+Ca+AST+ALT+BHBA; 0. 734, 258
.699, 1+ALB+Ca+AST+ALT4T-BIL ;0. 738, 258. 452, 1+ALB+Ca+AST+ALT+NEFA; 0. 735
, 259, 723, 1+ALB+Ca+AST+ALT+9GT; 0. 745, 256. 022, 1+ALB+BUN+ALT+TG+TCHO; 0. 7
45, 256. 031, 1+ALB+BUN+ALT+G Lc+TCHO; 0. 745, 256. 526, 1+ALB+BUN+ALT+G Lc+TG;
0.746, 255. 716, 1+ALB+BUN+ALT+BHBA+TCHO; 0. 747, 256. 193, 1+ALB+BUN+ALT+BHB
A+TG; 0. 746, 256. 160, 1+ALB+BUN+ALT+BHBA+GLc; 0. 746, 255. 246, 1+ALB+BUN+ALT
+T-BIL+TCHO; 0. 748, 255. 688, 1+ALB+BUN+ALT+T-BIL4TG; 0. 748, 255, 694, 1+ALB+
BUN+ALT+T-BIL+Glc; 0. 748, 255. 727, 1+ALB+BUN+ALT+T-BIL+BHBA; 0. 748, 255. 56
4, 1+ALB+BUN+ALT+NEFA+TCHO; 0. 749, 256. 087, 1+ALB+BUN+ALT+NEFA+TG; 0. 749, 2
56. 116, 1+ALB+BUN+ALT+NEFA4GLc; 0. 747, 255. 978, 1+ALB+BUN+ALT+NEFA+BHBA; 0
. 748, 255. 714, 1+ALB+BUN+ALT+NEFA+T-BIL ;0. 745, 256. 039, 1+ALB+BUN+ALT+gGT
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+TCHO; 0. 745, 256. 523, 1+ALB+BUN+ALT+gGT+TG; 0. 744, 256, 529, 1+ALB+BUN+ALT+
gGT+Glc; 0. 746, 256. 193, 1+ALB+BUN+ALT+gGT+BHBA; 0. 747, 255. 729, 1+ALB+BUN+
ALT+gGT+T-BIL ;0. 748, 256. 120, 1+ALB+BUN+ALT+gGT+NEFA; 0. 730, 259, 988, 1+AL
B+BUN+AST+GLc+TCHO; 0. 730, 260. 627, 1+ALB+BUN+AST+GLc+TG; 0. 733, 259. 646, 1
+ALB+BUN+AST4BHBA+TCHO; 0. 733, 260. 173, 1+ALB+BUN+AST+BHBA+TG; 0. 733, 260.
211, 1+ALB+BUN+AST+BHBA+G Lc;; 0. 740, 257. 071, 1+ALB+BUN+AST+T-BIL+TCHO; 0.7
42,257,608, 1+ALB+BUN+AST+T-BIL+TG; 0. 741, 257. 518, 1+ALB+BUN+AST+T-BIL+G
lc;0.741, 257, 654, 1+ALB+BUN+AST+T-BIL+BHBA; 0, 740, 257, 480, 1+ALB+BUN+AST
+NEFA+TCHO; 0. 741, 258. 252, 1+ALB+BUN+AST+NEFA+TG; 0. 740, 258. 323, 1+ALB+BU
N+AST+NEFA+G Lc ;0. 740, 258. 260, 1+ALB+BUN+AST+NEFA+BHBA: 0. 742, 257. 642, 1+
ALB+BUN+AST+NEFA+T-BIL ;0. 731, 260. 768, 1+ALB+BUN+AST+gGT+G Lc; . 736, 260.
276, 1+ALB+BUN+AST+gGT+BHBA; 0. 741, 257. 641, 1+ALB+BUN+AST+gGT+T-BIL ;0. 74
1,258. 240, 1+ALB+BUN+AST+gGT+NEFA; 0. 745, 255. 699, 1+ALB+BUN+AST+ALT+TCHO
;0. 745, 256, 158, 1+ALB+BUN+AST+ALT+TG; 0. 746, 256. 163, 1+ALB+BUN+AST+ALT+G
lc; 0. 745, 255, 768, 1+ALB+BUN+AST+ALT+BHBA; 0. 748, 255, 010, 1+ALB+BUN+AST+A
LT4T-BIL;0. 747, 255. 515, 1+ALB+BUN+AST+ALT+NEFA; 0. 745, 256, 148, 1+ALB+BUN
+AST+ALT+gGT; 0. 745, 255. 756, 1+ALB+BUN+Ca+ALT+TCHO; 0. 745, 256. 218, 1+ALB+
BUN+Ca+ALT+TG; 0. 745, 256. 201, 1+ALB+BUN+Ca+ALT+GLc;0. 745, 255, 991, 1+ALB+
BUN+Ca+ALT+BHBA; 0. 748, 255. 510, 1+ALB+BUN+Ca+ALT+T-BIL ;0. 748, 255, 876, 1+
ALB+BUN+Ca+ALT+NEFA; 0. 745, 256. 229, 1+ALB+BUN+Ca+ALT+gGT;0. 730, 260. 488,
1+ALB+BUN+Ca+AST+GLc; 0. 735, 260. 147, 1+ALB+BUN+Ca+AST+BHBA; 0. 741, 257. 56
6, 1+ALB+BUN+Ca+AST4T-BIL ;0. 740, 258. 224, 1+ALB+BUN+Ca+AST+NEFA; 0. 733, 26
0.556, 1+ALB+BUN+Ca+AST+gGT; 0. 745, 255. 897, 1+ALB+BUN+Ca+AST4ALT; 0. 732, 2
59. 663, 14TP+ALB+ALT+TG+TCHO; 0. 731, 259. 664, 1+TP+ALB+ALT+GLc+TCHO; 0. 730
,260. 417, 14TP+ALB+ALT+G Lc+TG; 0. 731, 259. 662, 14TP+ALB+ALT+BHBA+TCHO; 0. 7
32, 260. 337, 1+TP+ALB+ALT+BHBA+TG; 0. 734, 259. 187, 1+TP+ALB+ALT+T-BIL+TCHO
10.732, 259, 937, 14TP+ALB+ALT+T-BIL+TG;0. 734, 259. 770, 1+TP+ALB+ALT+T-BIL
+Glc;0. 733,259, 916, 1+TP+ALB+ALT+T-BIL+BHBA; 0. 734, 258. 835, 1+TP+ALB+ALT
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[0148]

+NEFA+TCHO; 0. 735, 259, 603, 14TP+ALB+ALT+NEFA+G Lc;0. 732, 259, 745, 14TP+ALB
+ALT+gGT+TCHO; 0. 732, 260, 424, 1+TP+ALB+ALT+gGT+TG;0. 731, 260, 444, 14TP+AL
B+ALT+gGT+Glc;0. 732, 260. 355, 14TP+ALB+ALT+gGT+BHBA; 0. 734, 259, 877, 14TP+
ALB+ALT+gGT+T-BIL ;0. 729, 264. 563, 14TP+ALB+AST+BHBA+G Lc;0. 738, 261. 170, 1
+TP+ALB+AST+T-BIL+TCHO; 0. 736, 262. 077, 1+TP+ALB+AST+T-BIL+TG; 0. 736, 261.
678, 1+TP+ALB+AST+T-BIL+Glc;0.736, 261. 921, 1+TP+ALB+AST+T-BIL+BHBA; 0. 74
0, 260. 225, 14TP+ALB+AST+NEFA+TCHO; 0. 740, 261. 326, 1+TP+ALB+AST+NEFA+TG; 0
. 739, 261. 296, 14TP+ALB+AST+NEFA+G Lc; 0. 740, 261. 407, 14TP+ALB+AST+NEF A+BH
BA;0.740, 261, 307, 14TP+ALB+AST+NEFA+T-BIL ;0. 731, 264. 773, 14TP+ALB+AST+g
GT+BHBA; 0. 735, 262. 074, 1+TP+ALB+AST+gGT+T-BIL; 0. 738, 261, 325, 1+TP+ALB+A
ST+gGT+NEFA; 0. 734, 259, 216, 1+TP+ALB+AST+ALT4TCHO; 0. 735, 259. 831, 1+TP+AL
B+AST+ALT+TG; 0. 735, 259. 865, 1+TP+ALB+AST+ALT+GLc; 0. 735, 259. 664, 1+TP+AL
B+AST+ALT+BHBA; 0. 735, 258. 826, 14TP+ALB+AST+ALT+T-BIL ;0. 734, 259, 904, 14T
P+ALB+AST+ALT+gGT; 0. 731, 259. 578, 1+TP+ALB+Ca+ALT+TCHO; 0. 730, 260. 269, 1+
TP+ALB+Ca+ALT+gGT;0. 729, 264. 678, 1+TP+ALB+Ca+AST+BHBA; 0. 735, 262, 010, 1+
TP+ALB+Ca+AST+T-BIL;0.739, 261, 338, 14TP+ALB+Ca+AST+NEFA; 0. 733, 259. 698,
1+TP+ALB+Ca+AST+ALT; 0. 745, 256, 011, 1+TP+ALB+BUN+ALT+TCHO; 0. 745, 256, 511
, 14TP+ALB+BUN+ALT+TG; 0. 746, 256, 516, 1+TP+ALB+BUN+ALT+G Lc; 0. 746, 256. 194
, 14TP+ALB+BUN+ALT+BHBA; 0. 749, 255. 735, 14TP+ALB+BUN+ALT+T-BIL ;0. 748, 256
. 118, 14TP+ALB+BUN+ALT4NEFA; 0. 745, 256. 517, 14TP+ALB+BUN+ALT+gGT;0. 732, 2
60.735, 14TP+ALB+BUN+AST+G Lc; 0. 736, 260. 289, 14TP+ALB+BUN+AST+BHBA; 0. 741
, 257,679, 14TP+ALB+BUN+AST+T-BIL ;0. 741, 258. 345, 14TP+ALB+BUN+AST+NEFA; 0
. 734, 260. 766, 14TP+ALB+BUN+AST+gGT ; 0. 745, 256. 155, 14TP+ALB+BUN+AST+ALT;
0.746, 256. 227, 1+TP+ALB+BUN+Ca+ALT; 0. 733, 260. 549, 1+TP+ALB+BUN+Ca+AST
[410. EREEZMASZETRZMBENTLT 2R (EEF6EH) ]

0.733, 261,445, 1+ALB+ALT+BHBA+G Lc+TG+TCHO; 0. 735, 260. 955, 1+ALB+ALT+T-BI
L+GLc+TG+TCHO; 0. 733, 261. 207, 1+ALB+ALT+T-BIL+BHBA+TG+TCHO; 0. 734, 260. 95
4, 1+ALB+ALT+T-BIL+BHBA+G Lc4+TCHO; 0. 733, 261. 813, 1+ALB+ALT+T-BIL+BHBA+G |
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c+TG;0. 737, 260. 645, 1+ALB+ALT+NEFA+G Lc+TG+TCHO; 0. 735, 260, 843, 1+ALB+ALT
+NEFA+BHBA+TG+TCHO; 0, 737, 260. 657, 1+ALB+ALT+NEFA+BHBA+G Lc+TCHO; 0. 735, 2
61.594, 1+ALB+ALT+NEF A+BHBA+G Lc+TG; 0. 734, 260, 845, 1+ALB+ALT+NEFA+T-BIL+
TG+TCHO; 0. 737, 260. 656, 1+ALB+ALT+NEFA+T-BIL+GLc+TCHO; 0. 735, 261, 587, 1+A
LB+ALT+NEFA+T-BIL+GLc+TG; 0. 734, 260. 853, 1+ALB+ALT+NEFA+T-BIL+BHBA+TCHO
:0.734, 261, 685, 1+ALB+ALT+NEFA+T-BIL+BHBA+TG; 0. 735, 261, 602, 1+ALB+ALT+N
EFA+T-BIL+BHBA+Glc;0.731, 261,619, 1+ALB+ALT+gGT+GLc+TG+TCHO; 0. 733, 261,
573, 1+ALB+ALT+gGT+BHBA+TG+TCHO; 0. 733, 261, 467, 1+ALB+ALT+gGT+BHBA+G Lc+T
CHO;0. 735, 261, 162, 1+ALB+ALT+gGT+T-BIL+TG+TCHO; 0. 734, 260, 878, 1+ALB+ALT
+gGT+T-BIL+GLc+TCHO; 0. 734, 261, 716, 1+ALB+ALT+gGT+T-BIL+GLc+TG; 0. 735, 26
1,140, 1+ALB+ALT+gGT+T-BIL+BHBA+TCHO; 0. 734, 261, 867, 1+ALB+ALT+gGT+T-BIL
+BHBA+TG; 0. 734, 261,719, 1+ALB+ALT+gGT+T-BIL+BHBA+GLc; 0. 735, 260. 826, 1+A
LB+ALT+gGT+NEFA+TG+TCHO; 0. 735, 260. 647, 1+ALB+ALT+gGT+NEFA+GLc+TCHO; 0. 7
35, 261. 566, 1+ALB+ALT+gGT+NEFA+GLc+TG; 0. 735, 260. 836, 1+ALB+ALT+gGT+NEFA
+BHBA+TCHO; 0. 734, 261, 653, 1+ALB+ALT+gGT+NEFA+BHBA+TG; 0. 736, 261. 575, 1+A
LB+ALT+gGT+NEFA+BHBA+GLc; 0. 735, 260. 838, 1+ALB+ALT+gGT+NEFA+T-BIL+TCHO;
0.734, 261, 646, 1+ALB+ALT+gGT+NEFA+T-BIL+TG; 0. 735, 261. 559, 1+ALB+ALT+gGT
+NEFA+T-BIL+Glc; 0. 735, 261. 662, 1+ALB+ALT+gGT+NEFA+T-BIL+BHBA; 0. 736, 262
.535, 1+ALB+AST4T-BIL+GLc+TG+TCHO; 0. 736, 262. 992, 1+ALB+AST+T-BIL+BHBA+T
G+TCHO; 0. 735, 262. 490, 1+ALB+AST+T-BIL+BHBA+G Lc+TCHO; 0. 736, 263. 626, 1+AL
B+AST+T-BIL+BHBA+G Lc+TG; 0. 740, 261. 810, 1+ALB+ASTNEFA+G Lc+TG+TCHO; 0. 74
0,262. 119, 1+ALB+AST4NEFA+BHBA+TG+TCHO; 0. 738, 261. 927, 1+ALB+AST4NEFA+BH
BA+GLc+TCHO; 0. 739, 263. 189, 1+ALB+AST+NEFA+BHBA+G Lc+TG; 0. 740, 262, 099, 1+
ALB+AST+NEFA+T-BIL+TG+TCHO; 0. 738, 261, 808, 1+ALB+AST+NEFA+T-BIL+G Lc+TCH
0;0.740, 262, 998, 1+ALB+AST+NEFA+T-BIL+GLc+TG; 0. 739, 262, 136, 1+ALB+AST+N
EFA+T-BIL+BHBA+TCHO; 0. 740, 263. 177, 1+ALB+AST+NEFA+T-BIL+BHBA+TG; 0. 739,
263. 095, 1+ALB+AST+NEFA+T-BIL+BHBA+GLc;0. 737, 263. 682, 1+ALB+AST+gGT+T-B
IL+GLlc+TG;0. 737, 263. 937, 1+ALB+AST+gGT+T-BIL+BHBA+TG; 0. 736, 263. 649, 1+A
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LB+AST+gGT+T-BIL+BHBA+GLc; 0. 739, 262. 032, 1+ALB+AST+gGT+NEFA+TG+TCHO; 0.
737,261, 830, 1+ALB+AST+gGT+NEFA+GLc+TCHO; 0. 738, 263. 141, 1+ALB+AST+gGT+N
EFA+GLc+TG; 0. 737, 262. 103, 1+ALB+AST+gGT+NEFA+BHBA+TCHO; 0. 738, 263. 256, 1
+ALB+AST+gGT+NEFA+BHBA+TG; 0. 738, 263. 209, 1+ALB+AST+gGT+NEFA+BHBA+G Lc; 0
.737,262. 091, 1+ALB+AST+gGT+NEFA+T-BIL+TCHO; 0. 739, 263. 170, 1+ALB+AST+gG
T+NEFA+T-BIL4TG; 0. 738, 263. 062, 1+ALB+AST+gGT+NEFA+T-BIL+Glc; 0. 738, 263.
218, 1+ALB+AST+gGT+NEFA+T-BIL+BHBA; 0. 735, 261. 117, 1+ALB+AST+ALT4G Lc+TG+
TCHO; 0. 737, 260. 939, 1+ALB+AST+ALT+BHBA+TG+TCHO; 0. 735, 260. 868, 1+ALB+AST
+ALT+BHBA+G Lc+TCHO; 0. 736, 261, 528, 1+ALB+AST+ALT+BHBA+G Lc+TG; 0. 736, 260.
214, 1+ALB+AST+ALT+T-BIL+TG+TCHO; 0. 737, 259. 952, 1+ALB+AST+ALT+T-BIL4Glc
+TCHO; 0. 737, 260. 636, 1+ALB+AST+ALT+T-BIL+GLc+TG;0. 736, 260, 194, 1+ALB+AS
T+ALT+T-BIL+BHBA4TCHO; 0. 736, 260. 803, 1+ALB+AST+ALT+T-BIL+BHBA+TG;0. 736
, 260, 656, 1+ALB+AST+ALT+T-BIL+BHBA+G c;0. 740, 259. 811, 1+ALB+AST+ALT+NEF
A+TG+TCHO; 0. 741, 259, 717, 1+ALB+AST+ALT+NEFA+G Lc+TCHO; 0. 740, 260. 439, 1+A
LB+AST+ALT+NEFA+G Lc+TG; 0. 738, 259. 853, 1+ALB+AST+ALT+NEFA+BHBA+TCHO; 0. 7
39, 260. 506, 1+ALB+AST+ALT+NEFA+BHBA+TG; 0. 739, 260, 481, 1+ALB+AST+ALT+NEF
A+BHBA+GLc; 0. 738, 259. 835, 1+ALB+AST+ALT+NEFA+T-BIL+TCHO; 0. 739, 260. 466,
1+ALB+AST+ALT4NEFA+T-BIL4TG; 0. 738, 260. 424, 1+ALB+AST+ALT+NEFA+T-BIL+G!L
c;0.738, 260. 527, 1+ALB+AST+ALT+NEFA+T-BIL+BHBA; 0. 734, 261, 172, 1+ALB+AST
+ALT+gGT+TG+TCHO; 0. 735, 261, 233, 1+ALB+AST+ALT+gGT+G Lc+TCHO; 0. 734, 261, 8
43, 1+ALB+AST+ALT+gGT+G Lc4TG; 0. 735, 261, 028, 1+ALB+AST+ALT+gGT+BHBA+TCHO
10,736, 261,611, 1+ALB+AST+ALT+gGT+BHBA+TG; 0. 736, 261, 568, 1+ALB+AST+ALT+
gGT+BHBA+GLc; 0. 736, 260. 211, 1+ALB+AST+ALT+gGT+T-BIL+TCHO; 0. 736, 260. 820
, T+ALB+AST+ALT+gGT+T-BIL+TG; 0. 736, 260. 654, 1+ALB+AST+ALT+gGT+T-BIL4GLc
;0.735, 260. 809, 1+ALB+AST+ALT+gGT+T-BIL+BHBA; 0. 739, 259. 806, 1+ALB+AST+A
LT+gGT+NEFA+TCHO; 0. 738, 260. 468, 1+ALB+AST+ALT+gGT+NEFA+TG; 0. 738, 260. 46
5, 1+ALB+AST+ALT+gGT+NEFA+G Lc; 0. 737, 260. 513, 1+ALB+AST+ALT+gGT+NEFA+BHB
A;0.738,260. 488, 1+ALB+AST+ALT+gGT+NEFA+T-BIL;0. 731, 261, 053, 1+ALB+Ca+A
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LT+T-BIL+TG+TCHO; 0. 733, 260. 675, 1+ALB+Ca+ALT+T-BIL+Glc+TCHO; 0. 731, 261,
023, 1+ALB+Ca+ALT+T-BIL+BHBA+TCHO; 0. 732, 261. 737, 1+ALB+Ca+ALT+T-BIL+BHB
A+TG;0.733, 261,521, 1+ALB+Ca+ALT+T-BIL+BHBA+Glc; 0. 733, 260. 707, 1+ALB+Ca
+ALT+NEFA+TG+TCHO; 0, 735, 260. 440, 1+ALB+Ca+ALT+NEFA+GLc+TCHO; 0. 736, 261,
369, 1+ALB+Ca+ALT+NEFA+Glc+TG; 0. 732, 260, 703, 1+ALB+Ca+ALT+NEFA+BHBA+TCH
0;0.734,261,514, 1+ALB+Ca+ALT+NEFA+BHBA+TG; 0. 736, 261, 378, 1+ALB+CatALT+
NEFA+BHBA+Glc; 0. 733, 260. 712, 1+ALB+Ca+tALT+NEFA+T-BIL+TCHO; 0. 734, 261. 51
4, 1+ALB+Ca+ALT+NEFA+T-BIL+TG; 0. 736, 261. 358, 1+ALB+Ca+ALT+NEFA+T-BIL+Gl
c;0.734,261,516, 1+ALB+Ca+ALT+NEFA+T-BIL+BHBA; 0. 730, 261, 475, 1+ALB+CatA
LT+gGT+TG+TCHO; 0. 731, 262, 115, 1+ALB+CatALT+gGT+Glc+TG; 0. 733, 261, 010, 1+
ALB+Ca+ALT+gGT+T-BIL+TCHO; 0. 733,261,711, 1+ALB+Ca+ALT+gGT+T-BIL+TG; 0.7
34, 261, 456, 1+ALB+Ca+ALT+gGT+T-BIL+Glc;0. 733, 261, 671, 1+ALB+Ca+ALT+gGT+
T-BIL+BHBA; 0. 733, 260. 700, 1+ALB+Ca+ALT+gGT+NEFA+TCHO; 0, 735, 261, 491, 1+A
LB+CatALT+gGT+NEFA+TG; 0. 735, 261. 359, 1+ALB+CatALT+gGT+NEFA+GLlc;0. 734, 2
61.501, 1+ALB+Ca+ALT+gGT+NEFA+BHBA; 0. 734, 261, 499, 1+ALB+Ca+ALT+gGT+NEFA
+T-BIL; 0,736, 263. 112, 1+ALB+Ca+AST+T-BIL+TG+TCHO; 0. 734, 262, 396, 1+ALB+C
atAST+T-BIL+GLlc+TCHO; 0. 736, 263. 538, 1+ALB+CatAST+T-BIL+Glc+TG; 0. 735, 26
3. 839, 1+ALB+Ca+AST+T-BIL+BHBA+TG; 0. 734, 263. 486, 1+ALB+Ca+AST+T-BIL+BHB
A+Glc;0.739, 262, 074, 1+ALB+CatAST+NEFA+TG+TCHO; 0, 737, 261, 828, 1+ALB+Ca+
ASTHNEFA+GLc+TCHO; 0, 737, 263, 105, 1+ALB+Ca+AST+NEFA+GLc+TG; 0, 737, 262, 15
0, 1+ALB+Ca+AST+NEFA+BHBA+TCHO; 0. 739, 263. 260, 1+ALB+Ca+AST+NEFA+BHBA+TG
;0.737, 263, 189, 1+ALB+Ca+AST+NEFA+BHBA+G Lc; 0. 738, 262, 133, 1+ALB+Ca+AST+
NEFA+T-BIL+TCHO;0, 739, 263. 161, 1+ALB+Ca+AST+NEFA+T-BIL+TG; 0. 738, 263. 00
1, 1+ALB+Ca+AST+NEFA+T-BIL+Glc;0. 739, 263. 197, 1+ALB+Ca+AST+NEFA+T-BIL+B
HBA; 0. 735, 264, 006, 1+ALB+Ca+tAST+gGT+T-BIL+TG; 0, 736, 263. 554, 1+ALB+Ca+AS
T+gGT+T-BIL+Glc; 0. 734, 263. 846, 1+ALB+Ca+AST+gGT+T-BIL+BHBA; 0. 735, 262, 0
48, 1+ALB+Ca+AST+gGT+NEFA+TCHO; 0. 737, 263. 187, 1+ALB+Ca+AST+gGT+NEFA+TG;
0.736,263. 121, 1+ALB+Ca+AST+gGT+NEFA+Glc; 0. 737, 263. 255, 1+ALB+Ca+AST+9G
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T+NEFA+BHBA; 0. 736, 263. 178, 1+ALB+Ca+AST+gGT+NEFA+T-BIL ;0. 735, 260. 952, 1
+ALB+Ca+AST+ALT+TG+TCHO; 0. 734, 260. 942, 1+ALB+Ca+AST+ALT4G Lc+TCHO; 0. 735
,261.560, 1+ALB+Ca+AST+ALT+GLc4TG; 0. 735, 260. 889, 1+ALB+Ca+AST+ALT+BHBA+
TCHO; 0. 735, 261, 467, 1+ALB+Ca+AST+ALT+BHBA+TG; 0. 735, 261, 368, 1+ALB+Ca+AS
T+ALT+BHBA+GLc; 0. 736, 260. 090, 1+ALB+Ca+AST+ALT4+T-BIL+TCHO;0. 734, 260. 69
4, 1+ALB+Ca+AST+ALT+T-BIL4TG; 0. 738, 260. 447, 1+ALB+Ca+AST+ALT+T-BIL+Glc;
0.735, 260. 663, 1+ALB+Ca+AST+ALT+T-BIL+BHBA; 0. 738, 259. 749, 1+ALB+Ca+AST+
ALT+NEFA+TCHO; 0. 738, 260. 399, 1+ALB+Ca+AST+ALT+NEFA+TG; 0. 739, 260. 344, 1+
ALB+Ca+AST+ALT+NEFA+GLc; 0. 738, 260. 451, 1+ALB+Ca+AST+ALT+NEFA+BHBA; 0. 73
7,260, 413, 1+ALB+Ca+AST+ALT+NEFA+T-BIL ;0. 734, 261, 084, 1+ALB+Ca+AST+ALT+
gGT+TCHO; 0. 734, 261. 631, 1+ALB+Ca+AST+ALT+gGT+TG; 0. 734, 261, 636, 1+ALB+Ca
+AST+ALT+gGT+Glc; 0. 735, 261, 521, 1+ALB+Ca+AST+ALT+gGT+BHBA; 0. 735, 260. 69
0, 1+ALB+Ca+AST+ALT+gGT+T-BIL ;0. 736, 260. 396, 1+ALB+Ca+AST+ALT+gGT+NEFA;
0.739, 262, 357, 1+ALB+BUN+NEFA+T-BIL+GLc+TG; 0. 739, 262. 478, 1+ALB+BUN+NEF
A+T-BIL+BHBA+TG; 0. 739, 262. 312, 1+ALB+BUN+gGT+NEFA+T-BIL+TG; 0. 745, 258. 0
10, 1+ALB+BUN+ALT4G Lc+TG+TCHO; 0. 746, 257. 708, 1+ALB+BUN+ALT+BHBA+TG+TCHO
;0. 745, 257. 652, 1+ALB+BUN+ALT+BHBA+G Lc+TCHO; 0. 746, 258. 160, 1+ALB+BUN+AL
T+BHBA+GLc+TG; 0. 746, 257. 216, 1+ALB+BUN+ALT+T-BIL+TG+TCHO; 0. 747, 257. 153
, 1+ALB+BUN+ALT+T-BIL+G Lc+TCHO; 0. 749, 257. 631, 1+ALB4+BUN+ALT+T-BIL+Glc4T
G;0.746, 257, 242, 1+ALB+BUN+ALT4+T-BIL+BHBA+TCHO; 0. 748, 257. 683, 1+ALB+BUN
+ALT+T-BIL+BHBA+TG; 0. 747, 257. 672, 1+ALB+BUN+ALT+T-BIL+BHBA+GLc; 0. 746, 2
57.537, 1+ALB+BUN+ALT4NEFA+TG+TCHO; 0. 747, 257. 531, 1+ALB+BUN+ALT+NEFA+GL
c+TCHO; 0. 749, 258. 079, 1+ALB+BUN+ALT+NEFA+GLc+TG; 0. 746, 257, 456, 1+ALB+BU
N+ALT+NEFA+BHBA+TCHO; 0. 747, 257. 950, 1+ALB+BUN+ALT+NEFA+BHBA+TG; 0. 748, 2
57.947, 1+ALB+BUN+ALT+NEFA+BHBA+G Lc; 0. 746, 257, 242, 1+ALB+BUN+ALT+NEFA+T
~BIL+TCHO;0. 748, 257. 679, 1+ALB+BUN+ALT+NEFA+T-BIL+TG; 0. 747, 257. 660, 1+A
LB+BUN+ALT+NEFA+T-BIL+Glc; 0. 748, 257. 710, 1+ALB+BUN+ALT+NEFA+T-BIL+BHBA
;0.744, 258, 017, 1+ALB+BUN+ALT+gGT+TG+TCHO; 0. 745, 258. 023, 1+ALB+BUN+ALT+
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gGT+GLc+TCHO; 0. 745, 258. 521, 1+ALB+BUN+ALT+gGT+GLc+TG; 0. 746, 257. 715, 1+A
LB+BUN+ALT+gGT+BHBA+TCHO; 0. 747, 258. 192, 1+ALB+BUN+ALT+gGT+BHBA+TG; 0. 74
6, 258. 159, 1+ALB+BUN+ALT+gGT+BHBA+G Lc; 0. 745, 257. 240, 1+ALB+BUN+ALT+gGT+
T-BIL+TCHO;0. 747, 257, 674, 1+ALB+BUN+ALT+gGT+T-BIL+TG; 0. 746, 257. 683, 1+A
LB+BUN+ALT+gGT+T-BIL+Glc;0. 747, 257. 721, 1+ALB+BUN+ALT+gGT+T-BIL+BHBA; 0
. 747, 257. 564, 1+ALB+BUN+ALT+gGT+NEFA+TCHO; 0. 748, 258. 085, 1+ALB+BUN+ALT+
gGT+NEFA+TG; 0. 748, 258. 115, 1+ALB+BUN+ALT+gGT+NEFA+GLc; 0. 747, 257. 978, 1+
ALB+BUN+ALT+gGT+NEFA+BHBA; 0. 747, 257. 702, 1+ALB+BUN+ALT+gGT+NEFA+T-BIL ;
0.731,261. 506, 1+ALB+BUN+AST+BHBA+TG+TCHO; 0. 731, 261, 475, 1+ALB+BUN+AST+
BHBA+GLc+TCHO; 0. 731, 262. 111, 1+ALB+BUN+AST+BHBA+G Lc+TG; 0. 741, 259. 014, 1
+ALB+BUN+AST+T-BIL4TG+TCHO; 0. 740, 258. 775, 1+ALB+BUN+AST4T-BIL+G Lc+TCHO
;0. 742, 259. 409, 1+ALB+BUN+AST+T-BIL+GLc+TG; 0. 740, 259, 025, 1+ALB+BUN+AST
+T-BIL+BHBA+TCHO; 0. 742, 259, 573, 1+ALB+BUN+AST+T-BIL+BHBA+TG; 0. 741, 259,
514, 1+ALB+BUN+AST+T-BIL+BHBA+G Lc; 0. 743, 259. 374, 1+ALB+BUN+AST+NEFA+TG+
TCHO; 0. 739, 259, 373, 1+ALB+BUN+AST+NEFA+G Lc+TCHO; 0. 741, 260, 220, 1+ALB+BU
N+AST+NEFA+G Lc+TG; 0. 741, 259, 442, 1+ALB+BUN+AST+NEFA+BHBA+TCHO; 0. 741, 26
0. 171, 1+ALB+BUN+AST+NEFA+BHBA+TG; 0. 738, 260. 205, 1+ALB+BUN+AST+NEFA+BHB
A+Glc;0.740, 258, 975, 1+ALB+BUN+AST+NEFA+T-BIL4TCHO; 0. 742, 259. 535, 1+ALB
+BUN+AST4NEFA+T-BIL4TG; 0. 741, 259. 504, 1+ALB+BUN+AST+NEFA+T-BIL+Glc;0.7
42, 259, 628, 1+ALB+BUN+AST+NEFA+T-BIL+BHBA; 0. 731, 261, 985, 1+ALB+BUN+AST+
gGT+GLc+TCHO; 0. 732, 261. 625, 1+ALB+BUN+AST+gGT+BHBA+TCHO; 0. 733, 262. 146,
1+ALB+BUN+AST+gGT+BHBA4TG; 0. 733, 262. 201, 1+ALB+BUN+AST+gGT+BHBA+GLc; 0.
741, 259. 024, 1+ALB+BUN+AST+gGT+T-BIL+TCHO; 0. 742, 259, 581, 1+ALB+BUN+AST+
gGT+T-BIL+TG;0. 740, 259. 487, 1+ALB+BUN+AST+gGT+T-BIL+Glc;0. 741, 259. 620,
1+ALB+BUN+AST+gGT+T-BIL+BHBA; 0. 740, 259. 344, 1+ALB+BUN+AST+gGT+NEFA+TCH
0;0.741, 260. 160, 1+ALB+BUN+AST+gGT+NEFA+TG; 0. 741, 260. 222, 1+ALB+BUN+AST
+gGT+NEFA+GLc; 0. 741, 260, 140, 1+ALB+BUN+AST+gGT+NEFA+BHBA; 0. 741, 259, 585
, T+ALB+BUN+AST+gGT+NEFA+T-BIL ; 0. 744, 257, 678, 1+ALB+BUN+AST+ALT+TG+TCHO
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;0.745, 257, 687, 1+ALB+BUN+AST+ALT+G Lc+TCHO; 0. 745, 258. 156, 1+ALB+BUN+AST
$ALT+GLc+TG; 0. 745, 257. 304, 1+ALB+BUN+AST+ALT+BHBA+TCHO; 0, 745, 257, 768, 1
+ALB+BUN+AST+ALT+BHBA+TG; 0. 745, 257. 732, 1+ALB+BUN+AST+ALT+BHBA+G Lc; 0.7
47, 256. 575, 1+ALB+BUN+AST+ALT+T-BIL+TCHO; 0. 749, 256. 912, 1+ALB+BUN+AST+A
LT+T-BIL+TG; 0. 747, 256. 951, 1+ALB+BUN+AST+ALT4T-BIL4Glc; 0. 747, 257. 006, 1
+ALB+BUN+AST+ALT+T-BIL+BHBA; 0

.747,257. 008, 1+ALB+BUN+AST+ALT+NEFA+TCHO; 0. 748, 257. 434, 1+ALB+BUN+AST+
ALT+NEFA+TG; 0. 747, 257. 509, 1+ALB+BUN+AST+ALT+NEFA+GLc; 0. 747, 257. 367, 1+
ALB+BUN+AST+ALT+NEFA+BHBA; 0. 748, 257. 001, 1+ALB+BUN+AST+ALT+NEFA+T-BIL ;
0.744, 257, 687, 1+ALB+BUN+AST+ALT+gGT+TCHO; 0. 745, 258, 137, 1+ALB+BUN+AST+
ALT+gGT+TG; 0. 745, 258. 146, 1+ALB+BUN+AST+ALT+gGT+G Lc; 0. 746, 257, 723, 1+AL
B+BUN+AST+ALT+gGT+BHBA; 0. 747, 256. 961, 1+ALB+BUN+AST+ALT+gGT+T-BIL ;0. 74
7,257, 436, 1+ALB+BUN+AST+ALT+gGT+NEFA; 0. 746, 257, 729, 1+ALB+BUN+Ca+ALT+T
G+TCHO; 0. 744, 257. 697, 1+ALB+BUN+Ca+ALT+G Lc+TCHO; 0. 745, 258, 192, 1+ALB+BU
N+Ca+ALT+GLc+TG; 0. 745, 257. 522, 1+ALB+BUN+Ca+ALT+BHBA+TCHO; 0. 746, 257. 98
8, 1+ALB+BUN+Ca+ALT+BHBA+TG; 0. 744, 257. 920, 1+ALB+BUN+Ca+ALT+BHBA+G Lc;0.
745, 257. 037, 1+ALB+BUN+Ca+ALT+T-BIL+TCHO; 0. 747, 257. 470, 1+ALB+BUN+Ca+AL
T+T-BIL+TG;0. 748, 257, 415, 1+ALB+BUN+Ca+ALT+T-BIL+Glc; 0. 748, 257. 509, 1+A
LB+BUN+Ca+ALT+T-BIL+BHBA; 0. 746, 257. 347, 1+ALB+BUN+Ca+ALT+NEFA+TCHO; 0. 7
47,257,851, 1+ALB+BUN+Ca+ALT+NEFA+TG; 0. 748, 257. 844, 1+ALB+BUN+Ca+ALT+NE
FA+Glc;0. 746, 257. 784, 1+ALB+BUN+Ca+ALT+NEFA+BHBA; 0. 747, 257, 481, 1+ALB+B
UN+Ca+ALT+NEFA+T-BIL ;0. 745, 257, 754, 1+ALB+BUN+Ca+ALT+gGT+TCHO; 0. 745, 25
8.218, 1+ALB+BUN+Ca+ALT+gGT+TG; 0. 745, 258, 199, 1+ALB+BUN+Ca+ALT+gGT+GLlc;
0.745, 257,991, 1+ALB+BUN+Ca+ALT+gGT+BHBA; 0. 747, 257. 507, 1+ALB+BUN+Ca+AL
T+gGT+T-BIL;0. 749, 257. 876, 1+ALB+BUN+Ca+ALT+gGT+NEFA; 0. 729, 261,704, 1+A
LB4BUN+Ca+AST+G Lc+TCHO; 0. 727, 262. 354, 1+ALB+BUN+Ca+AST+G Lc+TG; 0. 732, 26
1,509, 1+ALB+BUN+Ca+AST+BHBA+TCHO; 0. 731, 262. 028, 1+ALB+BUN+Ca+AST+BHBA+
TG;0. 732, 262. 036, 1+ALB+BUN+Ca+AST+BHBA+GLc; 0. 739, 258. 965, 1+ALB+BUN+Ca
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+AST+T-BIL+TCHO; 0. 741, 259, 499, 1+ALB+BUN+Ca+AST+T-BIL+TG;0. 739, 259. 356
, T+ALB+BUN+Ca+AST+T-BIL+Glc; 0. 741, 259. 527, 1+ALB+BUN+Ca+AST+T-BIL+BHBA
;0.738, 259, 373, 1+ALB+BUN+Ca+AST+NEFA+TCHO; 0. 740, 260. 136, 1+ALB+BUN+Cat+
AST+NEFA+TG; 0. 739, 260. 180, 1+ALB+BUN+Ca+ASTNEFA4GLc; 0. 739, 260. 157, 1+A
LB+BUN+Ca+AST+NEFA4BHBA; 0. 741, 259. 533, 1+ALB+BUN+Ca+AST+NEFA+T-BIL ;0.7
31, 262. 486, 1+ALB+BUN+Ca+AST+gGT+Glc; 0. 734, 262. 131, 1+ALB+BUN+Ca+AST+gG
T+BHBA; 0. 740, 259. 522, 1+ALB+BUN+Ca+AST+gGT+T-BIL ;0. 740, 260, 111, 1+ALB+B
UN+Ca+AST+gGT+NEFA; 0. 745, 257, 437, 1+ALB+BUN+Ca+AST+ALT+TCHO; 0. 745, 257,
887, 1+ALB+BUN+Ca+AST+ALT4TG; 0. 745, 257, 866, 1+ALB+BUN+Ca+AST+ALT+Gc; 0.
746, 257. 606, 1+ALB+BUN+Ca+AST+ALT+BHBA; 0. 748, 256, 846, 1+ALB+BUN+Ca+AST+
ALT+T-BIL;0. 746, 257. 330, 1+ALB+BUN+Ca+AST+ALT4NEFA; 0. 745, 257. 871, 1+ALB
+BUN+Ca+AST+ALT+gGT;0. 732, 261, 559, 1+TP+ALB+ALT+G Lc+TG+TCHO; 0. 732, 261,
568, 14TP+ALB+ALT+BHBA+TG+TCHO; 0. 732, 261. 457, 1+TP+ALB+ALT+BHBA4G Lc+TCH
0;0.732, 262, 239, 14TP+ALB+ALT+BHBA+G Lc+TG; 0. 733, 261, 180, 1+TP+ALB+ALT+T
~BIL+TG+TCHO; 0. 734, 260. 876, 14TP+ALB+ALT+T-BIL+GLc+TCHO;0. 734, 261, 769,
14TP+ALB+ALT+T-BIL+Glc4TG;0. 733, 261, 151, 14TP+ALB+ALT+T-BIL+BHBA+TCHO;
0.733, 261,916, 1+TP+ALB+ALT+T-BIL+BHBA+TG;0. 734, 261. 766, 14TP+ALB+ALT+T
~BIL+BHBA+GLc;0. 735, 260. 825, 1+TP+ALB+ALT+NEFA+TG+TCHO; 0. 735, 260. 626, 1
+TP+ALB+ALT+NEFA4G Lc+TCHO; 0. 736, 261. 585, 1+TP+ALB+ALT+NEFA+G Lc4TG;0. 73
4,260, 829, 1+TP+ALB+ALT+NEFA+BHBA+TCHO; 0. 736, 261. 595, 14TP+ALB+ALT+NEFA
+BHBA+G Lc; 0. 734, 260. 834, 14TP+ALB+ALT+NEFA+T-BIL+TCHO; 0. 735, 261, 583, 1+
TP+ALB+ALT+NEFA+T-BIL+Glc; 0. 732, 261. 639, 1+TP+ALB+ALT+gGT+TG+TCHO; 0. 73
2,261,625, 1+TP+ALB+ALT+gGT+G Lc+TCHO; 0. 731, 262. 381, 1+TP+ALB+ALT+gGT+GL
c+TG;0. 732, 261. 625, 14TP+ALB+ALT+gGT+BHBA+TCHO; 0. 733, 262. 304, 1+TP+ALB+
ALT+gGT+BHBA+TG; 0. 732, 262. 240, 1+TP+ALB+ALT+gGT+BHBA+G Lc; 0. 735, 261. 140
, 14TP+ALB+ALT4+gGT+T-BIL4TCHO; 0. 734, 261, 877, 14TP+ALB+ALT+gGT+T-BIL+TG;
0.735, 261,701, 1+TP+ALB+ALT+gGT+T-BIL+Glc;0. 733, 261. 852, 14TP+ALB+ALT+g
GT+T-BIL+BHBA;0. 735, 260. 824, 14TP+ALB+ALT+gGT+NEFA+TCHO; 0. 734, 261, 578,
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14TP+ALB+ALT+gGT+NEFA+G Lc; 0. 737, 263, 169, 14TP+ALB+AST+T-BIL+TG+TCHO; 0.
735, 262. 506, 1+TP+ALB+AST+T-BIL+GLc+TCHO; 0. 736, 263. 657, 14TP+ALB+AST+T-
BIL+GLlc+TG;0. 735, 262. 957, 1+TP+ALB+AST+T-BIL+BHBA+TCHO; 0. 736, 263. 910, 1
+TP+ALB+AST+T-BIL+BHBA+TG; 0. 736, 263. 610, 14TP+ALB+AST+T-BIL+BHBA+GLc;0
. 740, 262. 133, 14TP+ALB+AST+NEFA+TG+TCHO; 0. 737, 261. 927, 1+TP+ALB+AST+NEF
A+GLc+TCHO; 0. 739, 263. 201, 14TP+ALB+ASTNEFA+G Lc+TG; 0. 739, 262, 214, 1+TP+
ALB+AST+NEF A+BHBA+TCHO; 0. 740, 263. 326, 1+TP+ALB+AST+NEFA+BHBA+TG; 0. 740,
263. 283, 14TP+ALB+AST+NEFA+BHBA+G Lc; 0. 740, 262. 191, 1+TP+ALB+AST+NEFA+T-
BIL+TCHO; 0. 740, 263. 221, 1+TP+ALB+AST+NEFA+T-BIL+TG; 0. 739, 263. 104, 14TP+
ALB+AST+NEFA+T-BIL+Glc; 0. 740, 263. 270, 1+TP+ALB+AST+NEFA+T-BIL+BHBA; 0. 7
29, 266. 562, 1+TP+ALB+AST+gGT+BHBA+G Lc; 0. 737, 263. 155, 14TP+ALB+AST+gGT+T
~BIL+TCHO;0.736, 264, 072, 14TP+ALB+AST+gGT+T-BIL+TG; 0. 736, 263. 673, 1+TP+
ALB+AST+gGT+T-BIL4Glc; 0. 735, 263. 916, 1+TP+ALB+AST+gGT+T-BIL+BHBA; 0. 737
,262. 107, 14TP+ALB+AST+gGT+NEFA+TCHO; 0. 738, 263. 254, 1+TP+ALB+AST+gGT+NE
FA4TG;0. 737, 263. 218, 14TP+ALB+AST+gGT+NEFA+GLc; 0. 738, 263, 324, 1+TP+ALB+
AST+gGT+NEFA+BHBA; 0. 738, 263. 244, 14TP+ALB+AST+gGT+NEFA+T-BIL ;0. 735, 261
. 104, 14+TP4+ALB+AST+ALT4TG+TCHO; 0. 734, 261 126, 14TP+ALB+AST+ALT+G Lc+TCHO
10.736, 261, 799, 14TP+ALB+AST+ALT+G Lc+TG; 0. 735, 260. 999, 14TP+ALB+ASTHALT
+BHBA+TCHO; 0. 736, 261, 613, 14TP+ALB+AST+ALT+BHBA+TG; 0. 735, 261, 556, 1+TP+
ALB+AST+ALT+BHBA+G Lc; 0. 736, 260. 194, 14TP+ALB+AST+ALT+T-BIL+TCHO; 0. 736,
260. 818, 1+TP+ALB+AST+ALT+T-BIL+TG; 0. 737, 260. 642, 1+TP+ALB+AST+ALT+T-BI
L+Glc;0. 735, 260. 801, 1+TP+ALB+AST+ALT+T-BIL+BHBA;0. 738, 259, 850, 1+TP+AL
B+AST+ALT+NEFA+TCHO; 0. 734, 261. 215, 1+TP+ALB+AST+ALT+gGT+TCHO; 0. 734, 261
. 825, 14+TP4+ALB+AST+ALT+gGT+TG; 0. 734, 261, 864, 14TP+ALB+AST+ALT+gGT+Glc; 0
. 735, 261. 658, 14TP+ALB+AST+ALT+gGT+BHBA; 0. 735, 260. 816, 1+TP+ALB+AST+ALT
+gGT+T-BIL;0.731, 261,455, 14TP+ALB+Ca+ALT+TG+TCHO; 0. 732, 261. 036, 14TP+A
LB+Ca+ALT+T-BIL+TCHO;0. 732, 261,503, 14TP+ALB+Ca+ALT+T-BIL+GLc;0. 734, 26
0.702, 1+TP+ALB+Ca+ALT+NEFA4TCHO; 0. 732, 261. 547, 14TP+ALB+Ca+ALT+gGT+TCH
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0;0.729, 262. 153, 14TP+ALB+Ca+ALT+gGT+Glc; 0. 728, 266. 424, 14TP+ALB+Ca+AST
+BHBA+G Lc; 0. 736, 263. 106, 14TP+ALB+Ca+AST+T-BIL+TCHO; 0. 735, 264. 008, 1+TP
+ALB+Ca+AST+T-BIL+TG; 0. 736, 263. 544, 14TP+ALB+Ca+AST+T-BIL+Glc; 0. 734, 26
3.830, 14TP+ALB+Ca+AST+T-BIL+BHBA; 0. 738, 262. 164, 1+TP+ALB+Ca+AST+NEFA+T
CHO; 0. 739, 263. 260, 14TP+ALB+Ca+AST+NEFA+TG; 0. 738, 263. 197, 1+TP+ALB+Ca+A
ST+NEFA+GLc;0. 738, 263. 338, 14TP+ALB+Ca+AST+NEFA+BHBA; 0. 739, 263. 243, 14T
P+ALB+Ca+ASTNEFA+T-BIL ;0. 729, 266. 678, 14TP+ALB+Ca+AST+gGT+BHBA; 0. 734,
264. 004, 14TP+ALB+Ca+AST+gGT+T-BIL ;0. 737, 263. 255, 1+TP+ALB+Ca+AST+gGT+N
EFA;0.734, 261, 028, 14TP+ALB+Ca+AST+ALT+TCHO; 0. 734, 261, 619, 14TP+ALB+Ca+
AST+ALT4TG;0. 734, 261. 601, 14TP+ALB+Ca+AST+ALT4GLc; 0. 734, 260. 698, 1+TP+A
LB+Ca+AST+ALT+T-BIL;0. 734, 261. 695, 1+TP+ALB+Ca+AST+ALT+gGT;0. 739, 262. 5
02, 14+TP+ALB+BUN+NEFA+T-BIL+TG; 0. 745, 257. 991, 1+TP+ALB+BUN+ALT+TG+TCHO;
0.746, 257. 990, 1+TP+ALB+BUN+ALT+G Lc+TCHO; 0. 745, 258. 508, 1+TP+ALB+BUN+AL
T+GLc+TG; 0. 746, 257. 712, 1+4TP+ALB+BUN+ALT+BHBA+TCHO; 0. 747, 258, 193, 1+TP+
ALB+BUN+ALT+BHBA+TG; 0. 746, 258. 160, 14TP+ALB+BUN+ALT+BHBA+GLc; 0. 746, 257
. 240, 1+TP+ALB+BUN+ALT+T-BIL+TCHO; 0. 748, 257. 685, 14TP+ALB+BUN+ALT+T-BIL
+TG;0. 748, 257. 689, 14TP+ALB+BUN+ALT+T-BIL+Glc; 0. 747, 257. 727, 1+TP+ALB+B
UN+ALT+T-BIL+BHBA; 0. 747, 257. 556, 1+TP+ALB+BUN+ALT+NEFA+TCHO; 0. 749, 258,
084, 14TP+ALB+BUN+ALT+NEFA4TG; 0. 748, 258, 112, 1+TP+ALB+BUN+ALT+NEFA+G Lc;
0.748, 257,712, 1+TP+ALB+BUN+ALT+NEFA+T-BIL ;0. 745, 258. 009, 14TP+ALB+BUN+
ALT+gGT+TCHO; 0. 745, 258. 509, 14TP+ALB+BUN+ALT+gGT+TG; 0. 745, 258, 513, 1+TP
+ALB+BUN+ALT+gGT+GLc; 0. 746, 258. 193, 14TP+ALB+BUN+ALT+gGT+BHBA; 0. 747, 25
7.729, 14TP+ALB+BUN+ALT+gGT+T-BIL ;0. 748, 258. 118, 1+TP+ALB+BUN+ALT+gGT+N
EFA;0.731, 261,938, 14TP+ALB+BUN+AST+G Lc+TCHO; 0. 733, 261. 643, 14TP+ALB+BU
N+AST+BHBA+TCHO; 0. 733, 262. 173, 1+TP+ALB+BUN+AST+BHBA+TG; 0. 733, 262. 209,
1+TP+ALB+BUN+AST+BHBA+G Lc ; 0. 740, 259, 071, 14TP+ALB+BUN+AST+T-BIL+TCHO; 0
. 742,259, 607, 14TP+ALB+BUN+AST+T-BIL+TG; 0. 741, 259. 518, 1+TP+ALB+BUN+AST
+T-BIL+Glc;0. 741, 259, 654, 1+4TP+ALB+BUN+AST+T-BIL+BHBA; 0. 740, 259, 479, 1+
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TP+ALB+BUN+AST+NEFA+TCHO; 0. 742, 260, 251, 1+TP+ALB+BUN+AST+NEFA+TG; 0. 740
, 260, 322, 1+TP+ALB+BUN+ASTHNEFA+GLc; 0. 739, 260. 249, 1+TP+ALB+BUN+AST+NEF
A+BHBA; 0. 741, 259, 640, 1+TP+ALB+BUN+AST+NEFA+T-BIL ;0. 732, 262, 730, 1+TP+A
LB+BUN+AST+gGT+Glc; 0. 736, 262, 274, 1+TP+ALB+BUN+AST+gGT+BHBA; 0. 741, 259,
640, 1+TP+ALB+BUN+AST+gGT+T-BIL; 0. 741, 260, 239, 1+TP+ALB+BUN+AST+gGT+NEF
A;0.745, 257,672, 1+TP+ALB+BUN+AST+ALT+TCHO; 0. 745, 258. 148, 1+TP+ALB+BUN+
AST+ALT+TG; 0. 745, 258. 150, 1+TP+ALB+BUN+AST+ALT+Glc; 0. 746, 257. 767, 1+TP+
ALB+BUN+AST+ALT+BHBA; 0. 747, 257, 009, 1+TP+ALB+BUN+AST+ALT+T-BIL ;0. 747, 2
57.515, 14TP+ALB+BUN+AST+ALT+NEFA; 0. 746, 258, 129, 1+TP+ALB+BUN+AST+ALT+g
GT;0.746, 257,741, 1+TP+ALB+BUN+Ca+ALT+TCHO; 0. 746, 258. 215, 1+TP+ALB+BUN+
CatALT+TG; 0, 745, 258. 194, 14TP+ALB+BUN+Ca+ALT+Glc; 0. 745, 258, 226, 1+TP+AL
B+BUN+Ca+ALT+gGT; 0, 730, 261, 853, 1+TP+ALB+BUN+Ca+AST+TCHO; 0. 731, 262, 472
, 1+TP+ALB+BUN+Ca+AST+Glc; 0. 735, 262. 146, 1+TP+ALB+BUN+Ca+AST+BHBA; 0. 740
, 259, 562, 1+TP+ALB+BUN+Ca+AST+T-BIL ;0. 740, 260. 218, 1+TP+ALB+BUN+Ca+AST+
NEFA; 0,734, 262, 541, 1+TP+ALB+BUN+Ca+AST+gGT; 0. 745, 257, 895, 1+TP+ALB+BUN
+Ca+ASTHALT

[41 1. ERBZMA2IETROMBEID LT SR (FI/B+E(LS
2% |

0.751,250. 928, 1+Lys+ALB; 0. 748, 251. 463, 1+Trp+ALB; 0. 746, 251. 928, 1+ALB+0
rn;0.743,252, 614, 1+Arg+ALB; 0. 736, 256. 166, 1+Phe+ALB; 0. 733, 255. 023, 1+AL
B+Val;0.731, 254,610, 1+ALB+ALT;0. 730, 257. 214, 1+Thr+ALB; 0. 730, 256. 539, 1
+ALB+Cit;0.729, 257. 132, 1+ALB+BUN; 0, 729, 259, 247, 1+ALB+AST; 0. 728, 256. 10
2, 1+ALB+BCAA; 0. 728, 257, 315, 1+ALB+Pro;0. 726, 259. 148, 1+ALB+NEFA; 0. 726, 2
56.753, 1+ALB+Leu; 0, 724, 257, 277, 1+ALB+Tyr ;0. 723, 258. 818, 1+ALB+Met ;0. 72
3,259, 905, 1+ALB+Gly; 0. 722, 258, 383, 1+ALB+I le; 0. 720, 259. 937, 1+ALB+3MeH i
s;0.718, 260. 087, 1+ALB+T-BIL;0.717, 256. 888, 1+ALB+Asp; 0,716, 261, 875, 1+A
LB+gGT;0.716, 261. 000, 1+ALB+GLn;0. 714,261,615, 1+ALB+His;0.713, 261. 534,
1+ALB+Ser;0.713, 262, 083, 1+ALB+BHBA; 0. 711, 262, 141, 1+ALB+Ca; 0. 707, 262, 2
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75, 1+ALB+G Lc

[412, ERBEZMADIETEHMBELIADLTZR (FI/BEB+ELE
SEH) |

0.766, 248, 802, 1+ALB+Cit+Trp;0. 765, 247, 923, 1+Lys+ALB+BUN; 0. 764, 248, 646
, 1+ALB+BUN+Trp; 0. 759, 247, 974, 1+Arg+ALT+ALB; 0. 759, 247, 457, 1+ALB+ALT+Ly
s;0.757,252, 122, 14+ALB+Cys+Lys; 0. 757, 250, 503, 1+ALB+Lys+Trp; 0. 757, 250. 6
72, 1+ALB+3MeHis+Lys; 0. 756, 250, 224, 1+ALB+AST+Lys; 0. 756, 249, 022, 1+ALB+A
LT4+0rn; 0. 756, 250, 642, 1+ALB+AST+0rn; 0. 756, 250. 202, 1+Trp+AST+ALB; 0. 756,
251,172, 1+ALB+BUN+Phe; 0. 756, 252, 160, 1+Gly+Trp+ALB; 0, 755, 250. 883, 1+ALB
+0rn+Trp;0. 755, 251. 288, 1+ALB+NEFA+Lys; 0. 755, 251, 184, 1+ALB+BUN+Orn; 0.7
54, 250, 863, 1+ALB+Arg+Trp;0. 754, 251,609, 1+Lys+His+ALB; 0, 754, 251, 897, 1+
ALB+0Orn+Lys;0. 753, 255. 172, 1+Gly+Phe+ALB; 0. 752, 252, 805, 1+ALB+Phe+Trp;0
. 752,251, 356, 1+Lys+TCHO+ALB; 0. 752, 251, 446, 1+ALB+AST+Arg; 0. 752, 252, 955
, 14Trp+GLlc+ALB; 0. 752, 252, 970, 1+Ala+Trp+ALB; 0. 752, 251, 464, 1+ALB+BUN+Ar
g;0.751, 252,904, 1+Lys+ALB+TP; 0, 751, 251, 848, 1+Arg+Lys+ALB; 0. 751, 253, 07
7, 1+ALB+0rn+Phe; 0. 751, 252, 454, 1+Lys+Glc+ALB; 0. 751, 252, 751, 1+Lys+TG+AL
B;0.751,252, 928, 1+Lys+Tyr+ALB; 0. 751, 252, 928, 1+AlatLys+ALB;0. 751, 252, 7
57, 1+Lys+gGT+ALB; 0, 750, 250. 939, 1+ALB+AsptLys;0. 750, 252, 897, 1+ALB+Lys+
Phe;0.750, 252, 905, 1+Lys+Thr+ALB; 0. 750, 252, 910, 1+BCAA+Lys+ALB; 0. 750, 25
2.927, 1+TrptHis+ALB; 0. 750, 252, 528, 1+ALB+3MeHis+0rn; 0. 750, 251, 740, 1+AL
B+3MeHis+Arg; 0. 750, 252, 842, 1+ALB+Lys+Val;0. 749, 250, 838, 1+ALB+Asp+Trp;
0.749, 252, 958, 1+ALB+Val+Trp; 0. 749, 253. 367, 1+Trp+ALB+TP; 0. 749, 252, 826,
1+Lys+ALB+Ca; 0. 749, 252, 335, 1+Trp+TCHO+ALB; 0. 749, 252, 885, 1+ALB+3MeHis+
Trp;0.749, 252, 841, 1+Lys+ALB+BHBA; 0. 749, 252, 798, 1+ALB+Arg+0rn; 0. 749, 25
3.298, 1+ALB+NEFA+Trp; 0. 748, 253. 430, 1+Trp+Thr+ALB; 0. 748, 253, 463, 1+Trp+
ALB+BHBA; 0, 748, 253, 312, 1+ALB+NEFA+Orn; 0, 748, 253, 176, 1+Arg+ALB+NEFA;0,
748, 253. 394, 1+ALB+Tyr+Trp; 0. 748, 253. 359, 1+Trp+gGT+ALB; 0. 747, 253. 876, 1
+Thr+ALB+BUN; 0. 747, 253, 425, 14Trp+TG+ALB; 0, 746, 255, 377, 1+Phe+ALB+NEFA;
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0.746, 253. 580, 1+Arg+His+ALB; 0. 746, 253. 369, 1+Trp+ALB+Ca; 0. 746, 251, 782,
14BCAA+ALT+ALB; 0, 746, 252, 568, 1+Arg+TCHO+ALB; 0, 746, 253, 940, 1+Arg+gGT+A
LB; 0. 745, 252, 538, 1+ALB+BUN+ALT ;0. 745, 255, 200, 1+ALB+3MeHis+Phe; 0. 744, 2
53.712, 1+ALB+0rn+Val; 0, 744, 252, 413, 1+ALB+Asp+0rn; 0, 744, 253, 841, 1+ALB+
Orn+Tyr;0.744, 256, 915, 1+GLly+Thr+ALB; 0. 743, 253. 271, 1+ALB+BUN+Val ;0. 743
, 254,502, 1+Arg+ALB+TP; 0. 743, 254. 187, 1+ALB+Arg+Phe; 0. 743, 254, 051, 1+Arg
+Thr+ALB; 0. 743, 253. 922, 14+BCAA+ALB+BUN; 0. 743, 254, 520, 1+Arg+GLlc+ALB; 0. 7
43,254,614, 1+Arg+Tyr+ALB; 0. 743, 254. 614, 1+Arg+ALB+BHBA; 0. 742, 254, 594, 1
+Arg+TG+ALB; 0, 742, 255, 191, 1+Phe+AST+ALB; 0. 742, 254, 525, 1+Alat+Arg+ALB; 0
. 742,254,500, 1+Arg+ALB+Ca; 0. 742, 253, 589, 1+ALB+Arg+Val; 0, 741, 254, 230, 1
+ALB+AST+Val; 0. 741, 254, 291, 1+Tyr+ALB+BUN; 0. 740, 253. 554, 1+ALB+Arg+Asp;
0.740, 256, 093, 1+Thr+AST+ALB; 0. 740, 257, 408, 1+ALB+AST+NEFA; 0, 740, 254, 25
3, 14+BCAA+Arg+ALB; 0. 739, 255, 195, 1+BCAA+AST+ALB; 0. 738, 251, 157, 1+ALB+ALT
+Asp; 0. 738, 258, 458, 1+Gly+AST+ALB; 0. 738, 256. 311, 1+ALB+Val+Phe; 0. 738, 25
7.677, 1+Phe+His+ALB; 0, 737, 258, 007, 1+Phe+G Lc+ALB; 0, 737, 253, 422, 1+ALB+B
UN+Asp; 0. 737, 256, 736, 1+GLy+BCAA+ALB; 0. 737, 256. 229, 1+ALB+NEFA+Val;0. 73
6, 254,128, 1+ALB+Asp+Val;0. 736, 257, 476, 1+Thr+Phe+ALB; 0. 736, 257. 949, 1+A
lat+Phe+ALB; 0. 736, 257, 933, 1+Phe+TG+ALB; 0, 736, 258, 073, 1+Ala+GLly+ALB; 0.7
36, 256. 025, 1+Phe+TCHO+ALB; 0. 736, 257. 014, 1+ALB+BUN+NEFA; 0. 736, 255. 661,
1+His+ALT+ALB; 0. 736, 257. 427, 1+Thr+ALB+NEFA; 0. 736, 257. 231, 1+BCAA+Phe+A
LB; 0. 736, 256, 252, 1+ALB+AST+Tyr ;0. 735, 258, 073, 1+PhetALB+TP; 0, 735, 257. 4
15, 14Gly+Tyr+ALB; 0, 735, 256. 239, 1+ALB+3MeHis+Val;0. 735, 257. 963, 1+Phe+A
LB+BHBA; 0. 735, 257, 897, 1+ALB+Tyr+Phe; 0. 735, 255, 954, 1+ALB+AST+ALT; 0, 734
, 256,903, 1+BCAA+ALB+NEFA; 0. 734, 255. 699, 1+ALB+ALT+NEFA; 0. 734, 258. 068, 1
+Phe+ALB+Ca; 0. 734, 255, 791, 1+ALB+AST+Asp; 0. 734, 257, 811, 14Phe+gGT+ALB; 0
. 733, 255, 498, 1+Gly+ALT+ALB; 0. 733, 255, 585, 1+ALB+AsptPhe; 0. 733, 257. 163,
14BCAA+His+ALB; 0, 733, 257. 942, 1+G ly+ALB+BUN; 0, 733, 256. 798, 1+ALB+BUN+AS
T;0.732,255.771, 1+ALB+ALT+3MeHis; 0. 732, 258. 521, 14Thr+GLc+ALB; 0. 731, 25
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7.725, 1+ALB+BUN+3MeHis; 0. 731, 256. 871, 1+ALB+Tyr+Val;0. 731, 257, 115, T+AL
B+3MeHis+Tyr;0. 731, 258, 965, 1+ALB+AST+3MeHis; 0. 731, 256. 106, 1+BCAA+TCHO
+ALB; 0. 730, 258. 780, 14Thr+gGT+ALB; 0. 730, 259. 168, 1+Thr+ALB+BHBA; 0. 730, 2
57.987, 1+ALB+NEFA+Tyr; 0, 730, 259, 915, 1+His+AST+ALB; 0. 730, 257. 870, 1+Thr
+TCHO+ALB; 0, 730, 258. 898, 1+Thr+His+ALB; 0. 730, 259. 151, 1+Thr+ALB+TP; 0. 73
0, 258. 553, 1+His+ALB+BUN; 0. 730, 259. 064, 1+Ala+AST+ALB; 0. 730, 257. 777, 1+B
CAA+Thr+ALB; 0. 730, 257, 823, 1+BCAA+G LctALB; 0. 729, 257. 851, 1+Ala+BCAA+ALB
;0.729, 253, 873, 1+ALB+3MeHistAsp; 0. 728, 257. 885, 1+BCAA+Tyr+ALB; 0. 728, 25
9.108, 1+Thr+ALB+Ca; 0. 728, 258. 814, 1+Thr+TG+ALB; 0, 728, 257. 839, 1+BCAA+AL
B+BHBA; 0. 728, 258, 192, 1+Thr+Tyr+ALB; 0, 728, 258, 066, 1+BCAA+ALB+TP; 0. 728,
256, 142, 1+ALB+NEFA+Asp; 0. 728, 257, 847, 1+BCAA+gGT+ALB; 0, 727, 261, 166, 1+G
ly+His+ALB; 0. 727, 258. 024, 1+BCAA+ALB+Ca; 0. 727, 257, 975, 1+BCAA+TG+ALB; 0.
726,260,773, 1+GLy+ALB+NEFA; 0, 725, 259. 215, 14Tyr+GLc+ALB; 0. 725, 259. 030,
1+Ala+Tyr+ALB; 0. 725, 260. 931, 1+His+ALB+NEFA; 0, 725, 260. 412, 1+ALB+NEFA+3
MeHis;0. 725,261,822, 1+Gly+ALB+TP; 0. 724, 256. 804, 1+Tyr+TCHO+ALB; 0. 724, 2
61,763, 1+Gly+Glc+ALB; 0. 724, 259. 212, 1+Tyr+ALB+TP; 0. 724, 258. 970, 1+Tyr+g
GT+ALB; 0. 724, 256. 803, 1+ALB+Asp+Tyr;0.724, 261, 628, 1+Gly+gGT+ALB; 0. 723,
259, 063, 14Tyr+His+ALB; 0. 723, 259, 223, 1+Tyr+TG+ALB; 0. 723, 261, 768, 1+Gly+
TG+ALB; 0. 723, 261,705, 1+GLly+ALB+BHBA; 0. 722, 259. 180, 1+Tyr+ALB+BHBA; 0. 72
2,259,183, 1+Tyr+ALB+Ca; 0. 721, 261, 715, 1+GLly+ALB+Ca; 0. 721, 259, 584, 1+Gly
+TCHO+ALB; 0, 720, 263. 048, 1+His+gGT+ALB;0. 719, 261, 445, 1+Ala+gGT+ALB; 0. 7
17,261,466, 1+His+TCHO+ALB; 0. 717, 260. 175, 1+Ala+TCHO+ALB; 0. 715, 263. 435,
1+His+ALB+TP; 0. 714, 263, 507, 1+His+Glc+ALB; 0. 714, 261,737, 1+Ala+ALB+TP; 0
. 714, 263. 206, 1+His+TG+ALB; 0. 714, 263. 439, 1+His+ALB+BHBA; 0. 713, 263. 421,
14+His+ALB+Ca

[413. EXBEZMA2IETROMREID LT SR (FI/B+E(LS
4ZH) ]

0.771,247.738, 1+ALB+BUN+Lys+Trp; 0. 770, 247, 390, 1+ALB+BUN+ALT+Trp;0. 770
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, 248, 325, 1+ALB+BUN+His+Lys; 0. 770, 249, 074, 1+ALB+BUN+Lys+I Le; 0. 769, 249,

248, 1+ALB+BUN+Phe+Trp; 0, 769, 249, 244, 1+Ala+Trp+ALB+BUN; 0. 768, 245, 692, 1

+ALB+BUN+ALT+Lys; 0. 768, 248. 927, 1+Gly+Lys+ALB+BUN; 0. 767, 247. 744, 1+ALB+
BUN+Asp+Trp; 0. 767, 249, 512, 1+ALB+BUN+Lys+Phe; 0. 767, 248, 133, 1+Trp+Arg+A
LT+ALB;0. 767, 248, 133, 1+ALB+ALT+Arg+Trp;0. 767, 247, 638, 1+ALB+BUN+Asp+tLy
s;0.766, 248, 645, 1+ALB+BUN+3MeHistLys; 0, 766, 249, 064, 1+ALB+BUN+NEFA+Lys
;0.766, 249, 156, 1+ALB+BUN+Arg+Trp; 0. 766, 249, 030, 1+ALB+BUN+T-BIL+Lys;0.

766, 249, 916, 1+ALB+BUN+Lys+Val;0. 766, 247, 745, 1+ALB+BUN+ALT+Arg; 0. 766, 2
49. 689, 1+AlatLys+ALB+BUN; Q. 766, 248. 949, 1+Lys+TCHO+ALB+BUN; 0. 766, 249. 9
82, 14Trp+His+ALB+BUN; 0. 766, 249, 594, 1+Gly+Lys+AST+ALB; 0. 765, 249, 087, 1+
ALB+ALT+0rn+Trp; 0. 765, 249, 632, 1+ALB+BUN+Arg+Lys; 0. 765, 249, 760, 1+BCAA+
Lys+ALB+BUN; 0. 765, 250, 424, 1+Trp+GLc+ALB+BUN; 0. 765, 250, 181, 1+Gly+Trp+A
LB+BUN; 0, 765, 250, 425, 1+Trp+ALB+BUN+TP; 0. 765, 249, 933, 1+Trp+TCHO+ALB+BU
N;0.765, 249,919, 1+ALB+BUN+Lys+Tyr ;0. 765, 248. 419, 14+Gly+Lys+ALT+ALB;0. 7
65, 249, 803, 1+ALB+BUN+OrntLys; 0, 765, 249, 914, 1+ALB+BUN+Thr+Lys; 0. 765, 24
8. 448, 1+ALB+BUN+AST+Trp; 0. 764, 250, 342, 1+TrptLystHis+ALB; 0. 764, 249, 738
, 1+ALB+BUN+BHBA+Lys; 0. 764, 250, 600, 1+ALB+BUN+Tyr+Trp; 0. 764, 250, 298, 14G
ly+Phe+ALT+ALB; 0. 764, 250, 641, 1+Trp+TG+ALB+BUN; 0. 764, 248, 598, 1+G ly+Arg
+ALT+ALB; 0. 764, 250. 843, 1+Gly+Trp+Lys+ALB; 0. 764, 249, 873, 1+GLly+Arg+AST+
ALB;0.764, 249, 425, 1+ALB+BUN+0rn+Trp; 0. 764, 250. 593, 1+Trp+Thr+ALB+BUN; 0
. 764,252,477, 1+Gly+BCAA+Lys+ALB; 0. 764, 248, 178, 1+ALB+BUN+AST+Lys; 0. 764
, 248,243, 1+ALB+ALT+Lys+Trp; 0. 764, 249, 893, 1+Lys+TG+ALB+BUN; 0. 763, 251. 0
74, 1+ALB+BUN+0rn+Phe; 0. 763, 249. 691, 1+ALB+BUN+G LctLys; 0. 763, 249, 867, 1+
ALB+BUN+gGT+Lys; 0. 763, 250, 597, 1+Trp+ALB+BUN+BHBA; 0, 763, 249, 812, 1+Lys+
ALB+BUN+TP; 0. 763, 250, 636, 1+Trp+ALB+BUN+NEFA; 0. 763, 249, 834, 1+ALB+BUN+C
atlLys;0.763, 250, 622, 14Trp+gGT+ALB+BUN; 0. 763, 251, 423, 1+GLly+Lys+His+ALB
:0.763, 250. 443, 1+ALB+BUN+3MeHis+Trp; 0. 763, 249, 748, 1+ALB+ALT+Arg+I le; 0
. 763, 250, 633, 1+BCAA+Trp+ALB+BUN; 0. 763, 251, 750, 1+Gly+Phe+ALB+BUN; 0. 763
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, 250, 549, 1+ALB+BUN+Val+Trp; 0. 763, 250. 553, 1+Trp+ALB+BUN+Ca; 0. 763, 250. 8
58, 1+GLly+Trp+Arg+ALB; 0. 763, 250. 898, 1+Trp+GLc+ALT+ALB; 0. 762, 248, 594, 1+
ALB+ALT+3MeHis+Lys; 0. 762,252, 155, 1+Gly+Lys+Glc+ALB; 0. 762, 252, 459, 1+Al
a+Gly+Lys+ALB; 0, 762, 250. 499, 1+Trp+Arg+His+ALB; 0. 762, 251, 990, 1+Phe+His
+ALB+BUN; 0. 762, 249, 709, 1+ALB+AST+Lys+Trp;0. 762, 248, 185, 1+ALB+ALT+Arg+
Lys;0.762,252.910, 1+Ala+Gly+Trp+ALB; 0. 762, 249, 674, 1+ALB+AST+Arg+Trp;0
. 762,249, 051, 1+ALB+AST+ALT+Arg; 0, 762, 250,619, 1+Gly+Trp+AST+ALB; 0. 762,
251,475, 1+ALB+BUN+3MeH i st+Phe; 0, 762, 248, 983, 1+ALB+ALT+Lys+Phe;0. 762, 25
2.579, 1+Gly+Lys+Phe+ALB; 0. 762, 248. 965, 1+ALB+ALT+0rntLys; 0. 761, 248. 678
, 1+ALB+ALT+His+tLys;0. 761, 252,676, 1+Gly+Lys+Tyr+ALB;0, 761, 253, 118, 1+GL
y+Trp+PhetALB; 0. 761, 249, 293, 1+ALB+ALT+Arg+0rn; 0, 761, 248, 949, 1+ALB+ALT
+3MeHistArg;0.761, 250, 201, 1+ALB+AST+NEFA+Lys; 0,761, 251, 694, 1+ALB+BUN+
NEFA+Phe;0. 761, 251, 228, 1+Gly+ArgtLys+ALB; 0. 761, 248, 604, 1+ALB+ALT+Lys+
Ile;0.761,252.672, 1+Gly+Lys+Thr+ALB; 0. 761, 249, 586, 1+ALB+AST+0rn+Trp;0
. 761,251,821, 1+Arg+Phe+ALB+BUN; 0, 761, 248, 838, 1+ALB+BUN+ALT+0rn; 0, 761,
249, 165, 1+ALB+ALT+NEFA+Lys;0. 761,251, 084, 1+Trp+Thr+ALT+ALB; 0. 760, 251,
850, 1+BCAA+Trp+Lys+ALB; 0. 760, 252, 129, 14Trp+Lys+Tyr+ALB; 0. 760, 250. 813,
14Gly+Lys+TCHO+ALB; 0. 760, 251, 265, 1+Trp+ALT+gGT+ALB; 0. 760, 250. 774, 1+AL
B+ALT+Val+Trp;0. 760, 249, 305, 1+Arg+TCHO+ALT+ALB; 0. 760, 249, 853, 1+ALB+AL
T+NEFA+Arg; 0. 760, 249, 833, 1+ALB+ALT+gGT+Arg; 0. 760, 252, 616, 1+GLly+Lys+AL
B+TP;0. 760, 249. 970, 1+ALB+ALT+Arg+Tyr ;0. 760, 250, 967, 1+BCAA+Trp+ALT+ALB
;0.760, 248, 783, 1+Lys+TCHO+ALT+ALB; 0. 760, 250. 636, 1+Gly+Trp+ALT+ALB;0. 7
60,251,311, 1+ALB+3MeHis+tLys+Trp; 0. 760, 249. 137, 1+ALB+ALT+GlctLys; 0. 760
, 249, 004, 1+ALB+3MeH i stAsptLys; 0, 760, 249, 952, 1+Arg+ALT+ALB+TP; 0. 760, 25
1.248, 14Trp+TG+ALT+ALB; 0. 760, 251, 867, 1+TrptLys+Thr+ALB; 0. 760, 249. 257,
1+ALB+ALT+His+Arg; 0. 760, 251, 260, 1+Trp+ALT+ALB+BHBA; 0. 760, 249, 966, 1+AL
B+ALT+BHBA+Arg; 0. 760, 252, 693, 1+GLly+Lys+TG+ALB; 0, 760, 252. 869, 14Thr+Phe
+ALB+BUN; 0. 760, 247, 164, 1+ALB+ALT+AsptLys; 0. 759, 249, 974, 1+ALB+ALT+T-BI



WO 2018/003638 279 PCT/JP2017/022927

L+Arg;0. 759, 251,933, 14Trp+Lys+Glc+ALB; 0. 759, 249, 380, 1+ALB+ALT+T-BIL+L
ys;0.759, 251,457, 1+ALB+AST+His+Lys; 0. 759, 251. 250, 14Trp+ALT+ALB+NEFA; 0
. 759, 249,610, 1+ALB+ALT+Argt+Val; 0, 759, 251, 099, 14+Trp+His+ALT+ALB; 0. 759,
250,021, 1+ALB+ALT+His+0rn; 0. 759, 249. 940, 1+Alat+Arg+ALT+ALB; 0. 759, 253. 6
26, 1+GLly+Trp+GLlc+ALB; 0. 759, 252, 466, 1+ALB+AST+0rn+Ile;0. 759, 252, 533, 1+
Ala+Phe+ALB+BUN; 0. 759, 250. 984, 1+Trp+Tyr+ALT+ALB; 0. 759, 252, 658, 1+GLy+L
ys+ALB+BHBA; 0. 759, 251, 392, 1+Lys+His+ALB+NEFA; 0, 759, 249, 907, 1+ALB+ALT+
Glc+Arg;0.759, 251,568, 1+Arg+Lys+His+ALB; 0. 759, 251, 312, 1+ALB+AST+His+0
rn;0.759, 249, 401, 1+ALB+ALT+BHBA+Lys; 0. 759, 249, 453, 1+AlatLys+ALT+ALB;0
. 759, 249, 941, 1+Trp+ALT+AST+ALB; 0. 759, 251. 470, 14+Trp+Arg+TCHO+ALB; 0. 759
, 248,170, 1+ALB+ALT+Asp+Trp; 0. 759, 252, 468, 1+Gly+Lys+ALB+NEFA; 0. 759, 252
. 636, 1+Gly+Lys+gGT+ALB; 0. 759, 249. 450, 1+Lys+TG+ALT+ALB; 0. 759, 249, 453, 1
+ALB+ALT+Lys+Val;0. 759, 248, 647, 1+ALB+ALT+Arg+Asp; 0. 759, 251, 900, 1+Trp+
ArgtLys+ALB; 0. 759, 251, 832, 14+Phe+TCHO+ALB+BUN; 0. 759, 251, 024, 1+ALB+AST+
Argtlys;0.759, 250. 694, 1+Trp+TCHO+ALT+ALB; 0. 759, 249, 446, 1+ALB+ALT+Lys+
Tyr;0.759, 249, 879, 1+Arg+TG+ALT+ALB; 0. 758, 249, 866, 1+BCAA+Arg+ALT+ALB; 0
. 758, 249, 456, 1+ALB+ALT+ThrtLys; 0, 758, 251, 007, 1+ALB+AST+0rn+Lys; 0. 758,
251,306, 1+ALB+3MeHistArgtlLys;0. 758, 252, 346, 1+TrptLys+ALB+TP; 0. 758, 251
. 429, 1+ALB+AST+Lys+I le; 0. 758, 252, 892, 1+Ala+Gly+Arg+ALB; 0. 758, 252, 071,
1+ALB+AST+T-BIL+0rn; 0. 758, 252, 570, 1+Gly+Lys+ALB+Ca; 0. 758, 254, 027, 1+G1
y+Trp+ALB+NEFA; 0, 758, 249, 452, 1+ALB+ALT+gGT+Lys; 0. 758, 251, 667, 1+ALB+AS
TH+NEFA+Orn; 0. 758, 248, 626, 1+ALB+AST+ALT+Lys; 0. 758, 251, 316, 14Trp+Lys+TC
HO+ALB; 0. 758, 249, 867, 1+ALB+Ca+ALT+Arg; 0. 758, 251, 228, 1+Trp+ALT+ALB+Ca;
0.758, 254, 013, 14Gly+Trp+ALB+TP; 0. 758, 250. 237, 1+ALB+AST+3MeHistLys; 0.7
58, 2562, 032, 1+Trp+Lys+ALB+NEFA; 0. 758, 250, 984, 1+ALB+AST+T-BIL+tLys;0. 758
, 249,417, 14+BCAA+Lys+ALT+ALB; 0, 758, 251, 655, 1+A la+Trp+AST+ALB; 0. 758, 251
. 746, 1+Trp+GLc+AST+ALB; 0. 758, 252, 053, 1+ALB+3MeHis+0rn+Lys; 0. 758, 252, 4
98, 1+Trp+Lys+ALB+BHBA; 0. 758, 251, 566, 1+ALB+AST+Arg+0rn; 0, 757, 251, 215, 1
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+Phe+AST+ALB+BUN; 0. 757, 252, 483, 1+ALB+AST+Thr+0rn; 0. 757, 250, 609, 1+ALB+
ALT+3MeHis+0rn; 0. 757, 252. 968, 1+G ly+Arg+Phe+ALB; 0, 757, 251, 985, 1+Trp+AS
T+ALB+TP; 0. 757, 253, 121, 1+Phe+G Lc+ALB+BUN; 0. 757, 253, 245, 1+Lys+Phe+His+
ALB;0. 757,250,743, 1+ALB+BUN+AST+0rn; 0. 757, 252, 523, 1+Trp+Arg+Glc+ALB; 0
. 757,252,193, 1+ALB+AST+Lys+Phe; 0. 757, 251, 509, 1+Lys+TCHO+ALB+NEFA; 0. 75
7,252,542, 1+ALB+3MeHis+Lys+Phe; 0. 757, 252, 500, 1+Ala+Trp+Lys+ALB; 0. 757,
252,135, 1+Lys+AST+ALB+TP; 0. 757, 251, 379, 1+Lys+TCHO+AST+ALB; 0. 757, 256. 2
97, 1+AlatGly+Phe+ALB; 0. 757, 252, 392, 1+ALB+AST+Glc+0rn; 0. 757, 252, 478, 1+
Trp+Lys+Phe+ALB; 0, 757, 251, 127, 1+Arg+AST+ALB+BUN; 0. 757, 252. 632, 1+ALB+A
ST+BHBA+0rn;0. 757, 251, 462, 1+Arg+AST+ALB+NEFA; 0. 756, 250, 460, 1+ALB+BUN+
ALT+Val;0.756, 252, 146, 1+Lys+TG+AST+ALB; 0. 756, 251, 980, 1+Trp+His+AST+AL
B;0.756, 252, 223, 1+AlatLys+AST+ALB; 0, 756, 249, 420, 1+ALB+Ca+ALT+Lys;0. 75
6, 254. 085, 1+Gly+Trp+Thr+ALB; 0. 756, 251, 968, 1+ALB+AST+0rn+Phe; 0. 756, 249
. 779, 1+ALB+AST+ALT4+0rn; 0. 756, 249, 011, 1+ALB+ALT+Asp+0rn; 0. 756, 252, 451,
14Trp+Lys+TG+ALB; 0, 756, 252, 751, 1+Lys+GLc+ALB+NEFA; 0. 756, 252, 624, 1+ALB
+AST+g9GT+0rn; 0. 756, 252, 163, 1+Trp+AST+ALB+BHBA; 0. 756, 253. 134, 1+BCAA+Ph
e+ALB+BUN; 0. 756, 254, 154, 1+Gly+Trp+TG+ALB; 0, 756, 253. 049, 1+BCAA+Lys+ALB
+NEFA; 0. 756, 252, 164, 1+ALB+AST+Lys+Val;0. 756, 253. 168, 1+Phe+ALB+BUN+TP;
0.756, 250. 751, 1+ALB+ALT+Thr+0rn; 0. 756, 254, 082, 1+Gly+BCAA+Trp+ALB; 0. 75
6, 254,153, 1+Gly+Trp+ALB+BHBA; 0. 756, 253, 487, 1+Lys+His+ALB+TP; 0. 756, 253
. 536, 1+Lys+Thr+His+ALB; 0. 756, 251, 828, 1+Trp+AST+ALB+NEFA; 0. 756, 251, 451
, 1+ALB+AST+3MeHis+0rn; 0. 756, 262, 199, 1+BCAA+Lys+AST+ALB; 0. 756, 252. 223,
1+Lys+Tyr+AST+ALB; 0. 756, 253, 151, 1+Phe+TG+ALB+BUN; 0, 756, 252, 438, 14+Trp+
Lys+gGT+ALB; 0. 756, 252, 202, 1+Trp+TG+AST+ALB; 0. 756, 251, 178, 1+Gly+Arg+TC
HO+ALB; 0. 756, 254, 506, 1+Ala+Trp+Glc+ALB; 0. 756, 251, 725, 1+Trp+Phe+AST+AL
B;0.756, 253. 809, 1+AlatTrptHis+ALB; 0, 756, 252, 176, 14Trp+Thr+AST+ALB; 0. 7
56, 263. 172, 1+Phe+Tyr+ALB+BUN; 0. 756, 253. 516, 1+AlatLys+His+ALB; 0. 756, 25
3.773, 1+Gly+Phe+AST+ALB; 0. 755, 252, 208, 1+Lys+Thr+AST+ALB; 0. 755, 253. 276
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, 14Lys+TG+ALB+NEFA; 0. 755, 252. 832, 1+Ala+Trp+Arg+ALB; 0. 755, 253. 160, 1+Ly
s+ALB+TP+NEFA; 0. 755, 252, 068, 1+ALB+AST+BHBA+Lys; 0. 755, 253, 443, 1+BCAA+L
ys+His+ALB; 0. 755, 251. 644, 1+Trp+TCHO+AST+ALB; 0. 755, 252, 508, 1+Arg+Lys+A
LB+NEFA; 0. 755, 252, 983, 1+Phe+gGT+ALB+BUN; 0, 755, 252, 500, 1+Arg+Thr+ALB+B
UN;0.755, 252, 192, 1+Lys+AST+gGT+ALB; 0. 755, 251, 566, 1+Gly+Arg+ALB+BUN; 0.
755, 253. 238, 1+Lys+ALB+NEFA+BHBA; 0. 755, 253. 398, 1+Gly+Arg+TG+ALB; 0. 755,
253.100, 1+GLly+Arg+Thr+ALB; 0. 755, 252, 920, 1+Lys+His+Glc+ALB; 0. 755, 254. 1
20, 1+GLly+Trp+gGT+ALB; 0. 755, 252, 709, 1+BCAA+Trp+Arg+ALB; 0. 755, 251, 729, 1
+Lys+G Lc+AST+ALB; 0. 755, 252, 154, 14Trp+Tyr+AST+ALB; 0. 755, 254, 061, 1+GLy+
Trp+ALB+Ca; 0. 755, 250, 151, 1+ALB+AST+Asp+Lys; 0. 755, 252, 086, 14+Trp+AST+gG
T+ALB; 0. 755, 250, 631, 1+BCAA+ALT+ALB+BUN; 0, 755, 254, 618, 1+Ala+Trp+Phe+AL
B;0.755,252.770, 14Trp+Arg+Thr+ALB; 0. 755, 252. 349, 14Trp+Lys+ALB+Ca;0. 75
5,252,612, 1+ALB+Ca+AST+0rn; 0. 754, 252, 841, 1+Trp+Arg+ALB+TP; 0, 754, 252, 1
07, 1+BCAA+Trp+AST+HALB; 0, 754, 253, 275, 1+Ala+Lys+ALB+NEFA; 0. 754, 252, 124,
14Trp+AST+ALB+Ca; 0, 754, 253, 478, 1+Trp+GLc+TCHO+ALB; 0. 754, 253. 195, 1+Lys
+Thr+ALB+NEFA; 0, 754, 253, 793, 1+Ala+Trp+TCHO+ALB; 0. 754, 252, 044, 1+Arg+TC
HO+ALB+BUN; @, 754, 252, 863, 1+Trp+Arg+TG+ALB; 0. 754, 252. 611, 1+4Trp+Arg+gGT
+ALB; 0. 754, 252, 435, 1+Lys+Glc+TCHO+ALB; 0, 754, 252, 817, 1+Ala+Arg+ALB+BUN
;0.754, 252,129, 1+Lys+AST+ALB+Ca; 0. 754, 253. 235, 1+Lys+gGT+ALB+NEFA; 0. 75
4,252,780, 1+Gly+Trp+TCHO+ALB; 0. 753, 253. 028, 1+Arg+gGT+ALB+BUN; 0, 753, 25
3.140, 1+Gly+Arg+gGT+ALB; 0. 753, 254, 733, 1+Ala+Trp+ALB+NEFA; 0. 753, 253. 35
2, 14Gly+Arg+Glc+ALB; 0. 753, 253. 480, 1+Gly+BCAA+Arg+ALB; 0. 753, 252, 121, 1+
Arg+Lys+TCHO+ALB; 0. 753, 253. 679, 1+BCAA+Arg+Lys+ALB; 0. 753, 253. 391, 1+Arg
+AST+ALB+TP; 0. 753, 252, 396, 1+Arg+TCHO+AST+ALB; 0. 753, 253, 491, 1+Lys+His+
gGT+ALB; 0. 753, 253. 420, 1+Arg+AST+gGT+ALB; 0, 753, 254, 803, 1+BCAA+Trp+Glct+
ALB; 0. 753, 253, 445, 1+Arg+TG+AST+ALB; 0. 752, 253. 259, 1+Lys+Thr+TCHO+ALB; 0
. 752, 253. 348, 1+BCAA+Lys+TCHO+ALB; 0. 752, 253. 402, 1+Arg+AST+ALB+BHBA; 0. 7
52,252,918, 1+Arg+Thr+AST+ALB; 0. 752, 253. 330, 1+Lys+TCHO+ALB+TP; 0, 752, 25
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3.539, 1+Arg+Lys+GLlc+ALB; 0. 752, 253. 800, 1+Arg+Lys+Thr+ALB; 0. 752, 254, 762
, 14Trp+GLc+ALB+NEFA; 0. 752, 253, 354, 1+AlatArg+AST+ALB; 0. 752, 254, 902, 14T
rp+GLc+ALB+TP; 0. 752, 254, 847, 1+Trp+Thr+Glc+ALB; 0. 752, 254, 969, 1+Ala+Trp
+Tyr+ALB; 0. 752, 254, 694, 1+Lys+gGT+ALB+TP; 0, 752, 254, 936, 1+Ala+Trp+ALB+T
P;0.752,253. 453, 1+Arg+Glc+ALB+BUN; 0. 7562, 253. 463, 1+Arg+TG+ALB+BUN; 0. 75
2,254,935, 1+Ala+BCAA+Trp+ALB; 0, 752, 254, 317, 1+Lys+GLc+TG+ALB; 0. 752, 254
. 969, 1+AlatTrp+ALB+BHBA; 0. 752, 253. 381, 1+Arg+G Lc+AST+ALB; 0. 752, 254, 445
, 1+Lys+GLlc+ALB+TP; 0. 752, 254, 9

63, 1+AlatTrp+Thr+ALB; 0. 752, 253. 355, 1+AlatLys+TCHO+ALB; 0. 752, 254, 627, 1
+Lys+TG+gGT+ALB; 0. 751, 254, 879, 1+Lys+Phe+ALB+TP; 0. 751, 254, 717, 1+BCAA+L
ys+TG+ALB; 0. 751, 254, 838, 1+BCAA+Lys+PhetALB; 0. 751, 254, 898, 1+Trp+Glc+AL
B+BHBA; 0. 751, 253, 833, 1+AlatArg+Lys+ALB; 0. 751, 254, 904, 1+Lys+Tyr+ALB+TP
;0.751, 254, 944, 1+AlatTrp+TGHALB; 0. 751, 253. 542, 1+Arg+Lys+gGT+ALB; 0. 751
, 254,867, 1+Gly+Thr+ALB+BUN; 0. 751, 253, 152, 1+Lys+ALB+Ca+NEFA; Q. 751, 254,
877, 14Lys+Thr+ALB+TP; 0. 751, 254, 884, 1+BCAA+Lys+ALB+TP; 0. 751, 254, 903, 1+
Ala+Lys+ALB+TP;0. 751,254,717, 1+Lys+TG+ALB+TP; 0, 751, 253, 848, 1+Arg+Lys+
ALB+TP;0. 751, 254, 736, 1+BCAA+Lys+gGT+ALB; 0. 751, 254, 432, 1+BCAA+Lys+Glc+
ALB;0. 751, 253, 305, 1+Lys+TCHO+gGT+ALB; 0. 751, 254, 453, 1+Lys+Thr+Glc+ALB;
0.751, 253, 207, 14+BCAA+Arg+AST+ALB; 0. 751, 254, 928, 1+AlatLys+Tyr+ALB;0. 75
1,254,851, 1+AlatTrp+ALB+Ca; 0. 751, 254, 754, 1+AlatLys+gGT+ALB; 0. 751, 254,
229, 1+Lys+Glc+gGT+ALB; 0. 751, 254, 444, 1+Ala+Lys+G Lc+ALB; 0. 751, 254, 055, 1
+BCAA+Trp+TCHO+ALB; 0. 751, 254, 904, 1+AlatLys+Thr+ALB; 0, 751, 254, 924, 14Tr
p+GLlc+TG+ALB; 0, 751, 254, 751, 1+AlatLys+TG+ALB; 0. 750, 254, 910, 1+A la+BCAA+
Lys+ALB;0. 750, 253, 172, 1+Lys+TCHO+TG+ALB; 0. 750, 254, 053, 1+Trp+TCHO+ALB+
NEFA;0. 750, 254, 237, 1+Trp+TCHO+ALB+TP; 0. 750, 254, 896, 1+AlatLys+Phe+ALB;
0.750, 254,791, 1+Lys+ALB+TP+BHBA; 0. 750, 255, 422, 1+Gly+Thr+AST+ALB; 0. 750
, 254, 891, 14Trp+Glc+ALB+Ca; 0, 750, 253. 788, 1+Arg+Lys+TG+ALB; 0. 750, 254, 80
8, 1+Lys+ALB+TP+Ca; 0. 750, 254, 740, 1+Lys+Thr+gGT+ALB; 0. 750, 254, 809, 1+Ala
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+Trp+gGT+ALB; 0. 750, 254, 901, 14+BCAA+Lys+Thr+ALB; 0. 750, 257, 748, 1+AlatGly
+Thr+ALB; 0. 750, 254, 733, 1+Lys+Thr+TG+ALB; 0. 750, 255, 257, 1+Trp+ALB+NEFA+
BHBA; 0. 749, 255, 065, 1+Ala+Gly+ALB+BUN; 0, 749, 254, 844, 1+Thr+ALB+BUN+NEFA
:0.749, 254, 803, 14Trp+GLlc+gGT+ALB; 0. 749, 254, 826, 1+AlatLys+ALB+Ca; 0. 749
, 254, 333, 1+Trp+TCHO+ALB+BHBA; 0. 749, 253, 734, 14+Thr+AST+ALB+BUN; 0. 749, 25
4,310, 14Trp+TCHO+TG+ALB; 0. 749, 255, 297, 1+Trp+TG+ALB+NEFA; 0. 749, 255, 319
, 14Trp+TG+ALB+TP; 0, 749, 254, 841, 1+AlatLys+ALB+BHBA; 0. 748, 254, 298, 1+Trp
+TCHO+gGT+ALB; 0. 748, 255, 177, 1+Trp+ALB+TP+NEFA; 0. 748, 255, 472, 1+Thr+Glc
+ALB+BUN; 0. 748, 255, 364, 1+Trp+ALB+TP+BHBA; 0. 748, 254, 220, 1+Trp+TCHO+ALB
+Ca; 0,748, 255, 286, 1+BCAA+Trp+Thr+ALB; 0. 748, 255, 282, 1+Trp+ALB+TP+Ca; 0.
748,255,213, 14Trp+gGT+ALB+TP; 0. 748, 255, 201, 1+Trp+ALB+CatNEFA; 0, 748, 25
5. 130, 1+BCAA+Trp+ALB+NEFA; 0. 748, 253. 268, 1+Gly+BCAA+ALT+ALB; 0. 748, 255.
288, 1+BCAA+Trp+ALB+BHBA; 0. 748, 255. 217, 1+Trp+gGT+ALB+NEFA; 0. 747, 255, 20
8, 1+BCAA+Trp+ALB+TP; 0, 747, 255, 358, 1+Trp+gGT+ALB+BHBA; 0. 747, 255, 194, 1+
BCAA+Trp+gGT+ALB; 0, 747, 253, 665, 1+BCAA+ALT+ALB+NEFA; 0, 747, 255, 201, 14BC
AA+Thr+ALB+BUN; 0, 747, 253, 626, 1+BCAA+G Lc+ALT+ALB; 0. 747, 255, 262, 1+BCAA+
Trp+TG+ALB; 0, 747, 255, 424, 1+Trp+TG+ALB+BHBA; 0. 747, 255, 337, 1+Trp+TG+gGT
+ALB; 0, 747, 252, 952, 1+BCAA+TCHO+ALT+ALB; 0, 746, 255, 497, 14+G ly+BCAA+AST+A
LB;0.746, 253,777, 1+BCAA+TG+ALT+ALB; 0, 746, 253, 636, 1+BCAA+ALT+ALB+BHBA;
0.746, 255, 190, 1+BCAA+Trp+ALB+Ca; 0. 746, 257. 732, 1+Ala+Gly+BCAA+ALB; 0. 74
6, 2565, 696, 1+Thr+TG+ALB+BUN; 0. 746, 253. 771, 1+BCAA+ALT+gGT+ALB; 0. 746, 255
. 369, 1+Trp+ALB+Ca+BHBA; 0. 746, 255. 333, 1+Trp+TG+ALB+Ca; 0. 746, 255. 026, 1+
Thr+TCHO+ALB+BUN; 0. 746, 254, 178, 1+Gly+ALT+ALB+BUN; 0. 746, 253, 043, 1+BCAA
+ALT+AST+HALB; 0. 746, 254, 904, 1+Ala+BCAA+ALB+BUN; 0. 745, 255, 260, 14+Trp+gGT
+ALB+Ca; 0. 745, 255, 640, 1+Thr+gGT+ALB+BUN; 0. 745, 256, 539, 1+Ala+G Ly+AST+A
LB;0.744, 253. 737, 1+BCAA+ALT+ALB+Ca; 0. 744, 253. 804, 1+BCAA+AST+ALB+BUN; 0
. 744, 255, 352, 1+G ly+BCAA+ALB+BUN; 0. 743, 255, 276, 1+BCAA+ALB+BUN+NEFA; Q. 7
43, 255, 920, 1+BCAA+ALB+BUN+TP; 0. 743, 255, 599, 1+BCAA+AST+ALB+NEFA; 0. 742,
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257.751, 14Ala+Thr+AST+ALB; 0. 742, 255. 511, 1+BCAA+ALB+BUN+BHBA; 0. 742, 255
. 791, 1+BCAA+G Lc+ALB+BUN; 0. 741, 255. 812, 1+BCAA+ALB+BUN+Ca; 0. 741, 255. 899
, 14BCAA+TG+ALB+BUN; 0. 740, 257. 366, 1+G Ly+AST+ALB+BUN; 0. 740, 258, 435, 14G1
y+BCAA+G Lc+ALB; 0. 740, 257. 299, 1+ALa+ALB+BUN+TP; 0. 739, 256. 927, 1+A La+BCA
A+AST+ALB; 0. 739, 255, 780, 1+BCAA+gGT+ALB+BUN; 0. 739, 256. 295, 1+A La+TCHO+A
LB+BUN; 0. 739, 259. 044, 1+G ly+AST+ALB+NEFA; 0. 739, 256. 574, 1+G ly+ALT+AST+A
LB;0.739, 254, 536, 1+BCAA+TCHO+ALB+BUN; 0. 738, 260. 144, 1+G Ly+AST+ALB+BHBA
;0.738, 258. 494, 14G Ly+BCAA+ALB+NEFA; 0. 738, 257. 192, 1+BCAA+AST+ALB+TP ; 0.
738, 256. 807, 1+BCAA+AST+ALB+BHBA; 0. 738, 257. 184, 1+BCAA+AST+gGT+ALB;0. 73
8, 260. 335, 1+GLy+G Lc+AST+ALB; 0. 738, 259. 825, 14A La+G ly+ALB+TP; 0. 738, 260.
424, 14GLy+TG+AST+ALB; 0. 737, 260. 437, 14GLy+AST+gGT+ALB; 0. 737, 260. 432, 1+
GLy+AST+ALB4TP; 0. 737, 257. 145, 14BCAA+AST+ALB+Ca; 0. 737, 258. 727, 1+G Ly+BC
AA+TGHALB;0. 737, 256, 417, 14GLy+BCAA+TCHO+ALB; 0. 737, 259. 970, 1+A La+GLy+G
Lc+ALB;0. 737, 256. 897, 1+BCAA+G Lc+AST+ALB; 0. 737, 256. 097, 1+BCAA+TCHO+AST
+ALB; 0. 736, 258. 724, 1+G ly+BCAA+ALB+TP; 0. 736, 256. 664, 1+BCAA+TCHO+ALB+NE
FA;0.736, 257. 166, 14BCAA+TG+AST+ALB; 0. 736, 260. 069, 1+Ala+GLy+TG+ALB;0. 7
36, 259. 672, 1+Ala+GLy+gGT+ALB;0. 736, 258. 613, 1+BCAA+G Lc+ALB+NEFA; 0. 735,
259. 950, 1+ALa+G Ly+ALB+BHBA; 0. 735, 257. 327, 14G Ly+ALT+ALB+NEFA; 0. 735, 259
. 289, 146G Ly+TCHO+AST+ALB; 0. 735, 257. 592, 1+Ala+G Ly+TCHO+ALB; 0. 734, 258. 58
8, 14G ly+BCAA+gGT+ALB; 0. 734, 257. 380, 14G Ly+ALT+ALB+BHBA; 0. 734, 259. 996, 1
+Ala+Gly+ALB+Ca; 0. 734, 258. 895, 1+BCAA+TG+ALB+NEFA; 0. 734, 258. 901, 1+BCAA
+ALB+TP+NEFA; 0, 734, 257. 471, 14GLly+ALT+gGT+ALB; 0. 734, 258, 897, 1+BCAA+ALB
+NEFA+BHBA; 0. 734, 257, 446, 14G Lly+G Lc+ALT+ALB; 0. 734, 257. 496, 1+G Ly+TG+ALT
+ALB;0. 733, 256. 708, 1+GLy+TCHO+ALT+ALB; 0. 733, 257. 465, 14G Ly+ALT+ALB+TP;
0.733, 258. 828, 1+BCAA+ALB+Ca+NEFA; 0. 732, 259. 895, 14GLy+G Lc+ALB+BUN; 0. 73
2,258. 696, 1+A La+TCHO+ALB4NEFA; 0. 732, 258, 769, 1+BCAA+gGT+ALB+NEFA; 0, 732
, 257, 429, 1+BCAA+G Lc+TCHO+ALB; 0. 732, 257, 868, 1+A la+BCAA+TCHO+ALB; 0, 731,
258. 004, 14BCAA+TCHO+TG+ALB; 0. 731, 260. 516, 1+A La+AST+ALB+BHBA; 0. 731, 259
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. 770, 1+Gly+gGT+ALB+BUN; 0. 730, 259. 861, 1+Gly+TG+ALB+BUN; 0. 730, 261. 003, 1
+A la+AST+gGT+ALB; 0. 730, 259. 768, 1+BCAA+G Lc+ALB+TP; 0. 730, 259, 530, 1+A la+
BCAA+gGT+ALB; 0. 730, 258, 360, 1+G ly+TCHO+ALB+BUN; 0. 730, 259. 625, 1+Ala+BCA
A+Glc+ALB; 0. 729, 259, 583, 1+Ala+BCAA+ALB+BHBA; 0, 729, 259, 733, 1+Ala+BCAA+
TG+ALB; 0. 729, 261, 009, 1+Ala+GLc+AST+ALB; 0. 729, 258. 017, 1+BCAA+TCHO+gGT+
ALB;0. 729, 260. 001, 1+Ala+TCHO+AST+ALB; 0. 729, 260. 847, 1+Ala+TG+AST+ALB; 0
. 729, 259,722, 1+BCAA+G Lc+TG+ALB; 0. 728, 260, 770, 1+Ala+AST+ALB+TP; 0, 728, 2
60. 988, 1+AlatAST+ALB+Ca; 0. 728, 259. 515, 14+BCAA+G Lc+gGT+ALB; 0. 727, 259. 76
9, 14BCAA+TG+gGT+ALB; 0. 727, 259, 771, 1+Ala+BCAA+ALB+Ca; 0. 724, 263, 543, 14G
ly+TG+gGT+ALB; 0. 723, 263. 459, 1+Gly+Glc+gGT+ALB; 0. 723, 263. 639, 1+Gly+Glc
+TG+ALB; 0. 721, 261, 509, 1+GLy+TCHO+gGT+ALB; 0. 721, 261, 126, 1+Gly+G Lc+TCHO
+ALB; 0, 720, 263. 217, 1+Ala+TG+gGT+ALB; 0. 720, 261, 797, 1+Ala+TCHO+gGT+ALB;
0.719, 263. 334, 1+AlatGlc+gGT+ALB; 0. 718, 261, 885, 1+AlatGlc+TCHO+ALB; 0. 71
7,261,807, 1+Ala+TCHO+TG+ALB

(414, ERBZMZA2IETOMRBEIDLET SR (FI/B+E(LS
5 |

0.780, 246. 798, 1+ALB+BUN+ALT+Phe+Trp; 0. 779, 247, 356, 14TrptLys+His+ALB+B
UN;0.778, 248, 514, 1+BCAA+Trp+Lys+ALB+BUN; 0, 777, 247, 960, 1+G Lly+Phe+ALT+A
LB+BUN; Q. 775, 247, 451, 1+ALB+BUN+ALT+Arg+Trp; 0. 775, 249, 117, 1+Trp+PhetHi
s+ALB+BUN; 0. 775, 246. 510, 1+ALB+BUN+ALT+Lys+Trp; 0, 775, 249. 162, 1+ALB+BUN
+Lys+Val+Trp;0. 774, 247,602, 1+ALB+BUN+ALT+0rn+Phe; 0. 774, 246, 621, 1+ALB+
BUN+ALT+Lys+Phe; 0. 774, 250, 716, 1+ALB+BUN+Tyr+Phe+Trp; 0, 774, 249, 006, 1+L
ys+Phe+His+ALB+BUN; Q. 774, 250. 656, 1+BCAA+Trp+Phe+ALB+BUN; 0. 774, 247, 568
, 1+ALB+BUN+ALT+Arg+Phe; 0. 774, 249. 506, 1+Ala+Trp+His+ALB+BUN; 0. 773, 246.
829, 1+ALB+BUN+ALT+Lys+Ile;0. 773, 249. 411, 1+AlatTrp+Lys+ALB+BUN; 0. 773, 2
45, 948, 1+ALB+BUN+ALT+Asp+Trp;0. 773, 250. 819, 1+BCAA+Lys+Phe+ALB+BUN; 0, 7
73,247,707, 1+ALB+BUN+Asp+Lys+Trp; 0. 773, 249, 227, 1+Trp+Lys+Thr+ALB+BUN;
0.773, 248, 326, 1+ALB+BUN+ALT+0rn+Trp;0. 773, 250, 577, 1+Ala+Trp+Phe+ALB+B



WO 2018/003638 286 PCT/JP2017/022927

UN;0.773, 249, 330, 1+ALB+BUN+Lys+Tyr+Trp; 0. 773, 249, 152, 1+ALB+BUN+NEFA+H
istlys;0.773,246. 714, 1+ALB+BUN+ALT+His+Lys; 0. 773, 250. 523, 1+Gly+Trp+Ph
etALB+BUN; 0. 773, 249, 077, 1+Gly+Trp+Lys+ALB+BUN; 0. 772, 249, 168, 1+ALB+BUN
+3MeHis+Lys+Trp;0.772, 249, 649, 1+ALB+BUN+Lys+Phe+Trp;0. 772, 248, 932, 14+A
LB+BUN+T-BIL+HistLys; 0. 772, 250. 546, 1+Ala+Trp+Arg+ALB+BUN; 0. 772, 249, 40
7, 14Gly+Lys+His+ALB+BUN; 0. 772, 249, 454, 1+TrptLys+GLlc+ALB+BUN; 0. 772, 249
.418, 14TrptLys+ALB+BUN+TP; 0, 772, 249, 129, 14Trp+His+ALT+ALB+BUN; 0. 772, 2
49, 255, 1+Trp+TG+ALT+ALB+BUN; 0. 772, 249, 865, 1+ALB+BUN+T-BIL+Lys+Ile;0.7
72,251, 223, 1+ALB+BUN+Lys+Tyr+Phe; 0. 772, 250. 139, 1+Ala+GLy+Trp+ALB+BUN;
0,772,247, 250, 1+ALB+BUN+ALT+3MeHis+Lys; 0. 772,249, 670, 1+AlatLys+His+AL
B+BUN; 0. 772, 251, 090, 14+Trp+Phe+GLlc+ALB+BUN; 0. 772, 250, 287, 1+AlatGly+Lys
+ALB+BUN; 0. 771, 251, 930, 1+Phe+His+ALB+BUN+NEFA; 0. 771, 250. 408, 1+Gly+Lys
+Phe+ALB+BUN; 0. 771, 250, 166, 1+ALB+BUN+Arg+Lys+Ile; 0. 771, 249, 737, 1+Trp+
Lys+TG+ALB+BUN; 0. 771, 249, 651, 1+ALB+ALT+Arg+Tyr+Trp; 0,771,251, 107, 1+AL
a+BCAA+Trp+ALB+BUN; 0. 771, 249, 664, 1+Trp+Lys+ALB+BUN+BHBA; 0. 771, 249, 998
, 1+Lys+His+ALB+BUN+TP; 0. 771,251, 113, 14Trp+Thr+Phe+ALB+BUN; 0. 771, 249. 6
12, 1+ALB+BUN+NEFA+tLys+Trp; 0,771, 247, 348, 14+Gly+Lys+ALT+ALB+BUN; 0. 771, 2
49, 235, 14Trp+GLc+ALT+ALB+BUN; Q. 771, 250, 202, 1+ALB+BUN+His+Thr+Lys; 0. 77
1,251,117, 1+Ala+Trp+GLc+ALB+BUN; 0. 771, 249, 738, 1+ALB+BUN+Orn+Lys+Trp;0
.771,249, 934, 1+ALB+BUN+GLctHistLys; 0. 771, 248, 543, 1+TrptArg+His+ALT+AL
B;0.771, 249, 202, 1+Trp+Thr+ALT+ALB+BUN; 0. 771, 249, 647, 1+ALB+BUN+Arg+Lys
+Trp;0.771, 250, 739, 1+ALB+BUN+Arg+Tyr+Trp;0. 770, 249, 373, 14Trp+ALT+gGT+
ALB+BUN; 0. 770, 249. 845, 1+ALB+BUN+NEFA+Lys+Ile;0. 770, 249, 240, 1+ALB+BUN+
ALT+NEFA+Trp; 0,770, 247, 497, 1+BCAA+Lys+ALT+ALB+BUN; 0. 770, 249, 011, 14Trp
+Lys+TCHO+ALB+BUN; 0. 770, 250. 694, 1+ALB+BUN+3MeH i s+Phe+Trp; 0, 770, 245, 02
3, T+ALB+BUN+ALT+AsptLys;0. 770, 249,730, 1+Trp+Lys+gGT+ALB+BUN; 0. 770, 250
. 946, 1+ALB+BUN+Thr+Lys+Ile;0. 770, 250, 079, 1+ALB+BUN+His+Lys+I le; 0. 770,
251,108, 1+ALB+BUN+Va l+Phe+Trp;0. 770, 251, 107, 1+ALB+BUN+NEFA+Phe+Trp; 0.
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770, 250. 741, 1+ALB+BUN+Arg+PhetTrp; 0. 770, 249, 287, 1+Gly+Trp+Arg+AST+ALB
;0.770, 251, 335, 1+GLly+BCAA+Lys+AST+ALB; 0. 770, 250, 658, 1+ALB+BUN+Orn+Lys
+Ile;0.770, 247,220, 1+ALB+BUN+ALT+Arg+Lys; 0. 770, 247, 521, 1+ALB+BUN+ALT+
BHBA+Lys; 0. 770, 247, 420, 1+Ala+Lys+ALT+ALB+BUN; 0, 770, 247, 960, 1+ALB+BUN+
AST+Lys+Trp;0.770, 251, 046, 1+ALB+BUN+gGT+Lys+I le;0. 770, 249, 483, 1+ALB+B
UN+His+Arg+lys;0. 770, 247,672, 1+Lys+TG+ALT+ALB+BUN; 0. 770, 247, 548, 1+ALB
+BUN+ALT+T-BIL+Lys; 0. 770, 249, 131, 1+ALB+BUN+Asp+Phe+Trp; 0. 770, 249. 363,
14Trp+ALT+ALB+BUN+BHBA; 0. 770, 249, 567, 1+ALB+BUN+His+0rntLys; 0. 770, 248,
960, 1+ALB+BUN+AST+Arg+Trp; 0. 770, 251, 243, 1+Trp+Phe+TG+ALB+BUN; 0. 770, 25
1.148, 1+Ala+Trp+Tyr+ALB+BUN; 0, 770, 251, 096, 1+Trp+Phe+ALB+BUN+TP; 0. 770,
250, 088, 1+ALB+BUN+3MeHistLys+Phe; 0,770, 246. 858, 1+ALB+BUN+3MeH i s+Asp+L
ys;0.769, 251,196, 1+Ala+Trp+Thr+ALB+BUN; 0. 769, 249, 380, 1+ALB+BUN+ALT+3M
eHis+Trp;0.769, 247, 550, 14+Lys+ALT+ALB+BUN+TP; 0, 769, 251, 170, 1+Ala+Trp+g
GT+ALB+BUN; 0, 769, 249, 208, 1+ALB+BUN+ALT+Tyr+Trp;0. 769, 249, 247, 1+Gly+Tr
p+ALT+ALB+BUN; 0. 769, 247, 684, 1+ALB+BUN+ALT+gGT+Lys; 0. 769, 249, 788, 1+ALB
+ALT+Arg+Phe+Trp; 0. 769, 250. 986, 1+ALB+BUN+BHBA+Lys+I le; 0. 769, 251, 669, 1
+GLly+BCAA+TrptLys+ALB; 0. 769, 251, 364, 1+ALB+BUN+Lys+Val+Phe; 0. 769, 249, 3
17, 1+ALB+BUN+AST+Phe+Trp; 0. 769, 248. 988, 1+Trp+TCHO+ALT+ALB+BUN; 0. 769, 2
50. 563, 1+Gly+BCAA+Lys+ALB+BUN; 0. 769, 250, 256, 1+Gly+Trp+Arg+ALB+BUN; 0. 7
69, 248. 874, 1+Gly+Lys+AST+ALB+BUN; 0, 769, 250. 920, 14+Gly+Lys+His+AST+ALB;
0.769, 250, 792, 1+ALB+AST+Arg+Tyr+Trp;0. 769, 250, 813, 1+ALB+ALT+0rn+Tyr+P
he;0.769, 249, 926, 1+Gly+Arg+Lys+AST+ALB; 0. 769, 249, 126, 1+GLly+Trp+Arg+AL
T+ALB; 0. 769, 249, 625, 1+Trp+Lys+ALB+BUN+Ca; 0. 769, 250. 512, 1+Ala+Trp+TCHO
+ALB+BUN; 0. 769, 251, 230, 1+Ala+Trp+TG+ALB+BUN; 0, 769, 247, 625, 1+ALB+BUN+A
LT+NEFA+Lys;0. 769, 247, 621, 1+ALB+BUN+ALT+Lys+Val; 0. 769, 250. 475, 14+Gly+T
rp+Phe+ALT+ALB; 0. 769, 249, 384, 1+ALB+BUN+AST+Lys+I le; 0. 769, 249, 743, 14Gl
y+Lys+TCHO+ALB+BUN; 0. 769, 251, 175, 1+Ala+Trp+ALB+BUN+BHBA; 0. 769, 250. 768
, 14Gly+Lys+ALB+BUN+TP; 0, 769, 249, 331, 1+BCAA+Trp+ALT+ALB+BUN; 0. 768, 249,
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285, 1+ALB+BUN+ALT+Val+Trp;0. 768, 249. 068, 1+ALB+BUN+ALT+Arg+Thr ;0. 768, 2
49, 213, 1+ALB+BUN+ALT+His+Arg; 0. 768, 249, 131, 1+Ala+Trp+AST+ALB+BUN; 0. 76
8, 250, 297, 1+ALB+BUN+gGT+His+Lys; 0. 768, 248. 171, 1+ALB+ALT+ArgtLys+I le;0
. 768, 251, 217, 14Trp+Phe+gGT+ALB+BUN; 0. 768, 250, 684, 1+ALB+BUN+Orn+Phe+Tr
p;0.768, 249, 335, 1+Trp+ALT+ALB+BUN+Ca; 0. 768, 249, 425, 1+ArgtPhet+His+ALT+
ALB;0. 768, 249, 039, 1+Gly+Arg+ALT+ALB+BUN; 0. 768, 247, 691, 1+ALB+BUN+ALT+L
ystTyr; 0,768, 247, 533, 1+ALB+BUN+ALT+GLlc+Lys; 0. 768, 248, 918, 1+TrptLys+Hi
stALT+ALB; 0. 768, 249, 718, 1+Gly+Trp+Lys+AST+ALB; 0. 768, 252, 249, 1+Trp+Glc
+ALB+BUN+TP; 0. 768, 251, 180, 1+Ala+Trp+ALB+BUN+NEFA; 0. 768, 247, 692, 1+ALB+
BUN+ALT+Thr+Lys;0. 768, 250. 232, 1+ALB+BUN+Ca+His+Lys; 0. 768, 247, 231, 1+Ly
s+TCHO+ALT+ALB+BUN; 0. 768, 249, 512, 1+ALB+BUN+Asp+Lys+Phe; 0. 768, 249, 058,
1+ALB+BUN+ALT+3MeHis+Arg; 0. 768, 250. 006, 1+BCAA+Trp+Arg+ALT+ALB; 0. 768, 2
50. 551, 1+ALB+BUN+3MeHis+Arg+Trp;0. 768, 250. 883, 1+ALB+BUN+NEFA+Lys+Val;
0.768, 247,671, 1+ALB+BUN+ALT+0rntLys; 0. 768, 250, 989, 1+ALB+BUN+Ca+Lys+I L
e;0.768, 252,741, 1+Ala+Gly+Lys+His+ALB; 0. 768, 250, 396, 1+ALB+BUN+3MeH i s+
Lys+Val;0. 768, 249. 548, 1+Gly+Arg+Phe+ALT+ALB; 0. 768, 251, 698, 1+G ly+Phe+H
is+ALT+ALB; 0. 768, 251. 362, 1+AlatLys+Phe+ALB+BUN; 0. 768, 252, 612, 1+Ala+Gl
y+TrptLys+ALB; 0. 768, 250, 922, 1+Gly+Lys+TG+ALB+BUN; 0, 768, 250, 011, 1+ALB+
BUN+BHBA+His+Lys;0, 768, 250. 778, 1+ALB+BUN+G lct+Lys+Ile; 0. 768, 249, 601, 1+
ALB+BUN+Asp+Tyr+Trp; 0, 768, 250. 592, 1+ALB+BUN+NEFA+Lys+Phe ;0. 768, 249, 40
0, 1+ALB+BUN+Arg+Asp+Trp;0. 768, 249, 826, 1+Gly+Lys+Phe+ALT+ALB; 0. 768, 247
. 845, 1+ALB+BUN+ALT+Arg+Asp; 0. 768, 249, 893, 14+Trp+Arg+GLlc+ALT+ALB; 0. 768,
250. 615, 1+BCAA+Lys+ALB+BUN+NEFA; 0. 768, 249. 626, 1+Lys+Phe+His+ALT+ALB; 0
. 768, 251,586, 1+Gly+Arg+TG+AST+ALB; 0. 768, 250, 658, 1+G ly+Lys+TCHO+AST+AL
B;0.768, 250. 907, 1+Gly+Lys+gGT+ALB+BUN; 0. 767, 250, 395, 1+GLly+Arg+Lys+ALB
+BUN; 0. 767, 250. 628, 14+Gly+Lys+GLlc+ALB+BUN; 0. 767, 249, 221, 1+Gly+Arg+ALT+
AST+ALB; 0. 767, 250. 438, 1+ALB+ALT+Arg+Tyr+Phe; 0, 767, 252, 489, 1+Ala+GLy+P
he+ALB+BUN; 0. 767, 249, 737, 1+ALB+BUN+Asp+Val+Trp;0. 767, 248, 869, 1+ALB+BU
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N+NEFA+AsptLys; 0. 767, 250, 292, 1+Ala+Gly+Arg+ALT+ALB; 0, 767, 250. 096, 14Tr
p+Arg+ALT+gGT+ALB; 0, 767, 248, 587, 1+ALB+ALT+His+Arg+Lys; 0. 767, 247, 240, 1
+ALB+BUN+AST+ALT+Lys; 0. 767, 251, 424, 1+ALB+BUN+Orn+tLys+Phe; 0, 767, 249, 98
4, 14Trp+Arg+TG+ALTHALB; 0. 767, 250, 037, 1+ALB+ALT+Lys+Phe+Trp; 0. 767, 251,
384, 14Gly+Lys+AST+ALB+TP; 0. 767, 2561. 192, 1+Ala+Gly+Trp+AST+ALB; 0. 767, 25
0. 116, 1+ALB+ALT+NEFA+Arg+Trp; 0. 767, 252, 009, 1+Gly+Trp+ALB+BUN+NEFA; 0. 7
67,251, 324, 1+BCAA+Arg+Lys+ALB+BUN; 0. 767, 249. 346, 1+ALB+ALT+Arg+Lys+Trp
;0.767, 251,280, 1+AlatGly+Lys+AST+ALB; 0. 767, 251, 928, 1+Gly+Trp+ALB+BUN+
TP;0.767,251. 050, 1+Trp+Arg+ALB+BUN+TP; 0. 767, 249. 629, 1+ALB+BUN+Asp+0rn
+Lys;0.767,248. 918, 1+ALB+AST+ALT+Arg+Trp;0. 767, 248, 579, 1+ALB+BUN+AST+
ALT+Trp;0.767, 249, 231, 1+GLly+Lys+ALT+AST+ALB; 0, 767, 251, 129, 1+Ala+Trp+A
LB+BUN+Ca; 0. 767, 249. 557, 1+Trp+Arg+TCHO+ALT+ALB; 0. 767, 251, 447, 1+Ala+BC
AA+Lys+ALB+BUN; 0, 767, 250. 491, 1+ALB+ALT+Arg+Thr+Ile;0. 767, 251,931, 1+Gl
y+Trp+Glc+ALB+BUN; 0. 767, 250, 914, 1+Gly+Lys+Thr+ALB+BUN; 0. 767, 250. 188, 1
+ALB+ALT+0rn+Phe+Trp; 0. 767, 250. 582, 1+ALB+BUN+3MeHis+0rn+Lys; 0. 767, 247
. 649, 1+ALB+BUN+CatALT+Lys; 0. 767, 249, 696, 1+ALB+BUN+ALT+T-BIL+Arg; 0. 767
, 249,937, 1+ALB+ALT+Arg+0rn+Trp; 0. 767, 250. 119, 14Trp+Arg+Thr+ALT+ALB; 0.
767,249,401, 14Gly+Trp+Lys+ALT+ALB; 0. 767, 247. 602, 1+ALB+BUN+AST+Asp+Trp
;0.767, 251,026, 1+BCAA+Trp+Lys+AST+ALB; 0. 767, 251, 398, 1+ALB+BUN+Arg+Lys
+Phe; 0. 767, 249, 274, 1+ALB+BUN+ALT+Arg+0rn;0. 767, 251,707, 1+Trp+TCHO+ALB
+BUN+TP; 0. 767, 251, 504, 1+ALB+BUN+Arg+Lys+Tyr ;0. 767, 251. 124, 14+Trp+Arg+T
G+ALB+BUN; 0. 767, 250, 124, 1+ALB+BUN+3MeHistArgtLys; 0, 767, 249, 714, 1+ALB+
BUN+NEFA+Asp+Trp;0, 767, 249, 636, 1+ALB+BUN+Arg+AsptlLys;0. 767, 251, 066, 1+
ALB+ALT+0rn+Tyr+4Trp;0. 767, 249, 373, 1+ALB+BUN+Asp+0rn+Trp; 0. 767, 249.716
, 1+ALB+ALT+His+Arg+0rn; 0. 767, 250. 115, 1+Trp+AST+ALB+BUN+TP; 0, 767, 249, 0
26, 1+ALB+BUN+AST+3MeHistLys; 0. 767, 251, 025, 1+Gly+Lys+GLc+AST+ALB; 0. 766
, 250,702, 1+AlatLys+ALB+BUN+NEFA; 0. 766, 249, 605, 1+ALB+BUN+AsptLys+Val;0
. 766, 250, 057, 1+Trp+Arg+ALT+ALB+BHBA; 0. 766, 251, 171, 1+Ala+Gly+Arg+AST+A
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LB; 0. 766, 249, 815, 1+Trp+Lys+Glc+ALT+ALB; 0. 766, 251, 095, 1+ALB+AST+Arg+tLy
s+lle;0.766, 251,316, 1+Lys+Phe+GLc+ALB+BUN; 0. 766, 251, 180, 1+Trp+Phe+Glc
+ALT+ALB; 0. 766, 251, 019, 1+ALB+BUN+T-BIL+0rntLys; 0. 766, 250, 131, 1+ALB+AL
T+Arg+Val+Trp; 0. 766, 249, 066, 1+ALB+BUN+AST+His+Lys; 0, 766, 251, 129, 1+ALB
+BUN+Arg+Val+Trp;0. 766, 250. 340, 1+ALB+BUN+NEFA+3MeHis+Lys; 0. 766, 250, 97
1, 1+ALB+BUN+NEFA+Lys+Tyr; 0. 766, 249, 738, 1+ALB+BUN+ALT+Glc+Arg; 0. 766, 24
9. 569, 1+Arg+TG+ALT+ALB+BUN; 0. 766, 253, 429, 1+Ala+Gly+TrptHis+ALB; 0. 766,
252,415, 1+Trp+Glc+TGH+ALB+BUN; 0. 766, 252, 093, 1+AlatTrptLys+His+ALB;0. 76
6, 250, 256, 1+Ala+GlytLys+ALT+ALB; 0. 766, 249. 791, 1+ALB+BUN+AST+Lys+Phe; 0
. 766, 250, 689, 1+ALB+BUN+T-BIL+Glct+Lys;0. 766, 251, 602, 1+ALB+BUN+Arg+Lys+
Val;0.766,249. 703, 1+ALB+ALT+3MeHis+Arg+Trp; 0. 766, 248, 521, 1+ALB+BUN+3M
eHis+Asp+Trp;0. 766, 249, 665, 1+ALB+BUN+ALT+Arg+I le; 0. 766, 249, 790, 1+BCAA
+Trp+Lys+ALT+ALB; 0. 766, 251, 585, 1+Gly+Lys+TG+AST+ALB; 0. 766, 251, 474, 1+A
latArg+Lys+ALB+BUN; 0. 766, 249, 737, 1+Arg+ALT+ALB+BUN+TP; 0. 766, 250. 946, 1
+ALB+BUN+Arg+0rn+Trp;0. 766, 250. 111, 1+Ala+Trp+Arg+ALT+ALB; 0. 766, 252, 12
6, 1+GLly+Trp+TG+ALB+BUN; 0. 766, 250. 956, 1+ALB+AST+NEFA+Lys+Ile; 0. 766, 252
. 293, 14Trp+Glc+ALB+BUN+BHBA; 0. 766, 250, 640, 1+ALB+BUN+3MeHistLys+Tyr ;0.
766, 249, 396, 1+ALB+BUN+Asp+Lys+Tyr ;0. 766, 252, 490, 1+Ala+Gly+Trp+Arg+ALB
;0.766, 254, 107, 1+Ala+GLly+BCAA+Lys+ALB; 0. 766, 251, 355, 1+ALB+BUN+Orn+Tyr
+Trp;0.766, 248, 965, 14Gly+Arg+Lys+ALT+ALB; 0. 766, 251. 516, 14Trp+Glc+TCHO
+ALB+BUN; 0. 766, 252, 885, 1+ALB+BUN+NEFA+3MeHis+Phe; 0. 766, 251, 282, 1+GLy+
Lys+AST+ALB+NEFA; 0, 766, 251, 578, 14+Gly+Lys+Thr+AST+ALB; 0. 766, 249, 625, 1+
BCAA+Arg+ALT+ALB+BUN; 0. 766, 251, 111, 1+ALB+BUN+NEFA+Arg+Trp;0. 766, 249, 1
80, 1+ALB+BUN+AST+ALT+Arg; 0. 766, 251, 877, 14Trp+Lys+His+ALB+TP; 0. 766, 251
. 405, 1+Trp+Lys+AST+ALB+TP; 0.7

66, 249. 114, 1+ALB+BUN+AST+NEFA+Lys; 0. 766, 249. 770, 1+GLy+Trp+AST+ALB+BUN
;0.766, 250, 714, 1+AlatLys+TCHO+ALB+BUN; Q. 766, 251, 014, 1+Lys+TG+ALB+BUN+
NEFA;0. 766, 250. 962, 1+ALB+BUN+NEFA+T-BIL+Lys; 0. 766, 249, 719, 1+ALB+BUN+A
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LT+BHBA+Arg; 0. 766, 251, 780, 1+ALB+BUN+Orn+Lys+Tyr ;0. 766, 251, 742, 1+BCAA+
Lys+Thr+ALB+BUN; Q. 766, 250. 349, 1+Trp+AST+ALB+BUN+BHBA; 0, 766, 252, 775, 1+
ALB+BUN+Orn+Tyr+Phe; 0. 766, 251, 915, 1+ALB+BUN+Lys+Tyr+Val ;0. 766, 251, 653
, 1+AlatLys+Tyr+ALB+BUN; 0. 766, 251, 029, 1+ALB+BUN+T-BIL+BHBA+Lys;0. 766, 2
49, 686, 1+ALB+BUN+ALT+NEFA+Arg; 0. 766, 251, 289, 1+ALB+BUN+OrntVal+Trp; 0.7
66, 251, 053, 1+ALB+BUN+gGT+NEFA+Lys; 0. 766, 250. 475, 1+ALB+ALT+Arg+0rn+Phe
;0.766, 251, 628, 1+BCAA+Lys+ALB+BUN+TP; 0. 766, 247, 851, 1+ALB+BUN+AST+Asp+
Lys;0.766, 251, 504, 1+Gly+Lys+AST+ALB+BHBA; 0, 766, 252. 411, 1+BCAA+Trp+Glc
+ALB+BUN; 0. 766, 252, 599, 14+Gly+Trp+Lys+ALB+TP; 0, 766, 249, 213, 1+ALB+ALT+3
MeHistArgtlLys;0. 766, 250, 298, 1+Gly+Lys+ALT+ALB+TP; 0. 766, 250. 214, 1+Gly+
Arg+TG+ALT+ALB; 0. 766, 251, 478, 1+ALB+AST+0rn+Lys+I le; 0, 765, 251, 033, 1+AL
B+BUN+NEFA+Thr+Lys;0. 765, 251, 036, 1+ALB+BUN+NEFA+BHBA+tLys ;0. 765, 250. 99
1, 1+ALB+BUN+gGT+T-BIL+Lys; 0. 765, 250. 842, 1+ALB+BUN+NEFA+GlctLys; 0. 765,
249,136, 1+ALB+BUN+AST+0rn+Trp; 0. 765, 249, 276, 1+Arg+TCHO+ALT+ALB+BUN; 0.
765, 249, 722, 1+ALB+BUN+ALT+Arg+Tyr ;0. 765, 250, 867, 1+ALB+BUN+T-BIL+Arg+L
ys;0.765,251, 002, 1+ALB+ALT+NEFA+0rn+Trp; 0, 765, 250. 871, 1+Lys+ALB+BUN+T
P+NEFA; Q. 765, 249, 974, 1+TrptLys+Thr+ALT+ALB; 0. 765, 251, 046, 1+ALB+BUN+NE
FA+Orn+Lys;0, 765, 252, 416, 1+Trp+GLc+ALB+BUN+NEFA; 0. 765, 249, 610, 1+ALB+A
STHALT+0rn+Trp; 0. 765, 248, 751, 1+ALB+ALT+Arg+Asp+Trp; 0. 765, 250, 258, 1+Tr
p+AST+gGT+ALB+BUN; 0, 765, 253, 458, 1+ALB+BUN+NEFA+Tyr+Phe; 0. 765, 251, 037,
1+ALB+ALT+0rn+Val+Trp;0. 765, 249, 446, 1+ALB+BUN+ALT+Arg+Val; 0, 765, 252, 6
05, 1+ALB+His+0rntLys+I Lle; 0. 765, 252, 157, 1+Gly+Trp+ALB+BUN+BHBA; 0. 765, 2
49, 665, 1+Gly+Lys+TCHO+ALT+ALB; 0. 765, 251, 745, 1+ALB+BUN+Orn+Lys+Val; 0.7
65, 249. 693, 1+ALB+BUN+ALT+gGT+Arg; 0. 765, 252, 199, 1+ALB+NEFA+Arg+Lys+I le
;0.765, 250, 241, 1+Gly+BCAA+Lys+ALT+ALB; 0. 765, 249, 433, 1+ALB+ALT+His+0rn
tLys;0.765,250. 101, 14Trp+Arg+ALT+ALB+Ca; 0. 765, 250, 392, 1+Gly+Lys+TG+AL
T+ALB; 0. 765, 251, 584, 1+ALB+NEFA+His+Arg+Lys;0. 765, 252, 380, 14Trp+Glc+gG
T+ALB+BUN; 0, 765, 250. 961, 1+ALB+BUN+T-BIL+Thr+tLys; 0. 765, 249, 150, 1+ALB+A
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LT+Asp+0rn+Trp;0. 765, 252, 180, 1+Gly+BCAA+Trp+ALB+BUN; Q. 765, 251, 926, 14T
rp+TCHO+TG+ALB+BUN; 0. 765, 254, 416, 1+Ala+GLly+Trp+Glc+ALB; 0. 765, 250. 025,
1+ALB+ALT+Arg+Lys+Phe; 0. 765, 249. 639, 1+ALB+ALT+0rn+Lys+I le; 0. 765, 251. 3
53, 1+ALB+AST+0rntVal+Trp; 0. 765, 250. 395, 14+Trp+TG+AST+ALB+BUN; 0. 765, 251
. 428, 14Gly+Lys+AST+gGT+ALB; 0. 765, 251, 634, 1+AlatLys+ALB+BUN+TP; 0. 765, 2
50. 123, 1+ALB+BUN+ALT+His+0rn; 0. 765, 254, 435, 1+AlatGly+Trp+PhetALB; 0. 76
5,252,325, 1+Trp+ALB+BUN+TP+BHBA; 0. 765, 250, 993, 1+ALB+BUN+AST+0rn+Phe; 0
. 765, 250, 419, 1+Gly+Lys+ALT+gGT+ALB; 0. 765, 250, 384, 1+ALB+BUN+AST+NEFA+T
rp;0.765, 249, 798, 1+ALB+BUN+AST+Arg+Lys; 0. 765, 251, 155, 1+Trp+Lys+Thr+AS
T+ALB; 0. 765, 249, 578, 1+ALB+BUN+Ca+ALT+Arg; 0. 765, 252, 306, 1+ALB+BUN+NEFA
+0rn+Phe; 0. 765, 252, 423, 1+Trp+TG+ALB+BUN+TP; 0. 765, 252, 410, 1+Trp+ALB+BU
N+TP+NEFA; 0. 765, 251, 187, 1+ALB+AST+NEFA+Arg+Trp;0. 765, 251, 616, 1+ALB+BU
N+Arg+Thr+Lys; 0. 765, 251, 141, 1+ALB+BUN+3MeHis+0rn+Trp; 0. 765, 250. 297, 1+
Gly+Arg+Thr+ALT+ALB; 0. 765, 249. 876, 1+ALB+AST+Asp+Lys+Trp; 0. 765, 250. 006
, 1+ALB+ALT+0rn+Lys+Trp;0. 765, 250. 236, 1+ALB+BUN+AST+3MeHis+Trp; 0. 765, 2
51. 347, 1+ALB+AST+Lys+Tyr+Trp; 0. 765, 251, 890, 1+BCAA+Trp+TCHO+ALB+BUN; 0.
765, 251, 891, 14Trp+TCHO+ALB+BUN+NEFA; 0. 765, 251, 666, 1+Ala+Lys+TG+ALB+BU
N;0.765, 253. 996, 1+Ala+Gly+Lys+Glc+ALB; 0. 765, 250, 524, 1+ALB+AST+ALT+Phe
+Trp;0.765, 252, 801, 1+ALB+AST+Arg+0rn+Ile; 0. 765, 249. 193, 1+ALB+ASTH+ALT+
Lys+Trp;0. 765, 248, 982, 1+ALB+BUN+AST+T-BIL+Lys; 0, 765, 250. 965, 1+ALB+BUN
+CatNEFAtLys; 0. 765, 250, 933, 1+ALB+BUN+Ca+T-BIL+Lys; 0. 764, 251, 731, 1+ALB
+BUN+3MeHis+0rn+Phe; 0. 764, 251, 608, 1+Lys+G Lc+ALB+BUN+TP; 0. 764, 250, 951,
1+ALB+ALT+3MeHis+0rn+Trp; 0. 764, 250. 636, 1+BCAA+Lys+Phe+ALT+ALB; 0. 764, 2
50. 415, 1+GLly+Lys+Thr+ALT+ALB; 0. 764, 250, 005, 1+Lys+AST+ALB+BUN+TP; 0, 764
, 249,638, 14TrptLys+TCHO+ALT+ALB; 0. 764, 254, 362, 1+Ala+GlytLys+Tyr+ALB; 0
. 764, 251, 624, 1+Arg+Lys+TG+ALB+BUN; 0. 764, 251, 613, 1+ALB+BUN+Arg+0rntLys
;0.764, 252, 418, 14+BCAA+Trp+ALB+BUN+TP; 0. 764, 249, 811, 1+ALB+ALT+3MeHis+L
ys+Trp;0.764, 250, 873, 1+ALB+ALT+Lys+Tyr+Phe; 0. 764, 250. 201, 1+Trp+GLc+AS
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T+ALB+BUN; 0, 764, 251, 047, 1+ALB+AST+Arg+0rn+Trp;0. 764, 251, 663, 1+ALB+BUN
+BHBA+0rntLys; 0, 764, 250, 032, 1+Gly+Lys+GLc+ALT+ALB; 0. 764, 251, 660, 1+Ala
+Lys+Thr+ALB+BUN; 0. 764, 250. 653, 1+ALB+ALT+Arg+0rn+Ile;0. 764, 250, 526, 1+
Gly+Arg+ALT+gGT+ALB; 0, 764, 250, 259, 1+ALB+AST+ALT+0rn+Phe; 0. 764, 250, 252
, 1+ALB+BUN+ALT+Thr+0rn; 0. 764, 252. 308, 1+GLly+Trp+AST+ALB+TP; 0. 764, 251.7
74, 1+Lys+TG+ALB+BUN+TP; 0. 764, 250. 016, 1+ALB+ALT+His+Arg+Thr;0. 764, 251,
943, 1+ALB+NEFA+His+0rntLys; 0. 764, 251, 592, 1+AlatLys+ALB+BUN+Ca; 0. 764, 2
51.465, 1+ALB+BUN+G LctArgtLys; 0. 764, 251, 453, 1+Alat+Lys+ALB+BUN+BHBA; 0. 7
64,252,173, 1+GLly+Trp+gGT+ALB+BUN; 0. 764, 250. 993, 1+ALB+AST+Arg+Lys+Trp;
0.764, 250, 387, 1+ALB+BUN+AST+Val+Trp;0. 764, 250, 097, 1+ALB+ALT+Lys+Va l+T
rp;0.764, 251,902, 1+Trp+TCHO+ALB+BUN+BHBA; 0. 764, 252, 332, 1+Trp+Glc+ALB+
BUN+Ca;0. 764, 252, 401, 1+Ala+Trp+GLc+ALTHALB; 0. 764, 252, 623, 1+Trp+TG+ALB
+BUN+NEFA; 0, 764, 252, 386, 14+Trp+Thr+ALB+BUN+TP; 0, 764, 250, 817, 1+ALB+BUN+
NEFA+ArgtlLys;0. 764, 251,697, 1+ALB+BUN+gGT+BHBA+Lys; 0. 764, 251, 423, 1+ALB
+BUN+NEFA+Orn+Trp;0. 764, 250, 492, 1+ALB+ALT+0rn+Lys+Phe; 0. 764, 249, 969, 1
+Ala+Lys+AST+ALB+BUN; 0, 764, 249, 967, 1+ALB+BUN+AST+BHBA+Lys ;0. 764, 250. 4
20, 1+ALB+BUN+AST+Tyr+Trp; 0. 764, 250, 066, 1+Trp+TCHO+AST+ALB+BUN; 0. 764, 2
49, 631, 1+Lys+TCHO+AST+ALB+BUN; 0. 764, 252, 971, 1+ALB+BUN+Orn+Val+Phe; 0,7
64, 251,533, 1+AlatLys+Glc+ALB+BUN; 0, 764, 252, 093, 1+Gly+Trp+ALB+BUN+Ca; 0
. 764, 250, 445, 1+BCAA+Trp+AST+ALB+BUN; 0. 764, 250, 139, 1+ALB+ALT+Lys+Tyr+T
rp;0.764, 250, 991, 1+ALB+ASTHNEFA+Lys+Trp; 0. 764, 251, 930, 14Trp+TCHO+gGT+
ALB+BUN; 0. 764, 251, 501, 1+ALB+BUN+BHBA+Arg+Lys; 0. 764, 250, 808, 1+ALB+AST+
ALT+Arg+Ile;0.764, 250,232, 1+Ala+Trp+Lys+ALT+ALB; 0. 764, 250. 242, 1+Trp+L
ys+ALT+gGT+ALB; 0. 764, 252, 139, 1+Gly+Trp+GLc+AST+ALB; 0. 764, 252, 331, 14Tr
p+ALB+BUN+TP+Ca; 0. 764, 251, 780, 1+ALB+BUN+Thr+0rn+Lys; 0. 764, 250, 173, 1+L
ys+TG+AST+ALB+BUN; 0. 764, 250. 169, 1+ALB+BUN+AST+Lys+Val;0. 764, 251, 864, 1
+ALB+AST+T-BIL+Lys+Ile;0. 764, 252, 589, 1+Trp+TG+ALB+BUN+BHBA; 0. 764, 251.
861, 1+ALB+BUN+gGT+Thr+Lys; 0. 764, 248, 230, 1+ALB+BUN+ALT+Asp+0rn; 0. 764, 2
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50. 171, 1+ALB+BUN+AST+Thr+Lys; 0. 764, 250, 018, 1+BCAA+Lys+AST+ALB+BUN; 0. 7
64, 254,421, 1+Ala+Gly+Lys+ALB+TP; 0. 764, 252. 597, 1+Trp+ALB+BUN+NEFA+BHBA
:0.764,251, 070, 1+ALB+AST+0rn+Lys+Trp; 0. 764, 251, 264, 1+ALB+AST+NEFA+Arg
+Lys;0.763,251.691, 1+ALB+BUN+Glc+Thr+Lys;0. 763, 251, 582, 1+ALB+BUN+G Lc+
OrntlLys;0.763, 252, 627, 1+BCAA+Trp+TG+ALB+BUN; 0, 763, 251, 398, 1+ALB+BUN+B
HBA+Glct+Lys; 0. 763, 250. 256, 1+ALB+AST+ALT+Arg+Phe; 0. 763, 249, 921, 1+ALB+A
LT+Arg+Lys+Tyr;0. 763, 250, 171, 1+ALB+BUN+AST+Lys+Tyr ;0. 763, 251. 558, 1+AL
B+AST+Lys+Val+Trp;0. 763, 251, 598, 1+ALB+BUN+Asp+0rn+Phe; 0. 763, 254, 389, 1
+Ala+GlytLys+Phe+ALB; 0. 763, 251, 744, 1+ALB+BUN+gGT+0rn+Lys; 0, 763, 251, 55
6, 1+ALB+BUN+Ca+Arg+Lys;0. 763, 251, 721, 1+ALB+BUN+BHBA+Thr+Lys; 0. 763, 251
. 886, 1+Lys+Thr+TG+ALB+BUN; 0. 763, 250. 490, 1+Gly+Arg+Glc+ALT+ALB; 0. 763, 2
51.748, 1+ALB+ALT+T-BIL+Arg+I le;0. 763, 252, 581, 1+Gly+Trp+AST+ALB+NEFA; 0
. 763, 252, 350, 1+Gly+Trp+AST+gGT+ALB; 0. 763, 252, 547, 1+Trp+TG+ALB+BUN+Ca;
0.763, 251, 828, 1+ALB+BUN+Ca+Thr+Lys;0. 763, 251. 722, 1+ALB+BUN+Ca+0rn+Lys
;0.763,251,601, 1+AlatLys+gGT+ALB+BUN; 0, 763, 252, 578, 1+BCAA+Trp+ALB+BUN
+BHBA; 0. 763, 252, 577, 1+Trp+gGT+ALB+BUN+BHBA; 0. 763, 251, 310, 1+ALB+AST+0r
ntTyr+Trp;0. 763, 250, 238, 1+Trp+Lys+TG+ALT+ALB; 0. 763, 250, 104, 1+ALB+BUN+
AST+gGT+Lys; 0. 763, 250, 528, 1+ALB+AST+ALT+His+Arg;0. 763, 251, 116, 1+ALB+A
STH+His+0rn+Lys; 0. 763, 251, 336, 1+GLy+Trp+TCHO+ALB+BUN; 0. 763, 252, 438, 1+A
LB+BUN+NEFA+3MeHis+Trp;0. 763, 252, 284, 1+Ala+Gly+Arg+ALB+BUN; 0. 763, 250.
542, 1+ALB+ALT+3MeHistArg+0rn;0. 763, 252, 614, 14Trp+TG+gGT+ALB+BUN; 0. 763
, 252,546, 1+ALB+BUN+Tyr+Val+Trp;0. 763, 250, 227, 1+ALB+ALT+NEFA+Lys+Trp; 0
. 763,251,914, 1+Lys+AST+ALB+TP+NEFA; 0. 763, 250. 151, 1+ALB+ALT+NEFA+His+L
ys;0.763,252, 878, 1+Trp+GLlc+ALT+ALB+BHBA; 0, 763, 252, 605, 1+G Ly+Trp+AST+A
LB+BHBA; 0. 763, 252, 526, 1+Gly+Trp+TG+AST+ALB; 0, 763, 250, 131, 1+ALB+ALT+NE
FAtLys+Ile; 0,763, 252, 378, 1+ALB+BUN+3MeHis+Val+Trp;0. 763, 252, 359, 1+ALB
+BUN+3MeHis+Tyr+Trp; 0. 763, 251,798, 1+Lys+Thr+ALB+BUN+TP; 0. 763, 251. 531,
1+ALB+BUN+gGT+Arg+Lys;0. 763, 251, 497, 1+ALB+BUN+AST+NEFA+Phe ;0. 763, 249,
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897, 1+ALB+BUN+AST+G lctLys; 0. 763, 249. 968, 1+ALB+BUN+AST+0rntLys; 0. 763, 2
51.760, 1+ALB+BUN+AST+Arg+Phe; 0. 763, 251, 607, 1+ALB+BUN+gGT+Glctlys; 0. 76
3,250,271, 1+ALB+3MeHis+AsptLys+Trp;0. 763, 248. 133, 1+ALB+ALT+Asp+Lys+Tr
p;0.763, 250, 522, 1+ALB+AST+3MeHis+Arg+Trp; 0, 763, 249, 287, 1+ALB+AST+ALT+
Argtlys;0.763, 251, 556, 1+Lys+ALB+BUN+TP+BHBA; 0. 763, 254, 857, 1+Ala+Gly+T
rp+TG+ALB; 0. 763, 250, 591, 1+ALB+ALT+3MeHis+Lys+Tyr ;0. 763, 250. 630, 1+Arg+
Thr+ALT+AST+ALB; 0, 763, 251, 647, 1+ALB+AST+His+Arg+0rn; 0. 763, 250. 439, 1+A
LB+ALT+T-BIL+Lys+I le; 0. 763, 252, 820, 14Trp+GLc+ALTH+ALB4TP; 0. 763, 254, 389
, 1+Ala+Gly+Lys+Thr+ALB; 0. 763, 252, 893, 1+Trp+G Lc+ALT+gGT+ALB; 0. 763, 254,
692, 1+Ala+Gly+Trp+ALB+NEFA; 0. 763, 252. 610, 1+BCAA+Trp+gGT+ALB+BUN; 0. 763
, 252,242, 1+Gly+Trp+GLlc+ALT+ALB; 0. 763, 250, 051, 1+ALB+ALT+NEFA+Arg+Lys;0
. 763, 254, 865, 1+AlatGly+Trp+ALB+TP; 0. 763, 251, 590, 1+ALB+ALT+gGT+Arg+I le
;0.763, 251,622, 1+Ala+Trp+Arg+AST+ALB; 0. 763, 250. 471, 1+ALB+AST+Arg+Asp+
Trp;0.763,251, 364, 1+ALB+AST+NEFA+3MeHistLys; 0, 763, 250, 379, 1+Trp+AST+A
LB+BUN+Ca; 0. 763, 252, 589, 1+ALB+BUN+NEFA+Arg+Phe; 0. 763, 252, 615, 1+Trp+gG
T+ALB+BUN+NEFA; Q. 763, 252, 545, 1+ALB+BUN+NEFA+Va l4+Trp; 0, 763, 252, 624, 1+B
CAA+Trp+ALB+BUN+NEFA; 0. 763, 251, 695, 1+ALB+BUN+AST+3MeH i s+Phe; 0, 763, 250
. 274, 1+ALB+ALT+3MeHis+0rn+Lys; 0. 763, 251. 691, 1+AlatTrp+Lys+AST+ALB; 0. 7
62,251, 803, 1+ALB+BUN+3MeHis+ArgtPhe; 0. 762, 254, 459, 1+Ala+Gly+Lys+TG+AL
B;0.762, 252, 362, 1+Trp+gGT+ALB+BUN+TP; 0. 762, 250. 504, 1+ALB+ALT+3MeHis+L
ystVal;0.762, 251,675, 1+ALB+AST+NEFA+Orn+Lys; 0. 762, 252, 590, 1+GLy+BCAA+
Trp+AST+ALB; 0. 762, 250, 164, 1+ALB+AST+Asp+0rn+Trp; 0. 762, 250, 272, 1+ALB+A
LT+GlctHistLys; 0. 762, 250, 642, 1+ALB+ALT+Glc+0rn+lys; 0. 762, 248, 746, 1+AL
B+ALT+Arg+AsptlLys;0. 762, 254, 887, 1+Ala+Gly+Trp+ALB+BHBA; 0. 762, 251, 592,
1+Trp+Glc+ALT+AST+ALB; 0. 762, 250. 680, 1+ALB+AST+3MeHis+Lys+Trp;0. 762, 25
0.759, 1+ALB+3MeHis+Arg+AsptLys; 0. 762, 249, 982, 1+ALB+ALT+Glc+Arg+Lys; 0.
762, 250, 748, 1+ALB+AST+3MeHistArgtLys; 0. 762, 252, 901, 1+ALB+BUN+Arg+0rn+
Phe;0.762,252, 874, 1+Trp+GLlc+TG+ALT+ALB; 0. 762, 250, 668, 1+ALB+AST+ALT+NE
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FAtArg; 0,762, 248, 548, 1+ALB+AST+3MeH i s+AsptLys;0. 762, 251, 443, 1+ALB+AST
+HistArgtlLys;0.762, 251,071, 1+ALB+AST+NEFA+His+Lys; 0. 762, 251, 616, 1+ALB
+BUN+Ca+BHBA+tLys; 0. 762, 252, 195, 14Trp+GLc+TCHO+ALT+ALB; 0. 762, 251, 693, 1
+ALB+ALT+GlctArgtIle; 0, 762, 250, 599, 1+ALB+BUN+ALT+3MeHis+0rn; 0. 762, 251
. 707, 1+ALB+ALT+BHBA+Arg+Ile; 0. 762, 251, 598, 1+ALB+ALT+NEFA+Arg+Ile;0.76
2,250, 184, 1+ALB+ALT+BHBA+Arg+

Lys;0.762,250, 146, 1+ALB+ALT+gGT+Arg+Lys; 0, 762, 251, 666, 1+ALB+AST+Arg+V
al+Trp;0.762, 251, 376, 1+ALB+ASTHNEFA+0rn+Trp; 0. 762, 252. 890, 1+Trp+Glc+A
LT+ALB+NEFA; 0. 762, 250, 734, 1+ALB+BUN+ALT+GLlc+0rn; 0, 762, 254, 888, 1+AlatG
ly+Trp+Thr+ALB; 0. 762, 254, 880, 1+Ala+G ly+BCAA+Trp+ALB; 0. 762, 250, 183, 1+A
LB+ALT+T-BIL+ArgtlLys; 0. 762, 250. 144, 1+ALB+ALT+Arg+0rn+Lys; 0. 762, 250. 54
4, 1+ALB+ALT+NEFA+3MeHistLys; 0, 762, 250, 158, 1+ALB+ALT+Arg+Lys+Val; 0. 762
, 250, 046, 1+ALB+BUN+AST+ALT+0rn; 0. 762, 253, 142, 1+ALB+NEFA+0rntLys+Ile;0
. 762,254,841, 1+Ala+Gly+Trp+Tyr+ALB; 0. 762, 253, 086, 1+Ala+Gly+Arg+Lys+AL
B;0.762, 250,176, 1+AlatArg+Lys+ALT+ALB; 0. 762, 250, 187, 1+ALB+AST+ALT+Arg
+0rn;0.762, 251, 043, 1+ALB+AST+ALT+Arg+Tyr ;0. 762, 251, 674, 1+ALB+AST+Lys+
Phe+Trp; 0,762, 250. 435, 1+ALB+ALT+Thr+Lys+Ile;0.762, 251,987, 1+Gly+Trp+T
CHO+AST+ALB; 0. 762, 252, 358, 1+ALB+BUN+Arg+Asp+Phe; 0. 762, 251, 234, 1+ALB+A
LT+Arg+0rn+Tyr;0.762, 252, 441, 1+ALB+3MeHis+Arg+Lys+Trp;0. 762, 252, 049, 1
+ALB+AST+NEFA+Lys+Tyr ;0. 762, 251, 004, 1+Alat+Arg+ALT+AST+ALB; 0. 762, 250. 9
77, 1+AlatLys+Phe+ALT+ALB; 0. 762, 252, 926, 1+ALB+NEFA+HistLys+Ile;0.762, 2
51.592, 1+ALB+Ca+ALT+Arg+Ile; 0. 762, 254, 312, 1+AlatGly+Lys+ALB+Ca; 0. 762,
251,186, 1+ALB+ALT+Arg+Thr+0rn;0. 762, 250, 717, 1+ALB+AST+ALT+Arg+Val; 0.7
62, 250. 646, 1+ALB+ALT+NEFA+Lys+Phe; 0. 762, 252, 566, 1+ALB+AST+T-BIL+His+0
rn; 0,762, 252,427, 1+ALB+AST+NEFA+Arg+0rn;0. 762, 251, 776, 1+ALB+BUN+Ca+gG
T+Lys;0.762, 251,618, 1+ALB+BUN+Ca+GlctlLys;0. 762, 250, 983, 1+ALB+ALT+NEFA
+HistArg;0.762, 252, 621, 14BCAA+Trp+GLc+ALT+ALB; 0. 762, 250, 931, 1+ALB+ALT
+Lys+Val+Phe; 0. 762, 251, 048, 1+ALB+AST+ALT+gGT+Arg; 0. 762, 249, 921, 1+BCAA
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+Arg+Lys+ALT+ALB; 0. 762, 251, 150, 1+ALB+ALT+Glc+Arg+0rn; 0. 762, 250. 982, 1+
Lys+Phe+ALT+gGT+ALB; 0. 762, 250, 537, 1+ALB+ALT+BHBA+His+Lys;0. 762, 252, 10
2, T+ALB+AST+NEFA+Lys+Phe; 0. 762, 252, 500, 1+Ala+Gly+Lys+TCHO+ALB; 0. 762, 2
54,419, 1+Ala+Gly+Lys+ALB+BHBA; 0, 762, 253. 469, 1+ALB+BUN+3MeHis+Val+Phe;
0.762, 250, 458, 1+ALB+BUN+ALT+0rn+Tyr ;0. 762, 251, 669, 1+ALB+AST+Arg+Phe+T
rp;0.762, 251, 024, 1+ALB+AST+3MeHis+0rn+Trp; 0. 762, 250. 414, 1+ALB+ALT+T-B
IL+HistlLys;0. 762, 248, 961, 1+ALB+AST+ALT+Asp+Trp; 0. 762, 252, 540, 1+BCAA+T
rp+ALB+BUN+Ca; 0. 762, 253, 468, 1+ALB+BUN+3MeHis+Tyr+Phe ;0. 762, 252, 198, 1+
ALB+AST+NEFA+T-BIL+tLys;0. 762, 250. 344, 1+Lys+Phe+TCHO+ALT+ALB; 0. 761, 251
. 048, 1+ALB+AST+ALT+BHBA+Arg; 0. 761, 250, 946, 1+ALB+ALT+NEFA+3MeHis+Arg; 0
. 761,250,917, 1+ALB+ALT+3MeHis+Arg+Tyr ;0. 761, 251, 219, 1+ALB+ALT+T-BIL+H
istArg;0.761, 250, 836, 1+ALB+BUN+ALT+0rn+Ile;0, 761, 251, 224, 1+ALB+ALT+Hi
stArg+Ile;0.761,250. 271, 1+ALB+ALT+HistLys+Ile;0. 761, 250. 677, 1+ALB+ALT
+gGT+HistLys; 0. 761, 249, 733, 1+ALB+AST+ALT+3MeHis+tLys ;0. 761, 252, 154, 1+A
latLys+AST+ALB+NEFA; 0, 761, 252, 544, 1+Trp+ALB+BUN+Ca+NEFA; Q. 761, 251, 105
, 1+ALB+ALT+gGT+His+Arg; 0. 761, 252, 234, 1+ALB+BUN+His+Thr+0rn; 0. 761, 250.
573, 1+tALB+ALT+His+ThrtLys; 0. 761, 250. 527, 1+Arg+TCHO+ALT+AST+ALB; 0. 761,
251,015, 14Gly+Trp+ALT+AST+ALB; 0. 761, 250. 169, 1+ALB+ALT+Arg+Thr+Lys; 0.7
61,249, 947, 1+ALB+AST+ALT+3MeHistArg; 0. 761, 252, 195, 1+ALB+AST+NEFA+BHBA
tLys;0.761, 254, 022, 14ALB+0rn+Tyr+Phe+Trp;0. 761, 252, 528, 1+GLly+Trp+TG+A
LT+ALB;0. 761, 253, 228, 1+ALB+T-BIL+GlctHistLys;0.761, 251, 097, 1+ALB+ALT+
NEFA+T-BIL+Lys;0.761, 252, 530, 1+Trp+gGT+ALB+BUN+Ca; 0. 761, 253, 691, 1+ALB
+BUN+NEFA+Val+Phe; 0. 761, 252, 129, 1+ALB+AST+NEFA+Lys+Val;0. 761, 250. 966,
1+ALB+AST+ALT+T-BIL+Arg;0.761, 251. 256, 1+ALB+ALT+Arg+0rn+Val;0. 761, 252
. 820, 1+ALB+3MeHis+Arg+Lys+Tyr ;0. 761, 250. 957, 1+ALB+ALT+0rn+Lys+Tyr ;0.7
61, 250. 837, 1+ALB+BUN+ALT+gGT+0rn; 0, 761, 251, 744, 1+ALB+BUN+AST+Arg+0rn;
0.761,251, 152, 1+Ala+Lys+ALT+ALB+NEFA; 0. 761, 250, 588, 1+ALB+ALT+BHBA+Lys
+Ile;0.761,250.210, 1+ALB+ALT+Glc+Lys+Ile;0. 761, 251, 256, 1+ALB+ALT+BHBA
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+Arg+0rn;0. 761, 250. 837, 1+ALB+BUN+ALT+NEFA+0rn; 0. 761, 252, 094, 1+GLly+Trp
+ALT+ALB+NEFA; 0. 761, 250, 957, 1+ALB+ALT+T-BIL+0rntLys;0. 761, 253, 495, 1+A
LB+AST+NEFA+Orn+Ile; 0. 761, 250, 101, 1+ALB+BUN+Ca+AST+Lys; 0. 761, 251, 272,
1+ALB+ALT+T-BIL+Arg+0rn; 0. 761, 250, 942, 1+ALB+ALT+Thr+Orn+Lys; 0. 761, 250
. 848, 1+ALB+ALT+NEFA+OrntLys;0. 761, 250, 818, 1+ALB+BUN+ALT+BHBA+0rn; 0. 76
1,253. 068, 1+AlatLys+His+ALB+NEFA; Q. 761, 250. 979, 1+ALB+ALT+T-BIL+Glc+Ly
s;0.761, 251,533, 1+ALB+AST+0rn+Phe+Trp; 0. 761, 250, 219, 1+ALB+AST+NEFA+As
ptlLys;0.761, 254, 753, 1+Ala+Gly+Trp+ALB+Ca; 0, 761, 254, 274, 1+Ala+Gly+Lys+
ALB+NEFA;0Q, 761, 250. 801, 1+ALB+ALT+NEFA+GlctlLys; 0. 761, 251, 270, 1+ALB+ALT
+NEFA+Arg+0rn;0. 761, 251, 201, 1+ALB+ALT+Glc+His+Arg; 0. 761, 255, 560, 14+Gly
+BCAA+Trp+Glc+ALB; 0. 761, 251, 165, 1+ALB+ALT+NEFA+BHBA+Lys; 0. 761, 251, 006
, 1+ALB+AST+ALT+Glc+Arg; 0. 761, 250. 604, 1+ALB+ALT+gGT+Lys+I le;0. 761, 253,
870, 1+ALB+AST+Thr+0rn+Ile; 0. 761, 249, 805, 1+ALB+AST+ALT+Lys+Ile; 0. 761, 2
53.478, 1+ALB+0rn+Lys+Tyr+Trp;0. 761, 253. 055, 1+ALB+3MeHis+Lys+Tyr+Trp;0
. 761, 252, 933, 1+BCAA+Trp+TG+ALT+ALB; 0. 761, 252, 284, 1+ALB+BUN+AST+Arg+Th
r;0.761, 251, 165, 1+ALB+ALT+gGT+NEFA+Lys; 0. 761, 251, 686, 1+ALB+BUN+AST+NE
FA+Arg;0.761, 250, 158, 1+ALB+Ca+ALT+Arg+Lys;0. 761, 250, 967, 1+ALB+Ca+AST+
ALT+Arg;0.761, 250, 870, 1+ALB+ALT+3MeHistArgtVal; 0, 761, 250, 814, 1+ALB+BU
N+ALT+T-BIL+0rn;0.761, 252,618, 1+Gly+Trp+ALT+ALB+BHBA; 0. 761, 252, 470, 1+
ALB+T-BIL+His+OrntLys;0. 761, 250. 960, 1+ALB+ALT+BHBA+OrntLys; 0. 761, 251,
565, 1+ALB+AST+ALT+Val+Trp; 0. 761, 253, 929, 1+ALB+AST+Arg+Thr+Ile; 0. 761, 2
53. 504, 1+ALB+NEFA+Lys+Tyr+Trp;0. 761, 254, 369, 1+Ala+Gly+Lys+gGT+ALB; 0. 7
61,252, 438, 1+Gly+BCAA+Trp+ALT+ALB; 0, 761, 251, 462, 1+ALB+ALT+gGT+Arg+Thr
;0.761, 250, 254, 1+ALB+AST+ALT+Lys+Phe; 0. 761, 249, 966, 1+ALB+AST+ALT+0rn+
Lys;0.760, 253, 907, 1+ALB+T-BIL+0rn+Lys+Ile;0. 760, 252, 576, 1+ALB+Glc+His
+0rn+Lys;0. 760, 250. 826, 1+ALB+BUN+AST+Asp+0rn; 0. 760, 250, 048, 1+ALB+AST+
ALT+NEFA+tLys; 0, 760, 253, 352, 1+Ala+GLly+Trp+TCHO+ALB; 0. 760, 252, 682, 1+ALB
+BUN+Asp+Tyr+Phe; 0. 760, 251, 212, 1+ALB+ALT+gGT+Arg+0rn; 0. 760, 251, 000, 1+
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ALB+3MeHis+Asp+Lys+Phe; 0. 760, 253. 247, 1+Lys+His+AST+ALB+TP; 0. 760, 251, 2
72, 1+AlatArg+TCHO+ALT+ALB; 0. 760, 250. 836, 1+ALB+NEFA+3MeH i s+Asp+Lys; 0.7
60, 253. 244, 1+Trp+TG+ALT+ALB+BHBA; 0. 760, 251, 830, 1+ALB+ALT+NEFA+Arg+Tyr
:0.760, 250. 900, 1+ALB+ALT+0rn+Lys+Val ;0. 760, 252. 010, 1+GLly+Trp+TCHO+ALT
+ALB; 0. 760, 251, 162, 1+ALB+ALT+NEFA+Lys+Tyr ;0. 760, 250, 959, 1+ALB+ALT+gGT
+0rn+lLys;0. 760, 252, 560, 1+ALB+AST+Arg+0rn+Lys;0. 760, 252, 141, 1+ALB+AST+
NEFA+ThrtLys;0. 760, 251, 658, 1+ALB+BUN+AST+His+0rn; 0. 760, 250, 056, 1+ALB+
AST+ALT+His+Lys; 0. 760, 253. 336, 1+ALB+AST+Thr+Lys+Ile;0. 760, 251, 783, 1+A
LB+AST+T-BIL+His+Lys;0. 760, 253, 681, 1+ALB+3MeHis+0rn+Lys+Val; 0. 760, 252
. 993, 1+ALB+3MeHis+0rn+Lys+Trp;0. 760, 250, 545, 1+ALB+3MeH i s+Asp+Lys+Tyr;
0.760, 252, 734, 1+ALB+ALT+NEFA+Val+Trp; 0. 760, 252, 634, 1+GLly+Trp+ALT+gGT+
ALB;0. 760, 248. 944, 1+ALB+ALT+NEFA+AsptLys; 0. 760, 251, 466, 1+ALB+BUN+NEFA
+Asp+Phe; 0. 760, 250, 702, 1+ALB+BUN+ALT+0rn+Val; 0, 760, 251, 833, 1+ALB+ALT+
gGT+T-BIL+Arg;0.760, 251,712, 14+ALB+Asp+Lys+Tyr+Trp;0. 760, 251, 153, 1+ALB
+ALT+NEFA+Thr+Lys;0. 760, 251, 150, 1+ALB+ALT+NEFA+Lys+Val;0. 760, 252, 262,
1+ALB+AST+T-BIL+0rntLys; 0. 760, 252, 102, 1+ALB+AST+T-BIL+ArgtLys;0. 760, 2
53. 145, 1+ALB+BHBA+His+0rn+Lys; 0. 760, 254, 094, 1+ALB+Lys+Tyr+Phe+Trp;0.7
60, 253, 307, 1+ALB+3MeHis+Lys+Phe+Trp;0. 760, 252, 947, 1+BCAA+Tr p+ALT+ALB+
NEFA;0. 760, 253. 813, 1+Ala+BCAA+Trp+Lys+ALB; 0. 760, 251, 787, 1+AlatArg+ALT
+gGT+ALB; 0. 760, 251, 734, 1+ALB+ALT+GlctHis+0rn; 0, 760, 251, 223, 1+ALB+Ca+A
LT+Arg+0rn;0. 760, 250, 743, 1+ALB+BUN+Ca+ALT+0rn; 0. 760, 252. 337, 1+BCAA+Tr
p+TCHO+ALT+ALB; 0. 760, 252, 677, 1+ALB+BUN+3MeHis+Arg+0rn; 0. 760, 252. 967, 1
+BCAA+Trp+ALT+ALB+BHBA; 0. 760, 251, 137, 1+AlatLys+GLc+ALT+ALB; 0. 760, 252,
305, 1+ALB+AST+NEFA+His+0rn; 0, 760, 250. 998, 1+ALB+AST+ALT+His+0rn; 0. 760,
252,967, 1+BCAA+Trp+ALT+gGT+ALB; 0. 760, 251, 380, 1+ALB+ALT+GlctArg+Thr ;0.
760,251,821, 1+ALB+ALT+gGT+BHBA+Arg; 0. 760, 253, 446, 1+ALB+AST+Arg+0rn+Ty
r;0.760, 251, 931, 1+Trp+ALT+AST+ALB+BHBA; 0, 760, 255. 496, 1+ALB+NEFA+Orn+T
yr+Phe ;0. 760, 253, 259, 1+Trp+ALT+gGT+ALB+BHBA; 0. 760, 253, 195, 1+ALB+NEFA+
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3MeHis+Lys+Trp; 0. 760, 251,769, 1+ALB+ALT+NEFA+BHBA+Arg; 0. 760, 250. 094, 1+
ALB+ALT+Arg+Asp+0rn; 0. 760, 250, 782, 1+Ala+Lys+TCHO+ALT+ALB; 0. 760, 250. 93
6, 1+ALB+Ca+ALT+0rntLys; 0. 760, 251, 256, 1+ALB+ALT+BHBA+His+Arg; 0. 760, 253
. 241, 1+Trp+TG+ALT+ALB+NEFA; 0, 760, 249, 044, 1+ALB+ALT+Asp+0rntLys;0. 760,
251,106, 1+ALB+Ca+ALT+His+Arg; 0. 760, 251, 134, 1+ALB+AST+NEFA+Asp+Trp;0.7
60, 250, 644, 1+ALB+3MeHistAsptLystVal; 0. 760, 250, 953, 1+ALB+ALT+BHBA+G Lc+
Lys;0.760,252, 010, 1+ALB+ALT+T-BIL+His+0rn;0. 760, 251, 923, 1+ALB+AST+ALT
+NEFA+Trp; 0, 760, 253, 246, 14+Trp+TG+ALT+gGT+ALB; 0, 760, 251, 958, 1+ALB+ALT+
T-BIL+BHBA+Arg; 0. 760, 253. 002, 1+ALB+3MeHis+Arg+Lys+Val ;0. 760, 250, 981, 1
+ALB+3MeH i s+Asp+0rn+Lys; 0. 760, 254, 829, 1+Ala+Gly+Trp+gGT+ALB; 0. 760, 253
. 352, 1+ALB+NEFA+His+ThrtlLys;0. 759, 262,721, 1+ALB+ALT+3MeHis+Val+Trp;0.
759, 251, 747, 1+ALB+ALT+gGT+Glc+Arg; 0. 759, 251, 566, 1+ALB+ALT+NEFA+ArgtVa
l;0.759, 251, 625, 1+ALB+ALT+NEFA+T-BIL+Arg; 0. 759, 252, 915, 1+ALB+AST+0rn+
Lys+Tyr;0.759, 250, 639, 1+ALB+Ca+ALT+His+tLys; 0. 759, 249, 820, 1+ALB+AST+3M
eHis+Asp+Trp;0.759, 251. 751, 1+ALB+ALT+NEFA+Glc+Arg; 0. 759, 255.617, 1+Gly
+Trp+GLlc+TG+ALB; 0, 759, 252, 743, 1+ALB+ALT+Tyr+Val+Trp;0. 759, 252, 020, 1+A
LB+ALT+BHBA+His+0rn; 0, 759, 250, 349, 1+ALB+AST+ALT+T-BIL+Lys;0. 759, 254, 7
25, 1+Ala+Gly+Arg+TG+ALB; 0. 759, 253. 247, 1+ALB+3MeHis+Arg+0rn+Lys; 0. 759,
249,164, 1+ALB+ALT+Asp+Lys+Val;0. 759, 253. 019, 1+ALB+AST+T-BIL+Arg+0rn;0
. 759, 253, 884, 1+ALB+AST+T-BIL+0rn+Ile;0. 759, 252, 642, 1+ALB+AST+Arg+tLys+
Tyr;0.759, 253. 006, 1+Trp+GLlc+TCHO+AST+ALB; 0. 759, 251. 410, 1+Trp+TCHO+ALT
+AST+ALB; 0. 759, 251, 738, 1+ALB+ALT+gGT+NEFA+Arg; 0. 759, 252, 553, 1+ALB+AST
+His+Thr+0rn; 0. 759, 252, 155, 1+ALB+AST+3MeHis+Lys+Val; 0. 759, 252. 850, 1+A
LB+3MeHis+Lys+Val+Trp; 0. 759, 251, 849, 1+Ala+BCAA+Arg+ALT+ALB; 0. 759, 251,
843, 1+AlatArg+TGH+ALTHALB; 0. 759, 2561, 129, 1+ALB+ALT+Glc+Thr+Lys;0. 759, 24
8. 334, 1+ALB+AST+ALT+AsptLys; 0. 759, 253, 311, 1+ALB+AST+His+0rn+Ile; 0. 759
, 251,454, 1+ALB+AST+3MeHis+0rntLys; 0. 759, 250. 512, 1+Lys+ALT+AST+ALB+TP;
0.759, 251,907, 1+ALB+ALT+BHBA+G LctArg; 0. 759, 251, 900, 1+ALB+ALT+T-BIL+GL
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c+Arg;0.759, 251, 407, 1+ALB+ALT+Arg+Tyr+Val;0. 759, 252, 616, 1+ALB+AST+Glc
+0rntlys;0. 759, 254, 466, 1+ALB+AST+BHBA+0rn+I le;0. 759, 251, 374, 1+ALB+ALT
+T-BIL+BHBA+Lys; 0. 759, 251, 737, 1+ALB+AST+NEFA+G lc+Lys; 0. 759, 253, 249, 1+
Trp+ALT+ALB+NEFA+BHBA; 0. 759, 253, 249, 14+Trp+ALT+gGT+ALB+NEFA; 0. 759, 250,
609, 1+ALB+ALT+Arg+Asp+Tyr;0.759, 251, 398, 1+ALB+ALT+gGT+BHBAtLys; 0. 759,
251,371, 1+ALB+ALT+T-BIL+Thr+Lys; 0. 759, 252. 947, 1+ALB+AST+0rntLys+Val;0
. 759, 249,741, 1+ALB+AST+ALT+Arg+Asp; 0. 759, 252, 686, 1+Trp+TCHO+TG+ALT+AL
B;0.759, 250. 162, 1+ALB+ALT+NEFA+Asp+Trp; 0. 759, 251, 973, 1+ALB+ALT+NEFA+H
ist0rn;0.759, 251, 126, 1+ALB+ALT+gGT+GlctLys; 0, 759, 251, 625, 1+ALB+AST+AL
TH+NEFA+0rn; 0. 759, 251, 447, 1+Ala+Lys+TG+ALT+ALB; 0. 759, 251, 904, 1+Trp+TG+
ALT+AST+ALB; 0. 759, 251, 745, 1+BCAA+Trp+ALT+AST+ALB; 0, 759, 253, 548, 1+Ala+
Trp+AST+ALB+TP; 0. 759, 250, 514, 1+ALB+AST+ALT+BHBA+Lys; 0. 759, 250. 486, 1+A
LB+AST+3MeHistArgtAsp; 0, 759, 252, 687, 1+Trp+TCHO+ALT+ALB+BHBA; 0, 759, 250
. 571, 1+ALB+Ca+ALT+Lys+I le; 0. 759, 250. 017, 1+Lys+TCHO+ALT+AST+ALB; 0. 759,
252,940, 1+ALB+AST+Thr+0rn+Lys

;0.759, 252, 018, 1+ALB+ALT+His+0rn+I le; 0. 759, 253. 290, 1+ALB+AST+gGT+Hi s+
Orn; 0,759, 253, 283, 1+ALB+AST+BHBA+His+0rn; 0, 759, 250, 167, 1+ALB+ALT+Asp+
Tyr+Trp;0. 759, 249, 068, 1+ALB+ALT+Asp+Lys+Tyr ;0. 759, 252, 980, 1+ALB+AST+0
rntLys+Phe;0. 759, 251, 335, 1+ALB+AST+ALT+3MeHis+0rn; 0. 759, 250, 298, 1+ALB
+AST+ALT+G letlys; 0. 759, 253, 381, 1+ALB+gGT+NEFA+HistLys; 0. 759, 251,743, 1
+ALB+Ca+ALT+gGT+Arg; 0. 759, 251, 820, 1+ALB+AST+3MeHis+Arg+0rn; 0. 759, 251,
447, 1+AlatLys+ALT+gGT+ALB; 0. 759, 252, 957, 1+ALB+AST+BHBA+ArgtLys; 0. 759,
252,965, 1+ALB+AST+BHBA+Orn+tLys; 0. 759, 250, 579, 1+BCAA+Lys+ALT+AST+ALB; 0
. 759, 251, 747, 14+ALB+Ca+ALT+Glc+Arg; 0. 759, 254, 461, 1+ALB+3MeHis+Lys+Tyr+
Phe;0.759, 251,451, 1+AlatLys+Thr+ALT+ALB; 0, 759, 251, 446, 1+ALB+ALT+Lys+T
yr+Val;0, 759, 251, 375, 1+ALB+ALT+gGT+T-BIL+Lys; 0, 759, 252, 687, 14T rp+TCHO
+ALTH+ALB+NEFA; 0. 759, 253. 989, 1+ALB+3MeHis+0rn+Lys+Tyr ;0. 759, 254, 310, 1+
ALB+3MeHistLys+Val+Phe;0. 759, 251, 114, 1+ALB+ALT+His+Thr+0rn;0. 759, 251,
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397, 1+ALB+ALT+BHBA+Thr+Lys; 0,759, 251, 341, 1+BCAA+Lys+ALT+ALB+TP; 0. 759,
253.260, 1+AlatTrp+GLc+ASTHALB; 0. 758, 251, 119, 1+ALB+CatALT+NEFA+Lys; 0.7
58, 262, 597, 1+Gly+Trp+ALT+ALB+Ca; 0. 758, 251, 763, 1+ALB+CatALT+NEFA+Arg; 0
. 758, 253. 004, 1+ALB+AST+ArgtLys+Phe; 0. 758, 251, 955, 1+ALB+BUN+AST+T-BIL+
Orn; 0,758, 254, 029, 1+ALB+AST+gGT+T-BIL+0rn; 0. 758, 251, 988, 1+ALB+AST+gGT
+NEFA+tLys; 0, 758, 252, 057, 1+ALB+Ca+AST+NEFA+Lys; 0. 758, 252, 693, 1+Trp+TCH
O+ALT+gGT+ALB; 0. 758, 252, 258, 1+ALB+AST+NEFA+Arg+Asp; 0, 758, 251,799, 14Tr
p+ALT+AST+gGT+ALB; 0, 758, 251, 671, 1+ALB+AST+ALT+0rn+I Le; 0. 758, 250. 620, 1
+Ala+Lys+ALT+AST+ALB; 0. 758, 251, 107, 1+ALB+Ca+ALT+Glc+Lys; 0. 758, 251, 876
, 1+Ala+Arg+Glc+ALT+ALB; 0. 758, 253. 762, 1+ALB+AST+0rn+Tyr+Phe; 0. 758, 253.
548, 1+Trp+AST+ALB+TP+NEFA; 0. 758, 252, 128, 1+ALB+AST+3MeHis+Lys+Phe;0. 75
8, 252, 595, 1+ALB+ALT+NEFA+3MeHis+0rn; 0. 758, 254, 403, 1+ALB+BUN+Thr+0rn+I
le;0.758, 252, 006, 1+ALB+ALT+gGT+His+0rn; 0, 758, 251, 452, 1+ALB+ALT+gGT+Th
r+Lys;0.758, 251, 755, 1+ALB+AST+Arg+AsptlLys;0. 758, 254, 431, 1+ALB+Ca+AST+
Orn+Ile;0.758, 252, 928, 1+BCAA+Trp+ALT+ALB+Ca; 0. 758, 254, 442, 1+ALB+AST+g
GT+0rn+Ile;0, 758,251,410, 1+Ala+BCAA+Lys+ALT+ALB; 0. 758, 253. 137, 1+Ala+T
rp+AST+ALB+NEFA; 0. 758, 251, 736, 1+ALB+AST+ALT+Tyr+Trp; 0. 758, 251, 526, 1+A
LB+AST+ALT+Thr+0rn;0. 758, 253. 654, 1+Ala+Trp+TG+ASTHALB; 0. 758, 250, 624, 1
+ALB+AST+ALT+Lys+Val; 0. 758, 250, 623, 1+Lys+TG+ALT+AST+ALB; 0, 758, 255, 557
, 14Gly+Trp+Glc+gGT+ALB; 0. 758, 252, 989, 1+ALB+AST+Arg+Thr+Lys ;0. 758, 250,
568, 1+ALB+AST+ALT+gGT+Lys; 0. 758, 2563. 661, 1+ALB+AST+NEFA+Orn+Tyr ;0. 758,
251, 458, 1+ALB+AST+Asp+Val+Trp; 0. 758, 252, 667, 1+ALB+AST+NEFA+Orn+Phe; 0.
758, 252, 044, 1+ALB+BUN+ASTHNEFA+0Orn; 0. 758, 250. 626, 1+ALB+AST+ALT+Thr+tLy
s;0.758, 253. 103, 1+ALB+AST+His+Lys+Ile; 0. 758, 254, 220, 1+ALB+AST+Glc+0rn
+Ile;0.758, 252. 999, 1+ALB+AST+Glc+His+0rn; 0. 758, 253. 652, 1+Ala+BCAA+Trp
+AST+ALB; 0. 758, 250. 619, 1+ALB+AST+ALT+Lys+Tyr;0, 758, 251, 867, 1+ALB+Ca+A
LT+T-BIL+Arg;0. 758, 253. 270, 1+ALB+CatAST+His+0rn;0. 758, 251, 492, 1+ALB+A
ST+Asp+Phe+Trp; 0. 758, 253. 962, 1+ALB+NEFA+3MeHis+Lys+Phe; 0. 758, 253. 511,
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1+ALB+AST+Arg+Thr+0rn; 0. 758, 252, 973, 1+ALB+AST+gGT+0rn+Lys; 0. 758, 253. 6
12, 1+Ala+Trp+AST+ALB+BHBA; 0, 758, 251, 904, 1+ALB+BUN+AST+3MeHis+0rn; 0. 75
8, 252. 254, 1+ALB+AST+T-BIL+GlctLys; 0. 758, 253. 743, 1+Trp+G lc+TG+AST+ALB;
0.758, 252, 234, 1+ALB+AST+3MeHis+Lys+Tyr; 0. 758, 254, 850, 1+ALB+3MeHis+0rn
+Val+Phe; 0. 758, 253, 973, 1+ALB+AST+T-BIL+Thr+0rn;0. 758, 252, 341, 1+ALB+AL
T+Thr+Orn+Ile;0. 758, 253, 600, 1+ALB+AST+NEFA+BHBA+0rn; 0. 758, 253. 513, 1+A
LB+AST+NEFA+Thr+0rn; 0, 758, 253, 376, 1+ALB+AST+gGT+Lys+I le; 0. 757, 253. 915
, 1+ALB+AST+T-BIL+BHBA+0rn; 0. 7567, 253. 553, 1+ALB+AST+gGT+NEFA+Orn; 0. 757,
251,905, 14Trp+ALT+AST+ALB+Ca; 0, 757, 253, 095, 1+Ala+Trp+TCHO+AST+ALB; 0. 7
57,251, 846, 1+ALB+CatALT+BHBA+Arg; 0. 757, 252, 568, 1+ALB+ALT+3MeHis+0rn+V
al;0.757, 253, 563, 1+ALB+AST+BHBA+Arg+0rn; 0, 757, 252, 787, 1+ALB+AST+G Lc+H
istlLys;0.757, 253, 235, 1+ALB+AST+BHBA+His+tLys ;0. 757, 253, 092, 1+ALB+AST+N
EFA+3MeHis+0rn; 0. 757, 252, 076, 1+ALB+AST+NEFA+Asp+0rn; 0. 757, 249, 920, 14+A
LB+AST+ALT+Asp+0rn; 0. 757, 253. 985, 1+Trp+TG+AST+ALB+TP; 0. 757, 252, 867, 1+
ALB+AST+T-BIL+Thr+Lys;0. 757, 253. 663, 1+ALB+AST+NEFA+T-BIL+0rn; 0. 757, 25
1.571, 1+ALB+AST+Asp+0rntLys; 0. 757, 253, 652, 1+ALB+AST+NEFA+Orn+Val;0. 75
7,252,931, 1+ALB+AST+T-BIL+BHBA+tLys; 0. 757, 251. 340, 1+ALB+Ca+ALT+T-BIL+L
ys;0.757, 253, 634, 1+ALB+AST+T-BIL+Glc+0rn; 0. 757, 254, 468, 1+ALB+AST+gGT+
Thr+0rn;0.757, 253. 588, 1+Ala+Trp+AST+gGT+ALB; 0. 757, 252, 654, 1+Trp+TCHO+
ALT+ALB+Ca;0. 757, 252, 338, 1+ALB+ALT+Glc+Thr+0rn; 0, 757, 2562, 742, 1+ALB+AL
THNEFA+Thr+0rn; 0. 757, 251, 725, 1+ALB+AST+ALT+T-BIL+0rn;0. 757, 253, 464, 1+
Trp+TCHO+AST+ALB+TP; 0. 757, 251, 944, 1+ALB+CatALT+His+0rn; 0. 757, 254, 991,
1+Ala+Trp+GLlc+TCHO+ALB; 0. 757, 253, 383, 1+ALB+AST+Arg+0rn+Phe; 0. 757, 252.
342, 1+ALB+BUN+AST+Thr+0rn; 0. 757, 253. 359, 1+ALB+AST+BHBA+tLys+I le; 0. 757,
253.891, 14Trp+AST+ALB+TP+BHBA; 0. 757, 250, 770, 1+ALB+AST+3MeH i s+Asp+0rn;
0.757, 252,673, 1+ALB+BUN+AST+BHBA+0rn; 0. 757, 254, 476, 1+ALB+AST+BHBA+Thr
+0rn;0.757, 251, 353, 1+ALB+Ca+ALT+BHBA+Lys; 0. 757, 252, 723, 1+ALB+ALT+BHBA
+Thr+0rn;0. 757, 252, 446, 1+ALB+AST+3MeHis+0rn+Phe; 0. 757, 253. 588, 1+Trp+G
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Lc+AST+ALB+TP; 0. 757, 253, 373, 1+ALB+AST+NEFA+Glc+0rn; 0. 757, 253, 904, 1+BC
AA+Trp+AST+ALB+TP; 0. 757, 253, 533, 1+ALB+Ca+AST+Arg+0rn; 0, 757, 253, 162, 1+
ALB+AST+NEFA+Arg+Thr; 0, 757, 254, 044, 1+ALB+Ca+AST+T-BIL+0rn;0. 757, 253. 9
38, 1+ALB+AST+0rntVal+Phe; 0. 757, 2561, 778, 1+ALB+AST+ALT+BHBA+0rn; 0. 757, 2
53. 829, 1+Gly+Trp+GLlc+TCHO+ALB; 0. 757, 251, 567, 1+ALB+AST+ALT+Glc+0rn; 0.7
57,251,718, 1+ALB+AST+ALT+0rn+Val; 0. 756, 253. 539, 1+AlatTrp+AST+ALB+Ca; 0
. 756, 252, 861, 1+ALB+AST+GlctLys+I le; 0. 756, 256. 041, 1+ALB+NEFA+Ornt+Val+P
he;0.756, 251, 734, 1+ALB+AST+ALT+gGT+0rn; 0. 756, 256. 218, 1+Ala+Trp+Glc+AL
B+NEFA; 0. 756, 253. 640, 1+ALB+Ca+AST+NEFA+0rn; 0. 756, 252, 460, 1+ALB+BUN+AL
T+NEFA+Val;0. 756, 250. 986, 1+ALB+ALT+NEFA+Asp+0rn; 0. 756, 252, 607, 1+ALB+B
UN+AST+GLlc+0rn; 0. 756, 254, 610, 1+ALB+AST+gGT+BHBA+0rn; 0. 756, 253. 410, 14+A
LB+AST+Glc+Arg+0rn; 0. 756, 253. 667, 1+Trp+G Lc+AST+gGT+ALB; 0. 756, 253. 922,
14Trp+AST+gGT+ALB+TP; 0, 756, 252, 734, 1+ALB+AST+G lc+ArgtLys; 0. 756, 251, 41
5, 1+ALB+Ca+ALT+gGT+Lys; 0. 756, 251, 420, 1+ALB+Ca+ALT+Thr+Lys;0. 756, 251. 9
86, 1+ALB+BUN+AST+ALT+Val; 0. 756, 256. 074, 1+Gly+BCAA+Trp+TG+ALB; 0. 756, 25
4, 383, 1+ALB+AST+gGT+GLc+0rn; 0. 756, 251, 646, 1+ALB+AST+ALT+0rn+Tyr ;0. 756
, 253,451, 1+ALB+AST+3MeHis+0rn+Val; 0. 756, 250. 587, 1+ALB+Ca+AST+ALT+Lys;
0.756, 252, 946, 1+ALB+Ca+AST+0rn+Lys; 0. 756, 253. 652, 1+BCAA+Trp+G Lc+AST+A
LB;0. 756, 253, 644, 1+Trp+TCHO+TG+AST+ALB; 0. 756, 253. 362, 1+ALB+Ca+AST+His
+Lys; 0. 756, 252, 045, 1+BCAA+TCHO+ALT+ALB+BUN; 0. 756, 250, 993, 1+ALB+ALT+As
p+0rn+Tyr; 0. 755, 253, 504, 1+BCAA+Trp+TCHO+AST+ALB; 0, 755, 251, 742, 1+ALB+C
a+AST+ALT+0rn; 0. 755, 252, 567, 1+BCAA+TG+ALT+ALB+BUN; 0. 755, 254, 328, 1+ALB
+AST+BHBA+G Lc+0rn; 0. 755, 254, 043, 1+ALB+AST+BHBA+Thr+Lys; 0. 755, 253, 924,
14Trp+AST+ALB+TP+Ca; 0. 755, 252, 727, 1+ALB+ALT+T-BIL+Thr+0rn; 0. 755, 252, 7
23, 1+ALB+ALT+gGT+Thr+0rn; 0. 755, 250. 837, 1+ALB+ALT+Asp+0rn+Val ;0. 755, 25
2.621, 1+BCAA+ALT+ALB+BUN+NEFA; 0. 755, 252, 564, 1+BCAA+G Lc+ALT+ALB+BUN; 0.
755, 253,572, 1+ALB+BUN+ALT+T-BIL+I le; 0. 755, 252, 514, 1+Gly+BCAA+ALT+ALB+
BUN; 0. 755, 256. 043, 1+Gly+BCAA+Trp+gGT+ALB; 0. 755, 251, 948, 1+ALB+AST+Asp+



WO 2018/003638 305 PCT/JP2017/022927

Lys+Tyr; 0,755, 252,718, 1+ALB+Ca+ALT+Thr+0rn;0. 755, 256. 480, 1+A la+BCAA+T
rp+GLlc+ALB; 0. 755, 254, 106, 1+BCAA+Trp+TG+AST+ALB; 0. 755, 254, 602, 1+ALB+Ca
+AST+BHBA+0rn; 0., 755, 252, 631, 1+BCAA+ALT+gGT+ALB+BUN; 0, 755, 256. 109, 1+GL
y+Trp+TG+gGT+ALB; 0, 755, 252, 334, 1+BCAA+ALT+ALB+BUN+BHBA; 0. 755, 254, 085,
1+Trp+TG+AST+gGT+ALB; 0. 755, 254. 450, 1+ALB+Ca+AST+Thr+0rn; 0. 755, 254. 109
, 1+ALB+AST+Glc+Thr+0rn; 0, 755, 256. 483, 1+Ala+Trp+GLlc+TG+ALB; 0. 755, 254, 3
34, 1+ALB+Ca+AST+Glc+0rn; 0. 754, 252, 123, 1+ALB+AST+Asp+Lys+Val; 0. 754, 255
. 204, 1+BCAA+Trp+GLc+TCHO+ALB; 0. 754, 253, 524, 1+Trp+TCHO+AST+gGT+ALB; 0, 7
54,254,594, 1+ALB+Ca+AST+gGT+0rn; 0. 754, 255,411, 1+Ala+Trp+TCHO+ALB+NEFA
;0.754, 255,536, 1+Ala+GLly+BCAA+ALB+BUN; 0. 754, 253, 988, 1+BCAA+Trp+AST+gG
T+ALB; 0. 754, 256, 295, 1+Ala+Trp+Glc+gGT+ALB; 0. 753, 255. 778, 1+Ala+Trp+TCH
O+TG+ALB; 0. 753, 252, 181, 1+BCAA+ALT+AST+ALB+BUN; 0. 753, 254, 617, 1+G Ly+BCA
A+Trp+TCHO+ALB; 0, 753, 256. 731, 1+Ala+Trp+TG+ALB+NEFA; 0. 753, 254, 746, 1+G1
y+Trp+TCHO+TG+ALB; 0, 753, 254, 779, 1+Gly+Trp+TCHO+gGT+ALB; 0. 753, 255. 708,
1+Ala+BCAA+Trp+TCHO+ALB; 0. 753, 256. 706, 1+A la+BCAA+Trp+ALB+NEFA; 0. 752, 2
55.725, 1+Ala+Trp+TCHO+gGT+ALB; 0. 751, 256. 912, 1+ALa+BCAA+Trp+TG+ALB; 0. 7
51, 254, 297, 1+Gly+BCAA+ALT+AST+ALB; 0. 750, 256. 799, 1+AlatTrp+TG+gGT+ALB;
0.750, 254, 642, 1+Ala+GLy+AST+ALB+BUN; 0. 750, 256, 784, 1+Alat+BCAA+T rp+gGT+
ALB;0. 750, 256. 660, 1+BCAA+Trp+Glc+gGT+ALB; 0. 749, 257, 065, 1+AlatGly+TG+A
LB+BUN; 0, 749, 256, 040, 1+BCAA+Trp+TCHO+TG+ALB; 0. 749, 254, 857, 1+Alat+BCAA+
AST+ALB+BUN; 0. 749, 254, 655, 1+BCAA+G Lc+TCHO+ALT+ALB; 0. 748, 255. 212, 14+Gly
+BCAA+TG+ALT+ALB; 0. 748, 255. 092, 1+Gly+BCAA+GLc+ALT+ALB; 0. 748, 259. 526, 1
+Ala+Gly+BCAA+G Lc+ALB; 0, 748, 255, 433, 1+AlatGly+TCHO+ALB+BUN; 0. 748, 254,
368, 1+Gly+BCAA+TCHO+ALT+ALB; 0, 748, 256. 783, 1+AlatGly+gGT+ALB+BUN; 0. 748
, 255,616, 1+BCAA+GLc+TG+ALT+ALB; 0. 748, 257, 176, 1+GLy+BCAA+G Lc+AST+ALB; 0
. 748, 255, 265, 1+Gly+BCAA+ALT+gGT+ALB; 0. 747, 257, 484, 1+G Lly+BCAA+TG+AST+A
LB;0.747, 254, 308, 1+BCAA+TCHO+ALT+AST+ALB; 0. 747, 257. 414, 1+G ly+BCAA+AST
+gGT+ALB; 0. 746, 256. 171, 1+GLy+GLc+ALT+ALB+BUN; 0. 746, 254, 952, 1+BCAA+TCH
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0+TG+ALT+ALB; 0. 746, 255, 764, 1+BCAA+TG+ALT+gGT+ALB; 0. 746, 256. 284, 14GLy+
BCAA+TCHO+AST+ALB; 0. 746, 255. 609, 1+BCAA+G Lc+ALT+gGT+ALB; 0. 746, 255, 009,
1+BCAA+ALT+AST+gGT+ALB; 0. 746, 259. 731, 1+A La+G Ly+BCAA+TG+ALB; 0. 746, 255.
033, 1+BCAA+TG+ALT+ASTHALB; 0. 746, 254. 944, 1+BCAA+TCHO+ALT+gGT+ALB; 0. 746
, 256. 864, 1+A La+BCAA+G Lc+ALB+BUN; 0. 746, 256. 177, 14G Ly+ALT+gGT+ALB+BUN; 0
. 746, 254. 995, 14GLy+BCAA+AST+ALB+BUN; 0. 745, 256, 882, 1+ALa+BCAA+TG+ALB+B
UN;0.745, 258, 532, 1+Ala+Gly+TG+AST+ALB; 0. 745, 254, 880, 1+BCAA+G Lc+ALT+AS
T+ALB; 0. 745, 259. 507, 1+ALa+GLy+BCAA+gGT+ALB; 0. 745, 258. 539, 1+Ala+GLy+AS
T+gGT+ALB; 0, 745, 255, 582, 1+ALa+BCAA+TCHO+ALB+BUN; 0. 744, 255. 771, 14BCAA+
AST+gGT+ALB+BUN; 0. 744, 255, 804, 1+BCAA+TG+AST+ALB+BUN; 0. 744, 258. 470, 1+A
la+GLy+GLc+AST4ALB; 0. 743, 257, 325, 1+Ala+G Ly+BCAA+TCHO+ALB; 0. 743, 255, 65
6, 1+G Ly+TCHO+ALT+ALB+BUN; 0. 743, 255. 636, 1+BCAA+G Lc+AST+ALB+BUN;; 0. 743, 2
56. 662, 1+ALa+BCAA+gGT+ALB+BUN; 0. 742, 257, 330, 1+ALa+GLly+TCHO+AST+ALB; 0.
741, 256. 790, 1+ALa+TCHO+AST+ALB+BUN; 0. 740, 257. 447, 1+Ala+AST+gGT+ALB+BU
N;0.739, 258. 925, 1+ALa+BCAA+AST+gGT+ALB; 0. 738, 257, 394, 1+Ala+TG+AST+ALB
4BUN; 0. 738, 258. 898, 1+A Lla+BCAA+TG+AST+ALB; 0. 738, 258. 252, 1+Ala+G Lc+TCHO
+ALB4+BUN; 0. 737, 258. 693, 14ALa+BCAA+G Lc+ASTHALB

[415., EREAMASIETOMMRBEIBDLTZR (FI/B+%E(
6 ZH) ]

0.786, 247. 898, 1+BCAA+Trp+Phe+ALT+ALB+BUN; 0. 786, 248, 158, 1+ALB+BUN+ALT+
Tyr+Phe+Trp;0.783, 247, 116, 14Trp+Phe+Hi s+ALT+ALB+BUN; 0. 783, 249, 774, 14B
CAA+Trp+Lys+Phe+ALB+BUN; 0. 783, 249. 719, 1+Ala+Trp+Phe+His+ALB+BUN; 0. 783
, 248. 348, 1+ALB+BUN+ALT+Va l4Phe+Trp; 0. 782, 248. 330, 1+Ala+Trp+Lys+His+AL
B+BUN; 0. 782, 246, 647, 1+Lys+Phe+His+ALT+ALB+BUN; 0. 782, 247, 427, 1+BCAA+Ly
s+Phe+ALT+ALB+BUN; 0. 782, 248, 542, 1+Trp+Lys+His+ALB+BUN+TP;0. 781, 249, 09
8, 1+ALB+BUN+ALT+0rn+Tyr+Phe;0. 781, 248. 138, 1+Lys+Phe+Tyr+ALT+ALB+BUN; 0
. 781,247,887, 1+ALB+BUN+ALT+Lys+Phe+Trp; 0. 781, 248, 679, 1+Trp+Thr+Phe+AL
T+ALB+BUN; 0. 781, 248, 901, 1+ALB+BUN+ALT+Arg+Tyr+Phe; 0. 781, 247, 859, 1+Arg
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+Phe+His+ALT+ALB+BUN; 0. 780, 248, 772, 1+Trp+Phe+ALT+gGT+ALB+BUN; 0. 780, 24
6. 798, 1+Trp+Phe+ALT+ALB+BUN; 0, 780, 248. 715, 14Trp+Phe+G Lc+ALT+ALB+BUN; 0
. 780, 248, 606, 1+Trp+Phe+TG+ALT+ALB+BUN; 0. 780, 248, 788, 1+ALB+BUN+ALT+NEF
A+Phe+Trp;0.780, 249, 831, 1+Ala+BCAA+Trp+Lys+ALB+BUN; 0. 780, 249, 482, 1+Gl
y+BCAA+Trp+Lys+ALB+BUN; 0, 780, 248. 515, 1+Gly+Trp+Phe+ALT+ALB+BUN; 0. 779,
248,731, 14TrptPhe+ALT+ALB+BUN+Ca; 0. 779, 249, 720, 1+Gly+BCAA+Phe+ALT+ALB
+BUN; 0. 779, 247, 579, 14+BCAA+Trp+Lys+ALT+ALB+BUN; 0. 779, 248, 460, 1+Trp+Phe
+TCHO+ALT+ALB+BUN; 0. 779, 248. 701, 1+Trp+Phe+ALT+ALB+BUN+BHBA; 0. 779, 248,
020, 1+ALB+BUN+ALT+Lys+Val+Phe; 0. 779, 250. 509, 1+BCAA+Trp+Lys+TG+ALB+BUN
;0.779, 246, 967, 14TrptLys+His+ALT+ALB+BUN; 0. 779, 250. 212, 14+BCAA+Trp+Lys
+GLc+ALB+BUN; 0. 779, 250, 273, 1+BCAA+Trp+Lys+ALB+BUN+NEFA; 0. 779, 250. 815,
1+ALB+BUN+Lys+Val+Phe+Trp;0. 779, 250. 242, 1+BCAA+Trp+Arg+Lys+ALB+BUN; 0.
779, 251, 505, 1+ALB+BUN+Arg+Tyr+Phe+Trp; 0. 779, 251, 625, 1+Ala+Trp+Phe+Tyr
+ALB+BUN; 0. 778, 251, 598, 1+Ala+BCAA+Trp+Phe+ALB+BUN; 0. 778, 248, 871, 1+Gly
+Phe+His+ALT+ALB+BUN; 0, 778, 250, 695, 1+Ala+Trp+Lys+Tyr+ALB+BUN; 0. 778, 24
8. 374, 1+ALB+BUN+ALT+Arg+Phe+Trp; 0. 778, 248. 556, 1+ALB+BUN+ALT+0rn+Phe+T
rp;0.778, 247. 930, 1+ALB+BUN+ALT+Lys+Val+Trp; 0. 778, 249,770, 14Gly+Phe+Ty
r+ALT+ALB+BUN; 0. 778, 248, 164, 1+Ala+Trp+Lys+ALT+ALB+BUN; 0. 778, 249, 080, 1
+ALB+BUN+ALT+0rn+Val+Phe; 0. 778, 249, 178, 1+ALB+BUN+ALT+Arg+Tyr+Trp; 0. 77
8,248, 111, 1+ALB+BUN+ALT+3MeH i stLys+Phe; 0, 778, 250. 705, 1+Lys+Phe+His+AL
B+BUN+TP; 0. 778, 249, 947, 1+GLly+Phe+ALT+gGT+ALB+BUN; 0. 778, 248. 514, 1+BCAA
+Trp+Lys+ALB+BUN; 0. 778, 249, 992, 1+BCAA+Trp+Lys+ALB+BUN+TP; 0, 778, 248, 34
7, 14TrptLys+Tyr+ALT+ALB+BUN; 0, 778, 248. 347, 1+ALB+BUN+ALT+Lys+Tyr+Trp;0
. 778, 250, 752, 1+ALB+BUN+Lys+Tyr+Phe+Trp;0. 778, 249, 790, 1+Ala+Trp+Arg+Hi
s+ALB+BUN; 0. 778, 250, 512, 14+BCAA+Trp+Lys+gGT+ALB+BUN; 0, 778, 246. 442, 1+AL
B+BUN+ALT+Asp+Lys+Phe; 0. 778, 250. 503, 1+ALB+ALT+Arg+Tyr+Phe+Trp;0.777, 2
49, 852, 1+ALB+BUN+Asp+Tyr+Phe+Trp;0. 777,250, 176, 1+ALB+BUN+3MeH i s+Lys+V
al+Trp;0.777, 248, 223, 1+Gly+Lys+Phe+ALT+ALB+BUN; 0. 777, 248, 295, 1+TrptlLy
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s+GLc+ALT+ALB+BUN; 0. 777, 250. 108, 1+Ala+Gly+Lys+His+ALB+BUN; Q. 777, 249, 2
44, 1+BCAA+Trp+Arg+ALT+ALB+BUN; 0. 777, 247, 960, 1+GLly+Phe+ALT+ALB+BUN; 0, 7
77,248,785, 14BCAA+Trp+Lys+AST+ALB+BUN; 0. 777, 251, 159, 1+ALB+BUN+3MeH i s+
Lys+Val+Phe;0. 777, 246. 045, 1+ALB+BUN+ALT+Asp+Lys+Trp;0. 777, 250. 189, 1+A
lat+Gly+Trp+His+ALB+BUN; 0. 777, 248. 265, 1+Gly+TrptLys+ALT+ALB+BUN; 0. 777,
248,280, 1+TrptLys+Thr+ALT+ALB+BUN; 0. 776, 250. 393, 1+AlatGly+Trp+Lys+ALB
+BUN; 0. 776, 251, 023, 1+ALB+BUN+Lys+Tyr+Val+Trp;0. 776, 251, 082, 1+ALB+BUN+
OrntLys+Val+4Trp;0. 776, 248, 481, 14Trp+Lys+ALT+gGT+ALB+BUN; 0. 776, 249, 550
, 14Gly+Phe+TCHO+ALT+ALB+BUN; 0. 776, 251,771, 1+Ala+Trp+Arg+Tyr+ALB+BUN; 0
. 776, 248, 377, 1+ALB+BUN+AST+ALT+Phe+Trp;0. 776, 249, 027, 1+ALB+BUN+Asp+Ly
stVal+Trp;0.776, 250, 804, 1+ALB+BUN+His+Arg+Lys+Ile; 0. 776, 249, 395, 1+ALB
+BUN+ALT+Arg+Val+Trp; 0. 776, 248, 095, 1+AlatLys+His+ALT+ALB+BUN; 0. 776, 25
0.433, 1+BCAA+Trp+Lys+Thr+ALB+BUN; 0. 776, 249, 284, 1+ALB+BUN+ALT+3MeH i stA
rg+Trp;0.776, 248, 253, 1+ALB+BUN+ALT+Arg+Lys+Trp;0. 776, 248, 492, 1+ALB+BU
N+ALT+ArgtLys+Phe; 0. 776, 248, 546, 1+ALB+BUN+ALT+NEFA+Lys+Phe; 0. 776, 249,
168, 14Trp+Arg+TG+ALT+ALB+BUN; Q. 776, 247, 435, 1+ALB+BUN+ALT+Arg+Asp+Trp;
0.776, 251, 380, 1+Ala+GLly+Trp+Phe+ALB+BUN; 0. 776, 249, 485, 1+ALB+BUN+ALT+A
rgtVal+Phe; 0,776,251, 019, 1+ALB+BUN+Arg+Lys+Val+Trp;0, 776, 248, 442, 14Tr
p+Lys+ALT+ALB+BUN+BHBA; 0, 776, 251, 743, 1+ALB+BUN+His+Thr+Lys+Ile;0. 776,
249, 352, 1+ALB+BUN+ALT+NEFA+Arg+Trp;0. 776, 248, 420, 1+Trp+Lys+TG+ALT+ALB
+BUN; 0. 775, 249, 403, 1+ALB+BUN+ALT+Arg+0rn+Trp; 0, 775, 250, 879, 1+ALB+BUN+
NEFA+Lys+Val+Trp;0. 775,249, 076, 1+Gly+Trp+Arg+ALT+ALB+BUN; Q. 775, 250, 87
4, 1+ALB+BUN+Arg+Lys+Tyr+Trp; 0, 775, 252, 372, 1+ALB+BUN+NEFA+Tyr+Phe+Trp;
0.775, 248. 607, 1+Lys+Phe+ALT+gGT+ALB+BUN; 0, 775, 248, 040, 1+ALB+BUN+3MeH i
s+Asp+Lys+Trp; 0. 775, 247,451, 1+Trp+Arg+ALT+ALB+BUN; 0. 775, 249. 451, 1+Trp
+Arg+ALT+ALB+BUN+BHBA; 0. 775, 248, 342, 1+ALB+BUN+ALT+3MeHis+Lys+Trp;0. 77
5, 248, 355, 1+ALB+BUN+ALT+T-BIL+His+Lys;0. 775, 249, 467, 1+ALB+BUN+ALT+NEF
AtArg+Phe; 0. 775, 249, 451, 14Trp+Arg+ALT+gGT+ALB+BUN; 0, 775, 249, 560, 1+ALB
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+BUN+ALT+NEFA+0rn+Phe; 0. 775, 250, 678, 1+AlatTrpt+Lys+Thr+ALB+BUN; @, 775, 2
48,503, 1+ALB+BUN+ALT+0rntLys+Trp;0. 775, 249, 393, 1+ALB+BUN+AST+Lys+Val+
Trp;0.775, 249, 355, 14Trp+Arg+G Lc+ALT+ALB+BUN; 0, 775, 250, 723, 1+ALB+BUN+N
EFA+His+Lys+Ile;0. 775,247,723, 1+ALB+BUN+ALT+Asp+0rn+Trp; 0. 775, 247, 581
, 1+ALB+BUN+ALT+Arg+Lys+Ile; 0. 775, 251, 758, 1+ALB+BUN+NEFAtLys+Tyr+Phe; 0
. 775, 248, 616, 1+ALB+BUN+ALT+0rn+Lys+Phe; 0. 775, 246. 510, 1+Trp+Lys+ALT+AL
B+BUN; Q. 775, 247,731, 1+ALB+BUN+ALT+His+Arg+Lys; 0, 775, 248, 089, 14+TrptlLys
+TCHO+ALT+ALB+BUN; 0. 775, 249, 353, 1+ALB+BUN+ALT+Arg+0rn+Phe; 0. 775, 250. 0
82, 1+ALB+BUN+AST+ALT+Tyr+Phe; 0. 775, 248, 528, 1+ALB+BUN+Asp+Lys+Tyr+Trp;
0.775, 251,747, 14+ALB+BUN+Orn+Tyr+Phe+Trp; 0. 775, 252, 246, 1+Ala+Trp+Thr+P
he+ALB+BUN; 0. 775, 248. 488, 1+ALB+BUN+ALT+NEFA+Lys+Trp; 0,775,251, 213, 1+A
la+Gly+Trp+Arg+ALB+BUN; 0. 775, 251. 210, 1+Ala+Trp+Lys+GLc+ALB+BUN; Q. 775,
250. 853, 1+ALB+BUN+3MeHis+Lys+Tyr+Trp;0. 775, 251, 963, 1+ALB+BUN+Orn+Val+
PhetTrp;0.774,251,.911, 1+Ala+Gly+Trp+ALB+BUN+NEFA; 0. 774, 250, 539, 1+ALB+
BUN+T-BIL+HistLys+Ile; 0,774, 251,201, 1+Ala+Trp+Lys+ALB+BUN+TP; 0. 774, 24
7.908, 1+ALB+BUN+ALT+Asp+Tyr+Trp; 0. 774, 248, 332, 1+ALB+BUN+ALT+His+Lys+I
le;0.774, 248, 624, 1+ALB+BUN+ALT+Thr+Lys+I le; 0. 774, 248. 804, 1+ALB+BUN+AL
T+9GT+Lys+Ile; 0. 774, 249, 054, 1+Trp+Arg+TCHO+ALT+ALB+BUN; 0. 774, 251, 407,
1+Ala+Trp+Lys+TG+ALB+BUN; Q. 774, 251, 733, 1+ALB+BUN+3MeHis+Lys+Tyr+Phe; 0
. 774, 249, 550, 1+ALB+BUN+Asp+0rn+Lys+Trp;0. 774, 251, 934, 1+ALB+BUN+Arg+Th
r+Lys+Ile; 0,774,251, 185, 1+ALB+BUN+T-BIL+ArgtLys+Ile;0. 774, 252, 690, 1+A
LB+BUN+Tyr+Val+Phe+Trp;0. 774, 251. 883, 1+ALB+BUN+NEFAtLys+Val+Phe; 0. 774
, 247,826, 1+ALB+BUN+ALT+NEFA+Asp+Trp;0. 774, 253. 101, 1+Ala+Gly+BCAA+Trp+
Lys+ALB;0. 774, 248, 477, 1+ALB+BUN+ALT+Glc+His+tLys; 0. 774, 250, 779, 1+ALB+B
UN+AsptLys+Tyr+Phe; 0. 774, 249, 236, 1+ALB+BUN+AST+ALT+Arg+Phe; 0. 774, 250.
684, 1+Ala+Trp+Lys+TCHO+ALB+BUN; 0. 774, 251, 627, 1+Ala+Gly+BCAA+Lys+ALB+B
UN;0.774, 248, 540, 1+ALB+BUN+ALT+NEFA+His+Lys; 0. 774, 251, 371, 1+Ala+TrptL
ys+Phe+ALB+BUN; 0. 774, 248. 699, 1+ALB+BUN+3MeH i s+Asp+Lys+Phe; 0. 774, 250. 4
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00, 1+ALB+BUN+T-BIL+Glc+HistLys;0. 774, 250, 948, 1+ALB+BUN+NEFA+Arg+Lys+I
le;0.774, 248, 412, 1+ALB+BUN+ALT+BHBA+His+Lys; 0, 774, 248, 837, 1+Ala+GLly+L
ys+ALT+ALB+BUN; Q. 774, 248. 701, 1+ALB+BUN+ALT+gGT+His+Lys; 0. 773, 250. 801,
1+ALB+BUN+AST+Tyr+Phe+Trp; 0. 773, 251, 312, 1+ALB+BUN+Orn+Lys+Tyr+Trp;0.7
73,248,573, 1+ALB+BUN+ALT+His+ThrtLys; 0. 773, 250. 219, 1+ALB+BUN+ALT+0rn+
Val+Trp;0.773,251, 134, 1+ALB+BUN+NEFA+Lys+Tyr+Trp; 0. 773, 248, 639, 1+ALB+
BUN+ALT+0Orn+Lys+Ile;0. 773,251,973, 1+AlatGly+Trp+TG+ALB+BUN; 0. 773, 250,
177, 1+ALB+BUN+ALT+Arg+Thr+Ile;0. 773,249,411, 1+AlatTrp+Lys+ALB+BUN; 0, 7
73,252,302, 1+ALB+BUN+3MeHistVal+Phe+Trp; 0,773, 251, 445, 1+ALB+ALT+0rn+T
yr+Phe+Trp;0.773, 252, 447, 14+Ala+Trp+Arg+GLc+ALB+BUN; 0. 773, 247. 942, 1+AL
B+BUN+ALT+Asp+Val+Trp; 0. 773, 250. 581, 1+ALB+ALT+Arg+Lys+Tyr+Trp;0.773, 2
48, 453, 1+TrptLys+ALT+ALB+BUN+Ca; 0, 773, 252, 854, 1+ALB+BUN+NEFA+Va l+Phet
Trp;0.773, 248, 285, 1+ALB+BUN+AST+ALT+Lys+Phe; 0. 773, 248, 548, 1+ALB+BUN+A
LT+T-BIL+Lys+Ile;0, 773,249,211, 1+ALB+BUN+AST+ALT+0rn+Phe; 0, 773, 251, 31
9, 1+Ala+Trp+Lys+ALB+BUN+BHBA; 0. 773, 252, 215, 1+ALB+BUN+3MeH i s+Tyr+Phe+T
rp;0.773,251, 078, 1+Trp+GLlc+TGHALT+ALB4BUN; 0. 773, 247, 916, 1+ALB+BUN+AST
+ALT+Lys+Trp; 0. 773, 250. 442, 1+ALB+BUN+AST+Arg+Tyr+Trp;0. 773, 248. 652, 1+
ALB+BUN+ALT+NEFA+Lys+Ile;0. 773, 249. 585, 1+ALB+BUN+NEFA+AsptLys+Trp; 0.7
73,252,566, 1+AlatTrp+Phe+TG+ALB+BUN; 0. 773, 250, 325, 1+ALB+BUN+ALT+0rn+T
yr+Trp; 0,773, 248,618, 1+ALB+BUN+ALT+GLlc+Lys+Ile; 0. 773, 249, 550, 1+ALB+BU
N+AST+Lys+Tyr+Trp;0. 773, 251, 053, 1+ALB+BUN+NEFA+His+Thr+Lys;0. 773, 249,
705, 1+ALB+BUN+Asp+Lys+Phe+Trp; 0. 773, 250, 980, 1+ALB+BUN+Asp+Va l+Phe+Trp
:0.773,252.479, 1+Ala+Trp+Phe+Glc+ALB+BUN; 0, 773, 252, 508, 1+Ala+Trp+Arg+
TG+ALB+BUN; 0. 773, 250. 577, 1+Ala+Trp+Phe+ALB+BUN; 0. 773, 251, 152, 1+ALB+BU
N+gGT+NEFA+His+Lys;0. 773, 250. 130, 1+ALB+BUN+ALT+NEFA+0rn+Trp; 0, 773, 250
. 887, 1+ALB+BUN+T-BIL+His+ThrtLys;0. 773, 250, 297, 1+ALB+BUN+ALT+3MeHis+0
rntTrp;0.773, 248, 072, 1+ALB+BUN+3MeH i s+Asp+Lys+Val;0. 773, 251, 151, 1+ALB
+BUN+NEFA+3MeHis+Lys+Trp;0.773, 251. 982, 1+Ala+Gly+Trp+GLlc+ALB+BUN; Q. 77
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3,252,069, 1+Ala+Gly+Trp+Thr+ALB+BUN; 0. 773, 249, 645, 1+ALB+BUN+Arg+Asp+L
ys+Trp;0.773,250. 707, 1+ALB+BUN+Arg+Asp+Tyr+Trp;0. 773, 252, 504, 1+ALB+BU
N+Arg+Val+Phe+Trp;0. 773, 248, 684, 1+ALB+BUN+AST+ALT+Arg+Trp;0.773, 251, 1
12, 1+ALB+BUN+His+0rntLys+Ile;0. 773, 251, 267, 1+GLly+Trp+Lys+AST+ALB+TP; 0
. 773,251,385, 1+Ala+Trp+Lys+gGT+ALB+BUN; 0. 773, 248, 416, 1+ALB+BUN+ALT+Hi
st0rntlLys;0.773, 249, 630, 1+Ala+Trp+Lys+AST+ALB+BUN; 0. 773, 250. 883, 1+ALB
+BUN+NEFA+T-BIL+HistLys;0. 773, 250. 412, 1+AlatTrp+Arg+AST+ALB+BUN; 0. 772
, 252,031, 1+Ala+BCAA+Trp+Arg+ALB+BUN; 0. 772, 251, 241, 1+Ala+Trp+Lys+ALB+B
UN+NEFA;0Q. 772,252, 261, 1+Alat+Gly+Lys+TG+ALB+BUN; 0. 772, 252, 986, 1+Ala+BC
AA+Trp+GLc+ALB+BUN; 0. 772, 251, 374, 1+Ala+Trp+Arg+Lys+ALB+BUN; 0. 772, 252,
292, 1+Ala+Trp+Arg+Phe+ALB+BUN; 0. 772, 250, 958, 1+ALB+BUN+3MeHis+Arg+Lys+
Trp;0.772,246. 891, 1+ALB+BUN+ALT+Asp+Lys+Val;0. 772, 251, 682, 1+ALB+BUN+G
lc+His+Thr+Lys;0.772, 251,600, 1+ALB+BUN+Arg+Lys+Phe+Trp;0. 772, 252, 510,
1+Ala+Trp+Phe+gGT+ALB+BUN; 0. 772, 251, 649, 1+ALB+BUN+Orn+Lys+Phe+Trp; 0.7
72,250, 324, 1+ALB+AST+ALT+Arg+Tyr+Trp;0. 772, 251, 360, 1+Ala+Gly+Trp+Lys+
AST+ALB;0.772, 251,778, 1+ALB+ALT+NEFA+Arg+Tyr+Phe; 0, 772, 251, 390, 1+ALB+
ALT+Arg+0rn+Tyr+Trp;0.772, 249, 446, 1+ALB+BUN+AST+3MeHis+Lys+Trp;0. 772,
252,541, 1+ALB+AST+Arg+Tyr+Phe+Trp; 0. 772, 252, 496, 1+Ala+Trp+Arg+ALB+BUN
+TP; 0,772,250, 260, 1+ALB+BUN+T-BIL+His+Arg+tLys;0. 772, 252, 058, 1+ALB+BUN
+Arg+0rntLys+Ile;0. 772, 250, 283, 1+ALB+BUN+NEFA+H i s+Arg+Lys; 0. 772, 250. 8
04, 1+ALB+BUN+NEFA+GlctHistLys; 0,772, 251, 168, 1+ALB+BUN+3MeHis+0rn+Lys+
Trp;0.772, 248, 744, 1+ALB+BUN+ALT+BHBA+Lys+Ile; 0, 772, 250. 800, 1+Ala+GLy+
Trp+Arg+AST+ALB; 0. 772, 250, 930, 1+ALB+BUN+T-BIL+BHBA+His+Lys; 0. 772, 250,
546, 1+Ala+Trp+Arg+ALB+BUN; 0. 772, 248. 663, 1+ALB+BUN+ALT+3MeHis+Arg+Lys;
0.772, 251, 339, 1+ALB+BUN+His+Arg+Thr+Lys;0, 772, 251, 712, 1+ALB+BUN+T-BIL
+0rntLys+Ile; 0. 772, 250, 509, 1+ALB+BUN+T-BIL+His+0rn+Lys; 0. 772, 252, 908,
1+ALB+BUN+Arg+Lys+Tyr+Phe; 0. 772, 250. 979, 1+ALB+BUN+3MeH i s+Lys+Phe+Trp;
0.772,253. 098, 1+Alat+tBCAA+Trp+
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TG+ALB+BUN; Q. 772, 251, 216, 1+ALB+BUN+GLc+His+ArgtLys; 0. 772, 251, 749, 1+AL
B+BUN+T-BIL+BHBA+Lys+I le;0. 772, 251. 888, 1+AlatGly+Arg+Lys+ALB+BUN; Q. 77
2,249, 255, 1+Trp+TG+ALT+ALB+BUN; 0. 772, 251, 178, 1+BCAA+Trp+TG+ALT+ALB+BU
N;0.772,251.759, 1+Ala+Gly+BCAA+Trp+ALB+BUN; 0. 772, 248, 970, 1+ALB+BUN+AL
T+3MeHistLys+Val;0. 772, 249, 243, 1+ALB+BUN+ALT+3MeHis+0rntLys; 0. 772, 251
. 730, 1+ALB+BUN+NEFA+ThrtLys+Ile;0. 772, 252, 410, 1+AlatTrp+Arg+Thr+ALB+B
UN;0.772, 251, 247, 1+Trp+TG+ALT+gGT+ALB+BUN; 0. 772, 251, 477, 1+ALB+BUN+NEF
A+Lys+Phe+Trp;0.772, 252, 545, 1+ALB+BUN+Thr+0rn+Lys+I le; 0. 772, 249, 250, 1
+ALB+BUN+ALT+3MeHis+Lys+Tyr ;0. 772, 247. 886, 1+ALB+BUN+AST+Asp+Lys+Trp;0
. 772, 249, 525, 1+Trp+Lys+AST+ALB+BUN+TP; 0, 772, 248, 788, 1+ALB+BUN+Ca+ALT+
LystIle;0.772,253.177, 1+ALB+BUN+Lys+Tyr+Val+Phe; 0. 772, 251, 227, 1+Trp+G
lc+ALT+gGT+ALB+BUN; 0. 772, 250, 139, 1+Ala+Gly+Trp+ALB+BUN; 0. 772, 251, 179,
1+ALB+BUN+ALT+NEFA+3MeHis+Trp; 0. 772, 246, 840, 1+ALB+BUN+ALT+AsptLys+Tyr
;0.772,250.701, 1+ALB+BUN+NEFA+Hi s+0rn+lys; 0. 772, 251, 047, 1+Alat+Gly+Lys
+TCHO+ALB+BUN; 0. 772, 248, 412, 1+ALB+BUN+AST+ALT+Lys+I le; 0. 772, 252, 527, 1
+ALB+BUN+G lc+Thr+Lys+Ile;0. 772, 246, 905, 1+ALB+BUN+ALT+Asp+0rn+Lys;0. 77
2,249, 631, 1+ALB+BUN+ALT+His+Arg+Thr ;0. 772, 251, 820, 1+ALB+BUN+T-BIL+Thr
tLys+Ile;0.772,251.670, 1+ALB+BUN+GlctHistLys+Ile; 0. 772,251, 056, 1+ALB+
BUN+NEFA+BHBA+HistLys; 0,772, 250, 287, 1+Ala+Gly+Lys+ALB+BUN; 0. 772, 249. 5
80, 1+ALB+BUN+3MeHis+Asp+Phe+Trp;0. 772, 250. 000, 1+ALB+ALT+Arg+Asp+Tyr+4T
rp;0.772,250. 092, 1+ALB+BUN+ALT+His+Arg+0rn;0. 772, 251, 366, 1+ALB+BUN+T-
BIL+Glc+Lys+Ile;0. 772,247,276, 1+ALB+BUN+AST+ALT+Asp+Trp;0.771, 253, 106
, 1+Ala+BCAA+Trp+Thr+ALB+BUN; 0, 771, 249, 248, 1+ALB+BUN+ALT+NEFA+3MeHis+L
ys;0.771, 249, 829, 1+ALB+BUN+AST+T-BIL+Lys+Ile; 0,771,251, 281, 1+Ala+Trp+
Lys+ALB+BUN+Ca; 0. 771, 249, 393, 1+Ala+Lys+TG+ALT+ALB+BUN; 0. 771, 251, 586, 1
+ALB+ALT+Arg+Tyr+Val+Trp;0.771, 251, 648, 1+ALB+ALT+NEFA+Arg+Tyr+Trp; 0.7
71,251, 852, 1+ALB+BUN+gGT+T-BIL+Lys+Ile;0, 771, 250. 919, 1+ALB+BUN+gGT+T-
BIL+His+Lys;0. 771,249, 061, 1+Ala+Arg+Lys+ALT+ALB+BUN; 0. 771, 253, 100, 1+A
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la+Trp+GLlc+TG+ALB+BUN; Q. 771, 249, 313, 1+AlatLys+ALT+ALB+BUN+NEFA; Q. 771,
250,907, 1+AlatGly+Trp+Arg+ALT+ALB; 0. 771, 249, 733, 1+AlatGly+Trp+AST+ALB
+BUN; 0. 771, 249, 955, 1+ALB+BUN+AST+NEFA+Lys+Ile;0. 771, 252, 466, 1+AlatTrp
+Arg+ALB+BUN+NEFA; 0. 771, 249, 069, 1+ALB+BUN+ALT+Arg+Lys+Val;0. 771, 249, 0
97, 1+ALB+BUN+ALT+Arg+Lys+Tyr ;0. 771,251, 467, 1+ALB+BUN+His+Thr+0rn+Lys;
0.771,252. 169, 1+ALB+AST+NEFA+Arg+Tyr+Trp;0. 771,251,702, 1+AlatTrp+Arg+
TCHO+ALB+BUN; 0. 771, 253, 060, 1+Ala+BCAA+Trp+ALB+BUN+BHBA; 0. 771, 250. 777,
14Trp+GLlc+TCHO+ALT+ALB+BUN; 0, 771, 248, 669, 1+ALB+BUN+CatALT+His+Lys; 0.7
71,248,351, 1+ALB+BUN+3MeH i stAsptLys+Tyr; 0,771, 248,619, 1+ALB+BUN+3MeH i
s+Asp+0rn+Lys; 0. 771,251,011, 1+ALB+BUN+NEFA+Asp+Phe+Trp; 0. 771, 247. 016,
1+ALB+BUN+ALT+Arg+AsptlLys;0.771, 249, 347, 1+ALB+BUN+ALT+T-BIL+Glctlys;0
. 771,248,817, 1+BCAA+Arg+Lys+ALT+ALB+BUN; 0. 771, 249, 429, 1+BCAA+Lys+Thr+
ALT+ALB+BUN; 0. 771,251, 194, 1+ALB+BUN+G lc+His+0rn+Lys; 0. 771, 252, 155, 1+A
LB+BUN+BHBA+Arg+Lys+Ile;0.771,251. 107, 1+AlatBCAA+Trp+ALB+BUN; 0. 771, 25
1.733, 1+ALB+BUN+NEFA+T-BIL+Lys+I le; 0. 771, 252, 997, 1+ALB+BUN+3MeHis+0rn
+Val+Phe;0.771, 252, 725, 1+ALB+BUN+Arg+Tyr+Val+Trp; 0. 771, 251, 532, 1+ALB+
BUN+NEFA+Glct+Lys+Ile;0.771,251,671, 1+ALB+BUN+NEFA+OrntLys+Ile;0.771,2
52. 039, 1+ALB+AST+Arg+0rn+Tyr+Trp;0.771, 252, 127, 1+ALB+BUN+3MeH i s+0rn+P
he+Trp;0,.771,252. 112, 1+Ala+GLly+Trp+ALB+BUN+BHBA; 0, 771, 250. 521, 1+ALB+B
UN+AST+3MeHistLys+Phe;0.771, 250. 832, 1+ALB+BUN+Ca+T-BIL+HistLys;0.771,
251, 978, 1+ALB+BUN+3MeHis+Arg+Phe+Trp; 0. 771, 249, 235, 1+Trp+GLlc+ALT+ALB+
BUN; 0. 771, 249, 324, 1+Ala+Lys+Glc+ALT+ALB+BUN; 0. 771, 250, 222, 1+Ala+Gly+L
ys+AST+ALB+BUN; Q. 771, 251, 656, 1+ALB+BUN+3MeHis+Arg+Lys+Val;0. 771, 251, 9
02, 1+ALB+BUN+BHBA+His+ThrtLys;0. 771, 252, 226, 1+Ala+Trp+GLc+TCHO+ALB+BU
N;0.771,251.117, 14Ala+Trp+GLlc+ALB+BUN; Q. 771, 251, 636, 1+ALB+BUN+Arg+0rn
+Lys+Trp;0.771, 251, 223, 1+GLly+Trp+ALT+gGT+ALB+BUN; 0. 771, 251, 987, 1+ALB+
BUN+GLlc+Arg+Lys+Ile;0. 771,249, 895, 1+ALB+BUN+AST+Lys+Phe+Trp; 0. 771, 249
. 940, 1+ALB+ALT+NEFA+ArgtLystIle;0.771, 251, 060, 1+AlatTrp+TG+AST+ALB+BU
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N;0.771,251.174, 14BCAA+Trp+GLc+ALT+ALB+BUN; 0. 771, 246, 991, 1+ALB+BUN+AL
TH+NEFA+Asp+Lys;0. 771, 251, 841, 1+ALB+BUN+NEFA+BHBA+Lys+Ile; 0. 771, 250, 71
3, 1+ALB+BUN+AST+Arg+Phe+Trp; 0. 771, 252, 085, 1+ALB+BUN+gGT+Arg+Lys+Ile;0
. 771,248,421, 1+ALB+BUN+AST+ALT+HistLys; 0, 771, 251, 054, 1+ALB+BUN+Ca+NEF
AtHistlLys;0.771,251,601, 1+ALB+ALT+0rn+Val+Phe+Trp;0.771, 251,767, 1+ALB
+BUN+NEFA+3MeHistLys+Phe; 0. 771, 250, 882, 1+Trp+TCHO+TG+ALT+ALB+BUN; 0. 77
1,252,430, 1+AlatTrp+Thr+TCHO+ALB+BUN; Q. 771, 252, 010, 1+Ala+GLly+Trp+ALB+
BUN+Ca; 0,771, 252, 153, 1+ALB+BUN+3MeHis+Arg+Tyr+Trp;0. 771,249, 197, 1+ALB
+BUN+ALT+Arg+0rn+Lys ;0. 771,251, 128, 1+ALB+BUN+His+Arg+0rn+Lys; 0. 771, 24
9. 935, 1+ALB+BUN+AST+0rn+Lys+Trp;0. 771, 251, 464, 1+ALB+BUN+BHBA+G lc+Hi s+
Lys;0.771,253,472, 1+ALB+NEFA+BHBA+Arg+Lys+Ile;0. 771, 252, 515, 1+ALB+ALT
+NEFA+0rn+Tyr+Phe; 0. 771, 252, 672, 1+ALB+BUN+NEFA+3MeHis+Phe+Trp; 0. 771, 2
47.257, 1+ALB+BUN+AST+3MeH i stAsptlLys; 0. 771, 252, 059, 1+ALB+BUN+gGT+His+L
ystlle; 0,770, 249, 119, 1+ALB+BUN+ALT+GLlc+ArgtLys; 0. 770, 249, 373, 1+Trp+AL
T+gGT+ALB+BUN; 0, 770, 250, 703, 1+ALB+BUN+NEFA+AsptLys+Phe; 0. 770, 250. 969,
1+ALB+BUN+Asp+0rn+Phe+Trp; 0. 770, 251,517, 1+ALB+BUN+NEFA+Arg+Lys+Trp;0.
770, 253, 026, 1+Ala+BCAA+Trp+gGT+ALB+BUN; 0. 770, 251, 610, 1+ALB+BUN+NEFA+0
rntLys+Trp;0.770, 251, 845, 1+ALB+BUN+gGT+NEFA+Lys+Ile;0. 770, 249,810, 1+A
LB+BUN+AST+Arg+Lys+Trp;0. 770, 249. 903, 1+ALB+ALT+Arg+Thr+Lys+Ile; 0. 770,
250,307, 1+ALB+BUN+AST+Arg+Lys+Ile;0. 770, 250. 169, 1+ALB+BUN+AST+His+tArg
+Lys;0.770, 252, 459, 1+Ala+Trp+Arg+ALB+BUN+Ca; 0, 770, 252, 605, 1+ALB+BUN+N
EFA+Arg+Phe+Trp;0. 770, 249, 153, 1+ALB+BUN+ALT+T-BIL+Arg+Lys;0. 770, 249. 5
42, 1+ALB+BUN+ALT+gGT+T-BIL+Lys;0.770, 251, 860, 1+ALB+BUN+BHBA+H i s+Lys+I
le;0.770, 252, 220, 1+Ala+Gly+Lys+Thr+ALB+BUN; 0. 770, 251, 031, 1+Gly+Trp+TG
+ALT+ALB+BUN; 0. 770, 251, 245, 1+ALB+BUN+BHBA+His+Arg+Lys; 0. 770, 251,723, 1
+ALB+AST+Arg+Lys+Tyr+Trp;0.770, 250, 974, 1+Trp+TCHO+ALT+gGT+ALB+BUN; 0. 7
70,252, 963, 1+AlatTrp+GLlc+ALB+BUN+BHBA; 0. 770, 252, 160, 1+ALB+BUN+3MeH i s+
OrntLystVal;0. 770, 249, 490, 1+ALB+BUN+ALT+NEFA+Lys+Val;0. 770, 251, 075, 1+



WO 2018/003638 315 PCT/JP2017/022927

Gly+Trp+Glc+ALT+ALB+BUN; 0. 770, 252, 101, 1+AlatGly+Trp+gGT+ALB+BUN; Q. 770
, 251,949, 1+ALB+AST+NEFA+OrntLys+I le;0. 770, 251, 666, 1+ALB+ALT+Arg+0rn+T
yr+Phe;0.770, 252, 116, 1+Ala+Gly+Lys+GLc+ALB+BUN; 0. 770, 248, 801, 1+ALB+BU
N+NEFA+3MeHistAsptlLys; 0, 770, 249, 179, 1+ALB+BUN+ALT+NEFA+ArgtLys; 0. 770,
251, 235, 1+ALB+ALT+3MeHis+Arg+Tyr+Trp; 0. 770, 250. 048, 1+ALB+ALT+Arg+0rn+
LystIle;0.770, 252, 434, 1+Ala+BCAA+Trp+TCHO+ALB+BUN; 0. 770, 250. 226, 1+Ala
+GLly+Arg+ALT+ALB+BUN; 0, 770, 249, 420, 1+Ala+Lys+ALT+gGT+ALB+BUN; 0. 770, 24
8. 778, 1+ALB+BUN+AST+ALT+3MeHis+tLys;0. 770, 251, 180, 1+ALB+AST+Arg+Asp+Ty
r+Trp;0.770, 252, 168, 1+ALB+BUN+gGT+His+Thr+Lys;0, 770, 251, 774, 1+ALB+BUN
+Ca+T-BIL+Lys+Ile;0. 770, 251,187, 1+Ala+Gly+Trp+TCHO+ALB+BUN; 0. 770, 252,
098, 1+ALB+BUN+CatArgtLys+I le; 0. 770, 249, 127, 1+ALB+BUN+ALT+BHBA+Arg+Lys
;0.770, 251, 313, 14+BCAA+Trp+ALT+gGT+ALB+BUN; 0. 770, 252, 238, 1+AlatGly+Lys
+gGT+ALB+BUN; 0. 770, 253, 034, 1+Ala+BCAA+Trp+ALB+BUN+NEFA; 0. 770, 247. 390,
14Trp+ALT+ALB+BUN; 0. 770, 251, 173, 1+ALB+BUN+AST+Va l+Phe+Trp;0. 770, 249.7
89, 1+ALB+BUN+AST+NEFA+His+Lys; 0. 770, 252, 109, 1+Ala+Gly+Lys+ALB+BUN+BHB
A;0.770, 249. 506, 1+ALB+BUN+ALT+gGT+BHBA+Lys; 0. 770, 251, 104, 1+ALB+BUN+AL
TH+NEFA+Val+Trp;0. 770, 249, 518, 1+ALB+BUN+ALT+BHBA+0rn+Lys;0. 770, 249.613
, 1+ALB+BUN+ALT+gGT+NEFA+Lys; 0. 770, 250. 899, 1+ALB+BUN+AST+Arg+Val+Trp;0
. 770,253,047, 1+AlatTrp+GLc+ALB+BUN+NEFA; 0. 770, 249, 220, 1+ALB+BUN+ALT+g
GT+Argtlys; 0,770, 249, 543, 1+ALB+BUN+ALT+NEFA+T-BIL+tLys; 0. 770, 250, 221, 1
+ALB+ALT+NEFA+His+Arg+Lys; 0. 770, 250. 899, 1+ALB+AST+NEFA+Arg+Lys+Ile;0.
770,252, 093, 1+ALB+BUN+CatHis+ThrtLys;0. 770, 253, 037, 1+ALB+BUN+Orn+Lys+
Tyr+Phe;0.770, 253, 126, 1+ALB+BUN+Orn+tLys+Val+Phe; 0. 770, 251, 072, 1+ALB+B
UN+Arg+Asp+Phe+Trp; 0. 770, 252. 549, 1+ALB+BUN+Arg+0rn+Phe+Trp; 0. 770, 249,
218, 1+ALB+BUN+ALT+Arg+Thr+Lys;0. 770, 251, 486, 1+ALB+BUN+Arg+Asp+Lys+Phe
:0.770, 252, 476, 1+ALB+BUN+Arg+0rn+Tyr+Trp; 0. 770, 251, 902, 1+ALB+BUN+NEFA
+3MeHis+Lys+Val; 0,770, 252, 888, 1+ALB+BUN+BHBA+Thr+Lys+Ile;0. 770, 251, 07
4, 1+Ala+Trp+Thr+AST+ALB+BUN; 0, 770, 252, 475, 1+ALB+NEFA+His+Arg+Lys+I le;
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0.770, 253. 550, 1+ALB+BUN+NEFA+Orn+Tyr+Phe; 0. 770, 249, 463, 1+ALB+BUN+ALT+
NEFA+GlctlLys;0.770, 251,624, 1+ALB+ALT+Lys+Tyr+Phe+Trp;0. 770, 249, 415, 1+
AlatLys+Thr+ALT+ALB+BUN; 0. 770, 251, 035, 1+Ala+Trp+AST+gGT+ALB+BUN; 0. 770
, 252,915, 1+ALB+BUN+gGT+Thr+Lys+Ile;0. 770, 251, 263, 1+ALB+BUN+AST+Thr+Ly
s+lle;0.770,250.011, 1+ALB+BUN+3MeHis+Arg+Asp+Trp;0.770, 252, 636, 1+ALB+
BUN+BHBA+Orn+Lys+Ile; 0. 770, 249, 254, 1+ALB+BUN+ALT+BHBA+GLct+Lys; 0. 770, 2
49,518, 1+ALB+BUN+ALT+BHBA+Thr+Lys; 0. 770, 252, 653, 1+ALB+BUN+NEFA+Arg+Ty
r+Trp;0.770, 249, 487, 1+ALB+BUN+ALT+T-BIL+BHBA+Lys; 0. 770, 249, 546, 1+ALB+
BUN+ALT+T-BIL+0rntLys; 0,770, 250, 961, 1+Ala+BCAA+Trp+AST+ALB+BUN; 0. 770,
249, 380, 1+ALB+ALT+His+Arg+Lys+Ile;0.770, 250. 150, 1+ALB+ALT+gGT+Arg+Lys
+Ile;0.770,252, 374, 1+ALB+BUN+G Lc+0OrntLys+Ile; 0. 770, 249, 506, 1+ALB+BUN+
ALT+NEFA+BHBA+tLys; 0. 770, 246, 604, 1+ALB+BUN+AST+ALT+AsptLys; 0. 770, 249.7
34, 1+ALB+BUN+AST+NEFA+Lys+Trp;0. 770, 251, 705, 1+ALB+AST+3MeHis+Arg+Tyr+
Trp;0.769, 248, 857, 1+ALB+BUN+3MeHis+Arg+Asp+Lys; 0. 769, 253. 020, 1+Ala+Tr
p+Glc+gGT+ALB+BUN; 0. 769, 251. 196, 1+Ala+Trp+Thr+ALB+BUN; 0. 769, 250. 987, 1
+Ala+Trp+GLlc+tAST+ALB+BUN; 0. 769, 249, 542, 1+ALB+BUN+ALT+T-BIL+Thr+Lys;0.
769, 250, 362, 1+ALB+BUN+AST+3MeHis+Arg+Trp;0. 769, 251, 397, 1+ALB+BUN+gGT+
HistArg+Lys;0. 769, 251, 170, 1+Ala+Trp+gGT+ALB+BUN; 0. 769, 251, 054, 1+ALB+B
UN+ALT+NEFA+Arg+Thr ;0. 769, 251, 195, 1+ALB+BUN+ALT+Tyr+Val+Trp; 0. 769, 249
. 247, 1+GLly+Trp+ALT+ALB+BUN; 0, 769, 249, 143, 1+ALB+BUN+AST+Asp+Phe+Trp; 0.
769, 249, 684, 1+ALB+BUN+ALT+gGT+Thr+Lys; 0. 769, 251, 540, 1+ALB+BUN+gGT+His
+0rntLys; 0. 769, 250. 270, 1+ALB+BUN+AST+His+0rn+Lys; 0. 769, 253, 517, 1+ALB+
BUN+NEFA+Arg+Tyr+Phe; 0. 769, 250. 328, 1+ALB+BUN+NEFA+Asp+Lys+Tyr ;0. 769, 2
52. 347, 1+ALB+BUN+3MeHis+Lys+Tyr+Val; 0. 769, 251, 848, 1+ALB+BUN+Ca+GLc+Hi
stLys; 0. 769, 252, 598, 1+ALB+BUN+NEFA+Orn+Phe+Trp;0. 769, 250. 614, 1+ALB+BU
N+NEFA+Asp+Lys+Val; 0. 769, 252. 632, 1+ALB+BUN+gGT+0rn+Lys+Ile; 0. 769, 249,
396, 1+ALB+BUN+AST+ALT+0rn+Trp; 0. 769, 251, 753, 1+ALB+BUN+CatNEFA+Lys+I le
;0.769, 252, 494, 1+Ala+Trp+TCHO+TG+ALB+BUN; 0, 769, 253. 121, 1+Ala+Trp+TG+A
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LB+BUN+NEFA; Q. 769, 251, 206, 1+Gly+BCAA+Trp+ALT+ALB+BUN; 0. 769, 250, 355, 1+
Trp+ALT+AST+gGT+ALB+BUN; 0. 769, 250. 158, 1+ALB+ALT+T-BIL+Arg+Lys+Ile;0.7
69, 250, 773, 1+ALB+BUN+AST+HistLys+I le; 0. 769, 251, 951, 1+ALB+AST+T-BIL+Ar
gtLys+Ile; 0,769, 250. 976, 1+ALB+BUN+Asp+0rn+Tyr+Trp;0. 769, 251, 675, 1+ALB
+ALT+Arg+Val+Phe+Trp;0. 769, 251, 346, 1+ALB+ALT+Arg+Lys+Tyr+Phe; 0. 769, 24
9. 546, 1+ALB+BUN+ALT+0rn+Lys+Val; 0. 769, 252, 693, 1+ALB+AST+Arg+Tyr+Va l+T
rp;0.769, 252. 335, 1+ALB+AST+His+Arg+Lys+Ile; 0. 769, 248, 988, 14Trp+TCHO+A
LT+ALB+BUN; 0, 769, 251, 060, 1+ALB+BUN+ALT+BHBA+Arg+Thr;0, 769, 251, 185, 1+A
LB+BUN+ALT+3MeHis+Tyr+Trp;0.7

69, 251, 282, 1+ALB+BUN+ALT+3MeHis+Val+Trp; 0. 769, 250, 826, 1+ALB+BUN+AST+3
MeHis+Phe+Trp;0. 769, 251, 881, 1+ALB+BUN+gGT+Glc+His+Lys; 0. 769, 249, 480, 1
+ALB+BUN+AST+T-BIL+HistLys;0. 769, 250. 763, 1+Ala+Trp+TCHO+AST+ALB+BUN; 0
. 769, 251, 594, 1+ALB+ALT+Arg+0rn+Phe+Trp;0. 769, 250, 926, 1+ALB+BUN+ALT+Ar
g+Thr+0rn; 0, 769, 251, 026, 1+ALB+BUN+ALT+NEFA+Tyr+Trp;0. 769, 248, 724, 1+AL
B+BUN+AST+ALT+Arg+Lys; 0. 769, 249, 231, 1+ALB+BUN+AST+Arg+Asp+Trp; 0. 769, 2
51.787, 1+ALB+ALT+NEFA+Arg+Phe+Trp; 0. 769, 249, 623, 1+ALB+BUN+ALT+NEFA+Ly
s+Tyr;0.769, 250, 640, 1+ALB+BUN+AST+0rn+Phe+Trp; 0. 769, 249. 256, 1+ALB+AST
+ALT+ArgtLys+Ile; 0. 769, 249, 503, 1+ALB+BUN+Ca+ALT+T-BIL+Lys;0. 769, 252, 6
99, 1+ALB+ALT+0rn+Tyr+Val+Phe; 0. 769, 251, 063, 1+ALB+BUN+ALT+T-BIL+Arg+Th
r;0.769, 249, 530, 1+ALB+BUN+ALT+gGT+Glctlys; 0. 769, 249, 589, 1+ALB+BUN+ALT
+Lys+Tyr+Val;0. 769, 249, 624, 1+ALB+BUN+ALT+NEFA+Thr+tLys; 0. 769, 251, 365, 1
+ALB+BUN+BHBA+His+0rn+Lys; 0. 769, 252, 436, 1+ALB+ALT+NEFA+Arg+Thr+Ile;0.
769, 252, 995, 1+Ala+BCAA+Trp+ALB+BUN+Ca; 0. 769, 251, 986, 1+ALB+BUN+Cat+His+
Lys+Ile;0.769, 250,909, 1+BCAA+Trp+TCHO+ALT+ALB+BUN; 0. 769, 250, 983, 1+ALB
+BUN+3MeH i s+Asp+0rn+Phe; 0. 769, 252, 053, 1+ALB+BUN+3MeH i s+0rn+Lys+Phe; 0.
769, 253, 153, 1+Ala+Trp+TG+ALB+BUN+BHBA; 0. 769, 250. 665, 1+ALB+BUN+AST+NEF
AtLys+Phe; 0. 769, 251, 879, 1+ALB+ALT+Arg+Thr+0rn+Ile; 0, 769, 253, 633, 1+ALB
+AST+NEFA+Arg+0rn+Ile; 0. 769, 251, 439, 1+ALB+AST+ALT+Arg+Thr+Ile; 0. 769, 2
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50.512, 1+Alat+Trp+TCHO+ALB+BUN; 0. 769, 253. 025, 1+AlatTrp+Glc+ALB+BUN+Ca;
0.769, 250, 485, 1+ALB+ALT+Asp+Tyr+Phe+Trp; 0. 769, 249, 244, 1+Ala+Trp+ALB+B
UN; 0,769, 251,501, 1+ALB+BUN+Asp+0Orn+Lys+Phe; 0. 769, 251, 083, 1+ALB+BUN+3M
eHist+Asp+Tyr+Phe; 0. 769, 251, 230, 1+Ala+Trp+TG+ALB+BUN; 0. 769, 253, 145, 1+A
la+Trp+TG+gGT+ALB+BUN; 0. 769, 249, 512, 1+ALB+BUN+ALT+Glc+0rn+Lys; 0. 769, 2
51. 075, 1+ALB+BUN+ALT+T-BIL+His+Arg; 0. 769, 250. 461, 1+ALB+ALT+His+Arg+Th
r+Lys;0.769, 252, 163, 1+ALB+ALT+BHBA+Arg+Thr+Ile;0. 769, 250. 235, 1+ALB+AL
T+His+Arg+0rntlys;0. 769, 251, 208, 1+ALB+BUN+ALT+G Lc+His+Arg; 0. 769, 252. 0
97, 1+ALB+ALT+Glc+Arg+Thr+Ile; 0. 769, 250. 284, 14+G ly+Trp+ALT+AST+ALB+BUN;
0.769, 250, 806, 1+ALB+BUN+AST+0rn+Lys+I le; 0. 769, 251, 274, 1+ALB+BUN+AST+g
GT+Lys+Ile; 0,769, 251,405, 1+ALB+BUN+CatHis+Arg+Lys; 0. 769, 253, 379, 1+ALB
+BUN+3MeHis+0rn+Tyr+Phe; 0. 769, 251, 175, 1+Ala+Trp+ALB+BUN+BHBA; 0. 769, 25
2.429, 1+AlatTrp+Arg+gGT+ALB+BUN; 0. 769, 249. 331, 1+BCAA+Trp+ALT+ALB+BUN;
0.769, 251, 061, 1+ALB+BUN+ALT+NEFA+His+tArg; 0. 769, 250, 831, 1+GLly+Trp+TCHO
+ALT+ALB+BUN; 0. 769, 252, 437, 1+Ala+Trp+TCHO+ALB+BUN+TP; 0. 768, 250. 760, 1+
ALB+BUN+ALT+3MeHis+Arg+0rn; 0. 768, 253. 117, 1+Ala+Trp+gGT+ALB+BUN+NEFA; 0
. 768, 250, 770, 1+ALB+BUN+NEFA+Asp+OrntLys;0. 768, 252, 628, 1+ALB+BUN+AST+0
rn+Tyr+Phe;0. 768, 252, 730, 1+ALB+BUN+gGT+G lc+Lys+I le; 0. 768, 249, 525, 1+AL
B+BUN+ALT+Glc+ThrtLys; 0, 768, 249, 131, 1+Ala+Trp+AST+ALB+BUN; 0. 768, 250. 9
79, 1+Ala+Trp+AST+ALB+BUN+BHBA; 0. 768, 250, 344, 1+ALB+ALT+GlctHis+Argtlys
:0.768, 250. 989, 1+ALB+BUN+Ca+ALT+His+Arg; 0. 768, 253. 150, 1+Ala+Trp+ALB+B
UN+NEFA+BHBA; 0. 768, 251, 716, 1+ALB+AST+ALT+Arg+Tyr+Phe; 0. 768, 252, 615, 1+
ALB+BUN+BHBA+GlctLys+Ile;0. 768, 251,212, 1+ALB+BUN+ALT+HistArg+I le;0.76
8, 250, 501, 1+ALB+BUN+AST+ALT+Arg+Thr ;0. 768, 252, 589, 1+ALB+BUN+Ca+0rn+tLy
stlle;0.768, 251,492, 1+ALB+BUN+CatHis+0rntLys; 0, 768, 249, 182, 1+ALB+BUN+
CatALT+Arg+Lys; 0. 768, 249,617, 1+ALB+BUN+ALT+NEFA+0Orn+Lys; 0. 768, 250. 553
, 1+ALB+ALT+gGT+His+Arg+Lys; 0. 768, 251, 074, 1+ALB+BUN+AST+NEFA+Phe+Trp; 0
. 768, 250. 698, 1+ALB+BUN+AST+Arg+0rn+Trp;0. 768, 250. 646, 1+ALB+BUN+AST+G L
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ctHistlLys;0.768, 252, 844, 1+ALB+BUN+CatThr+Lys+I le; 0. 768, 251, 180, 1+Ala+
Trp+ALB+BUN+NEFA; 0. 768, 250. 403, 1+ALB+BUN+AST+3MeHis+Arg+Lys; 0. 768, 250
. 956, 1+AlatTrp+AST+ALB+BUN+NEFA; 0. 768, 251, 484, 1+ALB+ALT+His+Arg+0rn+I
le; 0,768, 253. 387, 1+ALB+His+Arg+0rn+Lys+Ile; 0. 768, 251, 379, 1+ALB+BUN+As
ptLys+Val+Phe; 0. 768, 250. 224, 1+ALB+BUN+3MeHis+Asp+0rn+Trp;0. 768, 251, 83
6, 1+ALB+BUN+3MeHistArgtLys+Phe; 0. 768, 252, 585, 1+ALB+BUN+NEFA+0rn+Lys+P
he;0.768, 251, 033, 1+ALB+BUN+ALT+gGT+Arg+Thr ;0. 768, 249, 671, 1+ALB+BUN+AL
T+0rn+Lys+Tyr ;0. 768, 250, 951, 1+ALB+BUN+ALT+Arg+0rn+Ile;0. 768, 251. 081, 1
+ALB+ALT+ArgtLystVal+Trp; 0. 768, 250. 102, 1+ALB+ALT+BHBA+Arg+Lys+I le; 0.7
68, 251. 892, 1+ALB+BUN+3MeHis+Arg+Lys+Tyr ;0. 768, 251, 381, 1+ALB+BUN+Arg+A
sptVal+Trp;0. 768, 250. 781, 1+ALB+ALT+3MeHis+Arg+Lys+Trp;0. 768, 248. 400, 1
+ALB+BUN+AST+3MeH i s+Asp+Trp; 0. 768, 250. 805, 1+ALB+BUN+AST+NEFA+Arg+Trp;
0.768, 253, 245, 1+ALB+BUN+ArgtLys+Val+Phe; 0. 768, 249, 537, 1+ALB+BUN+ALT+A
rg+Asp+0rn;0. 768, 249, 783, 1+ALB+BUN+ALT+NEFA+Arg+Asp; 0. 768, 251, 560, 1+A
LB+BUN+NEFA+Asp+Tyr+Trp;0. 768, 252, 965, 1+ALB+BUN+gGT+BHBA+Lys+Ile;0. 76
8, 249, 037, 1+ALB+BUN+AST+ALT+BHBA+Lys ;0. 768, 249. 175, 1+ALB+BUN+AST+ALT+
Lys+Val;0. 768, 253, 063, 1+Ala+Gly+Trp+AST+ALB+TP; 0, 768, 251, 057, 1+ALB+BU
N+ALT+3MeHis+Arg+Tyr; 0. 768, 249, 844, 1+ALB+BUN+ALT+Arg+Asp+Tyr ;0. 768, 25
1.286, 1+ALB+ALT+ArgtLys+Phe+Trp; 0. 768, 251, 724, 1+ALB+ALT+Lys+Val+Phe+T
rp;0.768, 250, 761, 1+ALB+BUN+AST+ALT+His+Arg; 0. 768, 253, 393, 1+ALB+AST+Hi
s+Arg+0rn+Ile; 0. 768, 252, 852, 1+ALB+AST+Arg+Thr+Lys+Ile;0. 768, 252, 287, 1
+ALB+ALT+Arg+Tyr+Val+Phe; 0. 768, 251. 051, 1+ALB+BUN+ALT+NEFA+3MeHis+Arg;
0.768, 252, 779, 1+ALB+BUN+Arg+0rntVal+Trp; 0. 768, 250, 478, 1+ALB+ALT+T-BIL
+His+ArgtlLys;0. 768, 251,477, 1+ALB+BUN+AST+Lys+Tyr+Phe; 0. 768, 249, 059, 1+
ALB+BUN+AST+ALT+GlctLys; 0. 768, 249, 981, 1+ALB+AST+ALT+His+ArgtLys; 0. 768
, 252,572, 1+ALB+AST+T-BIL+0rntLys+I le; 0, 768, 252, 960, 1+ALB+BUN+Ca+gGT+L
ystlle;0.768, 249, 462, 1+ALB+BUN+Ca+ALT+BHBA+Lys; 0. 768, 249, 580, 1+ALB+BU
N+Ca+ALT+NEFA+Lys;0. 768, 252, 143, 1+ALB+ALT+0rn+Lys+Tyr+Phe; 0, 768, 253. 0
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18, 1+ALB+BUN+Asp+0rn+Tyr+Phe; 0. 768, 253. 108, 1+Ala+Trp+gGT+ALB+BUN+BHBA
:0.768, 251, 494, 1+ALB+BUN+Asp+Tyr+Val+Trp; 0. 768, 249, 928, 1+ALB+ALT+G Lc+
ArgtLys+Ile;0.768, 252, 402, 1+ALB+AST+His+0rn+Lys+I le; 0. 768, 250. 412, 14T
rp+TGH+ALTH+ASTH+ALB+BUN; 0. 768, 252, 354, 1+ALB+ALT+gGT+Arg+Thr+I le; 0. 768, 2
53. 885, 1+ALB+BUN+NEFA+0rn+Val+Phe; 0. 768, 250. 970, 1+ALB+BUN+ALT+GLlct+Arg
+Thr;0.768, 251, 277, 1+ALB+BUN+Asp+0rn+Val+Trp;0. 768, 251, 289, 1+ALB+BUN+
Arg+Asp+0rn+Trp;0.768, 251, 854, 1+ALB+ALT+Arg+0rn+Val+Trp; 0. 768, 250. 786
, 1+ALB+BUN+AST+3MeHistLys+Val;0. 768, 249, 130, 1+ALB+BUN+AST+ALT+gGT+Lys
;0.768, 251, 444, 1+ALB+ALT+3MeHistLys+Val+Trp; 0. 768, 250, 898, 1+ALB+AST+A
LT+Arg+Val+Trp;0. 768, 252, 465, 1+Ala+Trp+TCHO+ALB+BUN+BHBA; 0. 768, 249, 66
4, 1+ALB+BUN+ALT+gGT+0rntLys; 0, 768, 249, 642, 1+ALB+BUN+Ca+ALT+gGT+Lys; 0.
768, 251, 032, 1+ALB+ALT+Asp+0rn+Tyr+Phe; 0. 768, 251, 353, 1+ALB+BUN+NEFA+Ar
gtAsptTrp; 0, 768, 252, 510, 1+ALB+BUN+NEFA+Arg+Lys+Phe; 0. 768, 250. 404, 1+AL
B+BUN+3MeHis+Asp+Tyr+Trp; 0. 768, 249. 671, 1+ALB+BUN+ALT4+Thr+0rn+Lys;0. 76
8, 250, 582, 1+ALB+BUN+AST+ALT+Arg+0rn; 0. 768, 251. 768, 1+ALB+ALT+0rn+Lys+P
he+Trp;0. 768, 250, 429, 1+ALB+BUN+AST+ALT+3MeHis+Arg; 0. 768, 252, 546, 1+ALB
+BUN+NEFA+3MeHis+Arg+Trp;0. 768, 251. 248, 1+ALB+ALT+His+Arg+Thr+Ile; 0,76
8,251,637, 1+ALB+BUN+AST+Lys+Va l+Phe; 0. 768, 250. 553, 1+ALB+BUN+AST+ALT+3
MeHis+Trp; 0,768, 251, 022, 1+Ala+Trp+AST+ALB+BUN+Ca; 0. 768, 253. 114, 1+Ala+
Trp+TG+ALB+BUN+Ca; 0. 768, 248, 942, 1+ALB+BUN+AST+ALT+T-BIL+Lys; 0. 768, 251
. 340, 1+ALB+ALT+Arg+0rn+Lys+Trp; 0. 768, 250, 405, 1+Trp+Glc+ALT+AST+ALB+BU
N;0.768, 254, 069, 1+ALB+Hist+Arg+ThrtLys+Ile;0. 768, 252, 380, 1+ALB+AST+Arg
+0rntLys+Ile; 0. 768, 251, 233, 1+ALB+AST+NEFA+His+Arg+Lys; 0. 767,251, 998, 1
+ALB+BUN+gGT+BHBA+His+Lys; 0. 767, 254, 546, 1+ALB+T-BIL+BHBA+ArgtLys+I le;
0.767, 252, 880, 1+ALB+BUN+Ca+BHBA+Lys+Ile; 0. 767, 250, 135, 1+ALB+Ca+ALT+Ar
gtLys+Ile; 0,767,250, 979, 1+ALB+BUN+ALT+3MeHis+ArgtVal; 0. 767, 252, 426, 1+
ALB+BUN+3MeHis+Arg+Val+Trp; 0. 767,252, 867, 1+ALB+BUN+NEFA+Lys+Tyr+Val;0
. 767, 250, 865, 1+ALB+BUN+NEFA+Arg+Asp+Lys;0. 767, 251, 910, 1+ALB+BUN+NEFA+
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3MeHis+Arg+Lys; 0. 767, 249, 412, 1+ALB+BUN+AST+Asp+Tyr+Trp; 0. 767, 252, 563,
1+ALB+BUN+3MeHis+0rn+Lys+Tyr ;0. 767, 249, 581, 1+ALB+ALT+Asp+Lys+Tyr+Trp;
0.767,250. 544, 1+ALB+ALT+BHBA+H i stArg+Lys;0. 767, 248, 857, 1+ALB+BUN+AST+
NEFA+AsptLys;0. 767,249, 067, 1+ALB+BUN+AST+ALT+NEFA+Lys; 0. 767, 250, 897, 1
+ALB+BUN+AST+3MeHis+0rn+tLys; 0. 767, 251, 049, 1+ALB+BUN+AST+GlctLys+Ile; 0
. 767, 253, 520, 1+ALB+NEFA+BHBA+His+Arg+Lys; 0. 767, 250, 981, 1+ALB+BUN+AST+
HistThrtLys;0.767, 252, 486, 1+ALB+AST+NEFA+HistLys+Ile;0. 767, 252, 378, 1+
AlatTrp+TCHO+ALB+BUN+Ca; 0. 767, 252, 486, 1+Ala+Trp+TCHO+gGT+ALB+BUN; 0. 76
7,252, 383, 1+Ala+Trp+TCHO+ALB+BUN+NEFA; 0, 767, 251, 266, 1+ALB+BUN+ALT+T-B
IL+Arg+0rn; 0. 767, 251,629, 1+ALB+ALT+NEFA+His+Arg+0rn; 0. 767, 251, 151, 1+A
LB+BUN+ALT+gGT+His+Arg; 0, 767, 252, 279, 1+ALB+ALT+NEFA+Lys+Tyr+Phe; 0. 767
, 251,017, 1+ALB+ALT+Glc+His+0rntLys; 0. 767, 250. 762, 1+ALB+ALT+His+0rn+Ly
s+lle;0.767, 250,786, 1+ALB+AST+Asp+Lys+Tyr+Trp; 0. 767, 253. 624, 1+ALB+T-B
IL+HistArgtLys+Ile; 0,767,250, 761, 1+ALB+BUN+AST+BHBA+His+Lys; 0, 767, 250
. 991, 1+ALB+BUN+AST+gGT+His+tLys; 0. 767, 253, 386, 1+ALB+AST+Thr+0rn+Lys+Il
e;0.767,251. 111, 1+ALB+BUN+3MeHi s+Arg+Asp+Phe; 0. 767, 251, 925, 1+ALB+AST+
ALT+0rn+Tyr+Phe;0. 767, 250, 747, 1+ALB+AST+ALT+Arg+Phe+Trp; 0. 767, 249, 556
, 1+ALB+AST+ALT+Arg+Asp+Trp; 0. 767, 249, 240, 1+ALB+BUN+AST+ALT+Thr+Lys; 0.
767, 253, 368, 1+ALB+BUN+Arg+0rn+Lys+Phe; 0. 767, 251, 897, 1+ALB+ALT+NEFA+Ar
gt0rntTrp; 0,767, 252, 440, 1+ALB+BUN+NEFA+Arg+Lys+Tyr ;0. 767, 251, 644, 1+AL
B+ALT4+0rn+Lys+Val+Trp; 0. 767, 251,847, 1+ALB+BUN+AST+3MeHis+0rn+Phe; 0. 76
7,254,101, 1+ALB+NEFA+Arg+ThrtLys+Ile;0. 767, 249, 240, 1+ALB+BUN+AST+ALT+
Lys+Tyr;0,767,252.771, 1+ALB+AST+Arg+0rn+Val+Trp; 0. 767, 251,192, 1+Ala+G
ly+Trp+AST+ALB; 0, 767, 252, 343, 1+ALB+ALT+Arg+0rn+Val+Phe; 0. 767, 251, 269,
1+ALB+BUN+ALT+BHBA+Arg+0rn; 0. 767, 251, 605, 1+ALB+BUN+Arg+AsptLys+Val;0.
767, 250, 915, 1+ALB+ALT+Asp+0rn+Tyr+Trp;0. 767, 251, 064, 1+ALB+ALT+His+Arg
+Thr+0rn; 0. 767, 251, 345, 1+ALB+ALT+NEFA+Arg+Lys+Trp;0, 767,249, 179, 1+ALB
+BUN+AST+Asp+0rn+Trp; 0. 767, 249, 490, 1+ALB+BUN+AST+NEFA+Asp+Trp; 0. 767, 2
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50. 861, 1+ALB+BUN+ALT+His+Thr+0rn; 0. 767, 250, 898, 1+ALB+AST+ALT+NEFA+Arg
+Trp;0.767,252. 520, 1+ALB+AST+0rn+Lys+Val+Trp;0. 767, 253. 182, 1+Ala+Gly+
Trp+AST+ALB+BHBA; 0. 767, 251, 030, 1+ALB+ALT+Arg+Asp+Tyr+Phe; 0, 767, 251, 26
7, 1+ALB+BUN+ALT+NEFA+Arg+0rn; 0, 767, 251, 274, 1+ALB+BUN+ALT+Arg+0rn+Tyr ;
0.767, 251,629, 1+ALB+BUN+Arg+Asp+0rntLys; 0, 767,251, 711, 1+ALB+ALT+BHBA+
His+Arg+0rn; 0,767, 250, 541, 1+ALB+BUN+AST+ALT+NEFA+Trp; 0. 767, 250, 598, 1+
ALB+AST+ALT+0rntLys+Ile; 0. 767, 250, 876, 1+ALB+BUN+AST+0rn+Val+Trp;0. 767
, 252,482, 1+ALB+AST+0rn+Lys+Tyr+Trp;0. 767, 252, 725, 1+ALB+ASTH+NEFA+Arg+0
rntTrp;0. 767, 254, 053, 1+ALB+AST+NEFA+Arg+Thr+I le; 0. 767, 252, 705, 1+ALB+B
UN+Ca+Glct+Lys+Ile;0.767, 251,614, 14+ALB+Ca+ALT+His+Arg+0rn; 0. 767, 253. 05
1, 1+Ala+Trp+gGT+ALB+BUN+Ca; 0. 767, 251. 129, 1+Ala+Trp+ALB+BUN+Ca; 0. 767, 2
49, 649, 1+ALB+BUN+Ca+ALT+Thr+Lys; 0, 767, 249, 096, 1+ALB+AST+ALT+AsptLys+T
rp;0.767, 249, 630, 1+ALB+BUN+Ca+ALT+0rn+Lys; 0. 767,251, 711, 1+ALB+BUN+NEF
A+Asp+Val+Trp;0.767, 252, 187, 1+ALB+ALT+NEFA+0rn+Phe+Trp; 0. 767, 252, 697,
1+ALB+BUN+NEFA+Asp+Tyr+Phe; 0. 767, 250. 460, 1+ALB+BUN+NEFA+3MeHis+Asp+Tr
p;0.767,251,711, 1+ALB+ALT+T-BIL+His+Arg+0rn; 0. 767, 251, 840, 1+ALB+ALT+3
MeHis+Lys+Tyr+Phe;0. 767, 252, 564, 1+ALB+BUN+NEFA+Arg+Lys+Val; 0. 767, 251,
650, 1+ALB+ALT+gGT+His+Arg+0rn

;0.767, 249,776, 1+ALB+BUN+AST+3MeH i s+Asp+Phe; 0. 767, 250. 255, 1+ALB+AST+A
LT+Arg+Lys+Trp;0.767, 250, 997, 1+ALB+BUN+Ca+ALT+Arg+Thr ;0. 767, 251, 363, 1
+ALB+BUN+Arg+Asp+Lys+Tyr ;0. 767, 252, 911, 1+ALB+BUN+3MeHis+0rn+Val+Trp;0
. 767,253, 016, 1+ALB+BUN+T-BIL+BHBA+OrntLys; 0. 767, 250, 446, 1+ALB+BUN+AST
+ALT+Tyr+Trp;0. 767, 251, 328, 1+ALB+ALT+T-BIL+His+0rn+Lys; 0. 767, 252, 388,
1+ALB+AST+NEFA+His+Arg+0rn; 0,767, 252, 424, 1+ALB+ALT+T-BIL+Arg+Thr+I le;
0.767,253. 031, 1+ALB+NEFA+GLlc+HistArg+lys; 0, 767, 253. 094, 1+ALB+AST+BHBA
+ArgtLys+Ile; 0,767, 254, 063, 1+ALB+AST+Arg+Thr+0rn+Ile; 0. 767, 253. 062, 1+
Ala+Trp+ALB+BUN+Ca+NEFA; Q. 767, 253. 043, 1+Ala+Trp+ALB+BUN+Ca+BHBA; 0. 767
, 251,230, T+ALB+BUN+ALT+Arg+0rntVal;0. 767, 251, 524, 1+ALB+ALT+Thr+0rntLy
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stIle;0.767,252. 115, 1+ALB+ALT+NEFA+Arg+Val+Trp;0. 767, 252, 287, 1+ALB+BU
N+NEFA+3MeHistLys+Tyr; 0, 767, 252, 824, 1+ALB+BUN+AST+0rn+Val+Phe; 0. 767, 2
51. 150, 1+ALB+BUN+ALT+BHBA+HistArg; 0. 767, 249. 601, 1+ALB+BUN+AST+AsptVal
+Trp;0.767, 251,281, 1+ALB+BUN+AST+BHBA+Lys+Ile; 0. 767, 254, 744, 1+ALB+BUN
+0rn+Tyr+Val+Phe; 0. 767, 251, 696, 1+ALB+BUN+ALT+T-BIL+BHBA+Arg; 0. 767, 252
.410, 1+ALB+BUN+3MeHis+Arg+0rn+Trp; 0, 767, 253. 504, 1+ALB+BUN+Arg+Lys+Tyr
+Val;0.767,251. 092, 1+ALB+BUN+AST+ALT+Arg+Ile; 0, 767, 249, 183, 1+ALB+BUN+
AST+ALT+0rn+Lys;0.767, 251, 443, 1+ALB+AST+ALT+Arg+0rn+Ile; 0. 767,251, 089
, 1+ALB+AST+ALT+Lys+Phe+Trp;0. 767, 252, 854, 1+ALB+AST+NEFA+BHBA+Lys+I Le;
0.767,252, 202, 1+ALB+BUN+CatgGT+His+Lys; 0. 767, 256. 360, 1+Alat+Gly+Trp+Gl
c+TG+ALB; 0. 767, 251, 558, 1+ALB+ALT+Glc+His+Arg+0rn; 0. 767, 253. 280, 1+ALB+
NEFA+His+Orn+Lys+Ile; 0. 767, 250. 500, 1+ALB+BUN+AST+ALT+Val+Trp;0. 767, 25
4,122, 1+ALB+BUN+His+Arg+Thr+Ile; 0,767, 252, 886, 1+ALB+AST+NEFA+ThrtLys+
Ile;0.766, 252, 433, 1+ALB+Ca+ALT+Arg+Thr+I le; 0. 766, 253. 075, 1+ALB+BUN+NE
FA+Arg+Val+Trp;0. 766, 254, 726, 1+ALB+BUN+NEFA+3MeHis+Tyr+Phe; 0. 766, 251,
995, 1+ALB+ALT+NEFA+Lys+PhetTrp;0. 766, 253. 616, 1+ALB+NEFA+G lctArg+Lys+I
le;0.766, 250, 441, 1+ALB+AST+ALT+3MeHis+Arg+Trp; 0. 766, 250, 545, 1+BCAA+Tr
p+ALT+AST+ALB+BUN; 0, 766, 251, 202, 1+ALB+ALT+NEFA+His+0rn+Lys; 0. 766, 251,
561, 1+ALB+ALT+NEFA+3MeHis+Arg+Trp; 0. 766, 251, 604, 1+ALB+BUN+Asp+0rn+Lys
+Val;0.766, 249, 735, 1+ALB+BUN+AST+AsptLys+Phe; 0. 766, 250, 830, 1+ALB+ALT+
3MeHis+Arg+Lys+Tyr ;0. 766, 250. 870, 1+ALB+AST+ALT+His+Arg+0rn; 0. 766, 251,
462, 1+ALB+ALT+NEFA+OrntLys+Ile; 0,766, 251,661, 1+ALB+BUN+ALT+G lc+Arg+Il
e;0.766, 254,060, 1+ALB+NEFA+Arg+Orn+Lys+Ile; 0. 766, 251, 018, 1+ALB+BUN+AS
T+3MeHis+Lys+Tyr ;0. 766, 252, 783, 1+Ala+GLly+Trp+GLc+AST+ALB; 0. 766, 252, 99
7, 1+AlatGly+Trp+TG+AST+ALB; 0, 766, 251. 871, 1+ALB+BUN+Ca+BHBA+His+Lys; 0.
766, 250. 174, 14T rp+TCHO+ALT+AST+ALB+BUN; 0, 766, 253, 867, 1+ALB+T-BIL+His+
OrntLys+Ile;0. 766, 251, 390, 1+ALB+BUN+Asp+Lys+Tyr+Val; 0. 766, 251. 570, 1+A
LB+ALT+3MeHis+Arg+0rn+Trp;0. 766, 251. 661, 1+ALB+ALT+3MeHis+Arg+Val+Trp;
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0.766, 252, 924, 1+ALB+BUN+His+Arg+Thr+0rn; 0, 766, 251, 697, 1+ALB+AST+NEFA+
Hist+OrntLys;0. 766, 252, 099, 1+ALB+AST+T-BIL+His+0rntLys;0. 766, 254, 405, 1
+ALB+BUN+Arg+0rn+Tyr+Phe; 0. 766, 252, 953, 1+ALB+BUN+NEFA+T-BIL+0rn+Lys;0
. 766, 252, 954, 1+ALB+ALT+NEFA+0rn+Val+Trp;0. 766, 250, 507, 1+ALB+BUN+3MeH i
s+AsptVal+Trp;0. 766, 251. 215, 1+ALB+ALT+Glc+0rn+Lys+I le; 0. 766, 250. 747, 1
+ALB+BUN+AST+T-BIL+ArgtLys; 0. 766, 250. 893, 1+ALB+BUN+AST+NEFAtLys+Val;0
. 766, 251, 427, 14+ALB+AST+Asp+0rn+Tyr+Trp;0. 766, 250, 696, 1+ALB+AST+ALT+H
st0rntlLys;0.766, 251, 312, 1+ALB+BUN+Ca+AST+Lys+I le; 0. 766, 249, 490, 1+ALB+
BUN+Ca+ALT+GlctLys;0. 766, 251, 677, 1+ALB+BUN+ALT+T-BIL+Glc+Arg; 0. 766, 25
2.659, 1+ALB+BUN+NEFA+T-BIL+GlctLys; 0. 766, 252, 825, 1+ALB+BUN+NEFA+GLc+0
rntlys;0. 766, 251, 588, 1+ALB+BUN+ALT+NEFA+Arg+I le; 0. 766, 252, 323, 1+ALB+B
UN+NEFA+3MeHis+0rn+Lys; 0. 766, 251, 250, 1+ALB+BUN+ALT+gGT+Arg+0rn; 0. 766,
251,612, 1+ALB+ALT+T-BIL+0rn+Lys+I le; 0. 766, 251, 631, 1+ALB+BUN+AST+0rn+L
ys+Phe; 0. 766, 252, 820, 1+ALB+AST+0rn+Tyr+Phe+Trp;0. 766, 249, 625, 1+ALB+AS
T+3MeHis+AsptLys+Trp;0. 766, 252, 088, 1+ALB+AST+T-BIL+His+Arg+Lys; 0. 766,
252,675, 1+ALB+BUN+T-BIL+BHBA+GlctLys; 0. 766, 251, 358, 1+ALB+BUN+NEFA+Asp
+0rn+Trp;0. 766, 251, 396, 1+ALB+BUN+Asp+0rn+Lys+Tyr ;0. 766, 252, 787, 1+ALB+
BUN+NEFA+Asp+0rn+Phe; 0. 766, 252, 863, 1+ALB+ALT+3MeHis+0rn+Val+Trp; 0. 766
, 254,994, 1+ALB+Arg+0rn+Tyr+Phe+Trp; 0. 766, 254. 263, 1+ALB+His+Thr+0rn+Ly
stlle;0.766, 251, 069, 1+ALB+AST+ALT+0rn+Phe+Trp;0. 766, 250. 596, 1+ALB+BUN
+AST4+T-BIL+Glc+Lys; 0. 766, 250. 632, 1+ALB+AST+ALT+Arg+0rn+Trp; 0. 766, 251.
449, 1+ALB+AST+ALT+0rn+Val+Trp; 0. 766, 252, 368, 1+ALB+AST+NEFA+Arg+Lys+Ty
r;0.766, 252, 955, 1+ALB+AST+NEFA+T-BIL+Lys+Ile; 0, 766, 253. 081, 1+ALB+AST+
gGT+ArgtLys+Ile;0. 766, 253,129, 1+AlatGly+Trp+ASTH+ALB+NEFA; 0. 766, 253. 26
7, 1+ALB+BUN+3MeHistArg+Tyr+Phe; 0. 766, 251, 239, 1+ALB+BUN+ALT+G lc+Arg+0r
n;0.766, 251,612, 1+ALB+BUN+ALT+T-BIL+Arg+I le; 0. 766, 252, 118, 1+ALB+BUN+3
MeHis+Arg+0rn+Lys;0. 766, 250, 626, 1+ALB+ALT+Arg+Asp+0rn+Trp; 0. 766, 249. 8
13, 1+ALB+BUN+AST+Asp+Lys+Val; 0. 766, 251, 010, 1+ALB+BUN+AST4+0rn+Tyr+Trp;
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0.766, 252, 475, 1+ALB+AST+NEFA+Lys+Tyr+Trp; 0, 766, 253. 604, 1+ALB+AST+NEFA
+Arg+Tyr+Phe; 0. 766, 251, 682, 1+ALB+BUN+ALT+NEFA+BHBA+Arg; 0. 766, 251, 685,
1+ALB+BUN+ALT+NEFA+T-BIL+Arg;0. 766, 252, 681, 1+ALB+BUN+T-BIL+Glc+OrntLy
s;0.766, 253. 495, 1+ALB+BUN+NEFA+3MeHis+0rn+Phe; 0. 766, 252, 924, 1+ALB+BUN
+NEFA+Arg+0rn+Trp;0. 766, 251. 174, 1+ALB+BUN+AST+ALT+Glc+Arg; 0. 766, 251.7
26, 1+ALB+ALT+3MeHis+Lys+Tyr+Trp;0. 766, 253. 024, 1+ALB+Arg+Asp+Lys+Tyr+4T
rp;0.766, 251,608, 1+ALB+BUN+ALT+gGT+Arg+Ile; 0. 766, 251, 538, 1+ALB+AST+AL
T+0rn+Tyr+Trp;0. 766, 252, 811, 1+ALB+BUN+AST+His+Arg+Thr ;0. 766, 253. 086, 1
+AlatGly+BCAA+Trp+AST+ALB; 0. 766, 253. 008, 1+Alat+Gly+Trp+AST+gGT+ALB; 0. 7
66, 252, 932, 1+ALB+BUN+NEFA+0rn+Lys+Tyr ;0. 766, 254, 965, 1+ALB+NEFA+Arg+Ty
r+Phe+Trp; 0. 766, 249, 488, 1+ALB+BUN+ALT+Arg+Asp+Val;0. 766, 251, 416, 1+ALB
+BUN+ALT+Arg+Tyr+Val;0. 766, 252, 986, 1+ALB+ALT+NEFA+Orn+Tyr+Trp;0. 766, 2
53.478, 1+ALB+BUN+Arg+0rntLys+Tyr; 0. 766, 251, 656, 1+ALB+BUN+ALT+BHBA+Arg
+Ile;0.766, 249, 849, 1+ALB+BUN+AST+Arg+Asp+lys; 0. 766, 250, 434, 1+ALB+BUN+
AST+3MeHis+Arg+Asp; 0. 766, 250, 860, 1+ALB+BUN+AST+3MeHis+0rn+Trp; 0. 766, 2
53. 404, 1+ALB+AST+gGT+0rn+Lys+I le; 0. 766, 253. 216, 1+Ala+Gly+Trp+Glc+ALT+
ALB;0. 766, 252. 360, 1+ALB+AST+ALT+Tyr+Phe+Trp;0, 766, 249, 851, 1+ALB+BUN+A
ST+Asp+0rn+lLys; 0. 766, 250. 999, 1+ALB+BUN+AST+ALT+T-BIL+Arg; 0. 766, 251. 61
3, 1+ALB+BUN+AST+ArgtLys+Phe; 0. 766, 252, 322, 1+ALB+AST+NEFA+ArgtLys+Trp;
0.766, 251, 046, 1+ALB+BUN+Ca+AST+ALT+Arg; 0. 766, 251, 700, 1+ALB+BUN+ALT+BH
BA+Glc+Arg;0. 766, 252, 800, 1+ALB+BUN+NEFA+Orn+Lys+Val; 0. 766, 253, 273, 1+A
LB+BUN+Orn+Tyr+Val+Trp; 0. 766, 250. 755, 1+ALB+BUN+AST+NEFA+Arg+Lys; 0. 766
, 251,616, T+ALB+BUN+AST+ArgtLys+Tyr ;0. 766, 253, 318, 1+ALB+AST+Lys+TyrtVa
[+Trp; 0. 766, 250. 557, 1+ALB+Ca+ALT+His+Arg+Lys;0. 766, 253, 332, 1+ALB+BUN+
3MeHis+Arg+0rn+Phe; 0. 766, 251, 673, 1+ALB+BUN+ALT+NEFA+G lc+Arg; 0. 766, 252
. 639, 1+ALB+BUN+NEFA+G LctArgtLys; 0. 766, 252, 863, 1+ALB+BUN+T-BIL+Arg+0rn
+Lys;0.766, 251, 122, 1+ALB+BUN+AST+ALT+BHBA+Arg; 0. 766, 252, 788, 1+ALB+BUN
+AST+Arg+0rn+Phe; 0. 766, 251, 370, 1+ALB+AST+ALT+His+Arg+Thr ;0. 766, 250. 90
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9, 1+ALB+BUN+AST+T-BIL+ThrtLys;0. 766, 253. 062, 1+ALB+Ca+AST+ArgtLys+Ile;
0.766, 251, 094, 1+ALB+ALT+NEFA+Asp+0rn+Trp; 0. 766, 252, 006, 1+ALB+AST+ALT+
OrntVal+Phe;0. 766, 252, 127, 1+ALB+ALT+0rn+Lys+Val+Phe; 0. 766, 252, 413, 1+A
LB+ALT+NEFA+Lys+Val+Phe;0. 766, 253. 033, 1+ALB+ALT+0rn+Tyr+Val+Trp; 0. 766
, 253,352, 1+ALB+BUN+NEFA+Orn+Tyr+Trp;0. 766, 251, 179, 1+ALB+BUN+AST+ALT+g
GT+Arg;0.766, 251,213, 1+ALB+ALT+NEFA+3MeHis+Arg+lys; 0. 766, 251, 213, 1+AL
B+ALT+3MeHis+Arg+0rn+tLys;0. 766, 251, 812, 1+ALB+ALT+0rn+Lys+Tyr+Trp;0. 76
6, 250. 557, 1+ALB+BUN+AST+NEFA+3MeHistLys; 0, 766, 250, 743, 1+ALB+AST+ALT+3
MeHis+Lys+Trp; 0. 766, 249, 199, 1+ALB+BUN+Ca+AST+ALT+Lys;0. 766, 251,677, 1+
ALB+BUN+ALT+NEFA+Arg+Tyr ;0. 766, 254, 252, 1+ALB+3MeHis+Arg+Tyr+Phe+Trp;0
. 766, 251, 954, 1+ALB+ALT+Arg+0rn+Lys+Phe; 0. 766, 253, 283, 1+ALB+BUN+NEFA+0
rntVal+Trp;0. 766, 252, 257, 1+ALB+BUN+AST+NEFA+Arg+Phe; 0. 766, 249, 964, 1+A
LB+ALT+AsptLys+Val+Trp;0. 766, 250. 979, 1+ALB+BUN+AST+ALT+NEFA+Arg; 0. 766
, 251,396, 1+ALB+ALT+BHBA+His+0rntLys;0. 766, 252, 061, 1+ALB+ALT+Lys+Tyr+V
al+Trp;0.766, 251,071, 1+ALB+BUN+AST+NEFA+BHBA+Lys; 0. 766, 253, 529, 1+ALB+
NEFA+His+Arg+ThrtlLys; 0. 766, 254, 253, 1+ALB+AST+T-BIL+Arg+0rn+I le; 0. 765,
251,154, 1+ALB+BUN+Ca+ALT+Arg+0rn; 0. 765, 251, 569, 1+ALB+BUN+Ca+ALT+BHBA+
Arg;0.765, 252, 962, 1+ALB+BUN+NEFA+T-BIL+BHBA+Lys; 0. 765, 253, 006, 1+ALB+B
UN+NEFA+Thr+0rn+Lys;0. 765, 253. 104, 1+ALB+BUN+3MeHis+0rn+Tyr+Trp;0. 765,
253.700, 1+ALB+BUN+3MeH i stArgtVal+Phe; 0, 765, 251, 929, 1+ALB+BUN+AST+3MeH
istArgtPhe; 0. 765, 254, 849, 1+ALB+BUN+NEFA+3MeHistVal+Phe; 0. 765, 250. 263,
1+ALB+AST+ALT+3MeHis+Argtlys; 0. 765, 250, 872, 1+ALB+BUN+AST+NEFA+G LctLys
;0.765, 253, 045, 1+ALB+NEFA+His+Arg+0rntLys; 0. 765, 254, 115, 1+ALB+gGT+NEF
At+ArgtLys+Ile;0.765,251,779, 1+AlatGly+Trp+ALT+AST+ALB; 0. 765, 253, 320, 1
+ALB+AST+Lys+Tyr+Phe+Trp;0. 765, 251, 540, 1+ALB+BUN+Ca+ALT+gGT+Arg; 0. 765
, 252,939, 1+ALB+BUN+gGT+NEFA+T-BIL+Lys; 0. 765, 250, 738, 1+ALB+ALT+NEFA+Ar
g+Asp+Trp;0.765, 251,667, 1+ALB+ALT+Glc+His+Arg+Thr ;0. 765, 254, 529, 1+ALB
+9GT+His+0rn+Lys+Ile; 0. 765, 249, 571, 1+ALB+BUN+AST+Asp+Lys+Tyr ;0. 765, 25
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3.916, 1+ALB+NEFA+T-BIL+Argt+Lys+Ile; 0. 765, 250. 894, 1+ALB+BUN+AST+gGT+NE
FAtLys;0. 765, 253, 378, 1+ALB+AST+NEFA+Orn+Lys+Val;0. 765, 252, 904, 1+ALB+B
UN+NEFA+T-BIL+ThrtLys;0. 765, 253. 888, 1+ALB+BUN+Arg+Asp+Tyr+Phe;0. 765, 2
52. 663, 1+ALB+BUN+T-BIL+Glc+Thr+Lys;0. 765, 253, 742, 1+ALB+BUN+Orn+Lys+Ty
r+Val;0. 765, 250, 872, 1+ALB+ALT+3MeHis+Arg+Lys+Val; 0. 765, 253. 546, 1+ALB+
T-BIL+Glc+His+0rn+Lys; 0. 765, 253, 268, 1+ALB+NEFA+Glc+His+0rn+Lys; 0. 765,
253. 104, 1+ALB+AST+0rn+Val+Phe+Trp; 0, 765, 251, 052, 1+ALB+BUN+AST+NEFA+0r
ntlys;0. 765,251, 659, 1+ALB+ALT+NEFA+HistLys+Ile;0, 765, 252, 304, 1+ALB+AS
T+His+Arg+0rn+Lys;0. 765, 252, 414, 1+ALB+AST+3MeHis+Lys+Tyr+Trp;0. 765, 25
2.886, 1+ALB+AST+T-BIL+HistArg+0rn;0. 765, 251, 646, 1+ALB+BUN+ALT+gGT+T-B
IL+Arg;0.765, 252, 575, 1+ALB+BUN+T-BIL+GlctArg+lys; 0, 765, 253, 378, 1+ALB+
BUN+AST+Arg+Tyr+Phe;0. 765, 250. 751, 1+ALB+ALT+Arg+Asp+Val+Trp; 0. 765, 251
. 436, 1+ALB+BUN+ALT+NEFAtArgtVal;0. 765, 251, 673, 1+ALB+BUN+ALT+gGT+BHBA+
Arg;0.765, 252, 960, 1+ALB+BUN+T-BIL+BHBA+Thr+Lys; 0. 765, 253, 344, 1+ALB+3M
eHis+Arg+Lys+Tyr+Trp; 0. 765, 250. 891, 1+ALB+BUN+AST+ALT+Arg+Val; 0. 765, 25
4,691, 1+ALB+NEFA+BHBA+OrntLys+I le; 0. 765, 253. 901, 1+ALB+NEFA+His+Thr+0r
ntlLys;0. 765, 249, 825, 1+ALB+AST+ALT+Asp+0rn+Trp; 0. 765, 251, 087, 1+ALB+BUN
+ASTHNEFA+Orn+Trp;0. 765, 251, 355, 1+ALB+ALT+His+Thr+0rn+Lys; 0. 765, 253. 4
75, 1+ALB+AST+BHBA+Orn+Lys+I le; 0. 765, 252, 161, 1+ALB+AST+3MeHistLys+Val+
Trp;0.765, 253, 025, 1+ALB+BUN+gGT+NEFA+Thr+Lys; 0, 765, 253, 555, 1+ALB+BUN+
Arg+OrntLys+Val;0. 765, 251, 610, 1+ALB+AST+ALT+NEFA+Orn+Trp; 0. 765, 253, 22
2, T+ALB+AST+0rn+Tyr+Val+Trp;0. 765, 251, 976, 1+ALB+AST+ALT+NEFA+HistArg;
0.765, 252, 732, 1+ALB+AST+Arg+Lys+Val+Trp; 0. 765, 254, 147, 1+ALB+NEFA+G Lc+
HistLys+Ile;0.765,251, 013, 1+ALB+AST+ALT+Lys+Val+Trp; 0. 765, 252, 638, 1+A
LB+AST+gGT+NEFA+Lys+I le;0. 765, 251, 534, 1+ALB+BUN+Ca+ALT+NEFA+Arg; 0. 765
, 252, 835, T+ALB+BUN+NEFA+Glc+ThrtLys;0. 765, 252, 858, 1+ALB+BUN+T-BIL+BHB
AtArgtlLys;0. 765, 251,572, 1+ALB

+AST+ALT+Arg+0rn+Phe; 0, 765, 251, 613, 1+ALB+ALT+BHBA+Orn+Lys+I le; 0. 765, 2
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52. 340, 1+ALB+ALT+NEFA+OrntLys+Phe; 0. 765, 252, 023, 1+ALB+BUN+AST+NEFA+Or
ntPhe;0. 765, 251, 695, 1+ALB+ALT+NEFA+G lc+His+Lys; 0. 765, 251, 071, 1+ALB+AS
T+ALTHNEFA+Lys+Trp; 0. 765, 251, 991, 1+ALB+BUN+ALT+Glc+His+0rn; 0. 765, 251,
681, 1+ALB+BUN+ALT+gGT+GlctArg; 0. 765, 252, 988, 1+ALB+BUN+gGT+T-BIL+BHBA+
Lys;0.765, 249, 894, 1+ALB+ALT+Arg+Aspt+Lys+Trp; 0. 765, 254, 605, 1+ALB+BHBA+
His+Ornt+Lys+Ile;0. 765,252, 367, 1+ALB+AST+ALT+NEFA+Arg+Ile; 0. 765, 252, 97
8, 1+ALB+BUN+gGT+T-BIL+0rntLys;0. 765, 2563, 024, 1+ALB+BUN+NEFA+BHBA+Orn+L
ys; 0,765,251, 919, 1+ALB+ALT+Arg+Lys+Val+Phe; 0. 765, 253, 205, 1+ALB+BUN+AS
T+NEFA+Tyr+Phe; 0. 765, 252, 154, 1+ALB+BUN+AST+His+Arg+0rn; 0. 765, 251, 978,
1+ALB+AST+Arg+Asp+0rn+Trp; 0. 765, 252, 123, 1+ALB+BUN+ALT+gGT+His+0rn; 0.7
65, 253. 118, 1+ALB+BUN+NEFA+3MeHis+0rn+Trp; 0, 765, 254, 416, 1+Ala+Gly+Trp+
GLlc+ALB; 0, 765, 254, 097, 1+ALB+NEFA+Arg+Lys+Tyr+Trp;0. 765, 249, 343, 1+ALB+
BUN+AST+ALT+Arg+Asp;0. 765, 251, 661, 1+ALB+ALT+NEFA+Arg+Lys+Tyr ;0. 765, 25
1.431, 1+ALB+ALT+gGT+His+0rn+Lys; 0, 765, 250. 939, 1+ALB+BUN+AST+T-BIL+0rn
+Lys;0.765, 251, 152, 1+ALB+AST+NEFA+Asp+Lys+Trp; 0. 765, 252, 469, 1+ALB+AST
+ALT+HistArg+Ile;0. 765, 253, 152, 1+ALB+AST+NEFA+Arg+Val+Trp;0. 765, 253. 8
51, T+ALB+AST+T-BIL+Thr+Lys+I le;0. 765, 251, 546, 1+ALB+BUN+Ca+ALT+Glct+Arg
;0.765,252, 081, 1+ALB+BUN+ALT+His+0rn+I le; 0. 765, 253, 026, 1+ALB+BUN+gGT+
NEFA+BHBA+Lys; 0. 765, 251, 128, 1+ALB+ALT+Asp+0rn+Val+Trp;0. 765, 251. 850, 1
+ALB+ALT+NEFA+ArgtLys+Phe; 0. 765, 250. 510, 1+ALB+ALT+Aspt+Lys+Tyr+Phe; 0.7
65, 251, 639, 1+ALB+ALT+gGT+0rntLys+Ile; 0. 765, 254, 770, 1+ALB+AST+BHBA+Arg
+0rn+Ile;0. 765,250, 923, 1+ALB+BUN+AST+NEFA+T-BIL+Lys;0. 765, 251, 542, 1+A
LB+BUN+Ca+ALT+T-BIL+Arg;0. 765, 250. 652, 1+ALB+ALT+Arg+AsptLys+Phe; 0. 765
, 251,644, 1+ALB+BUN+ALT+gGT+NEFA+Arg; 0. 765, 251, 976, 1+ALB+AST+ALT+NEFA+
OrntPhe; 0. 765, 251, 605, 1+ALB+BUN+AST+G LctArgtlys; 0. 765, 250, 824, 1+ALB+A
STHALT+0rn+Lys+Trp; 0. 765, 251, 197, 1+ALB+AST+ALT+Arg+Lys+Phe; 0. 765, 252,
051, 1+ALB+ALT+NEFA+Lys+Val+Trp;0. 765, 251, 686, 1+ALB+AST+AsptLys+Val+Tr
p;0.765,252, 819, 1+ALB+BUN+gGT+NEFA+Glc+Lys; 0. 765, 251, 638, 1+ALB+ALT+3M
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eHis+0rn+Lys+Trp; 0. 765, 251, 806, 1+ALB+ALT+NEFA+3MeHis+Lys+Trp;0. 765, 25
2.015, 1+ALB+ALT+BHBA+HistArg+Thr;0, 765, 255, 306, 1+ALB+T-BIL+BHBA+Orn+L
ystlle;0.765, 251,759, 1+ALB+BUN+AST+gGT+Arg+Lys; 0. 765, 250, 986, 1+ALB+AS
T+ALT+Arg+Lys+Tyr ;0. 765, 251, 090, 1+ALB+BUN+AST+NEFA+Thr+tLys; 0. 765, 251,
975, 1+ALB+BUN+ALT+Thr+0rn+Ile;0. 765, 250, 854, 1+ALB+BUN+AST+gGT+T-BIL+L
ys;0.765, 251, 055, 1+ALB+AST+ALT+Lys+Tyr+Trp; 0. 765, 252, 925, 1+ALB+BUN+Ca
+T-BIL+0rn+Lys;0. 765, 252, 771, 1+ALB+BUN+NEFA+Arg+Thr+Lys; 0. 765, 252. 786
, 1+ALB+BUN+T-BIL+Arg+Thr+Lys;0. 765, 252, 999, 1+ALB+BUN+NEFA+BHBA+Thr+tLy
s;0.765, 253. 033, 1+ALB+BUN+gGT+NEFA+OrntLys; 0. 765, 252, 043, 1+ALB+BUN+AL
T+T-BIL+His+0rn; 0. 765, 252, 759, 1+ALB+ALT+NEFA+3MeHis+0rn+Trp; 0. 765, 250
. 026, 1+ALB+BUN+ALT+Asp+0rntVal; 0. 765, 251, 166, 1+ALB+BUN+AST+ALT+Arg+Ty
r;0.765, 253, 369, 1+ALB+BUN+AST+Arg+0rn+Ile;0. 765, 252, 006, 1+ALB+ALT+NEF
A+Orn+Lys+Trp;0. 765, 252, 101, 1+ALB+ALT+NEFA+Lys+Tyr+Trp;0. 765, 253. 044,
1+ALB+AST+Arg+0rn+Phe+Trp; 0. 765, 251,710, 1+ALB+AST+3MeHis+Arg+Lys+Trp;
0.765, 252, 387, 1+ALB+AST+3MeHis+Arg+Val+Trp; 0. 765, 250, 993, 1+ALB+BUN+Ca
+AST+His+Lys; 0. 765, 256. 360, 1+ALB+NEFA+Arg+0rn+Tyr+Phe; 0. 765, 252, 745, 1
+ALB+BUN+NEFA+BHBA+GlctLys; 0, 765, 252, 810, 1+ALB+BUN+NEFA+BHBA+ArgtLys;
0.765, 252, 940, 1+ALB+ALT+3MeHis+0rn+Tyr+Trp; 0. 765, 252, 200, 1+ALB+AST+3M
eHis+Arg+Lys+Tyr; 0,765, 252, 523, 1+ALB+AST+ALT+Val+Phe+Trp; 0. 765, 254, 50
5, 1+ALB+NEFA+Glc+His+Thr+Lys; 0. 765, 252, 400, 1+ALB+AST+NEFA+3MeHis+Lys+
Trp;0.765,250. 981, 1+ALB+BUN+AST+T-BIL+BHBA+tLys; 0. 765, 253. 532, 1+ALB+NE
FA+T-BIL+His+ArgtLys;0. 765, 250, 993, 1+ALB+AST+ALT+NEFA+Lys+Ile;0. 765, 2
53.571, 1+ALB+AST+T-BIL+BHBA+Lys+I le; 0. 764, 252, 623, 1+ALB+BUN+gGT+T-BIL
+Glctlys;0.764, 252, 941, 1+ALB+BUN+T-BIL+Thr+0rn+Lys;0. 764, 250. 075, 1+AL
B+ALT+Asp+Lys+Phe+Trp; 0. 764, 253, 548, 1+ALB+AST+NEFA+Lys+Tyr+Phe; 0. 764,
252,628, 1+ALB+AST+NEFA+Lys+Val+Trp;0. 764, 252, 933, 1+ALB+BUN+Ca+T-BIL+B
HBA+tLys;0. 764, 252, 109, 1+ALB+BUN+ALT+NEFA+His+0rn; 0. 764, 252, 810, 1+ALB+
BUN+NEFA+Arg+0rntLys; 0. 764, 252, 635, 1+ALB+ALT+NEFA+Arg+0Orn+Ile;0. 764, 2
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52. 248, 1+ALB+BUN+ALT+T-BIL+Thr+0rn;0. 764, 251, 745, 1+ALB+BUN+AST+Arg+0r
ntlys;0.764, 251, 950, 1+ALB+AST+NEFA+Arg+Asp+Trp; 0, 764, 252, 632, 1+ALB+AS
T+3MeHis+0rn+Val+Trp;0. 764, 252,621, 1+ALB+ALT+T-BIL+Arg+0rn+Ile;0. 764,
253.969, 1+ALB+GlctHis+0rntLys+Ile;0. 764, 251, 757, 1+ALB+BUN+AST+ArgtLys
+Val;0.764, 251, 873, 1+ALB+BUN+AST+0rn+Lys+Val;0. 764, 252, 979, 1+ALB+AST+
3MeHis+0rn+Lys+Val;0. 764, 252, 015, 1+ALB+ALT+NEFA+Thr+Lys+I le; 0. 764, 253
. 168, 1+ALB+AST+NEFA+ArgtPhe+Trp; 0. 764, 252, 002, 1+ALB+BUN+CatALT+His+0r
n;0.764, 252,767, 1+ALB+BUN+NEFA+T-BIL+Arg+Lys; 0. 764, 253, 591, 1+ALB+BUN+
Arg+Thr+0rn+Lys;0. 764, 251, 474, 1+ALB+3MeHis+Asp+Lys+Val+Trp;0. 764, 252,
797, 1+ALB+BUN+gGT+T-BIL+Arg+Lys; 0. 764, 252, 013, 1+ALB+ALT+T-BIL+HistArg
+Thr; 0,764, 251, 895, 1+ALB+ALT+gGT+His+Arg+Thr ;0. 764, 253, 661, 1+ALB+BUN+
Glc+His+Thr+0rn; 0, 764, 250. 911, 1+ALB+AST+ALT+NEFA+Arg+Lys; 0, 764, 252, 89
2, T+ALB+BUN+AST+NEFA+3MeHis+Phe; 0. 764, 252, 252, 1+ALB+BUN+ALT+NEFA+Thr+
Orn; 0,764, 254,799, 1+ALB+AST+gGT+Arg+0rn+Ile; 0. 764, 250. 458, 1+ALB+AST+3
MeHis+Arg+Asp+Trp;0.764, 251,706, 1+ALB+AST+Arg+Asp+Lys+Trp; 0. 764, 252. 3
89, 1+ALB+AST+3MeHistArgtLystVal; 0. 764, 252, 794, 1+ALB+AST+T-BIL+GlctHis
tLys;0.764, 252, 528, 1+AlatGly+Trp+TCHO+AST+ALB; 0, 764, 252, 623, 1+ALB+BUN
+Ca+T-BIL+Glctlys;0. 764, 252, 076, 1+ALB+BUN+ALT+BHBA+His+0rn; 0. 764, 253,
131, T+ALB+BUN+NEFA+Arg+Asp+Phe; 0. 764, 254, 102, 1+ALB+BUN+NEFA+Arg+0rn+P
he;0.764, 255,412, 1+ALB+BUN+NEFA+Tyr+Val+Phe; 0. 764, 253, 339, 1+ALB+BUN+B
HBA+G lc+0rn+Lys; 0. 764, 253, 443, 1+ALB+BUN+G Llc+Arg+0rn+Lys;0. 764, 253. 574
, 1+ALB+BUN+Asp+0rn+Val+Phe; 0. 764, 253. 618, 1+ALB+BUN+gGT+BHBA+0rn+Lys; 0
. 764, 252, 461, 1+ALB+ALT+BHBA+Arg+0Orn+Ile; 0. 764, 252, 507, 1+ALB+ALT+G Lc+A
rg+0rn+Ile;0. 764, 253. 262, 1+ALB+BUN+NEFA+His+Arg+0rn; 0. 764, 253, 718, 14+A
LB+T-BIL+His+Arg+0rntLys;0. 764, 252, 084, 1+ALB+ALT+NEFA+BHBA+Lys+I le; 0.
764,252, 180, 1+ALB+BUN+AST+3MeHis+Tyr+Trp;0. 764, 252, 202, 1+ALB+BUN+AST+
3MeHis+Val+Trp; 0. 764, 252. 864, 1+ALB+BUN+AST+NEFA+His+Arg; 0. 764, 253. 508
, 1+ALB+gGT+NEFA+His+ArgtLys; 0. 764, 251, 464, 1+ALB+BUN+Ca+ALT+Arg+I le; 0.
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764, 254, 368, 1+Ala+Trp+GLlc+TG+ALT+ALB; 0. 764, 250, 139, 1+ALB+BUN+ALT+Asp+
Orn+Tyr;0.764, 253. 726, 1+ALB+BUN+gGT+Thr+0rn+Lys; 0. 764, 252, 571, 1+ALB+A
LT+gGT+Arg+0rn+Ile; 0. 764, 253. 124, 1+ALB+ASTHNEFA+Orn+Val+Trp;0. 764, 253
. 295, 1+ALB+AST+T-BIL+HistLys+tIle;0. 764, 252, 942, 1+ALB+BUN+Ca+NEFA+Thr+
Lys;0.764,252,401, 1+Ala+Trp+GLlc+ALT+ALB; 0, 764, 253, 466, 1+ALB+BUN+NEFA+
3MeHis+Arg+Phe; 0. 764, 252, 927, 1+ALB+BUN+gGT+T-BIL+Thr+Lys;0. 764, 254, 91
7, 1+ALB+3MeHis+Lys+Tyr+Phe+Trp;0. 764, 251, 770, 1+ALB+AST+ALT+NEFA+Arg+P
he;0.764, 251, 864, 1+ALB+ALT+Arg+0rn+Lys+Tyr;0. 764, 253, 925, 1+ALB+gGT+NE
FA+His+0rn+Lys;0. 764, 252. 251, 1+ALB+BUN+ALT+gGT+Thr+0rn; 0, 764, 252, 423,
1+ALB+BUN+AST+Arg+Aspt0rn; 0. 764, 252, 386, 1+ALB+BUN+AST+Tyr+Val+Trp;0.7
64, 253. 029, 1+ALB+AST+Glc+0rntLys+Ile; 0. 764, 251, 449, 1+ALB+BUN+AST+ALT+
His+0rn; 0, 764, 252, 228, 1+ALB+BUN+AST+NEFA+3MeHis+Trp; 0. 764, 252, 829, 1+A
LB+AST+Arg+Lys+Phe+Trp;0. 764, 255. 153, 1+ALB+3MeHis+0rn+Tyr+Phe+Trp; 0.7
64, 251,202, 1+ALB+3MeHis+AsptLys+Tyr+Trp; 0. 764, 255. 154, 1+ALB+3MeHis+0r
ntLys+Val+Phe; 0, 764, 251, 583, 1+ALB+BUN+AST+BHBA+G lc+Lys; 0. 764, 252, 142,
1+ALB+3MeHis+Arg+Asp+Lys+Trp; 0. 764, 251, 006, 1+ALB+BUN+ASTH+NEFA+Lys+Tyr
;0.764, 251,783, 1+ALB+BUN+AST+Arg+Thr+Lys; 0, 764, 252, 336, 1+ALB+BUN+AST+
NEFA+Val+Trp;0. 764, 250, 708, 1+ALB+AST+3MeH i s+Asp+0rn+Trp; 0. 764, 253. 553
, 1+ALB+AST+Lys+Val+Phe+Trp;0. 764, 252, 785, 1+ALB+BUN+Ca+T-BIL+Arg+Lys;0
. 764, 252, 266, 1+ALB+3MeHis+AsptLys+Tyr+Phe; 0. 764, 250, 225, 1+ALB+BUN+ALT
+NEFA+Asp+0rn; 0. 764, 251, 799, 1+ALB+ALT+NEFA+Glc+Arg+Lys; 0. 764, 253. 891,
1+ALB+AST+NEFA+Orn+Tyr+Phe; 0. 764, 251, 287, 1+ALB+AST+ALT+3MeHis+Lys+Phe
:0.764, 252, 506, 1+ALB+AST+3MeHis+Arg+Phe+Trp; 0. 764, 253, 081, 1+ALB+AST+N
EFA+3MeHistLys+Val;0. 764, 252, 889, 1+ALB+BUN+Ca+gGT+T-BIL+tLys; 0. 764, 252
. 773, 1+ALB+BUN+Ca+NEFA+GlctLys; 0. 764, 256, 041, 1+ALB+NEFA+Orn+Lys+Tyr+P
he;0.764, 252, 445, 1+ALB+ALT+3MeHis+Arg+0rn+Tyr ;0. 764, 254, 576, 1+ALB+Arg
+0rn+Lys+Tyr+Trp; 0. 764, 250, 828, 1+ALB+ALT+Asp+0rn+Lys+Phe; 0. 764, 251, 97
2, 1+ALB+ALT+NEFA+ArgtLystVal; 0. 764, 252, 009, 1+ALB+BUN+ALT+GLlc+Thr+0rn;



WO 2018/003638 332 PCT/JP2017/022927

0.764, 252, 241, 1+ALB+BUN+ALT+BHBA+Thr+0rn; 0, 764, 252, 134, 1+ALB+AST+3MeH
is+Arg+0rn+Trp; 0. 764, 252,613, 1+ALB+AST+NEFA+0rn+Lys+Trp; 0. 764, 252,710
, 1+ALB+AST+ALT+T-BIL+Arg+I le; 0. 764, 254, 351, 1+ALB+AST+NEFA+Orn+Val+Phe
;0.764, 252,991, 1+ALB+AST+NEFA+Lys+Phe+Trp; 0. 764, 253, 080, 1+ALB+AST+NEF
A+Arg+Lys+Val; 0. 764, 254, 430, 1+Ala+Gly+Trp+Glc+TCHO+ALB; 0. 764, 252. 862,
1+ALB+BUN+Ca+NEFA+T-BIL+tLys; 0. 764, 255, 603, 1+ALB+NEFA+Orn+Tyr+Phe+Trp;
0.764, 253. 463, 1+ALB+BUN+G Lc+Arg+Thr+Lys; 0, 764, 253, 494, 1+ALB+BUN+BHBA+
Arg+OrntLys;0. 764, 250, 603, 1+ALB+ALT+NEFA+Arg+Asp+Lys; 0. 764, 249, 623, 1+
ALB+BUN+AST+ALT+Asp+0rn; 0. 764, 254, 142, 1+ALB+AST+Arg+0rn+Lys+Tyr ;0. 764
, 251,928, 1+ALB+BUN+AST+0rntLys+Tyr ;0. 764, 253, 094, 1+ALB+AST+NEFA+Orn+T
yr+Trp;0.764, 253, 163, 1+ALB+AST+NEFA+Arg+0rn+Lys; 0. 764, 255, 246, 1+ALB+T
-BIL+Arg+ThrtLys+Ile; 0. 764, 252, 080, 1+ALB+ALT+NEFA+His+Thr+Lys; 0. 764, 2
52. 955, 1+AlatGly+Trp+TCHO+ALT+ALB; 0. 764, 252, 952, 1+ALB+BUN+Ca+gGT+NEFA
+Lys;0.764, 254, 143, 1+ALB+Ca+NEFA+Arg+Lys+Ile; 0, 764, 253, 239, 1+ALB+BUN+
BHBA+G Lc+Arg+Lys; 0. 764, 249, 022, 1+ALB+ALT+3MeHis+Asp+Lys+Tyr ;0. 764, 250
. 108, 1+ALB+ALT+Asp+0rn+Lys+Trp; 0. 764, 253. 938, 1+ALB+NEFA+T-BIL+His+0rn
tLys;0.764, 251, 648, 1+ALB+ALT+NEFA+GLlc+Lys+Ile; 0. 764, 252, 360, 1+ALB+BUN
+AST+NEFA+Tyr+Trp;0. 764, 252, 803, 1+ALB+AST+ALT+gGT+Arg+Ile; 0. 764, 253.6
87, 1+ALB+BUN+NEFA+His+Thr+0rn; 0. 764, 253, 588, 1+ALB+BUN+Arg+Asp+0rn+Phe
:0.764, 254,194, 1+ALB+Asp+0rn+Tyr+Phe+Trp; 0. 764, 254, 379, 1+Ala+Trp+Glc+
ALT+gGT+ALB; 0. 764, 255, 340, 14+ALB+0rn+Lys+Tyr+Phe+Trp;0. 764, 251, 927, 1+A
LB+ALT+Glc+Arg+Orntlys; 0. 764, 251, 823, 1+ALB+ALT+NEFA+HistArg+Thr; 0, 764
, 251,959, 1+ALB+ALT+3MeHis+0rn+Lys+Val; 0. 764, 252, 887, 1+ALB+BUN+AST+NEF
A+Arg+0rn;0.764, 254, 419, 1+ALB+NEFA+His+Arg+Thr+0rn; 0. 764, 251, 863, 1+AL
B+BUN+AST+gGT+BHBA+Lys; 0. 764, 252, 812, 1+ALB+AST+GlctArgtLys+I le; 0. 764,
254,111, 1+ALB+AST+NEFA+Arg+0rn+Tyr ;0. 764, 251, 271, 1+ALB+AST+ALT+NEFA+H
istlLys;0.764, 252, 373, 1+ALB+ASTH+NEFA+Glct+Lys+Ile; 0. 764, 252, 565, 1+ALB+A
ST+Glc+His+0rn+Lys; 0. 764, 251, 402, 1+ALB+Ca+ALT+His+0rn+Lys; 0. 764, 252. 9
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51, 1+ALB+BUN+Ca+NEFA+OrntLys; 0. 764, 254, 562, 1+ALB+BUN+NEFA+Arg+Val+Phe
;0.764, 255, 098, 1+ALB+gGT+T-BIL+Arg+Lys+Ile; 0. 764, 252, 606, 1+ALB+AST+AL
TH+NEFA+Arg+Tyr;0.764, 251, 187, 1+ALB+AST+ALT+Arg+0rn+Lys; 0. 764, 251. 272,
1+ALB+AST+ALT+3MeHis+0rn+Lys; 0. 764, 251, 641, 1+ALB+AST+Asp+0rn+Lys+Trp;
0.764, 251, 847, 1+ALB+ALT+T-BIL+Glct+HistLys; 0. 764, 252, 077, 1+ALB+ALT+NEF
A+T-BIL+Lys+Ile;0.764, 254,710, 1+ALB+NEFA+His+Thr+Lys+Ile;0. 764, 253. 56
9, 1+ALB+BUN+AST+Arg+Thr+Ile; 0. 763, 252, 875, 1+ALB+BUN+Ca+T-BIL+Thr+Lys;
0.763, 252, 923, 1+ALB+BUN+Ca+NE

FA+BHBA+Lys ;0. 763, 254, 163, 1+ALB+3MeHis+0rn+Lys+Val+Trp; 0. 763, 253. 397,
1+ALB+BUN+BHBA+G lc+Thr+Lys; 0. 763, 253, 683, 1+ALB+BUN+gGT+BHBA+Thr+Lys;0
. 763, 252, 155, 1+ALB+AST+ALT+Lys+Tyr+Phe;0. 763, 251, 439, 1+ALB+AST+ALT+3M
eHis+0rn+Trp;0.763, 251, 814, 1+ALB+BUN+AST+BHBA+Orn+tLys; 0. 763, 252, 125, 1
+ALB+ALT+gGT+NEFA+Lys+Ile; 0. 763, 252, 167, 1+ALB+BUN+AST+Lys+Tyr+Val; 0.7
63, 252. 450, 1+ALB+AST+Arg+Asp+Phe+Trp; 0. 763, 253. 220, 1+ALB+AST+NEFA+Orn
+Phe+Trp; 0. 763, 253, 045, 1+ALB+AST+BHBA+His+0rn+Lys; 0, 763, 251, 877, 1+ALB
+ALT+NEFA+T-BIL+Arg+Lys; 0. 763, 254, 721, 1+ALB+3MeHis+Lys+Val+Phe+Trp; 0.
763, 252. 974, 1+ALB+BUN+AST+T-BIL+Arg+0rn;0. 763, 253. 908, 1+ALB+NEFA+BHBA
+His+0rn+Lys; 0. 763, 254, 843, 1+ALB+AST+Arg+0rn+Tyr+Phe; 0. 763, 250. 221, 1+
ALB+AST+3MeHis+ArgtAsptlys;0. 763, 251, 954, 1+ALB+BUN+AST+BHBA+Thr+Lys;0
. 763, 252, 806, 1+ALB+AST+ALT+BHBA+Arg+Ile;0. 763, 251, 187, 1+ALB+AST+ALT+T
-BIL+ArgtlLys;0. 763, 251, 894, 1+ALB+BUN+AST+gGT+0rntLys; 0. 763, 252, 426, 1+
ALB+AST+NEFA+3MeHis+Arg+Trp;0. 763, 252. 519, 1+ALB+AST+ALT+gGT+His+Arg; 0
. 763, 253, 053, 1+ALB+AST+0rn+Lys+Phe+Trp;0. 763, 254, 426, 1+ALB+AST+T-BIL+
BHBA+His+0rn;0. 763, 255. 658, 1+ALB+BHBA+Arg+Thr+Lys+Ile;0. 763, 253. 262, 1
+ALB+AST+NEFA+Arg+Lys+Phe; 0. 763, 253. 072, 1+ALB+AST+His+Thr+Orn+Lys; 0.7
63,252, 737, 1+ALB+BUN+Ca+NEFA+ArgtLys; 0. 763, 252, 527, 1+ALB+Ca+ALT+Arg+0
rntlle;0.763, 254,741, 1+ALB+Ca+AST+Arg+0rn+Ile; 0. 763, 252, 487, 1+ALB+ALT
+NEFA+GLlc+0rn+lys;0. 763, 251, 915, 1+ALB+ALT+Arg+Lys+Tyr+Val; 0. 763, 251.9
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52, T+ALB+AST+NEFA+Arg+Asptlys;0. 763, 252, 467, 1+ALB+AST+NEFA+Glc+HistLy
s;0.763, 251,629, 1+ALB+AST+ALT+ThrtLys+Ile;0. 763, 253, 539, 1+ALB+BUN+Ca+
Arg+OrntLys;0. 763, 251. 613, 1+ALB+Ca+ALT+0rn+Lys+I le; 0. 763, 254, 831, 1+AL
B+BUN+Arg+0rn+Val+Phe; 0. 763, 253. 066, 1+ALB+ALT+gGT+His+Arg+Ile; 0. 763, 2
51. 252, 1+ALB+AST+ALT+Arg+Lys+Val;0. 763, 251, 986, 1+ALB+AST+Asp+0rn+Val+
Trp;0.763, 252, 469, 1+ALB+AST+Arg+Asp+Val+Trp; 0. 763,251,711, 1+ALB+AST+A
sptLys+Phe+Trp;0. 763, 252, 148, 1+ALB+ALT+gGT+NEFA+His+Lys ;0. 763, 252, 933
, 1+ALB+AST+T-BIL+GlctLys+Ile; 0. 763, 253, 543, 1+ALB+BUN+CatArg+Thr+Lys; 0
. 763, 253, 437, 1+ALB+Ca+AST+0rntLys+I le; 0. 763, 251, 014, 1+ALB+BUN+Ca+AST+
NEFA+Lys;0. 763,252, 871, 1+ALB+ALT+gGT+NEFA+His+Arg; 0. 763, 254, 670, 1+ALB
+Arg+Lys+Tyr+Phe+Trp; 0. 763, 252, 079, 1+ALB+ALT+Arg+0rn+Lys+Val ;0. 763, 25
3.390, 1+ALB+AST+NEFA+Orn+Lys+Tyr ;0. 763, 253. 450, 1+ALB+AST+G lc+His+Arg+
Orn; 0,763, 254, 682, 1+ALB+AST+G lc+Arg+0rn+Ile; 0. 763, 254, 972, 1+ALB+T-BIL
+Arg+0rnt+Lys+Ile; 0. 763, 252, 330, 1+ALB+ALT+T-BIL+Thr+Lys+Ile;0. 763, 253.
215, 1+ALB+AST+NEFA+BHBA+ArgtLys; 0. 763, 253. 750, 1+ALB+AST+gGT+T-BILtLys
+Ile;0.763, 252,948, 1+ALB+ALT+NEFA+HistArg+Ile;0. 763, 252, 029, 1+ALB+ALT
+NEFA+BHBA+Arg+Lys; 0. 763, 253. 336, 1+ALB+BUN+gGT+Glc+Arg+Lys; 0. 763, 253.
578, 1+ALB+BUN+Glc+Thr+0rntlLys;0. 763, 252, 237, 1+ALB+AST+ALT+ArgtVal+Phe
:0.763, 252, 256, 1+ALB+NEFA+3MeH i s+Asp+Lys+Trp; 0. 763, 252. 428, 1+ALB+BUN+
AST+3MeHis+Arg+0rn; 0. 763, 254, 945, 1+ALB+BUN+Arg+Thr+0rn+Ile;0. 763, 251.
642, 1+ALB+BUN+AST+BHBA+ArgtLys; 0. 763, 251, 897, 1+ALB+BUN+AST+Glc+Thrtly
s;0.763, 251,276, 1+ALB+AST+ALT+Arg+Thr+Lys;0. 763, 252, 140, 1+ALB+ALT+NEF
A+BHBA+His+Lys; 0. 763, 253. 847, 1+ALB+BUN+Ca+His+Arg+0rn; 0, 763, 252. 927, 1
+ALB+ALT+NEFA+BHBA+His+Arg; 0. 763, 253. 476, 1+ALB+BUN+BHBA+Arg+Thr+Lys;0
. 763, 253,731, 1+ALB+3MeHis+ArgtLys+Val+Trp; 0, 763, 253, 937, 1+ALB+AST+3Me
His+0rn+Val+Phe;0. 763, 254, 346, 1+ALB+BUN+NEFA+3MeHis+Tyr+Trp;0. 763, 250
. 125, T+ALB+ALT+NEFA+AsptLys+Trp;0. 763, 252, 858, 1+ALB+ALT+Lys+Tyr+Val+P
he;0.763, 253. 496, 1+ALB+BUN+AST+NEFA+Val+Phe; 0. 763, 251, 711, 1+ALB+BUN+A
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ST+Glc+0rn+lys;0. 763, 251, 639, 1+ALB+AST+ALT+NEFA+Lys+Phe; 0. 763, 252. 846
, 1+ALB+AST+3MeHis+0rn+Tyr+Trp; 0. 763, 256. 798, 1+ALB+NEFA+BHBA+Arg+Thr+I
le; 0,763,253, 077, 1+ALB+AST+gGT+His+0rn+Lys; 0. 763, 252, 540, 1+ALB+ALT+3M
eHis+Arg+0rn+Val; 0, 763, 252. 783, 1+ALB+BUN+gGT+NEFA+Arg+Lys; 0. 763, 253. 4
96, 1+ALB+BUN+gGT+Glc+0rn+Lys; 0. 763, 253. 680, 1+ALB+BUN+AST+3MeHis+Tyr+P
he;0.763, 254, 369, 1+ALB+BUN+NEFA+3MeHis+Val+Trp;0. 763, 253, 539, 1+ALB+AL
T+gGT+BHBA+Arg+Ile; 0. 763, 252, 777, 1+ALB+AST+ALT+GLlc+Arg+I le; 0. 763, 252,
030, 1+ALB+ALT+Glc+His+Thr+Lys; 0. 763, 252, 759, 1+ALB+AST+Arg+0rn+Lys+Trp
;0.763, 253, 570, 1+ALB+AST+NEFA+Thr+0rntLys; 0. 763, 254, 666, 1+ALB+gGT+NEF
A+GlctHistlys; 0. 763,252, 040, 1+ALB+ALT+NEFA+Arg+0rntlys; 0. 763, 252, 268,
1+ALB+ALT+NEFA+3MeHis+0rn+Lys ;0. 763, 252, 270, 1+ALB+3MeH i s+Asp+0rn+Lys+
Trp;0.763,251, 843, 1+ALB+BUN+AST+gGT+G lctlys; 0. 763, 250, 135, 1+ALB+AST+N
EFA+3MeHis+Asptlys;0. 763, 251, 519, 1+ALB+BUN+AST+ALT+Thr+0rn;0. 763, 252,
094, 1+ALB+BUN+AST+gGT+ThrtLys;0. 763, 252, 341, 1+ALB+AST+ALT+T-BIL+HistA
rg;0.763, 253. 647, 1+ALB+AST+gGT+His+Arg+0rn; 0, 763, 253. 516, 1+ALB+BUN+gG
T+Arg+0rn+Lys; 0. 763, 253, 470, 1+ALB+ALT+gGT+NEFA+Arg+Ile; 0. 763, 252, 630,
1+ALB+AST+ALT+BHBA+Arg+Thr ;0. 763, 251, 103, 1+ALB+AST+ALT+G lctArgtlys;0.
763, 252, 222, 1+ALB+AST+3MeHis+0rn+Lys+Trp;0. 763, 254, 714, 1+ALB+AST+NEFA
+Tyr+Phe+Trp;0. 763, 252, 144, 1+ALB+ALT+NEFA+T-BIL+His+Lys;0. 763, 252, 439
, 1+ALB+ALT+gGT+T-BIL+Lys+I le; 0. 763, 253. 685, 1+ALB+BUN+T-BIL+His+Thr+0r
n;0.763,251, 887, 1+ALB+ALT+T-BIL+Glct+Lys+Ile; 0. 763, 254, 851, 1+ALB+NEFA+
BHBA+HistLys+Ile;0, 763,251,938, 1+ALB+ALT+His+ThrtLys+Ile;0. 763, 251, 37
1, 1+ALB+AST+ALT+T-BIL+Lys+Ile; 0. 763, 253, 099, 1+ALB+ALT+Arg+0rn+Tyr+Val
;0.763, 253, 633, 1+ALB+BUN+BHBA+Thr+0rn+Lys;0. 763, 253, 139, 1+ALB+ALT+BHB
A+Arg+Thr+0rn;0. 763, 253. 589, 1+ALB+ALT+gGT+T-BIL+Arg+Ile; 0. 763, 254, 857
, 1+AlatGly+Trp+TGH+ALB; 0, 763, 251, 262, 1+ALB+AST+ALT+BHBA+Arg+tLys; 0. 763,
252,163, 1+ALB+AST+ALT+T-BIL+Arg+0rn;0. 763, 252, 345, 1+ALB+AST+ALT+NEFA+
Arg+Thr;0.763, 252, 176, 1+ALB+AST+NEFA+3MeHis+Arg+Lys; 0. 763, 253. 393, 1+A
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LB+BUN+Ca+GLc+Arg+Lys; 0. 763, 255. 906, 1+ALB+0rn+Tyr+Val+Phe+Trp;0. 763, 2
53.607, 1+ALB+BUN+gGT+Glc+Thr+Lys; 0. 763, 252, 630, 1+ALB+AST+ALT+gGT+Arg+
Thr;0.763, 252, 085, 1+ALB+AST+NEFA+Asp+0rn+Lys; 0. 763, 250. 932, 1+ALB+AST+
ALT+NEFA+Asp+Trp;0. 763, 255, 095, 1+ALB+T-BIL+Glc+His+ThrtlLys; 0. 763, 251,
848, 1+ALB+ALT+Glc+Thr+Lys+I le;0. 763, 253. 534, 1+ALB+AST+NEFA+His+Thr+0r
n;0.763, 255, 236, 1+ALB+AST+T-BIL+Arg+Thr+Ile;0. 763, 251, 971, 1+ALB+Ca+AL
T+HistArg+Thr; 0,763, 252, 830, 1+ALB+Ca+AST+NEFA+Lys+Ile; 0. 763, 253, 705, 1
+ALB+BUN+Ca+Thr+0rn+Lys; 0. 763, 251, 860, 1+ALB+AST+ALT+0rn+Lys+Val;0. 763
, 252,504, 1+ALB+3MeH i s+AsptLys+Val+Phe; 0. 763, 253, 330, 1+ALB+BUN+gGT+BHB
A+Glctlys;0.763, 255, 108, 1+ALB+NEFA+Thr+OrntLys+Ile;0. 763, 252, 255, 1+AL
B+3MeHis+Asp+Lys+Phe+Trp;0. 763, 253. 189, 1+ALB+ALT+T-BIL+His+Arg+Ile;0.
763, 254, 302, 1+ALB+NEFA+3MeHis+Arg+Lys+Tyr ;0. 763, 252, 088, 1+ALB+AST+ALT
+Arg+Thr+0rn; 0, 763, 254, 122, 1+ALB+BUN+His+Thr+0rn+Ile; 0. 763, 251, 878, 1+
ALB+AST+NEFA+Asp+0rn+Trp;0. 763, 253. 864, 1+ALB+AST+T-BIL+Arg+0rn+lLys;0.
763,251,973, 1+ALB+ALT+T-BIL+HistLys+I le; 0, 763, 255. 904, 1+ALB+AST+gGT+A
rg+Thr+Ile;0. 763, 255. 548, 1+ALB+NEFA+3MeHis+Lys+Tyr+Phe; 0. 763, 252. 564,
1+ALB+ALT+BHBA+G lc+0rntLys; 0. 763, 253, 168, 1+ALB+ALT+NEFA+Arg+Thr+0rn;0
. 7163, 252, 578, 1+ALB+BUN+ALT+NEFA+3MeHis+0rn; 0, 763, 252, 016, 1+ALB+ALT+NE
FA+Arg+Thr+Lys;0. 763, 252, 262, 1+ALB+ALT+3MeHis+0rn+Lys+Tyr ;0. 763, 252. 6
03, T+ALB+AST+ALT+T-BIL+Arg+Thr;0. 763, 249, 866, 1+ALB+AST+ALT+Arg+Asptly
s;0.763, 250, 547, 1+ALB+AST+3MeH i s+Asp+Lys+Phe; 0. 763, 251, 966, 1+ALB+BUN+
AST+ALT+4gGT+0rn; 0. 763, 253. 586, 1+ALB+AST+NEFA+Orn+Lys+Phe; 0. 763, 253. 89
3, T+ALB+AST+NEFA+Lys+Val+Phe; 0. 763, 253, 376, 1+ALB+AST+His+Arg+ThrtlLys;
0.762, 252,642, 1+ALB+ALT+Glc+Thr+0rntlys; 0. 762, 253, 519, 1+ALB+BUN+gGT+A
rg+Thr+Lys; 0. 762, 254, 346, 1+ALB+BUN+3MeHis+Tyr+Val+Trp;0. 762, 251, 930, 1
+ALB+ALT+gGT+Glc+Argtlys; 0. 762, 251, 046, 1+ALB+AST+ALT+Arg+Asp+0rn;0. 76
2,255,222, 1+ALB+Arg+Thr+0rntLys+I le; 0. 762, 251, 271, 1+ALB+AST+ALT+gGT+A
rgtlys;0. 762, 253. 648, 1+ALB+AST+NEFA+BHBA+Orn+Lys; 0. 762, 252, 402, 1+ALB+
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ALT+T-BIL+BHBA+Lys+I le;0. 762, 252, 453, 1+ALB+ALT+BHBA+His+ThrtLys; 0. 762
, 252,734, 1+ALB+BUN+AST+T-BIL+His+0rn; 0, 762, 255, 432, 1+ALB+AST+T-BIL+Th
r+0rntIle; 0,762, 253, 556, 1+ALB+BUN+Ca+BHBA+Orn+Lys; 0. 762, 251, 741, 1+ALB
+BUN+Ca+AST+ArgtLys; 0. 762, 253, 684, 1+ALB+ALT+T-BIL+Glct+Arg+l le; 0. 762, 2
52,109, 1+ALB+ALT+gGT+Arg+0rn+Lys; 0, 762, 253, 506, 1+ALB+ALT+NEFA+Glc+Arg
+Ile;0.762,250.730, 1+ALB+ALT+Arg+AsptLys+Val;0. 762, 252, 009, 1+ALB+AST+
ALT+NEFA+Arg+0rn;0. 762, 250. 802, 1+ALB+AST+ALT+Asp+Val+Trp;0. 762, 251, 83
4, 1+ALB+ALT+GlctHistLystI le; 0, 762, 252, 680, 1+ALB+AST+3MeHis+Lys+Phe+Tr
p;0.762, 253,631, 1+ALB+AST+BHBA+His+Arg+0rn; 0. 762, 252. 276, 1+ALB+3MeHis
+Arg+AsptLys+Val; 0. 762,252, 118, 1+ALB+ALT+Arg+Thr+0rn+Lys; 0. 762, 250. 30
5, 1+ALB+ALT+Arg+Asp+Lys+Tyr; 0. 762, 251, 981, 1+ALB+ALT+Glc+Arg+Thr+Lys; 0
. 762, 251, 648, 1+ALB+AST+ALT+NEFA+OrntLys; 0. 762, 252, 509, 1+ALB+AST+ALT+B
HBA+His+Arg; 0. 762, 253. 667, 1+ALB+AST+NEFA+T-BIL+0rntLys; 0. 762, 253, 225,
1+ALB+AST+NEFA+T-BIL+ArgtLys;0. 762, 253, 264, 1+ALB+AST+NEFA+3MeHis+Lys+
Tyr;0.762, 251,937, 1+ALB+ALT+BHBA+G lctHistLys; 0, 762, 253, 149, 1+ALB+ALT+
T-BIL+Arg+Thr+0rn;0. 762, 254, 435, 1+ALB+NEFA+Glc+Orn+Lys+Ile; 0. 762, 250,
740, 1+ALB+ALT+Arg+Asp+0Orntlys;0. 762, 251, 938, 1+ALB+ALT+BHBA+G Lct+ArgtlLy
s;0.762,251,951, 1+ALB+ALT+T-BIL+GlctArgtlys; 0. 762, 253, 387, 1+ALB+ALT+N
EFA+BHBA+Arg+Ile; 0, 762, 253, 678, 1+ALB+ALT+BHBA+GlctArg+Ile; 0, 762, 251, 4
12, 1+ALB+AST+ALT+GlctLys+Ile; 0. 762, 251, 513, 1+ALB+BUN+AST+Asp+0rn+Phe;
0.762, 252,618, 1+ALB+AST+ALT+NEFA+BHBA+Arg; 0. 762, 252, 162, 1+ALB+AST+Asp
+0rn+Phe+Trp; 0,762, 252. 488, 1+ALB+AST+ALT+Glc+His+Arg; 0. 762, 252, 748, 1+
ALB+AST+3MeHis+Argt+Lys+Phe; 0. 762, 251, 565, 1+ALB+ASTH+ALT+T-BIL+HistLys;
0.762,253. 071, 1+ALB+AST+NEFA+BHBA+H is+Lys; 0. 762, 252, 513, 1+ALB+ALT+NEF
A+3MeHis+Arg+0rn;0. 762, 255. 253, 1+ALB+NEFA+Lys+Tyr+Phe+Trp; 0. 762, 254, 3
57, 1+ALB+T-BIL+BHBA+His+0rntLys; 0. 762, 253, 166, 1+ALB+AST+NEFA+Arg+Thr+
Lys;0.762, 253, 854, 1+ALB+Ca+NEFA+His+0rn+Lys; 0. 762, 253. 407, 1+ALB+BUN+C
a+BHBA+Arg+Lys;0. 762, 253, 022, 1+ALB+Ca+ALT+Glc+Arg+0rn; 0. 762, 253. 109, 1
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+ALB+ALT+NEFA+GLc+Arg+0rn; 0. 762, 252, 592, 1+ALB+ALT+T-BIL+Glc+0rntLys; 0
. 762, 252,723, 1+ALB+ALT+3MeHist+Arg+Tyr+Val; 0. 762, 255, 403, 1+ALB+NEFA+3M
eHistLystVal+Phe;0, 762, 252, 144, 1+ALB+ALT+BHBA+Arg+0rntlLys;0. 762, 252, 5
38, 1+ALB+BUN+ALT+3MeHis+0rn+Val; 0. 762, 252, 731, 1+ALB+BUN+ALT+NEFA+G Lc+
Orn; 0,762,252, 027, 1+ALB+ALT+gGT+NEFA+Arg+Lys; 0, 762, 253, 067, 1+ALB+ALT+
gGT+T-BIL+HistArg;0. 762, 255, 012, 1+ALB+NEFA+T-BIL+0rn+Lys+Ile;0. 762, 25
2.927, 1+ALB+AST+NEFA+G lctArgtLys; 0. 762, 253. 605, 1+ALB+BUN+Ca+BHBA+Thr+
Lys;0.762,253, 184, 1+ALB+ALT+NEFA+BHBA+Arg+0rn; 0, 762, 252, 144, 1+ALB+ALT
+T-BIL+Arg+0OrntLys;0. 762, 252, 183, 1+ALB+ALT+T-BIL+BHBA+ArgtLys; 0. 762, 2
53.420, 1+ALB+BUN+gGT+BHBA+ArgtLys; 0. 762, 252, 146, 1+ALB+ALT+gGT+BHBA+Ar
gtlLys;0.762, 251, 944, 1+ALB+BUN+AST+Thr+0rn+Lys;0. 762, 252, 910, 1+ALB+AST
+NEFA+3MeHis+0rn+Lys; 0. 762, 253, 034, 1+ALB+AST+Glc+His+Arg+Lys;0. 762, 25
3.442, 1+ALB+AST+gGT+His+Arg+Lys; 0. 762, 253. 068, 1+ALB+Ca+AST+His+0rn+Ly
s;0.762,253. 124, 1+ALB+ALT+T-BIL+Glc+HistArg; 0. 762, 254, 821, 1+ALB+3MeH i
s+Arg+0rn+Lys+Val;0. 762, 252, 754, 1+ALB+3MeHis+Arg+Asp+0rn+Lys; 0. 762, 25
2.846, 1+ALB+ALT+NEFA+T-BIL+HistArg;0. 762, 254, 424, 1+ALB+3MeHis+ArgtlLys
+Phe+Trp;0. 762, 255, 453, 1+ALB+

BUN+3MeHis+Tyr+Val+Phe; 0,762,252, 910, 1+AlatGly+Trp+ALB; 0. 762, 253. 031,
1+ALB+ALT+9GT+G lc+His+Arg; 0. 762, 255, 619, 1+ALB+NEFA+BHBA+Thr+Lys+Ile; 0
. 762,252, 066, 1+ALB+BUN+AST+NEFA+Arg+Asp; 0. 762, 253, 349, 1+ALB+BUN+AST+T
-BIL+Arg+Thr;0.762, 250. 491, 1+ALB+AST+3MeHis+Asp+0rn+Lys;0. 762, 252, 034
, 1+ALB+BUN+AST+ALT+0rn+Ile;0. 762, 254, 501, 1+ALB+AST+Arg+0rntLys+Val;0.
762, 254, 565, 1+ALB+AST+T-BIL+His+0rn+Ile; 0. 762, 255, 900, 1+ALB+AST+BHBA+
Arg+Thr+lle;0.762, 253, 058, 1+ALB+AST+NEFA+T-BIL+His+Lys;0. 762, 252, 205,
1+ALB+BUN+CatALT+Thr+0rn; 0, 762, 253. 066, 1+ALB+ALT+NEFA+T-BIL+Arg+0rn;0
. 762, 253, 193, 1+ALB+ALT+NEFA+Arg+0rn+Tyr; 0. 762, 254, 609, 1+ALB+3MeHis+Ar
gt+Lys+Tyr+Phe; 0. 762, 252, 219, 1+ALB+BUN+ALT+3MeHis+0rn+Tyr ;0. 762, 252, 75
6, 1+ALB+3MeH i s+Arg+Asp+Lys+Phe; 0. 762, 255, 262, 1+ALB+NEFA+Arg+Lys+Tyr+P
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he;0.762, 252, 144, 1+ALB+ALT+gGT+T-BIL+Arg+Lys; 0. 762, 253, 200, 1+ALB+ALT+
T-BIL+BHBA+His+Arg;0. 762, 253, 658, 1+ALB+ALT+T-BIL+BHBA+Arg+I le; 0. 762, 2
51.612, 1+ALB+AST+ALT+0rn+Lys+Phe; 0. 762, 251, 943, 1+ALB+BUN+AST+ALT+G Lc+
Orn; 0,762,252, 016, 1+ALB+BUN+AST+NEFA+Asp+0rn; 0. 762, 251, 608, 1+ALB+AST+
ALT+His+Lys+Ile;0.762, 253, 927, 1+ALB+AST+T-BIL+His+Thr+0rn;0, 762, 253, 3
48, 1+ALB+AST+NEFA+His+Arg+Thr ;0. 762, 253, 772, 1+ALB+BUN+Ca+gGT+Thr+Lys;
0.762,253. 513, 1+ALB+BUN+CatGlc+Orn+lys; 0. 762, 252, 881, 1+ALB+ALT+NEFA+G
lctHis+Arg;0.762,251,. 916, 1+ALB+ALT+NEFA+Asp+Val+Trp;0. 762, 252, 687, 14+A
LB+BUN+ALT+T-BIL+Glc+0rn; 0. 762, 252, 730, 1+ALB+BUN+ALT+Glc+0rn+Ile;0.76
2,252,185, 1+ALB+AST+ALT+BHBA+Arg+0rn; 0, 762, 252, 543, 1+ALB+ALT+NEFA+3Me
His+Lys+Tyr;0.762, 252, 637, 1+ALB+AST+3MeHis+Arg+0rn+Lys; 0. 762, 253. 517,
1+ALB+ALT+gGT+GlctArg+Ile; 0,762,252, 206, 1+ALB+ALT+BHBA+H istLys+I le; 0.
762,252, 413, 1+ALB+ALT+NEFA+3MeHis+Lys+Val; 0. 762, 252, 537, 1+ALB+ALT+gGT
+BHBA+His+Lys; 0. 762, 252, 661, 1+ALB+AST+ALT+gGT+NEFA+Arg; 0. 762, 252, 213,
1+ALB+AST+NEFA+AsptLys+Phe; 0. 762, 253. 121, 1+ALB+BUN+AST+NEFA+Arg+Thr ;0
. 762, 253, 665, 1+ALB+AST+Arg+Val+Phe+Trp;0. 762, 255, 743, 1+ALB+T-BIL+BHBA
+His+Lys+Ile; 0. 762, 253, 138, 1+ALB+Ca+ALT+Arg+Thr+0rn; 0. 762, 252. 680, 1+A
LB+Ca+AST+ALT+Arg+Ile; 0. 762, 254,795, 1+ALB+3MeHis+Lys+Tyr+Val+Trp;0.76
2,250, 943, 1+ALB+AST+ALT+Asp+Tyr+Trp;0. 762, 251, 524, 1+ALB+AST+ALT+NEFA+
3MeHis+Lys;0.762, 252, 434, 1+ALB+ALT+BHBA+ThrtLys+Ile;0. 762, 252, 556, 1+A
LB+BUN+AST+His+Thr+0rn; 0. 762, 254, 929, 1+ALB+AST+NEFA+Thr+0rn+Ile; 0, 762
, 253,318, 1+ALB+AST+BHBA+Hist+ArgtLys;0. 762, 253, 592, 1+ALB+Ca+ALT+T-BIL+
Arg+Ile;0.762, 253,618, 1+ALB+BUN+Ca+Glc+Thr+Lys; 0. 762, 250. 883, 1+ALB+BU
N+Ca+AST+T-BIL+Lys;0. 762, 252, 636, 1+ALB+NEFA+3MeHis+Arg+Asptlys;0. 762,
253. 104, 1+ALB+ALT+gGT+Arg+Thr+0rn; 0, 762, 253, 691, 1+ALB+BUN+AST+3MeHis+
Val+Phe;0.762, 254,419, 1+ALB+3MeHis+Arg+0rn+Lys+Trp; 0. 762, 254, 748, 1+AL
B+3MeHis+Arg+0rn+Lys+Tyr ;0. 762, 256. 303, 1+Ala+Gly+Trp+Glc+gGT+ALB; 0. 76
2,251,907, 1+ALB+BUN+AST+ALT+T-BIL+0rn; 0. 762, 254, 915, 1+ALB+NEFA+T-BIL+
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HistLys+Ile;0.762, 254,922, 1+ALB+gGT+NEFA+HistLys+Ile;0. 762, 253, 050, 1+
ALB+AST+NEFAtHis+Thr+Lys; 0. 762, 253. 476, 1+ALB+CatALT+Glc+Arg+Ile; 0. 762
, 251,849, 1+ALB+BUN+CatAST+Glctlys; 0. 762, 255. 092, 1+ALB+3MeHis+0rn+Val+
Phe+Trp; 0,762,252, 961, 1+ALB+ALT+GLlc+Arg+Thr+0rn; 0. 762, 252, 502, 1+ALB+A
ST+ALT+Arg+Tyr+Val;0. 762, 252, 762, 1+ALB+ALT+NEFA+T-BIL+0rn+Lys; 0. 762, 2
52.450, 1+ALB+ALT+3MeHis+Lys+Tyr+Val; 0. 762, 253, 223, 1+ALB+ALT+BHBA+H i s+
Argtlle;0.762, 252,754, 1+ALB+AST+ALT+Glc+His+0rn; 0. 762, 254, 426, 1+ALB+A
STHNEFA+Arg+Orn+Val; 0, 762, 252, 356, 1+ALB+ALT+T-BIL+His+Thr+lLys;0. 762, 2
52.407, 1+ALB+ALT+T-BIL+BHBA+HistLys;0. 762, 252, 435, 1+ALB+ALT+gGT+Thr+L
ystlle;0.762, 253,998, 1+ALB+AST+T-BIL+BHBA+Arg+Lys; 0. 762, 254, 779, 1+ALB
+T-BIL+Glct+HistLys+tIle;0. 762, 253, 571, 1+ALB+BUN+Ca+gGT+BHBAtLys; 0. 762,
253. 456, 1+ALB+Ca+ALT+gGT+Arg+Ile; 0. 762, 253, 053, 1+ALB+Ca+ALT+His+Arg+I
le;0.762, 252, 989, 1+ALB+Ca+ALT+Glc+His+Arg; 0. 762, 253, 146, 1+ALB+ALT+BHB
A+Glc+Arg+0rn;0. 762, 250. 899, 1+ALB+ALT+NEFA+Asp+0rn+Lys; 0. 762, 251. 776,
1+ALB+3MeHis+Arg+Asp+Lys+Tyr; 0. 762, 252, 163, 1+ALB+ALT+T-BIL+Arg+Thr+Ly
s;0.762, 252, 277, 1+ALB+BUN+AST+Arg+Asp+Phe; 0. 762, 252, 460, 1+ALB+ALT+GLlc
+His+Thr+0rn;0. 762, 252, 835, 1+ALB+BUN+ALT+NEFA+Orn+Ile; 0. 762, 254, 390, 1
+ALB+NEFA+3MeHistArgtLys+Trp; 0, 762, 254, 581, 1+ALB+NEFA+3MeHis+Arg+Lys+
Val;0.762,254, 091, 1+ALB+AST+T-BIL+Thr+0rn+Lys;0. 762, 252, 210, 1+ALB+AST
+ALT+Lys+Val+Phe; 0. 762, 253, 001, 1+ALB+AST+ALT+gGT+Glc+Arg; 0, 762, 252, 41
3, 1+ALB+ALT+gGT+T-BIL+His+Lys;0. 762, 252, 571, 1+ALB+ALT+gGT+His+Thr+Lys
;0.762, 253,910, 1+ALB+AST+NEFA+Arg+Asp+Tyr ;0. 762, 253, 102, 1+ALB+AST+His
+Arg+Thr+0rn; 0, 762, 252, 595, 1+ALB+Ca+AST+ALT+Arg+Thr ;0. 761, 253, 148, 14+A
LB+ALT+T-BIL+Glc+Arg+0rn; 0. 761, 255. 574, 1+ALB+3MeHis+Arg+0rn+Tyr+Phe; 0
. 761, 252, 835, 1+ALB+BUN+ALT+gGT+0rn+Ile;0. 761, 253, 736, 1+ALB+BUN+AST+Ar
g+t0rn+Tyr; 0,761,251, 198, 1+ALB+BUN+AST+NEFA+Asp+Phe; 0. 761, 252, 564, 1+AL
B+AST+ALT+NEFA+T-BIL+Arg;0. 761, 252, 939, 1+ALB+AST+ALT+T-BIL+BHBA+Arg; 0
. 761, 254, 296, 1+ALB+AST+NEFA+BHBA+Arg+0rn; 0. 761, 249, 840, 1+ALB+AST+ALT+
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NEFA+AsptlLys;0. 761,251,961, 1+ALB+BUN+AST+ALT+0rntVal;0. 761, 251, 871, 1+
ALB+AST+ALT+BHBA+His+Lys;0.761, 252, 002, 1+ALB+AST+ALT+NEFA+Lys+Val; 0.7
61,252, 832, 1+ALB+AST+gGT+NEFA+His+Lys; 0. 761, 253, 662, 1+ALB+BUN+Ca+gGT+
OrntlLys;0.761, 252, 613, 1+ALB+Ca+AST+ALT+NEFA+Arg; 0. 761, 252, 407, 1+ALB+C
atAST+ALT+His+Arg;0. 761, 252, 266, 1+ALB+ALT+gGT+GlctHis+Lys;0. 761, 254, 5
88, 1+ALB+3MeHis+0rn+Lys+Tyr+Trp;0. 761, 252, 453, 1+ALB+BUN+ALT+0rn+Tyr+V
al;0.761,253, 172, 1+ALB+ALT+Glc+His+Arg+Ile; 0. 761, 254, 390, 1+ALB+gGT+T-
BIL+His+0rn+Lys;0. 761, 251, 903, 1+ALB+AST+ALT+3MeHis+Arg+Tyr ;0. 761, 252,
179, 1+ALB+AST+ALT+Arg+0rn+Val;0. 761, 252, 180, 1+ALB+AST+ALT+gGT+Arg+0rn
;0.761,252, 271, 1+ALB+ALT+gGT+HistLys+I le; 0. 761, 252, 965, 1+ALB+AST+ALT+
gGT+T-BIL+Arg;0. 761, 253, 248, 1+ALB+AST+NEFA+G Lc+Orntlys; 0. 761, 252, 628,
1+ALB+ALT+9GT+Glc+0rntLys; 0. 761, 256. 464, 1+ALB+NEFA+0OrntLys+Val+Phe;0.
761, 256. 075, 1+ALB+Lys+Tyr+Val+Phe+Trp;0. 761, 253, 736, 1+ALB+BUN+AST+gGT
+Arg+0rn; 0. 761, 257, 180, 1+ALB+BHBA+Arg+Thr+0rn+Ile;0, 761, 254, 064, 1+ALB
+AST+NEFA+Arg+0rntPhe; 0. 761, 254, 195, 1+ALB+AST+NEFA+T-BIL+BHBA+Lys; 0.7
61,253, 142, 1+ALB+AST+gGT+NEFA+Arg+Lys; 0. 761, 251, 842, 1+ALB+BUN+Ca+AST+
BHBA+Lys; 0. 761, 252, 098, 1+ALB+Ca+ALT+NEFA+HistLys; 0. 761, 251, 938, 1+ALB+
CatALT+Glc+Arg+Lys; 0. 761,251,711, 1+ALB+AST+3MeHis+Asp+Tyr+Trp; 0. 761, 2
53. 239, 1+ALB+ALT+NEFA+Arg+0rntVal;0. 761, 2563. 279, 1+ALB+ALT+NEFA+GLctAr
g+Thr;0.761, 252, 818, 1+ALB+BUN+ALT+NEFA+BHBA+0rn; 0. 761, 253, 105, 1+ALB+A
LT+gGT+BHBA+His+Arg;0. 761, 254, 752, 1+ALB+3MeHis+Arg+Lys+Tyr+Val;0. 761,
255,118, 1+ALB+gGT+NEFA+OrntLys+Ile; 0. 761, 255, 890, 1+ALB+T-BIL+Thr+0rn+
Lys+Ile; 0,761, 250. 888, 1+ALB+ALT+Asp+0rn+Lys+Tyr ;0. 761, 251, 689, 1+ALB+A
STH+ALT+Arg+Asp+Tyr ;0. 761, 252, 789, 1+ALB+ALT+NEFA+T-BIL+Glc+Lys;0. 761, 2
53. 046, 1+ALB+AST+ALT+gGT+BHBA+Arg; 0. 761, 253. 067, 1+ALB+ALT+NEFA+T-BIL+
BHBA+Lys; 0. 761, 252, 862, 1+ALB+AST+ALT+T-BIL+His+0rn; 0,761, 254, 900, 1+AL
B+AST+NEFA+BHBA+Arg+Ile; 0. 761, 253, 455, 1+ALB+BUN+CatgGT+ArgtLys; 0. 761,
252, 859, 1+ALB+Ca+ALT+NEFAtHis+Arg; 0. 761, 252, 587, 1+ALB+BUN+CatALT+G lc+
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Orn;0,.761, 252,608, 1+ALB+Ca+ALT+Glc+OrntLys; 0. 761, 254, 848, 1+ALB+NEFA+3
MeHis+Lys+Tyr+Trp;0.761, 252, 419, 1+ALB+ALT+NEFA+Arg+Asp+Tyr ;0. 761, 253.
231, 1+ALB+ALT+gGT+Glc+Arg+Thr ;0. 761, 254, 449, 1+ALB+T-BIL+His+Thr+0rn+L
ys;0.761,251, 898, 1+ALB+ASTH+ALT+NEFA+3MeHis+Arg;0. 761, 251, 946, 1+ALB+AS
T+ALT+0rn+Lys+Tyr ;0. 761, 252, 099, 1+ALB+AST+ALT+Arg+0rn+Tyr ;0. 761, 250, 1
55, 1+ALB+AST+3MeHis+AsptLys+Val;0. 761, 250. 196, 1+ALB+AST+ALT+Asp+Lys+P
he;0.761, 252, 836, 1+ALB+AST+3MeHis+0rn+Phe+Trp;0. 761, 253. 643, 1+ALB+BUN
+AST+NEFA+T-BIL+Arg; 0. 761, 252, 790, 1+ALB+ASTH+ALT+NEFA+His+0rn; 0, 761, 25
3.492, 1+ALB+AST+gGT+NEFA+OrntLys; 0. 761, 254, 382, 1+ALB+AST+NEFA+Arg+Thr
+0rn;0.761, 253, 509, 1+ALB+Ca+ALT+BHBA+Arg+Ile; 0, 761, 252, 024, 1+ALB+Ca+A
LT+NEFA+Arg+Lys;0. 761, 252, 870, 1+ALB+AST+NEFA+Asp+Phe+Trp; 0. 761, 252, 19
8, 1+ALB+BUN+3MeHis+Arg+Asp+0rn; 0. 761, 252, 916, 1+ALB+ALT+NEFA+3MeH i s+Ar
g+Tyr;0.761, 252, 166, 1+ALB+ALT+BHBA+Arg+Thr+Lys;0. 761, 252, 462, 1+ALB+AS
T+ALT+Glc+Arg+Thr ;0. 761, 252, 928, 1+ALB+AST+Asp+Tyr+Phe+Trp; 0. 761, 252.7
52, 1+ALB+ALT+NEFA+BHBA+G lct+Lys; 0. 761, 252, 976, 1+ALB+3MeHis+Asp+0rntLys
+Phe; 0. 761, 250. 050, 1+ALB+AST+3MeH i stAsptLys+Tyr; 0,761, 251, 778, 1+ALB+B
UN+AST+ALT+3MeHis+0rn; 0. 761, 2563, 096, 1+ALB+ALT+gGT+NEFA+T-BIL+Lys;0. 76
1,252,929, 1+ALB+BUN+AST+NEFA+His+0rn; 0. 761, 253, 536, 1+ALB+BUN+Ca+gGT+G
lctlys;0.761, 251, 904, 1+ALB+BUN+Ca+AST+0rntLys; 0. 761, 252, 089, 1+ALB+Ca+
ALT+NEFAtLys+Ile; 0,761, 255, 223, 1+AlatGly+Trp+TCHO+TG+ALB; 0. 761, 252, 96
6, 1+ALB+Ca+AST+ALT+gGT+Arg; 0. 761, 252, 451, 1+ALB+BUN+3MeH i s+Arg+Asp+Val
;0.761, 253, 255, 1+ALB+ALT+T-BIL+BHBA+Arg+0rn; 0. 761, 252, 811, 1+ALB+BUN+A
LT+T-BIL+BHBA+Orn;0.761, 252, 861, 1+ALB+ALT+NEFA+3MeHis+Arg+Val;0. 761, 2
52.810, 1+ALB+ALT+NEFA+Thr+0rntLys;0. 761, 253. 676, 1+ALB+Aspt+Lys+Tyr+Phe
+Trp;0.761, 251, 407, 1+ALB+AST+ALT+3MeHis+Arg+0rn; 0. 761, 253, 227, 1+ALB+B
UN+AST+3MeHistArg+Tyr;0.761, 253, 682, 1+ALB+BUN+AST+NEFA+BHBA+Arg;0. 761
, 251,635, 1+ALB+AST+ALT+3MeHis+Lys+Val; 0. 761, 251, 758, 1+ALB+AST+ALT+BHB
A+Lys+Ile;0.761, 251,895, 1+ALB+AST+3MeHis+Arg+Asp+0rn; 0. 761, 251, 945, 1+
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ALB+AST+ALT+Thr+0rntLys; 0. 761, 252, 214, 1+ALB+AST+3MeHis+ArgtAsp+Tyr ;0.
761,252, 987, 1+ALB+AST+NEFA+3MeHis+0rn+Trp; 0. 761, 254, 380, 1+ALB+AST+NEF
A+T-BIL+Arg+0rn;0.761, 252, 028, 1+ALB+AST+ALT+NEFA+Lys+Tyr ;0. 761, 252, 03
6, 1+ALB+AST+ALT+NEFA+T-BIL+Lys;0. 761, 253, 957, 1+ALB+AST+T-BIL+Arg+Thr+
Lys;0.761, 254, 242, 1+ALB+AST+His+Thr+Orn+Ile;0. 761, 252, 896, 1+ALB+Ca+AS
T+ALT+T-BIL+Arg; 0,761, 251, 795, 1+ALB+ALT+Asp+Tyr+Val+Trp;0.761, 252, 732
, T+ALB+BUN+ALT+gGT+Glc+0rn; 0. 761, 252, 836, 1+ALB+BUN+ALT+gGT+NEFA+0rn; 0
. 761,252,773, 1+ALB+BUN+AST+NEFA+3MeHistArg; 0, 761, 252, 957, 1+ALB+ALT+T-
BIL+BHBA+Orn+Lys;0, 761, 253, 696, 1+ALB+BUN+AST+BHBA+Arg+0rn;0. 761, 252, 1
09, 1+ALB+ALT+BHBA+GlctLys+Ile; 0. 761, 253, 315, 1+ALB+BUN+Ca+BHBA+GLctLys
;0.761, 251, 265, 1+ALB+Ca+AST+ALT+Arg+Lys; 0. 761, 253, 188, 1+ALB+ALT+BHBA+
GlctHis+Arg;0.761, 255, 099, 1+ALB+NEFA+Orn+Lys+Tyr+Trp; 0. 761, 252. 673, 1+
ALB+BUN+ALT+BHBA+GLc+0rn; 0. 761, 252, 818, 1+ALB+BUN+ALT+gGT+BHBA+0rn; 0.7
61,252, 818, 1+ALB+BUN+ALT+BHBA+Orn+Ile;0. 761, 254, 037, 1+ALB+AST+NEFA+LY
s+Tyr+Val; 0,761, 254, 282, 1+ALB+BUN+AST+gGT+Arg+Thr; 0. 761, 253, 094, 1+ALB
+ALT+NEFA+T-BIL+Thr+Lys; 0. 761, 252, 588, 1+ALB+ALT+gGT+BHBA+Lys+I le;0. 76
1,253,009, 1+ALB+AST+ALT+Thr+0rn+Ile; 0. 761, 253,217, 1+ALB+AST+NEFA+3MeH
istLystPhe;0. 761, 253, 740, 1+ALB+AST+T-BIL+BHBA+His+Lys;0. 761, 253,177, 1
+ALB+Ca+AST+NEFA+ArgtlLys;0.761, 2561, 794, 1+ALB+ALT+Arg+Asp+Tyr+Val;0. 76
1,252,502, 1+ALB+3MeHis+Asp+0rntLys+Val; 0. 761, 250. 726, 1+ALB+ALT+NEFA+A
sptLys+Tyr; 0,761, 252, 846, 1+ALB+ALT+gGT+NEFA+Orn+Lys;0, 761, 254, 167, 1+A
LB+AST+3MeHis+0rn+Tyr+Phe; 0. 761, 2562, 482, 1+ALB+AST+ALT+NEFA+ArgtVal;0.
761,251,639, 1+ALB+AST+ALT+Glc+His+Lys; 0. 761, 251, 749, 1+ALB+BUN+AST+ALT
+0rn+Tyr ;0. 761, 253. 652, 1+ALB+BUN+AST+NEFA+Glc+Arg; 0. 761, 254, 164, 1+ALB
+BUN+BHBA+His+Thr+0rn;0. 761, 255, 225, 1+ALB+T-BIL+BHBA+GLlc+His+Lys;0. 76
1,251,981, 1+ALB+BUN+Ca+AST+AL

T+0rn;0.761, 253, 465, 1+ALB+Ca+ALT+NEFA+Arg+Ile;0. 761, 253, 204, 1+ALB+Ca+
ALT+NEFA+Arg+0rn;0. 761, 252, 097, 1+ALB+BUN+Ca+AST+Thr+Lys;0. 761, 255, 631
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, 1+ALB+3MeHis+0rn+Lys+Tyr+Phe; 0. 761, 252, 341, 1+ALB+NEFA+3MeH i s+Asp+Lys
+Val;0.761, 252, 933, 1+ALB+ALT+BHBA+Thr+0rn+Lys;0. 761, 252, 926, 1+ALB+ALT
+T-BIL+Thr+0rn+Lys;0. 761, 255, 676, 1+ALB+NEFA+Arg+0rn+Lys+Tyr; 0. 761, 252
. 801, 1+ALB+ALT+NEFA+GlctThr+Lys; 0. 761, 252, 979, 1+ALB+ALT+T-BIL+Glc+Thr
+Lys;0.761,253. 510, 1+ALB+BUN+AST+Arg+Thr+0rn; 0, 761, 253, 524, 1+ALB+AST+
3MeHis+Arg+0rn+Phe; 0. 761, 251, 327, 1+ALB+AST+ALT+NEFA+Arg+Asp; 0. 761, 251
. 689, 1+ALB+AST+ALTHNEFA+GlctLys; 0. 761, 251, 732, 1+ALB+AST+ALT+3MeHis+Ly
s+Tyr;0.761, 253, 370, 1+ALB+AST+3MeHis+0rn+Lys+Tyr ;0. 761, 253. 477, 1+ALB+
AST+ALT+3MeHis+Val+Trp;0.761, 254, 514, 1+ALB+AST+gGT+T-BIL+His+0rn; 0. 76
1,251, 545, 1+ALB+AST+NEFA+Asp+Lys+Tyr ;0. 761, 255, 354, 1+ALB+AST+NEFA+BHB
A+Orn+Ile;0.761, 253,594, 1+ALB+Ca+AST+His+Arg+0rn; 0. 761, 251, 976, 1+ALB+
ALT+Arg+Asp+0rn+Tyr; 0,761, 252, 812, 1+ALB+BUN+ALT+T-BIL+0rn+Ile; 0. 761, 2
55.281, 1+ALB+NEFA+3MeHis+0rntLystVal; 0, 761, 252, 452, 1+ALB+BUN+ALT+NEFA
+0rn+Tyr;0.761, 252, 817, 1+ALB+ALT+NEFA+OrntLys+Tyr;0, 761, 251, 487, 1+ALB
+AST+3MeH i s+Asp+Phe+Trp; 0. 761, 251, 902, 1+ALB+AST+ALT+gGT+0rn+Lys; 0. 761
, 252,951, 1+ALB+ALT+gGT+T-BIL+0rntLys; 0. 761, 250, 219, 1+ALB+AST+ALT+Asp+
Lys+Tyr;0.761, 252, 117, 1+ALB+Ca+ALT+Arg+0rntLys;0. 761, 252, 976, 1+ALB+Ca
+ALT+gGT+His+Arg;0. 761, 252, 789, 1+ALB+BUN+ALT+NEFA+T-BIL+0rn;0. 761, 252
. 814, 1+ALB+BUN+ALT+gGT+T-BIL+0rn;0. 761, 252, 075, 1+ALB+AST+ALT+GlctArg+
Orn;0.761,252, 736, 1+ALB+ALT+NEFA+0OrntLys+Val;0. 761, 253, 448, 1+ALB+ALT+
gGT+T-BIL+Arg+Thr;0. 761, 251, 936, 1+ALB+AST+ALT+BHBA+OrntLys; 0. 761, 252,
987, 1+ALB+AST+ALT+BHBA+G Lc+Arg; 0. 761, 254, 864, 1+ALB+AST+0rn+Lys+Val+Ph
e;0.761, 252, 000, 1+ALB+BUN+AST+ALT+BHBA+0rn; 0. 761, 253, 423, 1+ALB+AST+NE
FA+Arg+Asp+0rn;0.761, 251, 986, 1+ALB+BUN+ASTH+ALT+NEFA+0rn; 0. 761, 252, 111
, 1+ALB+AST+NEFA+Asp+Lys+Val; 0. 761, 254, 132, 1+ALB+BUN+gGT+His+Thr+0rn; 0
. 761, 254,522, 1+ALB+AST+Arg+Lys+Tyr+Val;0. 761, 254, 540, 1+ALB+AST+gGT+Hi
s+Thr+0rn; 0,761, 253. 611, 1+ALB+BUN+AST+gGT+His+0rn; 0. 761, 252, 157, 1+ALB
+Ca+ALT+BHBA+Arg+lLys;0. 761, 252, 967, 1+ALB+Ca+AST+ALT+BHBA+Arg; 0. 761, 25
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2.917, 1+ALB+ALT+T-BIL+BHBA+GlctLys; 0. 761, 251, 846, 1+ALB+AST+ALT+T-BIL+
OrntLys;0.761, 253, 165, 1+ALB+ALT+gGT+NEFA+BHBA+Lys; 0. 761, 251, 975, 1+ALB
+AST+ALT+His+Thr+Lys;0. 761, 252, 031, 1+ALB+BUN+Ca+AST+gGT+Lys; 0. 761, 252
. 156, 1+ALB+Ca+ALT+T-BIL+ArgtlLys;0. 761, 252, 935, 1+ALB+Ca+AST+NEFA+H s+l
ys; 0,761,252, 884, 1+ALB+Ca+AST+ALT+Glc+Arg; 0. 761, 253, 196, 1+ALB+ALT+gGT
+NEFA+Arg+0rn; 0. 761, 255. 681, 1+ALB+3MeHis+0rn+Lys+Tyr+Val;0. 761, 253. 43
0, 1+ALB+ALT+gGT+BHBA+Arg+Thr ;0. 761, 253. 695, 1+ALB+BUN+AST+Arg+0rn+Val;
0.761, 254, 656, 1+ALB+NEFA+3MeHis+Lys+Val+Trp; 0. 761, 252, 583, 1+ALB+AST+A
LT+NEFA+Glc+Arg;0. 761, 255, 602, 1+ALB+AST+Glc+Arg+Thr+Ile;0. 760, 253, 197
, 1+ALB+Ca+ALT+T-BIL+Arg+0rn; 0. 760, 253. 169, 1+ALB+Ca+ALT+BHBA+Arg+0rn; 0
. 760, 252, 120, 1+ALB+Ca+ALT+gGT+Arg+Lys; 0. 760, 251, 017, 1+ALB+ALT+Asp+0rn
+Lys+Val;0. 760, 251. 891, 1+ALB+AST+ALT+3MeHis+Arg+Val ;0. 760, 252, 799, 14+A
LB+ALT+gGT+NEFA+GLlc+Lys; 0. 760, 254, 489, 1+ALB+AST+Arg+Thr+0rn+Lys; 0. 760
, 251,891, T+ALB+AST+ALT+gGT+NEFA+Lys; 0. 760, 254, 558, 1+ALB+AST+Arg+0rntL
ys+Phe; 0. 760, 255, 288, 1+ALB+AST+Arg+0rn+Tyr+Val ;0. 760, 256. 864, 1+ALB+NE
FA+Arg+Thr+0rn+Ile;0. 760, 251,717, 1+ALB+AST+ALT+gGT+Lys+I le; 0. 760, 252,
046, 1+ALB+AST+ALT+NEFA+BHBA+Lys; 0. 760, 252, 208, 1+ALB+ALT+gGT+Glc+Lys+I
le;0.760, 253, 409, 1+ALB+AST+NEFA+Asp+0rn+Phe; 0, 760, 253. 892, 1+ALB+AST+3
MeHis+Lys+Val+Phe;0. 760, 253. 963, 1+ALB+AST+NEFA+Glc+His+0rn; 0. 760, 255,
818, 1+ALB+T-BIL+His+ThrtLys+Ile; 0. 760, 253. 078, 1+ALB+CatALT+T-BIL+His+
Arg;0.760, 256. 453, 1+ALB+NEFA+3MeHis+0rn+Tyr+Phe ;0. 760, 251. 658, 1+ALB+A
ST+ALT+Glc+0rn+Lys; 0. 760, 254, 050, 1+ALB+3MeH i s+Asp+0rn+Tyr+Phe; 0. 760, 2
54,699, 1+ALB+ALT+NEFA+Tyr+Val+Trp; 0,760, 253. 675, 1+ALB+ALT+T-BIL+Glc+H
is+0rn;0.760, 251, 351, 1+ALB+AST+ALT+Arg+Asp+Val; 0, 760, 250. 135, 1+ALB+AS
T+ALT+Asp+0rn+Lys;0. 760, 253, 360, 1+ALB+AST+3MeHis+0rn+Lys+Phe; 0. 760, 25
3.563, 1+ALB+AST+ALT+NEFA+Val+Trp;0.760, 252, 035, 1+ALB+AST+ALT+NEFA+Thr
+Lys; 0. 760, 255, 492, 1+ALB+AST+NEFA+T-BIL+0Orn+Ile; 0. 760, 257, 465, 1+ALB+N
EFA+0rn+Tyr+Val+Phe; 0. 760, 252, 843, 1+ALB+ALT+NEFA+BHBA+Orn+Lys; 0. 760, 2



WO 2018/003638 346 PCT/JP2017/022927

52.900, 1+ALB+ALT+0rntLys+Tyr+Val; 0. 760, 252, 954, 1+ALB+ALT+gGT+BHBA+Orn
+Lys; 0,760,252, 132, 1+ALB+ALT+gGT+Arg+Thr+Lys;0. 760, 252, 965, 1+ALB+ALT+
gGT+T-BIL+GlctLys;0. 760, 253, 339, 1+ALB+ALT+NEFA+T-BIL+Arg+Ile; 0. 760, 25
6.754, 1+AlatGly+Trp+TG+gGT+ALB; 0. 760, 254, 369, 1+ALB+AST+gGT+NEFA+Arg+0
rn;0.760, 253, 782, 1+ALB+AST+T-BIL+His+Thr+Lys;0. 760, 254, 161, 1+ALB+BUN+
CatHis+Thr+0rn; 0. 760, 252, 833, 1+ALB+NEFA+3MeHis+Asp+0rntLys;0. 760, 254,
899, 1+ALB+AST+0rn+Lys+Tyr+Val;0. 760, 252, 996, 1+ALB+AST+ALT+His+0rn+Ile
;0.760, 253, 635, 1+ALB+BUN+AST+His+0rn+I le; 0. 760, 253, 958, 1+ALB+BUN+AST+
Thr+0rn+Ile;0. 760, 255, 578, 1+ALB+AST+T-BIL+BHBA+Orn+Ile; 0. 760, 253. 749,
1+ALB+Ca+AST+T-BIL+tLys+I le; 0. 760, 252, 235, 1+ALB+Ca+ALT+HistLys+Ile; 0.7
60, 252, 390, 1+ALB+CatALT+Thr+Lys+I le; 0. 760, 252, 826, 1+ALB+NEFA+3MeH i s+A
sptLys+Phe; 0,760, 252, 701, 1+ALB+BUN+ALT+NEFA+Orn+Val; 0, 760, 255, 400, 1+A
LB+Arg+0rn+Lys+Val+Trp;0. 760, 253. 412, 1+ALB+ALT+gGT+NEFA+Arg+Thr ;0. 760
, 250,757, 1+ALB+BUN+AST+3MeHis+Asp+0rn; 0. 760, 252, 954, 1+ALB+AST+ALT+gGT
+His+0rn; 0. 760, 254, 139, 1+ALB+AST+NEFA+BHBA+Thr+Lys; 0. 760, 254, 045, 1+AL
B+AST+3MeHis+Lys+Tyr+Phe; 0. 760, 254. 141, 1+ALB+AST+NEFA+T-BIL+Thr+Lys;0
. 760, 253, 552, 1+ALB+BUN+AST+BHBA+His+0rn; 0. 760, 255, 846, 1+ALB+AST+BHBA+
Thr+Orn+Ile;0. 760, 252, 739, 1+ALB+BUN+Ca+ALT+0rn+I Le; 0. 760, 252, 367, 1+AL
B+Ca+ALT+T-BIL+His+Lys;0. 760, 254. 982, 1+ALB+3MeH i s+0rn+Lys+Phe+Trp; 0.7
60, 252, 058, 1+ALB+ALT+NEFA+Arg+Asp+0rn; 0, 760, 253, 678, 1+ALB+BUN+AST+G Lc
+Arg+0rn; 0. 760, 253. 810, 1+ALB+ALT+gGT+T-BIL+BHBA+Arg; 0. 760, 253. 150, 1+A
LB+ALT+NEFA+Lys+Tyr+Val;0. 760, 253. 631, 1+ALB+AST+3MeHis+Arg+0rn+Tyr ;0.
760, 253. 916, 1+ALB+BUN+AST+T-BIL+0rn+Ile;0. 760, 255, 848, 1+ALB+AST+gGT+T
hr+Orn+Ile;0.760, 253, 704, 1+ALB+AST+gGT+T-BIL+His+Lys; 0, 760, 252, 402, 1+
ALB+Ca+ALT+T-BIL+Lys+Ile;0.760, 254, 947, 1+ALB+NEFA+3MeHis+0rntLys+Trp;
0.760, 252, 936, 1+ALB+ALT+gGT+Thr+0rn+Lys; 0, 760, 253. 192, 1+ALB+ALT+gGT+T
-BIL+Arg+0rn; 0. 760, 254, 906, 1+ALB+3MeHis+Arg+Lys+Val+Phe;0. 760, 253. 711
, 1+ALB+Asp+Lys+Tyr+Val+Trp;0. 760, 253. 153, 1+ALB+ALT+gGT+NEFA+Thr+Lys; 0
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. 760, 253, 013, 1+ALB+AST+Asp+Tyr+Val+Trp; 0. 760, 254, 305, 1+ALB+AST+NEFA+H
istOrntlle;0.760, 253,571, 1+ALB+Ca+AST+NEFA+OrntLys; 0. 760, 256, 051, 1+AL
B+3MeHis+Arg+0rn+Val+Phe; 0. 760, 252, 005, 1+ALB+ALT+Arg+Asp+0OrntVal ;0. 76
0, 253.170, 1+ALB+ALT+gGT+BHBA+Arg+0rn; 0. 760, 255, 740, 1+ALB+NEFA+Lys+Val
+Phe+Trp;0. 760, 254, 229, 1+ALB+NEFA+Arg+Asp+Lys+Trp;0. 760, 253, 067, 1+ALB
+ALT+NEFA+His+Thr+0rn; 0. 760, 253. 838, 1+ALB+AST+3MeHis+Arg+Tyr+Phe; 0. 76
0, 252, 874, 1+ALB+AST+ALT+T-BIL+Glc+Arg; 0. 760, 253, 471, 1+ALB+BUN+AST+GLc
+His+0rn;0. 760, 254, 031, 1+ALB+AST+T-BIL+Glc+His+0rn; 0. 760, 254, 076, 1+AL
B+AST+gGT+T-BIL+ArgtlLys;0. 760, 254, 912, 1+ALB+AST+His+ThrtLys+I le;0. 760
, 252,743, 1+ALB+BUN+Ca+ALT+NEFA+Orn; 0. 760, 252, 743, 1+ALB+BUN+Ca+ALT+gGT
+0rn; 0. 760, 254, 537, 14+ALB+Ca+AST+T-BIL+His+0rn; 0. 760, 253. 399, 1+ALB+Ca+
AST+His+Arg+Lys;0. 760, 253, 053, 1+ALB+ALT+gGT+GLc+Arg+0rn; 0, 760, 253. 703
, 1+ALB+ALT+BHBA+Glc+His+0rn; 0, 760, 253, 733, 1+ALB+ALT+Glc+His+0rn+Ile; 0
. 760, 254, 438, 1+ALB+gGT+GLlc+His+0rntlys; 0. 760, 252, 654, 1+ALB+BUN+AST+As
p+OrntVal;0. 760, 253, 153, 1+ALB+ALT+NEFA+BHBA+Thr+Lys; 0, 760, 253, 546, 1+A
LB+AST+ALT+Tyr+Val+Trp;0. 760, 254, 296, 1+ALB+AST+NEFA+T-BIL+His+0rn; 0.7
60, 252, 734, 1+ALB+BUN+Ca+ALT+BHBA+0rn; 0. 760, 253, 150, 1+ALB+Ca+ALT+gGT+A
rg+0rn;0. 760, 251, 786, 1+ALB+AST+NEFA+3MeHis+Asp+Trp; 0. 760, 252. 179, 1+AL
B+NEFA+3MeHis+AsptLys+Tyr ;0. 760, 252, 449, 1+ALB+3MeH i s+Asp+Lys+Tyr+Val;
0.760, 254, 577, 1+ALB+BUN+NEFA+3MeHis+Arg+0rn; 0. 760, 253. 023, 1+ALB+NEFA+
AsptLys+Tyr+Trp;0.760, 253, 380, 1+ALB+ALT+BHBA+Glc+Arg+Thr ;0. 760, 253. 44
1, 1+ALB+Asp+0rntLys+Tyr+Trp; 0. 760, 253. 776, 1+ALB+AST+3MeHis+Arg+0rn+Va
1;0,760, 254, 031, 1+ALB+NEFA+Asp+Lys+Val+Trp; 0. 760, 252, 988, 1+ALB+AST+AL
T+BHBA+His+0rn; 0. 760, 254, 595, 1+ALB+AST+Arg+Lys+Tyr+Phe; 0. 760, 255. 302,
1+ALB+AST+Glc+Thr+0rn+Ile; 0. 760, 252, 724, 1+ALB+BUN+Ca+ALT+T-BIL+0rn;0.
760, 253, 049, 1+ALB+AST+NEFA+AsptVal+Trp; 0. 760, 255, 881, 1+ALB+NEFA+Asp+0
rn+Tyr+Phe;0. 760, 253. 329, 1+ALB+ALT+NEFA+Arg+Tyr+Val;0. 760, 253, 620, 1+A
LB+ALT+gGT+NEFA+GlctArg; 0. 760, 255, 441, 1+ALB+NEFAtLys+Tyr+Val+Trp;0. 76
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0, 255, 193, 1+ALB+AST+NEFA+Glc+0rntIle; 0, 760, 252, 236, 1+ALB+Ca+ALT+Glc+H
istLys;0.760, 253, 678, 1+ALB+BUN+Ca+AST+Arg+0rn; 0. 760, 252, 139, 1+ALB+Ca+
AST+ALT+Arg+0rn; 0. 760, 254, 399, 1+ALB+Ca+AST+NEFA+Arg+0rn; 0. 760, 253. 380
, 1+ALB+ALT+T-BIL+GlctArg+Thr ;0. 760, 253, 738, 1+ALB+ALT+gGT+T-BIL+GlctAr
g;0.760, 253, 958, 1+ALB+ALT+NEFA+BHBA+His+0rn; 0. 760, 254, 734, 1+ALB+AST+0
rntLys+Tyr+Phe; 0. 760, 254, 534, 1+ALB+AST+BHBA+Arg+0rn+Lys; 0. 760, 254, 549
, 1+ALB+AST+gGT+Arg+0rn+Lys; 0. 760, 255, 435, 1+ALB+AST+T-BIL+Glc+0rn+I le;
0.760, 252, 103, 1+ALB+AST+NEFA+3MeHis+Arg+Asp; 0. 760, 252, 205, 1+ALB+AST+A
LT+His+Thr+0rn;0. 760, 252, 510, 1+ALB+AST+ALT+BHBA+Thr+Lys; 0. 760, 254, 171
, 1+ALB+AST+T-BIL+BHBA+OrntLys;0. 760, 254, 144, 1+ALB+AST+3MeHistLys+Tyr+
Val;0.760, 252, 950, 1+ALB+Ca+ALT+T-BIL+Glc+Lys; 0. 760, 252, 944, 1+ALB+Ca+A
ST+ALT+His+0rn; 0. 760, 256. 718, 1+ALB+3MeHis+0rn+Tyr+Val+Phe; 0. 760, 252, 4
64, 1+ALB+3MeH i s+Asp+0rntLys+Tyr ;0. 760, 254, 380, 1+ALB+NEFA+Asp+Lys+Tyr+
Phe;0.760, 252, 479, 1+ALB+BUN+NEFA+3MeHis+Arg+Asp; 0. 760, 252, 535, 1+ALB+B
UN+3MeHis+Arg+Asp+Tyr; 0. 760, 252. 808, 1+ALB+BUN+AST+Asp+0rn+Tyr ;0. 760, 2
52.901, 1+ALB+ALT+His+Thr+Orn+Ile; 0,760, 254, 813, 1+ALB+AST+T-BIL+BHBA+A
rg+0rn; 0. 760, 253, 579, 1+ALB+BUN+Ca+AST+His+0rn; 0. 760, 252. 522, 1+ALB+Ca+
ALT+His+Thr+Lys;0.760, 252, 141, 1+ALB+Ca+ALT+Arg+Thr+Lys; 0. 760, 253. 465,
1+ALB+BUN+NEFA+AsptVal+Phe; 0. 760, 253, 747, 1+ALB+ALT+gGT+BHBA+G LctArg; 0
. 760, 252, 950, 1+ALB+ALT+BHBA+GLc+ThrtLys; 0. 760, 254, 890, 1+ALB+AST+BHBA+
Thr+0rn+Lys;0. 760, 253. 134, 1+ALB+AST+Arg+Asp+Lys+Tyr; 0. 760, 254. 273, 1+A
LB+AST+NEFA+BHBA+His+0rn;0. 760, 252. 001, 1+ALB+AST+ALT+gGT+His+tLys;0. 76
0, 255, 288, 1+ALB+AST+BHBA+Thr+Lys+I le; 0. 760, 253, 105, 1+ALB+Ca+ALT+BHBA+
His+Arg;0.760, 253. 563, 1+ALB+Ca+ALT+Glc+His+0rn; 0. 760, 253. 288, 1+ALB+Ca
+ALT+Glc+Arg+Thr; 0. 760, 253. 810, 1+ALB+BUN+Ca+AST+T-BIL+Arg; 0. 759, 251.8
05, 1+ALB+AST+3MeHis+Asp+Val+Trp;0. 759, 254. 676, 1+ALB+BUN+3MeH i s+Arg+0r
ntVal;0. 759, 253, 656, 1+ALB+ALT+gGT+NEFA+BHBA+Arg; 0. 759, 253. 710, 1+ALB+A
LT+gGT+Glc+His+0rn; 0. 759, 253. 896, 1+ALB+ALT+T-BIL+BHBA+Glc+Arg; 0. 759, 2
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56. 295, 1+ALB+3MeHistLys+Tyr+Val+Phe;0. 759, 251, 040, 1+ALB+ALT+Asp+Lys+T
yr+Val;0.759, 253, 553, 1+ALB+ALT+gGT+NEFA+T-BIL+Arg; 0. 759, 254, 165, 1+ALB
+NEFA+Arg+Asp+Lys+Tyr; 0. 759, 255, 238, 1+ALB+3MeH i s+Arg+0rn+Lys+Phe; 0. 75
9,254, 007, 1+ALB+ALT+T-BIL+His+0rn+Ile; 0. 759, 253, 872, 1+ALB+BUN+AST+gGT
+T-BIL+0rn;0. 759, 255. 180, 1+ALB+NEFA+3MeHis+Lys+Phe+Trp;0. 759, 250. 918,
1+ALB+ALT+NEFA+AsptLystVal; 0. 759, 253, 116, 1+ALB+ALT+gGT+Glc+Thr+Lys; 0.
759, 254, 393, 1+ALB+BHBA+G Lc+H

s+0rntlys;0. 759, 252, 348, 1+ALB+AST+ALT+T-BIL+BHBA+tLys;0. 759, 253. 479, 1+
ALB+AST+NEFA+3MeHis+Arg+0rn; 0. 759, 254, 530, 1+ALB+AST+BHBA+His+Thr+0rn;
0.759, 255, 344, 1+ALB+NEFA+BHBA+H i s+Thr+Lys; 0. 759, 253, 643, 1+ALB+AST+T-B
IL+Glc+0rn+Lys; 0. 759, 254,612, 1+ALB+AST+Glc+Thr+Lys+Ile;0. 759, 253. 716,
1+ALB+ALT+NEFA+BHBA+G lctArg; 0. 759, 253, 660, 1+ALB+ALT+NEFA+Glct+His+0rn;
0.759, 251, 737, 1+ALB+AST+ALT+NEFA+Asp+0rn; 0, 759, 253, 452, 1+ALB+AST+Arg+
AsptOrntlLys;0. 759, 254, 000, 1+ALB+BUN+AST+NEFA+Orn+Ile; 0. 759, 254, 219, 1+
ALB+ASTHNEFA+GLlct+Arg+0rn; 0, 759, 253. 913, 1+ALB+AST+gGT+NEFA+Thr+Lys;0. 7
59, 254, 178, 1+ALB+AST+gGT+NEFA+His+0rn; 0. 759, 255, 365, 1+ALB+AST+gGT+NEF
A+Orn+Ile;0.759, 252, 475, 1+ALB+Ca+ALT+BHBA+His+Lys; 0, 759, 252, 926, 1+ALB
+Ca+ALT+T-BIL+0rn+Lys; 0. 759, 255, 807, 1+ALB+gGT+T-BIL+0rn+Lys+Ile; 0. 759
, 253,624, 1+ALB+ALT+NEFA+T-BIL+BHBA+Arg; 0. 759, 253, 699, 1+ALB+AST+NEFA+3
MeHis+Arg+Phe; 0. 759, 253, 775, 1+ALB+BUN+AST+T-BIL+Glc+Arg; 0. 759, 253, 922
, 1+ALB+AST+NEFA+3MeHis+0rntPhe; 0. 759, 252, 436, 1+ALB+AST+ALT+gGT+BHBA+L
ys;0.759, 253, 653, 1+ALB+Ca+AST+T-BIL+His+Lys; 0. 759, 252, 173, 1+ALB+Ca+AL
T+Glc+Lys+Ile; 0. 759, 253. 660, 1+ALB+Ca+ALT+gGT+NEFA+Arg; 0. 759, 254, 669, 1
+ALB+BUN+3MeHis+Arg+0rn+Tyr ;0. 759, 250, 686, 1+ALB+AST+ALT+3MeH i s+Asp+0r
n;0.759, 253. 364, 1+ALB+ALT+T-BIL+BHBA+Thr+Lys; 0. 759, 254, 271, 1+ALB+AST+
Glc+Arg+0rn+Lys; 0. 759, 254, 194, 1+ALB+AST+gGT+T-BIL+0rn+Lys; 0. 759, 255. 0
09, 1+ALB+AST+gGT+T-BIL+Arg+0rn;0. 759, 2563. 051, 1+ALB+Ca+ALT+NEFA+T-BIL+
Lys;0.759, 255, 470, 1+ALB+Ca+AST+NEFA+Orn+Ile; 0. 759, 253, 720, 1+ALB+AST+N
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EFA+T-BIL+Glc+Lys;0. 759, 255, 100, 1+ALB+gGT+T-BIL+Glc+HistLys; 0. 759, 252
. 149, 1+ALB+AST+3MeHis+Arg+AsptPhe; 0. 759, 251, 892, 1+ALB+ASTH+ALT+T-BIL+G
lctlys; 0. 759, 253, 959, 1+ALB+ALTH+NEFA+T-BIL+His+0rn; 0, 759, 253. 969, 1+ALB
+ALT+NEFA+His+0rn+Ile; 0. 759, 253, 370, 1+ALB+ALT+gGT+T-BIL+BHBA+tLys;0. 75
9, 256. 253, 1+ALB+NEFA+0rn+Val+Phe+Trp;0. 759, 252, 946, 1+ALB+ALT+gGT+BHBA
+Glctlys;0.759, 254, 018, 1+ALB+ALT+BHBA+His+0rn+Ile; 0, 759, 252, 089, 1+ALB
+AST+3MeHis+Asp+0rn+Phe; 0. 759, 253, 998, 1+ALB+ALT+T-BIL+BHBA+His+0rn;0,
759, 253, 728, 1+ALB+AST+NEFA+Glc+Thr+Lys; 0, 759, 252, 773, 1+ALB+Ca+ALT+NEF
A+Glctlys;0. 759, 252, 928, 1+ALB+Ca+ALT+BHBA+0rn+Lys; 0, 759, 253. 096, 1+ALB
+ALT+gGT+His+Thr+0rn; 0. 759, 250, 334, 1+ALB+AST+ALT+Asp+Lys+Val ;0. 759, 25
3.542, 1+ALB+AST+ALT+3MeHis+Tyr+Trp;0. 759, 253, 613, 1+ALB+AST+ALT+T-BIL+
Orn+Ile;0.759, 255, 375, 1+ALB+gGT+NEFA+BHBA+His+Lys; 0, 759, 255, 254, 1+ALB
+AST+gGT+BHBA+His+0rn; 0. 759, 255, 287, 1+ALB+AST+gGT+His+0rn+Ile; 0. 759, 2
52.571, 1+ALB+CatALT+gGT+Lys+Ile; 0. 759, 252, 637, 1+ALB+CatALT+gGT+HistLy
s;0.759, 255, 644, 14+ALB+0rn+Lys+Val+Phe+Trp;0. 759, 253. 572, 1+ALB+AST+T-B
IL+Glc+Arg+Lys; 0. 759, 254, 427, 1+ALB+AST+Glc+His+Lys+Ile; 0. 759, 255. 286,
14ALB+AST+gGT+Thr+Lys+Ile;0. 759, 255. 837, 1+ALB+Ca+AST+Thr+0rn+Ile;0.75
9, 254,596, 1+ALB+AST+gGT+Glc+0rntlys; 0. 759, 252, 272, 1+ALB+AST+ALT+gGT+T
-BIL+Lys;0.759, 254, 147, 1+ALB+BUN+AST+Glc+Arg+Thr; 0. 759, 253, 653, 1+ALB+
BUN+AST+T-BIL+Thr+0rn;0. 759, 252. 929, 1+ALB+Ca+ALT+gGT+0rn+Lys; 0. 759, 25
3.743, 1+ALB+CatALT+gGT+T-BIL+Arg; 0. 759, 251, 937, 1+ALB+Ca+AST+ALT+0rn+L
ys; 0,759, 252, 914, 1+ALB+CatALT+Thr+0rntLys; 0. 759, 256, 474, 1+ALB+NEFA+3M
eHis+0rn+Val+Phe; 0. 759, 252. 160, 1+ALB+ALT+NEFA+Asp+Tyr+Trp;0. 759, 253. 6
98, 1+ALB+ALT+Glc+Thr+0rn+Ile;0. 759, 253, 366, 1+ALB+ALT+gGT+T-BIL+ThrtLy
s;0.759, 253. 517, 1+ALB+AST+ALT+NEFA+Orn+Ile; 0. 759, 253, 713, 1+ALB+AST+NE
FA+BHBA+G lc+Lys; 0. 759, 252, 958, 1+ALB+AST+NEFA+Asp+Tyr+Trp; 0, 759, 255, 28
8, T+ALB+NEFA+OrntLys+Val+Trp;0. 759, 254, 181, 1+ALB+ALT+BHBA+Thr+0rn+I le
;0.759, 255, 054, 1+ALB+gGT+BHBA+His+0rntLys; 0. 759, 253, 306, 1+ALB+AST+ALT
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+NEFA+3MeHis+0rn; 0. 759, 255, 014, 1+ALB+AST+NEFA+BHBA+Arg+Thr ;0. 759, 255,
832, 1+ALB+AST+gGT+T-BIL+0rn+Ile; 0. 759, 254, 054, 1+ALB+Ca+AST+NEFA+T-BIL
+Lys;0.759, 251, 987, 1+ALB+Ca+ASTH+ALT+NEFA+Lys; 0, 759, 253, 328, 1+ALB+AST+
ALT+3MeHis+0rn+Val;0. 759, 255, 759, 1+ALB+AST+0rn+Tyr+Val+Phe; 0. 759, 252,
042, 1+ALB+AST+ALT+BHBA+G Lctlys; 0. 759, 254, 662, 1+ALB+AST+NEFA+Arg+Tyr+V
al;0.759, 255, 341, 1+ALB+NEFA+T-BIL+His+Thr+Lys; 0. 759, 252, 329, 1+ALB+AST
+ALT+T-BIL+ThrtLys;0. 759, 254, 975, 1+ALB+AST+BHBA+His+Lys+Ile; 0. 759, 254
. 338, 1+ALB+ALT+NEFA+Thr+0rn+Ile;0. 759, 254, 922, 1+ALB+AST+gGT+BHBA+0rn+
Lys;0.759, 253, 752, 1+ALB+AST+Arg+AsptLys+Val; 0. 759, 253, 975, 1+ALB+AST+g
GT+NEFA+T-BIL+Lys;0. 758, 253. 118, 1+ALB+Ca+ALT+NEFA+BHBA+Lys; 0. 758, 253.
746, 1+ALB+CatALT+BHBA+G LctArg; 0. 758, 254, 056, 1+ALB+Ca+AST+NEFA+BHBA+tLY
s;0.758, 253.719, 1+ALB+Ca+ALT+gGT+BHBA+Arg; 0. 758, 252, 812, 1+ALB+Ca+ALT+
NEFA+Orn+Lys; 0. 758, 253. 700, 1+ALB+BUN+AST+T-BIL+Glc+0rn; 0. 758, 253. 963,
1+ALB+ALT+gGT+NEFA+His+0rn; 0, 758, 256. 441, 1+ALB+AST+gGT+BHBA+0rn+I le; 0
. 758, 253, 833, 1+ALB+AST+NEFA+Arg+Asp+Phe; 0. 758, 253, 906, 1+ALB+BUN+AST+T
-BIL+BHBA+Orn;0. 758, 254, 997, 14+ALB+AST+T-BIL+Arg+Thr+0rn; 0, 758, 253. 528
, 1+ALB+CatALT+NEFA+T-BIL+Arg; 0. 758, 252, 551, 1+ALB+Ca+ALT+BHBA+tLys+I le;
0.758, 255, 010, 1+ALB+NEFA+3MeHis+Arg+Lys+Phe; 0. 758, 253, 112, 1+ALB+ALT+B
HBA+His+Thr+0rn;0. 758, 253. 114, 1+ALB+ALT+T-BIL+His+Thr+0rn;0. 758, 254. 5
99, 1+ALB+AST+Glc+Thr+0rntLys; 0. 758, 253, 500, 1+ALB+AST+ALT+T-BIL+Thr+0r
n;0.758, 253. 526, 1+ALB+AST+ALT+BHBA+Thr+0rn;0. 758, 253, 919, 1+ALB+BUN+AS
T+NEFA+T-BIL+0rn; 0. 758, 255. 339, 1+ALB+gGT+NEFA+His+Thr+Lys;0. 758, 252, 2
88, 1+ALB+AST+ALT+Glc+ThrtlLys;0. 758, 253, 985, 1+ALB+AST+gGT+NEFA+BHBA+tLY
s;0.758, 253. 119, 1+ALB+Ca+ALT+gGT+NEFA+Lys; 0. 758, 253. 741, 1+ALB+Ca+ALT+
T-BIL+Glc+Arg;0. 758, 254. 514, 1+ALB+Ca+AST+Arg+0rn+Lys; 0. 758, 255, 953, 1+
ALB+BUN+NEFA+Thr+0rn+Ile;0.758, 254. 017, 1+ALB+Ca+AST+NEFA+Thr+Lys;0.75
8,252,016, 1+ALB+Ca+AST+ALT+HistLys; 0. 758, 254, 690, 1+ALB+ALT+NEFA+BHBA+
Thr+0rn; 0, 758, 253, 394, 1+ALB+ALT+gGT+BHBA+Thr+Lys; 0. 758, 253, 558, 1+ALB+
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AST+gGT+NEFA+Glctlys; 0. 758, 253, 700, 1+ALB+AST+Arg+AsptLys+Phe; 0. 758, 25
3. 110, 1+ALB+CatALT+NEFA+Thr+Lys; 0. 758, 256, 431, 1+ALB+Ca+AST+BHBA+0Orn+I
le;0.758, 254, 025, 1+ALB+Ca+AST+T-BIL+Arg+Lys;0, 758, 251, 771, 1+ALB+Ca+AS
T+ALT+Lys+Ile; 0. 758, 254, 503, 1+ALB+3MeHis+Asp+0rn+Val+Phe; 0. 758, 255, 60
6, 1+ALB+NEFA+3MeHist0rntLys+Phe; 0. 758, 254, 900, 1+ALB+AST+gGT+Thr+0rn+L
ys;0.758, 253,611, 1+ALB+ASTH+ALT+NEFA+T-BIL+0rn; 0, 758, 253. 669, 1+ALB+AST
+ALT+BHBA+Orn+I le;0. 758, 252, 568, 1+ALB+AST+ALT+gGT+Thr+Lys; 0. 758, 253. 6
06, 1+ALB+Ca+ALT+gGT+Glc+Arg; 0. 758, 252, 925, 1+ALB+Ca+ALT+BHBA+G Lc+Lys; 0
. 758, 255, 246, 1+ALB+Ca+AST+gGT+His+0rn; 0, 758, 252, 256, 1+ALB+AST+ALT+gGT
+Glctlys; 0. 758,253, 703, 1+ALB+AST+ALT+T-BIL+BHBA+Orn; 0. 758, 254, 577, 1+A
LB+AST+NEFA+3MeHis+Phe+Trp; 0. 758, 254, 999, 1+ALB+AST+Glc+His+0rn+Ile; 0.
758, 253, 908, 1+ALB+BUN+AST+gGT+NEFA+Orn; 0, 758, 254, 172, 1+ALB+Ca+AST+T-B
IL+0OrntlLys;0. 758, 255, 228, 1+ALB+Ca+AST+Thr+Lys+Ile;0. 758, 253. 836, 1+ALB
+Ca+ALT+T-BIL+BHBA+Arg; 0. 758, 253. 995, 1+ALB+ALT+gGT+T-BIL+His+0rn;0. 75
8, 254, 005, 1+ALB+ALT+gGT+BHBA+His+0rn; 0. 758, 254, 044, 1+ALB+BUN+AST+NEFA
+BHBA+0rn; 0, 758, 254, 270, 1+ALB+NEFA+Asp+0rn+Lys+Trp; 0. 758, 254, 293, 1+AL
B+ALT+T-BIL+Thr+0rntIle;0. 758, 253, 387, 1+ALB+AST+ALT+NEFA+Thr+0rn;0. 75
8,252,619, 1+ALB+AST+ALT+Lys+Tyr+Val; 0. 758, 253, 665, 1+ALB+BUN+AST+NEFA+
Thr+0rn; 0. 758, 254, 276, 1+ALB+Ca+AST+NEFA+His+0rn; 0. 758, 253, 333, 1+ALB+C
atALT+T-BIL+Thr+Lys;0. 758, 253. 655, 1+ALB+Ca+ALT+NEFA+BHBA+Arg; 0. 758, 25
5. 268, 1+ALB+CatAST+His+0rn+I le; 0. 758, 254, 341, 1+ALB+AST+Asp+0rn+Tyr+Ph
e;0.758, 255, 050, 1+ALB+AST+NEFA+T-BIL+Arg+Thr ;0. 758, 253, 099, 1+ALB+CatA
LT+Glc+Thr+Lys; 0. 758, 253, 329, 1+ALB+Ca+ALT+T-BIL+BHBA+Lys; 0, 758, 254, 99
1, 1+ALB+Ca+AST+T-BIL+Arg+0rn;0. 758, 255, 858, 1+ALB+Ca+AST+T-BIL+0rn+I le
;0.758, 253, 596, 1+ALB+Ca+ASTH+ALT+NEFA+Orn; 0, 758, 254, 313, 1+ALB+ALT+NEFA
+Glc+Thr+0rn; 0, 758, 253. 607, 1+ALB+AST+ALT+NEFA+BHBA+0rn; 0. 758, 254, 003,
1+ALB+ALT+gGT+His+0rn+Ile; 0. 758, 254, 911, 1+ALB+AST+BHBA+Arg+Thr+Lys;0.
758, 253, 452, 1+ALB+AST+ALT+Glc+0rn+Ile; 0. 758, 253, 540, 1+ALB+AST+ALT+gGT
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+NEFA+0rn; 0, 758, 253. 894, 1+ALB+BUN+AST+3MeHis+0rn+Val; 0. 758, 254,618, 1+
ALB+BUN+AST+gGT+BHBA+Orn; 0. 758, 255. 248, 1+ALB+Ca+AST+BHBA+His+0rn; 0. 75
8, 253,591, 1+ALB+ALT+NEFA+T-BIL+Glc+Arg; 0, 758, 253. 619, 1+ALB+AST+ALT+gG
T+0rn+Ile;0.758, 252, 428, 1+ALB+AST+3MeHis+Arg+Asp+Val; 0. 758, 253. 854, 1+
ALB+AST+GlctHis+Thr+0rn; 0. 758, 255, 882, 1+ALB+AST+gGT+T-BIL+BHBA+Orn;0.
758, 255, 821, 1+ALB+AST+T-BIL+BHBA+Thr+0rn;0. 758, 252, 549, 1+ALB+AST+NEFA
+3MeHis+Asp+0rn; 0, 758, 253. 386, 1+ALB+AST+ALT+NEFA+GLlc+0rn; 0, 758, 253. 21
1, 1+ALB+AST+Asp+0rn+Lys+Tyr ;0. 758, 253. 569, 1+ALB+AST+Asp+0rn+Lys+Phe; 0
. 758, 253,730, 1+ALB+AST+ALT+NEFA+Tyr+Trp; 0. 758, 253, 631, 1+ALB+BUN+AST+N
EFA+3MeHis+0rn; 0. 758, 254, 576, 1+ALB+BUN+AST+Glc+0rn+I le; 0. 758, 254, 874,
1+ALB+AST+NEFA+GLlct+Arg+Thr; 0. 757, 253. 713, 1+ALB+BUN+AST+3MeHis+0rn+Tyr
;0.757,254, 552, 1+ALB+ALT+NEFA+3MeHis+0rntVal; 0, 757, 254, 023, 1+ALB+AST+
NEFA+Asp+0rn+Tyr; 0,757, 254, 319, 1+ALB+ALT+gGT+Thr+0rn+Ile; 0. 757, 253. 19
6, 1+ALB+AST+ALT+3MeHis+0rn+Tyr ;0. 757, 253, 486, 1+ALB+AST+ALT+gGT+Thr+0r
n;0.757, 254, 049, 1+ALB+AST+NEFA+Asp+0rntVal;0. 757, 253, 170, 1+ALB+AST+AL
T+Glc+Thr+0rn; 0,757,254, 817, 1+ALB+AST+T-BIL+BHBA+Thr+Lys;0. 757, 255, 40
9, T+ALB+AST+gGT+NEFA+Thr+0rn; 0. 757, 255, 054, 1+ALB+AST+gGT+His+Lys+I le;
0.757, 253,608, 1+ALB+Ca+ALT+NEFA+GLlc+Arg; 0. 757, 254, 587, 1+ALB+Ca+AST+G L
c+0rn+lys; 0. 757, 255, 091, 1+ALB+AST+NEFA+3MeHis+0rn+Val ;0. 757, 255, 377, 1
+ALB+AST+Arg+0rn+Val+Phe; 0. 757, 255, 937, 1+ALB+AST+gGT+T-BIL+Thr+0rn;0.
757, 255, 509, 1+ALB+AST+BHBA+Arg+Thr+0rn;0, 757, 255, 511, 1+ALB+AST+gGT+Ar
g+Thr+0rn; 0, 757, 256. 205, 1+ALB+AST+gGT+Glc+0rn+Ile; 0. 757, 253, 940, 1+ALB
+Ca+ALT+BHBA+His+0rn; 0. 757, 253, 334, 1+ALB+Ca+ALT+gGT+T-BIL+Lys;0. 757, 2
53. 915, 1+ALB+BUN+Ca+AST+T-BIL+0rn; 0. 757, 253. 432, 1+ALB+AST+AsptVal+Phe
+Trp;0.757, 255. 760, 1+ALB+NEFA+0rn+Lys+Phe+Trp; 0. 757, 254, 987, 1+ALB+AST
+9GT+Glc+His+0rn; 0. 757, 253. 957, 1+ALB+BUN+AST+NEFA+0rn+Tyr ;0. 757, 254. 0
13, 1+ALB+BUN+AST+NEFA+Orn+Val;0. 757, 255, 593, 1+ALB+AST+NEFA+T-BIL+BHBA
+0rn; 0,757, 255, 492, 1+ALB+AST+NEFA+T-BIL+Thr+0rn; 0. 757, 253. 852, 1+ALB+C
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a+AST+gGT+NEFA+Lys ;0. 757, 252, 276, 1+ALB+Ca+AST+ALT+Glc+Lys; 0, 757, 253, 4
48, 1+ALB+ASTH+ALT+T-BIL+Glc+0rn; 0. 757, 254, 281, 1+ALB+BUN+AST+BHBA+Thr+0
rn;0.757, 254, 576, 1+ALB+BUN+AST+gGT+GLlc+0rn; 0. 757, 255, 367, 1+ALB+AST+NE
FA+BHBA+Glc+0rn; 0. 757, 255, 541, 1+ALB+AST+gGT+NEFA+T-BIL+0rn; 0. 757, 255,
490, 1+ALB+AST+gGT+NEFA+BHBA+Orn; 0, 757, 254, 868, 1+ALB+AST+gGT+T-BIL+BHB
AtlLys;0. 757, 253. 096, 1+ALB+Ca+ALT+gGT+Glctlys; 0. 757, 252, 452, 1+ALB+Ca+A
ST+ALT+BHBA+Lys; 0. 757, 251, 820, 1+ALB+AST+ALT+Asp+0rn+Val;0. 757, 251, 914
, 1+ALB+AST+ALT+Asp+0rn+Tyr ;0. 757, 253, 672, 1+ALB+AST+ALT+gGT+T-BIL+0rn;
0.757, 253, 936, 1+ALB+Ca+ALT+T-BIL+His+0rn; 0, 757, 256, 405, 1+ALB+Cat+AST+g
GT+0rn+Ile; 0,757,256, 142, 1+ALB+Ca+AST+Glc+Orn+Ile; 0. 757, 252, 855, 1+ALB
+BUN+3MeHis+Asp+0rn+Tyr; 0, 757, 254, 338, 1+ALB+ALT+T-BIL+Glc+Thr+0rn;0.7
57,256. 194, 1+ALB+AST+BHBA+Glc+0rn+Ile; 0. 757, 255, 606, 1+ALB+AST+gGT+T-B
IL+Glc+0rn; 0. 757, 255. 652, 1+ALB+ASTHNEFA+Orn+Tyr+Val; 0. 757, 255, 433, 1+A
LB+AST+NEFA+BHBA+Thr+0rn;0. 757, 253. 541, 1+ALB+AST+Aspt+OrntLystVal;0. 75
7,253, 084, 1+ALB+CatALT+His+Thr+0rn;0. 757, 253. 624, 1+ALB+Ca+AST+ALT+0rn
+Ile;0.757, 254, 334, 1+ALB+ALT+

BHBA+G Lc+Thr+0rn; 0, 757, 254, 472, 1+ALB+AST+BHBA+G Lc+0rn+Lys;0. 757, 253. 5
90, 1+ALB+AST+ALT+NEFA+0rntVal; 0, 757, 254, 697, 1+ALB+AST+T-BIL+Glct+Arg+0
rn;0.757, 255, 069, 1+ALB+ASTH+NEFA+3MeHis+0rn+Tyr ;0. 757, 255. 204, 1+ALB+AS
T+BHBA+His+ThrtLys; 0. 757, 252, 848, 1+ALB+BUN+3MeHis+Asp+0rn+Val; 0. 757, 2
55. 279, 1+ALB+AST+gGT+NEFA+Glc+0rn; 0,757, 254, 825, 1+ALB+AST+gGT+G letlys
+Ile;0.757, 254,892, 1+ALB+Ca+AST+Thr+0rn+lys;0, 757, 253, 901, 1+ALB+Ca+AL
T+NEFA+His+0rn; 0. 757, 253, 678, 1+ALB+Ca+AST+NEFA+GLct+Lys; 0. 757, 256. 003,
1+ALB+Ca+AST+gGT+T-BIL+0rn; 0, 757, 254, 595, 1+ALB+ALT+NEFA+T-BIL+Thr+0rn
;0.757, 253,732, 1+ALB+AST+ALT+gGT+BHBA+Orn; 0. 757, 254, 310, 1+ALB+BUN+AST
+gGT+Thr+0rn; 0. 757, 255, 138, 1+ALB+AST+gGT+NEFA+Arg+Thr ;0. 757, 255, 177, 1
+ALB+AST+gGT+BHBA+Hi stLys; 0. 757, 253. 5635, 1+ALB+AST+ALT+NEFA+Orn+Tyr; 0.
757,254, 889, 1+ALB+AST+BHBA+G lc+His+0rn; 0, 756, 254, 004, 1+ALB+BUN+Ca+AST
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+NEFA+0Orn; 0, 756, 253. 350, 1+ALB+Ca+ALT+gGT+BHBA+Lys; 0, 756, 253, 503, 1+ALB
+Ca+AST+ALT4+Thr+0rn; 0. 756, 254, 894, 1+ALB+Ca+AST+Glc+His+0rn; 0. 756, 252,
298, 1+ALB+CatAST+ALT+T-BIL+Lys; 0. 756, 253, 533, 1+ALB+AST+ALT+BHBA+G Lc+0
rn;0.756, 253. 899, 1+ALB+BUN+AST+NEFA+GLc+0rn; 0. 756, 255, 586, 1+ALB+AST+T
-BIL+BHBA+GLc+0rn;0. 756, 255, 289, 1+ALB+AST+G lc+Arg+Thr+0rn; 0. 756, 255. 3
65, 1+ALB+AST+NEFA+T-BIL+Glc+0rn; 0. 756, 256. 459, 1+ALB+AST+gGT+BHBA+Thr+
Orn; 0,756, 255, 588, 1+ALB+Ca+AST+T-BIL+Glc+0rn;0. 756, 254, 293, 1+ALB+ALT+
gGT+Glc+Thr+0rn; 0. 756, 255, 378, 1+ALB+AST+BHBA+G Lc+Arg+0rn; 0. 756, 254, 06
8, 1+ALB+BUN+AST+G Lc+Thr+0rn; 0. 756, 254, 727, 1+ALB+AST+G Lc+Arg+Thr+Lys; 0
. 7156, 254, 477, 1+ALB+BUN+AST+BHBA+G Lc+0rn; 0. 756, 254, 372, 1+ALB+AST+BHBA+
GlctHis+Lys; 0. 756, 253. 932, 1+ALB+Ca+ALT+gGT+His+0rn;0. 756, 254, 310, 1+AL
B+Cat+ALT+Thr+0rn+Ile; 0. 756, 253. 693, 1+ALB+Ca+AST+ALT+T-BIL+0rn; 0. 756, 2
52. 824, 1+ALB+ALT+NEFA+Asp+Orn+Val ;0. 756, 255. 410, 1+ALB+AST+gGT+G Lc+Arg
+0rn; 0. 756, 254, 003, 1+ALB+AST+NEFA+Arg+Asp+Val;0. 756, 253. 415, 1+ALB+Ca+
ALT+gGT+Thr+Lys; 0. 756, 254, 433, 1+ALB+BUN+ALT+NEFA+3MeHis+Val;0. 756, 254
. 717, 1+ALB+ALT+gGT+NEFA+Thr+0rn; 0. 756, 255, 080, 1+ALB+AST+NEFA+Glc+Thr+
Orn; 0,756, 255,411, 1+ALB+AST+T-BIL+Glc+Thr+0rn;0. 756, 255, 292, 1+ALB+AST
+gGT+BHBA+Lys+I le; 0. 756, 253. 351, 1+ALB+Ca+ALT+BHBA+Thr+Lys;0. 756, 255. 4
80, 1+ALB+Ca+AST+Arg+Thr+0rn; 0. 756, 255. 530, 1+ALB+Ca+AST+BHBA+Arg+0rn;0
. 756, 254,720, 1+ALB+ALT+T-BIL+BHBA+Thr+0rn; 0. 756, 253. 962, 1+ALB+BUN+AST
+ALT+NEFA+Val; 0. 756, 254, 562, 1+ALB+AST+BHBA+G Lc+Arg+Lys; 0. 756, 256. 098,
14ALB+AST+Lys+Tyr+Val+Phe; 0. 756, 255. 574, 1+ALB+Ca+AST+NEFA+BHBA+Orn; 0.
756, 255, 016, 1+ALB+CatAST+HistLys+I le; 0, 756, 255, 526, 1+ALB+Ca+AST+gGT+N
EFA+0rn;0. 756, 255, 635, 1+ALB+Ca+AST+NEFA+T-BIL+0rn; 0. 756, 253, 534, 1+ALB
+ASTH+ALT+gGT+Glc+0rn; 0. 756, 252, 587, 1+ALB+Ca+AST+ALT+Thr+Lys; 0. 756, 253
. 953, 1+ALB+BUN+AST+ALT+3MeHistVal;0. 756, 2563. 891, 1+ALB+AST+Asp+Lys+Tyr
+Phe; 0. 756, 255. 888, 1+ALB+Ca+AST+T-BIL+BHBA+0rn;0. 756, 255, 938, 1+ALB+Ca
+AST4+T-BIL+Thr+0rn; 0. 756, 252, 974, 1+ALB+ALT+NEFA+Asp+0rn+Tyr; 0. 756, 255
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. 369, 1+ALB+NEFA+AsptLystVal+Phe; 0. 756, 254, 297, 1+ALB+BUN+Ca+AST+Thr+0r
n;0.756, 255, 252, 1+ALB+NEFA+Arg+AsptLys+Phe; 0. 756, 253, 641, 1+ALB+AST+AL
T+0rn+Tyr+Val; 0. 755, 254. 751, 1+ALB+Ca+AST+Glc+His+Lys ;0. 755, 254, 918, 1+
ALB+ALT+gGT+NEFA+T-BIL+0rn; 0, 755, 253, 742, 1+ALB+Ca+AST+ALT+BHBA+Orn; 0,
755, 255, 352, 1+ALB+Ca+AST+Glc+Arg+0rn; 0, 755, 254, 694, 1+ALB+ALT+gGT+BHBA
+Thr+0rn; 0. 755, 254, 884, 1+ALB+CatAST+BHBA+Orn+Lys; 0. 755, 252, 532, 1+ALB+
CatAST+ALT+gGT+Lys; 0. 755, 254, 914, 1+ALB+Ca+AST+gGT+0rntLys; 0. 755, 254, 7
10, 1+ALB+Ca+ALT+NEFA+Thr+0rn;0. 755, 255, 471, 1+ALB+Ca+AST+NEFA+Thr+0rn;
0. 755, 255, 336, 1+ALB+Ca+AST+NEFA+GLc+0rn; 0, 755, 255, 073, 1+ALB+Ca+AST+BH
BA+His+Lys;0, 755, 253, 481, 1+ALB+Ca+AST+ALT+GLlc+0rn; 0, 755, 255, 506, 1+ALB
+BUN+ALT+T-BIL+His+Ile;0. 755, 256. 440, 1+ALB+Ca+AST+BHBA+Thr+0rn; 0. 755,
252,827, 1+ALB+ALT+Asp+0rntTyr+Val; 0. 755, 254, 701, 1+ALB+ALT+gGT+T-BIL+T
hr+0rn; 0. 755, 254, 691, 1+ALB+AST+BHBA+G Lc+Lys+I le; 0. 755, 253. 695, 1+ALB+C
atAST+ALT+gGT+0rn; 0. 755, 256. 314, 1+ALB+AST+gGT+BHBA+G Lc+0rn; 0. 755, 256.
581, 1+ALB+Ca+AST+gGT+BHBA+Orn; 0. 755, 253. 749, 1+ALB+AST+Asp+Lys+Tyr+Val
;0.754, 255, 368, 1+ALB+AST+3MeHis+0rn+Tyr+Val; 0. 754, 254, 692, 1+ALB+Ca+AL
T+gGT+Thr+0rn; 0. 754, 254, 101, 1+ALB+AST+Asp+Lys+Val4+Phe; 0. 754, 255, 562, 1
+ALB+BUN+ALT+gGT+T-BIL+I le; 0. 754, 256. 323, 1+ALB+Ca+AST+gGT+Glc+0rn; 0.7
54, 256, 280, 1+ALB+Ca+AST+BHBA+G Lc+0rn; 0. 754, 255, 732, 1+ALB+BUN+ALT+gGT+
NEFA+Ile;0.753, 256,071, 1+ALB+Ca+AST+GLlc+Thr+0rn
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