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(57) Abstract: The present invention relates to a system for providing a genetic zodiac sign using genetic information between a
testee and an organism, and a method therefor. The present invention addresses the technical problem of providing a genetic similarity
by comparing the genetic information of a testee with genomes of various organisms, and calculating a relative rank of the genetic
similarity of the testee on the basis of the provided genetic similarity, and presenting the relative rank as a genetic zodiac sign related
to the organisms. For example, disclosed is a system for providing a genetic zodiac sign using genetic information between a testee
and an organism, the system comprising: a DNA sequence analysis unit which analyzes a testee's DNA sequence on the basis of a



WO 2021/045270 AT {11000 00 0T AP0 O O

SE, SG, SK, SL, SM, ST, SV, SY, TH, TI, TM, TN, TR,
TT, TZ, UA, UG, US, UZ, VC, VN, ZA, ZM, ZW.

84) AAF (BEe] HAZF Y= g 7tes BeE S/ 9
] da]e] 13 E 93}9]): ARIPO (BW, GH, GM, KE,
LR, LS, MW, MZ, NA, RW, SD, SL, ST, SZ. TZ, UG, ZM,
ZW), 241 o} (AM, AZ, BY, KG, KZ, RU, TJ, TM), -
# (AL, AT, BE, BG, CH, CY, CZ, DE, DK, EE, ES, FI,
FR, GB, GR, HR, HU, IE, IS, IT, LT, LU, LV, MC, MK,
MT, NL, NO, PL, PT, RO, RS, SE, SI, SK, SM, TR), OAPI
(BF, BJ, CF, CG, CL CM, GA, GN, GQ, GW, KM, ML,
MR, NE, SN, ID, TG).

0
T A ZALE LA 9 9| (FoF #2132 (3))

DNA sample collected from each testee belonging to a group; a genetic similarity calculation unit that calculates the genetic similarity
between an organism and the testee by comparing the testee's DNA sequence with a standard genomic map of the organism; and a
genetic zodiac sign information provision unit that provides, on the basis of the genetic similarity, genetic zodiac sign information
including the relative similarity of each organism to each testee, a relative similarity rank, and a relative similarity rank of each testee
relative to each organism in the group.
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