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ATGL
5 *P<005 (PNPLAZ) | PACACCAGCATCCAGTTCAA GGTTCAGTAGGCCATTCCTC
(é‘gg'%;) CACATTCTCTCCTGGAAGGGC | TTGATAAAGTCTTGAGGGGAAAGTEG
oy 100 Forol | TICAKTICGCCACRATCTGTCC | GGGTGATITICOGCICITOE
i GAPDR__| _CATGGOGTCUGTGTTCCTA GCGGCACGTCAGATCCA
3 7 LRe__| CTCCCGGTGBCCCAGTACCA | TGCACTGGBGCGAGGACACT
& Mec | GCTGTTCCAGTACGCCAGCAC | AGTGOGTGGGGTGAGTGCATAR
H MuRF!
2« (g | CACCAAGACGAGRAGATCACATC | AGCCOCAACACCTTGA
g UCF3 | CCRACATCACAAGARATGC TRCARACATCATCACGTTCC
7 5
0
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R1.AR-420LEBC-26FEHH Y Y VR E L TEFLEC-26lEHZEHY TV ROMT
TRU->T (24 BT D, HRBFITHBEEICEE L IBIEFOIPAN=6) NM_021308 Myoxt 25 00004 Myotenin 1 BORELSLV
R gy L2 P Mte, BRBOEE
ooz BEF gw it oA B VRS 1 X
T e R " HREDER 10381 G 25 00 CASBanFADDe Fifishs
AR-42I & % L7l gopossregtor _ .
WLOME Ky 43 000 Ryphoswiodspepidese  BrdiE m(‘]ﬁﬁggm ';;fri‘ B Efljm“jg:“”"’“‘“'”1 pAg
WOl ad Gengloside-inciced phosphatase, Feceptor ype, IHIR—
| apl 42 00004 differentiation-associated- B4R ; 5
prokn A M013%1 O 23 0004 Chisdechamet witte
NM 013569 Kenh2 44 0.0004  Potassium voltage-gated Ezéw‘ﬁ NN 008305 Hop2 73 000 Pekean pegaen e BORES & O
channel, subfamily H, IFRY— ptengyean Fohe
member 2 y S e
NACOSE  Acct 39 00004 Acinsbhacada  BOEBLU WIS e 8 UM SRt A
g’g;;u%;d'/\y—: subcomplx §
NMIGHOS  Pdsta 37 00004 Proghodesiercedd,  ToAsso— e iy i
CAMP specific oty
NM022322  Tomd 35 00004 Tenomoduin i NAOODSNS  CoB 23 000 Colagen eV, dphald R ;
NM_013803 Casr 35 00004 Calcium-sensingreceptor B HARAZE AL —
NM_ 008596 Sypl2 35 00004 Synaptophysin-ike 2 ERODIRMETE. NML025343 Rin 2 0020 Requiredfor meioic uclear AR —
RiE. BLUY dvison 1 homolog 5.
TAHE ; Big cereisag)
a1 X NM 001289762 Raty 22 00004 Refinoie aid receptor beta AhiARasE
NMO10318  Igfopd 33 0.0004  Insulin-fke growh factor BIE ; NML021355 Finod JAl 00004 Fibromoduin iz
binding protein BRHGEE NM_013645 Pvab Al 00004 Panabumin BORIEES & U
NM_008876 Pld2 32 0.0191  Phospholipase D2 FrHAast FiE
NM_080440  Sk8a3 32 00004 Solute carrier family 8 RS NMLT259 With 20 00004 Myosin light polypeptce Bh%eE
(sodium/calcium exchanger), i
member3 NML008551 Mapkapk? 21 00004 MAP kinase-aciveted B HERaSE
NM_198190  NifS 32 00004 Neurotrophin 5 R RE protei inase 2
NM_001170537  Wef2e 29 00004 Nyocyte enhancerfactor 2C  f cOURMENE S ok U NMLOt8712 fgblop2 Al 00004 Integinbeta 1 bindng [iF 2
RiE proten 2
NM_176848  Fbxo2 28 00004 F-box protein 2 AUy BERE NML021366 I Al 00004 Junctophiin2 ﬁ%g)%iiﬁ;(ﬂ
NM022027  Synel 27 0.0004 Synaplicnuclear envelope 1 A5 D FeEHEARE ) elle, SANL—
BEUREE - N 023823 Peyoxt 20 00004 Prenyleysteine oridase 1 2RV ERLE
B At 001013833 Prkg! 2 00004 Protein inase, cGP- BRSO
NM_009255  Serpine2 26 0.0004  Serine (or cysterine) AU ERIE dependert type 1 -1
peptidase inhibitor, clade F, NMLO19735 Apip 2 00004 APAFY interacting protein i HARASE
member 2 NM_008022 Hlohta? 20 00004 Aldchyde dehydrogenase BOREL LV
NM_001256224 Wntba 26 00011 Wingless-related MMTV 2NV ERL famiy 1, subfanity A2 i
integration site 5A NM_008524 Lun 20 00004 Lumican s RE
NM_ 134028  Tubg2 26 00004 Tubulin, gamma 2 A
gooooao goooono
AR-421Z & B FA I
NM_138677 Edeml 20 00004 ERdegradafionenhancer, % /3o EHR(L
mannosidase alpha-fike 1
NM 001163704  Fbxo6  -20  0.0004 F-box protein 6 By BRI
NIM_011724 Xipl <24 0.0004  Xin actin-binding repeat ERPIDURIEIE, RoE. YA X 280 —;
containing 1 H LU 2RV ERLE
) . . R NM_007428 Agt -25 00004  Angiotensinogen (serpin BEM TR
NM 001111099  Cdknta 21 00004 Cyclin-dependentkinase ~ BHODRZS £ U peptidase inhibitor, clade A, BFEFE : RFMARIZE ;
inhibitor 1A (P21) "%%Eﬁ.rf)gé ‘ member 8) EF A2
BEUHRRY 1 X 2R ERE
i ARasE NM_019739 Foxol ~ -25  0.0004 Forkheadbox 01 BOEHR LU
NM 001199733 Daxx 21 0.0004 Fas death domain-associated #5#ARa%E %E . BRGES .
profein EAMEIRAZE : 34 /<S—
NM_001061044  Myk2 21 0.0004 iyosin, ight polypeplide 523
kinase 2, skeletal muscle 24/ $S— NMO13560  Hspbl 25  0.0004 Heat shock protein 1
NIM_016736 Nbt 21 0.0004 Negafive regulator of 2y BERE g
ubiitin-fke proteins 1 NM_O26346  Foo32 30 00004 Fhoxprofein 32 B sANL—;
NM_007582 Cacng! 22 00004 Calcium channel, voltage- S 58 : - 0 OX protein ﬁ;\/fﬁf,] E;/g/
dependent, gamma subunit 1 & >/ <& HRAL
NM020033  Ankrd2 22 00004 Ankyrinrepeatdomain2 B OD#tRESS £ U NM_001159324  Gaa 30 00004 OClucosidase, apha, acid ~ EFODEM. FiE.
(stretch responsive muscle) iz HigE . B TR -
NM_172645  Adamtsd -22  0.0004 Adisintegrin-like and RE Sosto—
metallopeptidase (reprolysin 4 > /¥4 EERAE
type) wih NVL0O6244  Hgs 33 0004 HGFrequeledtyosne % >/%% ERik
ﬂwrr;rfntzospondm fype 1 kinase substrate
o K - kyri i DFE. HEE.
NMOOMSE U3 22 00004 Unowlngposind  BismEE NADIMGS Aokt 360004 é”ak%‘”a”cr;‘fsﬂg"ma'm o
NM_028142 Pupla2 22 0.0004 Patatin-ke phospholipase i FZE.
domain containing 2 FEERIZE NM_001039048 Trim63 -39 0.0004 Tripartte moff-containi OIS £ UTEE ;
NWIOSR  Scle 23 00004 Sollscamerimiyt  BOREREG - m gy e mliantanng D e s U
(sodium/cakcium exchanger), fiz#E ; A5 HERASE WY X GRS
member 1 s 3Ry — A — '
NM_008871  Serpine!  -23  0.0004  Serine (or oystering) B FeE NM 008491 Len? 49 00004 Lipocain2 5 RS
peptidase inhibitor, clade E, —
mernber 1
NM_001081185  Finc 23 00004 FilaminC, gamma (acn D FES & UH2RE
binding protein 280) P 24N —
NM_009238 Soxd 23 00004 SRYboxcontaninggened MDFES LU
ji2-
NIM_001269716  Bel2tt  -24  0.0004 Bel-lke ! 5 HHBEBE
TR —
NM_001165894  Akt! 24 0.0004 Thymoma viral proto- BHOEM.
oncogene 1 RiE. BLU

HhE ; BIRE
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HER3. AR-2LEC26BHHY T IVADEIHE T, BIFLEC-260HH Y

WRE2. WHREIERALTILE Lo, BB LY IR E & UC2BERBY IR0 A LI LBt (M) S B hint ORNA SecsH (meh)

MERHD, Y4 bha2TOT7 AT (FHHBERE . EFICDEN=3)

log2
] D -
pgil BHEELIVR C-26EHHY T IR ;}pe(ugb']"szgl BEFID  fgE P it
2k ARA2(n=3) A ARA2 _ _ (2
Eotaxin 87702342 5339848 76681917 | 6%.2% 1460 AR-A2IZ & B £ T o
G.O%F Wa=05 520 TR | D9 R BT b Apoind
GHCSE 3192183 M7+148 364211 1237 NROOZBT0  Dnmdos 61 00004 Dynamind3, oppusite shand
IFNy 47+29 1217 039+076 089+134 NM_207281.3 4832420D2Rik 60 0.0004  RIKEN DNA £832428D23 gene
IL-1or 2030+1847 1695+ 130.2 787507 251157 NIOO1OBTH  Arhgeft? 56 0008 (RgEo gﬁﬂ?ﬂme nucleotide exchange factor
L1 11170 47427 29423 22418 MIOOG®  Kea 58 00004 Keratocen
IL-2 3611 40+18 38+17 17413 Ni_008383 Inc3 56 0.0004  Iroquois related homecbox 3 (Drosophia)
I3 30£19 12+ 14 0507 17226 NM_008473 ftt 55 0004 Kerein
E T N R 77 il A
L5 34206 43211 076109 252+406 NM_001162983  Lme38 50 00004 Leucinerich repeat contairing 38
IL-6 30£13 51236 2166+ 108.8 1006 + 431 NM_001109988.1  DOH4S!14 49 00004  DNAsegment, human D4S114
wame agm o bl
N T | I Cl gene
L %887 340130 U400 114212 NOOIEZS  Sobs2 49 004 Sorbinend SH3 demai conning2
IH%'(mAfO) 57375 132301 4(25 g * 1406 ? g + ? g 143 12988 NM_010254 Galr2 49 0.0004  Gelenin receptor 2
p £33, 844 EEAE 74+, Gremlin 2 homolog, cysteine knot
13 10992207 630276 880248 6532260 RTI R g oo Cygfgng‘r"’j‘;:mie;;
EL-15 36.2+130 707881 9411613 18687 NM_027948 70003E16RK 47 00004  RIKEN cDNA 170000316 gene
IL-17 5111 6.838 +3010 3293+2.925 3277 +2.774 NM_026639 Tte? ! 7 00317 Tetranicopepl\:!erepeatdumain 7
P-0 8622533 15602 805259 | 352104 \ROT VRO AT O RKEN DRI DIEgne
KC 80972362 1564 2621 51439 | 107021072 NMO25T34  Kengh 45000 O Reeed Sy
LIF 17+27 51+10.247 208131 47+30 M 025250 Repht 15 oq0s  Redial spoke head 1 homolog
X 6776 £ 5% 5625 2760 Q=316 | 11971376 - {Chlamydorores)
Mo | 4180 24859 %5203 | 6312118 MAOTIED k2 45 oo peoereleGoenayme Algess ADPaming
M-CSF 95+43 5917 42423 66+24 NM_001101475  F830016B08Ric 45 00021 RIKEN cDNA F830016B08 gene
MG 1365+ 943 86.0£35.1 302+ 180 774£330 mgg}ggggg% ggs | 23 88883 ggmeﬂorzq svndrTne {humen)
AP |\ joral . Enosing A1 receptor
MP-la 513177 422250 0221 29193 NM_020932 Spns3 44 0.0004  Spinster homolog 3 (Drosophila)
MP1p | 1037288 717 B35+ 178 70288 0 D M Dehtopnesleductae SOR ]
P2 8112209 8.1 204 5142019 0840 N DhrsTe A 1
RANTES 27945 21873 12£75 0255 m(‘ﬁéii; r»v_d 2% 00004 Kyphoscaliosis pepfidase
ThFa 55+35 123080 28+37 32+35 - 0 00085 gyamngﬂggi{}j_mjdZi;“e”r”jn'?i;ﬁfnﬁ“s D
VEGF 17203 15206 14205 11203 NO10267 - Gdapt A0 ko] ,
NM_013569 Kenh2 41 00004 gotasswum voﬁag&gated channel, subfamily 1
- X (eag related), member 2
NM_176916 Pld5 4 0.0004  Phosphalipase D family, member 5
ogoooooan ogoooooan
NM_00T164223  Road 4 i Ni_175541 MMum111 28 0.0004  Melanoma associated anfigen (mutated) 1-fike 1
m:gg&ii‘)gﬂe \égrz 110 g 8[1)8421 mﬁ?m praenA Ni_175486 6430571L13Rk 28 0.0080 E\KEN cDN»\i 6430571 L11 3 ggne (
00111 T 00004 Wnaplolagmin Il \ ve ian muscuioaponcurotic fibrosarcoma (v-
NM_013330 Gnb3 40 00004  Guanine nucleotde binding protein. beta 3 NALO01O2E577 Mef 28 00004 mef) AS42 oncogene homolog
NM_020036  Camd 3800004 Cemoduin 4 Ni_133226 Pdzd3 28 00004  PDZdomain containing 3
NM_145128 Mgat5 39 00319 Mannoside acetylgucosaminylfransferase § NI 008469 Kri1s 28 00004  Keratin 15
NMQORTA - Ppdad 3800004 Proloinyosie phosphatese a2 NMOX0S7A  ACGDMAAORK 28 00004  RIKEN cDNAASB0444A02 gene
MMM Edodd 39 qoop4  Competon of very long chein fety aids VD227 Dynkb2 28 00M2  Dynein lihtchan roadblock-type 2
(FENtIEIOZ, SURAEID, yeast-lke 4 Excision repair cross-complementing rodent
NMO30133 bl 39 00011 S RNAbindng domain 1 na Ec2hids 28 00004 D e
N009608  Actct 3900004  Acn, lpha, cardiec . pa ), comp goup £
W’égaagg‘eaw m%d %g 8 8882 Emtinsi%i e oty LS o ” o Eybﬁw:w %E;zgdint kinase nhibitor 28 (p15,
00 X erafin i o Cin- ,
NM_001291129  Nnat 38 00480 Neuronatin Nh 007570 CdanZd 28 0000¢ inhibits CDK4)
NM_025771 Cninep2 38 0.0004  Contactin associated proteinke 2 NI_00108146  Fndc1 27 00336 Fibronectin type IIl domain containing 1
NM_00°136084  Tpht 3800004  Tryptophen hydrorylase 1 NW_172794 Zfpd54 27 00004 Zinc finger protein 454
NM_026278 Lrp2p 38 00004  Lrp2 binding protein NN_026794 Debt 27 00004  Difierentially expressed in B18F10 1
NM_001081052  Nhs 38 00004 Nance-Horan s&/ndrume {human) NI 177784 KIh3 17 00004 Kelch-Tke 23 (Drosophia)
NM_001205219  Sorbs2 37 0.0242  Sorbinand SH3 domain containing 2 NW022007 Symed 27 00004 Synanic nuclear envelope |
NW001199224  Agh 37 00004 ATPIGTP binding preteinfke 1 NiOmee o 5Tl e
o0 K 37 0004 Keraind ! 1 ysteine-rch Cermina
NM_? %ﬁg 22353;71 o % ; 0.0004 Pmsphodiestaaasgstl? %MP spsciﬂc NNLUUOOQQM 1 BC088983 27 00214 SDINA _sequerhce BCO?Bd%E bk
NM_ L3Rk 3. 0.0004  RIKEN cDNA 71113 gene ' otassium voltage-gated channel shaker-
WO g 37 0004 eginbelab NHLO0263450  Konabf 27 D00% -t subfaiy beta member 1
NM_016958 Krt4 36 00004 Keratin 14 N 001290825 Cot7al 27 00004 Collagen type XVII, alpha 1
NM_001244200  PaG 3§ 00014 Pared boxgene 6 NI_001290679  Tmem?4a 27 00004  Transmermbrane protein 14A
NM_198112 Ostn 36 0.0004  Osteocrin Ni_198111 Akapb 27 0.0004 A kinase (PRKA) anchor protein 6
M 182993 SletTal 1% ogopg  Soute carterfamiy 17 {sodium-dependent Ni_020278 Lgit 27 0.0004  Leucine-rich repeat LG family, member 1
- ° ’ incrganic phosphale cotrarsporter), member 7 Ni_008496 Lgals? 27 0.0004  Lectin, galactose binding, soluble 7
NM_00°146275  igp1 38 00004 Interferon inducible GTPase 1 ) NIM_025500 Nip137 28 0.0004  Mitochondrial ibosomal protein L37
NM_007975 13 36 0.0078 gﬂagu‘alon factor Il {thrombin) receptor-fike SWISNF related, mairix associaled, actin
NM_023695 Crybb1 35 00004 Crystalln, beta Bt NM_ 001290708  Smarcal 26 0.0004 geﬁweenncwlggtr qegu\ator of chromatin subfamily
NM_010067 Tromt1 35 0.0492  TRNAaspartic acid methyltransferase 1 N 053166 Trim? 25 00004 Trivertte mofif protein 7
N0232  Tmd 35 00004 Tenomoduin e 2 pe proar -
NN 016867 Snbl 35 00004 Synvoptin basic Ni_139152 Asb18 28 0.0004 énkynn repeva{ and oOL;Sd box-cﬁngatmmg‘ d%
I = emey WO Sewe 2 v SR i
NM_027258 Rm‘S? 35 00308 ﬁ.ynn: gn.gery;gel; 157 Ni1_207205 lgsf3 28 00004 Immunoglobulin sup‘erfam\\y‘ member 3
NM_021443 Cel8 34 00004 Chemokine (C-C malif) ligand 8 NM,02373§ Pit6 26 0.0206  Peptidase inhibitor 6_
NM_011356 Frzb 34 00004 Frizzled-realed protein NR_045837 9130227L01Rk 28 0.0083  RIKEN cDNA 9130227L01 gene
NM_009813 Casql 34 00004  Calsequestrin 1 Ni1_011638 Tfrc 26 0.0004  Transferrin receptor
NR_015523 A738017L22R\k 34 00017 RIKEN cDNAAT30017L22 gene N 001256224  Wntda 28 0.0011 Wingless-related MMTV integration site 5A
NM_010518 lgfbp3 33 0.0004  Insulin-ike growth factor binding protein § N_181541 Caprin2 26 00004 Caprin family member 2
WL Cpetd 33 oy Codlesmcpolyadenyiation element inding N 001077202 Hisbst2 26 00004  Heparan sufaie 6--sufotransferass 2
T mm‘? in ontiring o NI_010271 Gpd1 26 0.0004  Glycarol-3-phosphate dehydrogenase 1 (soluble)
NM_001031160  Madgat 33 00004 phosphmn?gm“”a'ggk%ﬁ“ﬁ' NM017392 Celsr? 26 00004 Cacherin EGF LAG seven-pass Gype receplor 2
NM_020509 Retrla 3300004 Resisinike alphe NM_D10576 Itgad 28 0.0004  Integrin alpha 4



gbooooan

ATP-binding cassette, sub-famiy D{ALD),

NM_011994 Abed2 26 00004 eherd
nla Fabp9 26 0.0004  Faty acid binding protein 9, testis
NM_001030305.2  Prp2 26 0.0004  Peripheral myelin protein 2
NM_001289498  Egflam 26 0.0004  Tubulin, gamma 2_ B
N 134028 Tubg2 26 0,000 Efnfa‘\‘:se fibronectin type lll and laminin G
nfa Snora31 26 0.0035  Tumor protein, translationally controlled 1
nla Tptt 26 0.0035  Tumor protein, translationally controlled 1
NM_001198765 Postn 26 0.0004  Periostin, osteoblast specific factor
NM_025998 Nkain1 25 0.0004  NatK+transporting ATPase interacting 1
NM_007988 Fasn 25 00004 Falty acid synthase
NM_016788 Thk2 25 0.0004  Tyrosine kinase, non-receptor, 2
NM_029761 Dokl 25 0.0004  Docking profein 5
NM_133729 2610018G03RKk 25 0.0004  RIKEN cDNA 2610018503 gene
NM_001145887  Tiaml 25 0.0004  T-cell lymphoma invesion and metastasis 1
NM_025420 Leetm 25 0.0008  Late cornifieid envelope 1M
SplAityanodine receptor domain and S0CS
NM_145134 Spsbd 25 00004 containin 04
NR_040577 1700123M08Ri 25 0.0004  RIKEN cDNA 1700123108 gene
NM_023047 Dpysls 25 0.0004  Dihydropyrimidinase-fike 5
NM_136152 Ash18 25 00004 Ankyrin repeat and SOCS box-containing 18
NM_008409 Itm2a 25 00004 Integral membrane protein 24
NM_021508 Myoz1 25 00004  Myozenin 1
NM_029568 Mfap4 25 00004  Microfibrillar-assocoated protin 4
NM_026626 Efcab2 25 00011 EF-hand calcium binding domain 2
NM_172784 Lptt 25 00004 CASP8 and FADD-ike apoptosis regulator
NR_110361 Cfar 25 00004 ;?;nll:ii:ﬁtyhpopratﬂn receptor-related
NM_001291104  Fgftt 25 00004 Fioroblast growth factor 11
NM_027756 Mfap31 25 00004 Microfibrllar-assocoated protein 3-ike
NM_001111145 Gm514 25 0.0004  Gene model 514, (NCBI)
NM_009469 Ulkt 25 00212 Unc-51 like kinase 1 (C.elegans)
NM_026956 Cd2091 25 0.0004  CD20%f antigen
NM_019718 Ad3 25 00004  ADP-ribosylation faclor-like 3
NM_026617 Tmbimé 24 00092 Dopa decarhoxylase
Transmembrane BAX inhibitor motif
NM_016672 Dde 24 00004 i o4
NM_172899 Drkn 24 00004  Demokine
NM_019563 Citedd 24 00004 Gu/Asp-rich carboxy-terminal domain, 4
Chp/p300-interacting transactivator, with
Ni_013803 Cast 2 00e Calcium-sensing receptor
V-mafmusculoaponeurotic fibrosarcoma
N 164250 Hefa % 00004 oncogene family. protein A (awan)
Vesicle-associated membrane protein,
NM_013933 Vapa 24 00004 it peincy
NM_025384 Dnaje15 24 00287 Dnal (hsp40) homolog, subfamily C, member
NM_009873 Cdkb 24 0.0004 Cycin-dependent kinase §
NR_030764 270009700Rk 24 00021 RIKEN cDNA 2700097009 gene
goood
y + Solute carrier family 7 (cationic amino acid
NIV_017394 Sle7at0 24 0032 transorker, y+ syslem), member 10
NM_001271758  Wntdb 24 00393 Wingless-related MMTV integration site 58
NW_011035 Pak 24 0.0004 P21 (CDKN1A)-activated kinase 1
NM_058212 Dpf3 24 00014 D4 zinc and double PHD fingers family 3
NN_008832 Phkal 24 0.0004  Phosphorylese kinase alpha 1
N_008551 Mepkapk2 21 0.0004  MAP kinase-activated protein kinase 2
NM_013712 ligb1bp2 24 0.0004  Integrin beta 1 binding protein 2
NM_016673 Cntfr 24 0.0004  Ciliary neurotrophic factor receptor
NM_021566 Joh2 24 0.0004  Junctophilin 2
y c ATPase, Na+K+ transporting, beta 2
NIV_013415 Atplo2 24 0.0004 polpepice
NW_133687 Cxxeh 21 0.0004  CXXCfinger 5
Dual adaplor for phosphotyrosine and 3-
NV_011932 Dapp1 20 0.0004 phosohonositides 1
NM 153554 Aldhta2 20 0.0004 ﬁlwdehyde denydrogenase 18 family. member
NM_001290761  Nnmralt 20 0.0004  NrrA-ike family domain containing 1
NI_146030 Pleckstrin homology domain containing,
Plekhh3 20 0.0004  family H
NI_025823 (with MyTH4 domain) member 3
Peyox 20 0.0004  Prenyleysteine oxidase 1
Ni_176920 Lrtm1 20 0.0004  Leucine-fich repeats end transmembrane
domains 1
NM_001013833  Prikg1 20 0.0004  Protein kinase, cGMP-dependent, type 1
NM_019735 Apip 20 0.0004  APAF1 interacting protein
NW_011734 Siac 20 0.0004  Sialic ecid acetylesterase
NN_009022 Alchia2 20 00004 ﬁlzdehyde denydrogenase family 1, subfamily
Niv_008524 Lum 20 0.0004  Lumicen
NIM_001198790  Ak1 20 00216 Adenylate kinzse 1
NM_178401 Rampf 20 0.0004  Receptor (celcitonin) activity modifying
protein 1
NW_172752 Sorbs? 20 0.0004 gﬁl‘ninhar;c SH%(;omain c@rlw‘tair;mgIZ
ospholipase A2, grou lalelet-
NLOITS  PlagT 20 0 e I
acetylhydrolese, plasma)
NR_027236 AI854703 20 0.0004  Expressed sequence AlB54703
NN_145602 Nergd 20 0.0004  N-myc dovmstream regulated gene 4
NM_011759 Zfpdt 20 0.0004  Zinc finger protein 41
ATP synthase, H+transporting, mitochondrial
NM_007506 AtpSgl 20 0.0004  FOcomplex,
subunit ¢ (subunit 9), isoform 1
NV_019573 Wwox 20 00004  WW doman-containing oxidoreductase
NI_009073 Rom? 20 0.0004  Rod outer segment membrane protein 1
Niv_027289 Nt5dc?2 20 00130 5-nuclectidase domain containing 2
AR-42|Z & 2 TF 77l
NM_025994 Efhd2 20 00004  Ef hend domain containing 2
NN_016868 Hif3a 20 0.0004  Hypoxia inducible factor 3, alpha subunit
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NM_153548
NM_001289762
NM134078
NM_010357
NM_177073
NM_001033131
NM_175645
NM_007742
NR 040577
NM_016785
NM_001013771
NM_021717
NM_001012£50
NM_172600
NM_145523
NM_017378
NM_153801
NM_027865
NM_177698
NMZ010924
NM078479

NM_001285849
NM_028132
NM_172527
NM_026732
NIM_194060
NR 024619
NM_021355
NM_011773

NM_145188

NM_008571
NM_013645
NM_001076681
NM_172258
NR_040577
NM_012048
NM_001168476
NM_172622
NM_017382
NIM_008603
NIM_054083

NM_007590
NM_001168471
NM_080858

NM_198414
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NM_029936

NM_133769
NM_153546

NM_173431
NIM_138253
NM_010264
NM_001127725
NM_182630
NM_011331
NM_207278
NM_177039
NM_178829
NM_178608
NM_001252465
NM_028639
NM_013491

NM_025474
NM_008305

NM_009233
NM_019573
NM_025358
NM_011923
NM_026728
NM_177471
NIM_001291262
NM_009396
NIM_001007578
NM_133804
NM_011436
NIM_001164225
NIM_001007583
NM_133903
NIM_001243009
NM_025343
NM_0I0272
NM_026219
NM_001039362
NM_146188

o

Mboat!
Rarb
Adk
Gstad
Relt
Krtdap
Kyt
Collat
1700123108Rik
Tpmt
Gmar3
Nrip2

Ankrdo
6720456H20Rik

Nl

Foxob
2610001J05RiK
Fmod

n?

Ketd1s

Mept2

Pvalb
1810012P15Rik
Myleb
1700123108Rik
Pok

Tte23

Megft1

Rab1ta

Mmp15

Prpla3

Calm3
Dynl2
Asbl4

Paord

guo

Ddx10
Oyfip2
Ivboatt
Rogripl
B2
Nr6at
Sect4ls
Plethab
Cel12
Tigdd
A530016L24Rik
Kazald!
Recpt
Piprs
Tie?
Clent
Irps14
Hspg2
Xreoh
Wwox
Ndufad
Angpti2
Echdc2
CedeB9
Tmdsf1
Tnfaip2
Arnoxt
Tmem132a
Sorl1
Fox116
Bestd
Spon2
Colba3
Rmnd1
Gof1
Ugerb
Ankrd37
Ketd1d
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0.0008

0.0004
0.0004

0.0032
0.0107
0.0420
0.0004
0.0004
00116
0.0004
0.0004
0.0004
0.0004
0.0004
0.0004
0.0004

0.0004
0.0004

0,033
00314
0.0004
0.0004
0,004
0.0004
0.0004
0.0004
0.0004
0.0004
0.0004
0.0004
0.0004
00004
0.0004
0.0200
0.0004
0.0008
0.0004
0.0004

Membrane bound O-acyltransferase domain
containing 1

Refinoic acid receptor, beta

Adenosine kinase

Glutathione S-trensferase, alpha 4

RELT tumor necrosis factor receptor
Keratinocyle differentiation associated protein
Xylosyltransferase 1

(bl\a%en type 1, alpha 1

RIKEN cDNA 1700123008 gene

Thiopurine methyltransferase

Gene model 873, (NCBI)

Nuclear raceptor interacion profein 2
A1kérm repeat domain 6

RIKEN cDNA 6720456H20 gene

Grancalcin

Prolocadherin 12

nia

Transmembrane protein 25 .
Pleckstrin and Sec7 domain containing 3
Nicotinamide N-methyfransferase
Mtochondrial ribosornal protein S21
Wgestm &nd acipoQ receptor family member
Phosphoglucomutase 2

Nudix (nuckoside diphosphate inked moiety
X)type motif 15

Mitochondrial ribosomal protein L 14
Forkhead box 08

RIKEN cDNA 2610001405 gene
Fibromocuin

Zona pellucida giycoprotein 2

Potassium channel tetramerisation demain
containing 15

Iast cell protease 2

Parvalbumin

RIKEN cDNA 1810012P15 gene

Myosin, light polypeptide 6B

RIKEN ¢DNA 1700123M08 gene
Polymerase (DNA directed), kappa
Tetratricopepie repeat domain 23
Multiple EGF-lke-domains 11

RAB11a, member RAS oncogane family
Watrix metallopeptidase 15

Patatin-fike phosoholipase domain containing

Calmodulin 3

Dynein light chain LC8-type 2

Ankyrin repeat and SOCS box-containing

protein 14

Progestin and adipoQ receptor family member X

DEAD (Asp-Glu-Ala-Asp) box polypeptide:
10

Cytoplasmic FMR1 interacting protein 2
Iembrane bound O-acyltranslerase domain
contaning 1

Rpgript-ike

Elongation factor RNA polymerase Il 2
Nuclear receptor subfamily 6, group A,
member 1

SEC14-ike 5 (8. cerevisiae)

Pleckstin fomology domain containing
family A member 6

Cherokine (C-C moif) igand 12

Tigger fransposable element derived 4
RIKEN cDNAA530016L.24 gene

Kazal-ype serine peptidase inhibitor domain
1

Receptor accessory protein 1
Protein tyrosine phosphatase, recsptor type, S

Tetratricopepiice repeat domain 7
Chioride channel 1

Mitochendnal ribosomal protein $14
Perlecan (heparan sulfate proteoglycan 2)
X-ray repair complementing defective repair
n Chinese hamster cells &

WW domain-centaining oxidoreductase
NADH dehydrogenase (ubiquinone) 1 alpha
subcomplex, 9

Angiopoietin-ike 2

Enyl Coenzyme A hydratase domain
contaiing 2 o

Colled-coil domain containing 59
Transmembrane 6 superfamily member 1
Tumor necrosis facter, alpha-incuced orotein

2

Armadillo repeat contaning, X-linked 6
Transmambrane profein 1324
Sorilinfelated receptor, LDLR class A
repeats-contairing

F-box and leucine-rich repeat protein 16
Bestrophin 3

Spondin 2, extracellular matnx protein
Collagen, type VI, alpha 3

Required for meiotic nuclear division 1

f

normolog ($. cerevisiag)

Growth dherent\at\on factor 11
Ubiquinol-cytochrome ceductase binding
protein .

Ankynin repeat domain 37
Potassium channel tetramerisation domain
cantaning 15



gbooooan

NM_012065 Pdefg

NIM_023476 Tinag!1
NI_001042685  Thelel?
NI_007695 Chi3t1

NM_026877 Aspsert
NI _138677 Edem?
NM_026220 Miapla
NM_001033411  Gm826
NM_153075 Catsper2
NM_001163704  Fbxob

NM 001162465 Dinb
NM_011690 Vars

NMZQ01081349  Sletdal
NI_133765 Fbxo31
NI_029008 4833403115Rik

NIM_001286498  Tex264
NM_(01289817  Rora

NM_010220 Fkbpd
NM_011724 Xip!
NI_001145858  Shdbp2

NM_001037129  Musk
NIM_025341
NM_010173 Fah
NI_007923 Elk4

NM_153133 Nudt18
NI_016684 Zscant2
NM 001291014 Zkscant?
NM_016972 Skc7a8
NM_057172 Fubp1

NI_022882 Lpin2
NI_011663 Zrsrt
NM_016895 ap3k14
NI_138950 Wegt

NR_104298 Cnf3
NM_015661 Ahey

NM_010757 dafk

NI_021897 Trpo3inp1

ugboodogodado

NM_025635 Zint
NI1_009464 Uco3

NI_026853 Aot

NM 001280727 AvidSa
NM_183270 Chehds
NIM_153065 Ddv27
NR_027965 2310061J03Rk

NV_133218 Zfp704
Ni_008694 Ngp

NM 001272031 Aref
Ni1_001164360  Trmtt

NR_028142 Pnota2
NM_023248 Shds
NI _027460 $k25a33
N _025706 Thelds
NI_175456 Abra

NI 019930 Ranbpd
NM_025324 Zfph24

NM_177325 Tert
NM_ 001290668 Synj2
NR_033450 Serpinadh

NI _199469 Nptocd

NM_026674 Apnle
NIM_010234 Fos
NIM_010908 Nfkbib

NR_045702 AW549542
Ni_011377 Sim2
NIi1_009349 Inmt

NI_026545 Psmdg
NI_009272 Srm
NR_104580 SleBat
NM_001146707  Nap1t
NI_008871 Serpine’

22
22
22
22
22

22
22

0.0004
0.0004

0.0004
0.0050
0.0004

0.0004

0.0135
0.0004
0.0004

0.0024
0.0004

0.0004

0.0004

0.0004
0.0004
0.0004
0.0004
0.0004

0.0004
0.0004
0.0316

0.0004

0.0004
0.0004
0.0004
0.0004

00004
0.000¢

0.0004
0.0004
0.0004

0.0004
0.0004

Phosphodiesterase 6G, cGMP-specific, rod,
gemma

nfa

TBC1 domain family, member 17

Chifinase 3-lke 1

Abveolar sot part sarcoma chromosome
region, candidate 1 (human)

like:

Mrofibrillar-assoc:ated protein 1A
Gene model 826. (NCBI)

Cation channel sperm associated 2
Fhox EroTein 6

Dystrobrevin, beta

Valy1-RNA synthetase

Solute carrier fam\\y 43 member 1
F-box pretein 31
R\KEr\rcDNA 4833403115 gene

Testis expressed gene 264

RAR-related urphaw Teceptor alpha

FK&06 binding protein 5

Xin actn-binding repeat containing 1
SH3-domain binding proten 2

luscle, skeletal receptor tyrosine kinase
Abhydidase domain containing 6
Fumarylacetoacetate hydrolase;

ELK4, member of ETS oncogeng family
Nudix (nucleoside diphosphate inked moiety
Xitype motif 18

Zing finger and SCAN domain containing 12
Zinc finger with KRAB and SCAN domains 17
Solute carrier family 7 (catonic amino acid
transgomr, y+system),

member §

;arupstreem element (FUSE) binding protein

Lipin 2

Zinc finger (CCCH type), RNA binding motif
and serma/argmme

rich 11

itogen-activated protein kinase kinase
inase

WD repeat domain 81

Guaning, nucleofide binding protein-like 3
(nucleolar)

S-adenosy 1homocysteine hydrolase
V-maf musculoaponeurofic fibrosarcoma
oncogene famiy,

profein K (avian)

Transformation related protein 53 induchble
nuclear protein 1

reprolysin type) with

%hrgmb%sp%\r% type 1 motif, 4

ZW10 inferactor

Uncoupling protein 3 (mitochondral, proton
canier,

Ankyrin repeat and SOCS box-containing
protein 11

AT rich interactive domain 5A %MH like)
Coiled-coilhelix-coiled-coll-helix domain
containing 8

E);AD (Asp-Glu-Aia-Asp) box polypeptide

RIKEN cDNA 2310061J03 gene

Zing finger protein 704

Neutrophilic granule protein

Armedillo repeat gene deleted in velo-cardio-
facial syndrome

TRM1 RNA methyltransferase 1 homolog (S.
ceravisiae)

;’aralm-\ike phospholipase domain containing

Shwachman-Bodian-Diamond syndrome

hormolog (human)

Soluts carrier family 25, member 33

TBC1 domain famly, member 15

Actin-binding Rho activating protein

RAN binding proiem 9

Zincfi nger protein 524

TSR, 208 rRNA accumulation, homolog

(yeast

gynaptoJamn 2 s nhbor e
erine (or cystaine) peplidase inhibitor, cla

A mem&)er %H Jpep

Nuclear protein locaization 4 homolog (S.

cerevisiae)

Anterior pharynx defective 1c homolog (C,

elegens)

FB? osteosarcoma oncogene

Nuclear factor of kappa light chain gene

enhancer in B-cells nhibifor, beta

Expressed sequence AW549542

Single-minded homolog 2 (Drosophila)

Inolethylamine N-methylransferase

Preteasome (] Xrosome macropain) 268

subunit, non-ATPase, 8

Spermidine synthase

Soluts carrier family 8 (sodium/calcium

exchanger), member 1

Nucleosome assembly protein 1-like 1

Serine (or cysteine) peptidase inhibitor, clade

ER 1egradation ennancer, mannosidase alpha-
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Ni1_009025 Rasa3
NId_133895 Sic15ad
Nid_053008 Lmod?
Ni_052994 Spock?
NI4_176968 Ntdde1

NM_027493 Act8

NM_001111099  Cdknta
NMCO01256042  Hefd
NIL0I0I00 Edar

NM_007746 Map3ké
NM_023¢13 Em1

NM_001199733  Daxx
NIM007570 Btg2

NM019822 Adrm1
NIM_029415 S1c10a6
NIM_001081044  Mytk2
NM_175133 110038D17Rik
NIM029083 Ddit4

NIM_027560 Arrdc2

NM_026614 Anagc\ﬁ

NR 04498 4933406C10Rik

NM_008407 [th3

NM_010813 Wnt

NM_026483 phosph10

NM_001C81044  Myk?

NM 001290727 Aridda

NMC010115 Kk 126

NM_015818 Hsfst1

NM_ 015787 Hisithte

NM_023422 His:thZoe

NM_177362 2771

NN 172713 Sclad1

NI_007582 Cacngt

NM_020033 Ankrd2

NM_01 1874 Psmed

NM 172845 Adamtsd
gogoooood

NIi1_009963 Cry2
NI1001081185  Flne
NIi4_009238 Soxd

NIid_172546 Crksr3
NI1_008951 Pemd4
Niv_146251 Pnola7

NI1_010321 Gnmt
NIM_001012322  Scir
NI_178646 Tigdd

NIM_021462 Mknk2
NI_133753 Enfi1
Ni¥_145604 D230025D 16Rik
NI_017407 Spagd
N_001159367  Pert
N_178045 Rassf4
NIM_001135152  Slc3%ald
Ni_011227 Rab20
NIL_011752 71259
NI_019873 Fkbp1
NI_027154 Trbim1
NI_007970 Ezh1
NIL_001289716  Bel211
NI_008655 Gadd45b
NI_175164 Athgap26
NM_001033335  Serpinadf
Niv_009251 Serpinadg

NI10011658%4 Akt
NI_011728 Ypa
NIi1_028133 Egin3

NIL0B0575  Aosst
NHOIO482  Panet
NHOOTES  Ad
NILOH0083  Acee
WO Foof
NAO26%  Tepyl2
NV001161627  Trem 16
NI013560  Heob
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0.0021
0.0004
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0.0004
0.0062

0.0004
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0.0004
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0.0004

0.0004
0.0004

0.0004
0.0004

0.0004
0.0004

0.0004
0.0004

0.0004
0.0004
0.0004
0.0004

0.0004
0.0004
0.0004
0.0049

0.0004

0.0004
0.0004
0.0004
0.0004

0.0004

0.0004
0.000¢
0.000¢
0.0082

0.000¢

0.0301

0.0004
0.0004
0.0004

0.0004

0.0004
0.0004
0.0004
0.0004

0.0384

0.0384
0.0004
0.0004
0.0004
0.0004
0.0004
0.0004

0.028¢
0.0004
0.0004
0.0004
0.0004

RAS p21 protein activator 3

Solute carrier family 15, member 4
Leiomodin 2 {cardiac)

Sparclosteonectin,cvicy and kazallike

domans Erotecg\ycan 2

5-nucleotidase domain containing 1

ARP8 actin-related protein 8 homolag (8.

cerevisiae)

Cyclin-dependent kinase inhibitor 14 (P21)

Heat shock transeription factor 4

Ectodysplasin-A receptor

ltogen acfivated protein kinase kinase

cinase 8

Endoi)\asm\c retivulum (ER) to nucleus

signaling 1

Death domain-assocated protein 6

B-celltranslocation gene 2, anti-profferative

Adhesion regulating molecule 1

Solute carer family 10 (sodum/bile acid

cotransparter family)

member 6

dyosin, light polypeptide kinase 2, skeletal

musck

RIKEN cDNA 1110036D17 gene
DNA-damase-inducible ranscnf 4
Ribonuclease/angiogenin inhibitor 1
Negafive regulator of ubiquifn-fie profeins 1
L\rrestm domain containing 2

RIKEN cDNA 4933406C10 %ene
Inter-alpha frypsin inhibitor, heavy chain 3
vax bining protein
fil-phase phosphoprotein 1
nucleolar nibenucleoprotein)
Myos@ light oolypeptide kinase 2, skeletal

muscl
AT rich Interactive domain 5A gmm ike)
Kallkrein 1-related Sept\dase 26
Heparan sulfat e 6-0-sulfotransferass 1
Histone cluster 1
Histone cluster 1, HZbe
Zinc finger protein 771
SDA 1 domain containing 1
Caleium channel, voltage-dependent, gamma
subunit 1
L\nkyr;g repeat domain 2 (stretch responsive

0(U3 small

Proteasome (prosome macropain) 263
subunit, ATPase,4

Adistintegrin-ike and metallopeptidass

E, member 1

Cryplochrome 2 (photolyase-lke)

Filamin C, gamma (actin binding protein 280}
SRY-hox contgining gene 4

Cnksr family member 3
Proteasome(prosome, mecropain) 268
subunit, non-ATPsae 4

Pafatin-like phospholipase domain containing 7
Glycine N-methyltransferase

Secretin receptor

Tigger transposable element derived 5

AP kinass-interacting serinefthreonine
kinase 2

ERBB receptor feedback inhibitor 1

RIKEN cDNA D230025D16 gene

Sperm associzted antigen 5

Period homolog 1 (Crosophila)

Ras associafion (RalCDS/AF-6) domain
family 4

Solute carrier family 39 (zinc ransporter)
memoer 14

RAB20, member RAS oncogene family

Zing finger protein 25¢

FK506 binding protein-lke

Transmembrane BAX inhioitor motif
containing 1

Enhencer of zeste homolog 1 (Drosophila)
Bol2-fike 1

Growth arrest and DNA-damage-inducible 45 beta
Rho GTPase acfvating protein 26

Serine (orc%ste\ne) peptidase inhibitor, clade
A, member 3F

Serine (or cysteine) peplidacse inhibitor, clade
A, member 3G

Thymoma viral proto-oncogene 1

Xeroderma pigmentosum, complementation

goup A

EGL nine homolog 3 (C elegans)

Acyl-CoA synthetase short-chain family
memmoer 1

Pannexin 1

Angiotensinagen (serpin peptidase inhibitor,
clade A, member 8)

Acyl-Coenzyme A binding domain containing 7
Forkhead box 01

TSPY-lke 2

Transmembrane protein 116

Heat shock protein 1
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ooooooodd gooooogodd
Ni1_001081212  Irs2 25 00004 Insuli tor substrete 2 e
i Is 25 I Insulin receptor substrete 2 CCAA Tlenhancer bindi tein (G/EBP
NWCO25525  Rfifda2 25 0008 Rignger ol 11342 NMOOT679  Cebpd 29 oo SSTlnhancerbindng prosin (GESP)
NI_008416 Junb 25 00004 dun-Boncogene ' NI_020561 Angpttd 30 00004  Angiopoietin-fie 4
NI_011969 Pemal 25 00004 Plrogeiwmé {orosoma, macropain) subunit, NI 025346 Fbxo32 30 00004 F-box protein 32
apnatype / N NM_028770 Krtd0 -30 00004  Keratn 80
NLLODIOD1446  Cypoté 25 0008 %‘meh;gg”:ﬂm family 2, subfamily ¢ NILODIB0G4  Gaa W0 Gl
wooe e 2 o K el Rl - =
027 Rik 25 I 3 ene " K bt o e
WROZ8S  BBUH 25 000 Epreseed sequence BBILSGE I Ok a1 oot e o ey e
. Witogen-activated protein kinase kinase _uoolo L =N CUNA ene
NI_016693 Map36 -26 00004 insse N _181393 Itpke 31 00004 {/nos;tfo\ 1‘4‘5-‘msohosphatef3t;k|naseC
Ni_026538 Dax56 -28 0.0004  DEAD (Asp-Glu-Ala-Asp) box polyoepice 56 NM_010755 Maff 31 00004 V-marmuscu loaponeuratic flbrosercoma
MOt te O Sierbeibdonl P b
i -2 I clor synt . 5
WOTRE e 2000 e e mgg;ﬁ;g E‘f‘:f:p' :; ggggz bningpce
P Solute carrier family 6 (neurctransmitter X o E estin domain containing 5
NHL_133651  Siat LI et A oo NM_777%  Kihids 32 008 na
Ni_025404 Artde -28 00004 ADP-ribosylation factor-like 4D NM_001282008  Tektt -32 00004  Tektin 1
NI 026636 Gadtl 26 00004 Glutamate decarborylase-lie 1 Ni_008252 Hmgb2 32 00004  High mobilty group box 2
Nﬁ%g%%%q 253%026P05Rik %g 83%22 é\KEN cD‘l‘\lA 9530026P05 gene NM_201610 Neil2 -32 0.0004 ge\lAh/kEZ(E coli) oo and SOCS
i ¥ I ynapsin y k olAfyanodine receptor domain zn
NHDI932  Tmend? 37 0004 Trarsmentrene prtein 37 NL02905 Spebt 32 0000y ontiring
Ni_018737 Cps2 27 00393 Cyticin 5'triphosphate synthase 2 NIM_025427 1190002H23Rk ~ -33 00004  RIKEN cDNA 1190002H23 gene
NM_009687 Ampd3 27 00004  AMP deaminase 3 NIM 001081219 Nyola -33 00449 Nyosin 1A
NI 00033302 Gm129 27 00014 Gene model 129, (NCBI) NM_009117 Saal -33 00004 Serum amyloid A 1
Ni_020774 T 27 0.0004  Tubulin tyrosine ligass-like family, member 11 NIM_001287385 Gk -33 00004  Glucokinase
Ni.001081005  1500012F01RK 27 0.0004  RIKEN ¢cDNA 1500012F01 gene NIM_008244 Hos -33 00004  HGF-regulated tyrosine kinase substrate
Ni_001081432  Pprg 27 00174 Protein tyrosine phosphatase, receptor type, Q NM_021542 Kenkd -33 00004 Potassium channel, subfamily k. member 5
Ni_001282071  Sitpb 27 00008  Surfactant associated protein B . COX 19 cyiochrorre ¢ oxidase assermbly
NMO30210  Aacs 27 00004 AceloacelyhCoh synhetase NML17980  Cox®9 33 D000 potnciog (S, cerevisce)
Ni1_183257 Hamp2 27 00004 Hepcidin antimicrobia pepfice 2 NIM_007918 Eifdchp1 -33 00004  Eukaryotic translaton initiation factor 4E
NM_00164075 Tt 28 0.0004 TG interacting factor 1 NIM_145980 8430408G22RKk  -33 00004  RIKEN cDNA 8430406622 gene
NiA_178909 492 28 0.0004 VéID repeat dong)a\tny 92 S NM 033596 Histehd -34 00004 Histone cluster 2, H4
" amme-aminobutyric ci NM_"45186 War62 -34 00004 WD repeat domain 62
WADR0 - Gaarp' 28 000 e aonidadpoteinlfe | NMOS3M0  Gonmb 34 00004 Glycoprotei (tensmembrane) b
NR 024067 Snhgb 28 oooo4  Smallnucieolar RNARost gene (non-protein NM_011314 Saal 34 00004  SerumamyloidA2
s ' X coding)6 NM_001291058  Cd68 -34 00004 CDB8 antigen
Ni1 00166394 4931426F04RIk  -2.8 0.0004  RIKEN cDNA 4931428F04 NM 012008 Acott 34 00004  Acy-CoA thioesterase 1
NMLOT2017 Z6p346 28 00004 Zinc finger protein 346 V134188 Acot2 34 00004  Acy-Codthioesterase 2
NM_”‘}%Q Ticam 28 00004 Tolkike receptor acaptor mokecule 1 NM_177093 Lme58 34 00004 Leucine rich repeat containing 58
NI Q0013370 Sen| 28 D004 Sernf NS Nowos 34 00004  Nolybdenum cofeclorsufrase
m—égggg éwt{‘ %g 88583 AéoyI-CoAtmoezterasef Sema domain, seven frombospondin repeats
100905 ex -29 rain expressed gene 5 K e i
NRODIB4TI0  Tich2 29 0004 Trarseriplon facor Dp 2 NALQOS15¢ Semaa 34 00004 (hpe Tenciype ke, Fansmenrane
NM006720  Npct 29 00004 Niemann Fick type C » V148578 Ofrlo33 34 00004  Offactory receptor 1033
NHLO0S%2  Serina®n 29 opuy  See orojslinelpepiacs nibor cece MOS0 T7000fHIORK 34 00176 RIKENCDNATTOCOTHO3
A, member °N NIM_013468 Ankrd1 -38 00004 Ankyrin repeat domain 1 (cardiac muscee)
Ni_144536 Cakatt 29 00004 CDKS regulatory subunit associated protein NIM_029774 THiM 38 00198 Tubuin tyrosine igase-lice family, member 11
goooogoodd
NP _010559 [16ra -36 0.0004  Interleukin € receptor, apha
NRM_010559 [16ra -36 0.0004  Interleukin 6 receptor, alpha
NMLOOT35152  Sicktatd 37 oo Souecaerfamly 3 e anporer
NM_146578 01033 -38 00329 Offactory receptor 1033
ATPase, aminophospholipid fransporter-ike,
NM_015803 Atpba2 -38 0.0470 cless 1, e 84, member 2
NM_018701 Clonkb 38 0.0004  Chloride channel Kb
NI _144821 Al3173% -39 00004  Expressed sequence A1317395
NM_ 001039048 Trm63 -39 0.0004  Triparite motii-containing 63
NM_181390 Mustn1 -39 0.0004  Musculoskeletal, embryonic nuclear protein 1
NM_011315 Saal 40 00004 Serum amybid A3
NM_203492 Wrgprg 40 00004  MAS-related GPR, member G
NM_177028 533043710k 41 0.0004  RIKEN cDNA 5330437102 gene
NM_023065 [fi30 4.1 0.0004  Interferon gamma inducible pretein 30
NM_001081219  Myola 41 0.0004  Myosin 1A )
NMLOOIOS1047  Cnkrt 41 0.0004 (R‘ggqecmrenhancer of kinase suppressor of
NM_008796 Petp -4 0.0085  Phosphatidylcholine transfer protein
NM_010100 Edar 42 00340 Eclodysplasin-A receptor

NM_001256489  9030624G23Rk 4.2 0.0004  RIKEN cDNA 8030624623 gene
NR_030738 2410006H16Rk 4.2 0.0004  RIKEN cDNA 2410006H16 gene

NM_023557 Slcddad 43 0.0004  Solute caier family 44, member 4
NM_011366 Sorbs3 43 0.0004  Sorbin and SH3 domain containing 3
A distinte grin-ike and metallopeptidass
NM_175643 Adamis2 44 0.0004  (reprolysin type) with thrombospondin type 1
motif, 2
NM_007873 Doc2h 47 0.0004  Double C2, beta
NM_175681 Gp2r 47 0.0004  Glucagon-like peptide 2 receptor
NM_008630 M2 48 0.0004  Metallothionein 2
NM_008491 Len2 49 0.0004 Lj

Lipocelin 2
NM_177028 5330437102RKk 4.9 0.0004  RIKEN cDNA 533043702 gene

NM_007873 o 54 0.0004  Double C2. beta

NR_038071 CT30036E19Rk  -52  0.0004  RIKEN cDNA C730036E19 gene
NM_013602 Mt 52 00004  Metallothionein 1

NM_027211 Anxal3 54 00008  Amexin A13

NM_011104 Prkce 70 0.0004  Protein kinase C, epsilcn
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