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1. “ct, “c1, Ycr, “ca, “Br. "Br. “Br. "Br, "Br, “zr, "Re, "Re. Y, "Lu, “Tc, m= Popoz o)z

AT 11

A98lol| QlolA, AZ7}ss ZA 7}, DFO, DOTA, CB-DO2A, 3p—C-DEPA, TCMC, DBCO, DIBO, BARAC, DIMAC, <&4--
DO3A, TE2A, CB-TE2A, CB-TE1A1P, CB-TE2P, MM-TE2A, DM-TE2A, ©]SAl2, NODASA, NODAGA, NOTA, NETA, TACN-
TM, DTPA, 1B4M-DTPA, CHX-A"-DTPA, TRAP, NOPO, AAZTA, DATA, H,9|=3}, H,& €T, H,o}Agh, HyWll7hah, HeE

o}, HBED, SHBED, BPCA, CP256, PCTA, HEHA, PEPA, EDTA, TETA, % TRITAZ o]Fofzl o =R Helg g
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AT 12
A 118k 2ol A, Hd Ho|olE] 7} NODAGAC] i WA &Fo]  Cuel FAshA .
A5% 13

AL0gel ol “F-AgEA

ARAT D olwis WY (BC) mololElE g, s T2E 27
O oEE e Aok HesE 9 9%

o714,

(a) "FE N 9ol tla) SEEola, xi= 1 WA 8, 2 WA 6, EE 3 WA 59 AFol AL} Ei xi 40|
(b) BFC RoloJE]:= (i) whild Ao] opyl, Jl28d 7l28d T HE #5579 34 2 &
2 71, % (i) g 28 (PEG), =dolA ofehd x3hshs AlE2SElolal, 7|4 yi= 1 WA 8 ®
= 2 WA 69 AFolAY EE yE 4 EBE 50]aL;
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7Y 14
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= DBCO-PEG4-Z-2l| o] n] =21 JAFs}A] .
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A
AT 45
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AT 46
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ATE 48
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AT 49
24
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2
37% 51
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[0001]

[0002]

[0003]

[0004]

SS50l 10-2632418

273 60
A
273 61
A4
7% 62
A4
27% 63
A4
7% 64
A
A7% 65
A4
273 66
AHA
AT 67
AHA
A% 68
AHA
2T 69

A

gige] 41y

o W

=
=928 20149 119 2599 =
5 fe)

o
BN

B Q9 we) WA "gAsE 93 Alqf PD-L1 2% ZEHE =9 v &Y
S 62/084,29890 gk -MAE Fdsh, 19 U8 2o 3z ¥,

PVNﬂﬂ%%Hi%LQQEHle P&Nﬂﬁﬁiﬁﬁﬁiﬁﬁﬁﬂ%UW%Wi°Hf%%4ﬂ1ﬂEE2ﬂ
7k b & thellA 3z E*ﬁ,ﬂ 2 AEF] EHE et} (Freeman et al., 2000; Latchman
et al., 2001). PD-L1/PD-1 %4&z-&9 oJAl= A RdoA A8t ¢ A4S s&staL, oed 45
A48&E Fste A= G ARE AT A A AP vk Jdvk (M= 53 WE 8,008,449 4
7,943,743; Brahmer et al., 2010; Topalian et al., 2012b; Brahmer et al., 2012; Flies et al., 2011;
Pardoll, 2012; Hamid and Carvajal, 2013).

PET, Hi A4 95 ©EEQS A uel g B4 449 3 94, i A8 3gEs du o
Wae] 98 ARehe w-AGH A o gt WHES AREA BY B gl AA U =dd F
AA-0E WAE (FAe oo HHoR wER grbdel 4 AFUT. PET A4E 7, 59



# ETh A94H 2 9UY B R ASE 5 dvke golA o el oiE g $EE 23 asd

14 o8t ol gk, ot A WA Zskel A% ANz B 2o i+ 2

GRS A
%

S, EE Az

[0005] A/ Qg A = ALgat7]ell, dE &

=
[0006] B owge Aoy BE
}-o]7}

[0007] 3 SHold, dBzdd #3 111 A10 =d9< ( Fn3)S ¥dets ZE| =yt B AFEH, o714 (a)

© AB, BC, CD, DE, EF, 2 FG %22 ¥dat1; (b) Fn3& 27F 'Fn3 =wlole] #gahs Zxe

£
=

w
H
=)
o

<
olar; (¢) ZYHNEI=E= PD-Llo] S0
mM ©]3k, & o], 100 mM °]3}e] Ky PD-L1e ZA3tgh},

[0008] 57 AN FEelA, Fn3 E=He 8719 ol 4Ie e BC, DE, % FG FEE T}
[0009] (1) 2+ Ag2dERis: 6, 7, 9 8;
[0010] (2) 247t gAEds: 21, 22, 9 23;
[0011] (3) 7+t AgAERis: 36, 37, & 38;
[0012] (4) 747t 28RS 51, 52, 9 53;
[0013] (5) 717t AEAERIS: 66, 67, F 68;
[0014] (6) 717t AE2Ewis: 81, 82, H 83;
[0015] (7) 242t g2dis: 97, 93, 9 99;
[0016] (8) Ztz} A F: 113, 114, 2 115;
[0017] (9) 7zt A F: 124, 125 2 126;
[0018] (10) Z+z A28 s 135, 136 2 137;
[0019] (11) Z+zr A28 5 146, 147 2 148;
[0020] (12) Zrzt g8l 157, 158 2 159;
[0021] (13) Z+7 A28 s 168, 169 2 170;
[0022] (14) Zrz g8l 179, 180 2 181;
[0023] (15) Z47ZF Md2Es: 190, 191 9 192;
[0024] (16) z+zh Md2EH s 201, 202 2 203;
[0025] (17) Z+zF a2 EA s 212, 213 2 214;
[0026] (18) 7tz MIAEda: 223, 224 9 225;
[0027] (19) Z+7 M2 a5 234, 235, 2 236;
[0028] (20) Z+ZF M A2 HHS: 245, 246 2 247;
[0029] (21) Zrzt A g2 A5 256, 257 2 258;
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[0030]
[0031]
[0032]
[0033]
[0034]
[0035]
[0036]
[0037]
[0038]
[0039]
[0040]
[0041]
[0042]
[0043]
[0044]
[0045]
[0046]
[0047]
[0048]
[0049]
[0050]
[0051]
[0052]
[0053]
[0054]
[0055]
[0056]
[0057]

[0058]
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(22) V2 M E2EW T 267, 268 2 269;
(23) 247 MEAEHE: 278, 279 2 280;
(24) V2 ME2dd s 289, 290 2 291;
(25) 7427 A2 a: 300, 301 2 302;
(26) Ztz} MEA¥EW % 311, 312 9 313;
(27) V2 AE2dEW s 322, 323 9 324;
(28) 747 Mg s: 333, 334 9 335;
(29) 2zt M B2 HHE: 344, 345 2 346;
(30) Z+7 Mg s: 355, 356 2 357;
(31) 742 Mg 366, 367 4 368;
(32) V2 Mg 377, 378 4 379;
(33) 747 A g2 388, 389 4 390;
(34) 4z MEAEHAE: 399, 400 2 401;
(35) 4z MEAEAE: 410, 411 2 412;
(36) 7t MIAEHE: 421, 422 2 423;
(37) 4z M A2 EAE: 432, 433 2 434;
(38) Zzt MAAHHE: 443, 444 2 445;
(39) 7 MIAEAE: 454, 455 2 456;
(40) Zrz M IAEHE: 465, 466 2 467;
(41) 74z} MDA EW 5 476, 477 9 478;
(42) 2z A BAEH S 487, 488 2 489;
(43) Zrz M EAEH S 498, 499 2 500;
(44) V2 g2 509, 510 9 511;
(45) 7}y A g2 s 520, 521 9 522;
(46) 747 A g2 531, 530 9 531;
(47) V27 A E2 8 a: 542, 543 9 544;

(48) ZtzF M2 S 553, 554 % 555;

t
i

(49) Z+ZF M IAEHZ: 564, 565 Z 566.

o

AAFH NN, EYFAEEE X 39 AAE AL, dF Eo], AEAEME: 5, 20, 35, 50, 65, 80,96,
2, 123, 134, 145, 156, 167, 178, 189, 200, 211, 222, 233, 244, 255, 266, 277, 288, 299, 310, 321,
332, 343, 354, 365, 376, 387, 398, 409, 420, 431, 442, 453, 464, 475, 486, 497, 508, 519, 530, 541,
552 @ 563 & o] 3l Holw 80%, 85%, 90%, 95%, 98%, 99% HEE 100% FUs ofunat LGS
F33r. 54 AAdEiol A, ZENE e 4G9AEAET: 5, 20, 35, 50, 65, 80, 96, 112, 123, 134, 145,
156, 167, 178, 189, 200, 211, 222, 233, 244, 255, 266, 277, 288, 299, 310, 321, 332, 343, 354, 365,
376, 387, 398, 409, 420, 431, 442, 453, 464, 475, 486, 497, 508, 519, 530, 541, 552 =+ 5639 H]-BC,
DE, @ FG = 93 Holx 80%, 85%, 90%, 95%, 98%, 99% I 100% YT olmwat A GS xEgHsit),
EX AXGH A, ZEHNE=E JIAEHS: 9-15, 24-30, 39-45, 54-60, 69-75, 84-91, 100-107, 116-
122, 127-133, 138-144, 150-155, 160-166, 171-177, 182-188, 193-199, 204-210, 215-221, 227-232, 237-
243, 248-254, 259-265, 271-276, 291-287, 292-298, 303-309, 314-320, 325-331, 337-342, 347-353, 358-

=
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[0059]

[0060]

[0061]

[0062]

[0063]

[0064]

[0065]

364, 369-375, 380-386, 391-397, 402-408, 413-419, 424-430, 435-441,
485, 490-496, 501-507, 512-518, 523-529, 534-540, 545-551, L 556-562% o] Fojzl O = BE
A A dT AHol® 80%, 85%, 90%, 95%, 98%, 99% X 100% FU3F olu| At AEE ZEs
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446-452, 457-463, 468-474, 479-
EEERYY

54 4N

oA, ZEPE|sE AGAEN S 9-15, 24-30, 39-45, 54-60, 69-75, 84-91, 100-107, 116-122, 127-133,

138-144,
259-265,
380-386,

150-155, 160-166, 171-177, 182-188, 193-199,
271-276, 291-287, 292-298, 303-309, 314-320,
391-397, 402-408, 413-419, 424-430, 435-441,

204-210, 215-221, 227-232, 237-243,
325-331, 337-342, 347-353, 358-364,
446-452, 457-463, 468-474, 479-485,

248-254,
369-375,
490-496,

501-507, 512-518, 523-529, 534-540, 545-551, % 556-562= o|Fozl o ZRE HEly olu|xil A de H]
-BC, DE, @ FG F= 93 Hol% 80%, 85%, 90%, 95%, 98%, 99% W 100% FU3+ ojnjxAil AHdL E3Hs

v

oA, ZAE = AJIAHEHAS: 574-5830.8 o] Fo|x 7O 2 HE
W35 584-618 X PmCnl & o]Fojx o ZXHE o
, 9714 me Hol= 0 (dE B9, 0

SR
i
T
)
A
o
v}
%2
~—
H

2o 7" EYRHE, @ HAE ZTeE 2AAE] 2ol AT, & B, 24 7AE 24E
S AgadEmE: 5, 9-15, 20, 24-30, 35, 39-45, 50, 54-60, 65, 69-75, 80, 84-91, 96, 100-107, 112,
116-122, 123, 127-133, 134, 138-144, 145, 150-155, 156, 160-166, 167, 171-177, 178, 182-188, 189, 193-
199, 200, 204-210, 211, 215-221, 222, 227-232, 233, 237-243, 244, 248-254, 255, 259-265, 266, 271-276,
277, 291-287, 288, 292-298, 299, 303-309, 310, 314-320, 321, 325-331, 332, 337-342, 343, 347-353, 354,
358-364, 365, 369-375, 376, 380-386, 387, 391-397, 398, 402-408, 409, 413-419, 420, 424-430, 431, 435-
441, 442, 446-452, 453, 457-463, 464, 468-474, 475, 479-485, 486, 490-496, 497, 501-507, 508, 512-518,
519, 523-529, 530, 534-540, 541, 545-551, 552, @ 556-562% o]Fo]Z TOoZREH AEd olnial IS

Tyehs FewE=, 2 BAE e

2ol AAE =S 2k s 2ol Alsdr. 54 AAGEOAA, GAsAl= a4
WM& 5, 9-15, 20, 24-30, 35, 39-45, 50, 54-60, 65, 69-75, 80, 84-91, 96, 100-107, 112, 116-122, 123,
127-133, 134, 138-144, 145, 150-155, 156, 160-166, 167, 171-177, 178, 182-188, 189, 193-199, 200, 204-
210, 211, 215-221, 222, 227-232, 233, 237-243, 244, 248-254, 255, 259-265, 266, 271-276, 277, 291-287,
288, 292-298, 299, 303-309, 310, 314-320, 321, 325-331, 332, 337-342, 343, 347-353, 354, 358-364, 365,
369-375, 376, 380-386, 387, 391-397, 398, 402-408, 409, 413-419, 420, 424-430, 431, 435-441, 442, 446-
452, 453, 457-463, 464, 468-474, 475, 479-485, 486, 490-496, 497, 501-507, 508, 512-518, 519, 523-529,
530, 534-540, 541, 545-551, 552, B 556-562%= ofFolxl WO RFE AElE opugt MAS TFsHE EY

He| =g EPo,

SA AN, FAsAE AE7hed XS 2T 5 AAGHCNAN, FEEAl= 2ol hAE
U E =, dUolEstAl, ¥ AE7bed #AE . 5AH AAGHAM, dEsAl= 2ol e &
e =, oldeA AeelEY Ee A (BFC) Eeloly] B HAEVFsE #AE =TI 54
ANGHAAM, HE7HeE A= WAHIYES drske RATAdet. 54 AAYGHCNAN, HAE7ed &
A= FA AE dsFGl 9l AE7Essi.

574 AAGEHAA, o] EskA B/E= ojxbed Aoy HEi= 49 (BFC) Ee]o]E|= DFO, DOTA, CB-D024,
3p-C-DEPA, TCMC, DBCO, DIBO, BARAC, DIMAC, %4:-DO3A, TE2A, CB-TE2A, CB-TEIAIP, CB-TE2P, MM-TEZ2A, DM-
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[0066]

[0067]

[0068]

[0069]

[0070]
[0071]

[0072]
[0073]

[0074]
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TE2A, TIFAFZ, NODASA, NODAGA, NOTA, NETA, TACN-TM, DTPA, 1B4M-DTPA, CHX-A"-DTPA, TRAP, NOPO, AAZTA,
DATA, HBl=3}, HySERsl, HpobAbs), Hsull7hsl, Hg3E2~3), HBED, SHBED, BPCA, CP256, PCTA, HEHA, PEPA, EDTA,
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Aol F5E BUEYel B4 Ex B4 o 84 852 st 2 ol@ 2A; F¢ Aol YR
A: R AR Al e kB %, EE AR sl BE APYE mUEPes A TP

B LAl A SRS e e u-Aed 92 9asAe Y
]Oh:,]]oﬂ/q a1 Aale 5 "I AA"S 35 PD-L 2 =
AR PLL GANAL 850 e ZEgAE AN M AP ATE
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[. I a2dg-7|8 ~7|ZC

Fn3& vE2deie] §3 (11 =S AF3rh. Fn3 Zvlele 2goln], dakaola, g4, 43},
ojAL Hevs Aol dojHo] ar, wEh & =3 el bgsitt. Fn3el xd_zﬂ TEE olyeErEEd
Zo9 frARSHTE. Fn3 =HRle N-Edrom Ry -2 AR Wt e wE-fA 7FE A F3XAB; Wl
Fi= WE-AE 7FS B 32 BC; WlER B WEb-RAF ZHS G 3 (D; WlEF B dE-RAF 7FE Dy L

DE; e} Hi= We-fAF 7k By 732 BF; He} B wE-fAF 7 F; 732 FG; 3 MlE s HE-fAF 7)

2 G6E XY, Y] 9Ed B-rtES AT FolE A 2719 HiE A ERA wjdEa, o] S¢t o

B} T+ WE-fAF 7HES dEste FxE FAE 2709 "Hte] A 3 AB, CD, ¥ EF& 179 ™
=

¢

=

L
("ARg2s NG AH Sk, I BC, DE, W FGE dFSHE W ("2 ) ANBLh. QI Au el
Aol 1552 Aele Fa3 ikl EASHEL, W Al AF AEAE RAW, ol WL 57 P ¥

g Hvbed X F 1] ool FAYIHAY EAWold Fn3 =S ¥38t= F-PD-L1 oj=vlElo]
o ZAEY. EA AAIFE A, Fn3 Tl °J7L} sB2UE §3 (1] T ofild A10 REZS
B o5 3 wel (“Fn3)eltt

VSDVPRDLEVVAATPTSLLI SWDAPAVTVRYYRITYGETGGNSPVQEFTVPGSKSTATISGLKPGVDYTITVYAVTGRGDSPASSKPISINYRT (g4
HHS: 1) (94719 ofw|xik; AB, CD, % FF FZ& WEXAE; I “Fn3 Erde ofmat 9 ("EM)ellA

N zRste] ot 94 (T Euba, 86709 ofmneil ZelRE|so] A5F). o] oW Azt Fn3 mH|9l
o AaaEus: 20 AR

=4 ANFE A, Fn3el vl-gzte A% AY, Z Fn3 AAE="E Fnde] @it AR V)% 9/wE 7
24 AS BAsE @ wAE F v @ sdveld F3 2AE=st wasel v @
SHolA, Asp 7, Glu 9, H Asp 23 5 U/l o2 T o & ol ]ﬂEH dE Eof, Hl-S2o=2 sHH o}
=t Z7] (dE £, Asn, Lys 5)E tiAldY. fFsAY FA42A “Fng ~AZ o] theke Fvte] W
Aol MAEel k. dE S0}, ¥ [Batori et al., Protein Eng., 15(12):1015-1020 (December 2002);
Koide et al., Biochemistry, 40(34):10326-10333 (Aug. 28, 2001)]& =3I},

Wold @ obdd Fn3 ©A B g B9 Tz, = A UK G2 4" 779 wWe-sbe £ 4d 2 7
Aol HEl-7te Erd MEE AdEes 6709 F (AB ¥3, BC %3, (D ¥, DE 3, FF #x o
FG F2)& 540z 3y, N- 2 ekl 7 25 X8k el 7bee S el A HﬂE} FAE A
FEH S A ¢ vk, AGAEAT: 194, AB FZE= A7) 14-179] A-$etaL, BC FZ= 7] 23-310 A
$3lal, (D FXE= 7] 37-47¢ A$Ekal, DE F32E 7] 51-560] AFSEhal, EF $XE= @7] 63-670] 4-$a)
i, FG F2& 27] 76-879l &g},

=

9 AN FEel A, Be] 78 F-PD-L1 l=dEe MAAHmE: 1o AAE <17 Fn3 =<l
L= AAGAHHST: 20 AAE vpe} e 19 3ol A3 Aolx 40%, 50%, 60%, 65%, 70%, 75%, 80%, 85%

E 008 BAF Fn3 FelWE et spagel o dwdorn X F 1Y ol mi dg e m:
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204 ZelREEe gAe SFEA g @, AAAENE: 1 EE 20 X

N- E e o F 1 oldelA A gelnh. Fu3 Telwel=e) Zhzke] el Ei wle-fAb sbee
] AJO.
S| = -8

—FAF 7hEre] ML Aol 80%, 85%, 90%, 95% HEi= 100% TLI oAt NER BAHO

=4 AA g, B uge 410 Frade §8 111 ( Fn3) SWS ¥3stn, o714 Fn3 =dele =
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X

2 AB; X BC; £ (D; ¥X DE; ¥ EF; ¥ £X FGE ¥%sta, 917k Fn

| S zle £33 BC, DE % FGEY-E Heg
J) AR FE A, B 7] AE &-PD-L1 of
H-F32 1 Aol 80%, 85%, 90%, 95%, 98%, 9% X 100% T3+ ofw
S s, o]7]A BC, DE, ¥ FGEHE Aeg Hojk 179 Fx7
FG F27F WA=, 54 AAYHelA, BC 2 DE F27F WAw i, 574
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w)ell wva] 171 o]de] ofuiit MY

ofu| Atk e WS UutA o
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ER AXNGHA, ZRESE AIAHAS: 1 £ 29 H]-FX g9 Holw 80, 85, 90, 95, 98, 99,
= EuQle #3ksl, o]7]A BC, DE, ¥ FGEX

H ded Hoj= e Fx7 v, dF AAGEHAA, ®AE" BC F2+ AW 1, 2, 3, 4, 5, 6, 7,
e 071H oful A4k A8 Ay 1, 2, 3, T /9] ofmxAr AM, Ao 1, 2, 3, 4, 5, 6, 7, 8,

AN GOl A, A2 -A g ‘}_HE "ol rid-F 2] Al-ok

- ATZER (RGD) (MLAEUF: 19 ofn] it
78-80)9] 1) ool ) Had AgS ] e 2@

. a3

=

ATk, AF- AA G A, Edol AF
ZYHE =] FG F3Z= R < Eﬂ 2 I3
EA-ZA o]_u]L)\}_)\}M ol =2k Ad

AR SRl A, RGD ML SGEZ thAl|Th. 3 AAFH oA, RGD A

m&

54 ANGEl A, HreE Jw sEE gade dnden a] Adw deldt ‘M3 mrde wg

A

EVVAA(Z),LLISW(Z),YRITY (Z),FTV(Z),ATISGL(Z).YTITVYA(Z),ISINYRT (SEQ ID
NO: 3)

4714 AB FxE ()0 al Jeilel AT, (0 FEE (Dl ola) el AT, B F2E (D) ola) e
del A3, BC FxE (2,0 o8] vehiela, DE £xi (2),0] ols) tEhelA L, F6 F2E ()00 ol
dehielzith,  zi= Qlele] obvlnabe vhehin, 2 thgel HA 459 obvlwite] £8 e,
1-15, 2-15, 1-10, 2-10, 1-8, 2-8, 1-5, 2-5, 1-4, 2-4, 1-3, 2-3, & 1-27]9] olu|x=2t F U] RAY
Jal; b, ¢, x, vy B 2z 77 5€Ho 2 2-20, 2-15, 2-10, 2-8, 5-20, 5-15, 5-10, 5-8, 6-20, 6-15, 6-
10, 68, 2-7, 57, = 6-770e) obvldt F Qlele] R = Ak ek et AGe AAENE: 1 E
20 AAE G obvlitel s BE 77 2ABE Gol A 0 WA 10, 0 WA 8, 0 WA 6, 0 vl
5,0 U4 4, 0 WA 3, 0 1A 2, EE 0 U RS A#, AN EE Ph F Ao AL A e
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[0160]
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54 Ax el A, Wt sbehe] Ade AGARNE: 1 E 20 AAE e opulmite] Hls| wE 7]
2AZE Ggol @A 0 U 10, 0 A 8, 0 A 6, 0 WA 5, 0 A 4, 0 WA 3, 0 WA 2, EE 0 UA
Dle) mEd A% # dos) A% A 5 arh. 54 AAFEAA, w0l oholedt e A, e
A%, BEH AR, Y e PohE m0] oprwyt 1] ojslel e A wAE,

=4 AN, Bl 7|48 F-PD-L1 JEES Fn3 ~ZES sutow sta, Aukdow 7] Y

ol <3 HelHr}:

EVVAATPTSLLISW(Z):YRITYGETGGNSPVQEFTV(Z),ATISGLKPGVDYTITVYA(Z),
ISINYRT (SEQ ID NO: 4).

o714 BC F2Z& () 93 Jdeploj#a, DE F2= (2),° 98] depllof A, ¢ F2= (2),°] 98] e
olzlth, Z& 499 obvmiks yYEhH, 7 thEe] HAe A4 oAb &5 yEhdn. 59, x, v
9 = 7z H9A o R 2-20, 2-15, 2-10, 2-8, 5-20, 5-15, 5-10, 5-8, 6-20, 6-15, 6-10, 6-8, 2-7, 5-7,
EE 6709 ofuat F Ao AA 4 k. wpEA S HAAISE A, xE 117] ofn=Atelal, yiE 67) o}
HAbolar, zi= 127] opuiAtolty. WE} hEe] MEE I EHE: 1 B 20 AAE ASEs ofv]wat
of Hl& BE 77 2AE= Fdo] AH- 0 UH 10, 0 HA 8, 0 A 6, 0 WA 5, 0 WA 4, 0 HA 3, 0
A2, BE 0 WX Y Ag, A B=E B F 999 RS b o, 5A AASHA, WE 7he
of MEE AMEAEHE: 1 e 20 AAE ASshs ofnste] vl BE 7/ 2AEE Foo] AA 0 UlA
10, 0 WA 8, 0 WA 6, 0 WA 5, 0 WA 4, 0 W] 3, 0 WA 2, == 0 WA o] BEH A& F
AL 7 = Advk. B AAGH A, 3] ofn|xAt 2], dFE Eo] Ul oo Fxo R e 1A,
ol A3k, REH A3, A EE FUbe Fo] oAl 7] o]e]o] thE 7oA A gt

19} z7] 23-31, 51—56, 2 76—8701] 3538 opm At 7= ZH7 B,
& o], PD-LDel tig

ol
rok
2
oty
H
il
P
rr
le9)
=
w
i)
o
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it
\
o,
o
ol
N
RS
%

Ex Ax gl A, F-PD-L1 of=vdEle MIAHEMI: 3 T 4o AXNE ANEE s, U4 27
Dy, Dy, 2 (D)0 &l Yehold vel 228 BC, DE % FG FZ &= ZHz qaAdds: 21, 22, = 230 A
Al

® BC, DE %+ FG F2Z A EH Hojx 75%, 80%, 85%, 90%, 95%, 97%, 98%, W+ 99% L ofn| =it A E
Z

54 AAGHAA, FPDLL SfEvRe A FE & ZFHe, oA 27
@D @y, 2 (@D,0 3 el vhsh 2 BC, DE L FG FEE 47 AdAEnE: 21, 22 9 239 of

vk MEE 2= BC, DE, % FG FZ& X3ttt

54 AAGEHAA, FPD-L1 ol=dEe qAAEEE: 3 B 4o AXE ADe E£FeH, <74 77t
Dy, D)y, 2 (2,9 28] Yelolzl nle} 228 BC, DE 2 FG F32= zbzh I35 36, 37 2 380 #)
Al

© BC, DE ®& FG F2Z Ad3} ZHol% 75%, 80%, 85%, 90%, 95%, 97%, 98% Wi 99% HUF ofv] =it A
ZE=t}.

7 AAFENA, F-PD-L1 ofl=vEe MAAENE: 3 = 4 AAE MDS EFeH, o7]A 7zt
Dy, @Dy, 2 (D), 23] Yehfold upel 22 BC, DE ¥ FG FZ = ZHzh A F2d8W3: 36, 37 2 389 of

meak A zhE BC, DE, ¥ FG F2 8 3t

o
o

i

-

EA AA e A, F-PD-L1 oj=ddele NIAEHHST: 3 T 40 AAE AMIS EdeiH, o)A Zzt
Dy, D)y, E (D),o 28] Yl R vk} 122 BC, DE ¥ FG F2X+= 74z A EG2EH3E: 51, 52 2 539 A

AlE BC, DE ®+= FG ¥ A E2 Hojx 75%, 80%, 85%, 90%, 95%, 97%, 98% H+r 99% 5Lt ofv =it A&
o

A

=4 ANFHOIA, FPDLL of=uEe AW 3 wx 4ol ANE AL Egae, ojrlq 717}
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Dy, Dy, R (D) o8 veplod wielk 22 BC, DE % FG F3Z+= ZH2F I 51, 52 2 53¢ of

"t AES Zh= BC, DE, ¥ FG #2ZE X3}

Fl

v

tg‘?ji 3 =

401 ke, o714 77}
BC, DE % FG F+X= 247k A4

£ AAFEA, FP)LL fEdEe A s
)y, R WMWE: 66, 67 2 689 A

[e=]

=
Dy, (), e8] ehgol A wpel 7
¥ BC, DE i FG F3 NG} Holw 756, 80%, 85%, 90%, 95%, 97%, 98% H 99% FAF ofnmit MY
Z

o 1>

o L3R 2 EFH, oA 27
D, (2, 2 (Z)ﬁﬂ o3 L}Ehnom Sl e B, DE % FG 3 247 4QAME: 66, 67 2 6se] o)

54 AAGEelA, F-P)-LL ol=dEe AGAENE: 3 i 4o AAE ALES TFSE, o742}
Dy, @), 2 (D0 <3 erolzl uhsh @& BC, DE % FG F3i 22 AdAE0E: 6, 7 @ 8o AAE

BC, DE =+ FG £ AEH HoJx 75%, 80%, 85%, 90%, 95%, 97%, 98% W= 99% L3 ofm|x=Ait XN EE& 2z

54 ANGEelA, FP)-LL olEdEe AAAENE: 3 EE 4o AND ADL X, o714 77
Dy, D)y, B (20,01 8] Elo]a vhsh 28 BC, DE % FG -2 77k Adauws: 6, 7 2 89 ol

¢/

a8 7= BC, DE, ¥ FG x5 ¥3}3lir}.

A A gEolA, F-PD-L1 oj=dEle MAAHHST: 3 Eis 49

), (D)y, R (D), & Yelold bk} 22 BC, DE ¥ FG FX&= 7}

¥ BC, DE =¥ FG X AG1 Aol 75%, 80%, 85%, 90%, 95%, 97%, 98% = 99% A3t olm|Aik A g

Zh=t),

A A el A, F-PD-L1 ofj=ddEle MAAHMHT: 3 EE 4o AAE ML

Ly, Dy, B (D), &3 Yepfiolxl vie} -2 BC, DE ¥ F &
-

Ak MEE ZEE BC, DE, ¥ FG F2E X3ttt

> QA
i)
>

o
iy

1 < XFsiH, o7|M zZH7t
G FIZ= 727 44 s 81, 82 2 839 o

Jm

—~

54 AAFEAA, F-PD-L1 f=vEe A G2 : S X3, 7|4 7zt
Dy, D)y, 2 (2),° 28] JeRo nie} 22 BC, DE % FG FZ& 717 AGAEME: 97, 98 2 99 A
® BC, DE ®& FG £ A3} Hol= 75%, 80%, 85%, 90%, 95%, 97%, 98% W 99% TL3F ojm=it Ao
Zt=th, 574 AAIGEe A, -PD-L1 =R MAAEME: 3 B 4 AAE DS 2§, 7]
272y (L), L)y, B (D)0 23] Yeplo]zl vpel 22 BC, DE % FG F2&= AdAdws: 97, 98, 2 999

ofu| Al A ES zk= BC, DE, ¥ FG 2 & x I3},

Ex A efol A, B-PD-L1 ofj=dEle MAAHHE: = 40 AANE MLES x|, o7 ZH7

Dy, D)y, B (2,00 23] el olx upe} 22 BC, DE ¥ FG X & zhz Ad2Eds: 113, 114, 2 115;

Z47b QAW s 124 !

148; Z4Zt HEAEWMF: 157, 158 2 159; ZH HEAEWM S 168, 169 = 170; Z2 G4 EHE: 179,

180 B! 1815 Z47} M A2 S 190, 191 B 192; 242 A28 s 201, 202 2 203; 742 AL Eus:

212, 213 2 214; ZHZF AGAEWE: 223, 224 D 225; 7474 AesEms: 234, 235 % 236; 7474 A
T o245, 246 9 247; 747 A4 t

1__—_ |
AgA¥Ws: 311, 312 9 313; ZH2 Hogé}tgtﬂiz 322, 323 ‘;1 324; 247t MEAEME: 333, 334 #

367 2 368; 77 AAAWmE: 377, 378 2 379; 7474 MEAEHe: 388, 389 B 390; ZH7t MEAEH I
AW S 421, 422 H 423; 77 A EAE
A
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SSS0ol 10-2632418

554 2 555; i Z+zh AIAEWS: 564, 565 2 5669 olnxAb AdE zt= BC, DE, ¥ FG FEZE
¥g3it}.  o]eldk F-PD-L1 ofjruylEle] AJfEE JHLE AIAEHNT: 49 AAEE olu| gt ] HlE] 0
WAl 20, 0 WA 15, 0 W= 10, 0 WA 8, 0 WA 6, 0 WA 5, 0 WA 4, 0 A 3, 0 WA 2, =& 0 YA
e A3, BnEH X3, 24 e U 5 doe AS xFE F Jdrk. o3 2EE wEE ¥-PD-L1
o =dlglo] HA = K= PD-L1d A3d 4 e & o]Fojd 4 Q).

524 AA ke, F-PD-L1 ef=9¥le] BC F2+= 6, 21, 36, 51, 66, 81 ¥ 972 o]Fojx] FOoZRE ME
H oohn At NE s EES.

52 AA e A, &-PD-L1 e=9®le] DE F2&= 7, 22, 37, 52, 67, 32 ¥ 98F o]Fojx wFOoRRE MY
H oAt ANEs EES.

54 AAgE A, 3-PD-L1 of=dl®le] FG £X+= 8, 23, 38, 53, 68, 83, W 992 o]Fojzl Fo Y ME
H oAl Y s Egelc),

54 AASE A, -PD-L1 oj=vvle 247 qEAdHs: 6, 21, 36, 51, 66, 81, # 97; 7, 22, 37, 52,
67, 82, X 98; 2 8 23, 38, 53, 68, 83, % 99 = ol e} AL 70%, 75%, 80%, 85%, 90%, 95%, 98%,
99% = 100% Y3k BC, DE @ FG F= olnxAt AdE z3sit),

57 AA o], F-PD-L1 oj=vigle AdAEWE: 5, 20, 35, 50, 65, 80, 96, 112, 123, 134, 145,
156, 167, 178, 189, 200, 211, 222, 233, 244, 255, 266, 277, 288, 299, 310, 321, 332, 343, 354, 365,
376, 387, 398, 409, 420, 431, 442, 453, 464, 475, 486, 497, 508, 519, 530, 541, 552 @ 563 = o] 3}
el Aol 70%, 75%, 80%, 85%, 90%, 95%, 98%, 99% i 100% A3+ olm At AES xTbsit),

E4 AAH A, 2o 71" $-PD-L1 oj=ddele> MIAEHSE: 5, 20, 35, 50, 65, 80 Hi= 969 H]|-
BC, DE, @ FG FxX 993 Holx 80%, 85%, 90%, 95%, 98%, 99% HEx= 100% SLs ofmuwit AqgE&
Z3hsie,

EA AASH A, F-PD-L1 oj=vEl e MIAMMS: 9-15, 24-30, 39-45, 54-60, 6975, 84-91, 100-107,
116-122, 127-133, 138-144, 150-155, 160-166, 171-177, 182-188, 193-199, 204-210, 215-221, 227-232,
237-243, 248-254, 259-265, 271-276, 291-287, 292-298, 303-309, 314-320, 325-331, 337-342, 347-353,
358-364, 369-375, 380-386, 391-397, 402-408, 413-419, 424-430, 435-441, 446-452, 457-463, 468-474,
479-485, 490-496, 501-507, 512-518, 523-529, 534-540, 545-551, @ 556-562 & o] 3fbe} Hojw 70%,

75%, 80%,

the] H]-BC, DE, ¥ FG FX JH3 Hojx= 80%, 85%, 90%,
3.

54 AN GO, FPDLL N EVRE 27 A4S
=g xga.

=9 AX el A, FPDLL o =UEe k7t AL
Frs Ega,

=g AN, FPDLL o =uEe k7t AL
Frs wga,

=9 AX gl FPDLL o =UEe k7t AL
$xg wgart,

=9 AX Gl A, FPDLL o =UE e k7t AL
2z wgart

=g AN Gl A, FPDLL o =UE e k7t AL
Frs wga,

=9 AN Gl A, FPDLL o =UEe k7t AL
Frs wga,

85%,

90%, 95%,

98%,

99%

.
T

100% L3t ofu| Al AES E3F3HL},
71" 3-PD-L1 fEdEle NIAHEH T 9-15, 24-30, 39-45, 54-60, 6975, 84-91,
99%
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: 21

95%,

6, 7,

: 36,

51,

66,

: 81,

297,

98%,

22

)

37,

52,

67,

82,

98,

=i

=1

)

=i

=i

=1

2 239

2 389

2 530

EINGRE

2 839

2 999

L
=

100% -5

54 AA G A, 2l

=Ne)|
=

uhs} e

&

flo

o

Hhs} e

Hhs} e

s} e

e
rlo

2 8o AAE whe} &2 BC, DE,

BC,

BC,

BC,

BC,

BC,

BC,

=i

=

DE,

DE,

DE,

DE,

DE,

DE,

FG

2 100-107 5 o= 3}
3 ohn et Ade

FG

FG

FG

FG

FG

FG



[0184]

[0185]

[0186]

[0187]

[0188]

S=50l 10-2632418

54 AAFElA, 2o 71A1E BC, DE B/EE FG £ ot Ad (dE o, 7h7t AEA s 6,
21, 36, 51, 66, 81, % 97; 7, 22, 37, 52, 67, 82, © 98; % 8 23, 38, 53, 68, 83, L 99) H]— Fn3 =
Wl Tl ~yjEEd aBtE"EAT. dF 5o, ) o] FE oAl AEe A T e A ®
= 29 9ol 1 o] (DR Fx¢F wEE7Y e I Y2 AYEct. 5 AAFHNA, 1] o]de] o
Ak B3 oAqdo] wEEAY AQE wild = AAA A Fnd =W (Ha AEZE), )™ vHE
Wy (zdFe dEYZ2 ofAl(Molecular Partners AG), 29122 FHA#3]), =Hd A (=rHE2 guE=
(Domantis, Ltd), "jAMFAIZ=F ABA]), @d =wQl HeEHR venly] (obEE 2= (Ablynx), E7]dl), =xZ
g (dE Bof, ¢te|Zd; dolglxs T2 e olA(Pieris Proteolab AG), 59 =Zglo]Hd), olu|n (A
(Amgen), Z2g]EUYol5), olylnit] (olyjuly] oAl (Affibody AG), =Hd), F3]FE (d& Eof, ofdd; 4
I 2 AYHEH(Scil Proteins GmbH), < stel]), @wd omeEx wiba] (Z2E2 21 E] = (Polyphor
Ltd), =92 ), YAa3 o 2AZ= (o 5o, &dapiir]; F&5% 2 (Complix), ®7]e]), Fyn SH3
wel (ZupAl o}A| (Covagen AG), 2=$]22) T olEZ W (o}y3E =2, 13 . (Anaphor, Inc.), ZAZXEYol:)E
=

w2

L

il

<

54 A A,

O
1
“Fn3 mulel (HEAEME: 1 e 2)9] ALas oJolo] ohumat Ao wa] A, AF w= A oF

wEe 4 oo, Fn3 meole Qudom AQAEuE: 1o oblwdt WS 12 Ageth e, obv
A ANe e BHQlE ES ¥ odgel XU ES, F7be) Ade] AAAEMT: 1 B 29] ofv|wAt

A A el A, 1-20, 1-15, 1-10, 1-8, 1-5, 1-4, 1-3, 1-2, Ei= 17} opv|=dt o]zt tiehA
Tk goo] MEAAEME: 1 Ee 2 Bx X 30 AXE o] oj=dEe] N-wd gl rkE S 9l

AIARD B N-Td g2 (Bl A opniedt mEo] ofs yERol A=) M, MG, G, MGVSDVPRDL (A <&4]
S 574) 2 GVSDVPRDL (MEAERE: 575)8 XEstt. d& 59, ol=vdl 3o AE N-Ete] A4
5 =

Qe e A% vebd vwd gue, S Hol, LSDPRL (RAMUE: 576), LOVPRIL (494
B 577), XVPRDL (MEAEW 5 578), X,PRDL (M@= 579) X,RDL (A2 EH 2 580), X,DL (A
GAEME: 581), T X LS e, 97 n =0, 1 == 2 oluxatela, o7]A n = 191 ZH Lo,

Vet H Glyeli, n = 28 A5, X Met-Glyelth. Net-Gly el "Fn3 mwQle] N-wrgho] Frbsl 45
o, N2 S4Hew ddso] N-gdd G5 @4 Aoltt. Ay HAAGEH A, diehA N-ddh g2 ofw| it
1ol MASTSG (M AWM 5 : 582)2 Faksho)

A1 A AAFE Ol A, 1-20, 1-15, 1-10, 1-8, 1-5, 1-4, 1-3, 1-2, = 17] ojmwAl AolS zke= tiebd C-
Uk gdoo] AEAERE: 1 BE 2 e X 39 AANE doe] oj=ddde] C-Erh fod FrkE 4 ).

-dg gd Mde FAE o=, dE o] EIEK (A8 s 584), EGSGC (MGAEHE: 585),
EIEKPCQ (M 213 586), EIEKPSQ (M2 587), EIEKP (M AWM 3 588), EIEKPS (A Q24w
%0 589), W EIEKPC (M EAERIS: 590)8 XA, o2 ZHAA R o]Fojx AL, E= o|& o]Fox]
ZYPEES AT AN AAGEHA A, gk -Ed 9L EIK (HEAEHE: 9D s, 5
ek AAFEfN A, tIHA -2 EIDKPCQ (A G2 E: 592) H= EIDKPSQ (M EAEWHE: 593)0|tt. F
7ke] Aghek diehs] -2 G2 AEAEv s 594-61800 A A E T

=
2
_|}£
(@)

54 AAGEHANA, =vee B 2D 7S xehe ¢-Id 4 Adel dAEI, 8 WA 50, 10 WAl 30,
10 WA 20, 5 WA 10, B 2 WA A7) ofv|ieit Aol 4= vk AR AAGE A, HA LD ED-7]w |
7S EFstaL, o7|q AL EDe] WY whERS EIAT. A AAGHCAA, B MEe 2-10, 2-7,
2-5, 3-10, 3-7, 3-5, 3, 4 E& 57) ED wHERE ¥ddt. 54 AA Gl ED-7|u HY e w3
F7te] opmlieatl 7], oA, <& E°f EI, EID, ES, EC, EGS, ¥ EGCE T & vk, oldd NI
FEAeR, FAE ofjrdd B Ad, oo EIDKPSQ (MAAEM S 593)8 7|Wke = sfar, o714 7] D
BKE AAHEAG. lAA AA A, ED-7]9F Hd2 BD vbE ool B, [ EE Bl V)& EFE
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[0189]

[0190]

[0191]

[0192]

[0193]

[0194]

[0195]

[0196]

[0197]

[0198]

[0199]

[0200]

[0201]

[0202]

[0203]

[0204]

[0205]

=4 AAGE A, N- EE -2 a9 Ade wAY GA A % o

678)el 23] F-PD-L1 of=uel MAe] AAECE. AR Ax G, NI ks wo|o] %

ol at7] 98] Fn3 =el9le] C-wwe] 9AE 4 Qb o2 So], Alzuel 4 97 oA GS6C (NI

AW 5 638) Al2HQl Frlol dis 3¢ XA PEGEIE foldhl shr] S8l C-wee] FobE = Qi)
o]

9 G, R ol R (5, bt 90 920 U= e CRe mollel ol
A PXE EFEM, o]71A P EEWolL, X 9o)e] opulwiteli, ne Hol® 191 gFeliL, nd 0 Ei

Aol 181 Aoltt. 54 AAIFHolA, tiehs C-Eeh RoJoJH &= ofn|iit PCE E3Hett. 54 HAAYH
oA, thekA C-wyk Ro]ojE] olu|:=AF PI, PC, PID, PIE, PIDK (M2 HF: 605), PIEK (MEAEHE:
606), PIDKP (MAAEHE: 607), PIEKP (MLE2EME: 608), PIDKPS (MLEAEME: 609), PIEKPS (A42]
HM S 610), PIDKPC (ME2EWME: 611), PIEKPC (ME2EWM35: 612), PIDKPSQ (MEAEME: 613),
PIEKPSQ (M E2MW 35 : 614), PIDKPCQ (M QA¥™3: 615), PIEKPCQ (M LDA¥W3: 616), PHHHHAH (A44]
W3 617), B PCHHHHHH (MEA¥WHE: 618)3 Fg3stv}. Z1o] -y PCE zte= oA A<l &-PD-L1 of
cdgle AAld g3 3o AlFHTE.

Jm

g AA G A, Edol 71AE f=vEe 6X his HY (AEAEHAS: 619)S Ze=th.
o

E4 AASEol A, FR2UE s AAEE dilAe giokd N-Ud 9 Ad 2 ek ¢-Ed Hd 5
. . 10 e
o}, 2 9Jo)Z 6X his Hl¥S 2zt Fnd =dQS ¥§3ht}.

dE 5o, SPR (H]o}zo])o] <& 24 A], 10 nM, 1 nM, 0.5 nM, 0.1InM T+ 2 vjwke] KDE 217+ PD-L19]
AR, 7] 54 F 15 o4 Uehls ojmvde] Bee] AFAch:

1. 68 Sof, <%t PD-1Fc @l 9 Qg P-L1 94 ME, oldu] L2987 AMEE Algeel, dlB Sof, #%
AEZAHA s 24 A, Hol%x 50%, 70%, 80%, 90% == 1 ZIE AZF PD-L13} <17k PD-1 Alole] A5 =k

2. oE S0, ELISA AANA ¥ SPR (Blofzo])d o3 24 A, HoJ% 50%, 70%, 80%, 90% W= 1 =3}
2 QIZF PD-L1e] digh 17k CD8O (B7-1)9 A AAl;

3. dE o], ELISA AANA =+ SPR (Mlotzo])e] & Z2A A, A= 50%, 70%, 80%, 90% T+ 1 %3}
2 QIZF PD-L1ol| st 50 -PD-L1 A 124 (& E°l, v 53] W& 7,943,743 7|AE)e] AFe] AA; &

4. F F2F 9-E (MLR)OIA AlE 245 oAIg.

574 AAGE A, F-PD-L1 f=dEe 1 oM o]3ke] KDE QI3+ PD-L1ol A@atar, 54 14 F 7179 155
vebdch, EA AA %ol A, 3-PD-L1 f=9€l& 0.1 nM o8t KDE <17+ PD-L1o| ZAgsta, EA 1-4 3

Z47ke] 159 Ve,

ol 714" &-PD-L1 oj=del = 9 FE (9= Eof, BC, DE % FG F=Z)3} HoJ= 70%, 80%, 90%,
95%, 97%, 98% T 99% FU3H o=t MAS Eedlal, dE £, SPR (Hlolzo])ol <& AA A, 10 nM,
1 nM, 0.5 nM, 0.1nM ¥ 17 uRke] KDE 17k PD-L1o] AFsla, 37 B F 1% oA4S YEUE o=vd
o] Beo| AlFHT}:

1. 9 Eo], 3k PD-1Fc @ = Iz PD-L1 A AXE, oA L2987 AEZLE ALE3lY, d& £9, #%
AEZAR 2& A4 A, Bol% 50%, 70%, 80%, 90% EEE 2 23 Q1ZF PD-L13} 217k PD-1 Abole] A5z
Q0 Oqzﬂ’

[e] -

2. dE B°], ELISA %% 1 A B SPR (H]ofzo])ol ofs] A A, Ho= 50%, 70%, 80%, 90% T 1 =T}
2 Q17F PD-L1o] th3k <17k CD8O (B7-1)¢ AZte] oA|;

3. dE &9, ELISA #HAA] &= SPR (M]etzo])ol] 93] A7 A, Hojx 50%, 70%, 80%, 90% H& 1 %3}
2 QIZF PD-L1ol| gt &-PD-L1 x| 12A49] Ao A, ¢

4EF WET RS QRAA AL FAL AT

S AA G, F-PD-L1 o =dEe Zlo] ZlAE F-PD-L1 of=dd E= 110 R (dE E°], BC, DE



[0206]

[0207]

[0208]

[0209]

[0210]

[0211]

[0212]

[0213]

9D FG FZ)I HoJ= 70%, 80%, 90%, 95%, 97%, 98% i 99% T AE ojw|At HEE EIEaL, 1 nM o]t
KDE <IZF PD-L1ol Aftstar, 54 14 5 Z17He] 155 vepdtt. 54 AA G4, &-PD-L1 of=vele
2ol 714" &-PD-L1 oj=vd T 19 FIE (dE £9, BC, DE ¥ FG FX)3 Hoj= 70%, 80%, 90%,
95%, 97%, 98% H= 99% TUT oAt NEES EFSHAL, 0.1 oM ©]3ke] KDE <17F PD-L1o] ZA¥stir, 54
1-4 F 747t 1585 e,

4 NGl N, FPDLL hEvRe Be] J)AE 54 F-PD-LL oh=est P-Lie] o
(e 5o, WAt AP, oleld AAsHE d=vEe EF PLL AT AN B
|

2

rE

o

fetl

prL

2

i)

ro

i}

-

30,

=
o M

2

il 2
N

il =
it

A AAGE A, AAA ELISA 902 2% F-PD-L1 of=vglo] PD-L1 9] oj=vid Agt H9lo F33)
A ens dAsy] ds sdE ¢ A shde] ZHlelM, of=vE #1s Eelo =
& 2 AVSIAY e 23 s o= 29 I
Gl 188 PD-L1E H7pstet. A Qldlold 77k Foll, FHoIES AHsu, EelIF2d F-PD-
L1 A, ol HeEds F-P>-L1 F22Y A2 2 §, ~2ESed-IRP 34 2 25 HE
A HAE AREEte] HEdT. 0D ASTE of=dd g2eke] AbdRlFHeld e EA E= 54
stoll wdsitid, 239 of=dEe AR SyHoR Agsta ne] Judd A Fo= FHIA 6

e}
a2y, PD-L1/ef=vEl#e &S 483 Ao 3k 0D A5 7}

(m
o
2

L
I
(o

2
=
)
o
f
o
>
rot
i
oo
o
=]
2
=}
)
[N
2
of{
e
%)
ac]
=
2
Gl
]
9
e
o
K
9
Iy

= k=4
ol gk PD-L1s FU%T. PD-LI/cH=vRl#2 Edt&el vk As A57F PD-L1 &5 A3} Fdsiriy ¢
o 2% 8= HEA E=n. a9

=0, 2%F9 dJ=vEe M2 5HH Agtstal 1 |
PD-L1/N=del#2 E3HEo] thal 2% Al37F PD-L1 d@5o 3t 2% Alswc o yrpd, oj=ve #2o] A

& of=dE #19] PD-L1e w3 Aghs Aldels AR Gldn. ol A3 54L 23} sk ofrdd
#25 AMESh Zlojth. PD-Lle] oj=Mld #2m ¥sh=X] e, 7] AeS FAHA dev. 9] 2%
o PD-L1 A5 dfjde] $4 ofjuvd A f-olo] AdsheA RS AAsH] fls fARt dde] Aed
AT}

371 dAE = v AAE B3, olEME#2rh A E A PD-LI-f B Efle] Selo]Ee HUME = o sME
FAE ootk ddHoer, ofjuvy #1 B/EE 428 ReIRY A 2/Ee 84 FEA-Fe §F 9
A= dAd 5 gl

54 AAGENM, B HIRF A=A H4E& AHgste] A4 5 g

=78 4 AN, AR J=dle Bl VAE 5HI F-PD-L1 oj=d¥lx}t PD-L1 Ao U ofj=udwl
A F-olol dgstes oj=ddolrt. ofj=MRIe] x ojmdldd A3 oj=vE Ajt B9 EE oI EE
Agst=A oF-E AAs] f& 2 WE Vs, dxd Z2EHokAl #E, Aol B4, HDX-MS, Xd A7
3 2 2-x1 ¥ =] FHol A" F At ( [Epitope Mapping Protocols in Methods in
Molecular Biology, Vol. 66, G. E. Morris, Ed. (1996) EXE OAS XA AMEE W
Hell o3 ek, odE 5o, 54 AAFeolA, PD-L1 of =
Xd A7gstel o3 44 Al el 7]AlE PD-L1 =™ F 159

e

In @ o
o
3

A3t FAG A ELA AT,

g-PD-L1 of=dd¥ls} AASHE STHE Edo 71AE &-PD-L1 oj=dwle] PD-L1d] that 23S Hoj= 50%, &
o] 55%, Hol%E 60%, ZolE 65%, HoJm 70%, Zo|%E 75%, FHoJE 80%, FHo]%E 85%, Zol%E 90%, ZHol%
95%, HoJx 97%, HoJE 98%, = A% 99% AT ¢ Jar/Avt 1o] A F-PD-L1 ol=dEd <3 A
ol 50%, Ho]% 55%, Zol% 60%, Hol% 65%, Zo|E 70%, FHoJE 75%, Ho]XE 80%, Zol%E 85%, ZHolL%
90%, Aol 95%, HoJ= 97%, HoJX 98%, = HoJE 99% AAET. % AL AV 714" PHES AFEEH]

A4 5 v

& o], SPR (Wlefzo])el <& A% Al, 10 nM, 1 nM, 0.5 nM, 0.1nM ®=& 2 w]ke] KD& <17+ PD-L1e]
Agstal a7l 54 & 1% olds HEhl= ol=vRe] el Al
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[0214]

[0215]

[0216]

[0217]
[0218]

[0219]

[0220]

[0221]

[0222]

[0223]

[0224]
[0225]

[0226]

[0227]

[0228]

[0229]

SSS0ol 10-2632418

1. o2 So], A3k PD-1Fc @A 2 Ik PD-L1 P4 AM¥E, oA 12987 AEE ALgslo], o 5°], %
MEZHWH oal 44 A, A% 50%, 70%, 80%, 90% = 7 == A7r PD-L17 A7+ PD-1 Alole] A& %)

&2l Al;

2. 9 & B9}, ELISA #ANA = SPR (H]otzo])ol o3l Z2A A, JAXx 50%, 70%, 80%, 90% L& I Z3}
2 Q17 PD-L1o ti3dk 217+ (D80 (B7-1)¢] ZAdre] <lAl;

3. dE Zo], ELISA #AAA] mE SPR (H]olzo])o] 93] A4 A, Zol% 50%, 70%, 80%, 90% L¥ 1 %3}
2 17k PD-L1ol| tjdt 3-PD-L1 3Fx] 12A49] Age] AA;

4, 3 P 9k (MLR)OIA AE F2S A 2

5. €17k PD-L1o] thdlk ZAgte] tial el 71" &-PD-L1 A<} H A,

EX AAFE ol A, -PD-L1 sh=uElS 1 nM o]ste] KDE <17k PD-L1o A¥sta, EA 1-5 5 7479 1%
Uelditt, EA AA %A, 3-PD-L1 of=AES 0.1 nM o]3te] KDE <17+ PD-L1ol ZAgs)ar
zZrzke] 135 ekt

o] 71AlE F-PD-L1 of=vle Wi o BB (I Eo], BC, DE 2 FG FZ)3} Fojx= 70%, 80%, 90%,
95%, 97%, 98% Ei= 99% TUT oPWAal NES XFSIAL, olE Eol, SPR (Hletzo])d] o3 AA A, 10 nl,
1 oM, 0.5 nM, 0.1nM FE= 1 #gre] KDZ A7F PD-L1o] A¥sta, 37 B = 1% o448 UeERE dg=vdE
o] Edol AFH}:

1. d& 59, <13k PD-1Fc @2 2 217k PD-L1 %A AE, oA L2987 AEE AFg3sle], o & 59, 7%
AEZAW e 24 A, Zol% 50%, 70%, 80%, 90% =¥ 1 3= 217k PD-L13} <17F PD-1 Alol¢] Abs 2}
|9 oA,

2. o E9], ELISA #AANA T=E SPR (Blofzo )] o9& A2 A], A= 50%, 70%, 80%, 90% T+ 1 %3}
2 QIZF PD-L1ell wigk <17k CD8O (B7-1)<] ZA3jte] oJAl;

3. o & EZo], ELISA #AA mE SPR (H]olzo])e 3l dA A, A% 50%, 70%, 80%, 90% £+ 1 =3}
2 QI7F PD-L1o| th&+ 3-PD-L1 A 12449 Adre] oA|;

4, 9 P 9k (MLR)OIA AlE F24S A 2

5. QIZF PD-L1ell gk Aol el Zell 7] &-PD-L1 Aok F A%

54 AAGEelA, F-PD-L1 =Rl elo] ZiAlE F-PD-L1 o =dE = To) B (A 5o, BC, DE
92 FG F2)3} @013 70%, 80%, 90%, 95%, 97%, 98% W= 99% L3I ofmal MAS Egslal, 1 nM o]EH)
kD2 Q1%+ PD-L1el Agteta, 54 1-5 5 747t 158 vephdt. 54 AAFHAA, F-PD-L1 f=du e
2ol 71AE F-PD-L1 of=ME mm T8 Bt (dE 5o, BC, DE R FG F2Z)¥} Aol 70%, 80%, 90%,
95%, 97%, 98% Ei 99% TAI ofm|iat NHE ¥etetar, 0.1 nM o]ste] KDE 1zF PD-L1ol Agslar, 54
T A7 155 e

r&
N
N

54 AAGEolA, oF Hol, Aw Jyshol AgHEE P9, DLl HEdRE wFASAE G

Yergom, dF Sol, A B4 98], el A F-P)-Ll fEuEe oFEshe (PK) mololEE F7}
= zgad. AdE obsete AxHE And Bed gy @rbd 5 A $%, st Fo Fo o
wao]l A el A o8 ke FAHE AFS FAALORM A GRS S R/AU 87 Aol

]
= T =
ARk BRI Ao sk Asi . Ay Ao, Aziel sl th wuldel 97 sxs) A4
= Y oA o] Zo 2 Fanz)E) Ho| nhgs
5 DA FAREES Feloldnpe v

O

_1?_
Okﬂr 7] 2 WE 72 Yy 9% %%7]% EgHe
EE E e 7I7F 4G RolojEl o] Tt 4611 FelstAl AAdE 5 g, dE =
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[0230]

[0231]

[0232]

[0233]

[0234]

[0235]

[0236]

[0237]

welol A PR molojEl'® A Yslt Polomny wuldel FeloldaE i HolojHit FSALUU &
oolE] (e Fol, Feolgdl ), F (IF Fol, AW, B Y-HEHE v RololE] (F B
of, Fe @ 719 w2 WolAl, EdxdY Ei 4Y SRE)E TIAY. FPDLL SRS EF, v

= il .
7] WE 2007/004828201 7A€ wle} o] AWl H= odREuwle] W (FE) E

W, mE B A9 vk 2ol 13 ol @4 AW AF fmuue] g8 &
W

oA AbgE $ e YE PK RolojEl:= %3 [Kontermann et al., (Current Opinion in
Biotechnology 2011;22:868-76)1° 7| A€ #A& S doll =2 xFHETE. o] sk PK HoJojE
hud

T AR 2 ERN A, I 84 enRl , A EA A AFA (dE S0, oH=HE PKE,
=
=

_Oi
o
k]
o
s
r

fo
o

=]

b
22
!
il
o
4
i)

T
S

AlbudAb, ABD), XTEN -§&A, PAS &4 (=, 2l AAL 7oz a3 Az
PEG EWA]), g@5stE HAA (dE 59, sl=FAd A& (HES)), 8IS, T L H3A € A

& RAS TFSHY, olo] AREAE g,

weba AR AAGH A, B WP FFA G2l PK BolojEdd §3E F-PD-L1 ol=ddES A

B AAGEH A, PK EolojEl= Zydd#l ZE& HolojE] Ex Fe g9eolth.  di A

oElE= X oW AZ gdwA oA v /) HE 2007/0178082 L 2007/0269422¢ 71 A" A

AAIGEH A A, PK EolojEl= Q17F &3 dRdoln, AR AAYHA A, PK EolojE = EflAd ]
#

H =
-20, 1-15, 1-10, 1-8, 1-5, 1-4, 1-3, T+

ddst=d Agd "= EAe] =v]lel M

[T
it

il

X

(o

fr

it

ofl
ol
£y

5 2 Boll 4], =

Aoltk. olF FAE ZEYU H dutd WrE E2Feta, 3 WA 30, 10 WA 30, 3 WA 20 2 6 WA 1871
o] opmi At Zold = QIth.  o]2]3F WA o= PAPAPA (MDA WM S 674), PAPAPAPAPAPA (M I35 :
675) = PAPAPAPAPAPAPAPAPA (MAAEWZ: 676)5 X3t AP AAFE A, A= FEa-AA 78
B7oltk. ol ®¥7e 4l Al s E3ebH, 8 WA 50, 10 WA 30, ® 10 WA 207] ofH|=AF
Zdold 4 qlrh. ol e FAL o= GSGSGSGSGS ((GS) 55 MAAHHE: 662), GSGSGSGSGSGS ((GS) 65 A E 2]
M3 663), GSGSGSGSGSGSGSGSGSGS ((GS) 105 AEAHHI: 677), GGGGSGGGGSGGGGSGGGES ((G4S)4; A& A

T 678), GGGGSGGGGSGGGGSGGGGSGGGGS ((GiS) 57 M BAEHZ: 670), B GGGGSGGGGSGEGSG (M AAEM S 67

o2
il

DE 233, AAA AAIGHAA, FAE 499 Asp-Lys (DK) & Tk =k, AgEst HA9 &
Zo] ¥ 39 AlFTHG.

HA HA do] @ opn il 2L Edof AFE wAe] H|Fo] FE& AF o5 AAHE 4 Ak, dFy A
Al FEfoll A, &-PD-L1 J=ddEle, oS5 Bo] g = X34 ZF oA ZREolA|d o durlsd ZZEo}
A FHE Ze FUPHE IAE T3 F-HSA oj=dele AZdEY. ol AAYH= Bo; 5% Ad =
= AR 54 e 1o a8420 LS fE F-PD-L1 f=ddwl s WEA7=d AMEE 5 Atk

F7He] "HA Ee &)X 7} Fn3 =1 M E= FA Abole] Fn3 EdQle] N-dd e C-ETd EYE
T Atk

gy S F

AR AAFE A, &-PD-L1 of=dlele EZdE#dl Zgl& (PEG)S Xg3tt}. PEGE AdHez dF47kssh
A e #4E ZisEordd de 3xE Wi wet ofgd FEES NE FEAA AxE 5 e dy X
H 84 A o)t (Sandler and Karo, Polymer Synthesis, Academic Press, New York, Vol. 3, pages

o

138-161). £9°] "PEG"+ 7] T PEGE] HtoAe] Wy #A glo] dole] Edddl ZTE EAE ¥
SIES FHRSHA AFg¥ AL, 3182 X-0(CHCH0),-1CH,CH 01O 93] YEfo]d &= 9lom | of7]4 ng 20 U

A 23000131, X H B 24 ¥18, & 59, G &Zolg. PEG= 2 W&o 283 F719 333 71&

ic)
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[0238]

[0239]

[0240]

[0241]

[0242]

[0243]

[0244]

SSS0l 10-2632418

e 4 dom, ol Ao sehA o RRE AAPEHAY; e wAe] i HA AYE T 2de
A2A ZAE3T. Avrt, ol#d PEGE 7 449 171 ol4e PEG HHE o]Fojd & k. 1) 239
PEG HE 2z PEGE thEobyd Tt A8 PEGE E¥t. XY PEGE, & 59, 49 34 &9 HE
4730844 2 m= B3 W3 5,932,4620] 7)AE o] glT}.

=

15 o9 PG A= W 4o gold 9X] ¥R & ga, oleld PHL oful, BE Ei v AF
F ure A Jiskel wgel ol B4R & vk, ok moloEE, dF o, HeWE o] N-TeolA A
E1F obyl mi obuledt, 7 @4l EE ohEr)ue] EAsh: obwl /1Y £ vk, UY HAFe]A,
PEG HololEli a) N-wehi b) N-mubwh vlREe] N-wek wlEh sbeh mi wWE-fAb The Afel; o) FelHEs
o ®A-AF Pl dFgshs W el ANF Fx; d) C-Beks} o] C-mg ek b Ex wE-gA)
Ve Afels W o) C-@oR ofFoln FomRE Hed TeWEs Ao 9xd »Huv

PEGSH= AEHe WA J17h vl W welHle] PEGEF $4Mew ol el Age H9-A%
PEGSIO] ola] wgE otk A% ANFEolA, WAL AsH 7]E BHet 6] £Yste], Alx
Helol g 9 A4 PEGEHE S1§SES WPt Bdvels M =y A vz 2] AxHe
A& AT 5 Ao o, dF ol Ul ol opulwil avlE AsHloR EducAno Ry ©y
2 5 k. AZH )R SAdelAs e nRAE obleite AY, Edey, fuhd 9 o 154
ANE EPB. wAslE, AZHAOE FAMAD Wk Bd-wEE et 14 A9 E d
WAS oz st Wl EW WAL AFHE dudFel B slwRep] del IAH] dnh.
How, A Felde=g AR S i (2

al A
[Himanen et al., Nature 2001;414:933-8] =) o]24 ZTH-:=Zd A7|E #0&FSS 18 v, 248 =
e =] ofniAt AES vmgozH FW AV|E AFT 5 k. AxEHA @]9 PEGEHE, dE &
PEG-Zejo]u] =, PEG-H]Y % ¥, PEG-o}o] QEolA EolnE FEi= S

S Jdrt. EA AASHOA, PEGE C-Eek AJ2EQ, oE B, Y
oj=dElo] oAt "PC" A FEIE HrbE A]2HEH A

_U
3]
ik
f

ru
i
g,
O,
ut
iul
ih
=)
r
il
>
oo
P,L‘
2
>
09;,‘4
i)

2
i
i)

PEGE Aoz ZYPEHE=E Ao HAste Fold izt AER AHAd HFs D3t Tl s
gAdste.  PEGSE WH2 #H TlsEoke dE FAH i, ¥ [Zalipsky, S., et al., "Use of
Functionalized Poly(Ethylene Glycols) for Modification of Polypeptides" in Polyethylene Glycol
Chemistry: Biotechnical and Biomedical Applications, J. M. Harris, Plenus Press, New York (1992), %
Zalipsky (1995) Advanced Drug Reviews 16: 157-182]°) F7}= 7145} Sit}.

PEGE EAFEo] uf$- theFst 4= 9, BX8 T Agd 4 ok, AFHo= | PEGY FH-
100 &= W= ¢F 150,000 EEelth.  PEGe]l digh A Al FE-EHd A oF 5,000 EE, °F 10,000
9B, °F 20,000 ©@¥, °F 40,000 & g g <

PEGY] ¥AEE 40,000 E=ojt}. A
o AR AAGE A, PEGE 2719 EX A .
Aol A, PEGE 2709 of=wvelo] M3t M| A-PEG (=X F¥ oA (NOF Corporation), DE-200MA)o]
5o, AAld 1 % ¥ 59 ATI-1341 Fx%

o,
=
ML
)
ol
rlo
12

,d
~N
o

A T dofe F EAFS 2= PEGY 2419 WA
=
=

A VEReok] FAE BAAA By 2 A 7%, oA A7) uiAl (E B, A o3 R o] wd A
ZotE Y S ARSste] PEGEH &-PD-L1 o=vEls A 4 vk, A= £33 SDS-PAGES ARS8kl &
g Ak, BE® 5 des AAES R, U-, Ef-, 8- 2 W-PEGE ofj=vld, Bwk olu fg]
PEGE ¥t Ew-PEG HEAS] MEE&e 2AmolA R=-PEGE WE&S S7HA717] S8 &2 ¥
WMo wu ye 23S Eystony Aojd £ glvk. oF 90% Ex=-PEG HEAE F&I 249 $5E 73S

o
|
BN
>

SElIA, PEGSE &-PD-L1 el=9®le whgrAsiils vl @-PD-L1 of=¥el o}
oJ% oF 25%, 50%, 60%, 70%, 80%, 85%, 90%, 95% TEE 100%E H-FT ot o
A FRE K, ko, BT kool o8l B7HE= vhek e, PD-L1ol Adebe 19 S AFRT. dF

e oXx o
o o dr

AN FEel A, PEGEE @-PD-L1 =Rl HIPEGS: &-PD-L1 cf=yglel] w]s) PD-Lio the AgelA S715 A
ks
olffmFREY Fe EdQl (2 dH)
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s=s5

[0245]

o

2 Fc 99"e FcRnoll 2

s

=3
i

Mw.o

3= Fe

s
b

S AYA &=v. FeRnol

=
(e}

SEERY

FapA L,

£ FcRnol] 2

] el

SR EL

3L
s Y

=4 A

b -]

R

A AMEEZA (CDC); Fe €A 2%

=
L.

;oBA 9
s AIE FH F8A (o

B 7]1%"S Clqg 2%

b
2]

"O]‘

o], B AlZ 845 BCR)<]

= =

= =

-PD-L1 ©ff

&

el (s 501,

e % 9,

3

bol =

S

e A8

B

[0246]

B

Aol 17)e] ofv]

KeX

T
[
-

olAl Fe g4"

o},

o] Fe 43} Wil Al Ao 17

=

E] e

w
= &

3

<}
=

SHA

HhgA)

o] Fe oA oF 1 %)

ZYFE =

L
= &

19k Aol oF 954 N TY

A=

,woh e

3

]

[e]

4T

1ok Aol oF 90% A

A=

7ha vk

ZolaL,

= 59, 1gG2, 1gG3,

(el
F71ell A A g e

S

sl

booe

o
Ris

= #]

5h9)

[gGl

KR
o

A FElA, Fe =rdd

SR

[0247]

1gG4) 7}t

m
=

DKTHTCPPCPAPELILGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWY

VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEK

TISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

(SEQ ID NO: 620)

[0248]

AR AR

Aol At EH AgE

I

AlEaL, CH2 % CH3 d9e B &

[e=]
=

[0249]

K

E%_ o] _o =i

(¢

o
WMol A= Feol o

oA

3
r

o]z

gt

ofof

o
A

3 AAE

11 9

S

=
g =4

o], ADCC, CDC &= w77

=

= =
=

E
=

i3

Oo]:
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i

To°

] el
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<

vie)
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;O.._
;OE
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o
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o]

[0250]

-PD-LL o) =)
6200 A AJE vhe}

3

3

£ A el A,
of, NN EN T

6209 1% 1-16 (DKTHTCPPCPAPELLG; A<

Lk

A)
2

12" gL g6l Fe 999 Ad

ng
pi

Al FERO A

[0251]

622-626°1 A A€ T},

1o

"

ol

o
X

[N

=g

[0252]

US 2012/0094909¢ 7] A€ wu}<}

A
L

(Current

CIMEEICIEEE

e}
s

=
[Kontermann et al.

R

Opinion in Biotechnology 2011;22:868-76)]1 7]A|% o] v},

-HSA °f

=01

= =
=

o2 q
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HHow e

=
=

ABERE
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[0255]

[0256]

[0257]

[0258]

[0259]

[0260]

[0261]

[0262]

[0263]

gk ZHoA, & dhyg2 PD-Llo A¥ste fH2YE f3 111 EHdS X33te o=de s AFstt. 5ol
A A3t BAE 2 Fn3 BHIRIE AlESHA Alxstar A3k b WH ol =vlA A (Adnexus), HEAE-
npolo]j~ A9 dalt] 73y (Bristol-Myers Squibb R&D Company)e] 3Aib-whalz g3t 7jgo|v}. B AANE
2 e digk A3t Fagh At ZEPEHE F opn| At REZE FelEr] ] @A-dWE §3 (RNA-
2 DNA- il d F3H) S o] &3, T RZFA(PROfusion)' o2 HEE AP wd 2 glayz v)eS o] &3
ot ATl §3 Ve dwAS 79 39 A AR I AEFHAIIE Vet RNA-EE &
3 7le 2 EEde-Tine ~Es gy golr gy A3 Wy dAE Al disl, W= 53 HI
6,258,558, 6,261,804, 6,214,553, 6,281,344, 6,207,446, 6,518,018 % 6,818,418 (Szostak et al.); ¥3l

[Roberts et al., Proc. Natl. Acad. Sci., 1997;94:12297-12302; 2 Kurz et al., Molecules, 2000;5:1259-

6415 FxstaL, o]&2 BT B Fx= xIET.

V. WE R ZeaEd =

gk, 2o 7iAlE 4o dwAS FYstE A Ado] B AU & 3T, T Tk T4
727 AAstAL e vkel o], A3 7] HFFTAHLE S8, W FEULHE AdolA A EE ofHx
kol 17 Z3te] 3% ZEC o8& Yelold 4 o, Adr, wndk |7 2 Asts mgE obn e HE
ol HEA XS TAAA F YA, F12 AES] AETH DS dAHow WMAT o diAEA=
etk weEkA, 2o ZiAE didS mgsts A G AMLdA ozt MyE ¢ AN, o 73] 19
Zrzke] fHA AHES IHE ¢ k. 2o Z1A" F-PD-L1 ol=del 2 o §RAE IYste 5H 9
A A H Sl AL M IAAMWHE: 16-19, 31-34, 46-49, 61-64, 76-79, 92-95, H 108-111c] AA|E HNF& zt=
A 2+S F e

we, MIAHEWE: 16-19, 31-34, 46-49, 61-64, 76-79, 92-95, = 108-1113} ZHo|% 50%, oA Hol=
55%, AAXE 60%, Aok 65%, HX 70%, o= 75%, Fo 80%, Aok 85%, HIXE 90%, HoJ:= 95%, &
Ol 96%, Hoj= 97%, Holk= 98%, T Aok 99% FTdstal, PD-L1o Agsts wds 3gss Ak A4
o] . AF AAUdHA, FEFHULEE X3S AAEE HAW olugt HES WMAA REFH =

e 71AE tegst duld £ ZEFPHE T 499 AS ZHse A dEgHer FdE 5 3

F= FHS AxdAe HAE JAATIES AdYE = Q. ogd FZE S AYHE AX F38e g
gt Zlojt}k. o], Zgol(E. coli) ¥ o e goel, ¥yt olye}; EfsE AHE, AE AE, 85 Ax ¢ &
% Aol dis] 543t 2+ &9 o] sdEe k. oE &9 &8 [Mayfield et al., Proc. Natl.

Acad. Sci. USA, 100(2):438-442 (Jan. 21, 2003); Sinclair et al., Protein Expr. Purif., 26(I):96-105
(October 2002); Connell, N.D., Curr. Opin. Biotechnol., 12(5):446-449 (October 2001); Makrides et al.,
Microbiol. Rev., 60(3):512-538 (September 1996); X Sharp et al., Yeast, 7(7):657-678 (October 1991)]

S Fxsi).

AL 228 93k UubE J)e o & 5o &3 [Sambrook et al., Molecular Cloning: A Laboratory Manual,
2nd Edition, Vols. 1-3, Cold Spring Harbor Laboratory Press (1989), Y+ Ausubel, F. et al., Current
Protocols in Molecular Biology, Green Publishing and Wiley-Interscience, New York (1987)] % 19| F7]
ARl A 7=} Qlar, o]& o FxE xIHET. dnbdoz ZYREE=E IYShE DNAE X

T2 oplolgla mE 2E SAARRE §UE Age A}

EE oy 28 kel AEsbssA ader.
oelg 2W et A LERE, AAE Aolshs YoMl ool NG, T A PnE AF R
2 =Yshe A9, 2 A 2 NG FAL Aojshs AdS TRk BRHoR B /e o8 Yol
B, SFolM BAss Y, @ GAABAY Q4L Folshl s Y fAAE FAHoR B,

o AE wHLe gEHoE

e
2

el w44 wuld mE EfEse N-dde] Sof

)
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[0264]

[0265]

[0266]

[0267]

[0268]

[0269]

[0270]

[0271]

=50l 10-2632418

OIH

ofo] &3 ZEHNHE=ZA AxFH o

ol °d Zz AN (5, A&
Elﬂrﬂ] o] 23 éﬂ%)ﬂ Aot} XE S

2 METDTLLLWVLLLWVPGSTG (M G2 % : 583)0]aL, o] od o &= Aol o) AAL.

A As AFE 24 2 T2 AR &
ZEpAl, YA Al 1 pp, B A-9HEAd AEa IT 2He] woRSE AEE A As M s

Rl

AF EHE fd, dA AE AEe, dF B9, aFE UdHEA Y, AdA gy (AFFEREAA
(Saccharomyces) 2 ZF o ZH M~ (Kluyveromyces) €3-Ax} By x3), T b ZasebA Y, 4.
AH| k2 (C. albicans) SFIobdelAl Y, & v5 53 ¥13& 5,631,144 7|AE 213 AE 93] 3

=
F dn. EfeE AE TRAAA, TREE
o
[¢]

g % NE AG B ok wlolels Rl A, o o, W
24 g 257} ol g7kseT. oleld ATAl delol ua DA Y ZelQleld wade e Diael o
ool g % gltt.

e W 22y My B o e 1F o4 AgE &7 AXA 2A9 5 QA s 9 qde Wb
dvh. AwAom, Fzd WEdA oldd Nde WEst 57 AAA DSt SRHeR Bad 5+ 9Al sk
Aoli, ¥l 714 E g BAl AL EFAT. oled Ade thd wHel, &m, % welese y
o We) FHsol o ag-4 elEel] Agata, 2

F 98
B R 22 MEE AY sARE Belt A9 4048 398 # At A3 48 $A4E )
WA EE OE Sk, AF Bl gudY, dertelyl, MEEGACIE wi HERAZA B WAL ol
AL, (b) 9RRTH AWE BFHAL, EE (0 BF WARTE olesksaA we FU 9YLE FF
= WA g THET (o8 S0}, WARa(Bacil1D)e] BF D-okehd SAnbAE =Reks a4

2y B 22 HEHE $AeR, S5 f71Ad o8 d4H 2L ZIAE @i, dF o] vEzYd
~Z1W ~AEE wAS 3Yshs St e e s °d7é IRREES . 48 S50 9 AL
7] A9et ZEEE= phod ZEEE, WE-FEviAl 2 HEX Z2WE AXE, ey TAEA, EY
Ed (trp) ZRREE Al2g, 9 delHE|= T2 RE o7 tan TREHE XA 22, e FAE
vregjo} TeRE R Aesitt.  dtEelol AlAgd AFEEH] AR ZEREH= B 9 ViAE dds 2
ok DNAC 25 7hsatAl AZ®E ARRl-E7 }+ (S.0.) AEE &/ Aolrh. P Eel ded 2wE Md
o] FAHe] Qrt. AAHow WE A FAHE AL AAEE EEEE g2 25 WA 3070 97 AR

=]
5
of 9IXek A-ER oS itk Be R A4 2RHonRE 70 U4 807 @7 Rl was
2, o714 N Qo] REUeEsg S vk =Y Qe 3w Fel
& A3 f1Ae 30 wge] AT, BE o

=
§
R
e
o
Ex)
1
At
Lo
)

A H9S e AE s
£ Ade A9 wd e Y fgaA dda.

® 5o @7 AHea] A Zeve AdY di srxazeAdels A wi de W
AR g, FAAEQA G Lol A=A, AL, ATl 2
s = ojamel, s-xaz e AdeE HEAl, sRelE 7
oA, EAERFIA o 2uehl B S di TRuE s

B 7 AxoA WEHRIEHS AAbs, ZREETE S5 AE ARG R4S g, dE 5o vholy
Al EZelevt wlelE s, AF upolE X, ofHlwmmbolg A (dU] oldwmuiolH X 2), A& FFF

2, 2 §F vbolds, ARz Ebtele s, YEZutolY A, BY I wholE A B 7P wpEA s A=
Q<o) vlolg] A 40 (SV40)9] Ao RZRE FEH ITRHE, o|F IHTE ZTIZRE, dE o] dE ZTan
By 2R, 9-23 TR o8] Aojd & glrh.

=2
A o Bge) e enag

15 MY E 3 W 1) Q3= DNASl AALE FF <A AES WE WE 4Aste
2 S7HEY. B J3A Ade] A XiEE FAA (224, dEhzEA, dRT, a-dgoluhyd g <l
EW)EREH FAF Jok. 2y, AFHoz JI AXE vlo]H AR RE JAMME AT Aotk de



[0272]

[0273]

[0274]

[0275]

[0276]

[0277]

[0278]

[0279]

[0280]

BA 1A a7 2 (bp 100-270)9] SV40 S1ailA, A|EW|ZEulolelA~ 27] TERE ¢lalA, B4 7)™ &)
7 Ze] EEev A A ofdlinlolg]x AMAE XS, T3, JIANE T2HEH| F4IE Y3 F
A @] 3k & [Yaniv, Nature, 297:17-18 (1982)]1% H=x3ch. <QddiMdE 9% 5' EE 3'oA AE =-
29 AE7HA] AE YE ~Zgo]dEd 4 AN, st sl T2 RHERE 5 F9 R},

A &5 MAE (dF B9, a8, A, 235, A8, &5, A3, & 2 gAX f7IA25He /9
AE) A AFEEHE 1d WEE 3k [dAle] 224 9 pRNAS ¢HAsle] Fad AdS e Aok, olyEt
ANEe EAHor 28 = vloje]x DNA i oDNAQ 5' H, Wz 3', vjHY JgorrE o]&rlFalt)
olE gL Holo AW dwAS I3 mRNAS H[HY REAM Zgloluldsl dH oA HAALE = wF

JE. o :

AZF DAL T w3 Qe Aol fAel T B AL 2R A
iz gloe] o= 3| 2Eld EjIr, FLAG Blz, myc Bz, HA BlZ1, & GST gl28 X3k, o] A=A
= 2t gHget, W, a8, 2 IR E AX S5 A AREse 44 229 4 Id WHEe
& [Cloning Vectors: A Laboratory Manual, (Elsevier, New York (1985))]o|Al ®7Ad& 4 9lar, 19 ##
AANEL 2ol x= xFET

= = — 1 = —%].T_'l - ’
T AE Wz s =Ystr] A vhdet ol dd TlsEokel eAHo At

e 2 AXE 9IYE, a8, LH5E AE =t vEHor AxE Xet, HEFEE vthgols I
S = < = = = AHFRUA
S. cerevisiae) ZF-E 9] aR7F o ZHE =] Askel] AMEE 4 9T},

A =d AHgd Utk 25 Al
XolAq o]F wulEe] AAS 9%t ulpEFZEunlol# 2~ AlxElo] F& [Luckow et al. (Bio/Technology, 6:47
(1983)]olA AEEST. A LHTE 5 MEFTY o= U9 Ax, (0S-795°] 2% AxE, V-1, L Al
X, C127, 313, Aoly= =~y WA (CHO), <AZF wio} 2178 AL, Hela, 293, 293T, @ BHK MXEFE X3
Az A Hdstr] el A sF/9Y A|2gs g

ok, AA" ZYAH=EE S Tl s Wy 3] o2x Azgd).
2o E£5E g8, EYd A" 2e ZFEl=e] 2e A7) o], FHEfoldMe WS ulehz g why Wy
o] A & Hojty, olojA, TMHL g viX] e ME FEEZHE GAFEHG.

VIL e gt

L3, F-PD-L1 oj=vEl e 19 §3 ZEHMEIE=E WEeE AETIF Ed v AEe. d-PD-L1 o=y
B8 AAEtE AEFY AA 2 des B J)ERok FAE EFE V), oAy B A" AL ALES
of 2Ad 4

&3 AFE Edo] 7AE wid gars 3k wy e F2Y el o5 dddstd T IR RE Y
=9, dAASA AY, e EHste MES ZEE A S fd AdsA W¥8E T4 o
& A e A Bl e T}

Eodbhgo] ojudele 3 dE Bo] Y AL (dFE 5o, o]. FElo])olA ouduls Ao zH n-F
gzA3 Je2 59 ¢ Jdd. FEI vs, 2o VA" oj=dde] nl-Zel 243 P A g o
A AE Ao ZelmAdd ojedey) Fds Mt 28 9 FE w7y ES YERdg

il
Ad 3 F10 (A 2vk(Sigma)), Hx 2 MEM), (Al71m}b), RPMI-1640 (Al71mp), R Edls ©

ol= ®iA ((DMEM), Al2vh)7F &5 AXE widketed Agsior. =3, &£ [Ham et al., Meth.
Enzymol., 58:44 (1979), Barites et al., Anal. Biochem., 102:255 (1980)], vwl= 53 W& 4,767,704,
4,657,866, 4,927,762, 4,560,655, 5,122,469, 6,048,728, 5,672,502, ®+= ul= E3 WHE RE 30,985 7]A
H B w7 5 Az digk wje wiH 24 AFEE G k. 99 ol M TEE H/EE bE A
AR (g, QleEd, EdaY e 3239 A R, 9 (dAad, QSHESE, e, e 2 24
HolE), &FA (A HEPES), wEHHE (dd, ofdlx=Al 2 Hud), 3A8A (A, 2epute]il oF

~

| ke A ke 4 Atk d9HeE 49bs
A

oft o riz
=
Ry
2
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[0281]

[0282]

[0283]

[0284]

[0285]

[0286]

[0287]

[0288]

[0289]

2), MY 94 (BRHoR wlolARE Wl AT vEE BASE ¥ SRRA Aed), 2 2Ras
E BEE duAeR Bad W 2EFE & A 909 UE fe REEe wa AEioke] B4k
&R FAE A48 ER wd xeE 5 v WG 24, 9 e%, pi 5 1AL e duw
%3 AEsh A olhel ALGE Aol:, Bl sleiere] Babel J1&AelA FuE Aot

wglo] JAE eNde £ FAE W9 29 At AW £ At odd ZAS s, Eea
=g =Yshs Ae AdTh AL RS ANHES 2 o gt 54T TAE AsY (AR 94
W EREE EE AR PAL WY Asg Ex 4% oA vezlol FAL el Axg)elAd mAel T
AE welo] Fhahe® wyE oo} gk

Edo A wude wek ghebd Ao 9d] (olE £, i@ [Solid Phase Peptide Synthesis, 2nd
Edition, The Pierce Chemical Co., Rockford, Il11. (1984)]1¢] 71A1E ®e] 9al) AL 4 AUk, oz
of tigt MEE w3tk g8k Al o] AdE 4 Ut

woage) gude Qugon wul shel Wopol FAH wullel Ug vl A el ol AAY 9
B oHARA o 25, A2, 94 (A8 Bol, FWARE wi PGEFA ), AR, ¥

@sloft, FH A@ehEaY, ole W@ AZrhEIHY, A5y AnrtEady, g9 ke, o
A AzvhEnds), A ols, A % AsviEods), A8y a@viEads, 4719%, ¥R 2 £e o
o Qele] xge Eah A Fol, FURUEE Ao 934 2 wA LAY, o3 2 TN X
N
P

et oldl A A= e #H iEeokel FAE oo g Wl o3 v52

Jol &%= 95% <=<=3}aL, 7F ubst
wstA, %—E]%QE]EE Aok Aoz ARgst7Iol =

N
_o|L
R
s
o
2
Hl
[o¢]
g
My
4
ol
Y
 +
t
s
=
o
N
_o|L
W
Ry

ax e gl A (HTPP)

HISsER 2o AFHo] PETOd WE W= S24d Agd A4S o). Febo] BL21 DE3 plysS AE W= FAA3
3tal, 24-9 IO F 50 pg/ml Fhbrto]l S G5 5 ml LB wiR|o] HEsta, 37CAA ¥l A AT,
7= WES 9d) WAl HjEZEE 200 ple Fostn AL AAES Ao Bulsle] AZ$ 5 ml LB
Al (50 pg/ml Zhuuleldl) viFES AFat . wlUES 37Tl Ag 0.6-0.97F4 AFAIATE. 1 mM o]

AXRI-B-EAFEAE (IPTO)E FXE3F &, olYES 30TCoHA 6417 5k waAsta, 2750 gollA 4CollA
104 &<t AR sted AR

ME A2 (24-9 ¥H)S 4501 &3] =4 (50 mM NaH,PO,, 0.5 M NaCl, 1x FAZ2]E(Complete)™ 3 2 Eo}

Al A A el -EDTA 73 (277 (Roche)), 1 mM PMSF, 10 mM CHAPS, 40 mM ©W|th&E, 1 mg/ml 2]&Ab,
30 ng/ml DNAse, 2 pg/ml oFZZEW, pH 8.0) Follo] A o] &afstir, AolA 1-3A1%F <+ I
ARG, SHles FAdstetal, 96-4, 1.2 ml £33 Z@o]E7F ulE 96-9 SFEW GF/D IR ddste
96-9 ¥HOR A-rAdetaL, FHol o ofeiivt. HAsE Seles, BY ¢SA (50 mM Nalb,PO,, 0.5
M NaCl, 40 mM ©v|th, pll 8.0)2 B3t 96-4 U2 E= IFE-Leold ZeoER ddsar, 52 <
Aol Attt HZAY EAE Fdel i AAsT.  FXE 0.3 nl/LE A SEA #1 (50 mM
NalL,PO;, 0.5 M NaCl, 5 mM CHAPS, 40 mM ©|®]t}&, pH 8.0)& AR&-3le] 23] AHET}. ZH7he] AHEL &
kel ofsf AAsEAT. &2 dell, 7t7ke] 45 50 nl &= A (PBS + 20 mM EDTA) = A|2{sbaL, 53
Astulloldstar, ol#d AHES sl o&f #A7akslvk. Z4zhe] ol F7k9] 100 ple] &¢ ¢SAE

sto  whulES g2kl Aol 30 ]ltHleldd -, EEHOJE(E)E 200 golld 5
3l

i

AAEZst, &2 Mo |2 LI ZgolEQ Hido] H7E 5u19 0.5 M MgCl,E sl 96-9 F8)

U oft X oft
L2 oo 2

b, &uE wwAS gud TFEEeA ofdd Fn3 =Wde A

_H
op
ol
o
a

WA AGAS] St dd 2 AA
§4 F2o BAL 98, FE(S), ool HISHILE pET9d (o] ¥t Hho] 2. Ato] 12 (EMD Bioscience), %
al,

2 = of. Fbo] HNS174 Aol q Edskdtt. 20 mlo] HFE Y=
(@ Zdolg e ZEYERH AdE)S A6kl 50 ng/ml 7FEMYAdd 2 34 pe/ml SEHAYES T

Jo
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[0290]

[0291]

[0292]

[0293]

[0294]

[0295]

S5S0l 10-2632418

st 1 ZlE 9] LB wiAlel FFatalvh. wi¥ES 37ColA Asgg 0.6-1.07HA1 AAIZTE. InMl o] A ZA-[3-F
LATEANE (IPTO)E F=3 F, wldES 423 59 30TCAA AFA7]a, 308 59 > 10,000 g 2 4T
A QAR oa] AT, AE ARS -80ToA FAAATY. AE ARS SEg-FhA(ULTRA-
TURRAX) ® A 3}7] (ofo]Alololo] &(IKA works))E Ab&ste] g oA 25 mle &3 <54 (20mM
NaH:PO;, 0.5 M NaCl, 1x AZZE Z 2okl oAl Ze| Q-EDTA F3Hf (257), ImM PMSF, pH 7.4) Zol A
A ZIT. AEZ &8lv= 2D M1 10S wlo]Z2EF}o] A (MICROFLUIDIZER) ®  (mlo] AR EF o]
(Microfluidics))E AF&3 ¢k 723} (>18,000 psi)ol ola] @A, E84 233 308 =<t 23,300
g, 4TCoA Rl o EEladtt. SsEe dAEYEYYH 35 B84 AZE 20 ml OJ*JUrEL
/500 mM NaCl, pH 7.4% AFstAct. ARG =SAsHA 20 mM QA }FER/500M NaCl pH 7.4 = 6.0M
TFotUd s=2FReto| = AZFESIAIZ -, 37TAA 1- 2412 Bet AFuo]dsgitt. Akt A S
0.45 pm= oJF3tar, 20mM QUAMIEF/500 M NaCl/6.0 M F-oF ¥ pH 7.4 SE=AZ BAstd |29 78 A
o7 Y. 249 Fol, ZYPE F7io] 25 (VE H& FUIT dFAR AT, AFgE dds
20mM AAEE/500 mM NaCl1/6.0 M 7-¢H-HC1 pH 7.4 % 50mM o]vt}=£= &gk, AA
oL EAMFEE /150 mM NaCl pH 4.5 thdk FAo ola] AZGAZAT).

g ML

it
mv)
=
i)
o
(SNl
(e
=]

=

7HeAd B HEYE 7R 2 1E e gl AdAle] SR dd 2 AA

7184 F2o B3 Y8, FE(E), o]ojA] HISsEIZE pET9d (o]9it] nlo] @ Ato] A~ (EMD Bioscience), 74
3L, o). FHgbo] HMS174 A EoA L&sgtt. 20 mle HE wYE

(4 Edogd Z2YZEH A48 AP%@@ 50 pg/ml ZFEHYAA 2 34 pg/ml ERFAUEE TF

S CAA Ao 0.6-1.07F4 AZAIAT. 1 mM o|2Z2H-3-

ol
Qo
rlr
—
L)
An)
Lo,
—
los}
=
2
=2
2
ofN
ol
Qo
38
o
=
02
i
i

ﬂ

Bl Z2gEAE (IPTO)E FE3 &, WGES 443 &< 30Tl A A 7]z, 30% o >10,000 g 2 49
A I o8 AT, ME HRES -80TA FAAATE. AE ARS SEZH-FFA2@ d237]
(o}o]Aloloflo] B2)S A3l Ag Aol A 25 mlo] &3] =4 (20mM NalH.PO,, 0.5 M NaCl, 1x HZYE =
ZE|olAl AAA ZE|L-EDTA F3H5 (Z47), ImM PMSF, pH 7.4) Zo AFEA AT, ANE sl;ﬁ% 2 -1
10S wlo]l 3R ZFtho] A1 (MICROFLUIDIZER) ® (vwlola = EZFold 2~ (Microfluidics))E A+g3st gt #2423 (>

18,000 psi)oll <3l @AEtitt. 7184 RIS 305 FOF 23,300 g, 4ColA DalEgel o Fgatqict.
AARNE 0.45 pm ZHE T Agsidok. Asid é—-‘LH S 20 mM QAU EF /500 M NaCl pH 7.4% Apd-33
Fotd S| 2ER 2 (GB) dom Y3l MH HE 25 2§ F99 T4 GFA, olojA 20 ZH
F-3 9] 20mM QJUAHEF/500 M NaCl/ 25 mM o] v th& 7.4 Bl o]olA 35 Z l.iﬁm 20mM 12} E /500

M NaCl/40 mM olw|thZ, pH 7.4% A=Akt 15 Zel F3e 20 mM QIAPHEEF/500 M NaCl/500 mil
olmvtE, pll 7.4% WS &AL, FEHE AgolAe FEES VIWeR she EH Sk, 1XPBS, 50 mM

]2, 150mM NaCl; pH 8.5 = 50 mM NaOAc; 150 mM NaCl; ph4.5el thal F4akich. 0.22 pmelAel o3}
o oa delel AAES AANAT,

®owye k2 2yl 48 DLl A=dE mE o) §% wnAe TPgehs 24E, 909 A% =
SR AR & Ao WSa FEHOIAL, B Ao Hyd
=
i

B
ofF =S AwstH, VM =4S
j
=

A 2SS AT FAE A% @A, A, Ae, A B AE s AA; A9, ek B vd T
FoE AF A BEe w8 Fols AT A, 24, da, A9, e A Ee uE AE BE veEe
e ¢ vt

2B ARE 3t #H Jlswok] 4 FxE WHS, oE £°] &3 ["Remington: The Science and
Practice of Pharmacy" (20th ed., ed. A. R. Gennaro AR 2000, Lippincott Williams & Wilkins,
Philadelphia, Pa)]olAd Wsith WAT Folf 8 248e, d8 Sol, B¥A, Bws, 95, FIY

Ad 22, dAd ZdEd S2E, A 71l od B ? s yzegHls e ¢ v BAAE
4, AT gHEE S8, gEs/sdEds dodA Be EYSAdEd-EgSAz2dd v3dAs
shehEel WEs Adjst=d A2 & du. vYxndEA 24w (dE 50, AT WA, 1A AAE
Uiz, 2l2s)2 seEe] AAEEE Aojst=d AeE 9l € Ao F&3 AT Ae
A AEE oddl-nld ofAEelE TS Al A, AT HE, 01*—17}% T A=E, R AEHEs £
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SEE4
nrolk el A= 4= Qlvh. o]yt AAE SM-ALEVES FH Ee Fo ol AFAHS A= e
(2 B9, 3442 AFE & Aot
[0303] o] ZAEL o X85 EAHT H5Tol Zadt F9o 1% 279 &4 E, ngAsAE A2 F74
gk g wAA] e AR FAS 2te AS S = Ak, olge Exle "l HEHd fasdh goz
z3E o] H3siA =A%)
[0304] VIII. AEE2ss 2 Aslstd 543
[0305] PD-L1ell ujgt o] 7jA® d-PD-L1 ol=v"le] A HE Ay (dFE B9, 82, k) 2 5984 A
(& 59, &-8olad BT, kn B LE-TONE A, k) S THANA H7bE o k. of=vES Ay o
2 %A Bz 500 nM, 100 nM, 10 nM, 1 nM, 500 pM, 200 pM, X 100 pM ™ %+e] K2 ZA33 Ao|x|vk, B
ot =2 Ky #kel 318E A, A7NA kyeE TES] AV e ke TS| =0
[0306] A3t Rslzof oie AlgdTy 1A
[0307] PD-L1ol Asta Agd=gstE &-PD-L1 o=vdle thfst A g3y HAS AHE3ste &= 4 A, 5F
AX S, HAL v TH o J=dE S FAd A3 dstE AL JFesHA sk A HAo|t)
[0308] g-pPD-L1 of=uEle] Ag Hs=E AAS 7] % dAlFel AALS &N A 9 GgAd 59 aiA H2A
(KinExA) (Blake et al., JBC 1996; 271:27677-85; Drake et al., Anal Biochem 2004; 328:35-43), H]o}:o]
Al 2~E (A9dl Ao o3 W ZeEE ¥ (SPR) (Welford et al., Opt. Quant. Elect 1991; 23:1;
Morton and Myszka, Methods in Enzymology 1998; 295:268) @ & Azt 3] 333 (HIRF) A (Newton et
al., J Biomol Screen 2008; 13:674-82; Patel et al., Assay Drug Dev Technol 2008; 6:55-68)< 3E3tsir}
olell AlgtE A= FeTh.
[0309] EA AAEANA, AR 45 FES 300 kA L] THel FEEAM WMEE A3 el AAA e F
ububo] oAl Fo] FH ALY WMItE &3] fE SPRS AMEShe HlotRo] A|AHS ARgste] AL
o2 BYUHHET 4 k. vlojzo] AL IE A, dEE A9, B dlE e 2 AgE AEE A
stoh, Ad Hslze vjolzo] W FERE FH A|&=E (Wofzmo], A )E AHESY FstE HZ sl A
5 Hrigewy 5T, uo]lAlM He ¥4 T AZHS Y8l EAFHt. olojA AL A
I, R A F9Ho], Y Edo uke g9E ASE £EIY. I 99 RDY AazE uA"E 2FY
Ao vldlslr] woll, ol& mEZA Ao uAdd ¥4 U HAE vekdu. IF 2 g doHe A
A oA FAlo] FEE o] 1:1 oA Fa 2 3t & %= TS AT OZMN, Ko, Korr D Ry (£
Blol A o] FHd Wkl ek HH HE s Edd. 2, Ko #HE dlg A9 PR SHCZRE Keri/ken
o 72A AAHT,
[0310] AR AAeo A, Edo] Z1AE F-PD-L1 oj=dlele Ao 20 7]AH SPR 313% AANA 500 nM ©] 3},
400 nM ©]3}, 300 nM ©]8}, 200 nM ©]3}, 150 nM ©]3}, 100 nM ©]3}, 90 nM ©]3}, 80 nM ©]s}, 70 nM ©]3}, 60
nM ©]&F, 50 nM ©]3}, 40 nM o]}, 30 nM ©]&F, 20 nM ©]3}, 15 nM o]}, 10 nM ©]&F, 5 nM ©]3}, E= 1 nM
olste] KpE YERHTE
[0311] ol 7AE HAL dAa|Hola, @uld Alolo] AF IS AAS Y] 3 Y y]EEokd FAE d9
U (dE 2o, ¥4 7|9k-AY (FRET), &4-d24% W95z A4 2 444 23 1A (dE 9, WA
wAHdA)) o] o] ZIAE -PD-L1 oj=v®le] A3 sleE Hrulsted AHgE 4 JSS oldstodof
El3=t
[0312] IX. 3-PD-L1 oj=v€o] 23t AN 43}
[0313] 433} A
[0314] 2ol 7A€ F-PD-L1 of=dwl e w3k theket ek 9 JGAksl &% f&sith. 54 AA]dEel A, d-PD-
L1 oj=dels A oA A&7Hssr HoloJE R HAHar, o]t iXH ouvee, oF 5o, il 94
3= Qe A JAIFARAM AFEE = Ut dE S0, 3 AASHelA, ddAClA PD-L1 YA FSES
AZse W AZ7153 Ao AZ2" -PD-L1 oj=dEl S gl A Fodsta, A3 A7 o, i
£ AEse e xgsy,
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Ao sppudsts ¢ Avshcd Agd ok AR gAoR, F-PD-Ll djEdEe oA, oF
So], PD-L1 5 Z/EE PD-L1 A AlE (dF 5o, T4 AX)E #2717 98] A58 = Al
A PDLL #5S BUHF = A8 5 o, FPDLL oj=vEe Wy 4 mE A Stel Abed 5
A3, AZ7FET HololEe] FH EE H-FH B o5 mxE 4 Yt}

AHEE S Qe AEVFeR mololEle WA AgAl, dA: A $F% dAY A ddolE, shEelk
w wbyze] WA AdelE, Alx, A, A, va m= g oAx w3:a, F, “cu, Cu, “Cu
64 124 86 89 66 67 638 14 47 11 111 114 114 125 124 131 123 131 123 32

Cu, I, Y, Zr, Ga, Ga, Ga, Sc, Sc, C, , Im, o In, I, 1, I, 1, I, 1, Cl,
33 4 74, 75. 76 77 78 89 186 188 836 90, 177, 99 212 213 212 225 -
Cl Cl Br r Br Br Br 7r Re, Re Y Lu C 1 Bi Pb Ac, HE+

54 AA G oA, A AEgAlE ol =R 17H 01”4 oAb 27l A gtk 54 AAGE A,
N o), o) 271 o), 370 o), 471 o], EE U W Fo WA Ee] 1 T2 Ho EA4F 4
Atk EA A 1‘*31011*1 WA A ES Ay o) EgtAel oF oj=d'e] 3 FAHT (dE Eo], Vw5
& 8,808,665 =), HA AAGEAA, WAMIHTE oldtsAd ZHolE e ¥ (BFC) EoloEle] <]
o =Rl %j%fﬂ BAZAG] EAgtt. 54 AAGFEHA A, A AE Aol EstA W/EE T Rolof
E]:= DFO, DOTA 2 29 #%A (CB-DO2A, 3p-C-DEPA, TCMC, <£2-D03A), DBCO, TE2A, CB-TE2A, CB-TE1A1P,
CB-TE2P, MM-TE2A, DM-TE2A, T]SFAFEZ 2 f-%=A, NODASA, NODAGA, NOTA, NETA, TACN-TM, DTPA, 1B4M-DTPA,
CHX-A"-DTPA, TRAP (PRP9), NOPO, AAZTA @ &% (DATA), H,ul=3}, H2Es, Hobatsh, H;Hl7bs}, HeE A5,
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Al 2 Aol
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EA Ao, WA E Ay olEdAE, dE Eof, F29 FW oA F2=E 4= gli= DFOo|t}.
=4 Aol A, “cu2 98 Zwo]E]= DOTA, NOTA, EDTA, Df, DIPA, = TETAo|t}. Z#o|Est4 2
AR Zo] Ael 23S £3 [Price et al., Chem Soc Rev 2014;43:260-90]0 A FH S stA AEE o 9T},
54 ANFHeNA, FPDLL ol =R PET 234 FR EAHCG. P LA WA wlE e o)
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PD-L1& AAUA HESHE Ao ¢ste], F-PDL1 o=, ozid) o 7" Ae ALEste] AEA
T4 A5 HES § Jduh. WS AES EYo 71AE F-PD-L1 ol=dElnt HEATE RHoR, of7]A
471 AL F-PD-L1 of=vd-xA B3AVE dAEES sk 27 st sk 3 2 Y] BEAE AE
sto], A7) AEoA A7) BHS HESE AL 2T Ak, AELS 999 B vjEReAd e,
A, dE 5o WAMKEY, WS A 1Ay, G 1AE, A% AP, T 1W THRE IES AE
o] =y £ k. MEL A T UE IFTEERYEY A 5 . A BHS 93 F43 2Hg
A A Gdsts 9 A EAYA, 2 AE AES A8 A EAYA, 54, ¥ 34 2 bgE A4
o A BlE Edete AE7FsE 2A ol

) (s
F v e EFehE BT, B opyel ol V1EE HETFe T vR AEAIE 54 %4, 2 CA
o ZElmEtAl A ukgel ok S% Foll v eI deE s Has Edehs, Alddl Ade Eof
ol FA AREEE ol v KL 5 Ak, MEES FA= olojA] opuld Ei= AEREH|Y A
of os) HE7FeE Aotk A A A= FuFo] HASAGA, L2 TAGEA o& T
dE =, BA= 12 "HsAg 714 «dd ofvpvrd o :

3 a5

& )
3 71d, dE o] A dEhveol= dAd HER(IID) 2 281D ZddolEe Agk Fdo 3}3hutgd
of EA v M SATeEA HEHE, 54 $EYd AT ¢ A uE #A4= A 98s
Ao A AAE RS E2FE. HAE e Adud xAel os) Addrt. A e 19 v A=
=82 FAZF Aol -G o FAYE Aeos ¢S ARgSte], e E3dEA, RS54,
PBA s 2 VTE BF 2T wEd o AREste] 243 o v

54 AAGEHAA, A3 e AEHoR (Ee A H-dwdddel 94, ds
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ola, @3 Wl FEA HHAEE ANGET (dE 5, &

13 (2009) 235-2441: WO 2009/059278: WO 95/17886 ).

Holojg] W o=uele] AststA &Hade uwhEl, Adoldk 3k dMefe] o]&d 4 i, Kold]
ol AW = 50 W] 50071 ofnl kel Ajzg; EEMEI=Q] A, v FA] FES
3 HAEXNO ¥F HAy} EASa, ol olatA W& 4 At} ( =

[Hackenberger, C. P. R., and Schwarzer, D., Angew. Chem. Int. Ed. Engl. 47 (2008) 10030-10074] *%).
g AAgEolA, TEgleolnE RolojE]9} oj=dlEl Fi= RolojE] o] AlAHQ @r]e] ukgoe] AlgHT).
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Ak Adeh 9y Ajeke] MEA Rkgo] o) gdAdE 4
A (3 [Ren, H. et al., Angew. Chem. Int. Ed. Engl. 48
A TR AEDE 24T F Aok, FA A ol Aol
ok G- AJ2EHR &3 4= 9o} (Taylor, E. Vogel; Imperiali, B, Nucleic Acids and Molecular
Biology (2009), 22 (Protein Engineering), 65-96). EP 1 074 5632 o= 3}H%E oln|=ite] A~EH X9
YA AlmEAdRT; oz shHE ofu|iAale] A~EYR e AlxEQle] MUl A& WSS v|wtow 3
A HHaE 7.

BolojEl= T3k ] FHE e AEHE BUAY ¢ v, ZEFAHEY) g oz FAdHE e, Au
gty WSS zhe olmato] ol gk 4 o ¥ 4 Jdu (dE £9], £ [de Graaf, A. J. et
al., Bioconjug. Chem. 20 (2009) 1281-1295] #=). wj$ vkt A #5717 EA6t2 34 FAg= U=
=98 5 ) g, olel@ WE =t YA e HE shstolrt,
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[0401] c) YA b EHEH EIES AXAA LAE FAS= A,
[0402] d) B a)RRE Y LN B o) RRE Y nAgd MeAA F-EAE FFES A
[0403] S ¥,
[0404] 54 AAFHel A, e sy T2 bE 2 F-ued wARAe Y4dm
AN
N
‘// o/\/o
18F j
b (\o
S
N
[0405] 3
[0406] (4714 “Fi= N Q7o) ta] 2 2EQ]), ol
[0407] a) st7] x99 g3tEe NS AFsE TAoIH;
Youd "
o
o/
c /_/
o
X O_/_
N\\
\_s
[0408]
b
CH CHj3
~ng - ot
A
[0409] (714 X= N dxto] s 2 2E9) o714 X= N0, Br =& ol vl
[0410] b) 0% F 'F, 4,7,13,16,21,24- AL AR-1,10-T o} AH| A 2 2 [8.8. 8] AL FAF 2 okG7] | oA K,C0.0] &
HES ATt @A,
[0411] c) WA b)oRRE EAES AXAA AAE A= TA 2
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[0412]
[0413]

[0414]

[0415]

[0416]

[0417]

[0418]

[0419]

[0420]

[0421]

[0422]
[0423]

[0424]

[0425]

S=50] 10-2632418

d) WA a)ZRE e §e WA o)RYE wA weAA F-EAY AFBS A W

3L

LR

fon

Ll
ot

o
o
i~

AFEelA, RS S PE 2B 2 SRR QS BAE FhE Ege, ot

N3
TsO N3 8
2 8 " | °
o} O p g
NN § >N d
, —>
EtOH, 85 NaH, DMF 2
2 2 0 - 60°C 0
o) 32% o g
$ § ;
TsO TsO X/ \
N=—
X= Br, NO,, F

54 AAGEA, U2 8h7] wke el wheh d=5E [ F]-3-(2-(2-(2-(2-oFA ol FA] ) o 5A1) o FA] ) ]

X
ot e T

)/ 10 mins )/
N N

o
o

(['8F]-FPPEGA)

“P AR EAE PD-LL o= eE

AR ZWolA, dh7] TE2E 2 PMANEAR T2H w847 296 Az,

xaF.\.\f.’.f

N
o714 @Elde PD-L1 of=dvldolar, x= 1 WA 89 Agelrk. 5 AAFHCAA, x= 2 WA 69
garolth. 54 AAGEAA x= 3 U 5o Aol A% AAeEelA, xi o],

el AgE F At olwisA @aﬂom E HE (BRO) olojE)i 4]
R

= =
oz JF7lsstAL (& 9, Alavt 4=2X](Sigma Aldrich); 38 AvA2EZ E2(Click Chemistry
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[0426]

[0427]

[0428]

[0429]

[0430]

[0431]

[0432]

[0433]

[0434]

SS90l 10-2632418

Tools)), = €] sA¥ st wkgol wet gdd = Qv

54 AAFHA, BFCE AF2SE 7wk Aol E3kA (dE Eo}, DBCO, DIBO), DFO, DOTA 2 1] fEA)
(CB-DOZA, 3p-C-DEPA, TCMC, <2:--DO3A), TE2A, CB-TE2A, CB-TEIAIP, CB-TE2P, MV-TE2A, DM-TE2A, T]QMA
2 $4, NODASA, NODAGA, NOTA, NETA, TACN-TM, DTPA, IB4M-DTPA, CHX-A"-DTPA, TRAP (PRP9), NOPO, AAZTA
2 G4 (DATA), WLEl=sh, WSEs, LobAlol, H.El7ke}, N5}, HBED, SHBED, BPCA, CP256, PCTA, HEHA,

PEPA, EDTA, TETA, & TRITA 718t A lE3Z A, U 19 7M7}e A 2 FEA=25E AdgEc. AyolE
shA) D AP Fe] Aesl xS H3 [Price et al., Chem Soc Rev 2014;43:260-90710l ZHskAl 71415

of siet.
54 AAFHl A, BFCE F43t did e JE S oA oy, st2&Rd ) Jt2Hd e HE #5579 ¥
F ATE A Wy /1B EFee AFRSUn. AFRSY g9 Wy e dade, 4, s
=2 7], oA 7], Teoln=, o-RRAAE R a-RclAEcn =g Fga)

5S4 AAIFENAM, BRCE HHlEAS2SE (DIB0), PlobdobA | 25E = (BARAC), HHISAoMAA S 2SH
(DINAC) % t¥lzAE25E (DBCO)Y AlEzSdoltt. 54 HAAYGHA, AE=592 DBt

S AAYGHAAN, AERSES e ZYdEd S8 (PEG), 2dolA obehs 2FFeH, o7|A y= 1

WA 89 Agroltt. 54 AAGHAM, vi= 2 WA 69 Aot 54 AAFHAA, yi= 4 E 50l

o

54 AAGHNA], BFCE 19 oFF (dE Eo, g2 719 F3f Eve oprwedd-39dd 1) SolHolx
8402 WhEEE DBCO-PEG4-NHS-ol ~H| 2 B DBCO-% ¥-NHS-o ~E|Zo|t}, E74 AAUefo] A, BFCE &
ABHA (]2 So] EDO) O] FA st 15 e 27 obwl 7|9} whgate] A oju= AFS FAT 4 e
ok Jt2 525 (-C00H) S Zri= DBCO-PEG4-2toltl. EA A G A | BFCE A3l (& E9] EDC, B+
DCC)ol E=A] spoll 7F2RA 79 = @4stE o 2HZ (& 5°] NHS o] ~HZ) e} whg3lo] Hggh ofn|=

A3%S & A8l DBCO-PEGA-o}wl o] T},

i
[H
ol
[
il

54 ANl A, BRCE, <& Bol, ZERE = -9 Tt L ZAHOIA AZ=EHRD 7] e

71¢} w83l DBCO-PEG4-Z2] o] m] =o| T},

54 AxGHelA, e e Azl Brbe] o8] 19 C-wuld WHET. «dF 5o, PCe
FE| =] - opuAl Yo dAE 4 dar, 7|4 P ZEWeal, CE AlZH<SlOlAL, md Hoj® 0%
Aelal, ne Ao 191 Agolth. oeidt WMHL 7 W W J)ERobd ¥y FAH] gk,

574 ANFolA, A EAR Ten Ex 48AE o] P2 2% et

=
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[0435]

[0436]

[0437]

[0438]

[0439]

[0440]

[0441]

[0442]

[0443]

[0444]

[0445]

[0446]

SSS0l 10-2632418

o714 BRC= Al 27l @il (elE 5o, &-PD-L1 oH=del)o] Fghet.

F-iabd 48 A8 A= 2ol 71Ae Aol whel HAWol el A5 Apgol A ghgk w2

(% B, 95) F ABAR, F5 f0 29 9L Agsel Y.

G-PD-LL HEURS AL§S o Bape] Wejany

PD-L1S 8 £ oA Aekrau= 15 PD-1 27t=ol, o714 o= PD-1-%A4 . 2924 4 2 (g’

T-AE 7] ANEZR A 2 AELs] S JAT = Aot (Dong et al., 2002; Hino et al., 2010;

Taube et al., 2012). ©o]& EAL PD-L1S ¢ A9 oHS 93t st 130 =2 vtE=Er. & 2o, 1 AE

o] Bflo| Hx= ¥3E= W02013/17322390 71AE vle} 22 -PD-L1 Yol ofd A AL, WY

Al 2)7F= PD-L19] mAb xpeho], @ $lek M QWS wke #FxE E e, o)A NSCLC, MEL, RCC 2 OVE

= Aol A0 FF HaA L AV > 24F) Z3 A o HAAIUE AS A5
=

2, oE Bol, P-LL AEMRE ALgste] PDL1E HAfE AL F-FF Mee EEehu g

RN 12

W02013/173223° 7NAlE 44 HolEHE 7|wre 2 shef, tidAol Al Edo] 7A" A5 FaEF PD-L1 o=y
1S Edels RAES Fosie e sk, g 23 A ddeys 9% o] EYo
Z1AQEt. AARES wa haAAe A Bl Z]A4E PD-L1 j=vElS FojstE AS ¥IebE, iAol A
o ALY AFAS dAes S AT, 54 AASEHA, faAE et

PD-L1& #Astgre=s s zte dAlE AGshs AT el W02013/173223 7] 4] = o
‘?/l

A, el 1A el AR el ARk el Z1AE PD-L1 of=)
Tk Q1zF PD-L1o] tigt mRskw, T-AE F4e Z7F, dE B9 T Ax=

T AlxzREe] dEsE-y it ,_7} PD- LH PD-101 oigk Aol 0411 EL N s
:":

m
s

=

N

M

=

10 ofy

of=uE okg A3 (l=HE-D0)
welol AR SEVRe Az, 6F Sol, (2w xS Ba AAd QuHel WAHTA o
e}

o eh=vE-okE A Ch=HE-e)E 8T+ 9

N=E-pCol A, o =uEl e obfo] HEHw, dl=uE-DCE ol=uE e o) FUS Wt BH AX, o
3 o}
A=

A ¥ ALR A0 LASAR SR, ARASAL, THE T dw YA =,
% : a g
3

}_,
P
E
M B
z 2
o
)
_\H_,
_|_4
B 2
o
mﬂ:
rﬂ,
)
rr
N
o
o

i=1
H g5}, cﬂ% Sof, oF ayolA FASH B AgHE AomA kB APA 4§ WAUE U §wo)
e el talds, ¥

oFE H3Alol AREEH7Io A X5AE FuUlAbE, SLSkAl, DNA 22 & AFA], DNA AF4Al, DNA ZFalA],
S| ~E diobAdEtA AAA, 3 §F AAA, ZREHoE AAA, ExoliawelA [ B I gAA, € 23
iz A A, H2ZA ZvA AAA, FAA, B FRAREAE 2. f=YE-DCA, oj=dd U
AzAE vrEAsHAlE Adrbsd FA4, d7d HEY, teds, B s=gE JAE I APET. B
o} vlEAstAE, HAE AEed g7 oA Val-Cit, Ala-Val, Val-Ala-Val, Lys-Lys, Pro-Val-Gly-Val-Val
(g2 s: 169), Ala-Asn-Val, Val-Leu-Lys, Ala-Ala-Asn, Cit-Cit, Val-Lys, Lys, Cit, Ser, T+ Glu
olt}. or=uEl-DC= 19 JRAIWEo] B HFx=E IIE= ux EF HI 7,087,600; 6,989,452; W

7,129,261; PCT Publications WO 02/096910; WO 07/038658; WO 07/051081; WO 07/059404; WO 08/083312; @
WO 08/103693; W=+ B3] F71 20060024317; 20060004081; 2 2006024729541 71 A" A} FA}s o) et
Azd = vk, #HAE ZEFPEHE=Y AZEHR], dF 5o ZYHPEEY g e 1 A A]*Eﬂ%
g 5o ZYHE =Y -4 ofuiil 7] F-2H PC, EoloE Y AlzERle 1 AAZ A4, dE

weloln| = Bete Abgatel 6B Sof FH AW & AL, o714 e Holw 0 (dF Seof, 0, 1 EE 2)Q)
Aol ne A= 1 (B Sof, 1 EE 2)) AFolry, ol F Sof, WAL Az, qAy =uE
-2t G o] AzEl, 8 Eof NEHME-IC-PCe) PC e e AzEdle] 6 2w 5 Qa, o
A4 m % e SYHoR Ao 19 Agolth. dE Hof, YAL H=Hu-DC-Pacne] AR & Q. 7]
A PE ZEdoln, O AxHelR, n 8 e Ao 191 A%, o So] 1-3elth. 54 A eI,
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[0447]

[0448]

[0449]

[0450]

[0451]

[0452]

[0453]

[0454]

[0455]

[0456]

[0457]

[0458]

[0459]

S5S0ol 10-2632418

& pola, =, A|2HCS T2 HaPslA] =), /\1*Eﬂ°1°ﬂ 3 glo] Alo] e woln = 3}ES AlE
sl #H ZisEorll FAE vhe} o]l FdE S QY (dE , «w& [Taylor, E. Vogel; Imperiali, B,

Nucleic Acids and Molecular Biology (2009), 22 (Protein Englneerlng), 65-961). HAE ofj=dlel Ao
Alz=ERlel F-2317] f8l, BAE dE B0 T ddon= HolojHE 23T & JiL, o] KoJoJEE o]olA
Al ="l Whgste] T Ads FATT. 5A AAGHNA, AZHSQ F99 o ike g8t vhgEs &
olstAl &t7] fl8l HAHFHET. dE B0, ALHUAS YFoE HE ofn|xAke] ~EHA O o3 SR Al
ZH|lell Hla| ©f Al = st g opn iAol o FZelAd 4 vk (EP 1 074 563).

o ﬂl

o Amg AR o AES) RS flei AESA ofEolth.  of=yE-ncol
AgE 5o AESY GRS ) 5P ST L a0 $AHI L FEAS P9

(a) ddigel oAl ZelAolnAl (dE 5o, &8 [Lee et al., J. An. Chem. Soc. 1987, 109, 3464 and
3466] Fx) 2 AL Euo]Al (oS E9o], Davies et al., WO 2007/038868 A2 (2007) 2 Chowdari et al.,
US 8,709,431 B2 (2012) #=);

(b) HFHgA (dE E9, Domling et al , US 7,778,814 B2 (2010); Cheng et al., US 8,394,922 B2 (2013);
2 Cong et al., US 2014/0227295 Al % )

(¢) CC-1065 % F2o7}2ujo]Al (42 Eo], Boger, US 6,5458,530 Bl (2003); Sufi et al., US 8,461,117 B2
(2013); 2 Zhang et al., US 2012/0301490 Al (2012) #=);

(d) AXEE (dE E°] Vite et al., US 2007/0275904 Al (2007) 2 US RE42930 E (2011) #=);

(e) o}5-E~ElEl (o2 0], Senter et al., US 6,844,869 B2 (2005) 2 Doronina et al., US 7,498,298 B2
(2009) Fx);

(f) mEzHZzvolAl®l (PBD) oA (A& E9, Howard et al., US 2013/0059800 A1(2013); US
2013/0028919 Al (2013); 2 WO 2013/041606 Al (2013) #=x); 2

(g) WolgAmol= oA DML 2 DM4 (& E©], Chari et al., US 5,208,020 (1993) ¥ Amphlett et al.,
US 7,374,762 B2 (2008) #=).
PD-LL Sh=vElo] o8] Au ks A o
49 Aow AFHA = AR-24 Holy NSICE
=R Abgete] Asd
o}

RCC, ¥ NSCLC H] 4 SCLC CRC, &

loll 714€ PD-L1 f=vie %‘%ﬂgi Hef-
T, U o] Aol Agst A
e oA A e MEL (o2 cOi, ol obd Z4%)
2 Bk (BO), A 4 (PO), 2 HE ¢

L1 of=vele %%*é E A T FE A8

! & ol A

W02013/173223° 7§A1€ -PD-L1 W He] wf- FH e A E7Fs AS5S 7|We = 3fo], PD-L1 of=vd
S AHE3te AE"E F Qe o] vASA de 29, I5d, FAREY, §9d, B, 95 EE o ok
SAZ, AL, AL, AMA-AGH dgAL, AAG, ARG, FEEG, AY, 18, AT, 3 &F,
AU &, AFAE 9F, A d4F, 9S8 4F, da, 948 2§ o=, AU, v-aX7 g2
T, AR, 2, WEEAY, FEAY, FEEAAYE, Fald, AR 23 &%, a5, 2A4Y, 94 IF
A oy ok 44 wdy ) A JEmopy gy vbd gy gy s 3 vbd e g4 ug
W, Aoly] 1y F, HE A AZF W, A e a#@y, S dF, $F AAA (ONS) AAE,
A NS FEF, o BN, H5FH 2, W3k AAnE, WA A%, HEA §F, 2SS, HE
AEL, T-HAE FBEF, thiy F5%, ddo] o8 f2d RAe Toa sdFxoz fud oF, oA o ¢
B7] e defe] x3s Eest. PD-L1 ol=d®le ek dolAd e =4 A R74Est

5S4 AN G, Eo Z1AE PD-LL o =dEE W] AEAl, dF 5o 94 AlEe] AAl, HAd F

¢ T A= I, gEe, J gastes 34 29, AN AR QA Sd-dd Fs BAshe

A NE, o A3 (He et ah, 2004)¢} x3hd
[e]



[0460]

[0461]

[0462]

[0463]

[0464]

[0465]

[0466]

[0467]

[0468]

[0469]

[0470]

o o oo ¢
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18
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i
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X
=
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o,
2
1
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oo
o
o
o
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op
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o
12
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)
o,
=
w2
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=
n -
=
|
)
o,
=
w2
([}
=
(ep}
o
=
&
L oyo I

(PO), 2 A% 4EL T,

N
2
i
ae]
T
—
—
2
[t
i)
o
o
>
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o
_OL
Ir
ﬂ
Al
ol
i
o
td
fr
 ©
>
o2
=
2
ox
oo 4
o
rlr
,
o,

r o o ok
A
o
of
Ir
2
tlo
82
rlr
> 8
0%
2
il
N Ln_m
ol
ok,
o ¢
=
>~
>
o
ol
ok,
N
fo
g
odk
5
T
—
=
2
Iy
A}
p
)
e
o
2
N,
N
4, olo
& o
X
>
= 1

T3 54 54 e YA =Ed IAE XFde W] EYd ZA"Ee. dE B9, 54 SHoA,
2 RAIN S-S A Al Edel ZIAlE F-PD-L1 of=v' S Folate] di A7 A9 A3l diE] As5HE
= ote e xdske, didANA 98 d3Es As8ste ES ATt

A7) =old uhel ol Fke] g 1o A&} fFARSH, of=vEl-uisl PD-L1 s @O R ARESALY,
T ofFHIERA, WA x3bElA ARESte] WA, 54 g/EE Z7]-dde] g Wy RS Ak F
Ak, oy A HIWo] 53] §8F & A HYA o dA fFast Wil e HYA, e T
Al Wl & ghdsiAl fadt wWdAE xdert o5& HIV, 7+ (A, B, ¥ (&), <ZFAA
(Influenza), & E¥ ~(Herpes), A oF2t]o}(Giardia), Zetelot(Malaria), #lsrrtyol(Leishmania), ~EE=E

FF 2~ o}9-#9-2(Staphylococcus aureus), TFEFE L2 oo F

of AFFHA = vt PD-L1 e 79 Ao Z2x wAE ddS AN

gd g gal 53] fF&3itt. ol Y FY At dIE
=4 A

2, PD-1/PD-L1 A2E T3 34 Az 93] Fshu A e A

M

A7 WHelA, PD-L1 Abd #d T]EEopd sAE e
Eo], JdHHE, GM- CSF, G-CSF H&= IL-29] Fof)ef %

7] %A} (Pseudomonas aeruginosa)s& X35 o]

3= A8Al ol HIVel ofs) &
A
3

T FPD-LL =Rl o] Al efERA <
% &

XIII. 71E 2 Az &%

2ol 71" d-PD-L1 =Rl 2 7jAlE A8 He g el A o] Al tigh XA et A mE
ARE oFo] Aeke] HAHH £ JEM ATE F gt

A& 5o, 5A AAFHNA, o ZAE Ao e FEje] A8 Ee G, e 24 7AE HE
Wi Abgshed F8&3 EAS Ffste Alx 2Fo] AlTdn. Ax EES &7 % gpEs xgtelt. A
gde &7, dE B0, ¥, vtold, AlHA 2 AFE FEE XSt &Vl oS 4, oddd 8 ®
= g os PAg4d ¢ drk. &Vie AAW FAEE g 24 A" 2AES FE8F ¢ Jda, Ee
A XEE 7H 4 dvk (dF 50 &7 d3t FAF veEE §5 7 de IE Ze A9y &9 9 k=
holdd = Q&) R2AE F9 AT e VA" F-PD-L1 ol=dRet}t. AR EEFS Al 38
= g5A, a7y ZAFolE-gS dg, ¥AN 9 ArERA S xIelE A2 §71F FUIE XEE F
Utk ol wE %A, IAA, DY, #ks, APA, "2 AR gk ARAME ke d71A AES
E23E, AHA E AR BAA vEA g e EAE FUtE 2T & U

=
-PD-L1 =gl AW GasA

EA AXNYGEHAA, 7|EE F 24" &
2& PD-L1 o =¥ €l-PEG4-DBCO- FE @Ash=t] BeF 15 ol4ke] Aeke
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[0471]

[0472]

[0473]

[0474]
[0475]

[0476]

[0477]

[0478]

[0479]
[0480]

[0481]

[0482]

[0483]

PD-L1 o =W El-PEG-4-DBCOS E3tabi= #l1 upo]et @ ['FIFPPEGAS ¥ dtab= Al2 wlolde xdd 4 girt.
71Ex= @-PD-L1 =Y ¥-PEG-4-DBCOE E¥ st A1 wlo|d, 4-PEG-EA-olA=E X FshE A2 upo]d &

0" % = T2 ¥gek= A3 vlo|de ¥ 4 b, |EE F7bE wpolek, £ @ PD-L1 of = uEl-PEG4-
L

DBCO-Fo] Aol Bad qdelHl Frbe) Aok E£HE & Aok, FAHA, 71EE “Cu EAY F-PD-LL of
=g Pgshed A @ Ak, o 2ol A48 A% 3 F 9

E35] T4 2 A EE ¥3gl B VAE BRE F4 € HIFHS AAYoR BE RFEHoR B A
ol 7|1E2H A T AL B FAMo Fx= fE¥oew I}

2 a2 oA 7] AAldE FExd 7|AH ol @A dAHola E S ABsle AoR oA
2= 2 oago] AASHA 9] FAIA AAgElet BEste] AR T, B dye] HX] " HFE "oy
A gForA thekst Wal U wgo] 1o o]Fojd 4 gtk Aol B JleRobe T ZieAbdA HwHE
A o]

/\l/\]oﬂ

F-PD-L1 cf=djElS QIZF PD-L1 ©hd R ~gedd of=de Shojneje 25 dhelsirl, Ee dholn e
ol5 Jj=uE, el ofe}l "PC" WFE -2
1 3

2

S0}, a-F3l%, F-PD-L1 =&l ADX 5322 _A02 ("A02")Z ATI-964 j=d€lS 3w -ASAlA F5
L EE FG U9 e :dshe A4 FRUEE= A6 ol d wEY QEH=

s frRAE Al-vgsiaiglth. ATI-9649F #HE ol=dw A g o]
A el Ae] QIZF PD-L1o thgk Aol s Z=FH (nRNA T ~E
Fol FhstE 28 AEEASkAL, HIPP EPow
®2& 238k, PD-L1d g Mm% 3
= o A NYRTPCH6 (&= ADX_5322 A02%A] &
Gt s EARo| A ST

o
-

2
O o rlo 32

2o & ooz

QL

R i)
<

T
B b [l
- o =
iy T‘ﬂ:

. o o
£ o
i =
H 5
£ &

Ir 2
J il
e % ki %

O
e
r>~
)
e
o
N

o,
i
i
AC)
&%
2
am
o o
O
m
K
ne kX
= ¥ ¢
o
p
rr
|
fl

2
#

his—ef25-2g F-PD-L1 of=dxle] a3l A

HE DNA 552 N2tk his Blze] oJo] TVWMV Q14 ME& shFaksict. 7] Edel 714" -PD-L1 o=
uels 93 Wy ZebAn= (pET-28 NM WE)E BL21(DE3) AX (77 AZFW= Hlo] QA A(New England
Biolabs)) & FAZASAZE. AxE 1L A" Feh2=3 W 9 2d 27HrE 84 (=8hA (Novagen) ) ol A
37ColA 6AIZF Bk o]ojA 20Tl 16A1%F FoF 220 RPMolA AZARAT. AEES QAR s
FASAL, PBS pll 7.2 Foll HEYAAT. AEE VAHoR gstal, olojA AR os| AG3}sisict.
7HEAd 82 Ni-NTA op7k& 2~ 4] (Fob4l(Qiagen))ell o] 58 FHol <& A3, ol& 20mM E&~ +
10 mM o]utkZ= pH 8.00] olo]A 20mM Ea]2 + 40 mM o]u|t}E pH 8,002 A3k, 20mM EgZ2 + 400 mM
ojm|thE pH 8.002 & AIZT. YA & NS o=vRle] 1:23-v] & HFO R TVMV ZZEolAle} A]3ict.

TVWV-ol=d el &2 &35S 20mM E]2 pH 8.00] s 4TolA 16417 §9F FAAIATH. TV ZZHolA
2 Aoy his B2 9@ 28] 98, MES 10ml HisTrap FF 28 (X]o] A=A o] (GE Healthcare)) 4
o] 29sla, A% 23S ST,

AAldl 2: PD-L1 ol=dgle] AEE s Hr}

ATI-1420D05, ATI-1420D05, AT1-1421E04 2 ATI-1422G05, ATI_1760_C02, ATI_1760_E01 % ATI_1760_E01<] &

& 542 Bt
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SS90l 10-2632418

[0484] ¥ 1 F-PD-L1 ofl=dvie] A% 54
x| A SEQ ID | Kp(nM)
ATI-1420B09 2.5
ATI-1420D05 95
AT1-1421E04 5.6
[0485]
[0486] Hlolzold 93] AAH ule} 2, AAF ATI-964, ATI-967, ATI-968, ADX_5322_A02, 2 ADX_5417_E01 oj=
diglo] 917k W= Allm PD-L1o tiet A3g 542 # 20 AAIgkth. Q17 PD-L1 FA A|XE L2987 thsh At
S SAHsto 2N AxE A4S At
[0487] 20 3-PD-L1 oj=uEle] BEEF S E
BRERE SEQ Aag 5gg E A
D o) ag
4 ECso
(Tm)°C
A] :=PD- N.D. N.D.
Lio| o3
K, (1/Ms) ky(s) Kp (M) Kp (M)
- N.D. 4.4
ATI-964 30 X ) L | pAxa0?
3.6x10 7.7x10 2.1x10
8x 10 N.D. 49
ATI-965 45 46x10° | 33x10" | 7.1x10"°
ATI-966 60 25x10° | 69x10° | 28x10" | 3.8x 10 N.D. 23
6.7x107 N.D. N.D.
ATI-967 75 2.1x10° 3.2x10™" 6x 10"
1.2x 10" 16x10™ | 1.1x10™ 60 34
ATT-968 15 | 5¢10°
82 0.43 nM
ADX 5322 A02 | 91 25x10° | 57x10" | 228x10-"° ND. (Cys-
- - A
ADX 5417 EO1 | 107 | 2.0x10 26x10" | 13x10-" ND. 73 N.D.
[0488] = =
[0489] A dolHe st A4 F-213F PD-L1 of=yjEle] 1ZE PD-LIel 1nM wwt B=i= Ao 0.1nM m]Rke] 31815
2 Agsits AL yeiid.  da e oA A4S = 120 A
[0490] g-PD-L1 of=d¥l2 sl7] F7te] BEAS etk
[0491] - fE AEZAY g3, g So] of=ulEl ATI-964, ATI-965, ATI-966, ATI-967, ATI-968, A02 % EO01°]
sl AAE PD-L1 %A AE L2987 ™3k o1zF PD-1Fce] Age] JAZ ZSAsl= Aol o 249 nie}
6— .

[0492] - ELISAol ¢ja] 2748 wpel 2 QIZF PD-L1el ofgh <QIZF (D80 (B7-1)°] A3 oAl. dE Eof, ATI-964+=

41pMe] EC500.2 AFE oAstar; ATI-965% 210 pMe] EC50o.2 AS oAlshar; ATI-966-> 28 pMe] EC50L
2 AFE oJAskaL; ATI-9682 56 pMe] EC5002 ARE AT

[0493] - ELISA®] |8} ZA€ vpep & <3k Ph-L1ol thah F-PD-L1 A 12A49] 2F oA

[0494] F-PD-L1 FAE H=7 EF I S (MLR)OIA AlRskith: ATI-964, ATI-965, B ATI-968 MLROIX 27

Q1 WhHol, ATI-966 % ATI-967-2 MLROIA] &2do] olrt.

[0495] 371 Axd= F 2 “cuoll 9@ F-PD-L1 oj=ulele] FA o] Bk Ho|th.
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[0496]

[0497]
[0498]

SS90l 10-2632418

AAlel 31 2-(2-(2-(2-oFA el F A Al FAD A FAD A" 4-v Dl Al = FU[o] E o] Al

o—/_O
ol
o) o—/_

N/

S

joh

2-(2-2-C2-}A ZAFADA FANAEADA E 4-
AEddezvolE

0
e A
o/ ~
O_/_O Na /_/

S
EtOH, 85 /@ 0

2-(2-(2-(2-o}A = F AN FEADAEANAE 4-
HEdidezdoE

) B2 4-vEdREEYlE) (5 g, 9.95 mmol) &

(50 mL) Foll &alista, WHgES 90TaAl 17413t 7]

A AL, o]ojA 40 1 *aalﬂ FIEYA] A 29

stal, 4] AZutEHT (o]~3F 10% AIg olAlElo|EdA Zw3le] 45 7[7te] A
ik F 90% old olMHlo|ER leYs} g Tl s Agste] EE)E AbEste]l Al

H 28-S TLCel ofsf AAstar, Feto] 2-(2-(2-(2-opA el FAD | FAD A AN E - Al & o
\}

I
2
©
7
o

((EAH) 2 (A E-2,1-T1 D)) H]| = (2A]))H]
oA EZIIEE (0.647 g, 9.95 mmol) 9]
bl AA FAFAHYG. SuE HiEA %

011

¢

Ffof
i)
it
> o
aul
o

4
[o

2
of

ﬂd
ob
o
o
2

A

ol
E

o o
£ g
4
|
i)
o
z ol
i

r>~

°]

22 1m e
oo i o

< 1
A o AwA FEHGAT. 2-(2-(2-(2-okA R AN FAD N FA el Y 4-w & L]0 E Y B
4 SHoR A, o] B4 Qlele] Fbe S48 glol "I AR ALgslen.
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[0499]

[0500]
[0501]

[0502]

S50l 10-2632418

AAlel 41 3-(2-(2-(2-(2-oFA Tl FA] ) A FAD o FA] ) ol HA])-2-FF L 29 2| o] A=

/—/N3
o
/_/O_/_
o
o
N —
\_
3-(2-(2-(2-(2-oIA ZAA FAD A F A FADA FA])-2-
EFo=z9zd
N3
o ,—/N3
o/ S
S~ HO. ~ o
o /
o— F N7
Os F _/_O
S\\O —» O
NaH, DMF N
\_

3-(2-(2-(2-@2- A=A FADAFADAFA])
AEAD-2-EFL2HHY

0ColA DMF (10 mL) = 43I EF (0.129 g, 3.21 mmol) o] Fgdlo] DWF (5 ml) = 2-ZF e 29gd-3-&
(0.363 g, 3.21 mmol)? agk golg A 7}8kaL o] oA DNMF (5 ) <
2-(2-(2-(2-0}A =l BA) o] ZA] ) o] ZA] ) ol D 4-w| D Wl Al % ]| o] E <1 00 g, 2.68 mmol)<] &3 #7}e3itt.
AEFA S 0TCollA] 103 &2t HFAAZIAL, o]ofA] 1AZF &t 9 === HA g th, 60TAA 4A3F &

712 bt EmE AF S Wo%iiﬂr e olAlElo]E 100 mlE H7Fslal, o]oA FF A4
& AR&ste] 33 A Al FEEIT. 77 T5 AU EEF oA AdxAl7a, oistal, sHAA
B54S Z4 AaRvtEagy (o]AzFH|ZH4 - Hex 5 10 - 50% EtOAcS A}ﬁo}@ |23 E ARt
Aste] T2 QS FEIIUTE. 3-(2-(2-(2-(2- A RN F A A F A A ZAD e BA] ) -2-FF 29 (702
mg, 2.233 mmol, 83% &) FHI S UZA g AF .

o r&

o

ol BN 12 N

H MR (400MHz, EE22XF-d) & 7.75 (dt, J=4.9, 1.6 Hz, 1H), 7.33 (ddd, J=10.0, 8.1, 1.5 Hz, 1H),
7.10 (ddd, J=7.9, 4.9, 0.7 Hz, 1H), 4.30 - 4.16 (m, 2H), 3.95 - 3.83 (m, 2H), 3.80 - 3.61 (m, 10H),
3.38 (t, J=5.1 Hz, 2H) 13C NMR (101MHz, &==3(F-d) d 142.3, 137.7, 137.5, 123.4, 123.4, 121.7,
121.6, 77.3, 76.7, 70.9, 70.7, 70.6, 70.0, 69.4, 69.0, 50.6 19F NMR (400MHz, &==3(XF-d) § -83.55.
HRMS (ESI) ©]&X]:C13H20FN404+ m/z 315.464; A Z%] 315.1463.
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[0503]

[0504]

[0505]

[0506]

10-2632418

omn
]
Jm
9!

Ao 51 3-(2-(2-(2-(2-O A A B A A EA] ) A B A | A ) -2-HE 23| Tl o] A=

f_ﬁe
(0]
f‘p—/_
O
o
—~
N
\_/
3-(2-(2-(2-(2- O} A ol B X))ol B A])ol] B A] Yol ZA]) -2
yEz3d
N
ot Ny
I (J ;M;
B —0
o 0
G
NaH, DhF
J 3-(2-(2-(2-(2- O} 2 E 0| B A])ol] B A])ol] B A] Yol B A])-2-
Yezvzyg

F23UEHR (0.121 g, 3.01 mmol) (¥ F 60% @EN)S DVF (7.0 mL) Toll &alsta, AdE d=gAS 0

T2 Y7AAZH. DIF (1.5 mb) & 2-HE=Z9d-3-5 (0.384 g, 2.74 mmol)®] %‘ﬁ% A3 Arts
oA DMF (1.5 mL) & 2-(2-(2-(2-oFA = EAD A EAD A SA Y 4-v Al

mol)E A7Fett. @EAE 0CHA 102 T FAA7)aL, oolA 2412t &<t 79 252 =HA &

60Tl A 72413 713F &<t 7k skt %%%%M?lOMEﬂﬂ&¢ oloJ A olgd olMElo]E FEaTh

(3 x 10 mL). E=HH EtOAc & % A4 g (10 nL) oz AlHstar, &45%-%%H 12N

ﬂﬂﬂﬂ,ﬂ“cwﬂ&mﬂﬁ*& A ods FEIlt. = BES E 2ulg v os A5

24 g A7t FEEL R, 25 nl/E, A4t F 10% oE olAEH o] Eo A %*ﬂgé}z, olo] A 25% 7]kl A A

10

1

0% ﬂ.l'{ﬂ
= FUO

ﬁ

2} % 50% olE ol ]Ei A s, 3 &, g o] & 246N 108 B9 FAAT T
71%ke] 74x% 100% ol o}AlH] ]Ei ABA AT, 3-(2-(2-(2-(2-oFA o ZA] ) o EA] Yol EA])

2YdUE AZvETO 30-40% FE Afelol] &EAl7|aL, EHE EFE 1eE b, o]dA F B

s OPﬁLﬂﬁS(ZQ(ZQOVEM]*1ﬂENPFaMﬂEN)ZHEiﬂﬂE(%7m,LWSmm,

2w 09 SR,

},

v

Ellmﬂmﬂl_ﬂ

0% &

H ONMR (400MHz, ZEZEE-d) § 8.11 (dt, J=4.9, 1.6 Hz, 1H), 7.60 (ddd, J=10.0, 8.1, 1.5 Hz, 1H),
7.52 (ddd, J=7.9, 4.9, 0.7 Hz, 1H), 4.30 - 4.16 (m, 2H), 3.95 - 3.83 (m, 2H), 3.80 - 3.61 (m, 10H),
3.38 (t, J=5.1 Hz, 2H) 13C NMR (101MHz, E=2=XE-d) d 147.3, 139.5, 128.4, 124.4, 71.1, 70.7,
70.6,70.0, 69.9, 69.3, 50.7. HRMS (ESI) ©]&X]:C13H20N506+ m/z 342.1408; 2ZX] 342.1409
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[0507]

[0508]
[0509]

[0510]

SS90l 10-2632418

Ao 6: 3-(2-(2-(2-(2-O A I B A ) A BA] ) A FA] ) | BA] ) -2-BH 2 B3| 2| T o] 34

o—/_O
and
o/

Br
N\
»!

3-(2-(2-(2-2- AT FANAEANANEADNN FAD-2-E2 =23 d

N3
d e
O—/_ 0
~ O el
o
Os ’O_/_ BN Br _/_O
0 —_ o)
NaH, DMF N
\_/

0ColA tWEExEoli= (DWF, 5 nl) & F23UEF (Nal, 25.7 mg, 0.643 mmol)e] &e-Ho] DMF (1 mL)
F 2-HRRIEd-3-& (112 mg 0. 643 mmol) &) MG Z7}atar, ojojA DMF (1 mL) % 2-(2-(2-(2-oFA &4
EADAEAD N EA]) Y 4-mdill AL E Yol E (200 mg, 0.536 mmol)e] &HS #7laldvt. AErAS 0TlA
10 &< fFAIA7]aL, o]ofA ?H =7F HA skar, 1A13F B9 AN U, 60CE 4417 B9k 7]
o Thde] fbAH F, X ukg E3FES &WlE 2 s AAY. = ioag ole olAHo|E 50 mL
Fol AFAStAL, 2 x 50 nl 4 BF EHoz M, 7] T FAviadlE dolA AxA7|aL, ofs)
i, AF kel EFAFT. = RSES A% HPLCE AMgste] gAlste] 3-(2-(2- (2 (2-o}A Lo B A 1)0115,\1)
NEANEA)-2-B 2R3 Y TFA (112 mg, 0.229 mmol, 42.7% F&)< T3 2d=A F5351% . HRMS
ESI m/z (M+H), ©]&X] C13H20BrN404 375.0664 A=X] 375.0662;

H NMR (400MHz, DMSO-ds) & 7.97 (dd, J=4.6, 1.5 Hz, 1H), 7.54 (dd, J=8.2, 1.6 Hz, 1H), 7.40 (dd,

J=8.1, 4.6 Hz, 1H), 4.24 (dd, J=5.3, 3.9 HZ,ZH), 3.85 - 3.78 (m, 2H), 3.68 - 3.62 (m, 2H), 3.62 - 3.52
(m, 8H), 3.42 - 3.34 (m, 2H).
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[0511] AAld 70 Egudoeld & s13E S e vkeA
N3
/_/ N3
O_/—O O/_/
/_/ HO. |\ O_/_
O ~
o\F*“/_ F7ON r /¢
\3\\0 EE— . o]
Q NaH, DMF N T
W
1/H\(40% #4)
K,COj3, DMSO
N.
\J/QOTf ~\N~ o~ ’
® /\/NS \/\o/\/
N O\/\O/\/O\/\O I E— N 0
| P | P
3-(2-(2-(2-(2- 0} A £ B A])o] B A] o] B 4] o] & A])-N,N, N~
Egdggd-2-oH ¥
[0512]
[0513] A e 8: 3-(2-(2-(2-(2-oFA =l ZA] ) ol ZA] ) ol ZA] ) ol Z-A] ) -N,N-t] v & ] 2] 1 -2-o} 7l o] HAd
N3
o/\/
/\/o\/\
\N/
N \
\_~
3-(2-(2-(2-(2-FA = 5 Ao HA))o £ A)o] HA))-N,N-v|d @ 5] 2] & -2-0} 2]
N
N3 /_/ 3
s /°
0 0]
d N._(40% 4) - d
F oo AN e
N\\/ K,CO3, DMSO Ny P
3-(2-(2-(2- (2 O} A ol EA] ol B A] )| EA] )] B A])-
N,N-tl € 5] 2] g-2-o}w
[0514]
[0515] OWESZA= (DMSO, 2.5 ml) & 3-(2-(2-(2-(2-0FA R B )| BA] )| BA] )| BA])-2-Z 2 ¢ 23] 2] (160
mg, 0.509 mmol), BAFZE (K,CO5, 84 mg, 0.611 mmol), % tiwW=dolwl (& F 40%, 0.097 mL, 0.764 mmol)2]
EES wEE dE-H g7 110TolA 14417 B¢tk 7FEstdnt. 7hdo] AEw 2 uhe E3E 9
| E JAF o AA}ATY. F HSES Y olAEHoE 50 nl Fol AFAEEAL, 2 x 50 ol FA d¢ &
Ao g MAsE, §7] T& Il dlE A dx2A7, AFsta, JAF g FHAHT. & HEES
A AZvEIHSE AR ﬂxﬂ%}ﬂ 3-(2-(2-(2-(2-o}A o EA] ) o B-A] ) ol B-A] ) ol B A] )-N, N-t] v & 5]
H-2-o}71 (140 mg, 0.413 mmol, 81% +&)S T o A=ZAN FE319T).
[0516] H ONMR (400MHz, Z222¥2-d) & 7.86 (dd, J=4.9, 1.5 Hz, 1H), 7.02 (dd, J=7.8, 1.5 Hz, 1H), 6.73 (dd,
1H), 4.20 - 4.07 (m, 2H), 3.98 - 3.86 (m, 2H), 3.81 - 3.61 (m, 9H), 3.38 (t, J=5.1 Hz,

J=7.8, 4.9 Hz,

2H), 3.13 - 2.94 (m, 6H), 2]

HRMS (ESI) ©]&X]:C15H26N504+ m/z 340.1980;

1.69 (s, 2H).
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[0517]

[0518]
[0519]

[0520]

[0521]

[0522]

[0523]

[0524]

S=5061 10-2632418
A 90 3-(2-(2-(2-(2-0FA ol A A FA] ) ol FA] ) ol FA])-N N N-E 2] v o] 2] el -2-o}n] 5 o] A4
\]_eorf
N

@ N5
®/O\/\O/\/O\/\O/\/
—

8-(2-(2-(2-(2-0}X| o) & A1 )0 ZA] )0l & A] )] ZA])-
N,NN-E2] i85 g-2-okm &

3-(2-(2-(2~(2-0} A 0] 5 A1)0] 2 A1)0] B A])0] B A])-
N.NN-E s g5 el g-2-obul i

(0.065 mL, 0.589 mmol)E HE¥ £7] U< EF4d (1.5 nL) & 3-(2-(2-
AP A5 AD)-N N-T DI 2| -2-0}71 (40 mg, 0.118 mmol)e] &Mof HAeo] A
S ETRES A2 14AZE 7)7el AR wnksity. &ulE Al ASIa, A
/1

e EgZEo 2 elET Y oE
(2=(2-oFA Il FAD) o FA] ) ol 5
A ~EF Sl HEd. Bk

H AFEL 2x 10 ml dEHER AHsT, 2 x 1 al YEFRaEdeaor o) AxA7|, 18 JF st €Ay
AZAIA  3-(2-(2-(2-(2-o A Zo| ZEA) o F A ol ZA] ) ol BA)-N, N N-E w3 2| cl-2-olu]F, EZETFL2Y
BEYUolE 98 AFH FERZ F53 T 2dZA 5.

LCMS m/z 354.33;

I NMR (400MHz, DMSO-ds) & 8.24 - 8.17 (m, 1H), 7.98 (d, J=8.3 Hz, 1H), 7.75 (ddd, J=8.2, 4.6, 3.2 Hz,
1), 4.44 (br. s., 2H), 3.88 (d, J=3.9 Hz, 2H), 3.69 - 3.45 (m, 21H).

ﬂr
[l
ACH
i
e
to
fu

AAlel 100 3-(2-(2-(2-(2-oFA| TRl FA] ) o 5 A]) o FA] ) ol 5 A])-N N, N-E 2] v & 7] 2] el -2-0} ]
HeE o] E A4S AFEF [ F]-3-(2-(2-(2-(2-0kA ol B A ol HA] ol HA o B A ) -2-ZF 0 23] 2| o] A

pud

i A
N~ O/\/Oj
X=NO, . Br E N(Me)s X 0(\0
N;;j
DMSO
['8FIKF izcgz 120 °C
223 10 mins
S
N~ O/\/Oj
18F (\O
s
N3

['8F]-3-(2-(2-(2-(2-}A A Z AN E AN BN EA)-2-Z 2 =52 F4

A [Fl-Z2ogte]= &9 (2.0 ml,33.3 GBq/ 900 mCi)e AW Uol: 9AE TAE 249 o1 0] €. Y
E(P.ET. Ne)® shulrEl 2ol Felatol -3 2ol QN2 A Ageieleh [4-3 Fol= Qi FheelA
= AR Aol 5ml 0.5 M FEAEE, 5 nl %o]—%% 25l MeCNe.2 £xpA oz Abd-z7A3848]. olgds A

o] &A% | e2E (15 mg/ml; 0.1ml)ol] o]ojA ©2FZE (30 mg/ml, 0.1 ml), 4,7,13,16,21,24-FA}S:
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[0525]

[0526]

[0527]

[0528]

[0529]

S=50l 10-2632418

1

ol

AF-1,10-T) o} AU A 22 [8.8.8] FALEAF (15 mg, 0.04 mmol) 2 1.2 ml MeCNe] E3E9o =274 H7lo| 9
18

4 [ F] Z2F98o|=7F WA A-HozHE WEHAY., |ulE 90T 2 JAFoA diho 2315 ~EY &}
of ZMAAT. FH] AZE AEUEY 1 nl BRow 23 wEsle] 22 (2.2 2/K[ FIF 2aA= MM
ATt 3-(2-(2-(2-(2-0bA O H A A F A FA SN EA) N, N N-E e A ] e e -g-o}ul f, Ee|EF uE

=X VolE 9 (2 mg, 5.6 umol)< 500 plo]AZE DUSO Fol &slsta, AxH Afet=cl #7lst3d
gNS 120TColA 108 St 7Fdetlvt. o1 5, = vk EFES DIS 3 ml= 3AsA. o]ojA,
e A4 WEES dgsta, 298k, 94 HPLCE AF&3te] &7] 27 shel ZAsch: HPLC 24

1t} C18 250 x 10 &wl A: DIS* & 0.1% TFA; & B: olAlEUEZ F 0.1% TFA, 7% 4.6 ml/%, 280 nmoﬂ
W2 mUeEsEg 58] By 326 B ARE. [ F1-3-(2-(2-(2-(2-0} X o] B A ) o B A]) o B A] o] 4] )-2-%
ForvYdS ARvEIH] 24 viAdA dejstar, 2% I3l AAH s8] AYE=S DIg 10
mlE FF3sh= 100 ml =3 el 4738, AA JEES Je=(Waters) ZFE Q] A-2 Vac tC18 6 cc 1g
A Wow Mttt o] uhL o ZRE [ F]-3-(2-(2-(2-(2-0X Eo EA] Yo EA] ) o] EA] ) o E 2] )-2

e =9Yd 6.1 GBq/164 mCi7F Fe]HAtt. o5 3 ml oIeh&S AREste] Al-Ho v RE WEA7|aL, FETo]
vlolok ol xHFe wizhA] o] &S BT dEY, &3 A4 ~EH, 9 IFS AREsHe] 158 7)1k Hx
AaAHE. HET AHES 100% 1x PBS 45 ?Oﬂ Agdstar, o] el 37ToA 1AIRF 23 5t <t
st

=
KeNe)

PN-E
o

uk

R —{ru olo

[F1-3-(2-(2-(2-(2-0bA ol ZAD A ZA ol ZAD | BA)-2-F 22 27 2 WS AHgate], $2S Ffsts 4d
o AmAAste] 1Y ol -2 WS olgFows, F-EAY AEAA YR (dE 5o, F-EAH
-pD-L1 of=ddEl | &7] 71AE viel 2L)S AT 5 ),

AAld 11 "EY g S AFSSE F-APd A E e A
A. [“F]-FPPEGAZ #A3}7] 9)8F 4-PEG-E A -ojA = AT FF s}

0 2 (3n1) 2 "FO) 900 mCi B4 (ofolulelo] BelFek(IBA Molecular)old T3S 4,7,13,16,21,24- 5}
S AF-1,10-T] o} AH| A ZF 2 [8.8 . 8] NALHAF (2.8 mg, 7.44 umol) 2 ®AFZAE (1.7 mg, 0.012 mmol)S SH-3}
slolZz woler (QUA ¥l W= A3 ALSAT. F7be) 2.0 o] oPMEUEDL oF = e EF
2 Adsta, AA EFES FH] AZAAY. 98T ¥ ZE AFESle] A8 FHA|7|a, Nyo oukak
Y og RRA A2 A8l 0% SAAAT. g9 Pult ok 2 mw Zauh, kel 2 mle] oA
HESS A7k, #4e 40% ZIztel AR 38 wEalgct.  9Alel ¥¥7k 0.3 nl Mo gauY,
7nl BAEY oLAEUEAS Hrskn, Rt 0.1 0l Wb Frke] gu] Ziol od FAg 74
27} 0.9 mle] ohMEUEDS Arleta, WA wAlst §48 wrkx) o HHL AANATG. o] BHL
-s5ie] ARtk HEF WA B, HolRe 09 A AAT F foo] AXHES b wholt Vo] ¥R

& AeoA] 208 Hob A AE (N, §% HA) st Tk, [FI-FPPEGA Adws EEEo Aw 2 A

WE

.‘\1 S ofmom el
i)

Az [FI-FPPEGA I Pe= 2= 500 vlo]A =z Elo] DNSO Fol 8318 3-(2-(2-(2-(2-0} | =] EA] o]
EAANEADAEA)-2-UEZY YD (2 mg, 5.86 pmol)S A7k, o] EFES 108 59 120TColA 7FE3t
Aok, 2 F, 2 0 EFES DS 3 mlE FAEa, olojA AA UEES 37| HPLC 29 2 27e=w A
g 2 29390 HPLC 28 24 €18 250 x 10 mm; €1 A: DI 3 0.1 % TFA; v B: ol EYE" =
0.1 % TFA; §-3F 4.6 ml/%; <+ 1820 PSI; S-8u uh 32% B; UV - 280 nm. [ F1-3-(2-(2-(2-(2-0}x| &0
EADEAAEA N EA)-2-Z 20 25 g el ([ FI-FPPEGA) B  AmuvpEodle]  24%  upIo] A
gejata, 28 7|7kl A FHEAT. o] ANES DIF 15 nlE et 100 ml Z23 Wl 38k,
AA WEES A BVac (018 6 cc 1g 4] o= ADagIh. PN WAT036795. [ F1-FPPEGAS o &rS 2.5 ml=
AFEsle]l Al Mo gmRE WEAZ|I, o 98 AZXE W7bA] 158 7|7k ZAAH 98T N, E F Sholl faA
Zok. o] 3ES 0.1 ml 1 X PBS (E2HE &% AF4) Fo fastgnt. o AAHES v <k HPLC HPLC
2 21 C18 (2) 4.6 x 150 mm 7] A: DI~ 3 0.1 % TFA; €] B: ol EYUE™ Z 0.1 % TFA; % 1.0
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S=S0l 10-2632418

ml/5; ) 9 0% 90% A 10% B; 155 30% A 70% B; 175 30% A 70% B; 18% 90% A 10% B; 205 90% A 10%
B: UV - 280 2 ARgate] ®A&AT). [ F]-FPPEGA 220 mCi7} we]= it}

B. EO1-4PEG-DBCO2] A%

B AN e PEGA-DBCOS] th& E01 &-PD-L1 of=dele] A4S 7|45},

=YEg PEGA-DBCOCT 1dsty] §1s) Baolm= 18t AMgel wel, 01 of=dele 219] (-] WA
9ol ool AI&HRLS e =a Wik, oled WP H E01 of=dEe] oprndt MAE A D
WNE: 1040] AT, A 2HAE o =R PEG4-DBCOY] A=t AHEE I,

4-vl| & I=Fe] e o] n| =-PEG4-DBCO (¢ An|2=E=zZ E2(Click Chemistry Tools))E DMSO ol &3slaL,
1mM TCEP2] &4 Sloll AAE WMFHE E01 of=vElo] H7letdet. HEFE NSO st 3 28E T o0s =
A itk HEF £FES AR20A AT T AT F A ~AEF FAIY. F3e] NS E1

of, MES PBS pll 7.2 Foll HIPs}e slo|== 6/60 2~ 75 AR (Fo] daAo)S AR A7]-HA|

EEL R ERIE RS

%)

C. ol=ulelo] gk [ F]-FPPEGAS] #]Z9

[ “F]-E01-4PEG-DBCO-FPPEGAS FH4dal7] 913 MFws & 2 2 9o A3},

E01-4PEG-DBCO ofj=dlEl foMe] 5.4 mg/ml &M 0.2 ml (AM Bo| 7141 Hve} o] AxE)E 1 x PBS &=
A % 200 mCiel 0.1 ml [ FI-FPPEGA (AAle] 4)b Qlfwlo|datgie}. = wheES 9] ofgz ofed ¥
sfol Bo1g eae BRI, 45T i Lol 45 S @ AFMelAHAG. oldd = WE E
Zo] UEES SEC 28 ALEsle] AASATH. e 200 0.5 ml/% 1 X PBS 9+%A4 2 [F]-E01
DBCO-FPPEGA &S 2% 7|3tell 24 AZvlEa=9] 3738 ulzoA w2]ssit).

<
o

|
S
as)
=
ik

['F]-EO1-4PEG-DBCO-FPPEGAY: ¥]-WAMY EFES FE-FUsWA SECE Fal, PLRPS 29 AL§8 RP HPLC
2 A A7 Es T wAsh

A7) wiA ARetEagY (SEO+= sh7] sepng = Faeqltt:

FHE A 200 Z9H; &1 100% 1X PBS ¢+&EAl; 0.5 ml/& 280 UV;

12

3 HPLC
Z+&d 0 PLRPS 8 wlo]Z 21 E 1000 A 4.6 x 250 mm
0.1

%
B: olAlEUES

=W
A=RguA

=
b

& 1 ml/&
Skl 1351 PSI
-
0% 90% A 10% B
30% 45% A 55% B
32% 25% A 75% B
36% 25% A 75% B
50% 90% A 10% B
WS 45Ce|A @ A9ol 15 nCi [ F1-E01-4PEG-DBCO-FPPEGAL: SEC 2 RP HPLC = the] A4S 53l

>09%2] WAtsetd == (RCP)Z, B 0.6 mCi/nmole] HZAH o= ey, Rbg& A2oA F37 A5l

5.72 wCi7h 5HAY. 27 wheS 45T i ALdA Fad A9 19 4o By 3x7 F [Fl-
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[0559]

[0560]
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FPPEGAS] B]&AL 0.512 mCi/nmole]x RCPE 85.7%R(tF. HEA L ==& (www.nanodrop.com F%)S =3
9SG, B SIC W PLRPS ¥ o AolM WAy EEE 3E-gdHA0. A A/9B0E 11
ka ¥A% EEE7 dAshe F 4B S8kt

PP A 4 E01-4PEG-DBCO= A&k 3Aaks}, 7]

= A AA = 8 PD-L1 <
4 T A, w9 2 AAsta/AY AZstete A, P-LL FAH T wAduadd, 3 EfeE
Fi e VIR B 24 AZelA PD-L1 4 ¢ RS AAs] 93 AhPAEd s Ry

[}

408 Fnasd A8 4 QA T 011 SFAE o
BN Qg RS Aelel wA AV A AT AN A PLL FF-AE ook 9 AFL AT &
% Ae); FEAom e PLL FY-A% oloke] mY wlw; PLL FY-RE ool olak Ay HA A
% EH A S Ashe 9 wme] ojg Ll FR-AR olokel 4% &b fR R WGE AR 5o

A Aldl 120 NODAGA-PD-L1 ol =9 "S- AIA3L7] $]8 NODAGAS tist PD-L1 oj=vvle]l o4

¥ AAlelli= NODAGAC thgh E01 3 A02 #-PD-L1 of=vgle] AZS& 71y, of=vd
flel gelolv| = Sehs ARE Rl W, = the] of=vEE m1of CEwelA] ZERd] o
sttt (4471 Bolell dhel 71AlE whek ). W E0L B A02 cf=MEle] oyl A
51104 % ssol ATALE. A2EE =R S NODAGAS] AAsk=El g Aotk of=dEle] Moy EA
stE 918, 50-u] & IFe] woo]m|=-NODAGA (AIvFEl=L(CheMatech))E PBS pH 7.4 Tl &afstal, 1 mi
TCEPS] =AY atol AAlE f=dele] H7hatgict, AZ DNSO wx:e A3 E¥E T 5vE ek @kt
A =S AL Mt & & 2AEY BAS. A3 NS Bl Foll, =S PBS
pll 7.2 Tl BF3hel sfol== 26/60 73 B2 75 ZH (Ho] AXA)E AFEG Av|-vlAl ARvtE e
o ATt

S NODAGA®] <17 3817]
ol AzEelS ALE
N EEE L

O
o
2
g
2>
rﬁ
R
o
:&

A 13: Cu 7149k 3F-PD-L1 ofj=vlel g\ o] 3]
% Cu-A02-NODAGAS] &H4]
0.1N 92k ga = [Meul-dstra CouCl, )E 9 SToA 4% Eok 0.IN oA EANIEE (NaOAc) Fg-ol

0.8 mL2 A7k, “Cu/NaOAc £ 1 mL= A02-NODAGA (1.6 mg/mLe] 30 plL)ol Hrlslxm, = MILES 2
s vAEste] EFHES 3 by, T 2Eo)A 0% B AAAAYG. 2 wkg EFE YEES, A
Zo] 2y Ao 1x E AT 1 2+ 95 (PBS, pH 7.4) €+&A| 20 mLE ALA-EA3A171 PD-10 &) ZHo =
At F719] 1.5 mLe 1XPBSE Zdol| H7)sh 1:}%, ZF7t9] 0.8 ml 1XPBS &4 Hrlsla 3]
S #H7)skodel. o]olA, PD-10 ZEe] 1.2 mL &7 I [*Cul-A02-NODAGAS: 23] Q3le] B2 AAAEZA 10.79
nCis 5389, 4 #el:s oaWE PLRP-S HPLC Z9 =7]: 250 x 4.60 mm, 8 pm, 280 nm @ =
2D OMNEYEY F 0.1% XA o] FE AMEste 94 HPLC Al&=¥lS AMRSte] S8ttt )
OMMEVEZS] Wi go] 30 A7 Ty e AA 10%4 459F Ao w ZrlEE AL ALgEgrh. [
AO2-NODAGAE HPLC I EZwlE 18] 228 nlxoA Iz ZEEH 7 F5-£5HArt. ¥HALgsHs 5= o]
WS Al she] 96%9l Ao =AEAT.  [CCul-A02-NODAGA= S Z17) WAl AmulE-rey] . (SEC) 2
Jo] #9HEA 200 GL Z7]: 10 x 300 mm, 280 mnE AF&sle] 208 wlgdA] Hx BRI
TE-EEHATt. A" HEALe YresmE dwd v 2 A" AEe dEld WAbES 7Nt g &g
956.8 mCi/ umololAtt.

N

Cu-E01-NODAGAS] S 9la &

(
-
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S=50l 10-2632418

0.1N 94k g = [“cul-dab7a ((“CulCuCly ) (0.25 nL 3 20 mCi)E 0.1N ohM|EA Y 934 1.10 nlL

2 pH ZA3dFaL, o]o]A 1XPBS &N % E01-NODAGA °f=9®l (1.2 mg/mLe] 40 pL, 4.62 nmol)3d} &=3+&tx
F X0 308 FoF AFwolAEATt.  AdFFHolAd 308 Fof, Wk EFE (~1250 pL)& PD-10 €9 Z
g (Ro] AxA] glo] L Ato] A~ (GE Healthcare Life Science), Aldtd~ G25 w2, 14.5 x 50 mm - 1X PBS
40 L2 BAE) 0w ADeaL, WBo] FHol olo] IX PBS 1.1 Lol o8] ZHow 943 AAHES &%
ok AT 29S B 9dE] BiE Fo, YHES AZ dlo]dyd 1X PBSe| oJF 1 nl FROE &S

53 #4884, Cu-BOI-NODAGAE #12 1 ml %8 uo] wel¥ar, 1PBS 1 ml & 9.26 nCigl Ao =4
ATk, o] AMES UW/vis #E7] (A = 280 nm), posi-ram AE7] E FFH 42 200 10/300 GL Z7]-#A] Z
ol 7918 AUUE IO 2T (Aol BaAol el Holg s, 2o 2] 13 um§ 48T 2 271
A HPLC WHHS AMg38he] B4 Y. #%S 0.5 nb/&olQaL, 4 o] 54 60+ 59F 0.02% NaN;= 73}

<
o7k S&MAT. WAL sk olYd AlAElES ARESe] 99%%1aL, AAEES WA R
1+

£ 1X PBS =

Z EFE3 3 -89, vEAL 3-FE BA 24 WA (v = 656978x)S 7|He g dto] Ak
Tk, o] 3o 2RES] AYAE & oF 100 pLE FHYs -200 A7) wjAl 2 Al FAskdo. A
B 938 FUI o= 0.74 nCiQl o= SAHNL, AE I WV 7HEEE 156367 F5lolAaL, H]
3242 3.1 mCi/nmol o] AT}

ANl 14: F-PD-LL of=v®l JAskAE ARES PD-L1-S4 MERAFE PD-LI-4 AZe A@ah

i

2 8o A, “Cu-F01 B-PD-L1 of=El (NODAGAZ} ZelolE=A AREE)S AP olA hPD-L1-%F4 Ao}
hPD-L1-27 AX AtelE FEsks o] ois] A@skqel.  hPD-L1-54 HI-29 A} Hlal Al hPD-L1-94
L2987 Hl}g‘rﬂ Yu -E019) AbHA BTl o] YEHE i o], AE EAsH= SolHolUtt (AT IF
WAL hPD-L1-9F4 12987 Mol 4] 44.6x tﬂ E5). EolAe, HF] 450 M F= (MEAH) E01 ofj=\
|3l FE-cliwol e Ao AE-53te Cu -Eolol Aol AT A (99.6% 7)ol ols] P whet
Zo] Z7k= FQIFQITE. AT FEW F-E01S AEE 450 ool FE= (M EAW) W-PD-L1 A oj=uEl}
-9 - }

H
of Aoz ZAFATH (9.9% i, FoskA &) (= 3).

1x10° hPD-L1-9kA4 12987 917+ w ob& A¥ Wi hPD-L1-SA HI-29 <17F ARAA MotE AT 5 g ok

Frol Ytk (A% n=3 FH). "Cu-F0l SJ=El 8908 PBS + 0.5% BSA F 300 nCi/200 pLe] HEZ A
39tk o §ole] AR Z= (M EAH) R0l oj=vE E Ze (M EAR) v-PL1 AF JEdHes
450 he] H%E FEE BESUT. AT RS 200xgl A 58 b AALY e HAF Cu —£01 o=y

ol 200 pL Fof xﬂiﬂ_wwm, el A 1AZE Bk SlFulol sttt Qlulold 1k o, AE A

| ,
1 mL PBS + 0.5% BSA ol XH%‘%‘* 713, Al

00><g°ﬂ*1 AR, FPAS Hrlegh. Ax A8 1

[e)
, 1=
% 33 A% B wBsslt. AF AF Fo, AXE

oo el

o ol o
O
2 ml
>1.

52
7“

z3tald, ol A= AlFTUelA PD-LIH) vs. PD-L1(-) AEE 7hdsks “Cu-E0l dj=uEle] S8e g%
Foh. Solde, 450 nM HIEAE F-PD-L1 B0l =€l FE-QlFulol dg AEol o] Alx-g e AN
FH2e] AT 74 (2 450 nMe] H]-PD-L1 23 f=dey} F5-Qlifuolddt 4$-9 dX 574]**2?& e
S e a)el od F7bE AFHAG. Aol o= wolA] Wak oluel WAHAEO RN FE ALE
sto] frAbeE ARS Fdeelar, A A9E dAd

AAld 150 &-PD-L1 o=yl JdstAlel 9 PD-L1-54 T4 B PD-L1-9F4 ZoFo] 7w

PET g7dste]l 5o, A% dof Sejojdasdd v-dd o2y ndA717] f& "4 28 4%
of ARd ARtFS Haspeto A, Hup HAs AAsE = @i, AW ARG ojHe Aed. 9
oA, 31 g9 wizty] FA|-7IW-PET FA A= S RS 7] Aol o F Lo s Zer &
T Jt. AEY FAs ZrEE zRETE F00E T ol FHE ¢ e w2 FESGRE G A

& Algsta, vig ToEAE, 252 B3 AyHs s' B AARE s @Ak i AAA AR =F
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s=sq
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nlo] A ZPET® F120™ 7))
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ko)
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s
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o

stol 22

s e -
A 5L 9
[e)

Ak

Cu-A022 o] Fo{ AT},
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Edo] (AW ZeFe

A& 7bzhe] Rolel| o

pYA

) 200 u Ci
sheint.
ASIPro 4~
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o

=

o= A
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181
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Cu-A02 (NODAGA ZAdolgE 7}
(MAP)
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A EE L
e

S gk 200 pcCi
[e)
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%_o

]_

A
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bl 714 w7
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=
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3, o]E Ay AAW hPD-L1(+) ©) hPD-L1(-) ©]
12987

AYE Th32oA
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Bl A] hPD-L1(+) L2987 o]Fo9]

i
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b

3
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5 mg/kg BeE

2 uielid Pp-L1

AT, AwB T

s=sq

7.

3=

1

0.02 mg/kg o}EREH,

] %

L
o

~PD-L1 el
1141
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S,

7= ek (PD-L1(+) &
AAE PET Aol Aol A 3o
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Toll A, 7] Axdel A1 A" ukek o] AA® UF-E0l
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(]

1= Aol SlE-RASHE, o 302 e B/ ARHEE st
Z}7} 0.025 nM, 0.25 nM, 2.5 nM 2 25 nMe] F= (M EAH) A02 ol=del 2 25 nM H|-PD-L1 23 oj=dd&
& AT A% ATE 7] 2AE Agde] FANAG. Y Selels, BEG ) Leolng Tehay &
Zol= FhHEG Wil tm FER SuE Aw 8o ol 308 H Aol Haidth. ololn 371
o] QoS H3l EEfel=E 8l &gtol= QlFHold AW=E Adsgitt. HI/IE, 10.6 nle Y9
25 AP e g9 (23 A6 7064 nM)S 300 ml©] PBS + 0.5% BSAZ 3]415}6] 0.25 nM | F-A02 of =)
we doe AYsrh. oleld AAomyHe], 40 nlF Z7te] AFHold A AAAAT. olF A

Vs oF APEE A Sane Shasela, 0% % A% AMoR AFHYTh. o dFuol
Aol AAe wwo 2w 3SR (0.025 nM, 0.25 M, 2.5 nM, = 25 nMe] W] EAE A02 j=vE E
25 nMe] W]EAE W]-PD-L1 A3} oHELﬂFd)ﬂr A ol Yl 40 mlE AFsIAT. EEhol=E N 4F
188 o4 B2 LY 5 AAlslel A0 Al . Aael $, datel A9

fr ot ofN

PN

S of ox N omrﬂ
e S ox b R

| h
Aol o] AAHAT.  F-A029] £ o]FA xFho] HIEAE A02 JuEle] ArlE RE xz MMM B
alL

h -
L 25 nll W-PD-LL AF SlEVMRE F AF w4 BE 2HolN Ha A AAAT (£ 1),

2l 22 & delAe] Ph-L1e] A4 743}

4 = A9 $F ool &)@ $4 Ao PD-L1 Ga Fro] 4sa

vk, Akt HEAR F-PD-LL A2 H=HEe] o3 58Ae §F FH A9 (L WEAR W-PD-LL 2

3 ol=ulRlo] o)t abge] Aol)e PET GAsE ALEE PD-LL 24 wde] AsE 9% Fa2e §EE £
7}; 74 o],oﬂ;}

AAE 17: 39 B Eelol AR X2 N B4 #9e AHgE A TS A% Awrd Aol e [F1-3-(2-
2

(2-(2-(2-oFA Lol A ) ol FHA] ) ol FA] ) o 4] ) -

K.2.2.2
~L 00 K0,

o7 DMSO
120 °C
10 mins

A =}

[F1-3-(2-(2-(2-(2-0bA ol ZA ) o AN o) ZAN S A )-2-ZF 0 2yl e o] 453 AL W-FHIE #3 B
Edol 4 FX2 N &4 RES Agsle] asrt. @4 9o A4S ¥ 4o aokdth. 44 [[F-ZFe
o= &9 (2.0 ml, 29.6 GBq/ 800 mCi)< A1-# o]E QUAZ ALt [4-2 ZolE QA FEAE A
Aol 5ml 0.5 M FEAZE, 5 ml B, 2 5l oMAEHEHRE & 2 APd-z8e . oleg
Yo S, wkgrldle] g8 EFE (VI"ZHE)S Arbel & QA A-HowrE 54 [F] EEow

AT SWE Ao 2313 2ER 9 Xy st SEAZT. ATAS & ("V3'eRFEH)S
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[0590]

[0591]

[0592]

[0593]
[0594]

[0595]

SS50l 10-2632418

Axd AHEE AFEC Hrhstar, ol whE EFES 120ToA 102 &<t 7FEaitt. olofA 4 ml T
FE (CVA"RREDE wkgr] e 2 v EgE] Hulslan, EEES 299 FRE Aos: di AME
ol whgAlE HPLCOl 5 ml AE £ FER O AdEgit. EEEE wgAS HPLC 2E (Fu C18(2).

Q
=g [e)
250x10mm, Hx=wdx) Ao 293t 44 0. EAL 8 = 359 oA EUEZHS ZIE
o By 46 nle] R 29US Fa S O RHE 15 nl ZRFE
st 84 ZEteaa W2 SR, 29 AA UEES 1018 1 a9, 1A A FF FEIAE A}
352 mCi (13 GBq)®l [ Fl-3-(2-(2-(2-(2-0FA Eo B EA ) EA] ) BA])-2-Z 2 0 23] 2] Ho] 0|23t FIE
[e)

L

YHZRE ("VI4"ZHEE) 3 nlY ool g8 WEHIL, ole INE FdHdte HdI AEAIA LG

"FE ol E-gl WSS ol gFowy F EAE ARAA AHES Adssd el & vt
¥4
ulo] < 1 (V1) 16mg K222 3mg &22E, 0.1ml 575 2 1.4ml
SMHEVEY F E3ld
npo] 2k 3 (V3) 0.5 ml DMSO % 2 mg 3-(2-2-(2-(2-
O}A| F o] F Aol Aol FH Aol FA)2- L E R H 2] d
nlo] & 4 (V4) 4ml T
nlo] ek 14 (V14) 3 ml 100% ol g-2-
o)A A 15ml 575
FFEZ A 1 (CD tC18 6 ¢cc 1g 41 &
HPLC Z# 14 C18(2), 250x10mm, 5 pm, 3 4=v) 9] 2~
HPLC &} T4 0.1% EY S FLEGAEAL 0 5 35% oA EYEY
HPLC % 4.6 ml/ &

Al 18 IBA AlE|E 34 5ol tak AL e Jdurd dape] wE [UF]-3-(2-(2-(2-(2-0}A o]

SAD A EAD A FA]) ol 5 A])-2-

10 mins
Ng i N3/

A=}

Aeet d4 2E 2 AAsH o4 X
A (IFP) 71Ed] o3 §AS 93 Add A7AS 29aa, ol #F 5ol gokdrh,  wjiek HPLC
Aol AAZS =ttt HPLCY FY FZ9o 42 HPLC #4Y dold 249 A 2E-] o) Aojst
% tho] A% A4S ¥ 20 Qokath. 54 [ Fl-ZEoekol= & (2.0 ml, 29.6 GBa/ 800 mCi)
-2 golE AR AZEdtt [41-2 2lo]E QA FFEYAS AFE Aol 5ml 0.5 M SEAZE, 5 ml 2o
4, 2 5 ml ofAEYEHR £AHoR APd-2A8EH . ol#d ddo] ¢AHW, wgrlde] &
"VIEEE) O] el ol QA Al-How
st SEAAT.  AEAL &9 ("V2'o2RE)S A A
120Col A 102 =<k 7tgstgitt.  ololA 3 ml ("V4" 2 = ]
S 299 FRE Aojste OA AAE S AAE HPLCY 5 ml S F
S WAl S 72l (F4 C18(2). 250x10mm, | =wWlylx) Ao 2H3l T},
SROEAL & T 35% oHEUE-S] EFES £ 4.6 nlo] HEE AHS T <
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[0596]

[0597]

[0598]

[0599]

[0600]

[0601]

S=50 10-2632418

Ak, AAES olEg HPLC ZHo2HH 15 nl S/HTE &Fshe 34 E2t2=a W= 38, 29 AA
& -3

WEES (018 1 29, 1A A F% =gz dgaArt. 325 nCi (12 GBa)ol [ Fl-3-(2-(2-(2-(2-0}A]
o ZAD) | F A A FA A FA])-2-EF 2y gldo] o] JtEYARTE 3 mlo ogh&e] o3 WEEUL,
ol UG Fhots HAY ARAA ] "ZY" opE-Ud7 WS ol&ozH F EAH AEAA AA
25 A=Y AH8E 5 o
5
HRo] &k 1 (V1) 22mgK222 4mg B4E 03 ml 555 2 0.3ml
FNEVEY F L83
ulol ¢ 2 (V2) 0.5 ml DMSO % 2 mg 3-(2-(2-2-(2-
o} Lo F Aol B Aol H Aol B A-2-H Ez] 2]y
nol ok 4 (V4) 3ml ST
81X e 15 ml 571
FFEZ A 1(C tC18 6 cc 1g Al =
HPLC Z4 1} C18(2), 250x10mm, 5 pm, 3| 51 9 2
HPLC & v T4 0.1% EYEF LR EAL &0 F35% oA EUEHY
HPLC % 4.6 ml/=

AN 6] 19: “Ga-7)uF F-PD-L1 oj=dlEl Zzu o] 34

*6a-E01-NODAGAS] 4]

[(MCal-d82ES 79 SXoA 4% FoF 32 mg OFHEANIES (NaOAc) O.2 A7),
A e

LR, A AAeA EFHEE BT, o]ojA] o] &S E01-NODAGA (1.3
mg/mLe] 15ul) & Hrlstar, = RESES 238/ A" ste EFHEST & o, T %004 158
5o AXAAL. 2 S EFE YEES, AEY 2Y Ao Ix EAHE &% A4 (PBS, pH 7.4) &%
Al 20 nL2 APA-EA 82171 PD-10 29 ZAyoz ALk, F7Fe] 1.5 nle] 1XPBSE Zrelel| H7bst ohg,
F7ke] 0.8 ml IXPBS & H7betal, olE S dAVIelrt.  oloM PD-10 ZHe] 1.4 ul &2 Fof
[“Gal-EO1-NODAGAS 47 3le] =4 AAEZA 5.78 nCi (214 MBS F531¢c. 2 o= ojdde
PLRP-S HPLC ZF% =17]: 250 x 4.60 mm, 8 pm, 280 nn @ SFF %L oMNEYUELH F 0.1% £S49] ol5AS
AHEEHE 94 HPLC Al2"E AREste] SAeeith. ol W2 ol EYE- ] WMol 307 Az ZH Y
A 10%00 4 45%2 APor F7tEE AL AFEEATE.  [68Gal-E01-NODAGAE HPLC A ZulE13ie] 228 ul=
oA FHx TFEY A Fe-LHAT. WAEEE ERE o] WS AMEEte] 989 Fom FAHH AL
[68Gal-EO1-NODAGAE H3gt =7] #jA] Z=wtEa)9], (SEC) Z¥: Ao 7392~ 200 GL =27]: 10 x 300 mm,
280 nmE AR 20 whAAA HxE EHI 4 FE-&F U

0.1V 4t £

BHE NS k)

ofy

2
o)
2

1 MGOVED VPRDL EVVAA TRTSL LISWR AQLSP SFYYR TYGE
41 TGGNS PYOEF TVPND VMTAT ISGLK PGVDY TITVY &AVTTH

81 GVYFY SPISINYRTE CHEHRHH HA
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[0602]

[0603]

® 3 A9 5%
SEQ A A4l
ID
1 2k oAl 9171 Orn3 VSDVPRDLEVVAAT PTSLLISWDAPAVIVRYYRITYGETGGNS
o9l PVQEFTVPGSKSTATISGLKPGVDYTITVYAVTGRGDSPASSK
e PISINYRT
2 0] ok 2171 Orn3 EVVAATPTSLLISWDAPAVTVRYYRITYGETGGNSPVQEFTVP
ol GSKSTATISGLKPGVDYT ITVYAVTGRGDSPASSKPISINYRT
- R4
3 7} AB, BC, CD, DE, EF, ?IZ'\TfﬁA(Z()Z;L??SL?I?\]V;EZ{)T,YRITY(Z)hFTV(Z)yATISGL(Z)CY
SLFG 228 2 510 :
PFn3-7) 0k 2 E =
4 |7IMIBC,DE R FG LREGVDYTITVIA (2) SSTNTRD | o e TS
FEE Zle 510] UFn3- ’
7|k A7) E e
5 ATI-968 510 (21 EVVAATPTSLLISWIAPFYNVIYYRITYGETGGNSPVQEFTVPGTG
ADX 1760 CO1) YTATISGLKPGVDYTITVYAVTDGASIASYAFPISINYRT
6 ATI-068 BC_—E%E TAPFYNVIY
7 ATI-968 DE F 3 PGTGYT
8 ATI-968 FG ,_E%E VTDGASIASYAFP
9 ATI-968 w/ N 2] ] GVSDVPRDLEVVAATPTSLLISWIAPFYNVIYYRITYGETGGNSPV
QEFTVPGTGYTATISGLKPGVDYTITVYAVTDGASIASYAFPISIN
YRT
10 ATI-968 w/ N 2] U] + his GVSDVPRDLEVVAATPTSLLISWIAPFYNVIYYRITYGETGGNSPV
- QEFTVPGTGYTATISGLKPGVDYTITVYAVTDGASIASYAFPISIN
Bl YRTHHHHHH
11 ATI-968 w/ N 1] 2 C GVSDVPRDLEVVAATPTSLLISWIAPFYNVIYYRITYGETGGNSPV
gl ’ QEFTVPGTGYTATISGLKPGVDYTITVYAVTDGASIASYAFPISIN
= YRTEIDKPSQ
12 ATI-968 w/ N 2] 2 C GVSDVPRDLEVVAATPTSLLISWIAPFYNVIYYRITYGETGGNSPV
B9 + his €] 1 QEFTVPGTGYTATISGLKPGVDYTITVYAVTDGASIASYAFPISIN
= T his YRTEIDKPSQHHHHHH
B AT v N ] | P OTGYIATE SOLKEGVDYTI TV YAV IDEAS IASTARE ST
= 3 == - =
PCE ¥ gsl+= W H C- YRTPC
s
L ATLO68 W N ] T IAT I SOLKE CVDYTITVYAVTDGAS IAS AR LTS
2 goksl= ¥a s oo
PCE 296} MW H C- | yrrpchmmmmg
ek + his B L
15 ATI-968 - 4 3 MGVSDVPRDLEVVAATPTSLLISWIAPFYNVIYYRITYGETGGNSP
T VQEFTVPGTGYTATISGLKPGVDYTITVYAVTDGASIASYAFPIST
NYRTEIDKPSQHHHHHH
16 ATI-968 - 0] GAAGTGGTTGCTGCCACCCCCACCAGCCTGCTGATCAGCTGGATCG
2 oE Al CTCCGTTCTACAATGTCATCTATTACCGCATCACTTACGGCGAAAC
(TEHEHE AE) AGGAGGCAATAGCCCTGTCCAGGAGTTCACTGTGCCTGGTACTGGT
TATACAGCTACAATCAGCGGCCTTAAACCTGGCGTTGATTATACCA
TCACTGTGTATGCTGTCACTGATGGAGCATCCATTGCTTCATACGC
GTTTCCAATTTCCATTAATTACCGCACA
17 ATI-968 w/ N 2] 1] (N- ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGGTTGCTGCCA
B} ] 0 UL 2k CCCCCACCAGCCTGCTGATCAGCTGGATCGCTCCGTTCTACAATGT
=T ST R CATCTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
FEHULEE A ‘é) GTCCAGGAGTTCACTGTGCCTGGTACTGGTTATACAGCTACAATCA
GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
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[0604]

CACTGATGGAGCATCCATTGCTTCATACGCGTTTCCAATTTCCATT
AATTACCGCACA

18 ATI-968 w/ N 21 =2 ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGGTTGCTGCCA
PCE Yatal= Walx C CCCCCACCAGCCTGCTGATCAGCT GGATCGCTCCGTTCTACAATGT
© 6 L7 | CATCTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
ok (N-Z e M B 28 | 6TCCAGGAGTTCACTGTGCCTGCTACTGGTTATACAGCTACAATCA
2= G2y 0B A GCGGCCTTAAACCTGGCGTTGATTATACCATCACT GTGTATGCTGT
T — =4
CACTGATGGAGCATCCATTGCTTCATACGCGTTTCCAATTTCCATT
AATTACCGCACACCGTGC
19 ATI-968 w/ N 2] 2 C ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGETTGCTGCCA
B9 + his B L (N-2+2) CCCCCACCAGCCTGCTGATCAGCT GGATCGCTCCGTTCTACAATGT
© 15 (N-= CATCTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
HE QYL zte= GTCCAGGAGTTCACTGTGCCTGGTACTGGT TATACAGCTACAATCA
w20 1:4 = A1) GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CACTGATGGAGCATCCATTGCTTCATACGCGTTTCCAATTTCCATT
AATTACCGCACAGAAATTGACAAACCATCCCAGCACCATCACCACC
ACCACTGA
20 ATI-964 9] EVVAATPTSLLISWSYDGSIERYYRITYGETGGNSPVQEFTVPPDQ
KTATTSGLKPGVDYTITVYAVRLEEAHYYRESPTISINYRT
(ADX 5322 A029] &) |— -
21 ATI-964 BC F+ =2 SYDGSIERY
22 ATI-964 DE T3 PPDOKT
23 ATI-964 FG 5= VRLEEAHYYRESP
24 ATI-964 w/ N 2] 1] GVSDVPRDLEVVAATPTSLLISWSYDGSIERYYRITYGETGGNSPV
QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYYRESPISIN
YRT
25 ATI-964 w/ N 2T + his GVSDVPRDLEVVAATPTSLLISWSYDGSIERYYRITYGETGGNSPV
o QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYYRESPISIN
YRTHHHHHH
26 ATI-964 w/ N 2] 2 C GVSDVPRDLEVVAATPTSLLISWSYDGSIERYYRITYGETGGNSPV
gl QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYYRESPISIN
= YRTEIDKPSQ
27 ATI-964 w/ N 2] 2 C GVSDVPRDLEVVAATPTSLLISWSYDGSIERYYRITYGETGGNSPV
. EFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYYRESPISIN
o] Q
Bl + his B L YRTEIDKPSQHHHHHH
28 ATI-964 w/ N 25 1 GVSDVPRDLEVVAATPTSLLISWSYDGSIERYYRITYGETGGNSPV
. QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYYRESPISIN
PC= Xghelhe Wi C- YRTPC
wot
29 ATI-964 w/ N £]T = GVSDVPRDLEVVAATPTSLLISWSYDGSIERYYRITYGETGGNSPV
I _ QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYYRESPISIN
= =] 1-
PCE %5t W C- | vrrecunmimn
't + his B L
30 ATI-964 - A1 A MGVSDVPRDLEVVAATPTSLLISWSYDGSIERYYRITYGETGGNSP
10
VQEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYYRESPIST
NYRTEIDKPSQHHHHHH
31 ATI-964 - 510 GAAGTGGTTGCTGCCACCCCCACCAGCCTGCTGATCAGCTGGTCTT
2 OB e Al ACGACGGTTCGATTGAACGTTATTACCGCATCACTTACGGCGARAC
7 =) AGGAGGCAATAGCCCTGTCCAGGAGTTCACTGTGCCTCCGGATCAG
AAGACAGCTACCATCAGCGGCCTTAAACCTGGCGTTGATTATACCA
TCACTGTGTATGCTGTCAGGCTGGAAGAAGCTCATTACTAT CGAGA
GTCTCCAATTTCCATTAATTACCGCACA
32 ATI-964 w/ N 2] (N- ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGETTGCTGCCA

Pe e 2
e 9B = A %)

CCCCCACCAGCCTGCTGATCAGCTGGTCTTACGACGGTTCGATTGA
ACGTTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
GTCCAGGAGTTCACTGTGCCTCCGGATCAGAAGACAGCTACCATCA
GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CAGGCTGGAAGAAGCTCATTACTATCGAGAGTCTCCAATTTCCATT
AATTACCGCACA
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[0605]

33 ATI-964 w/ N T 1;1 =] ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGGTTGCTGCCA
PCE ¥ §labs M C CCCCCACCAGCCTGCTGATCAGCTGGTCTTACGACGGTTCGATTGA
=g ACGTTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
D (N-2e e e 0 1S | GTCCAGGAGTTCACTGTGCCTCCGGATCAGAAGACAGCTACCATCA
Zhe B2y QE = A D) GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CAGGCTGGAAGAAGCTCATTACTAT CGAGAGTCTCCAATTTCCATT
AATTACCGCACACCGTGC
34 ATI-964 w/ N 2]t 2 C ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGGTTGCTGCCA
B9 + his B (N-2 e CCCCCACCAGCCTGCTGATCAGCTGGTCTTACGACGGTTCGATTGA
=1 ACGTTATTACCGCATCACTTACGGCGAAACAGCAGGCAATAGCCCT
HE QS 2= GTCCAGGAGTTCACTGTGCCTCCGGAT CAGAAGACAGCTACCATCA
T2 S EE A D) GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CAGGCTGGAAGAAGCTCATTACTAT CGAGAGTCTCCAATTTCCATT
AATTACCGCACAGAAATTGACAAACCATCCCAGCACCATCACCACC
ACCACTGA
35 ATI-965 0] EVVAATPTSLLISWTAYDSVDKYYRITYGETGGNSPVQEFTVGPRH
HTATISGLKPGVDYTITVYAVYHTEPGYHAHMPTSINYRT
36 ATI-965 BC §-3% TAYDSVDKY
37 ATI-965 DE = 3L GPRHHT
38 ATI-965 FG = T-— VYHTEPGYHAHMP
39 ATI-965 w/ N &0 GVSDVPRDLEVVAATPTSLLISWTAYDSVDKYYRITYGETGGNSPV
QEFTVGPRHHTATISGLKPGVDYTITVYAVYHTEPGYHAHMPISIN
YRT
40 ATI-965 w/ N 2] + his GVSDVPRDLEVVAATPTSLLISWTAYDSVDKYYRITYGETGGNSPV
) QEFTVGPRHHTATISGLKPGVDYTITVYAVYHTEPGYHAHMPISIN
B 1 YRTHHHHHH
41 ATI-965 w/ N 2] ] 2 C GVSDVPRDLEVVAATPTSLLISWTAYDSVDKYYRITYGETGGNSPV
gl QEFTVGPRHHTATISGLKPGVDYTITVYAVYHTEPGYHAHMPISIN
= YRTEIDKPSQ
42 ATI-965 w/ N 2] ] 2 C GVSDVPRDLEVVAATPTSLLISWTAYDSVDKYYRITYGETGGNSPV
B + his B~ QEFTVGPRHHTATISGLKPGVDYTITVYAVYHTEPGYHAHMPISIN
= T s YRTEIDKPSQHHHHHH
43 ATI-965 w/ N 2] ] GVSDVPRDLEVVAATPTSLLISWTAYDSVDKYYRITYGETGGNSPV
PCZ ¥ 3la= W o H C. gg;‘g\éGPRHHTATISGLKPGVDYTITVYAVYHTEPGYHAHMPISIN
s
44 ATI-965 w/ N 2] 2 GVSDVPRDLEVVAATPTSLLISWTAYDSVDKYYRITYGETGGNSPV
PCE wotal el C. gigg\cfgiﬁggglATlSGLKPGVDYTITVYAVYHTEPGYHAHMPISIN
9ok + his B 7L
45 ATI-965 - A 3F MGVSDVPRDLEVVAATPTSLLISWTAYDSVDKYYRITYGE
TGGNSPVQEFTVGPRHHTATI SGLKPGVDYTITVYAVYHTEPGYHA
HMPISINYRTEIDKPSQHHHHHH
46 ATI-965 - 510] GAAGTGGTTGCTGCCACCCCCACCAGCCTGCTGATCAGCTGGACTG
w2 0B Ad CATACGACTCTGTTGACAAATATTACCGCATCACTTACGGCGARAC
(TEULEHE AR AGGAGGCAATAGCCCTGTCCAGGAGTTCACTGTGGGCCCTAGACAT
CACACAGCTACCATCAGCGGCCTTAAACCTGGCGTTGATTATACCA
TCACTGTGTATGCTGTCTATCACACTGAACCGGGCTATCATGCTCA
TATGCCAATTTCCATTAATTACCGCACA
47 ATI-965 w/ N 2] T (N- ATGGGAGTTTCTGATGTGCCGCGCGACCT GGAAGTGGTTGCTGCCA
2 B o O CCCCCACCAGCCTGCTGATCAGCTGGACT GCATACGACTCTGTTGA
=1 STE RN CARATATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
TFEUSE = A %ﬂ) GTCCAGGAGTTCACTGTGGGCCCTAGACATCACACAGCTACCATCA
GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CTATCACACTGAACCGGGCTATCATGCTCATATGCCAATTTCCATT
AATTACCGCACA
48 ATI-965 w/ N 2] 2 ATGGGAGTTTCTGATGTGCCGCGCGACCT GGAAGTGGTTGCTGCCA

PCE ¥ gdl= Mg C-

CCCCCACCAGCCTGCTGATCAGCTGGACTGCATACGACTCTGTTGA
CAAATATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
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[0606]

GTCCAGGAGTTCACTGTGGGCCCTAGACATCACACAGCTACCATCA
GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CTATCACACTGAACCGGGCTATCATGCTCATATGCCAATTTCCATT
AATTACCGCACACCGTGC

49 ATI-965 w/ N 2T 2 C ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGT GGTTGCTGCCA
519 + his B 1 (N-2e CCCCCACCAGCCTGCTGATCAGCTGGACTGCATACGACTCTGTTGA
= +his (N-=r & CAAATATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
HE LS 2= GTCCAGGAGTTCACTGTGGGCCCTAGACAT CACACAGCTACCATCA
FEUCEE AY) GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CTATCACACTGAACCGGGCTATCATGCTCATATGCCAATTTCCATT
AATTACCGCACAGAAATTGACAAACCATCCCAGCACCATCACCACC
ACCACTGA
50 ATI-966 5L0] EVVAATPTSLLISWHRESSIMAYYRITYGETGGNSPVOEFTVAGSY
NTATISGLKPGVDYTITVYAVTIHNVSFPISINYRT
51 | ATI-966 BC T3¢ HRFSSTMAY
52 ATI-966 DE F 3% AGSVNT
53 | ATI-966 FG F3% VTTHNVSFP
54 ATI-966 w/ N 2]T] GVSDVPRDLEVVAATPTSLLISWHRFSSIMAYYRITYGETGGNSPV
QEFTVAGSVNTATISGLKPGVDYTITVYAVTIHNVSFPISINYRT
55 ATI-966 w/ N 2T + his GVSDVPRDLEVVAATPTSLLISWHRFSSIMAYYRITYGETGGNSPV
QEFTVAGSVNTATISGLKPGVDYTITVYAVTIHNVSFPISINYRTH
Hl 1 HHHHH
56 ATI-966 w/ N 2T 2 C GVSDVPRDLEVVAATPTSLLISWHRFSSIMAYYRITYGETGGNSPV
gl QEFTVAGSVNTATISGLKPGVDYTITVYAVTIHNVSFPISINYRTE
= IDKPSQ
57 ATI-966 w/ N 20 2 C GVSDVPRDLEVVAATPTSLLISWHRFSSIMAYYRITYGETGGNSPV
B9 + his ] QEFTVAGSVNTATISGLKPGVDYTITVYAVTIHNVSFPISINYRTE
= T his IDKPSQHHHHHH
58 ATI-966 w/ N 2t 1 GVSDVPRDLEVVAATPTSLLISWHRFSSIMAYYRITYGETGGNSPV
PCE S obake ol e C gEFTVAGSVNTATISGLKPGVDYTITVYAVTIHNVSFPISINYRTP
£l
59 ATI-966 w/ N 21 1 GVSDVPRDLEVVAATPTSLLISWHRFSSIMAYYRITYGETGGNSPV
R . EFTVAGSVNTATISGLKPGVDYTITVYAVTIHNVSFPISINYRTP
PCZ T atsts Wy - | oy
Lt + his B 1
60 ATI-966 - A 4 MGVSDVPRDLEVVAATPTSLLI SWHRESSIMAYYRITYGETGGNSP
VOEFTVAGSVNTATISGLKPGVDYTITVYAVTIHNVSFPISINYRT
EIDKPSQHHHHHH
61 ATI-966 - 510] GAAGTGGTTGCTGCCACCCCCACCAGCCTGCTGATCAGCTGGCATA
2o s A GGTTCTCTTCTATCATGGCGTATTACCGCATCACTTACGGCGAAAC
(T2 LE = AQD) AGGAGGCAATAGCCCTGTCCAGGAGTTCACTGTGGCTGGCTCTGTT
AACACAGCTACCATCAGCGGCCTTAAACCTGGCGTTGATTATACCA
TCACTGTGTATGCTGTCACGATCCATAACGTTTCTTTCCCAATTTC
CATTAATTACCGCACA
62 ATI-966w/ N 2] 1] (N- ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGT GGTTGCTGCCA
o) ) 9 1S 2k CCCCCACCAGCCTGCTGATCAGCTGGCATAGGTTCTCTTCTATCAT
SRt ST A GGCGTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
TEULE = A E) GTCCAGGAGTTCACTGTGGCTGGCTCTGTTAACACAGCTACCATCA
GCGGCCTTARACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CACGATCCATAACGTTTCTTTCCCAATTTCCATTAATTACCGCACA
63 ATI-966 w/ N 2T 2 ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGT GGTTGCTGCCA
PCE % ghal = W C- CCCCCACCAGCCTGCTGATCAGCTGGCATAGGTTCTCTTCTATCAT
= et Vet GGCGTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
ek (N-2 e M E] W& | 6GTCCAGGAGTTCACTGTGGCTGGCTCTGTTAACACAGCTACCATCA
= 328 OB A Q) | CCOCCCTTARACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CACGATCCATAACGTTTCTTTCCCAATTTCCATTAATTACCGCACA
CCGTGC
64 ATI-966 w/ N 2T 2 C ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGT GGTTGCTGCCA
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his B 71 (N-E%h

o L
AR

CCCCCACCAGCCTGCTGATCAGCTGGCATAGGTTCTCTTCTATCAT
GGCGTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
GTCCAGGAGTTCACTGTGGCTGGCTCTGTTAACACAGCTACCATCA
GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CACGATCCATAACGTTTCTTTCCCAATTTCCATTAATTACCGCACA
GAAATTGACAAACCATCCCAGCACCATCACCACCACCACTGA

65 ATI-967 +9] EVVAATPTSLLISWQGQLSPSFYYRITYGETGGNSPVQEFTVPVAS
GTATISGLKPGVDYTITVYAVTSHGIYFYAPISINYRT
(ADX 5417 E01¢] &) |= R
66 | ATI-967 BC 73 OGOLSESFY
67 ATI-967 DE 3L PVASGT
68 ATI-967 FG _E,-_E VTSHGIYFYAP
69 ATI-967 w/ N 2| & GVSDVPRDLEVVAATPTSLLISWQGQLSPSFYYRITYGETGGNSPV
QEFTVPVASGTATISGLKPGVDYTITVYAVTSHGIYFYAPISINYR
T
70 ATI-967 w/ N 2] T + his GVSDVPRDLEVVAATPTSLLISWQGQLSPSFYYRITYGETGGNSPV
g1 QEFTVPVASGTATISGLKPGVDYTITVYAVTSHGIYFYAPISINYR
THHHHHH
71 ATI-967 w/ N 2] 2 C GVSDVPRDLEVVAATPTSLLISWQGQLSPSFYYRITYGETGGNSPV
. QEFTVPVASGTATISGLKPGVDYTITVYAVTSHGIYFYAPISINYR
= TEIDKPSQ
72 ATI-967 w/ N 2]t] 2 C GVSDVPRDLEVVAATPTSLLISWQGQLSPSFYYRITYGETGGNSPV
£)9 + his B QEFTVPVASGTATISGLKPGVDYTITVYAVTSHGIYFYAPTSINYR
= T s H - TEIDKPSQHHHHHH
73 ATI-967 w/ N 2] T] 1 GVSDVPRDLEVVAATPTSLLISWQGQLSPSFYYRITYGETGGNSPV
IR QEFTVPVASGTATISGLKPGVDYTITVYAVTSHGIYFYAPISINYR
PCE 2 gete= W E C- | 1pe
ek
T AT W N ] o | O TAT T SCLAPGUDY R 1TV YAVTSHOT Y YAPTSTIYA
=2 2okl e _
PCHE s WdH C- | rpcpmmmmn
Wt + his B L
75 ATI-967 - A 4 MGVSDVPRDLEVVAATPTSLLI SWQGQLSPSFYYRITYGETGGNSP
VQEFTVPVASGTATISGLKPGVDYTITVYAVT SHGIYFYAPISINY
RTEIDKPSQHHHHHH
76 ATI-967 - 510 GAAGTGGTTGCTGCCACCCCCACCAGCCTGCTGATCAGCTGGCAGG
e 0B Ao GACAGCTGTCTCCGTCTTTCTATTACCGAATCACTTACGGCGAAAC
(TEHLEHE AE) AGGAGGCAATAGCCCTGTCCAGGAGTTCACTGTGCCTGTTGCTAGT
GGGACAGCTACCATCAGCGGCCTTAAACCTGGCGTTGATTATACCA
TCACTGTGTATGCTGTCACTTCTCATGGCATATACTTCTACGCTCC
AATTTCCATTAATTACCGCACA
77 ATI-967 w/ N 2]t (N- ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGGTTGCTGCCA
N R R R CCCCCACCAGCCTGCTGATCAGCTGGCAGGGACAGCTGTCTCCGTC
=T LT A TTTCTATTACCGAATCACTTACGGCGAAACAGGAGGCAATAGCCCT
TFEYLE = A4 GTCCAGGAGTTCACTGTGCCTGTTGCTAGTGGGACAGCTACCATCA
GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CACTTCTCATGGCATATACTTCTACGCTCCAATTTCCATTAATTAC
CGCACA
78 ATI-967 w/ N 2] 1] & ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGGTTGCTGCCA
= 35 sl e 1 B CCCCCACCAGCCTGCTGATCAGCTGGCAGGGACAGCTGTCTCCGTC
PCE X gsl+= g H C-
TTTCTATTACCGAATCACTTACGGCGARACAGGAGGCAATAGCCCT
ek (N-E e M E] Q& | GTCCAGGAGTTCACTGTGCCTGTTGCTAGTGGGACAGCTACCATCA
721 %=y O ] A]Ql) | GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
A s =T T =) CACTTCTCATGGCATATACTTCTACGCTCCAATTTCCATTAATTAC
CGCACACCGTGC
79 ATI-967 w/ N 2t 4 C ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGGTTGCTGCCA

Bl Y + his B (N-2%F

Mo S st

CCCCCACCAGCCTGCTGATCAGCTGGCAGGGACAGCTGTCTCCGTC
TTTCTATTACCGAATCACTTACGGCGAAACAGGAGGCAATAGCCCT
GTCCAGGAGTTCACTGTGCCTGTTGCTAGTGGGACAGCTACCATCA
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GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CACTTCTCATGGCATATACTTCTACGCTCCAATTTCCATTAATTAC
CGCACAGAAATTGACAAACCATCCCAGCACCATCACCACCACCACT
GAT

80 ADX 5322 A02 F0] EVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSPVQEFTVPPDQ
- — KTATISGLKPGVDYTITVYAVRLEEAHYNREFPISINYRT
81 ADX 5322 A02 BC F3f | SYDGPIDRY
82 | ADX 5322 A02 DE 3t | PPDOKT
83 ADX 5322 A02 FG 53 | VRLEEAHYNREFP
84 ADX 5322 A02 w/N GVSDVPRDLEVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSPV
2 - - QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYNREFPISIN
YRT
85 ADX 5322 A02 w/ N GVSDVPRDLEVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSPV
2 T his Eﬂl QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYNREFPISIN
YRTHHHHHH
36 ADX 5322 A02 w/ N GVSDVPRDLEVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSPV
2] ng C Eﬂ o] QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYNREFPISIN
i YRTEIDKPSQ
37 ADX 5322 A02 w/N GVSDVPRDLEVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSPV
. QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYNREFPISIN
2T B C B + his B 7L YRTEIDKPSQHHHHHH
33 ADX 5322 A02 w/ N GVSDVPRDLEVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSPV
34‘?] W pCE ¥ oba - ggg\éPPDQKTATIsGLKPGVDYTITVYAVRLEEAHYNREFPISIN
g d c-ggt
89 ADX 5322 A02 w/ N GVSDVPRDLEVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSPV
o = )]s QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYNREFPISIN
2t W PCE ¥ obahss YRTPCHHHHHH
W ¥ C- 4y +his B 1
90 ADX 5322 A02-Mal- GVSDVPRDLEVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSPV
DBCO-FFPF18 QEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYNREFPISIN
YRTPC- [MaleamIDe-DBCO-FFP (18F) ]
91 ADX 5322 A02 A= MGVSDVPRDLEVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSP
- = VQEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYNREFPIST
NYRTPCHHHHHH
92 ADX 5322 A02- 51°] GAAGTGGTTGCTGCCACCCCCACCAGCCTGCTGATCAGCTGGTCTT
. ;;1 o E_] = Al ACGATGGCCCAATTGACCGGTATTACCGCATCACTTACGGCGAAAC
TEULEHE AA AGGAGGCAATAGCCCTGTCCAGGAGTTCACTGTGCCTCCGGATCAG
AAGACAGCTACCATCAGCGGCCTTAAACCTGGCGTTGATTATACCA
TCACTGTGTATGCTGTCCGGCTGGAAGAAGCTCATTACAATCGAGA
GTTTCCAATTTCCATTAATTACCGCACA
93 ADX 5322 A02 w/ N ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGGTTGCTGCCA
2y EN-“LE} ME] 1] & | CCCCCACCAGCCTGCTGATCAGCTGGTCTTACGATGGCCCAATTGA
== "= 2 | CCGGTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
Ko mE U LH = AE) | 6GTCCAGGAGTTCACTGTGCCTCCGGATCAGAAGACAGCTACCATCA
P = ﬂ (e} eq: }ﬂCﬂ)
GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CCGGCTGGAAGAAGCTCATTACAATCGAGAGTTTCCAATTTCCATT
AATTACCGCACA
Y ADX 5322 A02 w/ N ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGGTTGCTGCCA
T = 37 SheL CCCCCACCAGCCTGCTGATCAGCTGGTCTTACGATGGCCCAATTGA
‘j/]ﬁ = PCE X9 ‘3]'1—
i CCGGTATTACCGCATCACTTACGGCGARACAGGAGGCAATAGCCCT
wgd c-Ed (N-E e GTCCAGGAGTTCACTGTGCCTCCGGATCAGAAGACAGCTACCATCA
HE oL zk= GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
w2y o g A CCGGCTGGAAGAAGCTCATTACAATCGAGAGTTTCCAATTTCCATT
TEHLHE A E) AATTACCGCACACCGTGC
95 ADX 5322 A02 w/ N ATGGGAGTTTCTGATGTGCCGCGCGACCTGGAAGTGGTTGCTGCCA

2 2 C HY +his Bl L
N-ZE el od S 2=

CCCCCACCAGCCTGCTGATCAGCTGGTCTTACGATGGCCCAATTGA
CCGGTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
GTCCAGGAGTTCACTGTGCCTCCGGAT CAGAAGACAGCTACCATCA
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TEHoHE A1)

GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CCGGCTGGAAGAAGCTCATTACAATCGAGAGTTTCCAATTTCCATT
AATTACCGCACACCGTGCCACCATCACCACCACCACTGA

96 ADX 5417 EO01 510] EVVAATPTSLLISWRAQLSPSFYYRITYGETGGNSPVOEFTVENDV
— - MTATISGLKPGVDYTITVYAVTTHGVYFYSPISINYRT
97 ADX 5417 E01 BC 23t | RAQLSESFY
98 | ADX 5417 EO1 DE 53t | ENDVMT
99 | ADX 5417 EO1 FG &>t | VITHGVYFYSP
100 | ADX 5417 EO1 w/ N GVSDVPRDLEVVAATPTSLLISWRAQLSPSFYYRITYGETGGNSPV
99 - - QEFTVPNDVMTATISGLKPGVDYTITVYAVITHGVYFYSPISINYR
T
101 | ADX 5417 EO1 w/ N GVSDVPRDLEVVAATPTSLLISWRAQLSPSFYYRITYGETGGNSPV
211 T his B 71 QEFTVPNDVMTATISGLKPGVDYTITVYAVITHGVYFYSPISINYR
THHHHHH
102 | ADX 5417 EO1 w/ N GVSDVPRDLEVVAATPTSLLISWRAQLSPSFYYRITYGETGGNSPV
2y 2 ¢ g QEFTVPNDVMTATISGLKPGVDYTITVYAVITHGVYFYSPISINYR
- = TEIDKPSQ
103 | ADX 5417 EO1 w/ N GVSDVPRDLEVVAATPTSLLISWRAQLSPSFYYRITYGETGGNSPV
99 W ¢ g + his g -1 | QEFTVENDVMIATISGLKPGVDYTITVYAVITHGYYFYSPISINYR
TEIDKPSQHHHHHH
104 | ADX 5417 EO1 w/ N GVSDVPRDLEVVAATPTSLLISWRAQLSPSFYYRITYGETGGNSPV
21 W opcz Fha %g(E:‘TVPNDVMTATISGLKPGVDYTITVYAVTTHGVYE‘YSPI SINYR
gy c-ddt
105 | ADX 5417 B0l w/ N GVSDVPRDLEVVAATPTSLLISWRAQLSPSFYYRITYGETGGNSPV
1] T D 7 sl QEFTVEPNDVMTATISGLKPGVDYTITVYAVITHGVYFYSPISINYR
Lllﬁ S PCE RS TPCHHHEHH
Wl C-2et + his H 7L
106 | ADX-5417 EO1 -Mal- GVSDVPRDLEVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSPV
DBCO-FFPF18 QEFTVPPDOKTATISGLKPGVDYTITVYAVRLEEAHYNREFPISIN
YRTPC- [MaleamIDe-DBCO-FFP (18F) ]
107 | ADX-5417 EO1 A& MGVSDVPRDLEVVAATPTSLLISWRAQLSPSFYYRITYGETGGNSP
- VOEFTVPNDVMTATI SGLKPGVDYTITVYAVTTHGVYFYSPISINY
RTPCHHHHHH
108 | ADX-5417 EOI - 520 GAAGTGGTTGCTGCCACCCCCACCAGCCTGCTGATCAGCTGGAGGG
=0 a = ol CTCAGCTGTCTCCGTCTTTCTATTACCGCATCACTTACGGCGAAAC
(2 LE = A D) AGGAGGCAATAGCCCTGTCCAGGAGTTCACTGTGCCTAATGATGTA
ATGACAGCTACCATCAGCGGCCTTAAACCTGGCGTTGATTATACCA
TCACTGTGTATGCTGTCACTACTCATGGTGTTTATTTCTACTCACC
AATTTCCATTAATTACCGCACA
109 | ADX 5417 EO1 w/ N ATGGGAGTTTCTGATGTGCCGCGCGACCT GGAAGTGGTTGCTGCCA
s ZN-“’E“EJ ] E] © 1] | CCCCCACCAGCCTGCTGATCAGCTGGAGGGCTCAGCTGTCTCCGTC
TTTCTATTACCGCATCACTTACGGCGARARCAGGAGGCAATAGCCCT
2= W EYLEE AE) | crecAGEAGTTCACTCTGCCTARTGATGTAAT GACAGCTACCATCA
GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
CACTACTCATGGTGTTTATTTCTACTCACCAATTTCCATTAATTAC
CGCACA
110 | ADX 5417 EO1 w/ N ATGGGAGTTTCTGATGTGCCGCGCGACCT GGAAGTGGTTGCTGCCA
a9 W pC= ¥ S CCCCCACCAGCCTGCTGATCAGCTGGAGGGCTCAGCTGTCTCCGTC
s Phe e R TTTCTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
vl c-Ee (N-E e GTCCAGGAGTTCACTGTGCCTAATGATGTAAT GACAGCTACCATCA
W oS Zh = GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
FE o s A1) CACTACTCATGGTGTTTATTTCTACTCACCAATTTCCATTAATTAC
=l — e CGCACACCGTGC
111 | ADX 5417 EO1 w/ N ATGGGAGTTTCTGATGTGCCGCGCGACCT GGAAGTGGTTGCTGCCA

g 2 C HY +his B L
(N-Zet g o 7=
FEYLEE AE

CCCCCACCAGCCTGCTGATCAGCTGGAGGGCTCAGCTGTCTCCGTC
TTTCTATTACCGCATCACTTACGGCGAAACAGGAGGCAATAGCCCT
GTCCAGGAGTTCACTGTGCCTAATGATGTAATGACAGCTACCATCA
GCGGCCTTAAACCTGGCGTTGATTATACCATCACTGTGTATGCTGT
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CACTACTCATGGTGTTTATTTCTACTCACCAATTTCCATTAATTAC
CGCACACCGTGCCACCATCACCACCACCACTGA

112 | ATI 1420 A10 510] EVVAATPTSLLISWPYPSYYIEYRITYGETGGNS PVOEFTVOSMEA
- = TISGLKPGVDYTITVYAIRHPGMLEFGISINYRT
113 | ATI 1420 A10BC -3 | PYPSYYIE
114 | ATI 1420 A10DE X | IRHPGULEFG
115 ATI_] 420_A]0 FG ,?E VTDGASIASYAFP
116 | ATI 1420 A10w/N @] | GVSDVPRDLEVVAATPTSLLISWPYPSYYTEYRITYGETGGNSPVO
- = EFTVOSMKATI SGLKPGVDYTITVYATIRHPGMLEFGI SINYRT
117 | ATI 1420 A10 w/N 2| 1] | GVSDVPRDLEVVAATPTSLLISWPYPSYYIEYRITYGETGGNSPVO
- EFTVQSMKATISGLKPGVDYTITVYAIRHPGMLEFGI SINYRTHHH
+his B HHE
118 | ATI 1420 A10 w/N ©]T] | GVSDVPRDLEVVAATPTSLLISWPYPSYYIEYRITYGETGGNSPVQ
W ool EFTVQSMKATISGLKPGVDYTITVYAIREPGMLEFGISINYRTEID
BN C ﬂ = KPSQ
119 | ATI 1420 AlOw/N 2] 1] | GVSDVPRDLEVVAATPTSLLISWPYPSYYIEYRITYGETGGNSPVO
— = EFTVQSMKATISGLKPGVDYTITVYAIRHPGMLEFGISINYRTEID
2 C H Y +his B 7 KPSOEHHEHH
120 | ATI 1420 AlOw/N 21| | GVSDVPRDLEVVAATPTSLLISWPYPSYYIEYRITYGETGGNSPVO
— e = L EFTVQSMKATISGLKPGVDYTITVYAIREPGMLEFGISINYRTPC
2 pCE T et M 2
c-Eut
121 | ATI 1420 A10 w/N 2|U] | GVSDVPRDLEVVAATETSLLISWPYPSYYIEYRITYGETGGNS PVO
- = | EFTVQSMKATISGLKPGVDYTITVYAIRHPGMLEFGISINYRTPCH
A pce xotele WHE | pupun
C-Z¢t + his B 2
122 | ATI 1420 Al0- A% MGVSDVPRDLEVVAATPTSLLISWPYPSYYIEYRITYGETGGNSEV
- = QEFTVQOSMKATISGLKPGVDYTITVYAIRHPGMLEFGISINYRTEI
DKPSOHHHHHH
123 | ATI 1420 B09 50 EVVAATPTSLLISWHKFSSLMSYRITYGETGGNS PVQEFTVGSV
- - NATISGLKPGVDYTITVYAIHNVGFISINYRT
124 | ATI 1420 B9 BC 5 ¢ | HKFSSINS
125 | ATI 1420 B09 DE -2 | GSWN
126 | ATI 1420 B09 FG 51 | LANVGE
127 | ATI 1420 B09 w/N 2] U] | GVSDVPRDLEVVAATPTSLLISWHKESSLMSYRITYGETGGNSP
- - VQEFTVGSVNATISGLKPGVDYTITVYATHNVGFISINYRT
128 | ATI 1420 B09 w/N 2] T | GVSDVPRDLEVVAATPTSLLISWHKESSLMSYRITYGETGGNSP
o VQEFTVGSVNATISGLKPGVDYTITVYATHNVGFISINYRTHHH
+ his B} HhH
129 | AATI 1420 B09 w/ N GVSDVPRDLEVVAATPTSLLISWHKFSSLMS YRITYGETGGNSP
SR VQEFTVGSVNATISGLKPGVDYTITVYATHNVGFISINYRTEID
7 = KPSQ
130 | ATI 1420 BO9 w/ N €] ] | GVSDVPRDLEVVAATPTSLLISWHKFSSIMSYRITYGETGGNSP
. VOEFTVGSVNATISGLKPGVDYTITVYATHNVGFISINYRTEID
S C QL+ his B 7L KSSQHHHHHH
131 | ATL 1420 BO9 w/ N 2] U] | GVSDVPRDLEVVAATPTSLLISWEKFSSLMSYRIT YGETGGNSP
0 pCE T bl Wa)y) | VOEFTVGSVNATISGLKEGVDYTITVYATHNVGET SINYRTEC
c-Egdt
132 | ATL 1420 BO9 w/ N @] ] | GVSDVPRDLEVVAATPTSLLISWEKFSSLMSYRIT YGETGGNSP
g » VOEFTVGSVNATISGLKPGVDYTITVYATHNVGFISINYRT PCH
9 PCE Xgtabs W | 20
C-2¢k + his Bl 2
133 | ATI 1420 B09- <17 MGVSDVPRDLEVVAAT PTSLLISWHKESSLMSYRITYGETGGNS

PVQEFTVGSVNATISGLKPGVDYTITVYAIHNVGFISINYRTET
DKPSQHHHHHH
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134 | ATI 1420 C02 9] EVVAATPTSLLISWRIKSYYAYRITYGETGGNSPVQEFTVRQHV
- - ATISGLKPGVDYTITVYARLGDVELVYEI SINYRT
135 | ATI 1420 CO2 BC 53 | RIKSYYA
136 | ATI 1420 CO2 DE 53 | ROHV
137 | ATI 1420 CO2 FG 33t | RLGDVELVYE
138 | ATI 1420 CO2 w/N 2] U] | GVSDVPRDLEVVAATPTSLLISWRIKSYYAYRITYGETGGNSPV
QEFTVROHVATISGLKPGVDYTITVYARLGDVELVYEISINYRT
139 | ATI 1420 CO2 w/N 2]U] | GVSDVPRDLEVVAATPTSLLISWHKFSSLMSYRITYGETGGNSP
. VQEFTVGSVNATISGLKPGVDYTITVYAIHNVGFISINYRTHHH
+his Bl HHE
140 | ATI 1420 CO2 w/N 2] U] | GVSDVPRDLEVVAATPTSLLISWRIKSYYAYRITYGETGGNSPV
o C glal QEFTVRQHVATISGLKPGVDYTITVYARLGDVELVYEISINYRT
7 = EIDKPSQ
141 | ATI 1420 CO2 w/N 2] U] | GVSDVPRDLEVVAATPTSLLISWRIKSYYAYRITYGETGGNSPV
oo E9) e Bl L QEFTVRQHVATISGLKPGVDYTITVYARLGDVELVYEISINYRT
% C EH <L+ his | EIDKPSQHHHHHH
142 | ATI 1420 CO2 w/N €] 1] | GVSDVPRDLEVVAATPTSLLISWRIKSYYAYRITYGETGGNSPV
o =g QEFTVRQHVATISGLKPGVDYTITVYARLGDVELVYEISINYRT
HPCE Fgtehs W | oo
c-ua
143 | ATI 1420 CO2 w/N 2] U] | GVSDVPRDLEVVAATPTSLLISWHKFSSLMSYRITYGETGGNSP
i VQEFTVGSVNATISGLKPGVDYTITVYAIHNVGFISINYRTPCH
2 PCE A= wgn | o8
C-9ret + his B 2
144 | ATI 1420 C02- 71 % MGVSDVPRDLEVVAAT PTSLLISWRIKSYYAYRITYGETGGNSP
VQEFTVRQHVATISGLKPGVDYTITVYARLGDVELVYEI SINYR
TEIDKPSQHHHHHH
145 | ATI 1420 C11 5°] EVVAATPTSLLISWMYPLKSVPYRITYGETGGNSPVQEFTVYSS
GAT ISGLKPGVDYTITVYAMSYSTYHAFMISINYRT
146 | ATI 1420 _C11BC £32 | MYPLKSVP
147 | ATI 1420 C11 DE 53¢ | Y556
148 | ATI 1420 C11 FG 73X | MSYSTYHAFM
149 | ATI 1420 C11 w/ N 2J1] | GVSDVPRDLEVVAATPTSLLISWMYPLKSVPYRITYGETGGNSP
- - VQEFTVYSSGATISGLKPGVDYTITVYAMSYSTYHAFMI SINYR
T
150 | ATI 1420 C11 w/N @] ©] | GVSDVERDLEVVAATPTSLLISWMYPLKSVPYRITYGETGGNSP
. - VQEFTVYSSGATISGLKPGVDYTITVYAMSYSTYHAFMI SINYR
+ his H 71 THHHHHH
151 | ATI 1420 C11 w/N 2] 1] | GVSDVPRDLEVVAATPTSLLISWMYPLKSVPYRITYGETGGNSP
o Cglal VQEFTVYSSGATISGLKPGVDYTITVYAMSYSTYHAFMI SINYR
7~ = TEIDKPSQ
152 | ATI 1420 C11 w/ N 2J1] | GVSDVPRDLEVVAATPTSLLISWMYPLKSVPYRITYGETGGNSP
5 - VQEFTVYSSGATISGLKPGVDYTITVYAMSYSTYHAFMI SINYR
k=i E O1+, N 1
S CEI L + his H TEIDKPSQHHHHHH
153 | ATI 1420 C11 w/ N 2]t] | GVSDVPRDLEVVAATPTSLLISWMYPLKSVPYRITYGETGGNSP
iy = VQEFTVYSSGATISGLKPGVDYTITVYAMSYSTYHAFMI SINYR
A pCE xge v | 12
C-et
154 | ATI 1420 C11 w/N 2] ©] | GVSDVPRDLEVVAATPTSLLISWMYPLKSVPYRITYGETGGNSP
W peZ 7 ohalie W o]y | VQEFTVYSSGATISGLKPGVDYTITVYAMSYSTYHAFMISINYR
~PC= f‘jo}‘* = ©™ | TPCHHHHHH
C-et + his Bj L
155 | AATI 1420 C11- A% MGVSDVPRDLEVVAAT PTSLLISWMYPLKSVPYRITYGETGGNS

PVQEFTVYSSGATISGLKPGVDYTITVYAMSYSTYHAFMISINY
RTEIDKPSQHHHHHH
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156 | ATI 1420 DO1 =] EVVAATPTSLLISWRTVPETDYRITYGET GGNSPVQEFTVPDNT
- - ATISGLKPGVDYTITVYALETAHYNRDYISINYRT
157 | ATI 1420 D01 BC 2% RTVPETD
158 | ATI 1420 D01 DE 2% PDNT
159 | ATI 1420 D01 FG F - LETAHYNRDY
160 | ATI 1420 DO1 w/N 2] U] | GVSDVPRDLEVVAATPTSLLISWRTVPETDYRITYGETGGNSPV
- - QEFTVPDNTATISGLKPGVDYTITVYALETAHYNRDYISINYRT
161 | ATI 1420 DO1 w/ N 2]T] | GVSDVPRDLEVVAATPTSLLISWRTVPETDYRITYGETGGNSPV
+ hf ) - QEFTVPDNTATISGLKPGVDYTITVYALETAHYNRDYISINYRT
18 HHEHHH
162 | ATI 1420 DOI w/N 2] ©] | GVSDVPRDLEVVAAT PTSLLISWRTVPETDYRITYGETGGNSPV
m C_Eﬂ ol QEFTVPDNTATISGLKPGVDYTITVYALETAHYNRDYISINYRT
7 = EIDKPSQ
163 | ATI 1420 DO1 w/ N 2] 1] | GVSDVPRDLEVVAATPTSLLISWRTVPETDYRITYGETGGNSPV
W e gol - QEFTVPDNTATISGLKPGVDYTITVYALETAHYNRDYISINYRT
3 CEHID + his B L EIDKPSQHHHHHH
164 | ATI 1420 DO1 w/ N 2]T] | GVSDVPRDLEVVAATPTSLLISWRTVPETDYRITYGETGGNSPV
R e EFTVPDNTATISGLKPGVDYTITVYALETAHYNRDYISINYRT
RPCE xgats MgH |9
c-ua
165 | ATI 1420 DOI w/ N 2|T] | GVSDVPRDLEVVAAT PTSLLISWRTVPETDYRITYGETGGNSPV
y! 1. =) | QEFTVPDNTATISGLKPGVDYTITVYALETAHYNRDYISINYRT
R PCE %‘.%] ot Mg PCHHHHHH
C-ek + his Bj 2
166 | ATI 1420 DO1- A1 3+ MGVSDVPRDLEVVAATPTSLLISWRTVPETDYRITYGETGGNSP
- - VQEFTVPDNTATISGLKPGVDYTITVYALETAHYNRDYISINYR
TEIDKPSQHHHHHH
167 | ATI 1420 D05 519] EVVAATPTSLLISWTAYYSTIKYRITYGETGGNSPVQEFTVGPK
- - HHATISGLKPGVDYTITVYAYNTKPGYHAHQISINYRT
168 | ATI 1420 D05 BC #3 | TAYYSTIK
169 | ATI 1420 D05 DE 3 | GPKHH
170 | ATI 1420 D05 FG -3 | YNTKPGYHAHQ
171 | ATI 1420 DO5 w/N 2] U] | GVSDVPRDLEVVAATPTSLLISWIAYYSTIKYRITYGETGGNSP
- - VQEFTVGPKHHAT ISGLKPGVDYTITVYAYNTKPGYHAHQISIN
YRT
172 | ATI 1420 DOS5 w/N 2] 1] | GVSDVPRDLEVVAATPTSLLISWIAYYSTIKYRITYGETGGNSP
+ hf e - VQEFTVGPKHHAT ISGLKPGVDYTITVYAYNTKPGYHAHQISIN
1S =l — YRTHHHHHH
173 | ATI 1420 D05 w/ N 2] 1] | GVSDVPRDLEVVAATPTSLLISWIAYYSTIKYRITYGETGGNSP
- C_Eﬂ ol VQEFTVGPKHHAT ISGLKPGVDYTITVYAYNTKPGYHAHQISIN
= = YRTEIDKPSQ
174 | ATI 1420 D05 w/N 2| T | GVSDVPRDLEVVAATPTSLLISWIAYYSTIKYRITYGETGGNSP
ool v - VQEFTVGPKHHAT ISGLKPGVDYTITVYAYNTKPGYHAHQISIN
2L C El 2 + his ] YRTEIDKPSQHHHHHH
175 | ATI 1420 DO5 w/N 2] 1] | GVSDVPRDLEVVAATPTSLLISWIAYYSTIKYRITYGETGGNSP
R . VQEFTVGPKHHAT ISGLKPGVDYTITVYAYNTKPGYHAHQISIN
2PCE gt MgH |2 ©
YRTPC
c-ua
176 | ATI 1420 DOS w/ N 2] 1] | GVSDVPRDLEVVAATPTSLLISWIAYYSTIKYRITYGETGGNSP
0 DB ap FL . VQEFTVGPKHHAT ISGLKPGVDYTITVYAYNTKPGYHAHQISIN
i} =2 30 = sy
~PC= fJO}‘ - = ©™ | YRTPCHHHHHH
C-2ek + his B 2
177 | ATI 1420 DO5- A =} MGVSDVPRDLEVVAATPTSLLISWTAYYSTIKYRITYGETGGNS

PVQEFTVGPKHHATISGLKPGVDYTITVYAYNTKPGYHAHQIST
NYRTEIDKPSQHHHHHH
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178 | ATI 1420 D10 9] EVVAATPTSLLISWRIPSYHIQYRITYGETGGNSPVQEFTVYQK
- - YATISGLKPGVDYTITVYAVSPPKQLRFGISINYRT
179 | ATI 1420 D10 BC RIPSYHIQ
180 | ATI 1420 D10 DE 3 YOKY
181 | ATI 1420 D10 FG 3% VSPPRQLREG
182 | ATI 1420 D10 w/N 2|1 | GVSDVPRDLEVVAATPTSLLISWRIPSYHIQYRITYGETGGNSP
- - VQEFTVYQKYATISGLKPGVDYTITVYAVSPPKQLRFGISINYR
T
183 ATI 1420 D10 w/ N g] 1;1 GVSDVPRDLEVVAATPTSLLISWRIPSYHIQYRITYGETGGNSP
T —— VQEFTVYQKYATISGLKPGVDYTITVYAVSPPKQLRFGISINYR
+ his B -1 THHHHHH
184 | ATI 1420 D10 w/ N 2] t] | GVSDVPRDLEVVAATPTSLLISWRIPSYHIQYRITYGETGGNSP
u]é?E“O{7 VQEFTVYQKYATISGLKPGVDYTITVYAVSPPKQLRFGISINYR
7 = TEIDKPSQ
185 | ATI 1420 D10 w/ N 2] t] | GVSDVPRDLEVVAATPTSLLISWRIPSYHIQYRITYGETGGNSP
~ T VQEFTVYQKYATISGLKPGVDYTITVYAVSPPKQLRFGISINYR
w 5| kel —
% C H Y+ his B L TEIDKPSQHHHHHH
186 | ATI 1420 D10 w/ N 2] G | GVSDVPRDLEVVAATPTSLLISWRIPSYHIQYRITYGETGGNSP
Ny - == - VQEFTVYQKYATISGLKPGVDYTITVYAVSPPKQLRFGISINYR
LPCE gt MgH | T @
c-2et
187 | ATI 1420 D10 w/ N ©] G} | GVSDVPRDLEVVAATPTSLLISWRIPSYHIQYRITYGETGGNSP
m Ny = ‘\E%‘]—ﬁ o E ) VOEFTVYQKYATISGLKPGVDYTITVYAVSPPKQLRFGISINYR
7:PCE ._1_.117]'\__ 1l 0t TPCHHHHHH
C-E¢ + his H] 7L
188 ATI 1420 DO10- ﬁ;(o]- MGVSDVPRDLEVVAATPTSLLISWRIPSYHIQYRITYGETGGNS
- - PVQEFTVYQKYATISGLKPGVDYTITVYAVSPPKQLRFGISINY
RTEIDKPSQHHHHHH
189 | ATI 1420 F10 ] EVVAATPTSLLISWPAPPSYVFYRITYGETGGNSPVQEFTVYPY
- - - MATISGLKPGVDYTITVYAYTSGFSISINYRT
190 | ATT 1420 F10 BC F 3 PAPPSYVF
191 | ATI 1420 F10 DE 3% YPYM
192 | ATI 1420 F10 FG 53 YTSGES
193 | ATI 1420 F10 w/ N 2]t GVSDVPRDLEVVAAT PTSLLISWPAPPSYVFYRITYGETGGNSP
B B VQEFTVYPYMATISGLKPGVDYTITVYAYTSGFSISINYRT
194 | ATI 1420 F10 w/N @1 | GVSDVPRDLEVVAATPTSLLISWPAPPSYVFYRITYGETGGNSP
T . VQEFTVYPYMATISGLKPGVDYTITVYAYTSGFSISINYRTHHH
+ his B
HHH
195 | ATI 1420 F10w/N @] ] | GVSDVPRDLEVVAATPTSLLISWPAPPSYVEYRITYGETGGNSP
o~ oglol VQEFTVYPYMATISGLKPGVDYTITVYAYTSGFSISINYRTEID
2 C HY KPS
Q
196 | ATI 1420 F10 w/N @] 1] | GVSDVPRDLEVVAATPTSLLISWPAPPSYVEYRITYGETGGNSP
— BT VQEFTVYPYMATISGLKPGVDYTITVYAYTSGFSISINYRTEID
=i ol Hl 7
SLC H < + his B L KPSQHHHHHH
197 | ATI 1420 F10 w/ N 2]¥] | GVSDVPRDLEVVAATPTSLLISWPAPPSYVEYRITYGETGGNSP
1;% PC’E‘ E@_E)]_:___ Lﬂ% % VQEFTVYPYMATISGLKPGVDYTITVYAYTSGFSISINYRTPC
c-2et
198 | ATI 1420 F10 w/N @] | GVSDVPRDLEVVAATPTSLLISWPAPPSYVEYRITYGETGGNSP
e et VQEFTVYPYMATISGLKPGVDYTITVYAYTSGFSISINYRTPCH
W PpCE wgtets waE |2
S HHHHH
C-2¢t + his H 7L
199 | ATI 1420 F10- 24 MGVSDVPRDLEVVAAT PTSLLISWPAPPSYVFYRITYGETGGNS

PVOQEFTVYPYMATISGLKPGVDYTITVYAYTSGFSISINYRTEI
DKPSQHHHHHH
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200 | ATI 1421 CO5 510 EVVAATPTSLLISWYMDHKSKYRITYGETGGNS PVQEFTVPDQR
- - ATISGLKPGVDYTITVYALSEAHYLRDKISINYRT
201 | ATI 1421_C0O5 BC -t | YMDHKSK
202 | ATI 1421 C05 DE 53¢ | PDOR
203 | ATI 1421 CO5FG 53 | LSEAHYLRDK
204 | ATI 1421 CO5w/N 2]U] | GVSDVPRDLEVVAATPTSILISWYMDHKSKYRIT YGETGGNSPV
- - QEFTVPDQRATISGLKPGVDYTITVYALSEAHYLRDKISINYRT
205 | ATI 1421 CO5 w/N 2]T] | GVSDVPRDLEVVAATPTSLLISWYMDHKSKYRIT YGETGGNSPV
T his B -1 QEFTVPDQRATISGLKPGVDYTITVYALSEAHYLRDKIS INYRT
18 2 — HHHHHH
206 | ATI 1421 CO5w/N 2]U] | GVSDVPRDLEVVAATPTSILISWYMDHKSKYRIT YGETGGNSPV
W CH QEFTVPDQRATISGLKPGVDYTITVYALSEAHYLRDKIS INYRT
7 = EIDKPSQ
207 ATI 1421 CO05 w/ N E] 1;1 GVSDVPRDLEVVAATPTSLLISWYMDHKSKYRITYGETGGNSPV
W e el e Bl QEFTVPDQRATISGLKPGVDYTITVYALSEAHYLRDKIS INYRT
S C HIY +his B -1 EIDKPSQHHHHHEH
208 | ATI 1421 CO5 w/N @5 | GVSDVPRDLEVVAAT PTSLLISWYMDHKSKYRITYGETGGNSPV
D o=l » EFTVPDQRATISGLKPGVDYTITVYALSEAHYLRDKISINYRT
W PCE Eohehs WgE | TR
c-2dt
209 | ATI 1421 CO5w/N |5 | GVSDVPRDLEVVAATPTSLLISWYMDHKSKYRITYGETGGNSPV
1 oD e QEFTVPDQRATISGLKPGVDYTITVYALSEAHYLRDKISINYRT
! PC_'e’ i?f:]' O]';’ fa ! PCHHHHHH
C-Z¢t + his Bl 2
210 | ATI 1421 C05- A4 MGVSDVPRDLEVVAAT PTSLLISWYMDHKSKYRIT YGET GGNSP
- - VQEFTVPDQRATISGLKPGVDYTITVYALSEAHYLRDKISINYR
TEIDKPSQHHHHHH
211 | ATI 1421 C06 5L0] EVVAATPTSLLISWENLASYOYRITYGETGGNSPVQEFTVPDOA
- - ATISGLKPGVDYTITVYALQTAHYYRQHISINYRT
212 | ATI 1421 C06 BC 53 | ENLASYQ
213 | ATI 1421 CO6DE &3 | FDOA
214 | ATI 1421 CO6FG 3% | LOTAHYYROH
215 | ATI 1421 CO6 w/ N 2|T] | GVSDVPRDLEVVAATPTSLLISWENLASYOYRIT YGETGGNSPV
- - QEFTVPDQAATISGLKPGVDYTITVYALQTAHYYRQHISINYRT
216 | ATI 1421 C06 w/N |5 | GVSDVPRDLEVVAATPTSLLISWENLASYQYRITYGETGGNSPV
T his Bl QEFTVPDQAATISGLKPGVDYTITVYALQTAHYYRQOHISINYRT
18 HHEHHH
217 | ATI 1421 CO6w/N 2]T] | GVSDVPRDLEVVAATPTSLLISWENLASYOYRIT YGETGGNSPV
W Cy QEFTVPDQAATISGLKPGVDYTITVYALQTAHYYRQHISINYRT
~ = EIDKPSQ
218 | ATI 1421 C06 w/N 2|5 | GVSDVPRDLEVVAATPTSLLISWENLASYQYRITYGETGGNSPV
M e E O & e B QEFTVPDQAATISGLKPGVDYTITVYALQTAHYYRQOHISINYRT
2L C HI +his B L EIDKPSQHHHHHH
219 | ATI 1421 C06 w/N 2|5 | GVSDVPRDLEVVAATPTSLLISWENLASYQYRITYGETGGNSPV
= o] 1w | QEFTVPDOAATISGLKPGVDYTITVYALQTAHYYRQHISINYRT
W PCE Eotehs Wy | e © °
c-avt
220 | ATI 1421 C06 w/N 2|5 | GVSDVPRDLEVVAATPTSLLISWENLASYQYRITYGETGGNSPV
— L T . QEFTVPDQAATISGLKPGVDYTITVYALQTAHYYRQHIS INYRT
4 PCE iﬁf} o= WEE | Depmnmmn
C-2et + his B 1
221 | ATI 1421 Co6- A= MGVSDVPRDLEVVAATPTSLLISWENLASYQYRIT YGETGGNSP
- - VQEFTVPDOAATISGLKPGVDYTITVYALQTAHYYROHISINYR
TEIDKPSQHHHHHH
222 | ATI 1421 D05 510 EVVAATPTSLLISWYYVQYNDYRITYGET GGNSPVQEFTVPDQS

ATISGLKPGVDYTITVYALEKAHYYRONISINYRT
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223 ATI 1421 DO5 BC F3& YYVQYND
224 | ATI 1421 DOS DE F3x PDOS
225 | ATI 1421 DOS FG Fiz LEKAHYYRON
226 | ATI 1421 DO5 w/N €] 1] | GVSDVPRDLEVVAATPTSLLISWYYVQYNDYRITYGETGGNSPV
- QEFTVPDOSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
227 | ATI 1421 DO5 w/N €] 1] | GVSDVPRDLEVVAATPTSLLISWYYVQYNDYRITYGETGGNSPV
T his B -1 QEFTVPDQSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
HHHHHH
228 | ATI 1421 DO5 w/N £]T] | GVSDVPRDLEVVAATPTSLLISWYYVQYNDYRITYGETGGNSPV
e il QEFTVPDOSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
7~ v e EIDKPSQ
229 | ATI 1421 DO5 w/N ©|1T] | GVSDVPRDLEVVAATPTSLLISWYYVQYNDYRITYGETGGNSPV
el . QEFTVPDQSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
SCHI +his B -1 EIDKPSQHHHHHH
230 | ATI 1421 D05 w/ N 2] 1] | GVSDVPRDLEVVAATPTSLLISWYYVOYNDYRITYGETGGNSPV
g _ EFTVPDOSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
R PCE Egtal Wy | T @
C-et
231 | ATI 1421 DO5 w/N £]T] | GVSDVPRDLEVVAATPTSLLISWYYVQYNDYRITYGETGGNSPV
o pe= 5 olal 1w | QEFTVPDOSATISGLKPGVDYTITVYALEKAHYYRONTSTNYRT
KPCL*.DOPL =0 | pPCHHHHHH
C-Zek + his Ej L
232 | ATI 1421 DO5 - A4 MGVSDVPRDLEVVAAT PTSLLISWYYVQYNDYRITYGETGGNSP
- VQEFTVPDQSATISGLKPGVDYT ITVYALEKAHYYRONISINYR
TEIDKPSOHHHHHH
233 | ATI 1421 D06 5.0 EVVAATPTSLLISWGHNYDDEYRIT YGETGGNSPVQEFTVPDOY
- - ATISGLKPGVDYTITVYALAEAHVRKNHISINYRT
234 | ATI 1421 D06 BC ;-3 | GHNYDDE
235 | ATI 1421 D06 DE 3% | EDQY
236 | ATI 1421 D06 FG 5§ 3 | LAEAHVRKNH
237 | ATI 1421 D06 w/ N ©|1] | GVSDVPRDLEVVAATPTSLLISWGHNYDDEYRITYGETGGNSPV
- = QEFTVPDOYATISGLKPGVDYTITVYALAEAHVRENHISINYRT
238 | ATI 1421 D06 w/ N 2| ] | GVSDVPRDLEVVAATPTSLLISWGHNYDDEYRITYGETGGNS PV
T his BT QEFTVPDOYATISGLKPGVDYTITVYALAEAHVRKNHISINYRT
18 = HHHHHH
239 | ATI 1421 D06 w/ N €] U] | GVSDVPRDLEVVAAT PTSLLISWGHNYDDEYRITYGETGGNSPV
e QEFTVPDQYATISGLKPGVDYTITVYALAEAHVRKNHISINYRT
7 = EIDKPSQ
240 | ATI 1421 D06 w/ N 2]1] | GVSDVPRDLEVVAATPTSLLISWGHNYDDEYRITYGETGGNSPV
ool L QEFTVPDOYATISGLKPGVDYTITVYALAEAHVRENHISINYRT
SLC HIY + his B L EIDKPSOHHHHHH
241 | ATI 1421 DO6 w/ N ©|1] | GVSDVPRDLEVVAATPTSLLISWGHNYDDEYRITYGETGGNSEV
i EFTVPDOYATISGLKPGVDYTITVYALAEAHVRKNHI S INYRT
W PCE Etabs WA (20 Y
Cc-E4e
242 | ATI 1421 D06 w/ N | 1] | GVSDVPRDLEVVAATPTSLLISWGHNYDDEYRITYGETGGNSPV
o PO 7 5hal 1oy | QEFTVRDOYATISGLKPGVDYTITVYALAEAHVRKNHISINYRT
KPC&*.DO}‘* = O™ | PCHHHHHH
C-2et + his B 1
243 | ATI 1421 D06 - A4 MGVSDVPRDLEVVAAT PTSLLISWGHNYDDEYRITYGETGGNSP
- = VQEFTVPDOYATISGLKPGVDYT ITVYALAEAHVRKNHI SINYR
TEIDKPSQHHHHHEH
244 | ATI 1421 E03 =0 EVVAATPTSLLISWVYHYDAQYRITYGETGGNS PVQEFTVPDOK
- - ATISGLKPGVDYTITVYALSEAHHKRDSISINYRT
245 | ATI 1421 E03 BC 53¢ | VYAYDAQ
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246 | ATI 1421 E03 DE 3 PDOK
247 | ATI 1421 E03 FG 3£ LSEAHHKRDS
248 | ATI 1421 E03 w/ N €] U] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
- - QEFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDSISINYRT
HHHHHH
249 [ ATI 1421 E03w/N 20 GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
+ his B - QEFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDSISINYRT
18 EIDKPSQ
250 | ATI 1421 EO3w/N 2]t] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
m CiEﬂ o1 QEFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDSISINYRT
>~ = EIDKPSQHHHHHH
251 | ATI 1421 E03 w/ N 2] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPY
< T B EFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDSISINYRT
2 C 62 + his ¥ L onETvEDe
252 | ATI 1421 E03 w/ N €] 1] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
W pe2 5 shall w o]y | QEFTVEDOKATISGLKPGVDYTITVYALSEAHHKRDSISINYRT
A PCE EgehE W PCHHHHHH
c-ad
253 | ATI 1421 E03 w/ N €] U] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
y g - EFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDSISINYRT
Rpce Egate wgH |° ©
C-2ek + his Bl 1
254 | ATI 1421 E03 - A% MGVSDVPRDLEVVAAT PTSLLISWVYHYDAQYRITYGETGGNSP
- - VQEFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDSI SINYR
TEIDKPSQHHHHHH
255 | ATI 1421 E04 519] EVVAATPTSLLISWSYNGPIEYRITYGETGGNSPVQEFTVPDQQ
- - ATISGLKPGVDYTITVYALEEAHYSRQSISINYRT
256 | ATI 1421 E04 BC 5§ SYNGPIE
257 | ATI 1421 E04DE 53 | PPOO
258 | ATI 1421 E04 FG -3 | LEEAHYSROS
259 | ATI 1421 E04 w/ N €] U] | GVSDVPRDLEVVAATPTSLLISWSYNGPIEYRITYGETGGNSPV
- - QEFTVPDQQATISGLKPGVDYTITVYALEEAHYSRQSISINYRT
260 | ATI 1421 E04 w/ N €] ] | GVSDVPRDLEVVAATPTSLLISWSYNGPIEYRITYGETGGNSPV
L - QEFTVPDQQATISGLKPGVDYTITVYALEEAHYSRQSISINYRT
+ his B}
HHHHHH
261 ATI 1421 EO4 w/ N 2] U] | GVSDVPRDLEVVAATPTSLLISWSYNGPTEYRITYGETGGNSPV
- CﬁEﬂ o1 QEFTVPDQQATISGLKPGVDYTITVYALEEAHYSRQSISINYRT
-~ = EIDKPSQ
262 ATI 1421 E04 w/ N g] 1}] GVSDVPRDLEVVAATPTSLLISWSYNGPIEYRITYGETGGNSPV
o~ O] e 1 QEFTVPDQOATISGLKPGVDYTITVYALEEAHYSRQSISINYRT
% C HY + his B L EIDKPSQHHHHHH
263 | ATI 1421 E04 w/ N 2] | GVSDVPRDLEVVAATPTSLLISWSYNGPTEYRITYGETGGNSPV
9 pCZ yobell walH g(E:FTVPDQQATISGLKPGVDYTITVYALEEAHYSRQSISINYRT
C-et
264 | ATI 1421 E04 w/ N €] U] | GVSDVPRDLEVVAATPTSLLISWSYNGPIEYRITYGETGGNSPV
y = == w1 | QEFTVPDOQATISGLKPGVDYTITVYALEEAHYSRQSISINYRT
QAPCE 3,1_.?4‘0}% fERch o) [
C-Zt + his B 2
265 | ATT 1421 E04- A& MGVSDVPRDLEVVAAT PTSLLISWSYNGPIEYRITYGETGGNSP
- - VQEFTVPDQQATISGLKPGVDYTITVYALEEAHYSRQSISINYR
TEIDKPSQHHHHHH
266 | ATI 1421 F03 39 EVVAAT PTSLLISWISVQTYDYRIT YGETGGNSPVQEFTVPDQS
~ - ATISGLKPGVDYTITVYALEKAHYYRONISINYRT
267 | ATI 1421 FO3 BC 3% | ISVOTYD
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268 | ATI 1421 FO3 DE 523 | PDOS
269 | ATI 1421 FO3 FG Sf 3 | LEKAHYYRON
270 | ATI 1421 FO3 w/ N 2] T] | GVSDVPRDLEVVAATPTSLLISWISVQTYDYRITYGETGGNSPYV
- - QEFTVPDQSATISGLKPGVDYT ITVYALEKAHYYRONIS INYRT
271 | ATI 1421 FO3 w/ N 2] T] | GVSDVPRDLEVVAATPTSLLISWISVQTYDYRITYGETGGNSPV
T his BT QEFTVPDQSATISGLKPGVDYTITVYALEKAHYYRONIS INYRT
18 Hl -+ HHHHHH
272 | ATI 1421 FO3 w/ N € T] | GVSDVPRDLEVVAATPTSLLISWISVQTYDYRITYGETGGNSPY
m ool QEFTVPDQSATISGLKPGVDYT ITVYALEKAHYYRONIS INYRT
7~ = EIDKPSQ
273 | ATI 1421 FO3 w/N 2]T] | GVSDVPRDLEVVAAT PTSLLISWISVOTYDYRITYGETGGNSPV
2 ¢ Bl + his B 1 QEFTVPDQSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
~ = IS H ETDKPSOHHHHHH
274 | ATI 1421 FO3 w/ N 2] U] | GVSDVPRDLEVVAATPTSLLISWISVQTYDYRITYGETGGNSPY
0 pCS ¥ ma g(E:FTVPDQSATISGLKPGVDYT ITVYALEKAHYYRQONISINYRT
c-adt
275 | ATI 1421 FO3 w/ N 2] ] | GVSDVPRDLEVVAATPTSLLISWISVQTYDYRITYGETGGNSPYV
e QEFTVPDQSATISGLKPGVDYTITVYALEKAHYYRONIS INYRT
RPCE Jt‘ﬂ’ R A st
C-Zeh + his B 2
276 | ATI 1421 F03- A4 MGVSDVPRDLEVVAATPTSLLISWISVOTYDYRITYGET GGNSP
- - VQEFTVPDQSATISGLKPGVDYTITVYALEKAHYYRONISINYR
TEIDKPSQHHHHHH
277 | ATI 1421 F05 510] EVVAAT PTSLLISWLARHDARYRIT YGET GGNS PVQEFTVEDRM
- - ATISGLKPGVDYTITVYALEQAHYYRLYISINYRT
278 | ATI 1421 FO5 BC 53 | LARHDAR
279 | ATI 1421 FO5DE - | EDRM
280 | ATI 1421 FO5 FG 73 | LEQAHYYRLY
281 | ATI 1421 FO5w/N 2]T] | GVSDVPRDLEVVAAT PTSLLISWLARHDARYRIT YGETGGNSPV
- - QEFTVPDRMATISGLKPGVDYTITVYALEQAHYYRLYISINYRT
282 | ATI 1421 FO5 w/ N 2]T] | GVSDVPRDLEVVAATPTSLLISWLARHDARYRITYGETGGNSPV
o QEFTVPDRMATISGLKPGVDYTITVYALEQAHYYRLYISINYRT
+ his B 1 HHHHHH
283 | ATI 1421 FO5w/ N 2]T] | GVSDVPRDLEVVAATPTSLLISWLARHDARYRITYGETGGNSPV
m Gl QEFTVPDRMATISGLKPGVDYTITVYALEQAHYYRLYISINYRT
~ = EIDKPSQ
284 | ATI 1421 FO5 w/ N 2]1] | GVSDVPRDLEVVAATPTSLLISWLARHDARYRIT YGETGGNSPV
m e el s QEFTVPDRMATISGLKPGVDYTITVYALEQAHYYRLYISINYRT
2L C I+ his ] L ETDKPSQHHHHHE
285 | ATI 1421 FO5 w/ N 2] 1] | GVSDVPRDLEVVAATPTSLLISWLARHDARYRIT YGETGGNSPV
i 1w | QEFTVPDRMATISGLKPGVDYTITVYALEQAHYYRLYIS INYRT
W pes kel v | & ’
c-adt
286 | ATI 1421 FO5w/N 2]T] | GVSDVPRDLEVVAATPTSLLISWLARHDARYRITYGETGGNSPV
W peE 3 5 Elie 1wy | QEFTVEDRMATISGLKPGVDYTITVYALEQAHYYRLYTSINYRT
>~ PC= - ek g PCHHHHHH
C-2et + his B
287 | ATI 1421 F05- A4 MGVSDVPRDLEVVAAT PTSLLISWLARHDARYRITYGET GGNSP
- = VQEFTVPDRMATISGLKPGVDYTITVYALEQAHYYRLYISINYR
TEIDKPSQHHHHHH
288 | ATI 1421 GO7 5L°] EVVAATPTSLLISWHSPTSGITYRIT YGETGGNSPVQEFTVPYD
- - PSATISGLKPGVDYTITVYAPYGSQYYPGYHISINYRT
289 | ATI 1421 GO7BC 53 | HSPTSGIT
290 | ATI 1421 GO7DE &3 | PYDES
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291 | ATI_1421_GO7FG 5 X | PYGSOYYPGYH
292 | ATI 1421 GO7 w/ N 2]T] | GVSDVPRDLEVVAATPTSLLISWHSPTSGITYRITYGETGGNSP
- = VQEFTVPYDPSATISCLKPGVDYTITVYAPYGSQYYPGYHISIN
YRT
293 | ATI 1421 GO7 w/ N 2|T] | CVSDVPRDLEVVAATPTSLLISWHSPTSGITYRITYGETGGNSP
+his 8] VQEFTVPYDPSATISGLKPGVDYT ITVYAPYGSQYYPGYHISIN
18 -+ YRTHHHHHH
294 | ATI 1421 GO7 w/ N €| T] | GVSDVERDLEVVAAT PTSLLISWHSPTSGITYRITYGETGGNSP
mewol VQEFTVPYDPSATISGLKPGVDYTITVYAPYGSQYYPGYHISIN
7~ = YRTEIDKPSQ
295 | ATI 1421 GO7 w/ N 2]T] | GVSDVPRDLEVVAATPTSLLISWHSPTSGITYRITYGETGGNSP
P VQEFTVPYDPSATISCLKPGVDYTITVYAPYGSQYYPGYHISIN
% C Hl 2 +his H YRTETDKPSQHHHHHH
296 | ATI 1421 GO7 w/N 2|T] | CVSDVPRDLEVVAATPTSLLISWHSPTSGITYRITYGETGGNSP
W pOE % ghais Bl g | VOEFTVRYDPSATISGLKPGVDYT TTVYAPYGSQYYRGYHISIN
YRTPC
C-uet
297 | ATI 1421 GO7 w/N 2]T] | GVSDVERDLEVVAAT PTSLLISWHSPTSGITYRITYGETGGNSE
B pOZ w3l al 1ol | VOEFTVPYDPSATISGLKPGVDYTITVYAPYGSQYYPGYHISIN
~PCs 29 ?}L =0 | YRTPCHHHHEH
C-Z¥t + his B 1
298 | ATI 1421 GO7- A% MGVSDVPRDLEVVAATPTSLLISWHSPTSGITYRITYGETGGNS
- = PVQEFTVPYDPSATISGLKPGVDYT ITVYAPYGSQYYPGYHIST
NYRTEIDKPSQHHHHHH
299 | ATI 1421 HO3 0] EVVAAT PTSLL ISWVYHYDAQYRIT YGETGGNSPVQEFTVPDSS
- = ATISGLKPGVDYTITVYALEQAHIDRTTISINYRT
300 | ATI 1421 HO3 BC 53 | VYHYDAQ
301 | ATI 1421 HO3 DE 53 | PDSS
302 | ATI 1421 HO3 FG >t | LEQRHIDRIT
303 | ATI 1421 HO3 w/ N 2] U] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
- QEFTVPDSSATISGLKPGVDYTITVYALEQAHIDRTTIS INYRT
304 | ATI 1421 HO3 w/ N 2] T | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
this 6L QEFTVPDSSATISGLKPGVDYTITVYALEQAHIDRTTIS INYRT
s HHHHHH
305 | ATI 1421 HO3 w/N €] T] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
meg QEFTVPDSSATISGLKPGVDYTITVYALEQAHIDRTTIS INYRT
~ = EIDKPSQ
306 | ATI 1421 HO3 w/ N @] T] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
W o gol s QEFTVPDSSATISGLKPGVDYTITVYALEQAHIDRTTIS INYRT
S C HIY + his B -1 EIDKPSQHHHHHEH
307 | ATI 1421 HO3 w/N 2]T] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
0 pes Fobah M (SgFTVPDSSATISGLKPGVDYTITVYALEQAHIDRTTISINYRT
c-et
308 | ATI 1421 HO3 w/ N 2]T] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
s Tt v. =1 | QEFTVPDSSATISGLKPGVDYTITVYALEQAHIDRTTIS INYRT
RPCE i.(‘):! shs W | D nnnas
C-2rek + his B2
309 | ATI 1421 HO3 - A4 MGVSDVPRDLEVVAAT PTSLL I SWVYHYDAQYRITYGET GGNSP
- = VQEFTVPDSSATISGLKPGVDYTITVYALEQAHIDRTTISINYR
TEIDKPSQHHHEHH
310 | ATI 1421 HOS 510 EVVAAT PTSLLISWISVLLKDYRIT YGET GGNSPVQEFTVPDQH
- - ATISGLKPGVDYTITVYALONAHHERLYISINYRT
311 | ATI 1421 HOSBC 53¢ | TSVLLKD
312 | ATL 1421 HOS5 DE 3 | BDOH
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313 | ATI 1421 HO5FG 5~ | LONAHHERLY
314 | ATI 1421 HO5 w/ N ©]T] | GVSDVPRDLEVVAATPTSLLISWISVLLKDYRITYGETGGNSPV
- = QEFTVPDOHATISGLKPGVDYT ITVYALONAHHERLYISINYRT
315 | ATI 1421 HO5 w/ N ©]T] | GVSDVPRDLEVVAATPTSLLISWISVLLKDYRITYGETGGNSPV
T his ©] T QEFTVPDOHATISGLKPGVDYT ITVYALONAHHERLYISINYRT
18 HHHHHH
316 | ATI 1421 HOS5 w/N €] C] | GVSDVPRDLEVVAATPTSLLISWISVLLKDYRIT YGETGGNSPV
moEe QEFTVPDOHATISGLKPGVDYT ITVYALONAHHERLYISINYRT
7~ = EIDKPSQ
317 | ATI 1421 HO5 w/ N 2|1] | GVSDVPRDLEVVAATPTSLLISWISVLLKDYRITYGETGGNSPYV
M e HQ L i B QEFTVPDOHATISGLKPGVDYT ITVYALONAHHERLYISINYRT
SLC HIY + his B -1 EIDKPSQHHHHHH
318 | ATI 1421 HO5 w/ N 2]1] | GVSDVPRDLEVVAATPTSLLISWISVLLKDYRIT YGETGGNSPV
0 peE ¥ otahs W SgFTVPDQHATISGLKPGVDYTITVYALQNAHHERLYISINYRT
C-et
319 | ATI 1421 HO5 w/ N 2] 1] | GVSDVPRDLEVVAATPTSLLISWISVLLKDYRIT YGETGGNSPV
o PO 7 5l at 1w | QEFTVPDOHATISGLKPGVDYTITVYALONAHHERLYISINYRT
KPCE*.“C"* = O™ | PCHHHHHH
C-Zet + his B L
320 | ATI 1421 HO5- A4 MGVSDVPRDLEVVAAT PTSTLISWTSVLLKDYRITYGETGGNSP
- VQEFTVPDQHATISGLKPGVDYTITVYALONAHHERLYISINYR
TEIDKPSOHEHHHH
321 | ATI 1422 E06 510 EVVAATPTSLLISWLPSYYITYRITYGET GGNSPVQEFTVSKDL
- = ATTSGLKPGVDYTITVYAFNGSSYYTFGI STNYRT
322 | ATI 1422 E06 BC -3 | LBSYYIT
323 | ATI 1422 EOG6 DE 23 | SKDL
324 | ATI 1422 E06 FG &£ | ENGSSYYTFG
325 | ATI 1422 E06 w/ N ©]T] | GVSDVPRDLEVVAATPTSLLISWLESYYITYRITYGETGGNSPV
- = QEFTVSKDIATISGLKPGVDYTITVYAFNGSSYYTFGISINYRT
326 | ATI 1422 E06 w/ N ©] 1] | GVSDVPRDLEVVAATPTSLLISWLPSYYITYRIT YGETGGNSPV
T his ¥t QEFTVSKDLATISGLKPGVDYTITVYAFNGSSYYTFGISINYRT
18 EIDKPSQHHHHHH
327 | ATI 1422 E06 w/N & T | GVSDVERDLEVVAATPTSLLISWLPSYYITYRITYGETGGNSPYV
mCE QEFTVSKDLATISGLKPGVDYTITVYAFNGSSYYTFGISINYRT
> = ETDKPSQHHHHHH
328 | ATI 1422 E06 w/ N €] T] | GVSDVPRDLEVVAATPTSLLISWLESYYITYRITYGETGGNSPV
T e L. EFTVSKDLATISGLKPGVDYTITVYAFNGSSYYTFGISINYRT
% C Y + his B 1 =
329 | ATI 1422 E06 w/ N & T | GVSDVPRDLEVVAATPTSLLISWLPSYYITYRIT YGETGGNSEV
e . QEFTVSKDLATISGLKPGVDYTITVYAFNGSSYYTFGISINYRT
R PCE ek WA | i
C-gok
330 | ATI 1422 E06 w/ N ©] ] | GVSDVPRDLEVVAATPTSLLISWLPSYYITYRIT YGETGGNSEV
m PO v shEl 1 5]y | QEFTVSKDIATISGLKPGVDYTITVYAFNGSSYYTFGISINYRT
RAPCE sk Mg EIDKPSQHHHHHH
C-H¢ + his B L
331 | ATI 1422 E06- A1 4 MGVSDVPRDLEVVAATPTSLLISWLPSYYITYRITYGETGGNSP
- = VQEFTVSKDLATISGLKPGVDYTITVYAFNGSSYYTFGISINYR
T
332 | ATI 1422 F04 5.0] EVVAATPTSLLISWSIPSYFISYRITYGET GGNSPVQEFTVYRN
- YATISGLKPGVDYTITVYASEGIMFYNISINYRT
333 | ATI 1422 FO4 BC -3 | SIPSYFIS
334 | ATI 1422 FO4 DE -3¢ | YANY
335 ATI 1422 F04 FG X SEGIMEYN
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336 | ATI 1422 FO4w/N 1] GVSDVPRDLEVVAATPTSLLISWSIPSYFISYRITYGETGGNSP
- - VQEFTVYKNYATISGLKPGVDYTITVYASEGIMFYNISINYRT
337 | ATI 1422 F0o4w/N ¥t GVSDVPRDLEVVAATPTSLLISWSIPSYFISYRITYGETGGNSP
T VQEFTVYKNYATISGLKPGVDYTITVYASEGIMFYNISINYRTH
+his Bl 2 HHHHH
338 | ATI 1422 FO4 w/N 2] t] | GVSDVPRDLEVVAATPTSLLISWSIPSYFISYRITYGETGGNSP
o gl VQEFTVYKNYATISGLKPGVDYTITVYASEGIMFYNISINYRTE
7 = IDKPSQ
339 | ATI 1422 FO4 w/ N @] T] | GVSDVERDLEVVAATPTSLLISWSIPSYFISYRITYGETGGNSP
m e EOl b VQEFTVYKNYATISGLKPGVDYTITVYASEGIMFYNISINYRTE
2L C HI Y+ his B L IDKPSQHHHHHH
340 | ATI 1422 FO4 w/ N 2]T] | GVSDVPRDLEVVAATPTSLLISWSIPSYFISYRITYGETGGNSP
W pCE ¥ alah s Walw \CIQEFTVYKNYATISGLKPGVDYTITVYASEGIMFYNISINYRTP
c-gd
341 | ATI 1422 FO4 w/ N 2] T] | GVSDVPRDLEVVAATPTSLLISWSIPSYFISYRITYGETGGNSP
= =1 ~ VQEFTVYKNYATISGLKPGVDYTITVYASEGIMFYNISINYRTP
SLPCE ek WA | e
C-ZF + his B L
342 | ATI 1422 F04- A A MGVSDVPRDLEVVAATPTSLLISWSIPSYFISYRITYGETGGNS
- - PVQEFTVYKNYATISGLKPGVDYTITVYASEGIMFYNISINYRT
EIDKPSQHHHHHH
343 | ATI 1422 FO5 510] EVVAATPTSLLISWPYPRGPYVFYRITYGETGGNSPVQEFTVYP
GQATISGLKPGVDYTITVYAYTSGYVISINYRT
344 | ATI 1422 FO5 BC -3 | PYPRGEYVF
345 | ATI 1422 FO5SDE 53 | YPGQ
346 | ATI 1422 FO5 FG 53 | YTSGYV
347 | ATI 1422 FO5w/ N 2]t] | GVSDVPRDLEVVAATPTSLLISWPYPRGPYVEYRITYGETGGNS
PVQEFTVYPGQATISGLKPGVDYTITVYAYTSGYVISINYRT
348 | ATI 1422 FO5w/N 21| | GVSDVPRDLEVVAATPTSLLISWPYPRGPYVEYRITYGETGGNS
T his B 1 PVOEFTVYPGOATISGLKPGVDYTITVYAYTSGYVISINYRTEI
18 DKPSQHHHHHH
349 ATI 1422 FO5 w/ N ©] U] | GVSDVPRDLEVVAATPTSLLISWPYPRGPYVFYRITYGETGGNS
o C_Eﬂ o1 PVQEFTVYPGQATISGLKPGVDYTITVYAYTSGYVISINYRTET
7 T DKPSQ
350 | ATI 1422 FO5w/ N €] T] | GVSDVERDLEVVAATPTSLLISWEYPRGPYVEYRITYGETGGNS
0 e Ol 4 hic B PVQEFTVYPGQATISGLKPGVDYTITVYAYTSGYVISINYRTEI
SLCHY +his B L DKPSQHHHHHH
351 | ATI 1422 FO5w/N 2] t] | GVSDVPRDLEVVAATPTSLLISWPYPRGPYVEYRITYGETGGNS
W pCZ ¥ ot W E PVQEFTVYPGQATISGLKPGVDYTITVYAYTSGYVISINYRTPC
c-gd
352 | ATI 1422 FO5Sw/ N ¥4 GVSDVPRDLEVVAATPTSLLISWPYPRGPYVEYRITYGETGGNS
i PVQEFTVYPGQATISGLKPGVDYTITVYAYTSGYVISINYRTPC
SPCE el WA | e
C-2et + his Bj L
353 | ATI 1422 F05- A4 MGVSDVPRDLEVVAATPTSLLISWPYPRGPYVFYRITYGETGGN
- - SPVQEFTVYPGQAT ISGLKPGVDYT ITVYAYTSGYVISINYRTE
IDKPSQHHHHHH
354 | ATI 1422 Ho4 F0] EVVAATPTSLLISWYLPSYYVQYRIT YGETGGNSPVQEFTVKSY
NATISGLKPGVDYTITVYARMGVYYLSYSISINYRT
355 | ATI 1422 HO4 BC 73X [ YLESYYVQ
356 | ATI 1422 HO4 DE 53 | KsWN
357 | ATI 1422 HO4 FG 3= | RMGVYYLSYS
358 | ATI 1422 HO4 w/N 2|U] | GVSDVPRDLEVVAATPTSLLISWYLPSYYVQYRITYGETGGNSP

VQEFTVKSYNATISGLKPGVDYTITVYARMGVYYLSYSISINYR
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T
359 | ATI 1422 HO4 w/N 2]1J | GVSDVPRDLEVVAATPTSLLISWYLPSYYVQYRITYGETGGNSP
L - VQEFTVKSYNATISGLKPGVDYTITVYARMGVYYLSYSISINYR
+ his H] 71
THHHHHH
360 | ATI 1422 HO4 w/ N 2] | GVSDVPRDLEVVAATPTSLLISWYLPSYYVQYRITYGETGGNSP
m C_Eﬂ o1 VQEFTVKSYNATISGLKPGVDYTITVYARMGVYYLSYSISINYR
- = TEIDKPSQ
361 | ATI 1422 HO4 w/N 2] T | GVSDVPRDLEVVAATPTSLLISWYLPSYYVQYRITYGETGGNSP
@ ool 4 h: = VQEFTVKSYNATISGLKPGVDYTITVYARMGVYYLSYSISINYR
S CH S + his TEIDKPSQHHHHHH
362 | ATI 1422 HO4 w/N 2]1J | GVSDVPRDLEVVAATPTSLLISWYLPSYYVQYRITYGETGGNSP
R w1 | VQEFTVKSYNATISGLKPGVDYTITVYARMGVYYLSYSISINYR
2 PCE Egtats wad |20
C-vt
363 | ATI 1422 HO4 w/N 2]1J | GVSDVPRDLEVVAATPTSLLISWYLPSYYVQYRITYGETGGNSP
Ry _ VQEFTVKSYNATISGLKPGVDYTITVYARMGVYYLSYSISINYR
S PCE EFI= A | o
C-2¢h + his Bj 2
364 | ATI 1422 Ho4 - A A MGVSDVPRDLEVVAATPTSLLISWYLPSYYVQYRITYGETGGNS
- - PVQEFTVKSYNATISGLKPGVDYTITVYARMGVYYLSYSISINY
RTEIDKPSQHHHHHH
365 | ATI 1422 HOS 9] EVVAATPTSLLISWQGQLSPSFYRITYGET GGNSPVQEFTVVAG
- - MATISGLKPGVDYTITVYATSDVYFYSISINYRT
366 | ATI 1422 HO5 BC -3t | QGQLSPSF
367 | ATI 1422 HO5 DE 7-3= | VAGM
368 | ATI 1422 HO5 FG 53¢ | TSDVYFYS
369 | ATI 1422 HO5 w/ N ¢ | GVSDVPRDLEVVAATPTSLLISWQGQLSPSFYRITYGETGGNSP
- - VQEFTVVAGMATISGLKPGVDYTITVYATSDVYFYSISINYRT
370 | ATI 1422 HO5 w/N 2]1J | GVSDVPRDLEVVAATPTSLLISWQGQLSPSFYRITYGETGGNSP
L - VQEFTVVAGMATISGLKPGVDYTITVYATSDVYFYSISINYRTH
+ his B 71
HHHHH
371 | ATI 1422 HO5 w/ N 2] | GVSDVPRDLEVVAATPTSLLISWQGQLSPSFYRITYGETGGNSP
o C_Eﬂ o1 VQEFTVVAGMATISGLKPGVDYTITVYATSDVYFYSISINYRTE
~ = IDKPSQ
372 | ATI 1422 HO5 w/N 2]1J | GVSDVPRDLEVVAATPTSLLISWQGQOLSPSFYRITYGETGGNSP
= L. VQEFTVVAGMATISGLKPGVDYTITVYATSDVYFYSISINYRTE
=i 4| el E
2t C Hl L+ his B L IDKPSOHHHHHH
373 | ATI 1422 HO5 w/N 2] 1] | GVSDVPRDLEVVAATPTSLLISWQGQLSPSFYRITYGETGGNSP
9 pCE yotal s WalE \CfQEFTVVAGMATISGLKPGVDYT ITVYATSDVYFYSISINYRTP
Cc-gek
374 | ATI 1422 HO5 w/N 2] ¥ | GVSDVPRDLEVVAATPTSLLISWQGQLSPSFYRITYGETGGNSP
9 pCE woball Waw VQEFTVVAGMATISGLKPGVDYTITVYATSDVYFYSISINYRTP
: CHHHHHH
C-%r¢t + his Bl 2
375 [-AA MGVSDVPRDLEVVAATPTSLLISWQGQLSPSFYRITYGETGGNS
PVQEFTVVAGMAT I SGLKPGVDYTITVYATSDVYFYSISINYRT
EIDKPSQHHHHHH
376 | ATI 1422 GOS 9] EVVAATPTSLLISWIAPYYSVIYRITYGETGGNSPVQEFTVTGS
- - GYAT ISGLKPGVDYTITVYATYCASVASYAFISINYRT
377 [ ATI 1422_G05 BC 3 | IARYYSVI
378 | ATI 1422 GO5DE 73 | TGSGY
379 | ATI 1422_GO5 FG 3 | TYCASVASYAR
380 | ATI 1422 GOS5 w/N @] 1] | GVSDVPRDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP

VQEFTVTGSGYATISGLKPGVDYTITVYATYCASVASYAFISIN
YRT

— 87 —

5

10-2632418



[0622]

381 | ATI 1422 GO5 w/N 2|U] | GVSDVPRDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP
T his ©] VQEFTVTGSGYATISGLKPGVDYTITVYATYCASVASYAFISIN
18 YRTHHHHHH
382 | ATI 1422 GO5 w/N ©]T| | GVSDVERDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSE
mCglol VOEFTVTGSGYAT I SGLKPGVDYTITVYATYCASVASYAFTSIN
-~ = YRTEIDKPSQ
383 | ATI 1422 GO5 w/N 2] T| | GVSDVERDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP
e VQEFTVTGSGYATISCLKPGVDYTITVYATYCASVASYAFTISIN
L C H Y+ his Bl L YRTEIDKPSOHHHHHH
384 | ATI 1422 GOSw/N 2|U| | GVSDVPRDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP
) pCE L obeh W ol | VOEFTVIGSGYATISGLKPGVDYTITVYATYCASVASYARTSIN
YRTPC
C-qek
385 | ATI 1422 GOS w/N 2|U| | GVSDVPRDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP
o PO 5 Shal ] o) | VREFTVIGSGYATISGLKRGVDYTITVYATYCASVASYAFTSTN
= PC= ¥ o= W | e pcnmmmny
C-Zet + his Bl 2
386 | ATI 1422 GO5- A3 MGVSDVPRDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNS
- = PVQEFTVTGSGYATISGLKPGVDYT ITVYATYCASVASYAFTST
NYRTEIDKPSQHHHHHH
387 | ATI 1760 C02 9] EVVAATPTSLLISWIAPYYSVIYRITYGETGGNSDPVQEFTVEGS
- = AYATISGLKPGVDYTITVYASSGASIAAYAFTSINYRT
388 | ATI 1760 C02BC 53¢ | IAPYYSVI
389 | ATI 1760 C02 DE -p3 | PGSAY
390 | ATI 1760 C02 FG 7 3 | SSGASTAAYAF
391 | ATI 1760 CO2 w/N @] T | GVSDVERDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP
- = VOEFTVPGSAYAT I SGLKPGVDYTITVYASSGASTAAYAFTSIN
YRT
392 | ATI 1760 C02 w/ N 2] T] | GVSDVERDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP
T his |1 VOEFTVPGSAYATISGLKPGVDYTITVYASSGASIAAYAFTISIN
18 YRTHHHHHH
393 | ATI 1760 CO2 w/ N ©|T] | GVSDVPRDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP
e VQEFTVPGSAYATISGLKPGVDYTITVYASSGASIAAYAFISIN
-~ = YRTEIDKPSQ
394 | ATI 1760 CO2 w/N 2] 1] | GVSDVPRDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP
o e B b hic B 1 VOEFTVPGSAYAT I SGLKPGVDYTITVYASSGASTAAYAFTSIN
SLCH R+ his B YRTEIDKPSQHHHHHH
395 | ATI 1760 CO2 w/ N ©]T] | GVSDVERDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP
1 PCE gl wl ol | VQEFTVPGSAYATISGLKPGVDYTITVYASSGASTAAYAFISIN
YRTPC
C-guk
396 | ATI 1760 C02 w/ N ©]T] | GVSDVERDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNSP
W PO 7 olalie Wl oy | VREFTVPGSAYATISGLKPGVDYTITVYASSGASTAAYAFTSTN
=~ PC= - R R YRTPCHHHHHH
C-Zeh+his Bl
397 | ATI 1760 C02- A7 MGVSDVPRDLEVVAATPTSLLISWIAPYYSVIYRITYGETGGNS
- = PVQEFTVPGSAYAT I SCGLKPGVDYT ITVYASSGASIAAYAFTST
NYRTETDKPSQHHHHHH
398 | ATI 1760 E01 50| EVVAATPTSLLISWIAPYYSVKYRITYGETGGNS PVQEFTVAGA
- DYATISGLKPGVDYT ITVYATYGASIASYAFISINYRT
399 | ATI 1760 E01 BC 73 | IAPYYSVK
400 | ATI 1760 EO1 DE 53 | AGADY
401 | ATI 1760 EO1 FG 53 | TYGASIASYAR
402 | ATI 1760 EOLl w/ N 2| 1] | GVSDVPRDLEVVAATPTSLLISWIAPYYSVKYRITYGETGGNSP
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403 | ATI 1760 EO1 w/ N & T] GVSDVPRDLEVVAATPTSLLISWIAPYYSVKYRITYGETGGNSP
4fh{_E":i_ VQEFTVAGADYATISGLKPGVDYTITVYATYGASIASYAFISIN
S YRTHHHHHH
404 | ATI 1760 EO1 w/ N 2]1] | GVSDVPRDLEVVAATPTSLLISWIAPYYSVKYRITYGETGGNSP
ﬂl(;£ﬂ°]7 VQEFTVAGADYATISGLKPGVDYTITVYATYGASIASYAFISIN
= = YRTEIDKPSQ
405 | ATI 1760 EO1 w/ N €] 1] | GVSDVPRDLEVVAATPTSLLISWIAPYYSVKYRITYGETGGNSP
=] HQ +hic B VQEFTVAGADYATISGLKPGVDYTITVYATYGASIASYAFISIN
S CEl QD +his B YRTEIDKPSQHHHHHH
406 | ATI 1760 EO1 w/ N €1 | GVSDVPRDLEVVAATPTSLLISWIAPYYSVKYRITYGETGGNSP
5 7 =] =) = VOEFTVAGADYATISGLKPGVDYTITVYATYGASIASYAFISIN
SPCE Eeeh= M | hoe
C-get
407 AT1717607E01 w/ N E’] 1;] GVSDVPRDLEVVAATPTSLLISWIAPYYSVKYRITYGETGGNSP
1 = 57 5lal - W al g VQEFTVAGADYATISGLKPGVDYTITVYATYGASIASYAFISIN
< PCE *# b g YRTPCHHHHHH
C-Z¢t + his B L
408 | ATI 1760 EO01- A% MGVSDVPRDLEVVAAT PTSLLISWIAPYYSVKYRITYGETGGNS
- - PVQEFTVAGADYATISGLKPGVDYTITVYATYGASIASYAFISI
NYRTEIDKPSQHHHHHH
409 | ATI 1760 FO1 5.9 EVVAATPTSLLISWIAPYYAVMYRITYGET GGNSPVQEFTVPGG
- - GYATISGLKPGVDYTITVYATGGASIAAYAFISINYRT
410 ATI 1760 F01 BC T IAPYYAVM
411 ATI 1760 FO1 DE F3I PGGGY
412 ATI 1760 FO1 FG 3z TGGASIARYAF
413 ATI_1760_F01 w/ N g] ]j GVSDVPRDLEVVAATPTSLLISWIAPYYAVMYRITYGETGGNSP
VQEFTVPGGGYATISGLKPGVDYTITVYATGGASIAAYAFISIN
YRT
414 | ATI 1760 FO1 w/ N 2]1f] | GVSDVPRDLEVVAATPTSLLISWIAPYYAVMYRITYGETGGNSP
+lﬁg1ﬂ:i_ VOEFTVPGGGYATISGLKPGVDYTITVYATGGASIAAYAFISIN
YRTHHHHHH
415 | ATI 1760 FO1 w/ N 2]tf] | GVSDVPRDLEVVAATPTSLLISWIAPYYAVMYRITYGETGGNSP
E](;tﬂ01_ VQEFTVPGGGYATISGLKPGVDYTITVYATGGASIAAYAFISIN
~ = YRTEIDKPSQ
416 AT1717607F01 w/ N g] 1;] GVSDVPRDLEVVAATPTSLLISWIAPYYAVMYRITYGETGGNSP
. VQEFTVPGGGYATISGLKPGVDYTITVYATGGASIAAYAFISIN
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YRTEIDKPSQHHHHHH
417 ATI 1760 FO1 w/ N E‘] Eﬂ GVSDVPRDLEVVAATPTSLLISWIAPYYAVMYRITYGETGGNSP
Ny 7 L= = VQEFTVPGGGYATISGLKPGVDYTITVYATGGASIAAYAFISIN
RPCE Eetehs M | hpe
Cc-Ze
418 | ATI 1760 FO1 w/ N 2]1f] | GVSDVPRDLEVVAATPTSLLISWIAPYYAVMYRITYGETGGNSP
S =L e VQEFTVPGGGYATISGLKPGVDYTITVYATGGASIAAYAFISIN
RPCE ZA= WBH | Jrrpcupmmun
C-4 +his H 1
419 | ATI 1760 F01- A% MGVSDVPRDLEVVAAT PTSLLISWIAPYYAVMYRITYGETGGNS
PVQEFTVPGGGYATISGLKPGVDYTITVYATGGASIAAYAFIST
NYRTEIDKPSQHHHHHH
420 | ATI 1494 D03 51°] EVVAATPTSLLISWSYPSYHLYRITYGETGGNSPVQEFTVHIDY
ATISGLKPGVDYTITVYAQSPPYDIYYEISINYRT
421 ATI1 1494 D03 BC FX SYPSYHL
422 ATI 1494 D03 DE iz HIDY
423 ATI 1494 DO3 FG T QSPPYDIYYE
424 | ATI 1494 D03 w/ N 2] | GVSDVPRDLEVVAATPTSLLISWSYPSYHLYRITYGETGGNSPV
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425 | ATI 1494 D03 w/N 2] t] | GVSDVERDLEVVAATPTSLLISWSYPSYHLYRITYGETGGNSPYV
T his |1 QEFTVHIDYATISGLKPGVDYTITVYAQSPPYDIYYEISINYRT
18 =+ HHEHHH
426 | ATI 1494 D03 w/N 2] T] | GVSDVPRDLEVVAATPTSLLISWSYPSYHLYRIT YGETGGNSEV
mCHel QEFTVHIDYATISGLKPGVDYTITVYAQSPPYDIYYEISINYRT
B = EIDKPSQ
427 | ATI 1494 D03 w/N @] ] | GVSDVPRDLEVVAATPTSLLISWSYPSYHLYRIT YGETGGNSPV
M e Eol t hi B QEFTVHIDYATISGLKPGVDYT ITVYAQSPPYDIYYEISINYRT
% C Hl Y +his B 71 EIDKPSQHHHHHH
428 | ATI 1494 D03 w/N @] 1] | GVSDVPRDLEVVAATPTSLLISWSYPSYHLYRITYGETGGNSPV
i » EFTVHIDYATISGLKPGVDYTITVYAQSPPYDIYYEISINYRT
2PpCE xgatE vEy |2 ©
Cc-gok
429 | ATI 1494 D03 w/N 2] T] | GVSDVPRDLEVVAATPTSLLISWSYPSYHLYRIT YGETGGNSEV
— = _ QEFTVHIDYATISGLKPGVDYTITVYAQSPPYDIYYEISINYRT
4 pCcE ii‘%]'o}% Hge PCHHHHHH
C-2ek + his B L
430 | ATI 1494 DO3- A7 MGVSDVPRDLEVVAAT PTSLLISWSYPSYHLYRITYGETGGNSP
- = VOEFTVHIDYATISGLKPGVDYT ITVYAQSPPYDIYYEISINYR
TEIDKPSQHEHHHH
431 | ATI 1494 D04 0] EVVAATPTSLLISWMESSSNSYRITYGET GGNSPVQEFTVEDOL
- = ATISGLKPGVDYTITVYALANAHYMRVGI SINYRT
432 | ATI 1494 D04 BC 7 ¥ | MESSSHS
433 | ATI 1494 D04 DE 3¢ | PDOL
434 | ATI 1494 D04 FG 5% | LANAHYHRVG
435 | ATI 1494 D04 w/N 2] T] | GVSDVPRDLEVVAATPTSLLISWMESSSNSYRITYGETGGNSEY
- = QEFTVPDOIATISGLKPGVDYT ITVYALANAHYMRVGT STNYRT
436 | ATI 1494 D04 w/ N 2] T] | GVSDVPRDLEVVAATPTSLLISWMESSSNSYRITYGETGGNSEY
T hisEl T QEFTVPDOIATISGLKPGVDYT ITVYALANAHYMRVGI STNYRT
18 HHEHHH
437 | ATI 1494 D04 w/ N 2| U] | GVSDVPRDLEVVAATPTSLLISWMESSSNSYRITYGETGGNS PV
e L QEFTVPDOLATISGLKPGVDYT ITVYALANAHYMRVGISINYRT
~ = EIDKPSQ
438 | ATI 1494 D04 w/N @] T] | GVSDVPRDLEVVAATPTSLLISWMESSSNSYRITYGETGGNSEV
= el QEFTVPDOLATISGLKPGVDYT ITVYALANAHYMRVGISINYRT
2 CEI +his B 1 EIDKPSQHHHHHH
439 | ATI 1494 D04 w/ N 2] 1] | GVSDVPRDLEVVAATPTSLLISWMESSSNSYRITYGETGGNSPV
o oo EFTVEDOLATISGLKPGVDYT ITVYALANAHYMRVGISINYRT
WPCE EgatE Agy | TN
C-gek
440 | ATI 1494 D04 w/ N @] T] | GVSDVPRDLEVVAATPTSLLISWMESSSNSYRITYGETGGNSEV
e e . QEFTVPDOLATISGLKPGVDYT ITVYALANAHYMRVGISINYRT
= PCE i?‘% R RN s
C-et + his B L
441 | ATI 1494 DO04- A7 MGVSDVPRDLEVVAAT PTSLLISWMESSSNSYRITYGETGGNSP
- = VQEFTVPDQLATISGLKPGVDYTITVYALANAHYMRVGISINYR
TETDKPSQHEHHHH
442 | ATI 1523 AO8 510] EVVAATPTSLLISWISVOTYXYRIT YGETGGNS PVQEFTVEDQS
- ATISGLKPGVDYTITVYALEKAHYYRONISINYRT
443 | ATI 1523 A0S BC 53 | ISVOTYX
444 | ATI 1523 AO8 DE -3¢ | PDOS
445 | ATI 1523 AO08 FG 73t LEKAHYYRON
446 | ATI 1523 AO8 w/N 2] 1] | GVSDVPRDLEVVAATPTSLLISWISVOTYXYRITYGETGGNSEV
- = QEFTVPDOSATISGLKPGVDYT ITVYALEKAHYYRONISINYRT
447 | ATI 1523 AO08 w/N 2] T] | GVSDVPRDLEVVAATPTSLLISWISVOTYXYRITYGETGGNSEV
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448 | ATI 1523 A0S w/N 2]1] | GVSDVPRDLEVVAATPTSLLISWISVOTYKYRITYGETGGNSPV
W QEFTVPDQSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
~ = EIDKPSQ
449 | ATI 1523 AO8 w/N ©]1] | GVSDVERDLEVVAATPTSLLISWISVQTYXYRITYGETGGNSPV
B ol 4 b QEFTVPDQSATISGLKPGVDYTITVYALEKAHYYRONIS INYRT
% C B2 +his B -1 EIDKPSQHHHHHH
450 | ATI 1523 AO8 w/N 2|T] | GVSDVPRDLEVVAATPTSLLISWISVOTYXYRITYGETGGNSPV
e T _ EFTVPDOSATISGLKPGVDYT ITVYALEKAHYYRONIS INYRT
W pCE At wge | 2FTVE ?
c-2¢t
451 | ATI 1523 AO8 w/N 2] 1] | GVSDVPRDLEVVAATPTSLLISWISVQTYXYRITYGETGGNSPV
H PO 7 Shal ] o]y | QEFTVPDOSATISGLKPGVDYTITVYALEKAHYYRONTSTNYRT
=~ PC= ~ 3= B8R | penpmmmn
C-%t + his ¥ 2
452 | ATI 1523 A08- A% MGVSDVPRDLEVVAATPTSLLISWISVOTYXYRITYGETGGNSP
- VQEFTVPDQSATISGLKPGVDYT ITVYALEKAHYYRONI SINYR
TEIDKPSQHHHHHH
453 | ATI 1523 B10 5L°] EVVAAT PTSLLISWVYHYDXQYRITYGETGGNSPVQEFTVPDOK
- ATISGLKPGVDYTITVYALSEAHHKRDSISINYRT
454 | ATI 1523 B10 BC 5-3¢ | VYHYDXO
455 | ATI 1523 B10 DE 23 | PDOK
456 | ATI 1523 B10 FG £3. | LSEAHHKRDS
457 | ATI 1523 B10 w/ N 2] | GVSDVPRDLEVVAATPTSLLISWVYHYDXQYRITYGETGGNSPV
- QEFTVPDQOKAT ISGLKPGVDYTITVYALSEAHHKRDS IS INYRT
458 | ATI 1523 B10 w/ N @] T] | GVSDVPRDLEVVAATPTSLLISWVYHYDXQYRITYGETGGNSPV
+his €)1 QEFTVPDOKAT ISGLKPGVDYTITVYALSEAHHKRDS IS INYRT
18 HHHHHH
459 | ATI 1523 B1Ow/N @] ] | GVSDVPRDLEVVAATPTSLLISWVYHYDXQYRITYGETGGNSPV
meEe QEFTVPDOKAT ISGLKPGVDYTITVYALSEAHHKRDS IS INYRT
7~ = EIDKPSQ
460 | ATI 1523 B10 w/ N 2] U] | GVSDVPRDLEVVAATPTSLLISWVYHYDXQYRITYGETGGNSPV
e QEFTVPDOKATISGLKPGVDYTITVYALSEAHHKRDS IS INYRT
SLCHY +his B L EIDKPSQHHHHHH
461 | ATI 1523 B10 w/N 2] L] | GVSDVPRDLEVVAATPTSLLISWVYHYDKQOYRITYGETGGNSPV
W peE waka WE ggFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDSISINYRT
c-Zd
462 | ATI 1523 B10 w/ N 2] T] | GVSDVPRDLEVVAATPTSLLISWVYHYDXQYRITYGETGGNSPV
~ e T3+ vy =1 | QEFTVPDOKATISGLKPGVDYT ITVYALSEAHHKRDSIS INYRT
9 pCE 4‘4 oh WA¥ | fpmnmm
C-2et + his B 2
463 | ATI 1523 B10- A4 MGVSDVPRDLEVVAATPTSLLISWVYHYDXQYRITYGETGGNSP
- VQEFTVPDQKATISGLKPGVDYT ITVYALSEAHHKRDSISINYR
TEIDKPSQHHEHHH
464 | ATI 1523 C07 0] EVVAAT PTSLLISWRMHTDPDYRIT YGET GGNS PVQEFTVEDOE
- ATISGLKPGVDYTITVYAIQTAHYYRINISINYRT
465 | ATI 1523 C07BC 5% | RHTDED
466 | ATI 1523 CO7DE 7 | PDOE
467 | ATI_1523_CO7 FG 7 3 | IOTAHYYRIN
468 | ATI 1523 CO7 w/ N & ] | GVSDVPRDLEVVAATPTSLLISWRMHTDPDYRITYGETGGNSPV
- = QEFTVPDOEATISGLKPGVDYTITVYATQTAHYYRINISINYRT
469 | ATI 1523 CO7 w/ N 2] T] | GVSDVPRDLEVVAATPTSLLISWRMHTDPDYRITYGETGGNSPV
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470 | ATI 1523 CO7 w/N 2T | GVSDVPRDLEVVAATPTSLLISWRMHTDPDYRITYGETGGNSPV
w g QEFTVPDQEATISGLKPGVDYTITVYAIQTAHYYRINISINYRT
N = EIDKPSQ
471 | ATI 1523 CO7 w/N €] U] | GVSDVPRDLEVVAATPTSLLISWRMHTDPDYRITYGETGGNSPV
l ol 41 QEFTVPDQEATISGLKPGVDYTITVYAIQTAHYYRINISINYRT
SLC HIY + his B L EIDKPSOHHHHHH
472 | ATI 1523 CO7 w/ N 2]T] | GVSDVPRDLEVVAATPTSLLISWRMHTDPDYRITYGETGGNSPV
D o el e ] = EFTVPDQEATISGLKPGVDYTITVYAIQTAHYYRINISINYRT
L PCE xgtats Wag | T °
C-&vt
473 | ATI 1523 CO7 w/ N 2]U] | GVSDVPRDLEVVAATPTSLLISWRMHTDPDYRITYGETGGNSPV
e 11+ ip 3. | OEFTVPDOEATISGLKPGVDYTITVYAIQTAHYYRINISINYRT
E PC_% ‘%‘.%] O}jt HgE PCHHHHHH
C-Zvt + his B L
474 | ATI 1523 C07- A% MGVSDVPRDLEVVAAT PTSLLISWRMHTDPDYRITYGETGGNSP
VQEFTVPDQEATISGLKPGVDYTITVYAIQTAHYYRINISINYR
TEIDKPSQHHHHHH
475 | ATI 1523 D07 5L°] EVVAATPTSLLISWENLASYQYRITYGETGGNSPVQEFTVPDVQ
- - ATISGLKPGVDYTITVYALPYIHMKQRVISINYRT
476 | ATI 1523 D07 BC 2t | ENLASYO
477 | ATI 1523 D07 DE -3 | EDVO
478 | ATI 1523 D07 FG 5 | LPYIHMKORV
479 | ATI 1523 DO7 w/N 2]t] | GVSDVPRDLEVVAATPTSLLISWENLASYQYRITYGETGGNSPV
QEFTVPDVQATISGLKPGVDYTITVYALPYIHMKQRVISINYRT
480 | ATI 1523 D07 w/N @1 | GVSDVPRDLEVVAATPTSLLISWENLASYQYRITYGETGGNSPV
. QEFTVPDVQATISGLKPGVDYTITVYALPYIHMKQRVISINYRT
+ his B L HHHHHH
481 | ATI 1523 D07 w/ N €] U] | GVSDVERDLEVVAATPTSLLISWENLASYQYRITYGETGGNSPV
W ogel QEFTVPDVOATISGLKPGVDYTITVYALPYIHMKQRVISINYRT
7 = EIDKPSQ
482 | ATI 1523 D07 w/N 2]t] | GVSDVPRDLEVVAATPTSLLISWENLASYQYRITYGETGGNSPV
. ol 4 QEFTVPDVOATISGLKPGVDYTITVYALPYIHMKQRVISINYRT
SLC HI + his B L EIDKPSOHHHHHH
483 | ATI 1523 DO7 w/ N ©]T] | GVSDVERDLEVVAATPTSLLISWENLASYQYRITYGETGGNSPV
N ~ EFTVEDVQATISGLKPGVDYTITVYALPYTHMKORVIS INYRT
L PCE xtati: WA |2 © °
C-etk
484 | ATI 1523 DO7 w/N €] T] | GVSDVERDLEVVAATPTSLLISWENLASYQYRITYGETGGNSPV
N QEFTVPDVQATISGLKPGVDYTITVYALPYIHMKQRVISINYRT
RPCE 25k WP PCHHHHHH
C-24 +his H 7
485 | ATI 1523 D07 - A4 MGVSDVPRDLEVVAAT PTSLLISWENLASYQYRITYGETGGNSP
- - VQEFTVPDVQATISGLKPGVDYT ITVYALPYIHMKQRVISINYR
TEIDKPSQHHHHHH
486 | ATI 1523 D08 0] EVVAATPTSLLISWMRYYDAYYRITYGET GGNSPVQEFTVEDQS
ATISGLKPGVDYTITVYALEKAHYYRONISINYRT
487 | ATI 1523 D08 BC 5L | MRYYDAY
488 | ATI 1523 D08 DE 5~ | EDOS
489 | ATI 1523 DOS FG 53 | LEKAHYYRON
490 | ATI 1523 D08 w/N 2] T] | GVSDVPRDLEVVAATPTSLLISWMRYYDAYYRITYGETGGNSPV
- - QEFTVPDOSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
491 | ATI 1523 D08 w/N @] 1] | GVSDVPRDLEVVAATPTSLLISWMRYYDAYYRITYGETGGNSPV
I, QEFTVPDQSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
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B e el e Bl - QEFTVPDQOSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
SUC HI +his B -1 EIDKPSQHHHHHH
494 | ATI 1523 DO8 w/ N 2|1] | GVSDVPRDLEVVAATPTSLLISWMRYYDAYYRITYGETGGNSPV
e EFTVPDOSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
W PCE Egtabs Wy | 2TTVER °
C-&4e
495 | ATI 1523 DO8 w/ N 2|t | GVSDVPRDLEVVAAT PTSLLISWMRYYDAYYRITYGETGGNSPV
o PO i Shal oy | QEFTVRDOSATISGLKPGVDYTITVYALEKAHYYRONISINYRT
= PC= =% = WY | pouumnmn
C-Zek + his Ej 2
496 | ATI 1523 DO8- =17 MGVSDVPRDLEVVAAT PTSLLISWMRYYDAYYRITYGETGGNSP
- VQEFTVPDOSATISGLKPGVDYT ITVYALEKAHYYRONISINYR
TEIDKPSQHHHHHH
497 | ATIL 1523 _E08 51°] EVVAATPTSLLISWHHYQHYEYRIT YGET GGNS PVQEFTVPDMG
ATISGLKPGVDYTITVYALEEAHSDRSSISINYRT
498 | ATI 1523 EO8 BC 5 3 | HHYQHYE
499 | ATI 1523 _E08 DE 3L | PDIG
500 | ATI 1523 EO8 FG - | LEEAHSDRSS
501 | ATI 1523 EO08 w/N €]1] | GVSDVPRDLEVVAATPTSLLISWHHYOHYEYRITYGETGGNSPYV
- QEFTVPDMGATISGLKPGVDYTITVYALEEAHSDRSSISINYRT
502 | ATI 1523 E08 w/N €]T] | GVSDVPRDLEVVAATPTSLLISWHHYOHYEYRITYGETGGNS PV
I QEFTVPDMGATISGLKPGVDYTITVYALEEAHSDRSSISINYRT
+ his B L HHHHHH
503 | ATL 1523 EO8 w/ N ©]1] | GVSDVPRDLEVVAAT PTSLLISWHHYQHYEYRIT YGETGGNSPV
mC g QEFTVPDMGATISGLKPGVDYTITVYALEEAHSDRSSISINYRT
7 = EIDKPSQ
504 ATI*1523_E08 w/ N E’] 1;] GVSDVPRDLEVVAATPTSLLISWHHYQHYEYRITYGETGGNSPV
" o & 1 QEFTVPDMGATISGLKPGVDYTITVYALEEAHSDRSSISINYRT
S C HI + his B L EIDKPSQHHHHHH
505 | ATL 1523 EO8 w/N 2|1 | GVSDVPRDLEVVAATPTSLLISWHHYQHYEYRITYGETGGNSPV
g 1+ | QEFTVPDMGATISGLKPGVDYT ITVYALEEAHSDRSSISINYRT
R PCE etz W |2
c-Zot
506 | ATI 1523 E08 w/N €] ] | GVSDVPRDLEVVAATPTSLLISWHHYQHYEYRITYGETGGNSPY
e T _ EFTVPDMGATISGLKPGVDYTITVYALEEAHSDRSSISINYRT
m 2 2 3)E = Wy Q
"PC;"“j‘j =g PCHHHHHH
C-Zet + his Ef L
507 | ATI 1523 E08- A4 MGVSDVPRDLEVVAAT PTSLLISWHHYQHYEYRITYGETGGNSP
- VQEFTVPDMGATISGLKPGVDYT ITVYALEEAHSDRSSISINYR
TEIDKPSOHHHHHH
508 | ATI 1523 FOI 50] EVVAATPTSLLISWYKPSTIVIYRITYGET GGNSPVOEFTVYGY
- NATISGLKPGVDYTITVYAVHGVRFISINYRT
509 | ATI 1523 FOI BC 3¢ | YKPSTIVI
510 | ATI 1523 FOl DE -3 | YGIN
511 | ATI 1523 FOI FG . | VHGVEF
512 | ATI 1523 FO1 w/N @] 1] | GVSDVPRDLEVVAAT PTSLLISWYKPSTIVTYRITYGETGGNSP
VQEFTVYGYNATISGLKPGVDYT ITVYAVHGVRFISINYRT
513 | ATI 1523 FO1 w/N @] 1] | GVSDVPRDLEVVAAT PTSLLISWYKPSTIVTYRITYGETGGNSP
R VQEFTVYGYNATISGLKPGVDYT ITVYAVHGVRFISINYRTHHH
+ his B L e
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515 | ATI 1523 FO1 w/N @] 1] | GVSDVPRDLEVVAATPTSLLISWYKPSTIVTYRITYGETGGNSP
- . ; VQEFTVYGYNATISGLKPGVDYTITVYAVHGVRFISINYRTEID
si] 2| Kel
2 C HI +his B -1 KPSQHHEHHH
516 | ATI 1523 FO1 w/ N 2] | GVSDVPRDLEVVAATPTSLLISWYKPSTIVIYRITYGETGGNSP
o pCe kel walw VQEFTVYGYNATISGLKPGVDYTITVYAVHGVRFISINYRTPC
c-dao
517 | ATI 1523 FOl w/ N 2]t] | GVSDVPRDLEVVAATPTSLLISWYKPSTIVIYRITYGETGGNSP
g - VQEFTVYGYNATISGLKPGVDYTITVYAVHGVRFISINYRTPCH
2 PCE E ez wEs | 128
-2hek + his B 71
518 | ATI 1523 FO1- A= MGVSDVPRDLEVVAATPTSLLISWYKPSTIVTYRITYGETGGNS
- - PVQEFTVYGYNATISGLKPGVDYTITVYAVHGVRFISINYRTET
DKPSQHHHHHH
519 | ATI 1523 F04 510] EVVAATPTSLLISWGGSLSPTFYRITYGET GGNSPVQEFTVTYQ
GATISGLKPGVDYTITVYATEGIVYYQISINYRT
520 | ATI 1523 F04 BC F GGSLSPTE
521 | ATI 1523 F04 DE -3¢ TYQG
522 | ATI 1523 F04 FG F - TEGIVYYQ
523 | ATI 1523 F04 w/ N 2]t | GVSDVPRDLEVVAATPTSLLISWGGSLSPTFYRITYGETGGNSP
VQEFTVTYQGATISGLKPGVDYTITVYATEGIVYYQISINYRT
524 | ATI 1523 Fo4 w/ N 2] H GVSDVPRDLEVVAATPTSLLISWGGSLSPTEYRITYGETGGNSP
T - VQEFTVTYQGATISGLKPGVDYTITVYATEGIVYYQISINYRTH
+ his H] 71 HHHHH
525 ATI 1523 F04 w/ N ¢ ¢ GVSDVPRDLEVVAATPTSLLISWGGSLSPTEYRITYGETGGNSP
m C_ B o1 VQEFTVTYQGATISGLKPGVDYTITVYATEGIVYYQISINYRTE
7~ = IDKPSQ
526 | ATI 1523 F04 w/ N 2]t] | GVSDVPRDLEVVAATPTSLLISWGGSLSPTFYRITYGETGGNSP
o e gal . VQEFTVTYQGATISGLKPGVDYTITVYATEGIVYYQISINYRTE
S C HI +his B -1 IDKPSQHHHHHH
527 | ATI 1523 F04 w/ N 2]t | GVSDVPRDLEVVAATPTSLLISWGGSLSPTFYRITYGETGGNSP
W peZ yalels Wald ZQEFTVTYQGATISGLKPGVDYTITVYATEGIVYYQISINYRTP
=iy
528 | ATI 1523 FO4 w/N @] 1j] | GVSDVPRDLEVVAATPTSLLISWGGSLSPTFYRITYGETGGNSP
iy 7 == _ VQEFTVTYQGATISGLKPGVDYTITVYATEGIVYYQISINYRTP
W PCE *‘{;}O}E g CHHHHHH
C-et +his Bj 1
529 | ATI 1523 F04- 21 3+ MGVSDVPRDLEVVAATPTSLLISWGGSLSPTFYRITYGETGGNS
- - PVQEFTVTYQGATISGLKPGVDYTITVYATEGIVYYQISINYRT
FEIDKPSQHHHHHH
530 | ATI 1523 FO8 519] EVVAATPTSLLISWVYHYDAQYRIT YGETGGNSPVQEFTVPDQK
- - ATISGLKPGVDYTITVYALPRAHMDRSHISINYRT
531 | ATI 1523 F08 BC 53 VYHYDAQ
532 | ATI 1523 F08 DE - PDOK
533 | ATI 1523 FO8 FG - LPRAHMDRSH
534 | ATI 1523 FO8 w/N 2] 1] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
- - QEFTVPDQKATISGLKPGVDYTITVYALPRAHMDRSHISINYRT
535 | ATI 1523 F08 w/ N 2] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
. QEFTVPDQKATISGLKPGVDYTITVYALPRAHMDRSHISINYRT
+his B 2 HHHHHH
536 | ATI 1523 F08 w/ N ©] 1] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
o C gl QEFTVPDQKATISGLKPGVDYTITVYALPRAHMDRSHISINYRT
7~ = EIDKPSQ
537 | ATI 1523 F08 w/ N 2] U] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV

QEFTVPDQKATISGLKPGVDYTITVYALPRAHMDRSHISINYRT
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[0629]

2 CH Y +his B] L

EIDKPSQHHHHHH

538 | ATI 1523 FO8 w/ N 2] T] | GVSDVERDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPV
R — EFTVPDQKATISGLKPGVDYTITVYALPRAHMDRSHIS INYRT
2 PCE Egahs Mgy | 2TV
C-¥t
539 | ATI 1523 FOS w/ N 2] 1] | GVSDVPRDLEVVAATPTSLLISWVYHYDAQYRITYGETGGNSPYV
& 11 13y | QEFTVPDOKATISGLKPGVDYTITVYALPRAHMDRSHIS INYRT
EX PC_s 4‘)31 O}ft LA PCHHHHHH
C-2t + his B L
540 | ATI 1523 F08- A4 MGVSDVPRDLEVVAAT PTSLL I SWVYHYDAQYRITYGETGGNSP
- VQEFTVPDQKATISGLKPGVDYTITVYALPRAHMDRSHI SINYR
TETDKPSQHHHHHH
541 | ATI 1523 GO6 5L0] EVVAATPTSLLISWRIKSYHKYRITYGET GGNS PVQEFTVRSYA
- ATISCLKPGVDYTITVYAIMEETHLAYAISINYRT
542 | ATI 1523 GO6BC 53¢ | RIKSYHK
543 ATI 1523 GO6 DE FiT RSYA
544 | ATI 1523 GOG6 FG 5> | IMEETHLAYA
545 | ATI 1523 GO6 w/N 2] T| | GVSDVERDLEVVAATPTSLLISWRIKSYHKYRITYGETGGNSPY
- = QEFTVRSYAATISGLKPGVDYTITVYAIMEETHLAYAIS INYRT
546 | ATI 1523 GO6 w/N 2]T| | GVSDVERDLEVVAATPTSLLISWRIKSYHKYRITYGETGGNSPV
his E T QEFTVRSYAATISGLKPGVDYTITVYATMEETHLAYATS INYRT
18 HHHHHH
547 | ATI 1523 GO6 w/N 2] T] | GVSDVERDLEVVAATPTSLLISWRIKSYHKYRITYGETGGNSPY
mCHe QEFTVRSYAATISGLKPGVDYTITVYAIMEETHLAYAIS INYRT
7 = EIDKPSQ
548 | ATI 1523 GO6 w/N 2| T] | GVSDVERDLEVVAATPTSLLISWRIKSYHKYRITYGETGGNSPY
m CEo] s b © QEFTVRSYAATISGLKPGVDYTITVYATMEETHLAYATS INYRT
% C Hl Y+ his B 71 EIDKPSQHHHHHH
549 | ATI 1523 GO6 w/N @] T] | GVSDVPRDLEVVAATPTSLLISWRIKSYHKYRITYGETGGNSPY
e T EFTVRSYAATISGLKPGVDYTITVYATMEETHLAYATS INYRT
N PCE weht WE | o
C-ot
550 | ATI 1523 GO6 w/N 2]T| | GVSDVERDLEVVAATPTSLLISWRIKSYHKYRITYGETGGNSPY
— = _ QEFTVRSYAATISGLKPGVDYTITVYATMEETHLAYATS INYRT
HUpCcE i.%yo}% L R ettt
C-t + his Bj 7L
551 | ATI 1523 GO6- A4 MGVSDVPRDLEVVAAT PTSLLISWRIKSYHKYRITYGETGGNSP
- VQEFTVRSYAATISCLKPGVDYTITVYAIMEETHLAYAI SINYR
TEIDKPSQHHHHHH
552 | ATI 1523 GO7 5.0] EVVAATPTSLLISWVYPQADDYRIT YGETGGNSPVQEFTVEDON
- = ATTSGLKPGVDYTITVYALAEAHLVRIYISINYRT
553 | ATI 1523 GO7BC 53 | VYPOADD
554 | ATI 1523 GO7DE %2 | PDON
555 | ATI 1523_GO7 FG 73 | LABARLVRIY
556 | ATI 1523 GO7 w/N 2| 1] | GVSDVPRDLEVVAATPTSLLISWVYPOADDYRITYGETGGNSPY
- QEFTVPDONATISGLKPGVDYTITVYALAEAHLVRIYISINYRT
557 | ATI 1523 GO7 w/N €| T] | GVSDVERDLEVVAATPTSLLISWVYPQADDYRITYGETGGNSEY
+his o)1 QEFTVPDONATISGLKPGVDYT ITVYALAEAHLVRIYIS INYRT
S HHHHHH
558 | ATI 1523 GO7 w/ N 2] | GVSDVPRDLEVVAATPTSLLISWVYPOADDYRITYGETGGNS PV
o QEFTVPDONATISGLKPGVDYTITVYALAEAHLVRIYISINYRT
~ = EIDKPSQ
559 | ATI 1523 GO7 w/N 2| T] | GVSDVPRDLEVVAATPTSLLISWVYPQADDYRITYGETGGNSPY

D CHY +his Hl 2

QEFTVPDONATISGLKPGVDYTITVYALAEAHLVRIYISINYRT
EIDKP3QHHHHHH
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[0630]

560 | ATI 1523 GO7 w/N 2|1 | GVSDVPRDLEVVAATPTSLLISWVYPQADDYRITYGETGGNSPV
Ny ALl 1 B EFTVPDONATISGLKPGVDYTITVYALAEAHLVRIYISINYRT
% pCE otek= Wy | LSFTEN
c-E&e
561 | ATI 1523 GO7 w/ N 2]t] | GVSDVPRDLEVVAATPTSLLISWVYPOADDYRITYGETGGNSPV
s ) e ] QEFTVPDONATISGLKPGVDYTITVYALAEAHLVRIYISINYRT
W PCE ¥ihahe wig PCHHHHHH
C-Zo +his B 1
562 | ATI 1523 GO7- A=+ MGVSDVPRDLEVVAATPTSLLISWVYPQADDYRITYGET GGNSP
- - VQEFTVPDQNATISGLKPGVDYTITVYALAEAHLVRIYISINYR
TEIDKPSQHHHHHH
563 | ATI 1523 HO7 510] EVVAATPTSLLISWVYHYDAXYRITYGET GGNSPVQEFTVPDQK
ATISGLKPGVDYTITVYALSEAHHKRDSISINYRT
564 | ATI 1523 HO07 BC F3 VYHYDAX
565 | ATI 1523 HO7 DE 3% PDOK
566 | ATI 1523 HO7 FG 5-3% LSEAHHKRDS
567 | ATI 1523 HO7 w/ N €] U] | GVSDVPRDLEVVAATPTSLLISWVYHYDAXYRITYGETGGNSPV
QEFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDS ISINYRT
568 | ATI 1523 HO7 w/N @1 | GVSDVPRDLEVVAATPTSLLISWVYHYDAXYRITYGETGGNSPV
e QEFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDS ISINYRT
+ his B -1 HHHHHH
569 | ATI 1523 HO7 w/ N €] U] | GVSDVPRDLEVVAAT PTSLLISWVYHYDAXYRITYGETGGNSPV
m C7E1] o1 QEFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDS ISINYRT
~ = EIDKPSQ
570 ATI_1523_H07 w/ N g] 1:-] GVSDVPRDLEVVAATPTSLLISWVYHYDAXYRITYGETGGNSPV
- ol . QEFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDS ISINYRT
S C HIS) + his B L EIDKPSOHHHHHH
571 ATI 1523 HO7 w/ N 2]T] | GVSDVPRDLEVVAATPTSLLISWVYHYDAXYRITYGETGGNSPV
B B EFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDS ISINYRT
4 PCE ¥ et Wy | 2TTVEN
c-2ret
572 | ATI 1523 HO7 w/N 2] | GVSDVPRDLEVVAATPTSLLISWVYHYDAXYRITYGETGGNSPV
iy B e QEFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDS ISINYRT
RPCE o= WIH | Lo
C-et +his Bj 2
573 ATI 1523 HO7- A3 GVSDVPRDLEVVAATPTSLLISWVYHYDAXYRIT YGETGGNSPV
- - QEFTVPDQKATISGLKPGVDYTITVYALSEAHHKRDS ISINYRT
EIDKPSQHHHHHH
574 N-2e 21 MGVSDVPRDL
575 N-2et 2 GVSDVPRDL
576 TR e X,SDVPRDL
577 N-2Het 21 X,DVPRDL
578 N-2Het 2] 1 X, VPRDL
579 N-2¢ gy X,PRDL
580 N-2¢ gt X,RDL
581 N-=et 2t X,DL
582 N-Z¢ 2 MASTSG
583 N-Z 2 METDTLLLWVLLLWVPGSTG
584 | Coorek gal ELEK
85 |c-ze gy EG3GC
586 |cad e ELEKPCQ
587 c-go g EIEKPSQ
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[0631]

588 [c-2aHY EIEKP

580 |c-ZdE Y EIEKPS

590 c-2t g EIEKPC

591 [cad gy EIDK

592 [c-EdEY EIDKPCQ

593 c-2t g EIDKPSO

594 c-&2t g EIEPKSS

595 -He Y EIDKPC

596 c-Zek gy EIDKP

597 c-2yt g EIDKPS

598 C-=y gl Y EIDKPSQLE

599 c-Zek gy EIEDEDEDEDED

600 |[c-2dEd EGSGS

601 c-24ul g o EIDKPCQLE

602 C-wre g d EIDKPSQHHHHHH

603 c-2ut g GSGCHHHHHH

604 c-4d g EGSGCHHHHHH

605 c-Zg g PIDK

606 |Cc-ZdEY PTEK

607 |[c-2d g PIDKP

608 [c-ZaHY PIEKP

609 c-2u g PIDKPS

610 c-2ut g PIEKPS

611 [c-24d 89 PIDKEC

612 c-4d g PIEKPC

613 c-2u g PIDKPSQ

614 c-4d g PIEKPSQ

615 [c-2aHY PIDKECQ

616 |Cc-2d ey PTEKECQ

617 c-2t g PHHHHHH

618 c-4d HA PCHHHHHH

619 6X-His B 1 HHHHHH

620 17k IgG1 Fe |2l DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDEL
TKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSF
FLYSKLTVDKSRWQQGNVFESCSVMHEALHNHYTQKSLSLSPGK

621 Fco] 0] 3lx oo DKTHTCPPCPAPELLG

622 Al A A Q1 Bl %) A EPKSSDKTHTCPPCPAPELLGGPS

623 Al Al A Q1 31 A A EPKSSDKTHTCPPCPAPELLGGSS

624 dl A A Sl 3% A< EPKSSGSTHTCPPCPAPELLGGSS

625 Al Al A QB A A DKTHTCPPCPAPELLGGPS

626 Al Al A Q1 31 A A DKTHTCPPCPAPELLGGSS

627 o] = W Bl 3] %] _Fc VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVH

NAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAP
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[0632]

[0633]

TEHE g 1gG1Y

CH2 ' CH3 % 9 &
Fc

-
s

IEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPSDI
AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVE
SCSVMHEALHNHYTQKSLSLSPGK

628 Fc-gl Ao =ul &l VFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVH
TS89 D 18619 | 1on skarCOPREPQVYTLPBSRDELTRNGUSLICLVKGFYBSDT
CH2 2 CH3 992 7zl | AVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWOQGNVE
Fe SCSVMHEALHNHYTQKSLSLSP

629 HA1 GAGGGGSG

630 o7 2 EPKSSD

631 HA3 PVGVV

632 YA 4 ESPKAQASSVPTAQPQAEGLA

633 =275 ELQLEESAAEAQDGELD

634 A7 6 GQPDEPGGS

635 | "HA7 GGSGSGSGSGSES

36 A 8 ELQLEESAAEAQEGELE

637 279 GSGSG

638 | P71 10 GSGC

639 A 11 AGGGGSG

640 o7 12 GSGS

641 FA 13 QPDEPGGS

642 A 14 GSGSGS

643 =715 TVAAPS

644 27 16 KAGGGGSG

645 EERY KGSGSGSGSGSGS

646 =718 KQPDEPGGS

647 27 19 KELQLEESAAEAQDGELD

648 | ® 74120 KTVAAES

649 27 21 KAGGGGSGG

650 H7] 22 KGSGSGSGSGSGSG

651 A 23 KQPDEPGGSG

652 27 24 KELQLEESAAEAQDGELDG

653 27 25 KTVAAPSG

654 I A 26 AGGGGSGG

655 27 27 AGGGGSG

656 2 7] 28 GSGSGSGSGSGSG

657 A 29 QPDEPGGSG

658 = A 30 TVAAPSG

659 7 31 PSTSTST

660 | © 732 EIDKPSQ

661 = A 33 GSGSGSGS

662 7] 34 GSGSGSGSGS

663 A 35 GSGSGSGSGSGS

664 =7 36 GSGSGSGSGSGSGS

665 | 737 GGSGSGSGSGSGS

666 2 7 38 GGSGSGSGSGSGSGSG

667 | J7 39 GSEGSEGSEGSEGSE

668 = A 40 GGSEGGSE

669 \ﬂo ﬂ 41 GGGGSGGGGSGGEGSGGGESGGEGEGSGGGEGSGGEGES

670 =7 GGGGSGGGGSGGGGSGGGGSGGGGS

671 2 7] 43 GGGGSGGGGSGGEGGSEG

672 | P 7 44 GPGPGPG

673 o # 45 GPGPGPGPGPG

674 =7 46 PAPAPA

675 | 97 47 PAPAPAPAPAPA

676 = 7] 48 PAPAPAPAPAPAPAPAPA

677 217 49 GSGSGSGSGSGSGSGSGSGS

678 =7 50 GGGGSGGGGSGGGGSGGGGS

_98_

5

10-2632418



10-2632418

[0634]

N
Hlo

<
-
oy T
oy W

B
H

1
B
H

o] M4

WT
ATI-968
ATI-964
ATI-967
AO2

EO1
ATI-965

ATI-966

VSDVPRDLEVVAATPTSLLISWDAPAVIVRYYRITYGETGGNSPVQEFTVPGSKSTATISGLKPGVDYTITVYAVTGRGDSPASSKPISINYRT
VSDVPRDLEVVAATPTSLLISWIAPFYNVIYYRITYGETGGNSPVQEFTVPGTGYTATISGLKPGVDYTITVYAVTDGASIASYAFPISINYRT
VSDVPRDLEVVAATPTSLLISWSYDGSIERYYRITYGETGGNSPVQEFTVPPDOQKTATISGLKPGVDYTITVYAVRLEEAHYYRESPISINYRT
VSDVPRDLEVVAATPTSLLISWQGQLSPSEFYYRITYGETGGNSPVQEFTVPVASGTATISGLKPGVDYTITVYAVTSHGIYEFYAPTISINYRT

VSDVPRDLEVVAATPTSLLISWSYDGPIDRYYRITYGETGGNSPVQEFTVPPDQKTATISGLKPGVDYTITVYAVRLEEAHYNREFPISINYRT
VSDVPRDLEVVAATPTSLLISWRAQLSPSEYYRITYGETGGNSPVQEFTVPNDVMTATISGLKPGVDYTITVYAVITHGVYEYSPISINYRT

VSDVPRDLEVVAATPTSLLISWTAYDSVDKYYRITYGETGGNSPVQEFTVGPRHHTATISGLKPGVDYTITVYAVYHTEPGYHAHMPISINYRT

VSDVPRDLEVVAATPTSLLISWHRESSIMAYYRITYGETGGNSPVQEFTVAGSVNTATISGLKPGVDYTITVYAVTIHNVSFPISINYRT

— 99 —



10-2632418

B
H

X E01-4PEG-DBCO-
K.2.2.2 ["SFIKF | =g
KaCO:, N~ o. 1XPBS
2C0; /T i
120 °C DMSO 18 R.T. 45 mins
10 mins W/O

1 GVSDV PRDLE VVAAT PTSLL ISWRA QLSPS FYYRI TYGET
41 GGNSP VQEFT VPNDV MTATI SGLKP GVDYT ITVYAVTTHG

81 VYFYS PISIN YRTPC
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=H3
7000
W 64Cu-NODAGA-EO1
W 64Cu-NODAGA-EO1 + F= EO1

6000 64Cu-NODAGA-E01 + 29|

5000
s
s
LA
o 4000
»
®
g

3000 — )
G

2000

1000

0 *_‘[_ I
HT-29 L2987
=4,

FAR TS FAA+ A
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0.00016

: r 8
®
X 20000 -
! FAA a5
ﬁ ﬁ s 18000
16000
3 -
& 14000
_ i - -
£ = 12000 | T
s £ % _ l
o g 10000
s _ _
. & 8000
. = [
% 6000 I
& 4000 - | T I |
~
I I
2000 - |
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s==4

0.25nM 0.25nM 0.25nM 0.25nM 0.25nM
0.25nM 2F-DBCO-A02 18F-DBCO-A02 18F-DBCO-AD2 '8F-DBCO-A02 18F-DBCO-A02

18SF-DBCO-A02 +0.025nM Z= A02  +0.25nM Z= A02  +2.5n0M 2= AD2  +25nM Z= AD2  +25nM 5o
& Ly

’

[

min
B
H
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L2987
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s==4

|
Z\ O\/\o
)

NO, (O
o]

3

["®FIKF 120 C
K2CO3 10 mins

wm
@/O\/\ou +
._a_u “/ o
o

OmO
S

[18F]-FPPEGA Q

wa

A02-4PEG-DBCO

K.2.2.2 % DMSO

B
H

A02

/

v o
o

MIZ

L HN
45 C 1x PBS WO .

45 mins RT

[18F]-A02-4PEG-DBCO-FPPEGA
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z9]12
100
80
g 60
o 40
20
0 ; ; ‘
1 10 100 1000
[el=dq]
100
80
® 60
® 40
= 20
0+ T T )
1 10 100 1000
[l=ddg]
100
80
§: o f
o 40
20
0+ T )
1 10 100 1000
[cl=9d]

EEE
SEQUENCE LISTING

<110> BRISTOL-MYERS SQUIBB COMPANY

<120>

<130>

<140>

<141>

<150>

<151>

<160>

<170>

<210>

<211>

<212>

<213>

NOVEL PD-L1 BINDING POLYPEPTIDES FOR IMAGING
MXI-537PC
PCT/US2015/062485
2015-11-24

US 62/084,298
2014-11-25

685

PatentIn version 3.5
1

94

PRT

Homo sapiens
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<220><221> misc_feature

<223> Full length wild-type human 10Fn3 domain

<400> 1

Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr

1 5 10 15

Ser Leu Leu Ile Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Pro Gly Ser Lys Ser Thr Ala Thr Ile Ser Gly Leu Lys Pro
50 55 60
Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Gly Arg Gly Asp

65 70 75 80

Ser Pro Ala Ser Ser Lys Pro Ile Ser Ile Asn Tyr Arg Thr
85 90
<210> 2
<211> 86
<212> PRT
<213> Homo sapiens
<220><221> misc_feature
<223> Core wild-type human 10Fn3 domain
<400> 2
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Asp Ala
1 5 10 15
Pro Ala Val Thr Val Arg Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

20 25 30

Gly Asn Ser Pro Val Gln Glu Phe Thr Val Pro Gly Ser Lys Ser Thr
35 40 45
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val
50 55 60
Tyr Ala Val Thr Gly Arg Gly Asp Ser Pro Ala Ser Ser Lys Pro Ile

65 70 75 80
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el

Ser Ile Asn Tyr Arg Thr
85

<210> 3

<211> 128

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Core 10Fn3-based scaffold with variable AB, BC, CD,
DE, EF, and FG loops

<220><221> misc_feature

<222> (6)..(20)

<223> Xaa can be any naturally occurring amino acid; at least one amino
acid must be present, the rest may be present or absent

<220><221> misc_feature

<222> (26)..(40)

<223> Xaa can be any naturally occurring amino acid; at least two amino
acids must be present, the rest may be present or absent

<220><221> misc_feature

<222>

(46)..(60)

<223> Xaa can be any naturally occurring amino acid; at least two amino
acids must be present, the rest may be present or absent

<220><221> misc_feature

<222> (64)..(78)

<223> Xaa can be any naturally occurring amino acid; at least two amino
acids must be present, the rest may be present or absent

<220><221> misc_feature

<222> (85)..(99)

<223> Xaa can be any naturally occurring amino acid; at least two amino

acids must be present, the rest may be present or absent

<220><221> misc_feature
<222> (107)..(121)
<223> Xaa can be any naturally occurring amino acid; at least two amino

acids must be present, the rest may be present or absent

-111 -
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<400> 3

oin
]
Jm
el

Glu Val Val Ala Ala Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10

@

Xaa Xaa Xaa Xaa Leu Leu I

20 25 30

15

Ser Trp Xaa Xaa Xaa Xaa Xaa Xaa Xaa

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Tyr Arg Ile Thr Tyr Xaa Xaa Xaa

35 40 45

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Phe Thr Val Xaa

50 55 60

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ala Thr

65 70 75

80

Ile Ser Gly Leu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

85 90

95

Xaa Xaa Xaa Tyr Thr Ile Thr Val Tyr Ala Xaa Xaa Xaa Xaa Xaa Xaa

100 105 110

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ile Ser Ile Asn Tyr Arg Thr

115 120 125

<210> 4

<211> 103

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Core 10Fn3-based scaffold with
loops

<220><221> misc_feature

<222> (15)..(29)

<223> Xaa can be any naturally occurring amino acid;

acids must be present, the rest may be present

<220><221> misc_feature

<222> (49)..(63)

<223> Xaa can be any naturally occurring amino acid;
acids must be present, the rest may be present

<220><221> misc_feature
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<222> (82)..(96)

<223> Xaa can be any naturally occurring amino acid; at least two amino
acids must be present, the rest may be present or absent

<400> 4

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Tyr Arg Ile
20 25 30
Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr Val
35 40 45
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ala
50 55 60
Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr

65 70 75 80

Ala Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
85 90 95
Ile Ser Ile Asn Tyr Arg Thr
100
<210> 5
<211> 86
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-968 core (aka ADX_1760_C01)
<400> 5
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Ile Ala
1 5 10 15

Pro Phe Tyr Asn Val Ile Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

20 25 30
Gly Asn Ser Pro Val Gln Glu Phe Thr Val Pro Gly Thr Gly Tyr Thr
35 40 45
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val

50 55 60
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Tyr Ala Val Thr Asp Gly Ala Ser Ile Ala Ser Tyr Ala Phe Pro Ile
65 70 75 80
Ser Ile Asn Tyr Arg Thr

85

<210> 6

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-968 BC loop
<400> 6

Ile Ala Pro Phe Tyr Asn Val Ile Tyr

1 5

<210> 7

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-968 DE loop
<400> 7

Pro Gly Thr Gly Tyr Thr

1 5

<210> 8

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-968 FG loop
<400> 8

Val Thr Asp Gly Ala Ser Ile Ala Ser Tyr Ala Phe Pro

1 5 10
<210> 9

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-968 w/ N leader
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<400> 9

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Phe Tyr Asn Val Ile Tyr
20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45

Phe Thr Val Pro Gly Thr Gly Tyr Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Asp Gly Ala
65 70 75 80
Ser Ile Ala Ser Tyr Ala Phe Pro Ile Ser Ile Asn Tyr Arg Thr

85 90 95
<210> 10
<211> 101
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI-968 w/ N leader + his tag

<400> 10

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Phe Tyr Asn Val Ile Tyr

20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Pro Gly Thr Gly Tyr Thr Ala Thr Ile Ser Gly Leu Lys

50 55 60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Asp Gly Ala

65 70 75 80

Ser Ile Ala Ser Tyr Ala Phe Pro Ile Ser Ile Asn Tyr Arg Thr His
85 90 95

His His His His His
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100
<210> 11
<211> 102
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-968 w/ N leader and C tail
<400> 11
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Phe Tyr Asn Val Ile Tyr
20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Pro Gly Thr Gly Tyr Thr Ala Thr Ile Ser Gly Leu Lys
50 95 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Asp Gly Ala

65 70 75 80

Ser Ile Ala Ser Tyr Ala Phe Pro Ile Ser Ile Asn Tyr Arg Thr Glu
85 90 95
Ile Asp Lys Pro Ser Gln
100
<210> 12
<211> 108
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-968 w/ N leader and C tail + his tag
<400> 12
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Phe Tyr Asn Val Ile Tyr

20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
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45

Phe Thr Val Pro Gly Thr Gly Tyr Thr Ala Thr Ile Ser Gly Leu Lys

50

55

60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Asp Gly Ala

65

70

75 80

Ser Ile Ala Ser Tyr Ala Phe Pro Ile Ser Ile Asn Tyr Arg Thr Glu

85

90 95

[le Asp Lys Pro Ser Gln His His His His His His

<210>
<211>
<212>

<213>

100
13
97
PRT

Artificial Sequence

105

<220><223> Synthetic: ATI-968 w/ N leader and modified C-terminus including

<400>

PC

13

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1

Thr Ser Leu Leu

Tyr Arg Ile Thr

Phe Thr Val Pro

50

Pro Gly Val Asp

65

Ser Ile Ala Ser

Cys

5

20

35

55

70

85

<210> 14

<211> 103

40

25

10 15

Ile Ser Trp Ile Ala Pro Phe Tyr Asn Val Ile Tyr

30

Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

45

Gly Thr Gly Tyr Thr Ala Thr Ile Ser Gly Leu Lys

60

Tyr Thr Ile Thr Val Tyr Ala Val Thr Asp Gly Ala

75 80

Tyr Ala Phe Pro Ile Ser Ile Asn Tyr Arg Thr Pro

90 95

- 117 -
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-968 w/ N leader and modified C-terminus including
PC + his tag

<400> 14

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Phe Tyr Asn Val Ile Tyr

20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Pro Gly Thr Gly Tyr Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Asp Gly Ala
65 70 75 80
Ser Ile Ala Ser Tyr Ala Phe Pro Ile Ser Ile Asn Tyr Arg Thr Pro

85 90 95

Cys His His His His His His
100

<210> 15

<211> 109

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-968 full length

<400> 15

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Phe Tyr Asn Val Ile
20 25 30

Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln

35 40 45

Glu Phe Thr Val Pro Gly Thr Gly Tyr Thr Ala Thr Ile Ser Gly Leu
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50 55 60

Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Asp Gly

65 70 75

80

Ala Ser Ile Ala Ser Tyr Ala Phe Pro Ile Ser Ile Asn Tyr Arg Thr

85 90

Glu Ile Asp Lys Pro Ser Gln His His His His His His

100 105
<210> 16
<211> 258
<212> DNA

<213> Artificial Sequence

95

<220><223> Synthetic: ATI-968 core (nucleotide sequence)

<400> 16

gaagtggttg ctgccacccce caccagectg ctgatcaget ggatcgetcc
gtcatctatt accgcatcac ttacggcgaa acaggaggca atagccctgt
actgtgcctg gtactggtta tacagctaca atcagcggec ttaaacctgg
accatcactg tgtatgctgt cactgatgga gcatccattg cttcatacgce

tccattaatt accgcaca

<210> 17

<211> 288

<212> DNA

<213> Artificial Sequence

<220><223> Synthetic: ATI-968 w/ N leader (nucleotide
N-terminal methionine)

<400> 17

atgggagttt ctgatgtgcc gecgegacctg gaagtggttg ctgcecacccec

ctgatcagct ggatcgctce gttctacaat gtcatctatt accgcatcac

acaggaggca atagccctgt ccaggagttc actgtgectg gtactggtta

atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgcetgt

gcatccattg cttcatacge gtttccaatt tccattaatt accgcaca

<210> 18

<211> 294

gttctacaat
ccaggagttc
cgttgattat

gtttccaatt

sequence with

caccagcctg
ttacggcgaa
tacagctaca

cactgatgga
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<212> DNA
<213> Artificial Sequence
<220><223> Synthetic: ATI-968 w/ N leader and modified C-terminus including

PC (nucleotide sequence with N-terminal methionine)

<400> 18

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccece caccagectg 60
ctgatcagct ggatcgctcce gttctacaat gtcatctatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtgectg gtactggtta tacagctaca 180
atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgectgt cactgatgga 240
gcatccattg cttcatacge gtttccaatt tccattaatt accgcacacc gtgce 294
<210> 19

<211> 330

<212> DNA

<213> Artificial Sequence
<220><223> Synthetic: ATI-968 w/ N leader and C tail + his tag (nucleotide

sequence with N-terminal methionine)

<400> 19

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccec caccagectg 60
ctgatcagct ggatcgectce gttctacaat gtcatctatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtgectg gtactggtta tacagctaca 180
atcagcggec ttaaacctgg cgttgattat accatcactg tgtatgetgt cactgatgga 240
gcatccattg cttcatacge gtttccaatt tccattaatt accgcacaga aattgacaaa 300
ccatcccage accatcacca ccaccactga 330
<210> 20

<211> 86

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-964 core (parent of ADX_5322_A02)
<400> 20

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Ser Tyr
1 5 10 15

Asp Gly Ser Ile Glu Arg Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly
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20 25 30

Gly Asn Ser Pro Val Gln Glu Phe Thr Val Pro Pro Asp Gln Lys Thr
35 40 45
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val
50 55 60
Tyr Ala Val Arg Leu Glu Glu Ala His Tyr Tyr Arg Glu Ser Pro Ile
65 70 75 80
Ser Ile Asn Tyr Arg Thr
85
<210> 21
<211> 9
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-964 BC loop
<400> 21

Ser Tyr Asp Gly Ser Ile Glu Arg Tyr

1 5

<210> 22

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-964 DE loop
<400> 22

Pro Pro Asp Gln Lys Thr

1 5

<210> 23

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-964 FG loop
<400> 23

Val Arg Leu Glu Glu Ala His Tyr Tyr Arg Glu Ser Pro
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<210> 24

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-964 w/ N leader

<400> 24

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asp Gly Ser Ile Glu Arg Tyr
20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45

Phe Thr Val Pro Pro Asp Gln Lys Thr Ala Thr Ile Ser Gly Leu Lys
50 95 60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Arg Leu Glu Glu
65 70 75 80
Ala His Tyr Tyr Arg Glu Ser Pro Ile Ser Ile Asn Tyr Arg Thr

85 90 95
<210> 25
<211> 101
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI-964 w/ N leader + his tag

<400> 25
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asp Gly Ser Ile Glu Arg Tyr
20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45

Phe Thr Val Pro Pro Asp Gln Lys Thr Ala Thr Ile Ser Gly Leu Lys
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50 55 60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Arg Leu Glu Glu
65 70 75 80
Ala His Tyr Tyr Arg Glu Ser Pro Ile Ser Ile Asn Tyr Arg Thr His
85 90 95
His His His His His
100
<210> 26
<211> 102
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-964 w/ N leader and C tail
<400> 26
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asp Gly Ser Ile Glu Arg Tyr
20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Pro Pro Asp Gln Lys Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Arg Leu Glu Glu

65 70 75 80

Ala His Tyr Tyr Arg Glu Ser Pro Ile Ser Ile Asn Tyr Arg Thr Glu
85 90 95
Ile Asp Lys Pro Ser Gln
100
<210> 27
<211> 108
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI-964 w/ N leader and C tail + his tag
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<400> 27
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5

Thr Ser Leu Leu Ile Ser Trp Ser Tyr

20 25
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly
35 40
Phe Thr Val Pro Pro Asp Gln Lys Thr
50 55
Pro Gly Val Asp Tyr Thr Ile Thr Val
65 70

Ala His Tyr Tyr Arg Glu Ser Pro Ile

85
Ile Asp Lys Pro Ser Gln His His His
100 105

<210> 28
<211> 97
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-964 w/ N

PC
<400> 28
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5

Thr Ser Leu Leu Ile Ser Trp Ser Tyr

20 25
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly
35 40
Phe Thr Val Pro Pro Asp Gln Lys Thr
50 55
Pro Gly Val Asp Tyr Thr Ile Thr Val

65 70

Glu Val Val Ala Ala Thr Pro
10 15

Asp Gly Ser Ile Glu Arg Tyr

30
Gly Asn Ser Pro Val Gln Glu
45
Ala Thr Ile Ser Gly Leu Lys
60
Tyr Ala Val Arg Leu Glu Glu
75 80

Ser Ile Asn Tyr Arg Thr Glu

90 95

His His His

leader and modified C-terminus including

Glu Val Val Ala Ala Thr Pro
10 15

Asp Gly Ser Ile Glu Arg Tyr

30
Gly Asn Ser Pro Val Gln Glu
45
Ala Thr Ile Ser Gly Leu Lys
60
Tyr Ala Val Arg Leu Glu Glu

75 80

- 124 -
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Ala His Tyr Tyr Arg Glu Ser Pro Ile Ser Ile Asn Tyr Arg Thr Pro

85 90 95

Cys

<210> 29

<211> 103

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-964 w/ N leader and modified C-terminus including
PC + his tag

<400> 29

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asp Gly Ser Ile Glu Arg Tyr

20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Pro Pro Asp Gln Lys Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Arg Leu Glu Glu
65 70 75 80
Ala His Tyr Tyr Arg Glu Ser Pro Ile Ser Ile Asn Tyr Arg Thr Pro

85 90 95

Cys His His His His His His
100
<210> 30
<211> 109
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-964 full length
<400> 30

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
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1 5 10 15
Pro Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asp Gly Ser Ile Glu Arg
20 25 30
Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln
35 40 45
Glu Phe Thr Val Pro Pro Asp Gln Lys Thr Ala Thr Ile Ser Gly Leu
50 55 60

Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Arg Leu Glu
65 70 75 80
Glu Ala His Tyr Tyr Arg Glu Ser Pro Ile Ser Ile Asn Tyr Arg Thr

85 90 95
Glu Ile Asp Lys Pro Ser Gln His His His His His His

100 105
<210> 31
<211> 258
<212> DNA
<213> Artificial Sequence
<220><223> Synthetic: ATI-964 core (nucleotide sequence)
<400> 31
gaagtggttg ctgccacccce caccagectg ctgatcaget ggtcttacga cggttcegatt 60
gaacgttatt accgcatcac ttacggcgaa acaggaggca atagccctgt ccaggagttc 120
actgtgcctc cggatcagaa gacagctacc atcagcggec ttaaacctgg cgttgattat 180
accatcactg tgtatgctgt caggctggaa gaagctcatt actatcgaga gtctccaatt 240
tccattaatt accgcaca 258
<210> 32
<211> 288
<212> DNA
<213> Artificial Sequence
<220><223> Synthetic: ATI-964 w/ N leader (nucleotide sequence with
N-terminal methionine)

<400> 32
atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccec caccagectg 60
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ctgatcagct ggtcttacga cggttcgatt gaacgttatt accgcatcac ttacggcgaa

acaggaggca atagccctgt ccaggagttc actgtgectc cggatcagaa gacagctacc

atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgectgt caggctggaa

gaagctcatt actatcgaga gtctccaatt tccattaatt accgcaca

<210> 33
211> 294

<212> DNA

<213> Artificial Sequence

<220><223> Synthetic
PC (nucleotide

<400> 33

atgggagttt ctgatgtgcc

ctgatcagct ggtcttacga

acaggaggca atagccctgt

atcagcggcec ttaaacctgg

gaagctcatt actatcgaga
<210> 34
<211> 330

<212> DNA

© ATI-964 w/ N leader and modified C-terminus including

sequence with N-terminal methionine)

gcgcgacctg gaagtggttg
cggttcgatt gaacgttatt
ccaggagttc actgtgectce

cgttgattat accatcactg

gtctccaatt tccattaatt

<213> Artificial Sequence

<220><223> Synthetic: ATI-964 w/ N leader and C tail + his tag (nucleotide

sequence with N-terminal methionine)

<400> 34

atgggagttt ctgatgtgcc
ctgatcagct ggtcttacga
acaggaggca atagccctgt

atcagcggcec ttaaacctgg

gaagctcatt actatcgaga
ccatcccage accatcacca
<210> 35
<211> 86

<212> PRT

gcgcgacctg gaagtggttg
cggttcgatt gaacgttatt
ccaggagttc actgtgectce

cgttgattat accatcactg

gtctccaatt tccattaatt

ccaccactga

ctgccacccc
accgcatcac
cggatcagaa

tgtatgctgt

accgcacacc

ctgccacccc
accgcatcac
cggatcagaa

tgtatgctgt

accgcacaga

caccagcctg
ttacggcgaa
gacagctacc

caggctggaa

gtgce

caccagcctg
ttacggcgaa
gacagctacc

caggctggaa

aattgacaaa
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<213> Artificial Sequence
<220><223> Synthetic: ATI-965 core

<400> 35

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Thr Ala

1 5 10

Tyr Asp Ser Val Asp Lys Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

20 25

30

15

Gly Asn Ser Pro Val Gln Glu Phe Thr Val Gly Pro Arg His His Thr

35 40

45

Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val

50 55

Tyr Ala Val Tyr His Thr Glu Pro Gly Tyr His Ala His Met Pro Ile

65 70 75
Ser Ile Asn Tyr Arg Thr
85
<210> 36
<211> 9
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-965 BC loop
<400> 36

Thr Ala Tyr Asp Ser Val Asp Lys Tyr

1 5

<210> 37

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-965 DE loop
<400> 37

Gly Pro Arg His His Thr

1 5

<210> 38

<211> 13

60
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-965 FG loop

<400> 38

Val Tyr His Thr Glu Pro Gly Tyr His Ala His Met Pro

1 5 10

<210> 39

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-965 w/ N leader

<400> 39

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Asp Ser Val Asp Lys Tyr
20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45

Phe Thr Val Gly Pro Arg His His Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Tyr His Thr Glu
65 70 75 80
Pro Gly Tyr His Ala His Met Pro Ile Ser Ile Asn Tyr Arg Thr

85 90 95
<210> 40
<211> 101
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI-965 w/ N leader + his tag

<400> 40
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

-129 -

10-2632418



Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Asp Ser Val Asp Lys

20

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln

35

Phe Thr Val Gly Pro Arg His His Thr Ala Thr Ile Ser Gly Leu

50

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Tyr His Thr

65

Pro Gly Tyr His

His His His His
100

<210> 41

<211> 102

<212> PRT

<213> Artificial Sequence

Ala His Met Pro Ile Ser Ile Asn Tyr Arg Thr

85

His

70

90

75

30

45

<220><223> Synthetic: ATI-965 w/ N leader and C tail

<400> 41

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1

Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Asp Ser Val Asp Lys

20

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln

35

Phe Thr Val Gly Pro Arg His His Thr Ala Thr Ile Ser Gly Leu

50

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Tyr His Thr

65

Pro Gly Tyr His Ala His Met Pro Ile Ser Ile Asn Tyr Arg Thr

Ile Asp Lys Pro Ser Gln

100

5

85

70

10

90

75

30

45
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<210> 42
<211> 108
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-965 w/ N leader and C tail + his tag

<400> 42
Gly Val Ser Asp Val Pro Arg Asp
1 5

Thr Ser Leu Leu Ile Ser Trp Thr

20
Tyr Arg Ile Thr Tyr Gly Glu Thr
35 40
Phe Thr Val Gly Pro Arg His His
50 55
Pro Gly Val Asp Tyr Thr Ile Thr
65 70

Pro Gly Tyr His Ala His Met Pro

85
Ile Asp Lys Pro Ser Gln His His
100
<210> 43
<11> 97
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-965 w/ N leader and modified C-terminus including

PC
<400> 43
Gly Val Ser Asp Val Pro Arg Asp
1 5

Thr Ser Leu Leu Ile Ser Trp Thr

20

Tyr Arg Ile Thr Tyr Gly Glu Thr

Leu Glu Val Val Ala Ala Thr Pro
10 15

Ala Tyr Asp Ser Val Asp Lys Tyr

25 30
Gly Gly Asn Ser Pro Val Gln Glu
45
Thr Ala Thr Ile Ser Gly Leu Lys
60
Val Tyr Ala Val Tyr His Thr Glu
75 80

[le Ser Ile Asn Tyr Arg Thr Glu

90 95
His His His His

105

Leu Glu Val Val Ala Ala Thr Pro
10 15

Ala Tyr Asp Ser Val Asp Lys Tyr

25 30

Gly Gly Asn Ser Pro Val GIn Glu
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45

Phe Thr Val Gly Pro Arg His His Thr Ala Thr Ile Ser Gly Leu Lys

50

55

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Tyr His Thr Glu

65

70

80

Pro Gly Tyr His Ala His Met Pro Ile Ser Ile Asn Tyr Arg Thr Pro

Cys

<210>
<211>
<212>

<213>

85

44
103
PRT

Artificial Sequence

90

95

<220><223> Synthetic: ATI-965 w/ N leader and modified C-terminus including

PC + his tag

<400> 44

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10

15

Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Asp Ser Val Asp Lys Tyr

20 25

30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40

45

Phe Thr Val Gly Pro Arg His His Thr Ala Thr Ile Ser Gly Leu Lys

50 55

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Tyr His Thr Glu

65 70

80

Pro Gly Tyr His Ala His Met Pro Ile Ser Ile Asn Tyr Arg Thr Pro

85 90

Cys His His His His His His
100
<210> 45

<211> 109

95

- 132 -
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-965 full length

<400> 45

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Asp Ser Val Asp Lys
20 25 30

Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln

35 40 45
Glu Phe Thr Val Gly Pro Arg His His Thr Ala Thr Ile Ser Gly Leu
50 55 60
Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Tyr His Thr
65 70 75 80
Glu Pro Gly Tyr His Ala His Met Pro Ile Ser Ile Asn Tyr Arg Thr
85 90 95

Glu Ile Asp Lys Pro Ser Gln His His His His His His

100 105
<210> 46
<211> 258
<212> DNA
<213> Artificial Sequence

<220><223> Synthetic: ATI-965 core (nucleotide sequence)

<400> 46

gaagtggttg ctgccacccce caccagectg ctgatcaget ggactgcata cgactetgtt 60
gacaaatatt accgcatcac ttacggcgaa acaggaggca atagccctgt ccaggagttc 120
actgtgggec ctagacatca cacagctacc atcagcggec ttaaacctgg cgttgattat 180
accatcactg tgtatgctgt ctatcacact gaaccgggct atcatgctca tatgccaatt 240
tccattaatt accgcaca 258
<210> 47

<211> 288

<212> DNA
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<213> Artificial Sequence
<220><223> Synthetic: ATI-965 w/ N leader (nucleotide sequence with

N-terminal methionine)

<400> 47

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgceccaccece caccagectg 60
ctgatcagct ggactgcata cgactctgtt gacaaatatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtgggec ctagacatca cacagctacc 180
atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgctgt ctatcacact 240
gaaccgggct atcatgctca tatgccaatt tccattaatt accgcaca 288
<210> 48

<211> 294

<212> DNA

<213> Artificial Sequence
<220><223> Synthetic: ATI-965 w/ N leader and modified C-terminus including

PC (nucleotide sequence with N-terminal methionine)

<400> 48

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgceccaccece caccagectg 60
ctgatcagct ggactgcata cgactctgtt gacaaatatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtgggec ctagacatca cacagctacc 180
atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgctgt ctatcacact 240
gaaccgggcet atcatgctca tatgccaatt tccattaatt accgcacacc gtgce 294
<210> 49

<211> 330

<212> DNA

<213> Artificial Sequence
<220><223> Synthetic: ATI-965 w/ N leader and C tail + his tag (nucleotide

sequence with N-terminal methionine)

<400> 49

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccec caccagectg 60
ctgatcagct ggactgcata cgactctgtt gacaaatatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtgggec ctagacatca cacagctacc 180
atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgctgt ctatcacact 240
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gaaccgggcet atcatgctca tatgccaatt tccattaatt accgcacaga aattgacaaa 300
ccatcccage accatcacca ccaccactga 330
<210> 50

<211> 82

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-966 core

<400> 50

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp His Arg
1 5 10 15

Phe Ser Ser Ile Met Ala Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

20 25 30

Gly Asn Ser Pro Val Gln Glu Phe Thr Val Ala Gly Ser Val Asn Thr
35 40 45
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val
50 95 60
Tyr Ala Val Thr Ile His Asn Val Ser Phe Pro Ile Ser Ile Asn Tyr
65 70 75 80

Arg Thr

<210> 51

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-966 BC loop

<400> 51

His Arg Phe Ser Ser Ile Met Ala Tyr
1 5

<210> 52

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-966 DE loop

- 135 -
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<400> 52

Ala Gly Ser Val Asn Thr

1 5

<210> 53

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: ATI-966 FG loop
<400> 53

Val Thr Ile His Asn Val Ser Phe Pro
1 5

<210> 54

<211> 91

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-966 w/ N leader

<400> 54

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His Arg Phe Ser Ser Ile Met Ala Tyr

20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45

Phe Thr Val Ala Gly Ser Val Asn Thr Ala Thr Ile Ser Gly Leu Lys

50 55 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ile His Asn
65 70 75 80
Val Ser Phe Pro Ile Ser Ile Asn Tyr Arg Thr

85 90

<210> 55
11> 97
<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI-966 w/ N leader + his tag
<400> 55
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His Arg Phe Ser Ser Ile Met Ala Tyr
20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Ala Gly Ser Val Asn Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ile His Asn

65 70 75 80

Val Ser Phe Pro Ile Ser Ile Asn Tyr Arg Thr His His His His His
85 90 95

His

<210> 56

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-966 w/ N leader and C tail

<400> 56

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His Arg Phe Ser Ser Ile Met Ala Tyr

20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Ala Gly Ser Val Asn Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ile His Asn

65 70 75 80
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Val Ser Phe Pro Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro

85 90 95

Ser Gln

<210> 57

<211> 104

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-966 w/ N leader and C tail + his tag

<400> 57

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His Arg Phe Ser Ser Ile Met Ala Tyr
20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45

Phe Thr Val Ala Gly Ser Val Asn Thr Ala Thr Ile Ser Gly Leu Lys
50 95 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ile His Asn
65 70 75 80
Val Ser Phe Pro Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro
85 90 95
Ser GIn His His His His His His
100
<210> 58
<211> 93
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-966 w/ N leader and modified C-terminus including
PC
<400> 58

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
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1 5
Thr Ser Leu Leu Ile Ser Trp His Arg
20 25
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly
35 40

Phe Thr Val Ala Gly Ser Val Asn Thr

50 55
Pro Gly Val Asp Tyr Thr Ile Thr Val
65 70
Val Ser Phe Pro Ile Ser Ile Asn Tyr
85
<210> 59
<211> 99
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-966 w/ N
PC + his tag
<400> 59

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5
Thr Ser Leu Leu Ile Ser Trp His Arg
20 25
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly
35 40
Phe Thr Val Ala Gly Ser Val Asn Thr
50 55

Pro Gly Val Asp Tyr Thr Ile Thr Val

65 70
Val Ser Phe Pro Ile Ser Ile Asn Tyr
85

His His His

SS50l 10-2632418

10 15
Phe Ser Ser Ile Met Ala Tyr
30
Gly Asn Ser Pro Val Gln Glu
45

Ala Thr Ile Ser Gly Leu Lys

60
Tyr Ala Val Thr Ile His Asn
75 80
Arg Thr Pro Cys

90

leader and modified C-terminus including

Glu Val Val Ala Ala Thr Pro

10 15
Phe Ser Ser Ile Met Ala Tyr
30
Gly Asn Ser Pro Val Gln Glu
45
Ala Thr Ile Ser Gly Leu Lys
60

Tyr Ala Val Thr Ile His Asn

75 80
Arg Thr Pro Cys His His His

90 95
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<210> 60

<211> 105

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-966 full length

<400> 60

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp His Arg Phe Ser Ser Ile Met Ala

20 25 30
Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln
35 40 45
Glu Phe Thr Val Ala Gly Ser Val Asn Thr Ala Thr Ile Ser Gly Leu
50 55 60
Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ile His
65 70 75 80

Asn Val Ser Phe Pro Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys

85 90 95

Pro Ser Gln His His His His His His

100 105
<210> 61
<211> 246
<212> DNA
<213> Artificial Sequence
<220><223> Synthetic: ATI-966 core (nucleotide sequence)
<400> 61
gaagtggttg ctgccacccce caccagectg ctgatcaget ggcataggtt ctcettctatce
atggcgtatt accgcatcac ttacggcgaa acaggaggca atagccctgt ccaggagttc

actgtggctg gectctgttaa cacagctacc atcageggec ttaaacctgg cgttgattat

accatcactg tgtatgctgt cacgatccat aacgtttctt tcccaatttc cattaattac
cgcaca

<210> 62
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<211> 276

<212> DNA

<213> Artificial Sequence

<220><223> Synthetic: ATI-966w/ N leader (nucleotide sequence with

N-terminal methionine)

<400> 62

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccece caccagectg 60
ctgatcagct ggcataggtt ctcttctatc atggecgtatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtggetg getctgttaa cacagctacc 180
atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgctgt cacgatccat 240
aacgtttctt tcccaatttc cattaattac cgcaca 276
<210> 63

<211> 282

<212> DNA

<213> Artificial Sequence
<220><223> Synthetic: ATI-966 w/ N leader and modified C-terminus including

PC (nucleotide sequence with N-terminal methionine)

<400> 63

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgceccaccec caccagectg 60
ctgatcagct ggcataggtt ctcttctatc atggcgtatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtggetg getcectgttaa cacagctacc 180
atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgctgt cacgatccat 240
aacgtttctt tcccaatttc cattaattac cgcacaccgt gc 282
<210> 64

<211> 318

<212> DNA

<213> Artificial Sequence
<220><223> Synthetic: ATI-966 w/ N leader and C tail + his tag (nucleotide

sequence with N-terminal methionine)

<400> 64
atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccece caccagectg 60
ctgatcagct ggcataggtt ctcttctatc atggcgtatt accgcatcac ttacggcgaa 120
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acaggaggca atagccctgt ccaggagttc actgtggetg getctgttaa cacagctacc
atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgctgt cacgatccat
aacgtttctt tcccaatttc cattaattac cgcacagaaa ttgacaaacc atcccagcac
catcaccacc accactga

<210> 65

<211> 84

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-967 core (parent of ADX_5417_E01)
<400> 65

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Gln Gly

1 5 10 15
Gln Leu Ser Pro Ser Phe Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly
20 25 30
Gly Asn Ser Pro Val Gln Glu Phe Thr Val Pro Val Ala Ser Gly Thr
35 40 45
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val
50 95 60

Tyr Ala Val Thr Ser His Gly Ile Tyr Phe Tyr Ala Pro Ile Ser Ile

65 70 75 80

Asn Tyr Arg Thr

<210> 66

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-967 BC loop
<400> 66

Gln Gly GIn Leu Ser Pro Ser Phe Tyr

1 5

<210> 67

<211> 6

<212> PRT
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<213> Artificial Sequence

<220><223> Synthetic: ATI-967 DE loop
<400> 67

Pro Val Ala Ser Gly Thr

1 5

<210> 68

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-967 FG loop

<400> 68

Val Thr Ser His Gly Ile Tyr Phe Tyr Ala Pro

1 5 10

<210> 69

<211> 93

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-967 w/ N leader

<400> 69

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe Tyr

20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Pro Val Ala Ser Gly Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ser His Gly
65 70 75 80
Ile Tyr Phe Tyr Ala Pro Ile Ser Ile Asn Tyr Arg Thr

85 90
<210>

70
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<211> 99

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-967 w/ N leader + his tag

<400> 70

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe Tyr
20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45

Phe Thr Val Pro Val Ala Ser Gly Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ser His Gly
65 70 75 80
Ile Tyr Phe Tyr Ala Pro Ile Ser Ile Asn Tyr Arg Thr His His His
85 90 95

His His His

<210> 71

<211> 100

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-967 w/ N leader and C tail

<400> 71
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe Tyr
20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45

Phe Thr Val Pro Val Ala Ser Gly Thr Ala Thr Ile Ser Gly Leu Lys

- 144 -



50 55 60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ser His Gly
65 70 75 80
Ile Tyr Phe Tyr Ala Pro Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp
85 90 95
Lys Pro Ser Gln
100
<210> 72
<211> 106
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-967 w/ N leader and C tail + his tag
<400> 72

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe Tyr
20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Pro Val Ala Ser Gly Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ser His Gly

65 70 75 80
Ile Tyr Phe Tyr Ala Pro Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp
85 90 95
Lys Pro Ser Gln His His His His His His
100 105
<210> 73
<211> 95
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI-967 w/ N leader and modified C-terminus including
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PC
<400> 73

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe Tyr
20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Pro Val Ala Ser Gly Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ser His Gly

65 70 75 80
Ile Tyr Phe Tyr Ala Pro Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90 95
<210> 74
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-967 w/ N leader and modified C-terminus including
PC + his tag
<400> 74
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe Tyr

20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Pro Val Ala Ser Gly Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ser His Gly

65 70 75 80
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Ile Tyr Phe Tyr Ala Pro Ile Ser Ile Asn Tyr Arg Thr Pro Cys His

85 90 95
His His His His His
100
<210> 75
<211> 107
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-967 full length
<400> 75
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15
Pro Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe
20 25 30

Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln

35 40 45
Glu Phe Thr Val Pro Val Ala Ser Gly Thr Ala Thr Ile Ser Gly Leu
50 95 60
Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Ser His
65 70 75 80
Gly Ile Tyr Phe Tyr Ala Pro Ile Ser Ile Asn Tyr Arg Thr Glu Ile
85 90 95
Asp Lys Pro Ser Gln His His His His His His

100 105

<210> 76

<211> 252

<212> DNA

<213> Artificial Sequence

<220><223> Synthetic: ATI-967 core (nucleotide sequence)

<400> 76
gaagtggttg ctgccacccce caccagectg ctgatcaget ggcagggaca getgtcteceg 60
tctttctatt accgaatcac ttacggcgaa acaggaggca atagccctgt ccaggagttc 120
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actgtgcectg ttgctagtgg
accatcactg tgtatgctgt

aattaccgca ca

<210> 77
<211> 282

<212> DNA

gacagctacc atcagcggec ttaaacctgg cgttgattat

cacttctcat ggcatatact tctacgctcc aatttccatt

<213> Artificial Sequence

<220><223> Synthetic: ATI-967 w/ N leader (nucleotide sequence with

N-terminal methionine)

<400> 77

atgggagttt ctgatgtgcc
ctgatcagct ggcagggaca
acaggaggca atagccctgt
atcagcggcec ttaaacctgg

ggcatatact tctacgctcc

<210> 78
<211> 288

<212> DNA

gcgcgacctg gaagtggttg ctgecacccece caccagectg
getgtcteeg tetttcectatt accgaatcac ttacggcgaa
ccaggagttc actgtgectg ttgctagtgg gacagctacc
cgttgattat accatcactg tgtatgctgt cacttctcat

aatttccatt aattaccgca ca

<213> Artificial Sequence

<220><223> Synthetic: ATI-967 w/ N leader and modified C-terminus including

PC (nucleotide
<400> 78
atgggagttt ctgatgtgcc
ctgatcagct ggcagggaca
acaggaggca atagccctgt

atcagcggcec ttaaacctgg

ggcatatact tctacgctcc
<210> 79
<211> 325

<212> DNA

sequence with N-terminal methionine)

gcgcgacctg gaagtggttg ctgecaccece caccagectg
getgtcteeg tetttcectatt accgaatcac ttacggcgaa
ccaggagttc actgtgectg ttgctagtgg gacagctacc

cgttgattat accatcactg tgtatgctgt cacttctcat

aatttccatt aattaccgca caccgtge

<213> Artificial Sequence

<220><223> Synthetic: ATI-967 w/ N leader and C tail + his tag (nucleotide
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sequence with N-terminal methionine)
<400> 79
atgggagttt ctgatgtgcc gecgegacctg gaagtggttg
ctgatcagct ggcagggaca gectgtctecg tetttctatt
acaggaggca atagccctgt ccaggagttc actgtgectg

atcagcggcec ttaaacctgg cgttgattat accatcactg

ggcatatact tctacgctcc aatttccatt aattaccgca
cagcaccatc accaccacca ctgat

<210> 80

<211> 86

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5322_A02 core
<400> 80

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu
1 5 10

Asp Gly Pro Ile Asp Arg Tyr Tyr Arg Ile Thr

20 25

Gly Asn Ser Pro Val Gln Glu Phe Thr Val Pro
35 40
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 95
Tyr Ala Val Arg Leu Glu Glu Ala His Tyr Asn
65 70 75
Ser Ile Asn Tyr Arg Thr
85
<210> 81
<211> 9
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5322_A02 BC loop

<400> 81

ctgccacccec caccagectg
accgaatcac ttacggcgaa
ttgctagtgg gacagctacc

tgtatgctgt cacttctcat

cagaaattga caaaccatcc

Ile Ser Trp Ser
15
Tyr Gly Glu Thr

30

Pro Asp Gln Lys
45

Tyr Thr Ile Thr

60

Arg Glu Phe Pro
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Ser Tyr Asp Gly Pro Ile Asp Arg Tyr

1 5

<210> 82

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5322_A02 DE loop
<400> 82

Pro Pro Asp Gln Lys Thr

1 5

<210> 83

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5322_A02 FG loop
<400> 83

Val Arg Leu Glu Glu Ala His Tyr Asn Arg Glu Phe Pro

1 5 10

<210> 84

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5322_A02 w/ N leader

<400> 84

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asp Gly Pro Ile Asp Arg Tyr
20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45

Phe Thr Val Pro Pro Asp Gln Lys Thr Ala Thr Ile Ser Gly Leu Lys
50 55 60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Arg Leu Glu Glu
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65

Ala His Tyr Asn
<210> 85
<211> 101
<212> PRT

<213>

oin
]
Jm
el

70 75 80

Arg Glu Phe Pro Ile Ser Ile Asn Tyr Arg Thr
85

90 95

Artificial Sequence

<220><223> Synthetic: ADX_5322_A02 w/ N leader + his tag

<400> 85
Gly Val Ser Asp
1
Thr Ser Leu Leu
20
Tyr Arg Ile Thr
35
Phe Thr Val Pro

50

Pro Gly Val Asp
65

Ala His Tyr Asn

His His His His

100
<210> 86
<211> 102
<212> PRT

<213>

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
5 10 15
Ile Ser Trp Ser Tyr Asp Gly Pro Ile Asp Arg Tyr
25 30
Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
40 45
Pro Asp Gln Lys Thr Ala Thr Ile Ser Gly Leu Lys

55 60

Tyr Thr Ile Thr Val Tyr Ala Val Arg Leu Glu Glu

70 75 80

Arg Glu Phe Pro Ile Ser Ile Asn Tyr Arg Thr His
85

90 95

His

Artificial Sequence

<220><223> Synthetic: ADX_5322_A02 w/ N leader and C tail

<400> 86

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asp Gly Pro Ile Asp Arg Tyr
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10-2632418



20 25

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly
35 40
Phe Thr Val Pro Pro Asp Gln Lys Thr
50 55

Pro Gly Val Asp Tyr Thr Ile Thr Val

65 70

Ala His Tyr Asn Arg Glu Phe Pro Ile

85

Ile Asp Lys Pro Ser Gln
100

<210> 87

<211> 108

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5322_A02

<400> 87

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Ser Tyr

20 25
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly
35 40
Phe Thr Val Pro Pro Asp Gln Lys Thr
50 55
Pro Gly Val Asp Tyr Thr Ile Thr Val

65 70

Ala His Tyr Asn Arg Glu Phe Pro Ile
85

Ile Asp Lys Pro Ser GIn His His His

100 105

<210> 88

SSS0l 10-2632418

30
Gly Asn Ser Pro Val Gln Glu
45
Ala Thr Ile Ser Gly Leu Lys
60

Tyr Ala Val Arg Leu Glu Glu

75 80
Ser Ile Asn Tyr Arg Thr Glu

90 95

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro

10 15

Asp Gly Pro Ile Asp Arg Tyr
30
Gly Asn Ser Pro Val Gln Glu
45
Ala Thr Ile Ser Gly Leu Lys
60
Tyr Ala Val Arg Leu Glu Glu

75 80

Ser Ile Asn Tyr Arg Thr Glu
90 95

His His His
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<211> 97
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5322_

including PC
<400> 88
Gly Val Ser Asp Val Pro Arg Asp

1 5

Thr Ser Leu Leu Ile Ser Trp Ser
20
Tyr Arg Ile Thr Tyr Gly Glu Thr
35 40
Phe Thr Val Pro Pro Asp Gln Lys
50 55
Pro Gly Val Asp Tyr Thr Ile Thr

65 70

Ala His Tyr Asn Arg Glu Phe Pro
85

Cys

<210> 89
<211> 103
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5322_

including PC + his tag
<400> 89
Gly Val Ser Asp Val Pro Arg Asp
1 5

Thr Ser Leu Leu Ile Ser Trp Ser

20

Tyr Arg Ile Thr Tyr Gly Glu Thr

A02 w/ N leader and modified C-terminus

Leu Glu Val Val Ala Ala Thr Pro

10 15

Tyr Asp Gly Pro Ile Asp Arg Tyr
25 30
Gly Gly Asn Ser Pro Val Gln Glu
45
Thr Ala Thr Ile Ser Gly Leu Lys
60
Val Tyr Ala Val Arg Leu Glu Glu

75 80

[le Ser Ile Asn Tyr Arg Thr Pro

90 95

A02 w/ N leader and modified C-terminus

Leu Glu Val Val Ala Ala Thr Pro
10 15

Tyr Asp Gly Pro Ile Asp Arg Tyr

25 30

Gly Gly Asn Ser Pro Val GIn Glu
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35

40

oin
]
Jm
el

45

Phe Thr Val Pro Pro Asp Gln Lys Thr Ala Thr Ile Ser Gly Leu Lys

50

55

60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Arg Leu Glu Glu

65

70

75 80

Ala His Tyr Asn Arg Glu Phe Pro Ile Ser Ile Asn Tyr Arg Thr Pro

Cys His His His His His His

<210>
<211>
<212>

<213>

85

100
90
97
PRT

Artificial Sequence

90 95

<220><223> Synthetic: ADX_5322_A02-Mal-DBCO-FFPF18

<400> 90

Gly Val Ser Asp

1

Thr Ser Leu Leu
20

Tyr Arg Ile Thr
35
Phe Thr Val Pro
50
Pro Gly Val Asp
65

Ala His Tyr Asn

Cys

<210> 91
<211> 104

<212> PRT

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

5

10 15

Ile Ser Trp Ser Tyr Asp Gly Pro Ile Asp Arg Tyr

25

30

Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

40

45

Pro Asp Gln Lys Thr Ala Thr Ile Ser Gly Leu Lys

55

60

Tyr Thr Ile Thr Val Tyr Ala Val Arg Leu Glu Glu

70

75 80

Arg Glu Phe Pro Ile Ser Ile Asn Tyr Arg Thr Pro

85

90 95

- 154 -
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<213> Artificial Sequence

<220><223> Synthetic: ADX_5322_A02 full length

<400> 91

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asp Gly Pro Ile Asp Arg
20 25 30

Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln

35 40 45

Glu Phe Thr Val Pro Pro Asp Gln Lys Thr Ala Thr Ile Ser Gly Leu
50 55 60
Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Arg Leu Glu
65 70 75 80
Glu Ala His Tyr Asn Arg Glu Phe Pro Ile Ser Ile Asn Tyr Arg Thr
85 90 95
Pro Cys His His His His His His
100
<210> 92
<211> 258
<212> DNA

<213> Artificial Sequence

<220><223> Synthetic: ADX_5322_A02 core (nucleotide sequence)

<400> 92

gaagtggttg ctgccacccce caccagectg ctgatcaget ggtcttacga tggcccaatt 60
gaccggtatt accgcatcac ttacggcgaa acaggaggca atagccctgt ccaggagttc 120
actgtgcctc cggatcagaa gacagctacc atcagcggec ttaaacctgg cgttgattat 180
accatcactg tgtatgctgt ccggctggaa gaagctcatt acaatcgaga gtttccaatt 240
tccattaatt accgcaca 258
<210> 93

<211> 288

<212> DNA

<213> Artificial Sequence
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<220><223> Synthetic: ADX_5322_A02 w/ N leader (nucleotide sequence with

N-terminal methionine)

<400> 93

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccece caccagectg 60
ctgatcagct ggtcttacga tggcccaatt gaccggtatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtgectc cggatcagaa gacagctacc 180
atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgetgt ccggetggaa 240
gaagctcatt acaatcgaga gtttccaatt tccattaatt accgcaca 288
<210> 94

<211> 294

<212> DNA

<213> Artificial Sequence
<220><223> Synthetic: ADX_5322_A02 w/ N leader and modified C-terminus

including PC (nucleotide sequence with N-terminal methionine)

<400> 94

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccece caccagectg 60
ctgatcagct ggtcttacga tggcccaatt gaccggtatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtgectc cggatcagaa gacagctacc 180
atcagcggec ttaaacctgg cgttgattat accatcactg tgtatgetgt ccggectggaa 240
gaagctcatt acaatcgaga gtttccaatt tccattaatt accgcacacc gtgc 294
<210> 95

<211> 315

<212> DNA

<213> Artificial Sequence
<220><223> Synthetic: ADX_5322_A02 w/ N leader and C tail + his tag

(nucleotide sequence with N-terminal methionine)

<400> 95

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccec caccagectg 60
ctgatcagct ggtcttacga tggcccaatt gaccggtatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtgectc cggatcagaa gacagctacc 180
atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgetgt ccggetggaa 240
gaagctcatt acaatcgaga gtttccaatt tccattaatt accgcacacc gtgccaccat 300
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caccaccacc actga 315
<210> 96

<211> &4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5417_EO1 core

<400> 96

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Arg Ala

1 5 10 15

Gln Leu Ser Pro Ser Phe Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

20 25 30
Gly Asn Ser Pro Val Gln Glu Phe Thr Val Pro Asn Asp Val Met Thr
35 40 45
Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val
50 95 60
Tyr Ala Val Thr Thr His Gly Val Tyr Phe Tyr Ser Pro Ile Ser Ile
65 70 75 80

Asn Tyr Arg Thr

<210> 97

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5417_EO01 BC loop
<400> 97

Arg Ala GIn Leu Ser Pro Ser Phe Tyr

1 5

<210> 98

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5417_EO1 DE loop

<400> 98

- 157 -
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Pro Asn Asp Val Met Thr
1 5
<210> 99

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5417_EO01 FG loop

<400> 99

Val Thr Thr His Gly Val Tyr Phe Tyr

1 5
<210> 100

<211> 93

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5417_EO1

<400> 100

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Arg Ala

20

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

35

Phe Thr Val Pro Asn Asp Val Met Thr

50 55

Pro Gly Val Asp Tyr Thr Ile Thr Val

65 70

Val Tyr Phe Tyr Ser Pro Ile Ser Ile

85
<210> 101
<211> 99
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5417_EO1

40

25

Ser Pro

10

w/ N leader

Glu Val Val Ala Ala Thr Pro

10 15

GIn Leu Ser Pro Ser Phe Tyr
30

Gly Asn Ser Pro Val Gln Glu

45

Ala Thr Ile Ser Gly Leu Lys
60
Tyr Ala Val Thr Thr His Gly
75 80
Asn Tyr Arg Thr

90

w/ N leader + his tag

- 158 -

S=50ol 10-2632418



<400> 101

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val
1 5 10
Thr Ser Leu Leu Ile Ser Trp Arg Ala Gln Leu Ser
20 25
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser
35 40
Phe Thr Val Pro Asn Asp Val Met Thr Ala Thr Ile

50 55 60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val
65 70 75

Val Tyr Phe Tyr Ser Pro Ile Ser Ile Asn Tyr Arg

85 90

His His His

<210> 102

<211> 100

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5417_EO1 w/ N leader
<400> 102

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1 5 10

Thr Ser Leu Leu Ile Ser Trp Arg Ala Gln Leu Ser
20 25
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser
35 40
Phe Thr Val Pro Asn Asp Val Met Thr Ala Thr Ile
50 55 60
Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val

65 70 75

Ala

Pro

Pro

45

Ser

Thr

Thr

and

Pro

Pro

45

Ser

Thr

Ala Thr Pro
15

Ser Phe Tyr

30

Val Gln Glu

Gly Leu Lys

Thr His Gly
80
His His His
95

C tail

Ala Thr Pro

15

Ser Phe Tyr
30

Val Gln Glu

Gly Leu Lys

Thr His Gly

80

- 159 -
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Val Tyr Phe Tyr Ser Pro Ile Ser
85
Lys Pro Ser Gln
100
<210> 103
<211> 106
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5417_|

<400> 103
Gly Val Ser Asp Val Pro Arg Asp

1 5

Thr Ser Leu Leu Ile Ser Trp Arg Ala

20
Tyr Arg Ile Thr Tyr Gly Glu Thr
35 40
Phe Thr Val Pro Asn Asp Val Met
50 95
Pro Gly Val Asp Tyr Thr Ile Thr
65 70

Val Tyr Phe Tyr Ser Pro Ile Ser

85
Lys Pro Ser Gln His His His His
100
<210> 104
<211> 95
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ADX_5417_

including PC
<400> 104
Gly Val Ser Asp Val Pro Arg Asp

1 5

omn
]
Jm
el

[le Asn Tyr Arg Thr Glu Ile Asp

90 95

EO1 w/ N leader and C tail + his tag

Leu Glu Val Val Ala Ala Thr Pro
10 15

Gln Leu Ser Pro Ser Phe Tyr

25 30
Gly Asn Ser Pro Val Gln Glu
45
Thr Ala Thr Ile Ser Gly Leu Lys
60
Val Tyr Ala Val Thr Thr His Gly
75 80

Asn Tyr Arg Thr Glu Ile Asp

90 95

His His

105

EO1 w/ N leader and modified C-terminus

Leu Glu Val Val Ala Ala Thr Pro

10 15

- 160 -

10-2632418



Thr Ser Leu Leu Ile Ser Trp Arg Ala Gln Leu Ser

20

25

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser

35

40

Phe Thr Val Pro Asn Asp Val Met Thr Ala Thr Ile

50

55

60

Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val

65

Val Tyr Phe Tyr Ser Pro Ile Ser Ile Asn Tyr Arg

<210> 105
<211> 101

<212> PRT

85

70

<213> Artificial Sequence

75

90

<220><223> Synthetic: ADX_5417_EO01 w/ N leader

including PC + his tag

<400> 105

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1

5

10

Thr Ser Leu Leu Ile Ser Trp Arg Ala Gln Leu Ser

20

Tyr Arg Ile Thr
35
Phe Thr Val Pro
50
Pro Gly Val Asp
65

Val Tyr Phe Tyr

His His His His

100

25

Tyr Gly Glu Thr Gly Gly Asn Ser

Asn Asp Val Met Thr Ala Thr Ile

Tyr Thr Ile Thr Val Tyr Ala Val Thr

Ser Pro Ile Ser Ile Asn Tyr Arg Thr

85

His

70

55

40

60

75

90

SSS0l 10-2632418

Pro Ser Phe Tyr

30

Pro Val Gln Glu
45
Ser Gly Leu Lys
Thr Thr His Gly
80

Thr Pro Cys

95

and modified C-terminus

Ala Thr Pro
15
Pro Ser Phe Tyr

30

Pro Val Gln Glu
45
Ser Gly Leu Lys
Thr His Gly
80
Pro Cys His

95
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<210> 106

<211> 97

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: ADX-5417_EO1
<400> 106

Gly Val Ser Asp Val Pro Arg Asp Leu
1 5

Thr Ser Leu Leu Ile Ser Trp Ser Tyr
20 25
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

35 40

Phe Thr Val Pro Pro Asp Gln Lys Thr

50 55
Pro Gly Val Asp Tyr Thr Ile Thr Val
65 70
Ala His Tyr Asn Arg Glu Phe Pro Ile
85

Cys

<210> 107
<211> 102
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ADX-5417_EO1

<400> 107
Met Gly Val Ser Asp Val Pro Arg Asp
1 5
Pro Thr Ser Leu Leu Ile Ser Trp Arg
20 25
Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr
35 40

Glu Phe Thr Val Pro Asn Asp Val Met

SSS0l 10-2632418

Mal-DBCO-FFPF18

Glu Val Val Ala Ala Thr Pro

10 15

Asp Gly Pro Ile Asp Arg Tyr
30

Gly Asn Ser Pro Val Gln Glu

45

Ala Thr Ile Ser Gly Leu Lys
60

Tyr Ala Val Arg Leu Glu Glu

75 80

Ser Ile Asn Tyr Arg Thr Pro

90 95

full length

Leu Glu Val Val Ala Ala Thr
10 15
Ala GIn Leu Ser Pro Ser Phe
30
Gly Gly Asn Ser Pro Val Gln
45

Thr Ala Thr Ile Ser Gly Leu
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50 55 60

Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Thr His
65 70 75 80
Gly Val Tyr Phe Tyr Ser Pro Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90 95
His His His His His His
100
<210> 108
<211> 252
<212> DNA
<213> Artificial Sequence
<220><223> Synthetic: ADX-5417_E01 core (nucleotide sequence)
<400> 108

gaagtggttg ctgccacccece caccagectg ctgatcaget ggagggetca getgtcteceg

tctttctatt accgcatcac ttacggcgaa acaggaggca atagccctgt ccaggagttc
actgtgccta atgatgtaat gacagctacc atcagcggec ttaaacctgg cgttgattat
accatcactg tgtatgctgt cactactcat ggtgtttatt tctactcacc aatttccatt
aattaccgca ca

<210> 109

<211> 282

<212> DNA

<213> Artificial Sequence

60

120
180
240

252

<220><223> Synthetic: ADX_5417_EO1 w/ N leader (nucleotide sequence with

N-terminal methionine)
<400> 109

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccec caccagectg

ctgatcagct ggagggctca getgtctecg tetttctatt accgcatcac ttacggcgaa
acaggaggca atagccctgt ccaggagttc actgtgecta atgatgtaat gacagctacc
atcagcggec ttaaacctgg cgttgattat accatcactg tgtatgctgt cactactcat
ggtgtttatt tctactcacc aatttccatt aattaccgca ca

<210> 110

<211> 288
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<212> DNA
<213> Artificial Sequence
<220><223> Synthetic: ADX_5417_EO1 w/ N leader and modified C-terminus

including PC (nucleotide sequence with N-terminal methionine)

<400> 110
atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgceccaccece caccagectg 60
ctgatcagct ggagggctca getgtctecg tetttctatt accgcatcac ttacggcecgaa 120
acaggaggca atagccctgt ccaggagttc actgtgecta atgatgtaat gacagctacc 180
atcagcggcec ttaaacctgg cgttgattat accatcactg tgtatgctgt cactactcat 240
ggtgtttatt tctactcacc aatttccatt aattaccgca caccgtge 288
<210> 111
<211> 309
<212> DNA

<213> Artificial Sequence

<220><223> Synthetic: ADX_5417_EO01 w/ N leader and C tail + his tag

(nucleotide sequence with N-terminal methionine)

<400> 111

atgggagttt ctgatgtgcc gegegacctg gaagtggttg ctgccaccece caccagectg 60
ctgatcagct ggagggctca getgtctecg tetttctatt accgcatcac ttacggcgaa 120
acaggaggca atagccctgt ccaggagttc actgtgecta atgatgtaat gacagctacc 180
atcagcggec ttaaacctgg cgttgattat accatcactg tgtatgctgt cactactcat 240
ggtgtttatt tctactcacc aatttccatt aattaccgca caccgtgcca ccatcaccac 300
caccactga 309
<210> 112

<211> 80

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_A10 core

<400> 112

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Pro Tyr
1 5 10 15

Pro Ser Tyr Tyr Ile Glu Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly
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20 25 30
Asn Ser Pro Val Gln Glu Phe Thr Val Gln Ser Met Lys Ala Thr Ile

35 40 45

Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Ile
50 55 60

Arg His Pro Gly Met Leu Glu Phe Gly Ile Ser Ile Asn Tyr Arg Thr

65 70 75 80

<210> 113

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_A10 BC loop

<400> 113

Pro Tyr Pro Ser Tyr Tyr Ile Glu

1 5

<210> 114

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_A10 DE loop
<400> 114

Ile Arg His Pro Gly Met Leu Glu Phe Gly

1 5 10
<210> 115

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_A10 FG loop
<400> 115

Val Thr Asp Gly Ala Ser Ile Ala Ser Tyr Ala Phe Pro
1 5 10
<210> 116

<211> 89
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_A10 w/ N leader
<400> 116

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Pro Tyr Pro Ser Tyr Tyr Ile Glu Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gln Ser Met Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Ile Arg His Pro Gly Met Leu Glu

65 70 75 80
Phe Gly Ile Ser Ile Asn Tyr Arg Thr
85
<210> 117
<211> 95
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_A10 w/ N leader + his tag
<400> 117
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Pro Tyr Pro Ser Tyr Tyr Ile Glu Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gln Ser Met Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ile Arg His Pro Gly Met Leu Glu

65 70 75 80
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Phe Gly Ile Ser Ile Asn Tyr Arg Thr His His His His His His

85 90 95

<210> 118

<211> 96

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_A10 w/ N leader and C tail

<400> 118

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Pro Tyr Pro Ser Tyr Tyr Ile Glu Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Gln Ser Met Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 95 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ile Arg His Pro Gly Met Leu Glu
65 70 75 80
Phe Gly Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95

<210> 119

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_A10w/ N leader and C tail + his

<400> 119

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Pro Tyr Pro Ser Tyr Tyr Ile Glu Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45
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Thr Val Gln Ser Met Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Ile Arg His Pro Gly Met Leu Glu
65 70 75 80
Phe Gly Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 120
<211> 91
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_A10w/ N leader and modified C-terminus
including PC
<400> 120

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Pro Tyr Pro Ser Tyr Tyr Ile Glu Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gln Ser Met Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Ile Arg His Pro Gly Met Leu Glu

65 70 75 80
Phe Gly Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 121
<11> 97
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_A10 w/ N leader and modified C-terminus
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including PC + his tag
<400> 121
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5

Thr Ser Leu Leu Ile Ser Trp Pro Tyr

20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly
35 40
Thr Val Gln Ser Met Lys Ala Thr Ile
50 55
Asp Tyr Thr Ile Thr Val Tyr Ala Ile
65 70

Phe Gly Ile Ser Ile Asn Tyr Arg Thr

85

His

<210> 122

<211> 103

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_A10

<400> 122

Met Gly Val Ser Asp Val Pro Arg Asp

1 5

Pro Thr Ser Leu Leu Ile Ser Trp Pro
20 25

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

35 40
Phe Thr Val Gln Ser Met Lys Ala Thr
50 95
Val Asp Tyr Thr Ile Thr Val Tyr Ala

65 70

Glu Val Val Ala Ala Thr Pro
10 15

Pro Ser Tyr Tyr Ile Glu Tyr

30
Asn Ser Pro Val Gln Glu Phe
45
Ser Gly Leu Lys Pro Gly Val
60
Arg His Pro Gly Met Leu Glu
75 80

Pro Cys His His His His His

90 95

full length

Leu Glu Val Val Ala Ala Thr

10 15

Tyr Pro Ser Tyr Tyr Ile Glu
30

Gly Asn Ser Pro Val Gln Glu

45
Ile Ser Gly Leu Lys Pro Gly
60
Ile Arg His Pro Gly Met Leu

75 80
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Glu Phe Gly Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser
85 90 95
Gln His His His His His His

100

<210> 123

<211> 76

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_B09 core

<400> 123

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp His Lys

1 5 10 15

Phe Ser Ser Leu Met Ser Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly
20 25 30

Asn Ser Pro Val Gln Glu Phe Thr Val Gly Ser Val Asn Ala Thr Ile

35 40 45

Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Ile
50 95 60

His Asn Val Gly Phe Ile Ser Ile Asn Tyr Arg Thr

65 70 75

<210> 124

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_B09 BC loop

<400> 124

His Lys Phe Ser Ser Leu Met Ser

1 5

<210> 125

<211> 4

<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1420_B09 DE loop

<400> 125

Gly Ser Val Asn

1

<210> 126

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_B09 FG loop

<400> 126

Ile His Asn Val Gly Phe

1 5

<210> 127

<211> 85

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_B09 w/ N leader

<400> 127

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His Lys Phe Ser Ser Leu Met Ser Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gly Ser Val Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ile His Asn Val Gly Phe Ile Ser
65 70 75 80
Ile Asn Tyr Arg Thr

85

<210

> 128

<211> 91
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_B09 w/ N leader + his tag

<400> 128

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His Lys Phe Ser Ser Leu Met Ser Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Gly Ser Val Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ile His Asn Val Gly Phe Ile Ser
65 70 75 80
Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 129
<211> 92
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: AATI_1420_B09 w/ N leader and C tail
<400> 129

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp His Lys Phe Ser Ser Leu Met Ser Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gly Ser Val Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Ile His Asn Val Gly Phe Ile Ser

65 70 75 80
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Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90
<210> 130
<211> 98
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_B09 w/ N leader and C tail + his tag
<400> 130
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His Lys Phe Ser Ser Leu Met Ser Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gly Ser Val Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 95 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ile His Asn Val Gly Phe Ile Ser
65 70 75 80

Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His His His

85 90 95

His His

<210> 131

<211> 87

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_B09 w/ N leader and modified C-terminus
including PC

<400> 131

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His Lys Phe Ser Ser Leu Met Ser Tyr
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20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gly Ser Val Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ile His Asn Val Gly Phe Ile Ser
65 70 75 80
Ile Asn Tyr Arg Thr Pro Cys
85
<210> 132
<211> 93
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_B09 w/ N leader and modified C-terminus
including PC + his tag
<400> 132
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp His Lys Phe Ser Ser Leu Met Ser Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Gly Ser Val Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ile His Asn Val Gly Phe Ile Ser
65 70 75 80
Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90
<210> 133
<211> 99
<212> PRT

<213> Artificial Sequence

~174 -

10-2632418



<220><223> Synthetic: ATI_1420_B09
<400> 133

Met Gly Val Ser Asp Val Pro Arg Asp

1 5
Pro Thr Ser Leu Leu Ile Ser Trp His
20 25
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly
35 40

Phe Thr Val Gly Ser Val Asn Ala Thr
50 55

Val Asp Tyr Thr Ile Thr Val Tyr Ala

65 70

Ser Ile Asn Tyr Arg Thr Glu Ile Asp

85

His His His

<210> 134

<211> 79

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C02
<400> 134

Glu Val Val Ala Ala Thr Pro Thr Ser
1 5

Lys Ser Tyr Tyr Ala Tyr Arg Ile Thr

20 25
Ser Pro Val Gln Glu Phe Thr Val Arg
35 40
Gly Leu Lys Pro Gly Val Asp Tyr Thr
50 95
Gly Asp Val Glu Leu Val Tyr Glu Ile

65 70

full length

Leu Glu Val Val

10

Lys Phe Ser Ser

Gly Asn Ser Pro
45

Ile Ser Gly Leu

60

Ile His Asn Val

75
Lys Pro Ser Gln

90

core
Leu Leu Ile Ser
10

Tyr Gly Glu Thr

Gln His Val Ala
45

Ile Thr Val Tyr

60

Ser Ile Asn Tyr

75

S=S0l 10-2632418

Ala Ala Thr

15
Leu Met Ser
30

Val Gln Glu

Lys Pro Gly

Gly Phe Ile

80
His His His

95

Trp Arg Ile
15

Gly Gly Asn

30

Thr Ile Ser

Ala Arg Leu

Arg Thr
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<210> 135
<211> 7
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C02 BC loop
<400> 135

Arg Ile Lys Ser Tyr Tyr Ala

1 5

<210> 136

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C02 DE loop
<400> 136

Arg Gln His Val

1

<210> 137

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C02 FG loop
<400> 137

Arg Leu Gly Asp Val Glu Leu Val Tyr Glu

1 5 10
<210> 138

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C02 w/ N leader

<400> 138

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Ile Lys Ser Tyr Tyr Ala Tyr Arg
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20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45

Val Arg Gln His Val Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60
Tyr Thr Ile Thr Val Tyr Ala Arg Leu Gly Asp Val Glu Leu Val Tyr
65 70 75 80
Glu Ile Ser Ile Asn Tyr Arg Thr

85

<210> 139
<211> 91
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_C02 w/ N leader + his tag
<400> 139
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His Lys Phe Ser Ser Leu Met Ser Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gly Ser Val Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ile His Asn Val Gly Phe Ile Ser

65 70 75 80

Ile Asn Tyr Arg Thr His His His His His His
85 90

<210> 140

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C02 w/ N leader and C tail
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<400> 140

Gly Val Ser Asp Val Pro Arg Asp Leu

1

Thr Ser Leu Leu Ile Ser Trp Arg Ile

20

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

Val Arg Gln His Val Ala Thr Ile Ser

50

Tyr Thr Ile Thr Val Tyr Ala Arg Leu

65

Glu Ile Ser Ile Asn Tyr Arg Thr Glu

<210> 141

<211> 101

<212> PRT

<213>

<220><223> Synthetic: ATI_1420_C02

<400> 141

Gly Val Ser Asp Val Pro Arg Asp Leu

1

Thr Ser Leu Leu Ile Ser Trp Arg Ile

20

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

Val Arg GIn His Val Ala Thr Ile Ser

50

Tyr Thr Ile Thr Val Tyr Ala Arg Leu

65

5

85

5

70

70

55

Artificial Sequence

55

40

40

25

25

Glu Val Val
10

Lys Ser Tyr

Ser Pro Val

Gly Leu Lys

60

Gly Asp Val
75

Ile Asp Lys

90

w/ N leader

Glu Val Val

10

Lys Ser Tyr

Ser Pro Val

Gly Leu Lys

60
Gly Asp Val

75

Glu Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys

His His His His His

85

90

Ala Ala Thr Pro
15
Tyr Ala Tyr Arg
30

Gln Glu Phe Thr

45

Pro Gly Val Asp

Glu Leu Val Tyr
80
Pro Ser Gln

95

and C tail + his tag

Ala Ala Thr Pro
15
Tyr Ala Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp

Glu Leu Val Tyr
80
Pro Ser Gln His

95
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100
<210> 142
<211> 90
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C02

including PC
<400> 142
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5
Thr Ser Leu Leu Ile Ser Trp Arg Ile
20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Arg Gln His Val Ala Thr Ile Ser

50 55

Tyr Thr Ile Thr Val Tyr Ala Arg Leu

65 70

Glu Ile Ser Ile Asn Tyr Arg Thr Pro

85

<210> 143

<211> 93

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C02
including PC + his tag

<400> 143

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp His Lys
20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly

on
Ju
Jin
Qi

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro
10 15
Lys Ser Tyr Tyr Ala Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp

60

Gly Asp Val Glu Leu Val Tyr
75 80
Cys

90

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro

10 15

Phe Ser Ser Leu Met Ser Tyr
30

Asn Ser Pro Val GIn Glu Phe
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35 40 45
Thr Val Gly Ser Val Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ile His Asn Val Gly Phe Ile Ser

65 70 75 80

Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90
<210> 144
<211> 102
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_C02 full length
<400> 144
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15
Pro Thr Ser Leu Leu Ile Ser Trp Arg Ile Lys Ser Tyr Tyr Ala Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45
Thr Val Arg Gln His Val Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Arg Leu Gly Asp Val Glu Leu Val
65 70 75 80

Tyr Glu Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85 90 95
His His His His His His

100

<210> 145

<211> 80

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C11 core
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<400> 145

Glu Val Val Ala Ala

1 5

Pro Leu Lys Ser Val
20

Asn Ser Pro Val Gln

35

Ser Gly Leu Lys Pro
50

Ser Tyr Ser Thr Tyr

65

<210> 146

<211> 8

<212> PRT

Thr Pro Thr Ser Leu Leu Ile Ser Trp Met Tyr
10 15
Pro Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly
25 30
Glu Phe Thr Val Tyr Ser Ser Gly Ala Thr Ile

40 45

Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Met
55 60
His Ala Phe Met Ile Ser Ile Asn Tyr Arg Thr

70 75 80

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C11 BC loop

<400> 146

Met Tyr Pro Leu Lys
1 5
<210> 147

<211> 4

<212> PRT

Ser Val Pro

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C11 DE loop

<400> 147

Tyr Ser Ser Gly
1

<210> 148
<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C11 FG loop

<400> 148
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Met Ser Tyr Ser Thr Tyr His Ala Phe Met

1 5 10

<210> 149

<211> 89

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C11 w/ N leader

<400> 149

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Met Tyr Pro Leu Lys Ser Val Pro Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Ser Ser Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 95 60
Asp Tyr Thr Ile Thr Val Tyr Ala Met Ser Tyr Ser Thr Tyr His Ala

65 70 75 80

Phe Met Ile Ser Ile Asn Tyr Arg Thr
85
<210> 150
<211> 95
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_C11 w/ N leader + his tag
<400> 150
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Met Tyr Pro Leu Lys Ser Val Pro Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45
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Thr Val Tyr Ser Ser Gly Ala Thr Ile
50 55

Asp Tyr Thr Ile Thr Val Tyr Ala Met

65 70

Phe Met Ile Ser Ile Asn Tyr Arg Thr

85

<210> 151

<211> 96

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_C11
<400> 151

Gly Val Ser Asp Val Pro Arg Asp Leu
1 5

Thr Ser Leu Leu Ile Ser Trp Met Tyr

20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly
35 40

Thr Val Tyr Ser Ser Gly Ala Thr Ile

50 95
Asp Tyr Thr Ile Thr Val Tyr Ala Met
65 70
Phe Met Ile Ser Ile Asn Tyr Arg Thr

85

<210> 152
<211> 102
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_C11
<400> 152

Gly Val Ser Asp Val Pro Arg Asp Leu

Ser Gly Leu Lys Pro Gly Val
60
Ser Tyr Ser Thr Tyr His Ala
75 80
His His His His His His

90 95

w/ N leader and C tail

Glu Val Val Ala Ala Thr Pro
10 15
Pro Leu Lys Ser Val Pro Tyr
30
Asn Ser Pro Val Gln Glu Phe
45

Ser Gly Leu Lys Pro Gly Val

60
Ser Tyr Ser Thr Tyr His Ala
75 80
Glu Ile Asp Lys Pro Ser Gln

90 95

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro

10 15
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Thr Ser Leu Leu Ile Ser Trp Met Tyr Pro Leu Lys Ser Val Pro Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Ser Ser Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Met Ser Tyr Ser Thr Tyr His Ala

65 70 75 80
Phe Met Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 153
<211> 91
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_C11 w/ N leader and modified C-terminus
including PC
<400> 153
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Met Tyr Pro Leu Lys Ser Val Pro Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Ser Ser Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Met Ser Tyr Ser Thr Tyr His Ala

65 70 75 80

Phe Met Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90

<210> 154
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<220><223> Synthetic: ATI_1420_C11 w/ N leader and modified C-terminus

including PC + his tag
<400> 154
Gly Val Ser Asp Val Pro Arg Asp Leu Glu
1 5 10
Thr Ser Leu Leu Ile Ser Trp Met Tyr Pro

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Thr Val Tyr Ser Ser Gly Ala Thr Ile Ser
50 55
Asp Tyr Thr Ile Thr Val Tyr Ala Met Ser
65 70
Phe Met Ile Ser Ile Asn Tyr Arg Thr Pro

85 90

His

<210> 155
<211> 103
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: AATI_1420_C11 ful

<400> 155

Met Gly Val Ser Asp Val Pro Arg Asp Leu

1 5 10

Pro Thr Ser Leu Leu Ile Ser Trp Met Tyr
20 25

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly

35 40

Val Val Ala Ala Thr Pro
15
Leu Lys Ser Val Pro Tyr

30

Ser Pro Val Gln Glu Phe
45
Gly Leu Lys Pro Gly Val
60
Tyr Ser Thr Tyr His Ala
75 80
Cys His His His His His

95

1 length

Glu Val Val Ala Ala Thr
15
Pro Leu Lys Ser Val Pro
30
Asn Ser Pro Val Gln Glu

45
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Phe Thr Val Tyr Ser Ser Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Met Ser Tyr Ser Thr Tyr His
65 70 75 80
Ala Phe Met Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser
85 90 95
GIn His His His His His His
100
<210> 156
<211> 79
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_DO1 core

<400> 156

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Arg Thr

1 5 10 15

Val Pro Glu Thr Asp Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn

20 25 30

Ser Pro Val Gln Glu Phe Thr Val Pro Asp Asn Thr Ala Thr Ile Ser

35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu

50 55 60
Thr Ala His Tyr Asn Arg Asp Tyr Ile Ser Ile Asn Tyr Arg Thr
65 70 75
<210> 157
<211> 7
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_DO1 BC loop
<400> 157
Arg Thr Val Pro Glu Thr Asp
1 5

<210> 158
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<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_DO1 DE loop
<400> 158

Pro Asp Asn Thr

1

<210> 159

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_DO1 FG loop

<400> 159

Leu Glu Thr Ala His Tyr Asn Arg Asp Tyr

1 5 10

<210> 160

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D01 w/ N leader

<400> 160

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Thr Val Pro Glu Thr Asp Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Asn Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Thr Ala His Tyr Asn Arg Asp
65 70 75 80

Tyr Ile Ser Ile Asn Tyr Arg Thr
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<210> 161

<211> 94

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D01

<400> 161

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Arg Thr
20 25

I[le Thr Tyr Gly Glu Thr Gly Gly Asn

35 40

Val Pro Asp Asn Thr Ala Thr Ile Ser
50 95

Tyr Thr Ile Thr Val Tyr Ala Leu Glu

65 70

Tyr Ile Ser Ile Asn Tyr Arg Thr His

85

<210> 162

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_DO1
<400

> 162
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5
Thr Ser Leu Leu Ile Ser Trp Arg Thr
20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn
35 40

Val Pro Asp Asn Thr Ala Thr Ile Ser

w/ N leader + his tag

Glu Val Val Ala Ala Thr Pro

10 15

Val Pro Glu Thr Asp Tyr Arg
30

Ser Pro Val Gln Glu Phe Thr

45

Gly Leu Lys Pro Gly Val Asp
60
Thr Ala His Tyr Asn Arg Asp
75 80
His His His His His

90

w/ N leader and C tail

Glu Val Val Ala Ala Thr Pro
10 15
Val Pro Glu Thr Asp Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45

Gly Leu Lys Pro Gly Val Asp
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50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Thr Ala His Tyr Asn Arg Asp
65 70 75 80
Tyr Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85 90 95
<210> 163
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_DO1 w/ N leader and C tail + his tag
<400> 163
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Thr Val Pro Glu Thr Asp Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Asn Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Thr Ala His Tyr Asn Arg Asp

65 70 75 80

Tyr Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His
85 90 95
His His His His His
100

<210> 164
<211> 90
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_D01 w/ N leader and modified C-terminus

including PC

<400> 164
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Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Thr Val Pro Glu Thr Asp Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Asn Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Thr Ala His Tyr Asn Arg Asp
65 70 75 80
Tyr Ile Ser Ile Asn Tyr Arg Thr Pro Cys

85 90

<210> 165
<211> 96
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D01 w/ N leader and modified C-terminus

including PC + his tag
<400> 165
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Arg Thr Val Pro Glu Thr Asp Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
Val Pro Asp Asn Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Thr Ala His Tyr Asn Arg Asp
65 70 75 80
Tyr Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90 95

<210> 166
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<211> 102
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D0O1 full length

<400> 166

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Arg Thr Val Pro Glu Thr Asp Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Pro Asp Asn Thr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu Thr Ala His Tyr Asn Arg
65 70 75 80
Asp Tyr Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 167
<211> 82
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_D0O5 core
<400> 167

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Thr Ala

1 5 10 15
Tyr Tyr Ser Thr Ile Lys Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly
20 25 30
Asn Ser Pro Val Gln Glu Phe Thr Val Gly Pro Lys His His Ala Thr
35 40 45

Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala
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50 55 60

Tyr Asn Thr Lys Pro Gly Tyr His Ala His Gln Ile Ser Ile Asn Tyr

65 70 75 80

Arg Thr

<210> 168

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D05 BC loop
<400> 168

Thr Ala Tyr Tyr Ser Thr Ile Lys

1 5

<210> 169

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D0O5 DE loop
<400> 169

Gly Pro Lys His His

1 5

<210> 170

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D05 FG loop
<400> 170

Tyr Asn Thr Lys Pro Gly Tyr His Ala His Gln
1 5 10
<210> 171

<211> 91

<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1420_D05 w/ N leader

<400> 171

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Tyr Ser Thr Ile Lys Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gly Pro Lys His His Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Asn Thr Lys Pro Gly Tyr
65 70 75 80
His Ala His Gln Ile Ser Ile Asn Tyr Arg Thr
85 90
<210> 172

<211> 97

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D05 w/ N leader + his tag

<400> 172

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Tyr Ser Thr Ile Lys Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Gly Pro Lys His His Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Asn Thr Lys Pro Gly Tyr

65 70 75 80

His Ala His GIn Ile Ser Ile Asn Tyr Arg Thr His His His His His

85 90 95
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<210> 173

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D05 w/ N leader and C tail

<400> 173

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Tyr Ser Thr Ile Lys Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gly Pro Lys His His Ala Thr Ile Ser Gly Leu Lys Pro Gly

50 95 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Asn Thr Lys Pro Gly Tyr

65 70 75 80

His Ala His Gln Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro
85 90 95

Ser Gln

<210> 174

<211> 104

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D05 w/ N leader and C tail + his tag
<400> 174

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Tyr Ser Thr Ile Lys Tyr

20 25 30
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Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gly Pro Lys His His Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Asn Thr Lys Pro Gly Tyr

65 70 75 80

His Ala His Gln Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro
85 90 95
Ser GIn His His His His His His
100
<210> 175
<211> 93
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D05 w/ N leader and modified C-terminus

including PC
<400> 175
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Tyr Ser Thr Ile Lys Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Gly Pro Lys His His Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Asn Thr Lys Pro Gly Tyr
65 70 75 80

His Ala His Gln Ile Ser Ile Asn Tyr Arg Thr Pro Cys

85 90
<210> 176
<211> 99

<212> PRT
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<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D05 w/ N leader and modified C-terminus

including PC + his tag
<400> 176
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Tyr Ser Thr Ile Lys Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45
Thr Val Gly Pro Lys His His Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Asn Thr Lys Pro Gly Tyr
65 70 75 80
His Ala His Gln Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His
85 90 95

His His His

<210> 177
<211>
105
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_D0O5 full length
<400> 177
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15
Pro Thr Ser Leu Leu Ile Ser Trp Thr Ala Tyr Tyr Ser Thr Ile Lys
20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45

Phe Thr Val Gly Pro Lys His His Ala Thr Ile Ser Gly Leu Lys Pro

50 55 60
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Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Asn Thr Lys Pro Gly
65 70 75 80
Tyr His Ala His Gln Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys
85 90 95
Pro Ser Gln His His His His His His
100 105
<210> 178
<211> 80
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D10 core

<400> 178

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Arg Ile
1 5 10 15

Pro Ser Tyr His Ile Gln Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly

20 25 30
Asn Ser Pro Val Gln Glu Phe Thr Val Tyr Gln Lys Tyr Ala Thr Ile
35 40 45
Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val

50 95 60

Ser Pro Pro Lys Gln Leu Arg Phe Gly Ile Ser Ile Asn Tyr Arg Thr
65 70 75 80
<210> 179

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D10 BC loop

<400> 179

Arg Ile Pro Ser Tyr His Ile Gln

1 5

<210> 180

<211> 4

<212> PRT
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<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D10 DE loop
<400> 180

Tyr Gln Lys Tyr

1

<210> 181

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D10 FG loop

<400> 181

Val Ser Pro Pro Lys Gln Leu Arg Phe Gly

1 5 10

<210> 182

<211> 89

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D10 w/ N leader

<400> 182

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Ile Pro Ser Tyr His Ile Gln Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Gln Lys Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Val Ser Pro Pro Lys GIn Leu Arg
65 70 75 80

Phe Gly Ile Ser Ile Asn Tyr Arg Thr

85

<210> 183
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<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D10 w/ N leader + his tag

<400> 183

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Ile Pro Ser Tyr His Ile Gln Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Tyr Gln Lys Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Val Ser Pro Pro Lys Gln Leu Arg
65 70 75 80
Phe Gly Ile Ser Ile Asn Tyr Arg Thr His His His His His His

85 90 95
<210> 184
<211> 96
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D10 w/ N leader and C tail

<400> 184

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Ile Pro Ser Tyr His Ile Gln Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Gln Lys Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Val Ser Pro Pro Lys Gln Leu Arg
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Phe Gly Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95

<210> 185

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D10 w/ N leader and C tail + his tag

<400> 185

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Ile Pro Ser Tyr His Ile Gln Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Gln Lys Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 95 60
Asp Tyr Thr Ile Thr Val Tyr Ala Val Ser Pro Pro Lys Gln Leu Arg

65 70 75 80

Phe Gly Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 186
<211> 91
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_D10 w/ N leader and modified C-terminus
including PC
<400> 186
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
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Thr Ser Leu Leu Ile Ser Trp Arg Ile

20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly
35 40
Thr Val Tyr Gln Lys Tyr Ala Thr Ile
50 55

Asp Tyr Thr Ile Thr Val Tyr Ala Val
65 70

Phe Gly Ile Ser Ile Asn Tyr Arg Thr

85

<210> 187

<211> 97

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D10

including PC + his tag

<400> 187

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Arg Ile
20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly

35 40
Thr Val Tyr Gln Lys Tyr Ala Thr Ile
50 55
Asp Tyr Thr Ile Thr Val Tyr Ala Val
65 70
Phe Gly Ile Ser Ile Asn Tyr Arg Thr
85

His

<210> 188

Pro

Asn

Ser

Ser

Pro

90

w/

10

Pro

Asn

Ser

Ser

Pro

90

Ser Tyr His Ile Gln Tyr

30
Ser Pro Val Gln Glu Phe
45
Gly Leu Lys Pro Gly Val
60
Pro Pro Lys Gln Leu Arg
75 80

Cys

N leader and modified C-terminus

Val Val Ala Ala Thr Pro
15
Ser Tyr His Ile Gln Tyr
30

Ser Pro Val Gln Glu Phe

45
Gly Leu Lys Pro Gly Val
60
Pro Pro Lys Gln Leu Arg
75 80
Cys His His His His His

95
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<211> 103

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_D010 full length

<400> 188

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Arg Ile Pro Ser Tyr His Ile Gln

20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45

Phe Thr Val Tyr Gln Lys Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly

50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Ser Pro Pro Lys Gln Leu
65 70 75 80
Arg Phe Gly Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser
85 90 95
GIn His His His His His His
100
<210> 189
<211> 76
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_F10_core

<400> 189

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Pro Ala
1 5 10 15
Pro Pro Ser Tyr Val Phe Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly
20 25 30
Asn Ser Pro Val Gln Glu Phe Thr Val Tyr Pro Tyr Met Ala Thr Ile
35 40 45

Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr
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Thr Ser Gly Phe Ser Ile Ser Ile Asn Tyr Arg Thr
65 70 75
<210> 190

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_F10 BC loop
<400> 190

Pro Ala Pro Pro Ser Tyr Val Phe

1 5

<210> 191

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_F10 DE loop
<400> 191

Tyr Pro Tyr Met

1

<210> 192

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_F10 FG loop
<400> 192

Tyr Thr Ser Gly Phe Ser

1 5

<210> 193

<211> 85

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_F10 w/ N leader

<400> 193
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Gly Val Ser
1

Thr Ser Leu

Arg Ile Thr

35
Thr Val Tyr
50
Asp Tyr Thr
65

Ile Asn Tyr

<210> 194
<211> 91

<212> PRT

Asp Val

5

SS50l 10-2632418

Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

10 15

Leu Ile Ser Trp Pro Ala Pro Pro Ser Tyr Val Phe Tyr

20

25 30

Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe

Pro Tyr

Ile Thr

Arg Thr

85

40 45
Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
55 60
Val Tyr Ala Tyr Thr Ser Gly Phe Ser Ile Ser

70 75 80

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_F10 w/ N leader + his tag

<400> 194

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1

Thr Ser Leu

Arg Ile Thr
35
Thr Val Tyr

50

Asp Tyr Thr
65

Ile Asn Tyr

<210> 195

<211> 92

5

Leu Ile

20

10 15
Ser Trp Pro Ala Pro Pro Ser Tyr Val Phe Tyr

25 30

Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe

Pro Tyr

Ile Thr

Arg Thr

85

40 45
Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

55 60

Val Tyr Ala Tyr Thr Ser Gly Phe Ser Ile Ser
70 75 80
His His His His His His

90
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1420_F10 w/ N leader and C tail
<400> 195

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Pro Ala Pro Pro Ser Tyr Val Phe Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Pro Tyr Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Thr Ser Gly Phe Ser Ile Ser
65 70 75 80

Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85 90
<210> 196
<211> 98
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_F10 w/ N leader and C tail + his tag
<400> 196
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Pro Ala Pro Pro Ser Tyr Val Phe Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45
Thr Val Tyr Pro Tyr Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Thr Ser Gly Phe Ser Ile Ser

65 70 75 80
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Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His His His
85 90 95
His His

<210> 197

<211> 87
<

212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_F10 w/ N leader and modified C-terminus
including PC
<400> 197
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Pro Ala Pro Pro Ser Tyr Val Phe Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Tyr Pro Tyr Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Thr Ser Gly Phe Ser Ile Ser
65 70 75 80
Ile Asn Tyr Arg Thr Pro Cys
85
<210> 198
<211> 93
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_F10 w/ N leader and modified C-terminus
including PC + his tag

<400> 198

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
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Thr Ser Leu Leu Ile Ser Trp Pro Ala Pro Pro Ser Tyr Val Phe Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Pro Tyr Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Thr Ser Gly Phe Ser Ile Ser
65 70 75 80
Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90
<210> 199
<211> 99
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1420_F10 full length
<400> 199
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Pro Ala Pro Pro Ser Tyr Val Phe

20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Tyr Pro Tyr Met Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Thr Ser Gly Phe Ser Ile
65 70 75 80

Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His His

85 90 95

His His His

<210> 200

<211> 79
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_CO5_core

<400> 200

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Tyr Met

1 5 10 15

Asp His Lys Ser Lys Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
20 25 30

Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Arg Ala Thr Ile Ser

35 40 45
Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Ser
50 55 60
Glu Ala His Tyr Leu Arg Asp Lys Ile Ser Ile Asn Tyr Arg Thr
65 70 75
<210> 201
<211> 7
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_C05 BC loop
<400> 201
Tyr Met Asp His Lys Ser Lys
1 5

<

210> 202

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_C05 DE loop
<400> 202

Pro Asp GIn Arg

1

<210> 203

<211> 10

<212> PRT
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<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_C05 FG loop
<400> 203

Leu Ser Glu Ala His Tyr Leu Arg Asp Lys

1 5 10
<210> 204

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_C05 w/ N leader
<400> 204

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Tyr Met Asp His Lys Ser Lys Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Arg Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His Tyr Leu Arg Asp

65 70 75 80
Lys Ile Ser Ile Asn Tyr Arg Thr
85
<210> 205
<211> 94
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_C05 w/ N leader + his tag
<400> 205
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Tyr Met Asp His Lys Ser Lys Tyr Arg
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20 25

[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Arg Ala Thr Ile Ser
50 55
Tyr Thr Ile Thr Val Tyr Ala Leu Ser
65 70
Lys Ile Ser Ile Asn Tyr Arg Thr His

85

<210> 206

<211> 95
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_C05

<400> 206

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Tyr Met

20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40

Val Pro Asp Gln Arg Ala Thr Ile Ser
50 95

Tyr Thr Ile Thr Val Tyr Ala Leu Ser

65 70

Lys Ile Ser Ile Asn Tyr Arg Thr Glu

85

<210> 207

<211> 101

<212> PRT

<213> Artificial Sequence

Ser Pro Val

Gly Leu Lys

60

Glu Ala His
75

His His His

90

w/ N leader

Glu Val Val
10

Asp His Lys

Ser Pro Val

Gly Leu Lys

60

Glu Ala His
75

Ile Asp Lys

90

on
Ju
Jin
Qi

30

GIn Glu Phe Thr
45

Pro Gly Val Asp

Tyr Leu Arg Asp
80

His His

and C tail

Ala Ala Thr Pro
15
Ser Lys Tyr Arg
30
GIn Glu Phe Thr

45

Pro Gly Val Asp

Tyr Leu Arg Asp
80
Pro Ser Gln

95

-210 -
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<220><223> Synthetic: ATI_1421_C05

<400> 207

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Tyr Met
20 25

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35 40
Val Pro Asp Gln Arg Ala Thr Ile Ser

50 55

Tyr Thr Ile Thr Val Tyr Ala Leu Ser
65 70
Lys Ile Ser Ile Asn Tyr Arg Thr Glu
85
His His His His His
100
<210> 208
<211> 90
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_C05
including PC
<400> 208

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5
Thr Ser Leu Leu Ile Ser Trp Tyr Met
20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Arg Ala Thr Ile Ser

50 55

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro
10 15
Asp His Lys Ser Lys Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp

60

Glu Ala His Tyr Leu Arg Asp
75 80
Ile Asp Lys Pro Ser Gln His

90 95

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro

10 15
Asp His Lys Ser Lys Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp

60

-211 -
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Tyr Thr Ile Thr Val Tyr Ala Leu Ser

65 70

Lys Ile Ser Ile Asn Tyr Arg Thr Pro
85

<210> 209

<211> 96

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_C05

including PC + his tag

<400> 209

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Tyr Met

20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Arg Ala Thr Ile Ser
50 95
Tyr Thr Ile Thr Val Tyr Ala Leu Ser
65 70

Lys Ile Ser Ile Asn Tyr Arg Thr Pro

85
<210> 210
<211> 102
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_C05
<400> 210
Met Gly Val Ser Asp Val Pro Arg Asp
1 5

Pro Thr Ser Leu Leu Ile Ser Trp Tyr

Glu Ala His Tyr Leu Arg Asp

75 80
Cys

90

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro
10 15

Asp His Lys Ser Lys Tyr Arg

30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp
60
Glu Ala His Tyr Leu Arg Asp
75 80

Cys His His His His His His

90 95

full length

Leu Glu Val Val Ala Ala Thr
10 15

Met Asp His Lys Ser Lys Tyr

-212 -

10-2632418



20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser

35 40
Thr Val Pro Asp Gln Arg Ala Thr Ile Ser Gly
50 55
Asp Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu
65 70 75
Asp Lys Ile Ser Ile Asn Tyr Arg Thr Glu Ile
85 90
His His His His His His
100
<210> 211
<211> 79
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_C06 core
<400> 211
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu
1 5 10
Leu Ala Ser Tyr GIn Tyr Arg Ile Thr Tyr Gly
20 25
Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln
35 40
Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr
50 95
Thr Ala His Tyr Tyr Arg Gln His Ile Ser Ile
65 70 75
<210> 212
211> 7
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_C06 BC loop

S550l 10-2632418

30

Pro Val Gln Glu Phe

45
Leu Lys Pro Gly Val
60
Ala His Tyr Leu Arg
80
Asp Lys Pro Ser Gln

95

Ile Ser Trp Glu Asn
15
Glu Thr Gly Gly Asn
30
Ala Ala Thr Ile Ser

45

Val Tyr Ala Leu Gln
60

Asn Tyr Arg Thr

- 213 -



<400> 212

Glu Asn Leu Ala Ser Tyr Gln

1 5

<210> 213

<211> 4

<212> PRT

<213> Artificial Sequence

<220

><223> Synthetic: ATI_1421_CO6DE loop
<400> 213

Pro Asp Gln Ala

1

<210> 214

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_CO6FG loop
<400> 214

Leu Gln Thr Ala His Tyr Tyr Arg Gln His
1 5 10
<210> 215

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_C06 w/ N leader

<400> 215

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10

15

Thr Ser Leu Leu Ile Ser Trp Glu Asn Leu Ala Ser Tyr Gln Tyr Arg

20 25

30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40

45

Val Pro Asp Gln Ala Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60

- 214 -
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Tyr Thr Ile Thr Val Tyr Ala Leu Gln Thr Ala His Tyr Tyr Arg Gln

65 70 75 80

His Ile Ser Ile Asn Tyr Arg Thr
85
<210> 216
<211> 94
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_C06 w/ N leader + his tag
<400> 216
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Glu Asn Leu Ala Ser Tyr Gln Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
Val Pro Asp Gln Ala Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 95 60
Tyr Thr Ile Thr Val Tyr Ala Leu Gln Thr Ala His Tyr Tyr Arg Gln
65 70 75 80
His Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 217
<211> 95
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_C06w/ N leader and C tail

<400> 217

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Glu Asn Leu Ala Ser Tyr Gln Tyr Arg

20 25 30

- 215 -
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[le Thr Tyr Gly Glu Thr Gly Gly Asn

Val Pro Asp Gln Ala Ala Thr Ile Ser

50

Tyr Thr Ile Thr Val Tyr Ala Leu Gln

65

His Ile Ser Ile Asn Tyr Arg Thr Glu

<210>
<211>
<212>

<213>

<220><223> Synthetic: ATI_1421_C06

<400>

Gly Val

Thr Ser

Ile Thr

Val

Pro

50

Tyr Thr

65

His

His His

<210>
<211>
<212>

<213>

35

85
218
101
PRT

70

55

Artificial Sequence

218

Ser Asp Val Pro Arg Asp Leu

5

Leu Leu Ile Ser Trp Glu Asn

20

Tyr Gly Glu Thr Gly Gly Asn

35

Asp Gln Ala Ala Thr Ile Ser

Ile Thr Val Tyr Ala Leu Gln

Ser
85
His His His
100
219
90

PRT

70

55

Artificial Sequence

40

40

25

Ile Asn Tyr Arg Thr Glu

Ser Pro Val

Gly Leu Lys

60

Thr Ala His
75

Ile Asp Lys

90

w/ N leader

Glu Val Val

10

Leu Ala Ser

Ser Pro Val

Gly Leu Lys
60

Thr Ala His

75
Ile Asp Lys

90

45

Pro

Tyr

Pro

and

Tyr

45

Pro

Tyr

Pro

Glu Phe Thr

Gly Val Asp

Tyr Arg Gln
80
Ser Gln

95

C tail + his tag

Ala Thr Pro

15
Gln Tyr Arg
30

Glu Phe Thr

Gly Val Asp

Tyr Arg Gln

30
Ser Gln His

95

- 216 -
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<220><223> Synthetic: ATI_1421_C06 w/ N leader and modified C-terminus
including PC

<400> 219

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Glu Asn Leu Ala Ser Tyr Gln Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Ala Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Gln Thr Ala His Tyr Tyr Arg Gln

65 70 75 80

His Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 220
<211> 96
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_C06 w/ N leader and modified C-terminus
including PC + his tag
<400> 220
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Glu Asn Leu Ala Ser Tyr Gln Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Ala Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Gln Thr Ala His Tyr Tyr Arg Gln

65 70 75 80

- 217 -



oin
]
Jm
el

His Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His

85 90 95

<210> 221

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_C06 full length

<400> 221

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Glu Asn Leu Ala Ser Tyr Gln Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Pro Asp Gln Ala Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 95 60
Asp Tyr Thr Ile Thr Val Tyr Ala Leu Gln Thr Ala His Tyr Tyr Arg
65 70 75 80
Gln His Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 222
<211> 79
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI 1421_D0O5 core

<400> 222

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Tyr Tyr
1 5 10 15

Val Gln Tyr Asn Asp Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn

20 25 30

-218 -
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Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Ser Ala Thr Ile Ser

35 40

45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu

50 55

Lys Ala His Tyr Tyr Arg Gln Asn Ile Ser Ile Asn Tyr Arg Thr

65 70 75
<210> 223

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI 1421_D05 BC loop
<400> 223

Tyr Tyr Val Gln Tyr Asn Asp

1 5

<210> 224

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI 1421_D05 DE loop
<400> 224

Pro Asp Gln Ser

1

<210> 225

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI 1421_D05 FG loop
<400> 225

Leu Glu Lys Ala His Tyr Tyr Arg Gln Asn
1 5 10
<210> 226

<211> 88

<212> PRT

-219 -
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<213> Artificial Sequence

<220><223> Synthetic: ATI 1421_D05

<400> 226

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Tyr Tyr

20

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

Val Pro Asp Gln Ser Ala Thr Ile Ser

50 55

Tyr Thr Ile Thr Val Tyr Ala Leu Glu

65 70

Asn Ile Ser Ile Asn Tyr Arg Thr

85

<210> 227
<211> 94
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI 1421_DO05

<400> 227

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Tyr Tyr

20

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

Val Pro Asp Gln Ser Ala Thr Ile Ser

50 55

Tyr Thr Ile Thr Val Tyr Ala Leu Glu

65 70

Asn Ile Ser Ile Asn Tyr Arg Thr His

40

40

25

25

w/ N leader

Glu Val Val Ala Ala Thr Pro
10 15

Val Gln Tyr Asn Asp Tyr Arg

30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp
60
Lys Ala His Tyr Tyr Arg Gln

75 80

w/ N leader + his tag

Glu Val Val Ala Ala Thr Pro

10 15

Val Gln Tyr Asn Asp Tyr Arg
30

Ser Pro Val Gln Glu Phe Thr

45

Gly Leu Lys Pro Gly Val Asp
60
Lys Ala His Tyr Tyr Arg Gln
75 80

His His His His His

- 220 -
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<210> 228
<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI 1421_D05 w/ N leader

<400

> 228

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1

Thr Ser Leu Leu Ile Ser Trp Tyr Tyr Val Gln Tyr

20

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35

Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys

50

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His

65

Asn Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys

<210> 229
<211> 101

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI 1421.D05 w/ N leader

<400> 229

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1

Thr Ser Leu Leu Ile Ser Trp Tyr Tyr Val Gln Tyr

20

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35

Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys

85

5

85

5

25

25

90

10

60

75

90

10

and C tail

Ala Ala Thr Pro
15
Asn Asp Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp

Tyr Tyr Arg Gln
80
Pro Ser Gln

95

and C tail + his tag

Ala Ala Thr Pro

15

Asn Asp Tyr Arg
30

GIn Glu Phe Thr

45

Pro Gly Val Asp

- 221 -
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50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln

65 70 75 80

Asn Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His
85 90 95
His His His His His
100
<210> 230
<211> 90
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI 1421_D05 w/ N leader and modified C-terminus
including PC
<400> 230
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Tyr Tyr Val Gln Tyr Asn Asp Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln
65 70 75 80

Asn Ile Ser Ile Asn Tyr Arg Thr Pro Cys

85 90

<210> 231

<211> 96

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI 1421_D05 w/ N leader and modified C-terminus

including PC + his tag

- 222 -
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<400> 231

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Tyr Tyr
20 25

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35 40

Val Pro Asp Gln Ser Ala Thr Ile Ser
50 55

Tyr Thr Ile Thr Val Tyr Ala Leu Glu

65 70

Asn Ile Ser Ile Asn Tyr Arg Thr Pro

85
<210> 232
<211> 102
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI 1421_D05
<400> 232
Met Gly Val Ser Asp Val Pro Arg Asp
1 5
Pro Thr Ser Leu Leu Ile Ser Trp Tyr
20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly
35 40

Thr Val Pro Asp Gln Ser Ala Thr Ile

50 55

@

Asp Tyr Thr Ile Thr Val Tyr Ala Leu

65 70

Gln Asn Ile Ser Ile Asn Tyr Arg Thr

85
His His His

His His His

S5S0l 10-2632418

Glu Val Val Ala Ala Thr Pro

10 15
Val Gln Tyr Asn Asp Tyr Arg
30

Ser Pro Val Gln Glu Phe Thr

45

Gly Leu Lys Pro Gly Val Asp
60

Lys Ala His Tyr Tyr Arg Gln
75 80
Cys His His His His His His

90 95

full length

Leu Glu Val Val Ala Ala Thr
10 15
Tyr Val Gln Tyr Asn Asp Tyr
30
Asn Ser Pro Val Gln Glu Phe
45

Ser Gly Leu Lys Pro Gly Val

60
Glu Lys Ala His Tyr Tyr Arg
75 80
Glu Ile Asp Lys Pro Ser Gln

90 95

- 223 -



100
<210> 233
<211> 79
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_D06 core
<400> 233

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Gly His

1 5 10 15
Asn Tyr Asp Asp Glu Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
20 25 30
Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Tyr Ala Thr Ile Ser
35 40 45
Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Ala
50 95 60

Glu Ala His Val Arg Lys Asn His Ile Ser Ile Asn Tyr Arg Thr

65 70 75
<210> 234

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_D06 BC loop
<400> 234

Gly His Asn Tyr Asp Asp Glu

1 5

<210> 235

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_D06 DE loop
<400> 235

Pro Asp Gln Tyr

1

- 224 -
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<210> 236

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_D06 FG loop

<400> 236

Leu Ala Glu Ala His Val Arg Lys Asn His

1 5 10

<210> 237

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_D06 w/ N leader

<400> 237

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gly His Asn Tyr Asp Asp Glu Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
Val Pro Asp Gln Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ala Glu Ala His Val Arg Lys Asn
65 70 75 80
His Ile Ser Ile Asn Tyr Arg Thr
85
<210> 238
<211> 94
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1421.D06 w/ N leader + his tag

<400> 238

- 225 -



Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val
1 5 10
Thr Ser Leu Leu Ile Ser Trp Gly His Asn Tyr Asp
20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40
Val Pro Asp Gln Tyr Ala Thr Ile Ser Gly Leu Lys

50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ala Glu Ala His

65 70 75

His Ile Ser Ile Asn Tyr Arg Thr His His His His
85 90

<210> 239

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_D06 w/ N leader
<400> 239

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1 5 10

Thr Ser Leu Leu Ile Ser Trp Gly His Asn Tyr Asp
20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40
Val Pro Asp GIn Tyr Ala Thr Ile Ser Gly Leu Lys
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ala Glu Ala His

65 70 75

His Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys
85 90

<210> 240

<211> 101

Ala Ala Thr
15
Asp Glu Tyr
30
GIn Glu Phe
45

Pro Gly Val

Val Arg Lys

His His

and C tail

Ala Ala Thr

15

Asp Glu Tyr
30

GIn Glu Phe

45

Pro Gly Val

Val Arg Lys

Pro Ser Gln

95

- 226 -

Pro

Arg

Thr

Asp

Asn

80

Pro

Arg

Thr

Asp

Asn

80
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_D06 w/ N leader and C tail + his tag
<400> 240

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gly His Asn Tyr Asp Asp Glu Tyr Arg

20 25 30

I[le Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ala Glu Ala His Val Arg Lys Asn
65 70 75 80
His Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His

85 90 95

His His His His His
100

<210> 241

<211> 90

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_D06 w/ N leader and modified C-terminus

including PC

<400> 241

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gly His Asn Tyr Asp Asp Glu Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp Gln Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

- 227 -



50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ala Glu Ala His Val Arg Lys Asn
65 70 75 80
His Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 242
<211> 96
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_D06 w/ N leader and modified C-terminus

including PC + his tag

<400> 242

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gly His Asn Tyr Asp Asp Glu Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45

Val Pro Asp Gln Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 95 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ala Glu Ala His Val Arg Lys Asn

65 70 75 80

His Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90 95

<210> 243

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_D06 full length

<400> 243

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

- 228 -
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Pro Thr Ser Leu Leu Ile Ser Trp Gly His Asn Tyr Asp Asp Glu Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Pro Asp Gln Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Leu Ala Glu Ala His Val Arg Lys

65 70 75 80

Asn His Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 244
<211> 79
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_EO3 core
<400> 244
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Val Tyr
1 5 10 15
His Tyr Asp Ala Gln Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn

20 25 30

Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Lys Ala Thr Ile Ser
35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Ser
50 55 60

Glu Ala His His Lys Arg Asp Ser Ile Ser Ile Asn Tyr Arg Thr

65 70 75

<210> 245

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_EO3 BC loop

- 229 -
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<400> 245

Val Tyr His Tyr Asp Ala Gln

1 5

<210> 246

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_EO3 DE loop
<400> 246

Pro Asp Gln Lys

1

<210> 247

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_EO03 FG loop
<400> 247

Leu Ser Glu Ala His His Lys Arg Asp Ser
1 5 10
<210> 248

<211> 94

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_E03 w/ N leader

<400> 248

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10

15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr Arg

20 25

30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40

45

Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
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50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 249
<211> 95
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_E03w/ N leader + his tag
<400> 249
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp

65 70 75 80

Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
<210> 250
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_E03w/ N leader and C tail
<400> 250
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr Arg
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20

25

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

40

Val Pro Asp Gln Lys Ala Thr Ile Ser

50

55

Tyr Thr Ile Thr Val Tyr Ala Leu Ser

65

70

Ser Ile Ser Ile Asn Tyr Arg Thr Glu

His His His His His

100
<210> 251
<211> 90
<212> PRT

<213>

85

Artificial Sequence

<220><223> Synthetic: ATI_1421_E03

<400> 251

Gly Val Ser Asp Val Pro Arg Asp Leu

1

5

Thr Ser Leu Leu Ile Ser Trp Val Tyr

20

25

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

40

Val Pro Asp Gln Lys Ala Thr Ile Ser

50

55

Tyr Thr Ile Thr Val Tyr Ala Leu Ser

65

70

Ser Ile Ser Ile Asn Tyr Arg Thr Pro

<210> 252
<211> 96

<212> PRT

85

Ser Pro Val

Gly Leu Lys

60

Glu Ala His
75

Ile Asp Lys

90

w/ N leader

Glu Val Val
10

His Tyr Asp

Ser Pro Val

Gly Leu Lys
60
Glu Ala His
75
Cys

90

30

GIn Glu Phe Thr
45

Pro Gly Val Asp

His Lys Arg Asp
80
Pro Ser Gln His

95

and C tail + his tag

Ala Ala Thr Pro
15
Ala Gln Tyr Arg
30

GIn Glu Phe Thr

45

Pro Gly Val Asp

His Lys Arg Asp

80
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<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_E03

including PC
<400> 252
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5
Thr Ser Leu Leu Ile Ser Trp Val Tyr
20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Lys Ala Thr Ile Ser

50 55

Tyr Thr Ile Thr Val Tyr Ala Leu Ser

65 70

Ser Ile Ser Ile Asn Tyr Arg Thr Pro

85

<210> 253

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_E03
including PC + his tag

<400> 253

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5
Thr Ser Leu Leu Ile Ser Trp Val Tyr
20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Lys Ala Thr Ile Ser

50 55

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro
10 15
His Tyr Asp Ala GIn Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp

60

Glu Ala His His Lys Arg Asp
75 80
Cys His His His His His His

90 95

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro

10 15
His Tyr Asp Ala Gln Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp

60
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Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp

65

70 75 80

Ser Ile Ser Ile Asn Tyr Arg Thr

<210>
<211>
<212>

<213>

254
102

PRT

85

Artificial Sequence

<220><223> Synthetic: ATI_1421_EO3 full length

<400> 254
Met Gly Val
1
Pro Thr Ser
Arg Ile Thr
35
Thr Val Pro
50
Asp Tyr Thr
65
Asp Ser Ile
His His His
<210> 255
<211> 79
<212> PRT
<213>

Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
5 10 15
Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr

20 25 30

Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe
40 45
Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
95 60
[le Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg
70 75 80
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85 90 95

His His His
100

Artificial Sequence

<220><223> Synthetic: ATI_1421_EO4 core

<400>

255

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Ser Tyr

1

5 10 15
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Asn Gly Pro Ile Glu Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
20 25 30
Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Gln Ala Thr Ile Ser

35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu
50 55 60

Glu Ala His Tyr Ser Arg Gln Ser Ile Ser Ile Asn Tyr Arg Thr

65 70 75

<210> 256

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_EO04 BC loop

<400> 256

Ser Tyr Asn Gly Pro Ile Glu

1 5

<210> 257

<211> 4

<212> PRT

<213> Artificial Sequence

<220

><223> Synthetic: ATI_1421_E04 DE loop

<400> 257

Pro Asp Gln Gln

1

<210> 258

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_E04 FG loop

<400> 258

Leu Glu Glu Ala His Tyr Ser Arg Gln Ser

1 5 10

<210> 259
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<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_E04 w/ N leader

<400> 259

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asn Gly Pro Ile Glu Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Gln Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His Tyr Ser Arg Gln

65 70 75 80

Ser Ile Ser Ile Asn Tyr Arg Thr
85
<210> 260
<211> 94
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_E04 w/ N leader + his tag
<400> 260
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asn Gly Pro Ile Glu Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe Thr

35 40 45
Val Pro Asp Gln GIn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His Tyr Ser Arg Gln
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65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 261
<211> 95
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_E04 w/ N leader and C tail
<400> 261

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asn Gly Pro Ile Glu Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45

Val Pro Asp Gln GIn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 95 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His Tyr Ser Arg Gln
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85 90 95
<210> 262
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421 _E04 w/ N leader and C tail + his tag
<400> 262

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asn Gly Pro Ile Glu Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
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35 40 45
Val Pro Asp Gln Gln Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His Tyr Ser Arg Gln

65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His
85 90 95
His His His His His
100
<210> 263
<211> 90
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_E04 w/ N leader and modified C-terminus
including PC
<400> 263
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Tyr Asn Gly Pro Ile Glu Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Gln Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His Tyr Ser Arg Gln

65 70 75 80

Ser Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90

<210> 264

<211> 96

<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1421_E04 w/ N leader and modified C-terminus

including PC + his tag
<400> 264
Gly Val Ser Asp Val Pro Arg Asp
1 5
Thr Ser Leu Leu Ile Ser Trp Ser

20

[le Thr Tyr Gly Glu Thr Gly Gly
35 40
Val Pro Asp Gln Gln Ala Thr Ile
50 55
Tyr Thr Ile Thr Val Tyr Ala Leu
65 70
Ser Ile Ser Ile Asn Tyr Arg Thr

85

<210> 265
<211> 102
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_|

<400> 265

Met Gly Val Ser Asp Val Pro Arg

1 5

Pro Thr Ser Leu Leu Ile Ser Trp
20

Arg Ile Thr Tyr Gly Glu Thr Gly

35 40

Thr Val Pro Asp GIn Gln Ala Thr

50 55
Asp Tyr Thr Ile Thr Val Tyr Ala
65 70

Gln Ser Ile Ser Ile Asn Tyr Arg

Leu

Tyr

25

Asn

Ser

Glu

Pro

E04

Asp

Ser

25

Gly

Ile

Leu

Thr

Glu Val Val Ala Ala Thr Pro
10 15
Asn Gly Pro Ile Glu Tyr Arg

30

Ser Pro Val Gln Glu Phe Thr

45

Gly Leu Lys Pro Gly Val Asp
60

Glu Ala His Tyr Ser Arg Gln

75 80

Cys His His His His His His

90 95

full length
Leu Glu Val Val Ala Ala Thr
10 15
Tyr Asn Gly Pro Ile Glu Tyr
30

Asn Ser Pro Val Gln Glu Phe

45

Ser Gly Leu Lys Pro Gly Val
60

Glu Glu Ala His Tyr Ser Arg

75 80

Glu Ile Asp Lys Pro Ser Gln
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85 90 95
His His His His His His
100
<210> 266
<211> 79
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F03 core

<400> 266

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Ile Ser

1 5 10 15

Val Gln Thr Tyr Asp Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn

20 25 30

Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Ser Ala Thr Ile Ser

35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu

50 95 60
Lys Ala His Tyr Tyr Arg Gln Asn Ile Ser Ile Asn Tyr Arg Thr
65 70 75
<210> 267
<211> 7
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_F03 BC loop
<400> 267
Ile Ser Val Gln Thr Tyr Asp
1 5
<210> 268
<211> 4
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_F03 DE loop

<400> 268
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Pro Asp Gln Ser

1

<210> 269

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F03 FG loop
<400> 269

Leu Glu Lys Ala His Tyr Tyr Arg Gln Asn

1 5 10

<210> 270

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F03 w/ N leader
<400> 270

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val
1 5 10

Thr Ser Leu Leu Ile Ser Trp Ile Ser Val Gln Thr

20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His
65 70 75
Asn Ile Ser Ile Asn Tyr Arg Thr

85

<210> 271
<211> 94
<212> PRT

<213> Artificial Sequence

Ala Ala Thr Pro

Tyr Asp Tyr Arg

30

Gln Glu Phe Thr

45

Pro Gly Val Asp

Tyr Tyr Arg Gln
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<220><223> Synthetic: ATI_1421 _F03

<400> 271

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Ile Ser
20 25

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35 40

Val Pro Asp Gln Ser Ala Thr Ile Ser
50 55
Tyr Thr Ile Thr Val Tyr Ala Leu Glu
65 70
Asn Ile Ser Ile Asn Tyr Arg Thr His
85
<210> 272
<211> 95
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_F03
<400
> 272
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5
Thr Ser Leu Leu Ile Ser Trp Ile Ser
20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Ser Ala Thr Ile Ser

50 55

Tyr Thr Ile Thr Val Tyr Ala Leu Glu
65 70
Asn Ile Ser Ile Asn Tyr Arg Thr Glu

85

w/ N leader

Glu Val Val
10

Val Gln Thr

Ser Pro Val

Gly Leu Lys

60

Lys Ala His
75

His His His

90

w/ N leader

Glu Val Val
10

Val Gln Thr

Ser Pro Val

Gly Leu Lys

60

Lys Ala His
75
Ile Asp Lys

90

+ his tag

Ala Ala Thr Pro
15
Tyr Asp Tyr Arg
30
GIn Glu Phe Thr

45

Pro Gly Val Asp

Tyr Tyr Arg Gln
80

His His

and C tail

Ala Ala Thr Pro
15
Tyr Asp Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp

Tyr Tyr Arg Gln
80
Pro Ser Gln

95
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<210> 273

<211> 101

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F03 w/ N leader and C tail + his tag
<400> 273

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ser Val Gln Thr Tyr Asp Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 95 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln

65 70 75 80

Asn Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His
85 90 95
His His His His His
100
<210> 274
<211> 90
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_F03 w/ N leader and modified C-terminus
including PC
<400> 274
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ser Val Gln Thr Tyr Asp Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
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35 40 45
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln
65 70 75 80
Asn Ile Ser Ile Asn Tyr Arg Thr Pro Cys

85 90

<210> 275

<211> 96

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F03 w/ N leader and modified C-terminus
including PC + his tag

<400> 275

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ser Val Gln Thr Tyr Asp Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln
65 70 75 80
Asn Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90 95

<210> 276

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_FO3 full length

<400> 276
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Met Gly Val
1

Pro Thr Ser

Arg Ile Thr
35

Thr Val Pro

50
Asp Tyr Thr
65

Gln Asn Ile

His His His

<210> 277
<211> 79
<212> PRT

<213>

<220><223> Synthetic: ATI_1421_|

<400> 277

Ser

Leu

20

Tyr

Asp

Ser

His

100

Asp Val

Leu Ile

Gly Glu

Gln Ser

Thr Val

70
[le Asn
85

His His

Pro Arg

Ser Trp

Thr Gly

40

Ala Thr

55

Tyr Ala

Tyr Arg

Artificial Sequence

Glu Val Val Ala Ala Thr Pro Thr

1

5

Arg His Asp Ala Arg Tyr Arg Ile

20

Ser Pro Val Gln Glu Phe Thr Val

35

40

Gly Leu Lys Pro Gly Val Asp Tyr

50

55

Gln Ala His Tyr Tyr Arg Leu Tyr

65

<210> 278

11> 7

70

Asp

Leu

Thr

FO05

Ser

Thr

25

Pro

Thr

Ile

Leu

10

Ser

Asn

Ser

90

core

Leu

10

Tyr

Asp

Ile

Ser

Glu Val Val

Val Gln Thr

Ser Pro Val
45

Gly Leu Lys

60
Lys Ala His
75

Ile Asp Lys

Leu Ile Ser

Gly Glu Thr

Arg Met Ala

45

Thr Val Tyr
60

Ile Asn Tyr

75

Ala Ala Thr
15

Tyr Asp Tyr

30

Gln Glu Phe

Pro Gly Val

Tyr Tyr Arg
80
Pro Ser Gln

95

Trp Leu Ala

15
Gly Gly Asn
30

Thr Ile Ser

Ala Leu Glu

Arg Thr
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F05 BC loop
<400> 278

Leu Ala Arg His Asp Ala Arg

1 5

<210> 279

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_FO05 DE loop
<400> 279

Pro Asp Arg Met

1

<210> 280

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F05 FG loop

<400> 280

Leu Glu Gln Ala His Tyr Tyr Arg Leu Tyr

1 5 10

<210> 281

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F05 w/ N leader

<400> 281

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Leu Ala Arg His Asp Ala Arg Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
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35 40 45
Val Pro Asp Arg Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu GIn Ala His Tyr Tyr Arg Leu
65 70 75 80
Tyr Ile Ser Ile Asn Tyr Arg Thr
85
<210> 282
<211> 94
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F05 w/ N leader + his tag

<400> 282

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Leu Ala Arg His Asp Ala Arg Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Arg Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 95 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Gln Ala His Tyr Tyr Arg Leu
65 70 75 80
Tyr Ile Ser Ile Asn Tyr Arg Thr His His His His His His

85 90
<210> 283
<211> 95
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_F05 w/ N leader and C tail
<400> 283

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
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Thr Ser Leu Leu Ile Ser Trp Leu Ala

20

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

Val Pro Asp Arg Met Ala Thr Ile Ser

50

Tyr Thr Ile Thr Val Tyr Ala Leu Glu

65

Tyr Ile Ser Ile Asn Tyr Arg Thr Glu

<210> 284
<211> 101
<212> PRT

<213>

<220><223> Synthetic: ATI_1421_F05

<400> 284

Gly Val Ser Asp Val Pro Arg Asp Leu

1

Thr Ser Leu Leu Ile Ser Trp Leu Ala

20

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

Val Pro Asp Arg Met Ala Thr Ile Ser

50

Tyr Thr Ile Thr Val Tyr Ala Leu Glu

65

Tyr Ile Ser Ile Asn Tyr Arg Thr Glu

His His His His His

100

85

5

85

70

70

55

Artificial Sequence

55

40

40

25

25

10

Arg His Asp

Ser Pro Val

Gly Leu Lys
60
Gln Ala His

75

Ile Asp Lys

90

w/ N leader

Glu Val Val
10

Arg His Asp

Ser Pro Val

Gly Leu Lys

60

GIln Ala His
75

Ile Asp Lys

90

15

Ala Arg Tyr Arg
30

GIn Glu Phe Thr

45

Pro Gly Val Asp

Tyr Tyr Arg Leu

80

Pro Ser Gln

95

and C tail + his tag

Ala Ala Thr Pro
15

Ala Arg Tyr Arg

30

Gln Glu Phe Thr
45

Pro Gly Val Asp

Tyr Tyr Arg Leu
80
Pro Ser Gln His

95
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<210> 285

<211> 90

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421 _F05

including PC

<400> 285

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Leu Ala
20 25

I[le Thr Tyr Gly Glu Thr Gly Gly Asn

35 40
Val Pro Asp Arg Met Ala Thr Ile Ser
50 95
Tyr Thr Ile Thr Val Tyr Ala Leu Glu
65 70
Tyr Ile Ser Ile Asn Tyr Arg Thr Pro
85
<210> 286
<211> 96
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F05

including PC + his tag
<400> 286
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5
Thr Ser Leu Leu Ile Ser Trp Leu Ala
20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn
35 40

Val Pro Asp Arg Met Ala Thr Ile Ser

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro

10 15

Arg His Asp Ala Arg Tyr Arg
30

Ser Pro Val Gln Glu Phe Thr

45
Gly Leu Lys Pro Gly Val Asp
60
Gln Ala His Tyr Tyr Arg Leu
75 80
Cys

90

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro
10 15
Arg His Asp Ala Arg Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45

Gly Leu Lys Pro Gly Val Asp
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50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Gln Ala His Tyr Tyr Arg Leu

65 70 75 80

Tyr Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90 95

<210> 287

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_F05 full length

<400> 287

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Leu Ala Arg His Asp Ala Arg Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Pro Asp Arg Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu Gln Ala His Tyr Tyr Arg

65 70 75 80

Leu Tyr Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 288
<211> 82
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_GO7 core
<400> 288

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp His Ser
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1 5 10 15
Pro Thr Ser Gly Ile Thr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly

20 25 30

Asn Ser Pro Val Gln Glu Phe Thr Val Pro Tyr Asp Pro Ser Ala Thr
35 40 45
Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala
50 55 60
Pro Tyr Gly Ser Gln Tyr Tyr Pro Gly Tyr His Ile Ser Ile Asn Tyr
65 70 75 80

Arg Thr

<210> 289

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_GO7 BC loop

<400> 289

His Ser Pro Thr Ser Gly Ile Thr

1 5

<210> 290

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_GO7 DE loop
<400> 290

Pro Tyr Asp Pro Ser

1 5

<210> 291

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_GO7 FG loop

<400> 291
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Pro Tyr Gly Ser Gln Tyr Tyr Pro Gly Tyr His
1 5 10
<210> 292

<211> 91

<212> PRT
<213

> Artificial Sequence

<220><223> Synthetic: ATI_1421_GO7 w/ N leader

<400> 292
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val
1 5 10
Thr Ser Leu Leu Ile Ser Trp His Ser Pro Thr
20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser
35 40

Thr Val Pro Tyr Asp Pro Ser Ala Thr Ile Ser

50 95
Val Asp Tyr Thr Ile Thr Val Tyr Ala Pro Tyr
65 70 75
Pro Gly Tyr His Ile Ser Ile Asn Tyr Arg Thr
85 90

<210> 293

<211> 97

<212> PRT

<213> Artificial Sequence

Val Ala Ala Thr Pro

Ser Gly Ile Thr Tyr

30

Pro Val Gln Glu Phe

45

Gly Leu Lys Pro Gly

60

Gly Ser Gln Tyr Tyr

15

<220><223> Synthetic: ATI_1421_GO7 w/ N leader + his tag

<400> 293

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10

Thr Ser Leu Leu Ile Ser Trp His Ser Pro Thr Ser Gly Ile Thr Tyr

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40

30

45
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Thr Val Pro Tyr Asp Pro Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Pro Tyr Gly Ser Gln Tyr Tyr

65 70 75 80

Pro Gly Tyr His Ile Ser Ile Asn Tyr Arg Thr His His His His His
85 90 95

His

<210> 294

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_GO7 w/ N leader and C tail
<400> 294

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His Ser Pro Thr Ser Gly Ile Thr Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Pro Tyr Asp Pro Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Pro Tyr Gly Ser Gln Tyr Tyr
65 70 75 80
Pro Gly Tyr His Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro

85 90 95

Ser Gln

<210> 295
<211> 104
<212> PRT

<213> Artificial Sequence
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<220><223>
<400> 295
Gly Val Ser
1
Thr Ser Leu
Arg Ile Thr
35
Thr Val Pro
50
Val Asp Tyr
65
Pro Gly Tyr
Ser Gln His
<210> 296
<211> 93
<212> PRT
<213>

Synthetic: ATI_1421_G07

Asp

Leu

20

Tyr

Tyr

Thr

His

His

100

Val Pro Arg Asp Leu

5

Ile Ser Trp His Ser
25

Gly Glu Thr Gly Gly

40

Asp Pro Ser Ala Thr
55
Ile Thr Val Tyr Ala
70
Ile Ser Ile Asn Tyr
85

His His His His

Artificial Sequence

<220><223> Synthetic: ATI_1421_GO7

including PC

<400> 296

Gly Val Ser Asp Val Pro Arg Asp Leu

1

5

Thr Ser Leu Leu Ile Ser Trp His Ser

20

25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly

35

40

Thr Val Pro Tyr Asp Pro Ser Ala Thr

50

55

Val Asp Tyr Thr Ile Thr Val Tyr Ala

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr

10

Pro Thr

Asn Ser

Ile Ser

Pro Tyr
75
Arg Thr

90

w/ N leader and modified C-terminus

Glu Val

10

Pro Thr

Asn Ser

Ile Ser

Pro Tyr

15

Ser Gly Ile Thr

30

Pro Val GIn Glu

45

Gly Leu Lys Pro

60

Gly Ser Gln Tyr

Glu Ile Asp Lys

95

Pro

Tyr

Phe

Tyr
80

Pro

Val Ala Ala Thr Pro

15

Ser Gly Ile Thr Tyr

30

Pro Val Gln Glu Phe

45

Gly Leu Lys Pro Gly

60

Gly Ser Gln Tyr Tyr
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65

Pro Gly Tyr His Ile Ser Ile Asn Tyr

<210>
<211>
<212>

<213>

<220><223> Synthetic: ATI_1421_GO7

<400>

Gly Val Ser Asp Val Pro Arg Asp Leu

1

Thr Ser Leu Leu Ile Ser Trp His Ser

Arg Ile Thr Tyr Gly Glu Thr Gly Gly

Thr Val Pro Tyr Asp Pro Ser Ala Thr

50

Val Asp Tyr Thr Ile Thr Val Tyr Ala

65

Pro Gly Tyr His Ile Ser Ile Asn Tyr

70

85
297
99
PRT

Artificial Sequence

including PC + his tag

297

5

20

35

55

70

85

His His His

<210>

<211>

<212>

<213>

298
105
PRT

Artificial Sequence

75
Arg Thr

90

w/ N leader and modified C-terminus

Glu Val

10

Pro Thr

Asn Ser

Ile Ser

Pro Tyr

75
Arg Thr
90

80

Pro Cys

Val Ala Ala Thr Pro

15
Ser Gly Ile Thr Tyr
30
Pro Val Gln Glu Phe
45
Gly Leu Lys Pro Gly
60

Gly Ser Gln Tyr Tyr

80
Pro Cys His His His

95

<220><223> Synthetic: ATI_1421_GO7 full length

<400>

298

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1

5

10

15
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Pro Thr Ser Leu Leu Ile Ser Trp His Ser Pro Thr Ser Gly Ile Thr

20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Pro Tyr Asp Pro Ser Ala Thr Ile Ser Gly Leu Lys Pro
50 55 60
Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Pro Tyr Gly Ser Gln Tyr
65 70 75 80

Tyr Pro Gly Tyr His Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys

85 90 95

Pro Ser Gln His His His His His His

100 105
<210> 299
<211> 79
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_HO3 core
<400> 299
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Val Tyr
1 5 10 15
His Tyr Asp Ala Gln Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn

20 25 30

Ser Pro Val Gln Glu Phe Thr Val Pro Asp Ser Ser Ala Thr Ile Ser
35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu
50 55 60

Gln Ala His Ile Asp Arg Thr Thr Ile Ser Ile Asn Tyr Arg Thr

65 70 75

<210> 300

211> 7

<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1421_HO3 BC loop

<400> 300

Val Tyr His Tyr Asp Ala Gln
1 5
<210> 301
<211> 4
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_HO3 DE loop
<400> 301
Pro Asp Ser Ser
1
<210> 302
<211> 10
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_HO3 FG loop
<400> 302
Leu Glu Gln Ala His Ile Asp Arg Thr Thr
1 5 10
<210> 303
<211> 88
<212> PRT
<213> Artificial Sequence
<220><223>
Synthetic: ATI_1421_HO03 w/ N leader
<400> 303
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
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Val Pro Asp Ser Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Gln Ala His Ile Asp Arg Thr
65 70 75 80
Thr Ile Ser Ile Asn Tyr Arg Thr

85

<210> 304
<211> 94
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_H03 w/ N leader + his tag
<400> 304
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Ser Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Gln Ala His Ile Asp Arg Thr

65 70 75 80

Thr Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 305
<211> 95
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421 _HO3 w/ N leader and C tail
<400> 305
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
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Thr

I[le
35
Val
50
Tyr
65
Thr
<210> 306
<211> 101
<212> PRT

20

Ser Leu Leu Ile Ser Trp Val Tyr

25

Thr Tyr Gly Glu Thr Gly Gly Asn

40

Pro Asp Ser Ser Ala Thr Ile Ser

55

Thr Ile Thr Val Tyr Ala Leu Glu

70

[le Ser Ile Asn Tyr Arg Thr Glu

85

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_HO3

<400> 306
Gly Val Ser
1

Thr Ser Leu
Ile Thr Tyr

35

Val Pro Asp
50

Tyr Thr Ile
65
Thr Ile Ser

His His His

<210> 307

<211> 90

Asp

Leu

20

Gly

Ser

Thr

His

100

Val Pro Arg Asp Leu
5
[le Ser Trp Val Tyr
25
Glu Thr Gly Gly Asn
40

Ser Ala Thr Ile Ser
55
Val Tyr Ala Leu Glu
70
Asn Tyr Arg Thr Glu
85

His

His Tyr Asp

Ser Pro Val

Gly Leu Lys

60

GIn Ala His
75

[le Asp Lys

90

w/ N leader

Glu Val Val
10

His Tyr Asp

Ser Pro Val

Gly Leu Lys

60

Gln Ala His
75

Ile Asp Lys

90

S=50l 10-2632418

Ala Gln Tyr Arg

30

Glu Phe Thr

Gly Val Asp

Asp Arg Thr
80
Pro Ser Gln

95

and C tail + his tag
Ala Thr Pro
15
Gln Tyr Arg
30
Glu Phe Thr

45

Pro Gly Val Asp
Asp Arg Thr

80
Ser Gln His

Pro

95
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<212> PRT

<213> Artificial Sequence

<220

><223> Synthetic: ATI_1421_HO3 w/ N leader and modified C-terminus
including PC

<400> 307

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp Ser Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Gln Ala His Ile Asp Arg Thr
65 70 75 80
Thr Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 308
<211> 96
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_H03 w/ N leader and modified C-terminus
including PC + his tag
<400> 308

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Ser Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60
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Tyr Thr Ile Thr Val Tyr Ala Leu Glu Gln Ala His Ile Asp Arg Thr

65 70 75 80

Thr Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90 95

<210> 309

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_HO3 full length

<400> 309

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Pro Asp Ser Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 95 60
Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu Gln Ala His Ile Asp Arg
65 70 75 80

Thr Thr Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85 90 95

His His His His His His

100
<210> 310
<211> 79
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_HO5 core
<400> 310
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Thr Ser

1 5 10 15
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Val Leu Leu Lys Asp Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
20 25 30

Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln His Ala Thr Ile Ser

35 40 45
Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Gln
50 55 60
Asn Ala His His Glu Arg Leu Tyr Ile Ser Ile Asn Tyr Arg Thr
65 70 75
<210> 311
<211> 7
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_HO5 BC loop
<400> 311
Thr Ser Val Leu Leu Lys Asp

1 5

<210

> 312

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_HO5 DE loop
<400> 312

Pro Asp Gln His

1

<210> 313

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_HO5 FG loop
<400> 313

Leu Gln Asn Ala His His Glu Arg Leu Tyr

1 5 10

<210> 314
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<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_HO5 w/ N leader
<400> 314

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Thr Ser Val Leu Leu Lys Asp Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln His Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Gln Asn Ala His His Glu Arg Leu

65 70 75 80
Tyr Ile Ser Ile Asn Tyr Arg Thr
85
<210> 315
<211> 94
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_HO05 w/ N leader + his tag
<400> 315
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Thr Ser Val Leu Leu Lys Asp Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe Thr
35 40 45
Val Pro Asp Gln His Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Gln Asn Ala His His Glu Arg Leu
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65 70
Tyr Ile Ser Ile Asn Tyr Arg Thr His

85

<210> 316

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_HO5

<400> 316

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Thr Ser
20 25

I[le Thr Tyr Gly Glu Thr Gly Gly Asn

35 40

Val Pro Asp Gln His Ala Thr Ile Ser
50 95

Tyr Thr Ile Thr Val Tyr Ala Leu Gln

65 70

Tyr Ile Ser Ile Asn Tyr Arg Thr Glu

85

<210> 317

<211> 101

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1421_HO5

<400> 317

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Thr Ser
20 25

Ile Thr Tyr Gly Glu Thr Gly Gly Asn

75 80
His His His His His
90

w/ N leader and C tail

Glu Val Val Ala Ala Thr Pro

10 15

Val Leu Leu Lys Asp Tyr Arg
30

Ser Pro Val Gln Glu Phe Thr

45

Gly Leu Lys Pro Gly Val Asp
60
Asn Ala His His Glu Arg Leu
75 80
Ile Asp Lys Pro Ser Gln

90 95

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro

10 15

Val Leu Leu Lys Asp Tyr Arg
30

Ser Pro Val Gln Glu Phe Thr
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35 40 45
Val Pro Asp Gln His Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Gln Asn Ala His His Glu Arg Leu
65 70 75 80
Tyr Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His
85 90 95
His His His His His
100
<210> 318
<211> 90
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421_HO5 w/ N leader and modified C-terminus
including PC
<400> 318

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Thr Ser Val Leu Leu Lys Asp Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln His Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Gln Asn Ala His His Glu Arg Leu

65 70 75 80
Tyr Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 319
<211> 96
<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1421_HO5 w/ N leader and modified C-terminus
including PC + his tag

<400> 319

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Thr Ser Val Leu Leu Lys Asp Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln His Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Gln Asn Ala His His Glu Arg Leu
65 70 75 80

Tyr Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His

85 90 95
<210> 320
<211> 102
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1421 _HO5 full length
<400> 320
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15
Pro Thr Ser Leu Leu Ile Ser Trp Thr Ser Val Leu Leu Lys Asp Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe

35 40 45
Thr Val Pro Asp Gln His Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Leu GIln Asn Ala His His Glu Arg
65 70 75 80

Leu Tyr Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
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85 90 95
His His His His His His

100

<210> 321

<211> 79

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_E06 core

<400> 321

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Leu Pro

1 5 10 15

Ser Tyr Tyr Ile Thr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
20 25 30

Ser Pro Val Gln Glu Phe Thr Val Ser Lys Asp Leu Ala Thr Ile Ser

35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Phe Asn
50 95 60

Gly Ser Ser Tyr Tyr Thr Phe Gly Ile Ser Ile Asn Tyr Arg Thr

65 70 75

<210> 322

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_E06 BC loop

<400> 322

Leu Pro Ser Tyr Tyr Ile Thr

1 5

<210> 323

<211> 4

<212> PRT

<213> Artificial Sequence
<220

><223> Synthetic: ATI_1422_E06 DE loop
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<400> 323

Ser Lys Asp Leu

1

<210> 324

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_E06 FG loop
<400> 324

Phe Asn Gly Ser Ser Tyr Tyr Thr Phe Gly

1 5 10
<210> 325

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_E06 w/ N leader

<400> 325

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10

Thr Ser Leu Leu Ile Ser Trp Leu Pro Ser Tyr Tyr Ile Thr Tyr Arg

20 25

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40

Val Ser Lys Asp Leu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60

Tyr Thr Ile Thr Val Tyr Ala Phe Asn Gly Ser Ser Tyr Tyr Thr Phe

65 70 75

Gly Ile Ser Ile Asn Tyr Arg Thr
85

<210> 326

<211> 101

<212> PRT

<213> Artificial Sequence

30

45
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<220><223>
<400> 326
Gly Val Ser
1

Thr Ser Leu

Ile Thr Tyr

35
Val Ser Lys
50
Tyr Thr Ile
65

Gly Ile Ser

His His His

<210
> 327
<211> 101

<212> PRT

Synthetic: ATI_1422_E06

Asp Val

5

Pro Arg Asp Leu

Leu Ile Ser Trp Leu Pro

20

25

Gly Glu Thr Gly Gly Asn

Asp Leu

Thr Val

Ile Asn
85
His His

100

40
Ala Thr Ile Ser
55
Tyr Ala Phe Asn
70

Tyr Arg Thr Glu

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_E06

<400> 327

Gly Val Ser Asp Val Pro Arg Asp Leu

1

5

Thr Ser Leu Leu Ile Ser Trp Leu Pro

20

25

Ile Thr Tyr Gly Glu Thr Gly Gly Asn

35

40

Val Ser Lys Asp Leu Ala Thr Ile Ser

50

55

Tyr Thr Ile Thr Val Tyr Ala Phe Asn

65

70

w/ N leader

Glu Val Val
10

Ser Tyr Tyr

Ser Pro Val

Gly Leu Lys

60

Gly Ser Ser
75

Ile Asp Lys

90

w/ N leader

Glu Val Val
10

Ser Tyr Tyr

Ser Pro Val

Gly Leu Lys
60
Gly Ser Ser

75

+ his tag

Ala Ala Thr Pro
15
[le Thr Tyr Arg
30

Gln Glu Phe Thr

45

Pro Gly Val Asp

Tyr Tyr Thr Phe
80
Pro Ser Gln His

95

and C tail

Ala Ala Thr Pro
15
Ile Thr Tyr Arg
30
GIn Glu Phe Thr

45

Pro Gly Val Asp

Tyr Tyr Thr Phe

80
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Gly Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His
85 90 95

His His His His His
100

<210> 328

<211> 90

<212> PRT

<213> Artificial Sequence

<220

><223> Synthetic: ATI_1422_E06 w/ N leader and C tail + his tag

<400> 328

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Leu Pro Ser Tyr Tyr Ile Thr Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Ser Lys Asp Leu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60
Tyr Thr Ile Thr Val Tyr Ala Phe Asn Gly Ser Ser Tyr Tyr Thr Phe
65 70 75 80
Gly Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 329
<211> 96
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_E06 w/ N leader and modified C-terminus
including PC
<400> 329

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Leu Pro Ser Tyr Tyr Ile Thr Tyr Arg
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20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Ser Lys Asp Leu Ala Thr Ile Ser
50 55

Tyr Thr Ile Thr Val Tyr Ala Phe Asn

65 70
Gly Ile Ser Ile Asn Tyr Arg Thr Pro
85

<210> 330

<211> 101

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_E06
including PC + his tag

<400> 330

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Leu Pro
20 25
I[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Ser Lys Asp Leu Ala Thr Ile Ser
50 55
Tyr Thr Ile Thr Val Tyr Ala Phe Asn

65 70

Gly Ile Ser Ile Asn Tyr Arg Thr Glu
85
His His His His His
100
<210> 331

<211> 89

Ser Pro Val

Gly Leu Lys
60

Gly Ser Ser

75
Cys His His

90

w/ N leader

Glu Val Val

10

Ser Tyr Tyr

Ser Pro Val

Gly Leu Lys
60
Gly Ser Ser

75

Ile Asp Lys

90

30
Gln Glu Phe Thr
45

Pro Gly Val Asp

Tyr Tyr Thr Phe

80
His His His His

95

and modified C-terminus

Ala Ala Thr Pro

15

I[le Thr Tyr Arg
30

GIn Glu Phe Thr

45

Pro Gly Val Asp

Tyr Tyr Thr Phe

80

Pro Ser Gln His

95
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_]

<400> 331

Met Gly Val Ser Asp Val Pro Arg

1 5

Pro Thr Ser Leu Leu Ile Ser Trp

20

Arg Ile Thr Tyr Gly Glu Thr Gly
35 40

Thr Val Ser Lys Asp Leu Ala Thr

50 55

Asp Tyr Thr Ile Thr Val Tyr Ala

65 70

Phe Gly Ile Ser Ile Asn Tyr Arg

85

<210> 332

<211> 78

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_]

<400> 332
Glu Val Val Ala Ala Thr Pro Thr
1 5
Pro Ser Tyr Phe Ile Ser Tyr Arg
20
Asn Ser Pro Val Gln Glu Phe Thr
35 40

Ser Gly Leu Lys Pro Gly Val Asp

50 55
Glu Gly Ile Met Phe Tyr Asn Ile

65 70

SS50l 10-2632418

EO6 full length

Asp Leu Glu Val Val Ala Ala Thr

10 15

Leu Pro Ser Tyr Tyr Ile Thr Tyr

25 30

Gly Asn Ser Pro Val GIn Glu Phe
45
[le Ser Gly Leu Lys Pro Gly Val
60
Phe

Asn Gly Ser Ser Tyr Tyr Thr

75 80

Thr

F04 core

Ser Leu Leu Ile Ser Trp Ser Ile

10 15

Ile Thr Tyr Gly Glu Thr Gly Gly

25 30

Val Tyr Lys Asn Tyr Ala Thr Ile
45

Tyr Thr Ile Thr Val Tyr Ala Ser

60
Ser Ile Asn Tyr Arg Thr

75
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<210> 333

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F04 BC loop
<400> 333

Ser Ile Pro Ser Tyr Phe Ile Ser

1 5

<210> 334

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F04 DE loop
<400> 334

Tyr Lys Asn Tyr

1

<210> 335

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F04 FG loop

<400> 335

Ser Glu Gly Ile Met Phe Tyr Asn

1 5

<210> 336

<211> 87

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_FO4w/ N leader

<400> 336

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Ile Pro Ser Tyr Phe Ile Ser Tyr
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20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Lys Asn Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ser Glu Gly Ile Met Phe Tyr Asn
65 70 75 80
Ile Ser Ile Asn Tyr Arg Thr

85

<210> 337

<211> 93

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F04w/ N leader + his tag

<400> 337

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Ile Pro Ser Tyr Phe Ile Ser Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Tyr Lys Asn Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ser Glu Gly Ile Met Phe Tyr Asn
65 70 75 80
Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 338
<211> 94
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F04 w/ N leader and C tail
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<400> 338

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ser Ile Pro Ser Tyr Phe Ile Ser Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Lys Asn Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Ser Glu Gly Ile Met Phe Tyr Asn
65 70 75 80
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90
<210> 339
<211> 100
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_F04 w/ N leader and C tail + his tag
<400> 339
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Ile Pro Ser Tyr Phe Ile Ser Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Lys Asn Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Ser Glu Gly Ile Met Phe Tyr Asn

65 70 75 80

Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser GIn His His

85 90 95
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His His His His
100
<210> 340
<211> 89
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_F04 w/ N leader and modified C-terminus
including PC
<400> 340
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Ile Pro Ser Tyr Phe Ile Ser Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Lys Asn Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 95 60

Asp Tyr Thr Ile Thr Val Tyr Ala Ser Glu Gly Ile Met Phe Tyr Asn
65 70 75 80
Ile Ser Ile Asn Tyr Arg Thr Pro Cys

85

<210> 341

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F04 w/ N leader and modified C-terminus
including PC + his tag

<400> 341

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Ile Pro Ser Tyr Phe Ile Ser Tyr

20 25 30
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Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35
Thr Val Tyr
50
Asp Tyr Thr
65

Ile Ser Ile

<210> 342
<211> 101

<212> PRT

40
Lys Asn Tyr Ala Thr Ile
55
[le Thr Val Tyr Ala Ser
70
Asn Tyr Arg Thr Pro Cys

85

<213> Artificial Sequence

<220><223>
<400> 342
Met Gly Val
1

Pro Thr Ser

Tyr Arg Ile
35

Phe Thr Val

50
Val Asp Tyr
65

Asn Ile Ser

His His His

<210> 343

<211> 77

<212> PRT

Synthetic: ATI_1422_F04

Ser Asp Val Pro Arg Asp
5
Leu Leu Ile Ser Trp Ser
20 25
Thr Tyr Gly Glu Thr Gly
40

Tyr Lys Asn Tyr Ala Thr

55
Thr Ile Thr Val Tyr Ala
70
Ile Asn Tyr Arg Thr Glu
85
His His

100

<213> Artificial Sequence

45
Ser Gly Leu Lys
60
Glu Gly Ile Met
75
His His His His

90

full length

Leu Glu Val Val
10

Ile Pro Ser Tyr

Gln Glu Phe

Pro Gly Val

Phe Tyr Asn
80
His His

95

Ala Ala Thr
15
Phe Ile Ser

30

Gly Asn Ser Pro Val Gln Glu

45

Ile Ser Gly Leu Lys Pro Gly

60

Ser Glu Gly Ile Met Phe Tyr

75

80

Ile Asp Lys Pro Ser Gln His

90

95
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<220><223> Synthetic: ATI_1422_F05 core
<400> 343

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu

1 5 10
Pro Arg Gly Pro Tyr Val Phe Tyr Arg Ile Thr
20 25
Gly Asn Ser Pro Val Gln Glu Phe Thr Val Tyr
35 40
Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr
50 55

Tyr Thr Ser Gly Tyr Val Ile Ser Ile Asn Tyr

65 70 75
<210> 344

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F05 BC loop
<400> 344

Pro Tyr Pro Arg Gly Pro Tyr Val Phe

1 5

<210> 345

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F05 DE loop
<400> 345

Tyr Pro Gly Gln

1

<210> 346

<211> 6

<212> PRT

<213> Artificial Sequence

SSS0l 10-2632418

Ile Ser Trp Pro Tyr

15
Tyr Gly Glu Thr Gly
30
Pro Gly Gln Ala Thr
45
I[le Thr Val Tyr Ala
60

Arg Thr

- 278 -



<220><223> Synthetic: ATI_1422_F05 FG loop

<400> 346

Tyr Thr Ser Gly Tyr Val

1 5

<210> 347

<211> 86

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F05 w/ N leader

<400> 347

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Pro Tyr Pro Arg Gly Pro Tyr Val Phe
20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45
Phe Thr Val Tyr Pro Gly Gln Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 95 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Thr Ser Gly Tyr Val Ile
65 70 75 80
Ser Ile Asn Tyr Arg Thr
85
<210> 348
<211> 99
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F05 w/ N leader + his tag

<400> 348

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Pro Tyr Pro Arg Gly Pro Tyr Val Phe

20 25 30
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Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35
Phe Thr Val Tyr

50

Val Asp Tyr Thr
65

Ser Ile Asn Tyr

His His His

<210> 349

<211> 93

<212> PRT

40
Pro Gly Gln Ala Thr

55

[le Thr Val Tyr Ala
70
Arg Thr Glu Ile Asp

85

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F05

<400> 349
Gly Val Ser Asp
1

Thr Ser Leu Leu
20
Tyr Arg Ile Thr
35
Phe Thr Val Tyr
50
Val Asp Tyr Thr

65

Ser Ile Asn Tyr

<210> 350
<211> 99

<212> PRT

Val Pro Arg Asp Leu

5

Ile Ser Trp Pro Tyr

25

45

Ile Ser Gly Leu Lys Pro Gly

60

Tyr Thr Ser Gly Tyr Val

75

Lys Pro Ser Gln His His

90

95

w/ N leader and C tail

Glu Val Val Ala Ala Thr

10

15

Pro Arg Gly Pro Tyr Val

30

80

His

Pro

Phe

Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

40
Pro Gly Gln Ala Thr
55
[le Thr Val Tyr Ala

70

Arg Thr Glu Ile Asp

85

<213> Artificial Sequence

45

Ile Ser Gly Leu Lys Pro Gly

60

Tyr Thr Ser Gly Tyr Val

75

Lys Pro Ser Gln

90

- 280 -
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<220><223> Synthetic: ATI_1422_F05

<400> 350

Gly Val Ser Asp
1

Thr Ser Leu Leu

20

Tyr Arg Ile Thr
35
Phe Thr Val Tyr
50
Val Asp Tyr Thr
65

Ser Ile Asn Tyr

His His His

<210> 351
<211> 88

<212> PRT

Val Pro Arg Asp Leu
5
Ile Ser Trp Pro Tyr

25

Tyr Gly Glu Thr Gly
40
Pro Gly Gln Ala Thr
55
Ile Thr Val Tyr Ala
70
Arg Thr Glu Ile Asp

85

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F05

including PC

<400> 351

Gly Val Ser Asp

1

Thr Ser Leu Leu
20

Tyr Arg Ile Thr

35
Phe Thr Val Tyr

50

Val Pro Arg Asp Leu

5

[le Ser Trp Pro Tyr
25

Tyr Gly Glu Thr Gly

40
Pro Gly GIn Ala Thr

55

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro
10 15
Pro Arg Gly Pro Tyr Val Phe

30

Gly Asn Ser Pro Val Gln Glu
45
Ile Ser Gly Leu Lys Pro Gly
60
Tyr Thr Ser Gly Tyr Val Ile
75 80
Lys Pro Ser Gln His His His

90 95

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro

10 15

Pro Arg Gly Pro Tyr Val Phe
30

Gly Asn Ser Pro Val Gln Glu

45
Ile Ser Gly Leu Lys Pro Gly

60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Tyr Thr Ser Gly Tyr Val Ile
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65 70

Ser Ile Asn Tyr Arg Thr Pro Cys
85

<210> 352

<211> 94

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F05

including PC + his tag
<400> 352
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5
Thr Ser Leu Leu Ile Ser Trp Pro Tyr
20 25
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly
35 40
Phe Thr Val Tyr Pro Gly Gln Ala Thr

50 55

Val Asp Tyr Thr Ile Thr Val Tyr Ala

65 70

Ser Ile Asn Tyr Arg Thr Pro Cys His
85

<210> 353

<211> 100

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_F05

<400> 353

Met Gly Val Ser Asp Val Pro Arg Asp

1 5

Pro Thr Ser Leu Leu Ile Ser Trp Pro

20 25

oin
]
Jm
el

75 80

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro
10 15
Pro Arg Gly Pro Tyr Val Phe
30
Gly Asn Ser Pro Val Gln Glu
45
Ile Ser Gly Leu Lys Pro Gly

60

Tyr Thr Ser Gly Tyr Val Ile
75 80
His His His His His

90

full length

Leu Glu Val Val Ala Ala Thr

10 15

Tyr Pro Arg Gly Pro Tyr Val

30
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Phe Tyr Arg Ile Thr Tyr Gly Glu Thr
35 40
Glu Phe Thr Val Tyr Pro Gly Gln Ala
50 55
Gly Val Asp Tyr Thr Ile Thr Val Tyr

65 70

[le Ser Ile Asn Tyr Arg Thr Glu Ile
85
His His His His
100
<210> 354
<211> 80
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_H04
<400> 354
Glu Val Val Ala Ala Thr Pro Thr Ser
1 5
Pro Ser Tyr Tyr Val Gln Tyr Arg Ile

20 25

Asn Ser Pro Val Gln Glu Phe Thr Val
35 40

Ser Gly Leu Lys Pro Gly Val Asp Tyr
50 95

Met Gly Val Tyr Tyr Leu Ser Tyr Ser

65 70

<210> 355

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_HO4
<400

> 355

Gly Gly

Thr Ile

Ala Tyr

75

Asp Lys

90

core

Leu Leu

10

Thr Tyr

Lys Ser

Thr Ile

Ile Ser

75

BC loop

S=S0l 10-2632418

Asn Ser Pro Val Gln
45

Ser Gly Leu Lys Pro

60

Thr Ser Gly Tyr Val

80

Pro Ser Gln His His

95

Ile Ser Trp Tyr Leu
15
Gly Glu Thr Gly Gly
30

Tyr Asn Ala Thr Ile
45

Thr Val Tyr Ala Arg

60

Ile Asn Tyr Arg Thr

80
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Tyr Leu Pro Ser Tyr Tyr Val Gln

1 5

<210> 356

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_HO04 DE loop
<400> 356

Lys Ser Tyr Asn

1

<210> 357

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_HO04 FG loop
<400> 357

Arg Met Gly Val Tyr Tyr Leu Ser Tyr Ser
1 5 10
<210> 358

<211> 89

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_H04 w/ N leader

<400> 358

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Tyr Leu Pro Ser Tyr Tyr Val Gln Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Lys Ser Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Arg Met Gly Val Tyr Tyr Leu Ser
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65 70 75 80
Tyr Ser Ile Ser Ile Asn Tyr Arg Thr
85
<210> 359
<211> 95
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_H04 w/ N leader + his tag
<400> 359
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Tyr Leu Pro Ser Tyr Tyr Val Gln Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Lys Ser Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 95 60
Asp Tyr Thr Ile Thr Val Tyr Ala Arg Met Gly Val Tyr Tyr Leu Ser

65 70 75 80

Tyr Ser Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90 95
<210> 360
<211> 96
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_H04 w/ N leader and C tail
<400> 360
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Tyr Leu Pro Ser Tyr Tyr Val Gln Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
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35 40 45
Thr Val Lys Ser Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Arg Met Gly Val Tyr Tyr Leu Ser
65 70 75 80
Tyr Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85 90 95

<210> 361

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_HO04 w/ N leader and C tail + his tag

<400> 361

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Tyr Leu Pro Ser Tyr Tyr Val Gln Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Lys Ser Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Arg Met Gly Val Tyr Tyr Leu Ser
65 70 75 80
Tyr Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 362
<211> 91
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_H04 w/ N leader and modified C-terminus
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including PC
<400> 362
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Tyr Leu Pro Ser Tyr Tyr Val Gln Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45

Thr Val Lys Ser Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Arg Met Gly Val Tyr Tyr Leu Ser
65 70 75 80
Tyr Ser Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 363
<211> 97
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_H04 w/ N leader and modified C-terminus
including PC + his tag
<400> 363

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Tyr Leu Pro Ser Tyr Tyr Val Gln Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe
35 40 45
Thr Val Lys Ser Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Arg Met Gly Val Tyr Tyr Leu Ser

65 70 75 80

Tyr Ser Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His
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85 90 95

His

<210> 364

<211> 103

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_HO4 full length

<400> 364

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Tyr Leu Pro Ser Tyr Tyr Val Gln

20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Lys Ser Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 95 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Arg Met Gly Val Tyr Tyr Leu
65 70 75 80

Ser Tyr Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser

85 90 95

GIn His His His His His His
100

<210> 365
<211> 78
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_HO5 core
<400> 365
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Gln Gly
1 5 10 15

Gln Leu Ser Pro Ser Phe Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly
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20 25 30

Asn Ser Pro Val Gln Glu Phe Thr Val Val Ala Gly Met Ala Thr Ile
35 40 45

Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr
50 55 60

Ser Asp Val Tyr Phe Tyr Ser Ile Ser Ile Asn Tyr Arg Thr

65 70 75

<210> 366

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_HO5 BC loop

<400> 366

Gln Gly Gln Leu Ser Pro Ser Phe

1 5

<210> 367

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_HO5 DE loop
<400> 367

Val Ala Gly Met

1

<210> 368

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_HO5 FG loop
<400> 368

Thr Ser Asp Val Tyr Phe Tyr Ser

1 5

<210> 369

<211> 87
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<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_HO5 w/ N leader
<400>
369
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Val Ala Gly Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 95 60

Asp Tyr Thr Ile Thr Val Tyr Ala Thr Ser Asp Val Tyr Phe Tyr Ser
65 70 75 80
Ile Ser Ile Asn Tyr Arg Thr

85
<210> 370
<211> 93
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_HO05 w/ N leader + his tag
<400> 370
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Val Ala Gly Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Thr Ser Asp Val Tyr Phe Tyr Ser

65 70 75 80
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Ile Ser Ile Asn Tyr Arg Thr His His His His His His

85 90
<210> 371
<211> 94
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_HO05 w/ N leader and
<400> 371
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala
1 5 10
Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro
20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40 45
Thr Val Val Ala Gly Met Ala Thr Ile Ser Gly Leu Lys
50 95 60
Asp Tyr Thr Ile Thr Val Tyr Ala Thr Ser Asp Val Tyr
65 70 75
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser
85 90
<210> 372
<211> 100
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_H05 w/ N leader and

<400> 372

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala

1 5 10

Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35

40 45

oin
1]
Jm
el

C tail

Ala Thr Pro
15

Ser Phe Tyr

30

Gln Glu Phe

Pro Gly Val

Phe Tyr Ser

80

C tail + his tag

Ala Thr Pro
15

Ser Phe Tyr

30

GIn Glu Phe
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Thr Val Val Ala Gly Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Thr Ser Asp Val Tyr Phe Tyr Ser
65 70 75 80
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His
85 90 95
His His His His
100
<210> 373
<211> 89
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_HO5 w/ N leader and modified C-terminus

including PC

<400> 373

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Val Ala Gly Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Thr Ser Asp Val Tyr Phe Tyr Ser
65 70 75 80
Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85
<210> 374
<211> 95
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_H05 w/ N leader and modified C-terminus

- 292 -
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including PC + his tag
<400> 374
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Val Ala Gly Met Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Thr Ser Asp Val Tyr Phe Tyr Ser

65 70 75 80

Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90 95
<210> 375
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: full length
<400> 375
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15
Pro Thr Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu Ser Pro Ser Phe
20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45
Phe Thr Val Val Ala Gly Met Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Ser Asp Val Tyr Phe Tyr
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His

85 90 95
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His His His His His
100

<210

> 376

<211> 82

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_GO5 core

<400> 376

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Ile Ala

1 5 10 15

Pro Tyr Tyr Ser Val Ile Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly
20 25 30

Asn Ser Pro Val Gln Glu Phe Thr Val Thr Gly Ser Gly Tyr Ala Thr

35 40 45

Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala
50 95 60

Thr Tyr Cys Ala Ser Val Ala Ser Tyr Ala Phe Ile Ser Ile Asn Tyr

65 70 75 80

Arg Thr

<210> 377

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_G05 BC loop
<400> 377

Ile Ala Pro Tyr Tyr Ser Val Ile

1 5

<210> 378

<211> 5

<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1422_GO5 DE loop
<400> 378

Thr Gly Ser Gly Tyr

1 5

<210> 379

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_GO5 FG loop
<400> 379

Thr Tyr Cys Ala Ser Val Ala Ser Tyr Ala Phe
1 5 10
<210> 380

<211> 91

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_GO5 w/ N leader

<400> 380

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val

1 5 10
Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr
20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser
35 40
Thr Val Thr Gly Ser Gly Tyr Ala Thr Ile Ser
50 55

Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr

65 70 75

Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr
85 90

<210> 381

<211> 97

<212> PRT

Val Ala Ala Thr Pro

Tyr Ser Val Ile Tyr

30

Pro Val Gln Glu Phe

45

Gly Leu Lys Pro Gly

60

Cys Ala Ser Val Ala

- 295 -
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<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_G05 w/ N leader + his tag

<400> 381

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Ile Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Glu Phe

35 40 45

Thr Val Thr Gly Ser Gly Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly

50 55 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr Cys Ala Ser Val Ala

65 70 75 80

Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr His His His His His

85 90 95

His

<210>

382

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_G05 w/ N leader and C tail

<400> 382

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1

Thr Ser Leu

Arg Ile Thr

35

Thr Val Thr

50

Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr Cys Ala

5
Leu Ile Ser Trp Ile Ala
20 25
Tyr Gly Glu Thr Gly Gly

40

Gly Ser Gly Tyr Ala Thr

55

10

Pro Tyr

Asn Ser

Ile Ser

Tyr Ser Val
30
Pro Val Gln

45

Gly Leu Lys
60

Ser

- 296 -
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65 70 75 80
Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro
85 90 95

Ser Gln

<210> 383
<211> 104
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_G05 w/ N leader and C tail + his tag

<400> 383

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Ile Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Thr Gly Ser Gly Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly

50 95 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr Cys Ala Ser Val Ala
65 70 75 80
Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro
85 90 95
Ser GIn His His His His His His
100
<210> 384
<211> 93
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_G05 w/ N leader and modified C-terminus
including PC

<400> 384
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Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala

1 5 10
Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser
20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40 45
Thr Val Thr Gly Ser Gly Tyr Ala Thr Ile Ser Gly Leu
50 55 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr Cys Ala

65 70 75

Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90

<210> 385

<211> 99

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1422_GO5 w/ N leader and

including PC + his tag

<400> 385

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala

1 5 10

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser

20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40 45
Thr Val Thr Gly Ser Gly Tyr Ala Thr Ile Ser Gly Leu
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr Cys Ala
65 70 75

Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Pro Cys

85 90

Ala Thr Pro

15

Val Ile Tyr

30

Gln Glu Phe

Lys Pro Gly

Ser Val Ala

80

modified C-terminus

Ala Thr Pro
15

Val Ile Tyr

30

Gln Glu Phe

Lys Pro Gly

Ser Val Ala

80

His His His

95

- 298 -
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His His His
<210> 386
<211> 105
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1422_G05
<400> 386

Met Gly Val Ser Asp Val Pro Arg Asp
1 5

Pro Thr

Ser Leu Leu Ile Ser Trp Ile

20 25

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

35 40
Phe Thr Val Thr Gly Ser Gly Tyr Ala
50 95
Gly Val Asp Tyr Thr Ile Thr Val Tyr
65 70
Ala Ser Tyr Ala Phe Ile Ser Ile Asn
85
Pro Ser Gln His His His His His His
100 105
<210> 387
<211> 82
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_C02

<400> 387

Glu Val Val Ala Ala Thr Pro Thr Ser

1 5

Pro Tyr Tyr Ser Val Ile Tyr Arg Ile
20 25

Asn Ser Pro Val GIn Glu Phe Thr Val

oin
]
Jm
el

full length

Leu Glu Val Val Ala Ala Thr
10 15
Ala Pro Tyr Tyr Ser

30

Gly Asn Ser Pro Val

45
Thr Ile Ser Gly Leu Lys Pro
60
Ala Thr Tyr Cys Ala Ser Val
75 80
Tyr Arg Thr Glu Ile Asp Lys

90 95

core
Leu Leu Ile Ser Trp Ile Ala
10 15
Thr Tyr Gly Glu Thr Gly Gly
30

Pro Gly Ser Ala Tyr Ala Thr
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35 40 45

Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala

50 55 60

Ser Ser Gly Ala Ser Ile Ala Ala Tyr Ala Phe Ile Ser Ile Asn Tyr

65 70 75

Arg Thr

<210> 388

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_C02 BC loop
<400> 388

Ile Ala Pro Tyr Tyr Ser Val Ile

1 5

<210> 389

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_C02 DE loop
<400> 389

Pro Gly Ser Ala Tyr

1 5

<210> 390

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_C02 FG loop
<400> 390

Ser Ser Gly Ala Ser Ile Ala Ala Tyr Ala Phe
1 5 10
<210> 391

<211> 91
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_C02 w/ N leader
<400> 391

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Ile Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Pro Gly Ser Ala Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Ser Ser Gly Ala Ser Ile Ala

65 70 75 80
Ala Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr
85 90
<210> 392
<211> 97
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1760_C02 w/ N leader + his tag
<400> 392
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Ile Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Pro Gly Ser Ala Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Ser Ser Gly Ala Ser Ile Ala

65 70 75 80
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Ala Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr His His His His His

85 90 95

His

<210> 393

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_C02 w/ N leader and C tail

<400> 393

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Ile Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Pro Gly Ser Ala Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 95 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Ser Ser Gly Ala Ser Ile Ala
65 70 75 80
Ala Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro
85 90 95

Ser Gln

<210> 394
<211> 104
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_C02 w/ N leader and C tail + his tag

<400> 394
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
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Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35 40 45

Thr Val Pro Gly Ser Ala Tyr Ala Thr Ile Ser Gly Leu

50 55 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Ser Ser

65 70 75

Ala Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Glu Ile

85 90

Ser GIn His His His His His His

100

<210> 395

<211> 93

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_C02 w/ N leader and

including PC
<400> 395

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala

1 5 10

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35 40 45

Thr Val Pro Gly Ser Ala Tyr Ala Thr Ile Ser Gly Leu

50 55 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Ser Ser Gly Ala

65 70 75

Ala Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Pro Cys

85 90

<210> 396

SS50l 10-2632418

Val Ile Tyr
30

Gln Glu Phe

Lys Pro Gly

Ser Ile Ala
80
Asp Lys Pro

95

modified C-terminus

Ala Thr Pro

15

Val Ile Tyr

30

Gln Glu Phe

Lys Pro Gly

Ser Ile Ala

80
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<211> 99

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_C02
including PC + his tag

<400> 396

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Ile Ala

20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly
35 40
Thr Val Pro Gly Ser Ala Tyr Ala Thr
50 55
Val Asp Tyr Thr Ile Thr Val Tyr Ala
65 70

Ala Tyr Ala Phe Ile Ser Ile Asn Tyr

85

His His His

<210> 397

<211> 105

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_C02

<400> 397

Met Gly Val Ser Asp Val Pro Arg Asp

1 5

Pro Thr Ser Leu Leu Ile Ser Trp Ile
20 25

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

35 40

oin
]
Jm
el

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro
10 15

Pro Tyr Tyr Ser Val Ile Tyr

30
Asn Ser Pro Val Gln Glu Phe
45
Ile Ser Gly Leu Lys Pro Gly
60
Ser Ser Gly Ala Ser Ile Ala
75 80

Arg Thr Pro Cys His His His

90 95

full length

Leu Glu Val Val Ala Ala Thr

10 15

Ala Pro Tyr Tyr Ser Val Ile
30

Gly Asn Ser Pro Val Gln Glu

45
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Phe Thr Val Pro Gly Ser Ala Tyr
50 55
Gly Val Asp Tyr Thr Ile Thr Val
65 70
Ala Ala Tyr Ala Phe Ile Ser Ile
85
Pro Ser Gln His His His His His

100

<210> 398
<211> 82
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_|]

<400> 398

Glu Val Val Ala Ala Thr Pro Thr

1 5

Pro Tyr Tyr Ser Val Lys Tyr Arg
20

Asn Ser Pro Val Gln Glu Phe Thr

35 40

[le Ser Gly Leu Lys Pro Gly Val
50 95

Thr Tyr Gly Ala Ser Ile Ala Ser

65 70

Arg Thr

<210> 399
<211> 8
<212> PRT

<213> Artificial Sequence

Ala

Tyr

Asn

His

105

EO1

Ser

Ile

25

Val

Asp

Tyr

Thr Ile Ser Gly Leu Lys Pro
60

Ala Ser Ser Gly Ala Ser Ile

75 80

Tyr Arg Thr Glu Ile Asp Lys

90 95

core

Leu Leu Ile Ser Trp Ile Ala

10 15

Thr Tyr Gly Glu Thr Gly Gly
30

Ala Gly Ala Asp Tyr Ala Thr

45

Tyr Thr Ile Thr Val Tyr Ala
60
Ala Phe Ile Ser Ile Asn Tyr

75 80

<220><223> Synthetic: ATI_1760_EO1 BC loop

<400> 399

Ile Ala Pro Tyr Tyr Ser Val Lys
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1 5
<210> 400
<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_EO1 DE loop
<400> 400

Ala Gly Ala Asp Tyr

1 5

<210> 401

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_EO1 FG loop
<400> 401

Thr Tyr Gly Ala Ser Ile Ala Ser Tyr Ala Phe
1 5 10
<210> 402

<211> 91

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_EO1 w/ N leader
<400> 402

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Lys Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Ala Gly Ala Asp Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr Gly Ala Ser Ile Ala
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65 70 75 80
Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr
85 90
<210> 403
<211> 97
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1760_EO1 w/ N leader + his tag
<400> 403
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Lys Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Ala Gly Ala Asp Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 95 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr Gly Ala Ser Ile Ala
65 70 75 80
Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr His His His His His

85 90 95

His

<210> 404

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_E01 w/ N leader and C tail
<400> 404

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Lys Tyr

20 25 30
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Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40

Thr Val Ala Gly Ala Asp Tyr Ala Thr
50 55

Val Asp Tyr Thr Ile Thr Val Tyr Ala

65 70

Ser Tyr Ala Phe Ile Ser Ile Asn Tyr

85

Ser Gln

<210> 405

<211> 104

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_E01

<400> 405

Gly

1

Thr

Arg

Thr

Val
65

Ser

Ser

Val Ser Asp Val Pro Arg Asp Leu
5
Ser Leu Leu Ile Ser Trp Ile Ala
20 25
[le Thr Tyr Gly Glu Thr Gly Gly
35 40
Val Ala Gly Ala Asp Tyr Ala Thr

50 55

Asp Tyr Thr Ile Thr Val Tyr Ala
70
Tyr Ala Phe Ile Ser Ile Asn Tyr
85
GIn His His His His His His

100

<210> 406

<211> 93

45

Ile Ser Gly Leu Lys Pro Gly
60
Thr Tyr Gly Ala Ser Ile Ala
75 80
Arg Thr Glu Ile Asp Lys Pro

90 95

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro
10 15
Pro Tyr Tyr Ser Val Lys Tyr
30
Asn Ser Pro Val Gln Glu Phe
45
Ile Ser Gly Leu Lys Pro Gly
60

Thr Tyr Gly Ala Ser Ile Ala
75 80
Arg Thr Glu Ile Asp Lys Pro

90 95
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_EO1 w/ N leader and modified C-terminus
including PC

<400> 406

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Lys Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Ala Gly Ala Asp Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr Gly Ala Ser Ile Ala

65 70 75 80
Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 407
<211> 99
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1760_EO1 w/ N leader and modified C-terminus
including PC + his tag
<400> 407
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Lys Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Ala Gly Ala Asp Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly

50 55 60
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Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr Gly Ala Ser Ile Ala
65 70 75 80

Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His

85 90 95

His His His

<210> 408

<211> 105

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_EO1 full length

<400> 408

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ser Val Lys
20 25 30

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu

35 40 45
Phe Thr Val Ala Gly Ala Asp Tyr Ala Thr Ile Ser Gly Leu Lys Pro
50 55 60
Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Tyr Gly Ala Ser Ile
65 70 75 80
Ala Ser Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys
85 90 95

Pro Ser Gln His His His His His His

100 105

<210> 409

<211> 82

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_F01 core

<400> 409
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Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Ile Ala

1 5 10 15

Pro Tyr Tyr Ala Val Met Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly
20 25 30

Asn Ser Pro Val Gln Glu Phe Thr Val Pro Gly Gly Gly Tyr Ala Thr

35 40 45

Ile Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala
50 55 60

Thr Gly Gly Ala Ser Ile Ala Ala Tyr Ala Phe Ile Ser Ile Asn Tyr

65 70 75 80

Arg Thr

<210> 410

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_FO01 BC loop
<400> 410

Ile Ala Pro Tyr Tyr Ala Val Met

1 5

<210> 411

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_FO1 DE loop
<400> 411

Pro Gly Gly Gly Tyr

1 5

<210> 412

<11> 11

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_FO1 FG loop
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<400> 412

Thr Gly Gly Ala Ser Ile Ala Ala Tyr Ala Phe

1 5 10

<210> 413

<211> 91

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_F01 w/ N leader
<400> 413

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ala Val Met Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Pro Gly Gly Gly Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 95 60

Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Gly Gly Ala Ser Ile Ala

65 70 75 80
Ala Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr
85 90
<210> 414
<211> 97
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1760_F01 w/ N leader + his tag
<400> 414
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ala Val Met Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
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35 40 45
Thr Val Pro Gly Gly Gly Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Gly Gly Ala Ser Ile Ala
65 70 75 80
Ala Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr His His His His His

85 90 95

His

<210> 415

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_F01 w/ N leader and C tail

<400> 415

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ala Val Met Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Pro Gly Gly Gly Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Gly Gly Ala Ser Ile Ala
65 70 75 80
Ala Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro
85 90 95

Ser Gln

<210> 416
<211> 104
<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1760_F01

<400> 416

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Ile Ala

20

Arg Ile Thr Tyr Gly Glu Thr Gly Gly

35

Thr Val Pro Gly Gly Gly Tyr Ala Thr

50 55

Val Asp Tyr Thr Ile Thr Val Tyr Ala

65 70

Ala Tyr Ala Phe Ile Ser Ile Asn Tyr

85

Ser GIn His His His His His His

100
<210> 417
<211> 93
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_F01

including PC

<400> 417

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Ile Ala

20

Arg Ile Thr Tyr Gly Glu Thr Gly Gly

35

Thr Val Pro Gly Gly Gly Tyr Ala Thr

50 55

40

40

25

25

SSS0l 10-2632418

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro
10 15
Pro Tyr Tyr Ala Val Met Tyr
30
Asn Ser Pro Val Gln Glu Phe
45
Ile Ser Gly Leu Lys Pro Gly

60

Thr Gly Gly Ala Ser Ile Ala
75 80
Arg Thr Glu Ile Asp Lys Pro

90 95

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro

10 15
Pro Tyr Tyr Ala Val Met Tyr
30
Asn Ser Pro Val Gln Glu Phe
45
Ile Ser Gly Leu Lys Pro Gly

60
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Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Gly Gly Ala Ser Ile Ala

65 70 75 80
Ala Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 418
<211> 99
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1760_F01 w/ N leader and modified C-terminus
including PC + his tag
<400> 418
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ala Pro Tyr Tyr Ala Val Met Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Pro Gly Gly Gly Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr Gly Gly Ala Ser Ile Ala
65 70 75 80

Ala Tyr Ala Phe Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His

85 90 95

His His His

<210> 419

<211> 105

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1760_FO1 full length
<400> 419

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
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1 5
Pro Thr Ser Leu Leu Ile Ser Trp
20

Tyr Arg Ile Thr Tyr Gly Glu Thr

35 40

Phe Thr Val Pro Gly Gly Gly Tyr
50 55
Gly Val Asp Tyr Thr Ile Thr Val
65 70
Ala Ala Tyr Ala Phe Ile Ser Ile
85

Pro Ser Gln His His His His His

100

<210> 420
<211> 79
<212> PRT

<213> Artificial Sequence

10 15
Ile Ala Pro Tyr Tyr Ala Val Met
25 30

Gly Gly Asn Ser Pro Val Gln Glu

45
Ala Thr Ile Ser Gly Leu Lys Pro
60
Tyr Ala Thr Gly Gly Ala Ser Ile
75 80
Asn Tyr Arg Thr Glu Ile Asp Lys
90 95
His

105

<220><223> Synthetic: ATI_1494_D0O3 core

<400> 420

Glu Val Val Ala Ala Thr Pro Thr

1 5

Pro Ser Tyr His Leu Tyr Arg Ile
20

Ser Pro Val Gln Glu Phe Thr Val

35 40

Gly Leu Lys Pro Gly Val Asp Tyr
50 95

Pro Pro Tyr Asp Ile Tyr Tyr Glu

65 70

<210> 421

<211> 7

<212> PRT

Ser Leu Leu Ile Ser Trp Ser Tyr
10 15

Thr Tyr Gly Glu Thr Gly Gly Asn

25 30

His Ile Asp Tyr Ala Thr Ile Ser

45

Thr Ile Thr Val Tyr Ala Gln Ser
60
Ile Ser Ile Asn Tyr Arg Thr

75
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<213> Artificial Sequence

<220><223> Synthetic: ATI_1494_D03 BC loop
<400> 421

Ser Tyr Pro Ser Tyr His Leu

1 5

<210> 422

<211> 4

<212> PRT

<213> Artificial Sequence

<220

><223> Synthetic: ATI_1494_D03 DE loop
<400> 422

His Ile Asp Tyr

1

<210> 423

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1494_D03 FG loop
<400> 423

GIn Ser Pro Pro Tyr Asp Ile Tyr Tyr Glu

1 5 10
<210> 424

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1494 D03 w/ N leader
<400> 424

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Tyr Pro Ser Tyr His Leu Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
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Val His
50
Tyr Thr

65

Glu Ile

<210>
<211>
<212>
<213>
<220><2
<400>
Gly Val
1

Thr Ser

Ile Thr

Val His

50
Tyr Thr
65

Glu Ile

<210>
<211>
<212>

<213>

<220><2
<400>
Gly Val
1

Ile Asp Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
55 60
Ile Thr Val Tyr Ala Gln Ser Pro Pro Tyr Asp Ile Tyr Tyr

70 75 80

Ser Ile Asn Tyr Arg Thr
85

425

94

PRT

Artificial Sequence

23> Synthetic: ATI_1494_D03 w/ N leader + his tag

425

Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
5 10 15

Leu Leu Ile Ser Trp Ser Tyr Pro Ser Tyr His Leu Tyr Arg

20 25 30

Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
Ile Asp Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
55 60
Ile Thr Val Tyr Ala Gln Ser Pro Pro Tyr Asp Ile Tyr Tyr
70 75 80
Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
426
95
PRT

Artificial Sequence

23> Synthetic: ATI_1494 D03 w/ N leader and C tail
426
Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

5 10 15
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Thr Ser Leu Leu Ile Ser Trp Ser Tyr

20 25

[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40

Val His Ile Asp Tyr Ala Thr Ile Ser

50 55
Tyr Thr Ile Thr Val Tyr Ala Gln Ser
65 70
Glu Ile Ser Ile Asn Tyr Arg Thr Glu

85

<210> 427
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1494_D03
<400> 427

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5
Thr Ser Leu Leu Ile Ser Trp Ser Tyr
20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val His Ile Asp Tyr Ala Thr Ile Ser
50 95

Tyr Thr Ile Thr Val Tyr Ala Gln Ser

65 70
Glu Ile Ser Ile Asn Tyr Arg Thr Glu
85
His His His His His
100
<210> 428

<211> 90

Pro Ser Tyr

Ser Pro Val

Gly Leu Lys

60

Pro Pro Tyr
75

[le Asp Lys

90

w/ N leader

Glu Val Val

10

Pro Ser Tyr

Ser Pro Val

Gly Leu Lys
60

Pro Pro Tyr

75
Ile Asp Lys

90

His Leu Tyr Arg
30

GIn Glu Phe Thr

45

Pro Gly Val Asp

Asp Ile Tyr Tyr
80
Pro Ser Gln

95

and C tail + his tag

Ala Ala Thr Pro

15
His Leu Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp

Asp Ile Tyr Tyr

80
Pro Ser Gln His

95
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1494_D03 w/ N leader and modified C-terminus
including PC

<400> 428

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ser Tyr Pro Ser Tyr His Leu Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val His Ile Asp Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Gln Ser Pro Pro Tyr Asp Ile Tyr Tyr

65 70 75 80

Glu Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 429
<211> 96
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1494 D03 w/ N leader and modified C-terminus
including PC + his tag
<400> 429
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ser Tyr Pro Ser Tyr His Leu Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val His Ile Asp Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60
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Tyr Thr Ile Thr Val Tyr Ala Gln Ser Pro Pro Tyr Asp Ile Tyr Tyr
65 70 75 80
Glu Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His

85 90 95

<210> 430

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1494_ D03 full length

<400> 430

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Ser Tyr Pro Ser Tyr His Leu Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val His Ile Asp Tyr Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 95 60
Asp Tyr Thr Ile Thr Val Tyr Ala Gln Ser Pro Pro Tyr Asp Ile Tyr
65 70 75 80
Tyr Glu Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 431
<211> 79
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1494_D04 core
<400> 431
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Met Glu

1 5 10 15
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Ser Ser Ser Asn Ser Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
20 25 30
Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Leu Ala Thr Ile Ser
35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Ala

50 55 60
Asn Ala His Tyr Met Arg Val Gly Ile Ser Ile Asn Tyr Arg Thr
65 70 75
<210> 432
211> 7
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1494_D04 BC loop
<400> 432
Met Glu Ser Ser Ser Asn Ser
1 5
<210> 433
<211> 4
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1494_D04 DE loop
<400> 433

Pro Asp Gln Leu

1

<210> 434

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1494_D04 FG loop
<400> 434

Leu Ala Asn Ala His Tyr Met Arg Val Gly

1 5 10

<210> 435
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<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1494 D04 w/ N leader

<400> 435

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Met Glu Ser Ser Ser Asn Ser Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Leu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ala Asn Ala His Tyr Met Arg Val
65 70 75 80
Gly Ile Ser Ile Asn Tyr Arg Thr

85

<210> 436

<211> 94

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1494_D04 w/ N leader + his tag

<400> 436

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Met Glu Ser Ser Ser Asn Ser Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe Thr

35 40 45

Val Pro Asp Gln Leu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ala Asn Ala His Tyr Met Arg Val
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65 70 75 80
Gly Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 437
<211> 95
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1494 D04 w/ N leader and C tail
<400
> 437
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Met Glu Ser Ser Ser Asn Ser Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Leu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 95 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ala Asn Ala His Tyr Met Arg Val
65 70 75 80
Gly Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85 90 95
<210> 438
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1494 D04 w/ N leader and C tail + his tag
<400> 438
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Met Glu Ser Ser Ser Asn Ser Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
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35 40 45

Val Pro Asp Gln Leu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50

55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ala Asn Ala His Tyr Met Arg Val

65

70 75 80

Gly Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His

85 90 95

His His His His His

<210>
<211>
<212>

<213>

100
439
90
PRT

Artificial Sequence

<220><223> Synthetic: ATI_1494_D04 w/ N leader and modified C-terminus

<400>

including PC

439

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1

5 10 15

Thr Ser Leu Leu Ile Ser Trp Met Glu Ser Ser Ser Asn Ser Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp Gln Leu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50

55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ala Asn Ala His Tyr Met Arg Val

65

70 75 80

Gly Ile Ser Ile Asn Tyr Arg Thr Pro Cys

<210>

<211>

<212>

<213>

85 90

440
96
PRT

Artificial Sequence
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<220><223> Synthetic: ATI_1494 D04 w/ N leader and modified C-terminus

including PC + his tag

<400> 440

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1

Thr Ser Leu Leu Ile Ser Trp Met Glu

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

Val Pro Asp Gln Leu Ala Thr Ile Ser

50

Tyr Thr Ile Thr Val Tyr Ala Leu Ala

65

Gly Ile Ser Ile Asn Tyr Arg Thr Pro

<210> 441
<211> 102

<212> PRT

<213> Artificial Sequence

<220><223>
<400> 441
Met Gly Val
1

Pro Thr Ser

Arg Ile Thr
35

Thr Val Pro

50
Asp Tyr Thr
65

Val Gly Ile

5

85

Synthetic: ATI_1494_D04

Ser Asp Val Pro Arg Asp

5

Leu Leu Ile Ser Trp Met

Tyr Gly Glu Thr Gly Gly

Asp Gln Leu Ala Thr Ile

Ile Thr

Ser Ile

Val Tyr Ala Leu

Asn Tyr Arg Thr

10 15
Ser Ser Ser Asn Ser Tyr Arg
30

Ser Pro Val Gln Glu Phe Thr

45
Gly Leu Lys Pro Gly Val Asp
60
Asn Ala His Tyr Met Arg Val
75 80
Cys His His His His His His

90 95

full length

Leu Glu Val Val Ala Ala Thr
10 15
Glu Ser Ser Ser Asn Ser Tyr
30
Asn Ser Pro Val Gln Glu Phe
45

Ser Gly Leu Lys Pro Gly Val

60
Ala Asn Ala His Tyr Met Arg
75 80

Glu Ile Asp Lys Pro Ser Gln

- 326 -



85 90

His His His His His His

100
<210> 442
<211> 79
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_A08 core

<220><221> misc_feature

<222> (21)..(21)
<223> Xaa can be any naturally occurring amino acid

<400> 442

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Ile Ser

1 5 10

Val Gln Thr Tyr Xaa Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn

20 25 30

Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Ser Ala Thr Ile Ser

35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu

50 95 60

Lys Ala His Tyr Tyr Arg Gln Asn Ile Ser Ile Asn Tyr Arg Thr

65 70 75
<210> 443

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_A08 BC loop
<220><221> misc_feature

<222> (7)..(7)

<223> Xaa can be any naturally occurring amino acid
<400> 443

Ile Ser Val Gln Thr Tyr Xaa

1 5
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<210> 444
211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_A08 DE loop
<400> 444

Pro Asp Gln Ser

1

<210> 445

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_A08 FG loop
<400> 445

Leu Glu Lys Ala His Tyr Tyr Arg Gln Asn

1 5 10
<210> 446

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_A08 w/ N leader
<220><221> misc_feature

<222> (30)..(30)

<223> Xaa can be any naturally occurring amino acid

<400> 446
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Ile Ser Val Gln Thr Tyr Xaa Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45

Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
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50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln
65 70 75 80
Asn Ile Ser Ile Asn Tyr Arg Thr
85
<210> 447
<211> 94
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_A08 w/ N leader + his tag
<220><221> misc_feature
<222> (30)..(30)
<223> Xaa can be any naturally occurring amino acid
<400> 447
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ser Val Gln Thr Tyr Xaa Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln

65 70 75 80

Asn Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90

<210> 448

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_A08 w/ N leader and C tail

<220><221> misc_feature
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<223> Xaa can be any naturally occurring amino
<400> 448

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val
1 5 10

Thr Ser Leu Leu Ile Ser Trp Ile Ser Val Gln Thr

20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His
65 70 75

Asn Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys

85 90
<210> 449
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_A08 w/ N leader
<220><221> misc_feature
<222> (30)..(30)
<223> Xaa can be any naturally occurring amino
<400> 449
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val
1 5 10

Thr Ser Leu Leu Ile Ser Trp Ile Ser Val GIn Thr

20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys

50 55 60

on
Ju
Jin
Qb

acid

Ala Ala Thr Pro
15

Tyr Xaa Tyr Arg

30
Gln Glu Phe Thr
45

Pro Gly Val Asp

Tyr Tyr Arg Gln

80

Pro Ser Gln

95

and C tail + his tag

acid

Ala Ala Thr Pro
15

Tyr Xaa Tyr Arg

30
GIn Glu Phe Thr
45

Pro Gly Val Asp
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Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln
65 70 75 80

Asn Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His

85 90 95
His His His His His
100

<210> 450
<211> 90
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_A08 w/ N leader and modified C-terminus

including PC
<220><221> misc_feature
<222> (30)..(30)
<223> Xaa can be any naturally occurring amino acid
<400> 450
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ser Val Gln Thr Tyr Xaa Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln

65 70 75 80

Asn Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90

<210> 451

<211> 96

<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1523_A08 w/ N leader and modified C-terminus
including PC + his tag

<220><221> misc_feature

<222> (30)..(30)

<223> Xaa can be any naturally occurring amino acid

<400> 451

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Ile Ser Val Gln Thr Tyr Xaa Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln
65 70 75 80

Asn Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His

85 90 95
<210> 452
<211> 102
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_A08 full length
<220><221> misc_feature
<222> (31)..(31)
<223> Xaa can be any naturally occurring amino acid
<400> 452
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15
Pro Thr Ser Leu Leu Ile Ser Trp Ile Ser Val Gln Thr Tyr Xaa Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
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35 40 45
Thr Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg
65 70 75 80
Gln Asn Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85 90 95

His His His His His His
100
<210> 453
<211> 79
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_B10 core
<220><221> misc_feature
<222> (20)..(20)
<223> Xaa can be any naturally occurring amino acid
<400> 453
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Val Tyr
1 5 10 15
His Tyr Asp Xaa Gln Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn

20 25 30

Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Lys Ala Thr Ile Ser
35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Ser
50 55 60

Glu Ala His His Lys Arg Asp Ser Ile Ser Ile Asn Tyr Arg Thr

65 70 75

<210> 454

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_B10 BC loop
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<220><221

> misc_feature

<222> (6)..(6)

<223> Xaa can be any naturally occurring amino acid
<400> 454

Val Tyr His Tyr Asp Xaa Gln

1 5

<210> 455

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_B10 DE loop
<400> 455

Pro Asp Gln Lys

1

<210> 456

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_B10 FG loop
<400> 456

Leu Ser Glu Ala His His Lys Arg Asp Ser

1 5 10

<210> 457

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_B10 w/ N leader

<220><221> misc_feature

<222> (29)..(29)

<223> Xaa can be any naturally occurring amino acid

<400> 457

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
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Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Xaa Gln Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr
85
<210> 458
<211> 94
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_B10 w/ N leader + his tag

<220><221> misc_feature

<222> (29)..(29)

<223> Xaa can be any naturally occurring amino acid

<400> 458

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Xaa Gln Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp GIn Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90

<210> 459
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<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_B10 w/ N leader and C tail

<220

><221> misc_feature

<222> (29)..(29)

<223> Xaa can be any naturally occurring amino acid

<400> 459

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Xaa GIn Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 95 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
<210> 460
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_B10 w/ N leader and C tail + his tag
<220><221> misc_feature
<222> (29)..(29)
<223
> Xaa can be any naturally occurring amino acid
<400> 460
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Xaa Gln Tyr Arg
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20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45

Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His
85 90 95
His His His His His
100
<210> 461
<211> 90
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_B10 w/ N leader and modified C-terminus

including PC
<220><221> misc_feature
<222> (29)..(29)
<223> Xaa can be any naturally occurring amino acid
<400> 461
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Xaa GIn Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp GIn Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp

65 70 75 80

Ser Ile Ser Ile Asn Tyr Arg Thr Pro Cys
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85
<210> 462
<211> 96
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_B10

including PC + his tag

<220><221> misc_feature

<222> (29)..(29)

oin
]
Jm
el

90

w/ N leader and modified C-terminus

<223> Xaa can be any naturally occurring amino acid

<400> 462

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Val Tyr
20 25

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35 40

Val Pro Asp Gln Lys Ala Thr Ile Ser
50 95

Tyr Thr Ile Thr Val Tyr Ala Leu Ser

65 70

Ser Ile Ser Ile Asn Tyr Arg Thr Pro

85

<210> 463

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_B10

<220><221> misc_feature

<222> (30)..(30)

Glu Val Val Ala Ala Thr Pro

10 15

His Tyr Asp Xaa GIn Tyr Arg
30

Ser Pro Val Gln Glu Phe Thr

45

Gly Leu Lys Pro Gly Val Asp
60

Glu Ala His His Lys Arg Asp

75 80

Cys His His His His His His

90 95

full length

<223> Xaa can be any naturally occurring amino acid

<400> 463
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Met Gly Val Ser Asp Val Pro Arg Asp

1 5

Pro Thr Ser Leu Leu Ile Ser Trp Val

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly

35 40

Thr Val Pro Asp GIn Lys Ala Thr

50 55

Asp Tyr Thr Thr Val Tyr Ala Leu

65 70

Asp Ser Ile Ser Ile Asn Tyr Arg Thr

85

His His His His His His
100

<210> 464

<211> 79

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_C07
<400> 464

Glu Val Val Ala Ala Thr Pro Thr Ser
1 5

His Thr Asp Pro Asp Tyr Arg Ile Thr
20 25
Ser Pro Val Gln Glu Phe Thr Val Pro
35 40

Gly Leu Lys Pro Gly Val Asp Tyr Thr

50 55

Thr Ala His Tyr Tyr Arg Ile Asn Ile
65 70
<210> 465

11> 7

S550l 10-2632418

Leu Glu Val Val Ala Ala Thr

10 15

Tyr His Tyr Asp Xaa Gln Tyr
30

Asn Ser Pro Val Gln Glu Phe

45

Ser Gly Leu Lys Pro Gly Val
60

Ser Glu Ala His His Lys Arg

75 80

Glu Ile Asp Lys Pro Ser Gln

90 95

core

Leu Leu Ile Ser Trp Arg Met
10 15
Tyr Gly Glu Thr Gly Gly Asn
30
Asp Gln Glu Ala Thr Ile Ser
45

Ile Thr Val Tyr Ala Ile Gln

60
Ser Ile Asn Tyr Arg Thr

75
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_C07 BC loop
<400> 465

Arg Met His Thr Asp Pro Asp

1 5

<210> 466

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_C07 DE loop
<400> 466

Pro Asp Gln Glu

1

<210> 467

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_C07 FG loop

<400> 467

[le Gln Thr Ala His Tyr Tyr Arg Ile Asn

1 5 10

<210> 468

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_C07 w/ N leader

<400> 468

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Met His Thr Asp Pro Asp Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
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45

Val Pro Asp Gln Glu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55

60

Tyr Thr Ile Thr Val Tyr Ala Ile Gln Thr Ala His Tyr Tyr Arg Ile

65 70

Asn Ile Ser Ile Asn Tyr Arg Thr

85

<210> 469
<211> 94
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_C07

<400> 469

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Arg Met

20

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

Val Pro Asp Gln Glu Ala Thr Ile Ser

50 55

Tyr Thr Ile Thr Val Tyr Ala Ile Gln

65 70

Asn Ile Ser Ile Asn Tyr Arg Thr His

85
<210> 470
<211> 95
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_C07

<400

> 470

75 80

w/ N leader + his tag

Glu Val Val Ala Ala Thr Pro

10 15

His Thr Asp Pro Asp Tyr Arg
30

Ser Pro Val Gln Glu Phe Thr

45

Gly Leu Lys Pro Gly Val Asp
60
Thr Ala His Tyr Tyr Arg Ile
75 80
His His His His His
90

w/ N leader and C tail

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

- 341 -

S=S0l 10-2632418



5
Ser Leu Leu Ile Ser Trp Arg Met
20 25
Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Glu Ala Thr Ile Ser

50 55

Tyr Thr Ile Thr Val Tyr Ala Ile Gln

65 70
Asn Ile Ser Ile Asn Tyr Arg Thr Glu
85

<210> 471
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_C07
<400> 471

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Arg Met
20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Glu Ala Thr Ile Ser
50 55
Tyr Thr Ile Thr Val Tyr Ala Ile Gln

65 70

Asn Ile Ser Ile Asn Tyr Arg Thr Glu
85
His His His His His
100

<210> 472

10

His Thr Asp

Ser Pro Val

Gly Leu Lys

60

Thr Ala His
75
Ile Asp Lys

90

w/ N leader

Glu Val Val
10

His Thr Asp

Ser Pro Val

Gly Leu Lys
60
Thr Ala His

75

Ile Asp Lys

90

S=S0l 10-2632418

15
Pro Asp Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp

Tyr Tyr Arg Ile
80
Pro Ser Gln

95

and C tail + his tag

Ala Ala Thr Pro

15

Pro Asp Tyr Arg
30

GIn Glu Phe Thr

45

Pro Gly Val Asp

Tyr Tyr Arg Ile

80

Pro Ser Gln His

95
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<211> 90

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_C07 w/ N leader and modified C-terminus
including PC

<400> 472

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Met His Thr Asp Pro Asp Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Glu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Ile Gln Thr Ala His Tyr Tyr Arg Ile
65 70 75 80
Asn Ile Ser Ile Asn Tyr Arg Thr Pro Cys

85 90

<210> 473

<211> 96

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_C07 w/ N leader and modified C-terminus
including PC + his tag

<400> 473

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Arg Met His Thr Asp Pro Asp Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp Gln Glu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
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50
Tyr Thr Ile
65

Asn Ile Ser

<210> 474
<211> 102

<212> PRT

55 60
Thr Val Tyr Ala Ile Gln Thr Ala His Tyr Tyr Arg Ile
70 75 80
Ile Asn Tyr Arg Thr Pro Cys His His His His His His

85 90 95

<213> Artificial Sequence

<220><223>
<400> 474
Met Gly Val
1

Pro Thr Ser

Arg Ile Thr
35

Thr Val Pro

50
Asp Tyr Thr
65

Ile Asn Ile

His His His

<210> 475

<211> 79

<212> PRT

Synthetic: ATI_1523_C07 full length

Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
5 10 15
Leu Leu Ile Ser Trp Arg Met His Thr Asp Pro Asp Tyr
20 25 30
Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe
40 45

Asp Gln Glu Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

55 60
[le Thr Val Tyr Ala Ile GIn Thr Ala His Tyr Tyr Arg
70 75 80
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His
100

<213> Artificial Sequence

<220><223>
<400> 475

Glu Val Val

Synthetic: ATI_1523_D07 core

Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Glu Asn
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1 5 10 15
Leu Ala Ser Tyr Gln Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
20 25 30
Ser Pro Val Gln Glu Phe Thr Val Pro Asp Val Gln Ala Thr Ile Ser
35 40 45
Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Pro
50 55 60

Tyr Ile His Met Lys Gln Arg Val Ile Ser Ile Asn Tyr Arg Thr

65 70 75
<210> 476

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D07 BC loop
<400> 476

Glu Asn Leu Ala Ser Tyr Gln

1 5

<210> 477

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D07 DE loop
<400> 477

Pro Asp Val Gln

1

<210> 478

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D07 FG loop

<400> 478
Leu Pro Tyr Ile His Met Lys Gln Arg Val

1 5 10
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<210> 479

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D07 w/ N leader

<400> 479

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1 5 10

Thr Ser Leu Leu Ile Ser Trp Glu Asn Leu Ala Ser
20 25

I[le Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35 40

Val Pro Asp Val Gln Ala Thr Ile Ser Gly Leu Lys

50 95 60
Tyr Thr Ile Thr Val Tyr Ala Leu Pro Tyr Ile His
65 70 75
Val Ile Ser Ile Asn Tyr Arg Thr

85

<210> 480
<211> 94
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D07 w/ N leader

<400> 480

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val
1 5 10

Thr Ser Leu Leu Ile Ser Trp Glu Asn Leu Ala Ser

20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40
Val Pro Asp Val Gln Ala Thr Ile Ser Gly Leu Lys

50 55 60

Ala Ala Thr Pro
15
Tyr Gln Tyr Arg
30

Gln Glu Phe Thr

45

Pro Gly Val Asp

Met Lys Gln Arg

80

+ his tag

Ala Ala Thr Pro
15
Tyr Gln Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp
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Tyr Thr Ile Thr Val Tyr Ala Leu Pro

65 70

Val Ile Ser Ile Asn Tyr Arg Thr His
85

<210> 481

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D07

<400> 481

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Glu Asn
20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Val Gln Ala Thr Ile Ser
50 95
Tyr Thr Ile Thr Val Tyr Ala Leu Pro

65 70

Val Ile Ser Ile Asn Tyr Arg Thr Glu
85

<210> 482

<211> 101

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D07

<400> 482

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Glu Asn

20 25

Tyr Ile His Met Lys Gln Arg
75 80
His His His His His

90

w/ N leader and C tail

Glu Val Val Ala Ala Thr Pro

10 15

Leu Ala Ser Tyr GIn Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp
60
Tyr Ile His Met Lys Gln Arg

75 80

Ile Asp Lys Pro Ser Gln

90 95

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro
10 15
Leu Ala Ser Tyr Gln Tyr Arg

30
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[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Val Gln Ala Thr Ile Ser
50 55
Tyr Thr Ile Thr Val Tyr Ala Leu Pro
65 70
Val Ile Ser Ile Asn Tyr Arg Thr Glu

85

His His His His His
100
<210> 483
<211> 90
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_D07
including PC
<400> 483
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5
Thr Ser Leu Leu Ile Ser Trp Glu Asn
20 25

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35 40
Val Pro Asp Val Gln Ala Thr Ile Ser
50 55
Tyr Thr Ile Thr Val Tyr Ala Leu Pro
65 70
Val Ile Ser Ile Asn Tyr Arg Thr Pro
85
<210> 484
<211> 96
<212> PRT

<213> Artificial Sequence

Ser Pro Val

Gly Leu Lys

60

Tyr Ile His
75

Ile Asp Lys

90

w/ N leader

Glu Val Val
10

Leu Ala Ser

Ser Pro Val

Gly Leu Lys
60
Tyr Ile His
75
Cys

90

GIn Glu Phe Thr
45

Pro Gly Val Asp

Met Lys Gln Arg
80
Pro Ser Gln His

95

and modified C-terminus

Ala Ala Thr Pro
15
Tyr Gln Tyr Arg
30

Gln Glu Phe Thr

45

Pro Gly Val Asp

Met Lys Gln Arg

80

- 348 -
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<220><223> Synthetic: ATI_1523_D07 w/ N leader

including PC + his tag

<400> 484

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1 5 10

Thr Ser Leu Leu Ile Ser Trp Glu Asn Leu Ala Ser

20 25

[le Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40

Val Pro Asp Val Gln Ala Thr Ile Ser Gly Leu Lys

50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Pro Tyr Ile His

65 70 75

Val Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His
85 90

<210> 485

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D07 full length

<400> 485

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val

1 5 10

Pro Thr Ser Leu Leu Ile Ser Trp Glu Asn Leu Ala

20 25

and modified C-terminus

Ala Ala Thr Pro
15
Tyr Gln Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp

Met Lys Gln Arg
80
His His His His

95

Val Ala Ala Thr

15

Ser Tyr Gln Tyr

30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40

45

Thr Val Pro Asp Val Gln Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Leu Pro Tyr Ile His Met Lys Gln

65 70 75

80

- 349 -

SSS0l 10-2632418



Arg Val Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 486
<211> 79
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_D0O8 core
<400> 486
Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Met Arg
1 5 10 15
Tyr Tyr Asp Ala Tyr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn

20 25 30

Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Ser Ala Thr Ile Ser
35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu
50 95 60

Lys Ala His Tyr Tyr Arg Gln Asn Ile Ser Ile Asn Tyr Arg Thr

65 70 75

<210> 487

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D08 BC loop

<400> 487

Met Arg Tyr Tyr Asp Ala Tyr
1 5

<210> 488

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_DO8 DE loop
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<400> 488

Pro Asp Gln Ser

1

<210> 489

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D08 FG loop
<400> 489

Leu Glu Lys Ala His Tyr Tyr Arg Gln Asn
1 5 10
<210> 490

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D08 w/ N leader

<400> 490

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Met Arg Tyr Tyr Asp Ala Tyr Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln
65 70 75 80
Asn Ile Ser Ile Asn Tyr Arg Thr

85
<210> 491
<211> 94
<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1523_D08 w/ N leader + his tag

<400> 491

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5

10 15

Thr Ser Leu Leu Ile Ser Trp Met Arg Tyr Tyr Asp Ala Tyr Tyr Arg

20

25

30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35

40

45

Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55

60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln

65 70

75 80

Asn Ile Ser Ile Asn Tyr Arg Thr His His His His His His

85
<210> 492
<211> 95
<212> PRT

<213> Artificial Sequence

90

<220><223> Synthetic: ATI_1523_D08 w/ N leader and C tail

<400> 492

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5

10 15

Thr Ser Leu Leu Ile Ser Trp Met Arg Tyr Tyr Asp Ala Tyr Tyr Arg

20

25

30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35

40

45

Val Pro Asp GIn Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55

60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln

65 70

75 80

Asn Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85

90 95
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<210> 493
<211> 101
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D08 w/ N leader and C tail + his tag
<400> 493
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Met Arg Tyr Tyr Asp Ala Tyr Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln
65 70 75 80
Asn Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His
85 90 95
His His His His His
100
<210> 494
<211> 90
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D08 w/ N leader and modified C-terminus

including PC
<400> 494
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Met Arg Tyr Tyr Asp Ala Tyr Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
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35 40 45
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln
65 70 75 80
Asn Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 495
<211> 96
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_D08 w/ N leader and modified C-terminus
including PC + his tag
<400> 495
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Met Arg Tyr Tyr Asp Ala Tyr Tyr Arg
20 25 30
[le Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Ser Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Lys Ala His Tyr Tyr Arg Gln

65 70 75 80

Asn Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90 95

<210> 496

<211> 102

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_D08 full length

<400> 496
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Met Gly Val Ser Asp Val Pro Arg Asp
1 5
Pro Thr

Ser Leu Leu Ile Ser Trp Met

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly

35 40

Thr Val Pro Asp Gln Ser Ala Thr Ile

50 55

Asp Tyr Thr Ile Thr Val Tyr Ala Leu

65 70
Gln Asn Ile Ser Ile Asn Tyr Arg Thr
85

His His His His His His

100

<210> 497

<211> 79

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_E08

<400> 497

Glu Val Val Ala Ala Thr Pro Thr Ser

1 5

Tyr Gln His Tyr Glu Tyr Arg Ile Thr
20 25

Ser Pro Val Gln Glu Phe Thr Val Pro

35 40

Gly Leu Lys Pro Gly Val Asp Tyr Thr
50 55

Glu Ala His Ser Asp Arg Ser Ser Ile

65 70

<210> 498

11> 7

S550l 10-2632418

Leu Glu Val Val Ala Ala Thr
10 15
Arg Tyr Tyr Asp Ala Tyr Tyr

30

Asn Ser Pro Val Gln Glu Phe
45
Ser Gly Leu Lys Pro Gly Val
60
Glu Lys Ala His Tyr Tyr Arg
75 80
Glu Ile Asp Lys Pro Ser Gln

90 95

core

Leu Leu Ile Ser Trp His His

10 15

Tyr Gly Glu Thr Gly Gly Asn
30

Asp Met Gly Ala Thr Ile Ser

45

Ile Thr Val Tyr Ala Leu Glu
60
Ser Ile Asn Tyr Arg Thr

75
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_E08 BC loop
<400> 498

His His Tyr Gln His Tyr Glu

1 5

<210> 499

<211> 4

<212> PRT

<213> Artificial Sequence

<220

><223> Synthetic: ATI_1523_E08 DE loop
<400> 499

Pro Asp Met Gly

1

<210> 500

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_E08 FG loop
<400> 500

Leu Glu Glu Ala His Ser Asp Arg Ser Ser

1 5 10
<210> 501

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_E08 w/ N leader
<400> 501

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His His Tyr Gln His Tyr Glu Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
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35 40 45
Val Pro Asp Met Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His Ser Asp Arg Ser

65 70 75 80

Ser Ile Ser Ile Asn Tyr Arg Thr
85
<210> 502
<211> 94
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_E08 w/ N leader + his tag
<400> 502
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp His His Tyr Gln His Tyr Glu Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
Val Pro Asp Met Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His Ser Asp Arg Ser
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 503
<211> 95
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_E08 w/ N leader and C tail
<400> 503

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
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5

10

Thr Ser Leu Leu Ile Ser Trp His His Tyr Gln His

20

25

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35

40

Val Pro Asp Met Gly Ala Thr Ile Ser Gly Leu Lys

50

55

60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His

65

70

75

Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys

<210> 504
<211> 101
<212> PRT

<213>

85

Artificial Sequence

90

<220><223> Synthetic: ATI_1523_E08 w/ N leader

<400> 504

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

5

10

Thr Ser Leu Leu Ile Ser Trp His His Tyr Gln His

20

25

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35

40

Val Pro Asp Met Gly Ala Thr Ile Ser Gly Leu Lys

50

55

60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His

65

70

75

Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys

His His His His His

100

<210> 505

85

90

15
Tyr Glu Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp

Ser Asp Arg Ser
80
Pro Ser Gln

95

and C tail + his tag

Ala Ala Thr Pro

15
Tyr Glu Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp

Ser Asp Arg Ser

80
Pro Ser Gln His

95
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<211> 90

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_E08 w/ N leader and modified C-terminus
including PC

<400> 505

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp His His Tyr Gln His Tyr Glu Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Met Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His Ser Asp Arg Ser

65 70 75 80

Ser Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85 90
<210> 506
<211> 96
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_E08 w/ N leader and modified C-terminus
including PC + his tag
<400> 506
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp His His Tyr Gln His Tyr Glu Tyr Arg

20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45

Val Pro Asp Met Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
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50

55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His Ser Asp Arg Ser

65

70 75 80

Ser Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His

<210> 507

<211> 102

<212> PRT

85 90 95

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_E08 full length

Jm

el

oin

<400> 507
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15
Pro Thr Ser Leu Leu Ile Ser Trp His His Tyr Gln His Tyr Glu Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Pro Asp Met Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Leu Glu Glu Ala His Ser Asp Arg
65 70 75 80
Ser Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 508
<211> 76
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F01 core
<400> 508

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile

Ser Trp Tyr Lys
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1 5 10 15
Pro Ser Thr Ile Val Thr Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly
20 25 30
Asn Ser Pro Val Gln Glu Phe Thr Val Tyr Gly Tyr Asn Ala Thr Ile
35 40 45

Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val

50 55 60
His Gly Val Arg Phe Ile Ser Ile Asn Tyr Arg Thr
65 70 75
<210> 509
<211> 8
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_FO01 BC loop
<400> 509
Tyr Lys Pro Ser Thr Ile Val Thr
1 5
<210> 510
<211> 4
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_F01 DE loop
<400> 510
Tyr Gly Tyr Asn

1

<210> 511

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F01 FG loop
<400> 511

Val His Gly Val Arg Phe

1 5
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<210> 512

<211> 85

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F01 w/ N leader

<400> 512

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Tyr Lys Pro Ser Thr Ile Val Thr Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Gly Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Val His Gly Val Arg Phe Ile Ser
65 70 75 80
Ile Asn Tyr Arg Thr
85
<210> 513
<211> 91
<212> PRT
<213> Artificial Sequence
<220
><223> Synthetic: ATI_1523_F01 w/ N leader + his tag
<400> 513
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Tyr Lys Pro Ser Thr Ile Val Thr Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45

Thr Val Tyr Gly Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60
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Asp Tyr Thr Ile Thr Val Tyr Ala Val
65 70

Ile Asn Tyr Arg Thr His His His His

85

<210> 514
<211> 92
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_F01
<400> 514
Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Tyr Lys

20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly
35 40
Thr Val Tyr Gly Tyr Asn Ala Thr Ile
50 95
Asp Tyr Thr Ile Thr Val Tyr Ala Val

65 70

Ile Asn Tyr Arg Thr Glu Ile Asp Lys
85

<210> 515

<211> 98

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F01

<400> 515

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Tyr Lys

20 25

oin
]
Jm
el

His Gly Val Arg Phe Ile Ser
75 80
His His

90

w/ N leader and C tail

Glu Val Val Ala Ala Thr Pro

10 15

Pro Ser Thr Ile Val Thr Tyr
30
Asn Ser Pro Val Gln Glu Phe
45
Ser Gly Leu Lys Pro Gly Val
60
His Gly Val Arg Phe Ile Ser

75 80

Pro Ser Gln

90

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro
10 15
Pro Ser Thr Ile Val Thr Tyr

30
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Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Tyr Gly Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Val His Gly Val Arg Phe Ile Ser
65 70 75 80
Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His His His

85 90 95

His His

<210> 516
<211> 87
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F01 w/ N leader and modified C-terminus

including PC
<400> 516
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Tyr Lys Pro Ser Thr Ile Val Thr Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45
Thr Val Tyr Gly Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Val His Gly Val Arg Phe Ile Ser
65 70 75 80
Ile Asn Tyr Arg Thr Pro Cys
85
<210> 517
<211> 93
<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1523_F01 w/ N leader and modified C-terminus

including PC + his tag

<400> 517

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Tyr Lys Pro Ser Thr Ile Val Thr Tyr

20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45

Thr Val Tyr Gly Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Val His Gly Val Arg Phe Ile Ser
65 70 75 80
Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90
<210> 518
<211> 99
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_F01 full length
<400> 518
Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
1 5 10 15

Pro Thr Ser Leu Leu Ile Ser Trp Tyr Lys Pro Ser Thr Ile Val Thr

20 25 30
Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu
35 40 45
Phe Thr Val Tyr Gly Tyr Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly
50 55 60
Val Asp Tyr Thr Ile Thr Val Tyr Ala Val His Gly Val Arg Phe Ile

65 70 75 80
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Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His His

85 90 95

His His His

<210> 519

<211> 78

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F04 core

<400> 519

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Gly Gly

1 5 10 15

Ser Leu Ser Pro Thr Phe Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly
20 25 30

Asn Ser Pro Val Gln Glu Phe Thr Val Thr Tyr Gln Gly Ala Thr Ile

35 40 45
Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Thr
50 95 60
Glu Gly Ile Val Tyr Tyr Gln Ile Ser Ile Asn Tyr Arg Thr
65 70 75
<210> 520
<211> 8
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_F04 BC loop
<400> 520
Gly Gly Ser Leu Ser Pro Thr Phe

1 5

<210

> 521
<211> 4
<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1523_F04 DE loop
<400> 521

Thr Tyr Gln Gly

1

<210> 522

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F04 FG loop
<400> 522

Thr Glu Gly Ile Val Tyr Tyr Gln

1 5

<210> 523

<211> 87

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F04 w/ N leader
<400> 523

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Gly Gly Ser Leu Ser Pro Thr Phe Tyr
20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Thr Tyr Gln Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Thr Glu Gly Ile Val Tyr Tyr Gln

65 70 75 80
Ile Ser Ile Asn Tyr Arg Thr
85
<210> 524
<211> 93

<212> PRT
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<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F04 w/ N leader
<400> 524

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val
1 5 10

Thr Ser Leu Leu Ile Ser Trp Gly Gly Ser Leu Ser

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro
35 40

Thr Val Thr Tyr Gln Gly Ala Thr Ile Ser Gly Leu

50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Thr Glu Gly Ile

65 70 75
[le Ser Ile Asn Tyr Arg Thr His His His His His
85 90
<210>
925
<211> 94
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F04 w/ N leader

<400> 525

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1 5 10

Thr Ser Leu Leu Ile Ser Trp Gly Gly Ser Leu Ser
20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro

35 40

Thr Val Thr Tyr Gln Gly Ala Thr Ile Ser Gly Leu

50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Thr Glu Gly Ile
65 70 75

Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro

+ his tag

Ala Ala Thr Pro
15
Pro Thr Phe Tyr

30

Val Gln Glu Phe
45

Lys Pro Gly Val

Val Tyr Tyr Gln
80

His

and C tail

Ala Ala Thr Pro
15
Pro Thr Phe Tyr
30
Val GIn Glu Phe

45

Lys Pro Gly Val

Val Tyr Tyr Gln
80

Ser Gln
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oin
]
Jm
el

85 90
<210> 526
<211> 100
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F04 w/ N leader and C tail + his tag

<400> 526

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gly Gly Ser Leu Ser Pro Thr Phe Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Thr Tyr Gln Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val

50 95 60

Asp Tyr Thr Ile Thr Val Tyr Ala Thr Glu Gly Ile Val Tyr Tyr Gln
65 70 75 80
Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His His
85 90 95
His His His His
100
<210> 527
<211> 89
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_F04 w/ N leader and modified C-terminus
including PC
<400> 527

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Gly Gly Ser Leu Ser Pro Thr Phe Tyr

20 25 30
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Ju
Jin
Qi

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Thr Tyr Gln Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60

Asp Tyr Thr Ile Thr Val Tyr Ala Thr Glu Gly Ile Val Tyr Tyr Gln

65 70 75 80
Ile Ser Ile Asn Tyr Arg Thr Pro Cys
85
<210> 528
<211> 95
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_F04 w/ N leader and modified C-terminus
including PC + his tag
<400> 528
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Gly Gly Ser Leu Ser Pro Thr Phe Tyr

20 25 30
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe
35 40 45
Thr Val Thr Tyr Gln Gly Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
50 55 60
Asp Tyr Thr Ile Thr Val Tyr Ala Thr Glu Gly Ile Val Tyr Tyr Gln
65 70 75 80

Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His

85 90 95
<210> 529
<211> 101
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F04 full length
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<400> 529

Met Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr

1 5

Pro Thr Ser Leu Leu Ile Ser Trp Gly

20

Tyr Arg Ile Thr Tyr Gly Glu Thr Gly

35

Phe Thr Val Thr Tyr Gln Gly Ala Thr

50 55

Val Asp Tyr Thr Ile Thr Val Tyr Ala

65 70

Gln Ile Ser Ile Asn Tyr Arg Thr Glu

85
His His His His His
100

<210

> 530
<211> 79
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F08

<400> 530

Glu Val Val Ala Ala Thr Pro Thr Ser

1 5

His Tyr Asp Ala Gln Tyr Arg Ile Thr

20

Ser Pro Val GIn Glu Phe Thr Val Pro

35

Gly Leu Lys Pro Gly Val Asp Tyr Thr

50 55

Arg Ala His Met Asp Arg Ser His Ile

65 70

<210> 531

40

40

25

25

10 15
Gly Ser Leu Ser Pro Thr Phe
30

Gly Asn Ser Pro Val Gln Glu

45
Ile Ser Gly Leu Lys Pro Gly
60
Thr Glu Gly Ile Val Tyr Tyr
75 80
Ile Asp Lys Pro Ser Gln His

90 95

core

Leu Leu Ile Ser Trp Val Tyr

10 15

Tyr Gly Glu Thr Gly Gly Asn
30

Asp Gln Lys Ala Thr Ile Ser

45

Ile Thr Val Tyr Ala Leu Pro
60
Ser Ile Asn Tyr Arg Thr

75
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211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F08 BC loop
<400> 531

Val Tyr His Tyr Asp Ala Gln

1 5

<210> 532

<211> 4

<212> PRT

<213> Artificial Sequence

<220

><223> Synthetic: ATI_1523_F08 DE loop
<400> 532

Pro Asp Gln Lys

1

<210> 533

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F08 FG loop
<400> 533

Leu Pro Arg Ala His Met Asp Arg Ser His

1 5 10
<210> 534

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F08 w/ N leader
<400> 534

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr Arg

20 25 30
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Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Pro Arg Ala His Met Asp Arg Ser

65 70 75 80

His Ile Ser Ile Asn Tyr Arg Thr
85
<210> 535
<211> 94
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_F08 w/ N leader + his tag
<400> 535
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Pro Arg Ala His Met Asp Arg Ser
65 70 75 80
His Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 536
<211> 95
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F08 w/ N leader and C tail

<400> 536
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Gly Val Ser Asp Val Pro Arg Asp Leu
1 5
Thr Ser Leu Leu Ile Ser Trp Val Tyr
20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40

Val Pro Asp Gln Lys Ala Thr Ile Ser

50 55
Tyr Thr Ile Thr Val Tyr Ala Leu Pro
65 70
His Ile Ser Ile Asn Tyr Arg Thr Glu

85

<210> 537
<211> 101
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_F08
<400> 537

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5
Thr Ser Leu Leu Ile Ser Trp Val Tyr
20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Lys Ala Thr Ile Ser
50 55

Tyr Thr Ile Thr Val Tyr Ala Leu Pro

65 70

His Ile Ser Ile Asn Tyr Arg Thr Glu
85

His His His His His

100

Glu Val Val
10

His Tyr Asp

Ser Pro Val

Gly Leu Lys

60

Arg Ala His
75

Ile Asp Lys

90

w/ N leader

Glu Val Val

10

His Tyr Asp

Ser Pro Val

Gly Leu Lys
60

Arg Ala His

75
Ile Asp Lys

90

Ala Ala Thr Pro
15
Ala Gln Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp

Met Asp Arg Ser
80
Pro Ser Gln

95

and C tail + his tag

Ala Ala Thr Pro

15
Ala Gln Tyr Arg
30
GIn Glu Phe Thr
45

Pro Gly Val Asp

Met Asp Arg Ser

80
Pro Ser Gln His

95
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<210> 538

<211> 90

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F08
including PC

<400> 538

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Val Tyr

20 25
I[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Lys Ala Thr Ile Ser
50 95
Tyr Thr Ile Thr Val Tyr Ala Leu Pro

65 70

His Ile Ser Ile Asn Tyr Arg Thr Pro
85

<210> 539

<211> 96

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_F08

including PC + his tag

<400> 539

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Val Tyr

20 25

Ile Thr Tyr Gly Glu Thr Gly Gly Asn

35 40

oin
]
Jm
el

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro

10 15

His Tyr Asp Ala GIn Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp
60
Arg Ala His Met Asp Arg Ser

75 80

Cys

90

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro

10 15
His Tyr Asp Ala Gln Tyr Arg

30

Ser Pro Val Gln Glu Phe Thr

45
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Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50

55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Pro Arg Ala His Met Asp Arg Ser

65

70 75 80

His Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His

<210>
<211>
<212>

<213>

540
102

PRT

85 90 95

Artificial Sequence

<220><223> Synthetic: ATI_1523_F08 full length

<400> 540
Met Gly Val
1
Pro Thr Ser
Arg Ile Thr
35
Thr Val Pro
50
Asp Tyr Thr
65
Ser His Ile
His His His
<210> 541
<211> 79
<212> PRT
<213>

Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr
5 10 15

Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Gln Tyr

20 25 30

Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe

40 45

Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val
55 60
[le Thr Val Tyr Ala Leu Pro Arg Ala His Met Asp Arg
70 75 80
Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His

100

Artificial Sequence

<220><223> Synthetic: ATI_1523_GO6 core

<400>

541
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Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Arg Ile
1 5 10 15
Lys Ser Tyr His Lys Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
20 25 30
Ser Pro Val Gln Glu Phe Thr Val Arg Ser Tyr Ala Ala Thr Ile Ser
35 40 45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Ile Met

50 55 60
Glu Glu Thr His Leu Ala Tyr Ala Ile Ser Ile Asn Tyr Arg Thr
65 70 75
<210> 542
211> 7
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_G0O6 BC loop
<400> 542
Arg Ile Lys Ser Tyr His Lys
1 5
<210> 543
<211> 4
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_G06 DE loop
<400> 543

Arg Ser Tyr Ala

1

<210> 544

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_G06 FG loop
<400> 544

Ile Met Glu Glu Thr His Leu Ala Tyr Ala

- 377 -

S=50l 10-2632418



1

<210> 545
<211> 88

<212> PRT

<213>

<220><223> Synthetic: ATI_1523_G06

<400> 545

Gly Val Ser Asp Val Pro Arg Asp Leu

1

Thr Ser Leu Leu Ile Ser Trp Arg Ile

20

[le Thr Tyr Gly Glu Thr Gly Gly Asn

35

Val Arg Ser Tyr Ala Ala Thr Ile Ser

50

Tyr Thr Ile Thr Val Tyr Ala Ile Met

65

Ala Ile Ser Ile Asn Tyr Arg Thr

<210> 546

<211> 94

<212> PRT

<213>

<220><223> Synthetic: ATI_1523_G06

<400> 546

Gly Val Ser Asp Val Pro Arg Asp Leu

1

Thr Ser Leu Leu Ile Ser Trp Arg Ile

20

Ile Thr Tyr Gly Glu Thr Gly Gly Asn

35

Val Arg Ser Tyr Ala Ala Thr Ile Ser

5

85

5

70

Artificial Sequence

55

Artificial Sequence

40

40

25

25

10

w/ N leader

Glu Val Val

10

Lys Ser Tyr

Ser Pro Val

Gly Leu Lys

60

Glu Glu Thr

75

w/ N leader

Glu Val Val

10

Lys Ser Tyr

Ser Pro Val

Gly Leu Lys

Ala Ala Thr Pro
15

His Lys Tyr Arg

30
GIn Glu Phe Thr
45

Pro Gly Val Asp

His Leu Ala Tyr
80

+ his tag

Ala Ala Thr Pro
15
His Lys Tyr Arg
30
GIn Glu Phe Thr

45

Pro Gly Val Asp
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50 55

Tyr Thr Ile Thr Val Tyr Ala Ile Met

65 70

Ala Ile Ser Ile Asn Tyr Arg Thr His
85

<210> 547

<211> 95

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_G06

<400

> 547

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Arg Ile

20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40

Val Arg Ser Tyr Ala Ala Thr Ile Ser
50 95

Tyr Thr Ile Thr Val Tyr Ala Ile Met

65 70

Ala Ile Ser Ile Asn Tyr Arg Thr Glu

85

<210> 548

<211> 101

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_G06
<400> 548
Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

Thr Ser Leu Leu Ile Ser Trp Arg Ile

oin
]
Jm
el

60
Glu Glu Thr His Leu Ala Tyr
75 80
His His His His His

90

w/ N leader and C tail

Glu Val Val Ala Ala Thr Pro
10 15
Lys Ser Tyr His Lys Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp

60

Glu Glu Thr His Leu Ala Tyr
75 80
Ile Asp Lys Pro Ser Gln

90 95

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro

10 15

Lys Ser Tyr His Lys Tyr Arg
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20 25

[le Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35 40

Val Arg Ser Tyr Ala Ala Thr Ile Ser Gly Leu Lys

50

55 60

Tyr Thr Ile Thr Val Tyr Ala Ile Met Glu Glu Thr

65

70 75

Ala Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys

85 90

His His His His His

<210>
<211>
<212>

<213>

100
549
90
PRT

Artificial Sequence

<220><223> Synthetic: ATI_1523_G06 w/ N leader

<400>

including PC

549

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1

5 10

Thr Ser Leu Leu Ile Ser Trp Arg Ile Lys Ser Tyr

20 25

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35 40

Val Arg Ser Tyr Ala Ala Thr Ile Ser Gly Leu Lys

50

55 60

Tyr Thr Ile Thr Val Tyr Ala Ile Met Glu Glu Thr

65

70 75

Ala Ile Ser Ile Asn Tyr Arg Thr Pro Cys

<210>

<211>

85 90

550

96

30
Gln Glu Phe Thr
45

Pro Gly Val Asp

His Leu Ala Tyr

80

Pro Ser Gln His

95

and modified C-terminus

Ala Ala Thr Pro
15

His Lys Tyr Arg

30
Gln Glu Phe Thr
45

Pro Gly Val Asp

His Leu Ala Tyr

80
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_G06

including PC + his tag

<400> 550
Gly Val Ser
1

Thr Ser Leu

Ile Thr Tyr

35
Val Arg Ser
50
Tyr Thr Ile
65

Ala Ile Ser

<210> 551
<211> 102

<212> PRT

Asp Val Pro Arg Asp Leu

Leu Ile Ser Trp Arg Ile

25

Gly Glu Thr Gly Gly Asn

40

Tyr Ala Ala Thr Ile Ser

55

Thr Val Tyr Ala Ile Met

Ile Asn Tyr Arg Thr Pro

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_G06

<400> 551

Met Gly Val Ser Asp Val Pro Arg Asp

1

Pro Thr Ser Leu Leu Ile Ser Trp Arg

25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly

35

40

Thr Val Arg Ser Tyr Ala Ala Thr Ile

50

55

w/ N leader and modified C-terminus

Glu Val Val
10

Lys Ser Tyr

Ser Pro Val

Gly Leu Lys

60

Glu Glu Thr
75

Cys His His

90

full length

Leu Glu Val

10

Ile Lys Ser

Asn Ser Pro

Ser Gly Leu

60

Ala

His

45

Pro

His

His

Val

Tyr

Val

45

Lys

Asp Tyr Thr Ile Thr Val Tyr Ala Ile Met Glu Glu Thr

Ala Thr Pro
15

Lys Tyr Arg

30

Glu Phe Thr

Gly Val Asp

Leu Ala Tyr
80
His His His

95

Ala Ala Thr
15

His Lys Tyr

30

GIn Glu Phe

Pro Gly Val

His Leu Ala
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65 70 75 80
Tyr Ala Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln
85 90 95
His His His His His His
100
<210> 552
<211> 79
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_G0O7 core
<400> 552

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Val Tyr

1 5 10 15
Pro Gln Ala Asp Asp Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
20 25 30
Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Asn Ala Thr Ile Ser
35 40 45
Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Ala
50 95 60

Glu Ala His Leu Val Arg Ile Tyr Ile Ser Ile Asn Tyr Arg Thr

65 70 75
<210> 553

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_GO7 BC loop
<400> 553

Val Tyr Pro Gln Ala Asp Asp

1 5

<210> 554

<211> 4

<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1523_GO7 DE loop
<400> 554

Pro Asp Gln Asn

1

<210> 555

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_G07 FG loop

<400> 555

Leu Ala Glu Ala His Leu Val Arg Ile Tyr

1 5 10

<210> 556

<211> 88

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_GO7 w/ N leader

<400> 556

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr Pro Gln Ala Asp Asp Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
Val Pro Asp GIn Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ala Glu Ala His Leu Val Arg Ile
65 70 75 80
Tyr Ile Ser Ile Asn Tyr Arg Thr
85
<210> 557
<211> 94

<212> PRT
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Ju
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<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_GO7 w/ N leader + his tag

<400> 557

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr Pro Gln Ala Asp Asp Tyr Arg

20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp Gln Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ala Glu Ala His Leu Val Arg Ile
65 70 75 80
Tyr Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 558
<211> 95
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_GO7 w/ N leader and C tail
<400> 558
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr Pro Gln Ala Asp Asp Tyr Arg
20 25 30
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr
35 40 45
Val Pro Asp GIn Asn Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ala Glu Ala His Leu Val Arg Ile

65 70 75 80
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Tyr Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

<210>
<211>
<212>
<213>
<220><2
<400>
Gly Val
1

Thr Ser

Ile Thr

Val Pro

50
Tyr Thr
65

Tyr Ile

His His

<210>
<211>
<212>

<213>

<220><223> Synthetic: ATI_1523_GO7 w/ N leader and modified C-terminus

<400>

85

559

101

PRT

Artificial Sequence

23> Synthetic: ATI_1523_G07

559

Ser Asp Val Pro Arg Asp Leu
5

Leu Leu Ile Ser Trp Val Tyr

20 25

Tyr Gly Glu Thr Gly Gly Asn
35 40

Asp Gln Asn Ala Thr Ile Ser

95
[le Thr Val Tyr Ala Leu Ala
70
Ser Ile Asn Tyr Arg Thr Glu
85
His His His
100

560
90
PRT

Artificial Sequence

including PC

560

90 95

w/ N leader and C tail + his tag

Glu Val Val Ala Ala Thr Pro
10 15
Pro Gln Ala Asp Asp Tyr Arg

30

Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp
60
Glu Ala His Leu Val Arg Ile
75 80
Ile Asp Lys Pro Ser Gln His

90 95

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1

5

10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr Pro Gln Ala Asp Asp Tyr Arg

20 25

30
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[le Thr Tyr Gly Glu Thr Gly Gly Asn

35 40
Val Pro Asp Gln Asn Ala Thr Ile Ser
50 55

Tyr Thr Ile Thr Val Tyr Ala Leu Ala
65 70

Tyr Ile Ser Ile Asn Tyr Arg Thr Pro

85

<210> 561
<211> 96
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_GO7

including PC + his tag

<400> 561
Gly Val Ser Asp Val Pro Arg Asp Leu
1 5
Thr Ser Leu Leu Ile Ser Trp Val Tyr
20 25
[le Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Val Pro Asp Gln Asn Ala Thr Ile Ser
50 95
Tyr Thr Ile Thr Val Tyr Ala Leu Ala
65 70
Tyr Ile Ser Ile Asn Tyr Arg Thr Pro
85
<210> 562
<211> 102
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_GO7

oin
1]
Jm
el

Ser Pro Val Gln Glu Phe Thr

45
Gly Leu Lys Pro Gly Val Asp
60
Glu Ala His Leu Val Arg Ile
75 80
Cys

90

w/ N leader and modified C-terminus

Glu Val Val Ala Ala Thr Pro
10 15
Pro Gln Ala Asp Asp Tyr Arg
30
Ser Pro Val Gln Glu Phe Thr
45
Gly Leu Lys Pro Gly Val Asp

60

Glu Ala His Leu Val Arg Ile
75 80
Cys His His His His His His

90 95

full length
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<400> 562
Met Gly Val
1

Pro Thr Ser

Arg Ile Thr

35

Thr Val Pro
50

Asp Tyr Thr

65

Ile Tyr Ile

His His His

<210> 563

<211> 79

<212> PRT

Ser Asp Val Pro Arg Asp Leu

5 10

Leu Leu Ile Ser Trp Val Tyr
20 25
Tyr Gly Glu Thr Gly Gly Asn
40
Asp Gln Asn Ala Thr Ile Ser
55
[le Thr Val Tyr Ala Leu Ala

70

Ser Ile Asn Tyr Arg Thr Glu
85 90
His His His

100

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_HO7 core

<220><221>

<222> (21).

misc_feature

.(21)

Glu Val Val Ala Ala Thr

15

Pro Gln Ala Asp Asp Tyr
30
Ser Pro Val Gln Glu Phe
45
Gly Leu Lys Pro Gly Val
60
Glu Ala His Leu Val Arg

75 80

Ile Asp Lys Pro Ser Gln

95

<223> Xaa can be any naturally occurring amino acid

<400> 563

Glu Val Val Ala Ala Thr Pro Thr Ser Leu Leu Ile Ser Trp Val Tyr

1

5 10

15

His Tyr Asp Ala Xaa Tyr Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn

20 25

30

Ser Pro Val Gln Glu Phe Thr Val Pro Asp Gln Lys Ala Thr Ile Ser

35

40

45

Gly Leu Lys Pro Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Leu Ser

50

55

60
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Glu Ala His His Lys Arg Asp Ser Ile Ser Ile Asn Tyr Arg Thr

65 70 75

<210> 564

11> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_H07 BC loop
<220><221> misc_feature

<222> (7)..(7)

<223> Xaa can be any naturally occurring amino acid

<400> 564

Val Tyr His Tyr Asp Ala Xaa
1 5

<210> 565

<211> 4

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: ATI_1523_HO7 DE loop
<400> 565

Pro Asp Gln Lys

1

<210> 566

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_HO7 FG loop
<400> 566

Leu Ser Glu Ala His His Lys Arg Asp Ser

1 5 10
<210> 567

<211> 88

<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: ATI_1523_H07 w/ N leader
<220><221> misc_feature

<222> (30)..(30)

<223> Xaa can be any naturally occurring amino
<400> 567

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val
1 5 10

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp

20 25
Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val
35 40
Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His
65 70 75
Ser Ile Ser Ile Asn Tyr Arg Thr

85

<210> 568

<211> 94

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_H07 w/ N leader

<220><221> misc_feature

<222> (30)..(30)

<223> Xaa can be any naturally occurring amino

<400> 568

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1 5 10

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp
20 25

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val

35 40

oin
]
Jm
el

acid

Ala Ala Thr Pro
15

Ala Xaa Tyr Arg

30
Gln Glu Phe Thr
45

Pro Gly Val Asp

His Lys Arg Asp

80

+ his tag

acid

Ala Ala Thr Pro
15
Ala Xaa Tyr Arg
30

GIn Glu Phe Thr

45
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Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr His His His His His His
85 90
<210> 569
<211> 95
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_H07 w/ N leader and C tail

<220><221> misc_feature

<222> (30)..(30)

<223> Xaa can be any naturally occurring amino acid

<400> 569

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Xaa Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp

50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln

85 90 95

<210> 570
<211> 101
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_HO7 w/ N leader and C tail + his tag
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<220><221> misc_feature

<222> (30)..(30)

<223> Xaa can be any naturally

<400> 570

Gly Val Ser Asp Val Pro Arg Asp

1 5

Thr Ser Leu Leu Ile Ser Trp Val
20

I[le Thr Tyr Gly Glu Thr Gly Gly

35 40

Val Pro Asp Gln Lys Ala Thr Ile
50 55
Tyr Thr Ile Thr Val Tyr Ala Leu
65 70
Ser Ile Ser Ile Asn Tyr Arg Thr
85
His His His His His
100
<210> 571
<211> 90
<212> PRT
<213> Artificial Sequence
<220
><223> Synthetic: ATI_1523_H07
including PC
<220><221> misc_feature
<222> (30)..(30)
<223> Xaa can be any naturally
<400> 571
Gly Val Ser Asp Val Pro Arg Asp
1 5
Thr Ser Leu Leu Ile Ser Trp Val

20

oin
]
Jm
el

occurring amino acid

Leu Glu Val Val Ala Ala Thr Pro
10 15

Tyr His Tyr Asp Ala Xaa Tyr Arg

25 30

Asn Ser Pro Val Gln Glu Phe Thr

45

Ser Gly Leu Lys Pro Gly Val Asp
60

Ser Glu Ala His His Lys Arg Asp

75 80

Glu Ile Asp Lys Pro Ser Gln His

90 95

w/ N leader and modified C-terminus

occurring amino acid

Leu Glu Val Val Ala Ala Thr Pro
10 15
Tyr His Tyr Asp Ala Xaa Tyr Arg

25 30
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Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45
Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60

Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr Pro Cys

85 90
<210> 572
<211> 96
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_HO7 w/ N leader and modified C-terminus

including PC + his tag
<220><221> misc_feature
<222> (30)..(30)
<223> Xaa can be any naturally occurring amino acid
<400> 572
Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro
1 5 10 15
Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Xaa Tyr Arg
20 25 30
I[le Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp GIn Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 55 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr Pro Cys His His His His His His
85 90 95
<210> 573

<211> 101
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<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: ATI_1523_H07 full length

<220><221> misc_feature

<222> (30)..(30)

<223> Xaa can be any naturally occurring amino acid

<400> 573

Gly Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro

1 5 10 15

Thr Ser Leu Leu Ile Ser Trp Val Tyr His Tyr Asp Ala Xaa Tyr Arg
20 25 30

Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gln Glu Phe Thr

35 40 45

Val Pro Asp Gln Lys Ala Thr Ile Ser Gly Leu Lys Pro Gly Val Asp
50 95 60
Tyr Thr Ile Thr Val Tyr Ala Leu Ser Glu Ala His His Lys Arg Asp
65 70 75 80
Ser Ile Ser Ile Asn Tyr Arg Thr Glu Ile Asp Lys Pro Ser Gln His
85 90 95
His His His His His
100
<210> 574
<211> 10
<212> PRT
<213> Artificial Sequence
<220
><223> Synthetic: N-terminal leader
<400> 574
Met Gly Val Ser Asp Val Pro Arg Asp Leu
1 5 10
<210> 575
<211> 9

<212> PRT
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<213> Artificial Sequence

<220><223> Synthetic: N-terminal leader
<400> 575

Gly Val Ser Asp Val Pro Arg Asp Leu

1 5

<210> 576

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: N-terminal leader
<220><221> misc_feature

<222> (1)..(2)

<223> Xaa may or may not be present; if one is present

Gly; if two are present, Xaa is Met-Gly
<400> 576
Xaa Xaa Ser Asp Val Pro Arg Asp Leu
1 5
<210> 577
<211> 8
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: N-terminal leader
<220><221> misc_feature
<222> (1)..(2)
<223> Xaa may or may not be present; if one is present
Gly; if two are present, Xaa is Met-Gly
<400> 577
Xaa Xaa Asp Val Pro Arg Asp Leu
1 5

<210> 578
<

211> 7
<212> PRT

<213> Artificial Sequence

-394 -
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<220><223> Synthetic: N-terminal leader

<220><221> misc_feature

<222> (1)..(2)

<223> Xaa may or may not be present; if one is present
Gly; if two are present, Xaa is Met-Gly

<400> 578

Xaa Xaa Val Pro Arg Asp Leu

1 5

<210> 579

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: N-terminal leader

<220><221> misc_feature

<222> (1)..(2)

<223> Xaa may or may not be present; if one is present

Gly; if two are present, Xaa is Met-Gly
<400> 579
Xaa Xaa Pro Arg Asp Leu
1 5
<210> 580
<211> 5
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: N-terminal leader
<220><221> misc_feature
<222> (1)..(2)
<223> Xaa may or may not be present; if one is present
Gly; if two are present, Xaa is Met-Gly
<400> 580
Xaa Xaa Arg Asp Leu
1 5
<210> 581

<211> 4

- 395 -

, Xaa 1s Met or

, Xaa 1s Met or

, Xaa is Met or

S550l 10-2632418



SSS0l 10-2632418

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: N-terminal leader
<220><221> misc_feature
<222> (1)..(2)
<223> Xaa may or may not be present; if one is present, Xaa is Met or
Gly; if two are present, Xaa is Met-Gly
<400> 581
Xaa Xaa Asp Leu
1
<210> 582
<211> 6
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: N-terminal leader
<400> 582
Met Ala Ser Thr Ser Gly
1 5
<210> 583
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223
> Synthetic: N-terminal leader
<400> 583
Met Glu Thr Asp Thr Leu Leu Leu Trp Val Leu Leu Leu Trp Val Pro
1 5 10 15
Gly Ser Thr Gly
20
<210> 584
<211> 4
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
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<400> 584

Glu Ile Glu Lys

1

<210> 585

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 585

Glu Gly Ser Gly Cys

1 5

<210> 586

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 586

Glu Ile Glu Lys Pro Cys Gln

1 5

<210> 587

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 587

Glu Ile Glu Lys Pro Ser Gln

1 5

<210> 588

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail

<400> 588
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Glu Ile Glu Lys Pro

1 5

<210> 589

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 589

Glu Ile Glu Lys Pro Ser

1 5

<210> 590

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 590

Glu Ile Glu Lys Pro Cys

1 5

<210> 591

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 591

Glu Ile Asp Lys

1

<210> 592

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 592

Glu Ile Asp Lys Pro Cys Gln
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1 5

<210> 593

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 593

Glu Ile Asp Lys Pro Ser Gln

1 5

<210> 594

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 594

Glu Ile Glu Pro Lys Ser Ser

1 5

<210> 595

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 595

Glu Ile Asp Lys Pro Cys

1 5

<210> 596

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 596

Glu Ile Asp Lys Pro

1 5

<210> 597
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<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 597

Glu Ile Asp Lys Pro Ser

1 5

<210

> 598

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 598

Glu Ile Asp Lys Pro Ser Gln Leu Glu

1 5

<210> 599

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 599

Glu Ile Glu Asp Glu Asp Glu Asp Glu Asp Glu Asp
1 5 10
<210> 600

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail

<400> 600

Glu Gly Ser Gly Ser
1 5
<210> 601

<211> 9
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 601

Glu Ile Asp Lys Pro Cys Gln Leu Glu

1 5

<210> 602

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 602

Glu Ile Asp Lys Pro Ser Gln His His His His His His
1 5 10
<210> 603

<211> 10
<212

> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 603

Gly Ser Gly Cys His His His His His His
1 5 10
<210> 604

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 604

Glu Gly Ser Gly Cys His His His His His His
1 5 10
<210> 605

<211> 4

<212> PRT

<213> Artificial Sequence
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<220><223> Synthetic: C-terminal tail
<400> 605

Pro Ile Asp Lys

1

<210> 606

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 606

Pro Ile Glu Lys

1

<210> 607

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 607

Pro Ile Asp Lys Pro

1 5

<210> 608

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 608

Pro Ile Glu Lys Pro

1 5

<210> 609

<211> 6
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
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<400> 609

Pro Ile Asp Lys Pro Ser

1 5

<210> 610

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 610

Pro Ile Glu Lys Pro Ser

1 5

<210> 611

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 611

Pro Ile Asp Lys Pro Cys

1 5

<210> 612

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 612

Pro Ile Glu Lys Pro Cys

1 5

<210> 613

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 613

Pro Ile Asp Lys Pro Ser Gln
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1 5

<210> 614

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 614

Pro Ile Glu Lys Pro Ser Gln

1 5

<210> 615

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 615

Pro Ile Asp Lys Pro Cys Gln

1 5

<210> 616

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 616

Pro Ile Glu Lys Pro Cys Gln

1 5

<210> 617

211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: C-terminal tail
<400> 617

Pro His His His His His His

1 5
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<210> 618

<211> 8

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: C-terminal tail
<400> 618

Pro Cys His His His His His His

1 5

<210> 619

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: 6X-His tag
<400> 619

His His His His His His

1 5

<210> 620

<211> 227

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Human IgGl Fc domain
<400> 620

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1 5 10 15
Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
20 25 30
Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
35 40 45
Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
50 55 60

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr

65 70 75 80

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly

- 405 -



Lys Glu Tyr

Glu Lys Thr
115

Tyr Thr Leu

130
Leu Thr Cys
145

Trp Glu Ser

Val Leu Asp

Asp Lys Ser

195

His Glu Ala
210

Pro Gly Lys
225
<210> 621
<211> 16
<212> PRT

<213>

Lys

100

Pro

Leu

Asn

Ser

180

Arg

Leu

85

Cys Lys

Ser Lys

Pro Ser

Val Lys

150

90

Val Ser Asn Lys

105

Ala Lys Gly Gln

120

Arg Asp Glu Leu

135

Gly Phe Tyr Pro

Gly Gln Pro Glu Asn Asn

165

170

Asp Gly Ser Phe Phe Leu

185

Trp Gln Gln Gly Asn Val

200

His Asn His Tyr Thr Gln

215

Artificial Sequence

95

Ala Leu Pro Ala Pro Ile

Pro

Thr

Ser

155

Tyr

Tyr

Phe

Lys

Arg Glu
125

Lys Asn

140

Asp Ile

Lys Thr

Ser Lys

Ser Cys

205
Ser Leu

220

<220><223> Synthetic: Core hinge region of Fc

<400> 621

110

Pro Gln Val

Gln Val Ser

Ala Val Glu
160
Thr Pro Pro
175
Leu Thr Val
190

Ser Val Met

Ser Leu Ser

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1
<210> 622

<211> 24

<212> PRT

<213>

5

Artificial Sequence

10

<220><223> Synthetic: Exemplary hinge sequence

15
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<400> 622
Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala
1 5 10 15
Pro Glu Leu Leu Gly Gly Pro Ser
20
<210> 623
<211> 24
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Exemplary hinge sequence
<400> 623
Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala

1 5 10 15

Pro Glu Leu Leu Gly Gly Ser Ser
20
<210> 624
<211> 24
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Exemplary hinge sequence
<400> 624
Glu Pro Lys Ser Ser Gly Ser Thr His Thr Cys Pro Pro Cys Pro Ala
1 5 10 15
Pro Glu Leu Leu Gly Gly Ser Ser
20
<210> 625
<211> 19
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: Exemplary hinge sequence

<400> 625
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly

1 5 10 15
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el

Gly Pro Ser

<210> 626

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Exemplary hinge sequence

<400> 626

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15

Gly Ser Ser

<210> 627
<211> 208
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Fc with CH2 and CH3 regions of IgGl for
Adnect in-hinge-Fc construct

<400> 627

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg

1 5 10 15

Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro

20 25 30
Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala

35 40 45

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val
50 55 60
Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
65 70 75 80
Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
85 90 95

Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr Thr Leu
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100 105 110

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys
115 120 125
Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
130 135 140
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
145 150 155 160
Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser

165 170 175

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
180 185 190
Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
195 200 205
<210> 628
<211> 206
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Fc with CHZ2 and CH3 regions of IgGl for
Fc-hinge-Adnectin construct
<400> 628

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg

1 5 10 15
Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
20 25 30
Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
35 40 45
Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val
50 55 60

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr

65 70 75 80

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
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85 90
Ile Ser Lys Ala Lys Gly GIn Pro Arg Glu Pro Gln Val Tyr
100 105 110
Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu
115 120 125

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp

130 135 140
Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
145 150 155
Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp

165 170

95

Thr

Thr

Glu

Leu

Lys

175

Leu

Cys

Ser

Asp
160

Ser

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala

180 185 190

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro

195 200 205
<210> 629
<211> 8
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Linker 1
<400> 629
Gly Ala Gly Gly Gly Gly Ser Gly
1 5
<210> 630
<211> 6
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Linker 2
<400> 630
Glu Pro Lys Ser Ser Asp
1 5
<210> 631

<211> 5
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<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Linker 3

<400> 631

Pro Val Gly Val Val
1 5
<210> 632
<211> 21
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Linker 4
<400> 632
Glu Ser Pro Lys Ala Gln Ala Ser Ser Val Pro Thr Ala GIn Pro Gln
1 5 10 15
Ala Glu Gly Leu Ala
20
<210> 633
<211> 17
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Linker 5
<400> 633

Glu Leu Gln Leu Glu Glu Ser Ala Ala Glu Ala Gln Asp Gly Glu Leu

Asp

<210> 634

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 6
<400> 634

Gly Gln Pro Asp Glu Pro Gly Gly Ser
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1 5

<210> 635

<211> 13

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 7

<400> 635

Gly Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser

1 5
<210> 636

<11> 17

<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Linker 8

<400> 636

Glu Leu Gln Leu Glu Glu Ser Ala Ala Glu Ala Gln Glu Gly Glu Leu

1 5

Glu

<210> 637

<211> 5

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 9
<400> 637

Gly Ser Gly Ser Gly

1 5

<210> 638

<211> 4

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 10

<400> 638
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Gly Ser Gly Cys

1

<210> 639

<211> 7

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 11
<400> 639

Ala Gly Gly Gly Gly Ser Gly

1 5

<210> 640

<211> 4

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 12
<400> 640

Gly Ser Gly Ser

1

<210> 641

<211> 8

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 13
<400> 641

GIn Pro Asp Glu Pro Gly Gly Ser

1 5

<210> 642

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 14
<400> 642

Gly Ser Gly Ser Gly Ser
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1 5

<210> 643

<211> 6

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 15
<400> 643

Thr Val Ala Ala Pro Ser

1 5

<210> 644

<211> 8

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 16
<400> 644

Lys Ala Gly Gly Gly Gly Ser Gly

1 5

<210> 645

<211> 13

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 17

<400> 645

Lys Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser

1 5 10
<210> 646

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 18
<400> 646

Lys Gln Pro Asp Glu Pro Gly Gly Ser

1 5

<210> 647
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<211> 18
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: Linker 19

<400> 647
Lys Glu Leu Gln Leu Glu Glu Ser Ala Ala Glu Ala Gln Asp Gly Glu
1 5 10 15

Leu Asp

<210> 648

<211> 7

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 20
<400> 648

Lys Thr Val Ala Ala Pro Ser

1 5

<210> 649

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 21
<400> 649

Lys Ala Gly Gly Gly Gly Ser Gly Gly

1 5

<210> 650

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 22

<400> 650

Lys Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly

1 5 10
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<210> 651

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 23

<400> 651

Lys Gln Pro Asp Glu Pro Gly Gly Ser Gly
1 5 10
<210> 652

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 24

<400> 652

Lys Glu Leu Gln Leu Glu Glu Ser Ala Ala Glu Ala Gln Asp Gly Glu

1 5 10

Leu Asp Gly

<210> 653

<211> 8

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 25
<400> 653

Lys Thr Val Ala Ala Pro Ser Gly
1 5

<210> 654

<211> 8

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 26
<400> 654

Ala Gly Gly Gly Gly Ser Gly Gly
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<210> 655

211> 7

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 27
<400> 655

Ala Gly Gly Gly Gly Ser Gly

1 5

<210> 656

<211> 13

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 28
<400> 656

Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly
1 5 10
<210> 657

<211> 9

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 29

<400> 657

Gln Pro Asp Glu Pro Gly Gly Ser Gly
1 5

<210> 658

211> 7

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 30
<400> 658

Thr Val Ala Ala Pro Ser Gly

1 5
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<210> 659

<211> 7

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: Linker 31
<400> 659

Pro Ser Thr Ser Thr Ser Thr
1 5

<210> 660

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 32

<400> 660

Glu Ile Asp Lys Pro Ser Gln

1 5

<210> 661

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 33
<400> 661

Gly Ser Gly Ser Gly Ser Gly Ser

1 5

<210> 662

<211> 10

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 34
<400> 662

Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser
1 5 10
<210> 663

<211> 12
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<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 35

<400> 663

Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser
1 5 10

<210> 664

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 36

<400> 664

Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser
1 5 10

<210> 665

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 37

<400> 665

Gly Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser

1 5 10

<210> 666

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 38

<400> 666

Gly Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly
1 5 10 15
<210> 667

<211> 15

<212> PRT
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<213> Artificial Sequence

<220><223> Synthetic: Linker 39

<400> 667

Gly Ser Glu Gly Ser Glu Gly Ser Glu Gly Ser Glu Gly Ser Glu

1 5 10 15

<210> 668

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 40

<400> 668

Gly Gly Ser Glu Gly Gly Ser Glu

1 5

<210> 669

<211> 35

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 41

<400> 669

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
1 5 10 15

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly

20 25 30

Gly Gly Ser
35
<210> 670
<211> 25
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Linker 42
<400> 670
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly

1 5 10 15
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Gly Gly Gly Ser Gly Gly Gly Gly Ser
20 25

<210> 671

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 43

<400> 671

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly

1 5 10
<210> 672

<211> 7

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 44
<400> 672

Gly Pro Gly Pro Gly Pro Gly

1 5

<210> 673

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 45

<400> 673

Gly Pro Gly Pro Gly Pro Gly Pro Gly Pro Gly
1 5 10
<210> 674

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 46
<400> 674

Pro Ala Pro Ala Pro Ala
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1 5

<210> 675

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 47

<400> 675

Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala
1 5 10

<210> 676

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: Linker 48

<400> 676

Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala

1 5 10 15

Pro Ala

<210> 677
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: Linker 49
<400> 677
Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser
1 5 10 15
Gly Ser Gly Ser
20
<210> 678
<211> 20
<212> PRT
<213> Artificial Sequence

<220><223> Synthetic: Linker 50
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<400> 678
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly

1 5 10 15

Gly Gly Gly Ser
20

<210> 679

<211> 94

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-968

<400> 679

Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr

1 5 10 15

Ser Leu Leu Ile Ser Trp Ile Ala Pro Phe Tyr Asn Val Ile Tyr Tyr
20 25 30

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val GIn Glu Phe

35 40 45

Thr Val Pro Gly Thr Gly Tyr Thr Ala Thr Ile Ser Gly Leu Lys Pro
50 95 60
Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val Thr Asp Gly Ala Ser
65 70 75 80
Ile Ala Ser Tyr Ala Phe Pro Ile Ser Ile Asn Tyr Arg Thr
85 90
<210> 680
<211> 94
<212> PRT
<213> Artificial Sequence
<220><223> Synthetic: ATI-964
<400> 680

Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr

1 5 10 15

Ser Leu Leu Ile Ser Trp Ser Tyr Asp Gly Ser Ile Glu Arg Tyr Tyr
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20 25
Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Thr Val Pro Pro Asp Gln Lys Thr Ala Thr
50 55

Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala

65 70

His Tyr Tyr Arg Glu Ser Pro Ile Ser Ile
85 90

<210> 681

<211> 92

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-967

<400> 681

Val Ser Asp Val Pro Arg Asp Leu Glu Val

1 5 10

Ser Leu Leu Ile Ser Trp Gln Gly Gln Leu

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn
35 40
Thr Val Pro Val Ala Ser Gly Thr Ala Thr
50 95

Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala

65 70

Tyr Phe Tyr Ala Pro Ile Ser Ile Asn Tyr
85 90

<210> 682

<211> 94

<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: AO2

oin
]
Jm
el

30
Ser Pro Val Gln Glu Phe
45
Ile Ser Gly Leu Lys Pro
60

Val Arg Leu Glu Glu Ala

75 80

Asn Tyr Arg Thr

Val Ala Ala Thr Pro Thr
15
Ser Pro Ser Phe Tyr Tyr

30

Ser Pro Val Gln Glu Phe
45
Ile Ser Gly Leu Lys Pro
60
Val Thr Ser His Gly Ile
75 80

Arg Thr
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<400> 682
Val Ser Asp
1 5

Ser Leu Leu Ile Ser Trp Ser

20

Arg Ile Thr Tyr Gly Glu Thr

35

Thr Val Pro Pro Asp Gln Lys

50

55

Gly Val Asp Tyr Thr Ile Thr

65

70

His Tyr Asn Arg Glu Phe Pro

<210>

<211>

<212>

<213>

85
683
92
PRT

Artificial Sequence

<220><223> Synthetic: EO01

<400>

683

Val Ser Asp Val Pro Arg Asp

1

5

Ser Leu Leu Ile Ser Trp Arg

20

Arg Ile Thr Tyr Gly Glu Thr

Thr Val

50

Gly Val

65

35

Pro Asn Asp Val Met
95

Asp Tyr Thr Ile Thr

70

Tyr Phe Tyr Ser Pro Ile Ser

<210>

85

684

10

Tyr Asp Gly Pro

25

Gly Gly Asn Ser

40

Thr Ala Thr Ile

Val Tyr Ala Val

Ile Ser Ile Asn

90

Leu Glu Val Val

10

Ala Gln Leu Ser

25

Gly Gly Asn Ser

40

Thr Ala Thr Ile

Val Tyr Ala Val

Val Pro Arg Asp Leu Glu Val Val

75

75

Ala Ala Thr Pro Thr
15
Ile Asp Arg Tyr Tyr
30
Pro Val Gln Glu Phe
45

Ser Gly Leu Lys Pro

60
Arg Leu Glu Glu Ala
80

Tyr Arg Thr

Ala Ala Thr Pro Thr

15

Pro Ser Phe Tyr Tyr
30
Pro Val Gln Glu Phe
45

Ser Gly Leu Lys Pro

60

Thr Thr His Gly Val
80

Ile Asn Tyr Arg Thr

90
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<211> 94

<212> PRT

<213> Artificial Sequence
<220><223> Synthetic: ATI-965

<400> 684

Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1 5 10

Ser Leu Leu Ile Ser Trp Thr Ala Tyr Asp Ser

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser

35 40

Thr Val Gly Pro Arg His His Thr Ala Thr Ile

50 55

Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val

65 70

Gly Tyr His Ala His Met Pro Ile Ser Ile Asn

85 90
<210> 685
<211> 90
<212> PRT

<213> Artificial Sequence

<220><223> Synthetic: ATI-966

<400> 685

Val Ser Asp Val Pro Arg Asp Leu Glu Val Val

1 5 10

Ser Leu Leu Ile Ser Trp His Arg Phe Ser Ser

20 25

Arg Ile Thr Tyr Gly Glu Thr Gly Gly Asn Ser

35 40

Thr Val Ala Gly Ser Val Asn Thr Ala Thr Ile

50 55

Gly Val Asp Tyr Thr Ile Thr Val Tyr Ala Val

75

Ala Ala Thr Pro Thr
15
Val Asp Lys Tyr Tyr
30

Pro Val Gln Glu Phe

45
Ser Gly Leu Lys Pro
60
Tyr His Thr Glu Pro
80

Tyr Arg Thr

Ala Ala Thr Pro Thr
15
Ile Met Ala Tyr Tyr
30
Pro Val Gln Glu Phe
45
Ser Gly Leu Lys Pro

60

Thr Ile His Asn Val
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65 70 75 80
Ser Phe Pro Ile Ser Ile Asn Tyr Arg Thr

85 90
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