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a
Tk, B odyol 4] 7|E= DNA HE Fdsy] e 2e%k 94 948 ¥ 4 Utk DNA R V| EE
= 19 WA aldetE oDNA B 28 uFEFE 2 E = (oligonucl LS
i gk Aok, AA, B4 TS
=

= ] S
Ses N EE fElnhRdeHss THE 4

N

il

2

pac

(e

N

e

wd, ¢
L ot Jo
ool

2 e A7) 71EE AAE 9 X8 ¢ A3, AV aHARE YERAERZ 9= 9 PVIF 9, ZFvjd
(polyvinyl) 4] TE: Zg A€ dl(polystyrene) A2 FAH A Z#o|E(Well plate), 2 H &gfol=

=
=282 o] AHEgE = oy, oo AgEE AL ofyr}.
T, B ode] A 71ECA 23 Al qAAl= HA 8-S e B AT abEFeh,
HRP(horseradish peroxidase), 9714 ©<¢14k8d A (alkaline phosphatase), ZFZo]= =Z(coloid gold),
FITC(Zg] L-g}o]A-ZF2 2 4¢] ofo]AE] 9 AJol|o]E) RITC(ZU}HI-B-o}o] AE] @ AJoly|o]E) F9] F&EA
(fluorescein) ¥ MA(dye) 5 FAAZL AHEE F Ao, ol Ay = AL ofr},
Tk, B Aol ] 7EoA HAlS fEshy] fgk @Al jde Al wbg-s s XA A ot AMESHE

Aol migAss ) TMB(3,3",5,5'-ElEted HAd), ABTS[2,2'-o}A]=-H| = (3-c el ZEobE--6-HELH) ],

OPD(o-#ddlttelolrl) & AHEE 4 Qlrt. oju], LA 7]He &% 81(0.1 M NaAc, pH 5.5)° &3l¥ “E)
2 AFHE FHol U nigAsth, MBS 72 Ay AL oz A HitAle] TAAZ AL-gE HRPol| 93] &
o] wA JAAAE APk, o A JAA Y 4 AEE SUoR IRIFoIHN 4] v dHHE9
A 755 A&

oo A7) 7|Eoq AFde oald 9% &9 NaCl 2 EQ 202 38t Zlo] vigrashd, 0.02 M <
AF k&89l 0.13 M NaCl, 2 0.05% E9 2002 FAE 9% &N (PBST)o] ¢S ulgrzsict. Az o &l
-A A v T FA-IFA AFA 22 FAE RbSAT vhe AEEHS 2AA A Hrrske 3 U1A 635 Al

& 23
A3k wg WA gl wab Lol(2s04)0] wiRH sl ALgE o,

Eodbgol & g2 E do w2, (1) JRAe AESHH AlgE FHlEkeE Al (2) A7) AESH AR
Bl Al (genomic) DNAS 9= HAl; (3) A7) Als DNACIA GenBank SNP databaseoll A rs56823384¢ el
gdAd 9x9 97 g§9S HEsE 9 2 (3) A7) A DNAYIA] GenBank SNP database rs56823384
A71t+8 A (single nucleotide polymorphism; SNP) $1x19] 947] El]S HAEste ©A, 2 4) A7 A=

=
[eZ]
=
5

i -

0 e N o
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[0059]

[0060]

[0061]

[0062]

[0063]

[0064]

[0065]

[0066]

[0067]

[0068]

7] B o mNE AL AFuret 9ol g oS5 AAske g E 2Eke, A5 28 F dF d5
< A% ArATEHES At

B ANAA A AR 28 F AT A3 5o Wae] AR THReU AVHA e,

shd, 2 dyeoA 7] BYS AEske dAle 9@l QUIAES B4 AAS] f8te SR AL
|5 = Aolgkd Aggle]l AFEE 4 9y, Hu FAIFo=2E= AW/ (sequencing), AF Al (exome
sequencing), "ol ZojHolo] <3t EA 3 (microarray hybridization), WH-FHA Eo]# el PCR(allele

specific PCR), ©olutd] thH-F
34 7)1 (Fluorescence Melting

o e sy & AUk

2} &4 3} 7'M (dynamic allele-specific hybridization, DASH), &% g3l
urve Analysis, FMCA) 2 Tagman 7| o8 o]Fo|x FOoRHE MUxE o

o =

Ir

2 tgo A "SNPE HED 4 e AA"S AV SNPrF YA S 1A gl Ar] SNPE AESskE 87 W
2] 10070¢] A&E AVINEE 2 ZEFEHLHEESE SoldoR FET 4 Qe ZEtolH e AV EH4v
SUQHES SolHor AR ¢ v ZEHEE ou|drt. 7] SNPE Xt ZYFEULHE S35 AL
£5= Zgolns, AA3 ¥y Fo - (A& EW, 9 "UE wEUAE EFEAFHE 4
DNA, RNA Z|™ebA] e G a4 22 T8A) 2 A9t 2% 3hedA] F3-AA] DNA F/d (template-

= 8
T [e)

gholn] EatE dwkHon FYP G EAAE FAH] s v B 2EE daw
ojv] MEL 7] NP 999 & ° =z

=8t AR SE3 R Aol

mm o, =
e
to
o
(1
1o
o
=
o,
X
oz
f
)
il
i)
fo
rlr
£
|
+
oz
N

2 gAAM A "Zejolwgk, #e A 3w A (free 3' hydroxyl group)E VHAE 7] AEE FR
3] =
[e}

]+ (template)?t A7 (base pair)e FHL = il 4 719 HALS A% A AFOR V)5S ks
B MEE gt} Zejolr= A gF8e Bl 2molA FENE(S, DNA Erjgol= = dHAla
2)& A7 AlF B Aold a7k EEleAtelE ER|EAdo]EL] EA] StellA DNA S A AT

o5 Fel o=y WFHL A5 4 glvh. PR 2=, AlA H

_‘1

o T o
SPELA Sebolulo] ol P FAH AL /2R WP 5 AUk,
o] malojujt 3% 2ok o] B (phosphoramidite) LA A A W, wi g 9
4 Q. ol Ak Ade @ e Rob] AW Be

Il
4o A, o7 My n-AFA == wEst, "8, HA S el
3 5 .

=

2 wrgo Al 7] (3) Aol Al rs56823384 $1x9] A7) E}¢lo]l Alo]EAI(Cytosine) 2.2 AZHE AL, A7)
A=V

(4) A A= AFeet 2 F AATsol 3] AR w2 AoR dAdshs Ad & v

wE W, rs76507772, rsb56823384, rs76507772, rs138753053 % rs145397166 20 %
2 ol4e TS Bl BARNHIYONP) F04 FuE FAsE @A
_"I:S

4 1o d¥she wAE TS, AFe 299 AF ASE ARAT Y
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[0069]

[0070]

[0071]

[0072]

[0073]
[0074]

[0075]

[0076]

[0077]

[0078]

[0079]

[0080]

[0081]

[0082]

[0083]

[0084]

[0085]
[0086]

ZIHSd 10-2023-0161736

71 G5 1A, 7] ne, 7] §RAA AR 23gekE S A7IAE (NP Y ARl ) Varie, A
7] AR AroE 23t 1A GAAVIGEAH(SNP) Y] FAAEe wE HEola, AV wie, A7) Vareol -

= JFsXeltt. &, 7] PRSE He AR E 5 (polygenic risk score; PRS) WA 7Fax]7} Fofd
F 29 d A4 (weighted polygenic risk score; wPRS)Ql ALY 4= glt}.

Boukmo) A Ay AR ARE ofEX e E(Apolipoprotein E; APOE), EZF=24YI(Haptoglobin; Hp) o=
O|FfZ FolA AelE o sh o] fFRixte ARE ¢ ¥FsE AA F ATt

B oagol A, A wiE, Hdd A3 Y] WA Gdd7|oEAA (NP Y §3AE ke AARAE £3Ehe
dlolE o] 2o A AEH Zolal, 7] 8k 28 WEshe Y 4
[t 2]
= k log(HR ))
71 FEA 2004, A7) kE, 00] obd ASrela, AV HRE, 7] dadAle] 91| (Hazard ratio)e]th

ol , A7) ke SFolal, A7) A= A7) PRSZF dixzdtedl RlE) =S A
Z ]

o)
-
=0 Ao lE] = 7o)l 2= o
] i A )\___i Sy O}“—‘L_ )\E] T M\:]—

S
gt
o
o
N
N
off
N
o
(o}
o
e}

2o o] Whilel ALgEE AT EA(SNP) FARY] g FHE 5 AL, A7) ne 5 o] 100 ©]3e!
AL 4= ot

ok A A7) AEgE A7) 1218 0] rs10503670-A%1 A9, rsl10503670-G¢1 9o Hlsle] & AY 4
AT,

B oA A AE5E A7) §HAE o] rsh6823384-C81 - rsh6823384-T¢1 Ao HlElY] =L AY S
AT,

ok A A7) AeE A7) 128 o] rs76507772-C81 Q- rs76507772-A%1 9o Hlsle] & AY 4
AT,

B oo A A7) AS5E A7) AR o] rs138753053-A¢1 -, rs138753053-GS1 A 9o HlEle] o AY
S

B agol A A7) HAE4E A7) §HAE 0] rsl145397166-G1 A$-, rs145397166-CQ1 7 9o uHlste] e AY
S

2 oo A, A7) A3 AT 9 F Aol d5E] A% AY 4 Q).

B oabge] & g2 Fd do wEW, rs76507772, rsb6823384, rs76507772, rs138753053 % rsl145397166 0 =
o|Folzl oA MEE o= 2°Vw~ﬁaab»iﬁﬂﬁ A7t (SNP) S22 ARE FAstE
FAE E 37 R JRE 7] F8h] 10 gEstke] A Vel gy WAV S AESteE AR E X
@ﬂ%,ﬂ?%a%@A?ﬂﬂﬂ%ﬂ%Ac%%ﬁt%mkzﬂ@% Al A &= Qi)

Z w; Var,
1
PRS=-"
A71 A 1904, 7] ne, Y] FRAA AR 2FgeE S QVIGE A (NP Y Algela, 4] Varie,
7] §4d2 Arrt zetsle iHA GdA7IUEA (NP 9] FrAAEe w2 Fola, A7) wis, 7] Var;el

F s
AH = ZheAloltt. w3k, 7] PRSE v R A @5 (polygenic risk score; PRS) WA 7FEx|7F H-ol €
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[0087]

[0088]

[0089]

[0090]

[0091]

[0092]

[0093]

[0094]

[0095]

[0096]

[0097]
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A2 A A9 (weighted polygenic risk score; wPRS)S! ALY 4= v},

el HAshs MARSE EelE Aestd ARRAFH 44 AEe HEse HERE Y e
7

20 S gt WEE e ¢ QAL o 7] AAAE 7§ e vk, olsk 54 AAdES =W 4
AlataLl gAgE Aol AAsHAl AR staizr gtk 2evh, ol 2 UHE SAT AA Fejd] i st
Aol ofyn], B wtygo] AbA} 2 Ve e e BE WS, #5E WX AES T E oz ol
olof dth. ¥ WS Amgd QoA wAE A JlEd W@ TANA Aol B B exg 5 4
itk HesE A9 1 4AS A3e Aokt
(43 W]
1 A7 o 54
AT 20161 3URE 20209 697HA AR AL I ET FA5 AT AT dlolE o] 2] A5
23} &9 (subarachnoid hemorrhage; SAH) xS o= 31tt. A7) SAH dlo]glu|o]2o A 1) 184 o]t
o }‘31_ %]_ ]_ 2) Euﬂe _L]-Oﬂi §l_ SAH ;9:]_1]_ 3) GWAS 7ﬂJ+ =i ,_]X] Eﬂ/\EVE_ tﬂ-_SL ;5:].;(]. 4 ) Hlxl— _§‘_ z]_/t
671 4 #AR AAE EFSIGAL, 1) A e FPe R A% SAH 23, 2) GWAS A7t gl &4, 3)
AR A 9 Q1A HANE e 71%"1 EEEe 32, 4) F4 #ETF] A4E 34, 5) QAATVIT HAL
TP F e FAE ALYl B AT 1HAA Y] 2 SE9dse $AE Wk (No. 2016-3
A=)
B

9 2019-06-006), A = 1 JHOZRE AP FoE WdT).

2. 97 =38 9

WA, SAH 3 F GASE AM&3to] Qx| Fofe} #v
(Hp)# 22 &ezl F4d4 97 QA e 44 WolAlE vustith. &gk, GWASel o3 F=¥ 74
FARRE 7o AAFeE d535t7] 98 Tt AR 98 "AFGPRS) BUFE st AAVE
AAL= ko] Mini-mental State Examination(K-MMSE)S AF&3te] MaFHATE. AA= SAH 24 5 67014
So] dFH o FPHom I o) mid Ar|How FIPEG =, MMSE HFTl 27 w¥o]H Q1A 7ol
2 A3k, APOE AHlA|IT, e3: 388T-526C, e4: 388C-526C)> &A GWASS] rs429358 (388T>C) % rs7412
(526C>T) Wolel oz F7tE vk, Hp THHFL A= £ #45 AHE3st E/RE .

HolA 2 ¥, Lo, APOE 2 gEZ=Hl

iy s}

3. HAAY 2L FA

odt!

as

]

AxiomTH Asian Precision Medicine Research Array(APMRA)(Thermo Fisher Scientific, MA, USA)el| 3] 2
o] A% SAH $kxte] @2 gAloA fa#l3 Al DNAS AFE3s9t. 122 ZYolEx AMZd s > 95%9]
ZHolE F3E > 99%0 FIE AL W =EFES EAY. 802,68871¢] SNP F 512,5037H9] SNP7F 4
Z}a & S > 95%, A Uy FA RE > 1%, Sto-uidwl2= H3 P g > 1><107671L 2 4 3
= 4.

i

il
)

ﬂ&
_4_,0

4. a2 A5 A 2 5 v

Eagle v2.4 2 Minimac4d Z2I3& ARg3slo] 7 SNPO] fFAAES ALA @A3}stal 490,038709] SNP7E Q=
153l u/del utiall tiEe] SNP 2 rEbE FAAE ks oiA|skSith. NIH(National Institutes of Health)
National Heart, Lung, and Blood Institute(NHLBI)2] A]91S ¥+ GenomeAsia 100K 2R Eoj A AAI3E o}A]
ofel #¥l F}=x I (GRCh37hgl9) S A&t uAF ZAZHg tiAlE % AWM= Michigan Imputation
Server v1.5.7(https://imputationserver.sph.umich.edu/index.html#!'run/minimac4)olAx FHEAT. ©GdH
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[0098]

[0099]

[0100]

[0101]

[0102]

[0103]

[0104]

[0105]

[0106]

[0107]
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S %33k 292,174,9347) H-9] F 21,494,6487) F-917F SAH 32} 1539l A A A4 R AAZk 0.5 o4
AATt. mpxero g 5 971,37270¢] SNP7}F o] FT GWASIIA EAEow o= £HxE IEF =
F Uy FAA A= > 1%, sto-viIdE3 H3 P gk > 0.001= F4

ol Wi A Fob MEER FAFAT. ASWrs W d RFAA(SD) R JERASITE. STATA A ES]
o] v17.0(Stata Corp., College Station, TX, USA ). S 1539 9] SAH Ak} 2,504 9] 1000-
Aw(IKG) Hx A3, HA 5)S 7|We g g M ojdy 9 FxE Hrlslr] fa =AU, PCA #t2
409 A HEODS)E AHEske] HMEEATE. GNAS 719k CPH 3]9 #4184, A% 9 47k §34 7
IDSE ZAT F F4 7| ¢ AAGANE 7o 2 FAEHAT, F7F GEAS 819 LF +412 APOE tld F
2 2 Hp AP S VI w FEAoH, o= SAH o] F QIAFefel] digh dHx AF Qiolrh. o] T
GWASS] dHlo]ElE= "coxph" 7]EoR FEE R H7IA AZEee] "AE" 74
(https://cran.r-project.org/web/packages/survival/index.html). ®WafEFH A9 3= R H7]HA
v3.6.2(https://cran.r-project.org/web/packages/qgman) 2]  "qgman"¥} FAH®E  Python % R 2IHE
(http://cran.r-project.org/web/packages/qqman) <} LocusZoom vl.302 23 = Aok
(https://locuszoom.org/).

SR, WPRSE S T QAFNE dFet Wl o] AW AE AxHel s ovE AW A%
wre.

GWAS 719+ SARHE 7] = W7FE T, 7F SNPO] wPRS ZHe =1 WEE [RY] ¥ Y SARbe] 4(=
0, 1 =& 27 AHL)E w3te] AT FF wPRS a2 GWA Also] TAIE 718 SNPe] 7t FHdxE S
kel TAHATHD < 5x10 ). EHle] o= 7SS ARIC(ZAY] ZE 24 obg o)z BrlEglh, =
gk tertiles(Tl, W2 £, T2, T AF, 13, =2 9)E AT & 99 217 19 F7F A#4 S "~
Esit.

(2% 23]

1. IRS2 HAA XY dAxA ZTF 3o

LINCO0676-TRS2 % <] (13g34.3 chr13:109882882-110882882; rs76507772 SNP £ 500kb)ellA &84 &3 A9
ol oo} WAF GAH} A AWA ZES Folate] = 1 2 at7] F 20] YJERAQTH. oju, AzEe ok
a3t A%, GAAYe o5 G A1 HEhiY, 7 e 4 A4 BRYS RelFt. PAYeE, w

& 3
eha 915 A7 rs765077729] &9 SNPE dERlaL, thE A B A2 B Es dERITAD, r2):
olH], 0-0.2; =4 0.2-0.4; 3=, 0.4-0.6; 34, 0.6-0.8; W74 0.8-1.

¥x 2
Aaw [fda [9aa [sie #9] P 7h4
5
1 TRS2 13q34  |rs76507772  |110382882 |5 o qo* |Haplotype % % wlolzh Ql@Eyd
' o] 73k X]o—ﬂ;gi/ﬂ (Tagging SNP =
rs76507772), tAIEEIHE  FHA
IRS2 x]ol ¢ X8l AR F o] wFAYo
AT = ool 5o
Az, Al A (Haplotype) 7% 2 o)zt A@B7go] 7e Aoz (Tagging SNP = rs76507772) 9]

e 2
A5, dAABRE A% RS2 2A0l 915kl Aol wAlel JFS F AbsAel ¥ A sk,

2. rs76507772 SNP -4 A& o] & Kaplan-Meier A 3t

SAH & 91X Zofloll A rs76507772 SNPS] &AA8 2}ol= 32135l 7] 913] Kaplan-Meier A& TAL 3eldle], ©
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[0108]

[0109]

[0110]

[0111]

[0112]

[0113]

[0114]

[0115]
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29} ol UEhiglth, FAMeRE 9957 ve 59 A% #9482 0 a7 Azss
o Eniga, oF #4432 /7 849 ; 3
e gt B e

Ll
o[-
=
(o
B o,
fiu)
=
yo
£

q
e Aol

T A%, % 20 et AR, rs76507772 S\P7F o8 £ARE e A A, BRe] AFE W AL
shels1od ey,

PDCD6IP—LOC101928135, LINCO0499, CASC15 % LPL-SLC18A1 4709 FAxx2 + 500kbe] A9 AR Z2FS
Aslafel %3, %4, 5, % 6% Al o dERA o, A g8 A 218, qige

AXx7}3
[ | i
a2t EL7] Ueblie, 7 A2 ol dd B9 e Holeu TAMoR, Hep 9% A 7 A
OU 39 S\NPE vER AL, v e P AE 29 9E HERITHLD, r2): dlelv], 0-0.25 =4, 0.2-0.4;
b4, 0.4-0.6; T2, 0.6-0.8; WHA, 0.8-1.
x 3
Adw | Ak B A SNP 2+ P &t 7
o)
2 LINCO0499  |4q28.3  |rs56823384 |139255670 |, o 15"  |ncRNA site
3 IRS2 13434 rs76507772 | 110382882 35%10" |Haplotype -3 % Wiolzt 3z
' o] ot Ao (Tagging
SNP = rs76507772), ©iAbE gk
2 RS2 Aol 1A18ke] Q1)
Fell T FgFs = 7hedol
s
4 PDCD6IP,  |3p22.3  |rs138753053 | 33961435 3 ux10” |9l Al Adl 99k
L0C10192813 ’ (Hazard ratio, R)7} 74 =&
5 site (HR=28.33)
5 CASC15 6p22.3  |rs145397166 | 22067476 Lrx1o®  |TAAR AR Ee] w2 99

o Ay, A §ARFY AYGeA] rs138753053(PDCDEIP-LOC101928135),  rs56823384(LINCO0499),
rs145397166(CASC15) 2 rs10503670(LPL-SLC18A1) ] SNPo|A] SAH 3 QIx|Zofl whAle] d3FS 2 7psAdo] =&
e EelssiTt.

4. wPRS E o] tidk AUROC ¥ Kaplan-Meier A& 344 2

L
s

s

AFteh &9 (M)
HAUROC) o2 3

it

F o Aol (Dol e A A 99 FEOPRS) Rl Bid S 2E 3
% FQshe] % 7o) iRt o714, Wxba A W FFA AL wPRS % A m

ok

o] FIrE 77t AYH(TY, Z3F Ad(12) 2 2AA(13) 25 2L ez ASdsdn. E3
Kaplan-Meier A& 42 2 7|7+ B¢t 3709 vdfHdA 98 a2FS 7oz 3 x| gl AE &S
golsle] & 8 @ 8l7] & 4] YERAATE. T3, APOE €3/¢3, APOE ¢4 B2}, FEZEW 2-1, FEFZR

2-2% Zte ATl &8 5&1}94 7V Z2HA A9 H4 Bds 7oz 3 Q1A &4 §l& Kaplan-Meier
AZE ZHASE £ 9, £10, £ 11, £ 12, 5, %6 7 2 F 8o YESTE. A7IA, A= A Gl 9

5 o Cl& 21237k, AUROCE ROC o} 949S, AAA
g& vellE Aol

i‘-lil

)

H(T12), =5(T3) 392 A=A

=
K3
24 4Ae FARE, WA 24e 19)

#Z 4
ALl subjects | 9144l IR E I EEE P gt ARC AR [Solw
=d (n=65) (n=88) (95% C1)
T1: < 1.06 26 75 Reference
(40.0%) (85.2%)

_15_




ZIHSd 10-2023-0161736

_16_

T2: 1.06-2.12 |16 (24.6%) 9 5.81 4'4><10-7 0.6 0.852
(10.2%) (2.93-11.48)
T3: 2.12 < 23 (35.4%) 6 18.22 2'1><10-16 0.739 0.354 0.955
(4.6%) (9.12-36.41)
5
[0116] APOE ¢3/¢3 Q12 o] H]| Q1] 7ol A3 E P % AUROC N7 Eolx
=24 (n=40) (n=62) (95% CI)
T1: < 1.06 12 55 Reference
(30.0) (88.7)
T2: 1.06-2.12 |10 (25.0) |3 12.67 3.6><1077 0.7 0.887
(4.8) (4.77-33.70)
T3: 2.12 < 18 (45.0) |4 26.32 4.5><10*11 0.796 0.45 0.936
(6.5) (9.95-69.67)
Z6
[0117] APOE €4 carrier |<Q1A]7 el H] 21 %] Zof] A5 P 7k AUROC i Eol
—— (n=18) (n=15) (95% CI)
T1: < 1.06 12 12 Reference
(66.6) (80.0)
T2: 1.06-2.12 3 13 1.50 0.55 0.333 0.8
(16.7) (20.0) (0.39-5.75)
T3: 2.12 < 3 0 18.02 0.002 0.583 0.167 1
(16.7) (0.0) (3.03-107.33)
x 7
Hp2-1 % Al [ [dAdE Pt SO
(n=18) (n=39) (95% CI)
T1: < 1.06 6 34 Reference
(33.3) (87.2)
T2: 1.06-2.12 6 3 6.36 0.007 0.667 0.872
(33.3) (7.7) (1.63-24.60)
T3: 2.12 < 6 2 44 .59 6.1><1076 0.333 0.949
(33.3) (5.1) (8.61-231.08)
X8
Hp2-2 wel [Agel  [maAgel  [AdE P @ e [Selw
(n=46) (n=36) (95% CI)
T1: < 1.06 20 31 Reference
(43.5) (86.1)
T2: 1.06-2.12 |10 (21.7) |5 7.86 2.9><10-5 0.565 0.861
(13.9) (2.99-20,65)
T3: 2.12 < 16 (34.8) |0 13.13 1.2><10-10 0.348 1
(0.0) (5.99-28.78)
I A3, A7) wbRS Edlo o9& A9, AFdst S8 (SAH) ARG (CHE AATE.
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<212> DNA

<213> Homo sapiens
<220><221> allele
<222>  (101)

<223> m=aor c
<400> 1

tttttagcaa attaaatttt

aatgcactaa ctgtgctact

gagaaattct gaacctccag

gggcatttca ctctgtcttc

<210> 2
<211> 201
<212> DNA

<213> Homo sapiens
<220><221> allele
<222>  (101)

<223> y=cort
<400> 2

atacatgaag acttatttca
agtcctggca tgttccacce

gagttacggt gcctactcectg

gacgtgcgtc aggtatcgtt

<210> 3
<211> 201
<212> DNA

<213> Homo sapiens
<220><221> allele
<222> (101

<223> m=aorc
<400> 3
gccecgtgtceca ctetcagact
agaatattca tagtgatgtt

ttttatgtgt ctgtgaccca

ctaatttgct tttactcagt acattgatat gcttagtata

tttaaacgca tccaacacac mtcattttaa agtgttttat

tagacaacga cccttctcct acaaactaca gttattccaa

C

agaatttaaa tactttttaa agagttaacc ataaatacag
atacctgacg ccaggaatta ygaaatagga agctggcagt

gttgtaaagt agtttacttt ctgcctgagt aaagcattaa

a

ccatgtctca atttgaatgt ttccatgtca cttaaaaagt
gaagatacaa aagatatacc mggattaatt ttctagtcaa

agacaataaa agttaagtca tcgttagttc cttagttgct
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ggacacttta gcccaatata ¢ 201
<210> 4

<211> 201

<212> DNA

<213> Homo sapiens
<220><221> allele
<222> (101)

<223> r=aorg

<400> 4

gttgaccccc actggetggg taccacaagt tttctgttte tgagetctta geccagggtgg 60
agccctacce ttccagagat gtgectttgt gettaagetg rcaagaatge aatcagcecta 120
gttaaaattt tgataatcca cttgatccat cccagttata ggctcaaatc ccaggaggca 180
tcttatagac ctgagcctta t 201
<210> 5

<211> 201

<212> DNA

<213> Homo sapiens

<220><221> allele
<222> (101)

<223> s=gorc

<400> 5

caagattgag aaaaacatgt ctttaggcag gctaatctaa tcacacacag aaggcagcct 60
gttttcttac ttgetggate gettccactt tatattctca sagggaacaa tatattaagt 120
acagtattta gaaatatttg ttgaatccta ctgtctgatt ttggcaagtc ccaaggaaaa 180
aaagaatatg tcttggactg ¢ 201
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