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<110> The Industry & Academic Cooperation in Chungnam National University (IAC)

l— Absorbent pad

l— Sample applying hole

«— Buffer loading hole
| Buffer Pad

Control line: Renille luciferase

-

-
C
TL line: DSP1-7 + DSP8-11 + Protease ll'
H

TH line: DSP1-7 + DSP8-11

— Renille luciferase substrate

MNegative

3

LPIV

HPIV

<120> Composition for detecting avian influenza virus based on

chemi luminescence and use thereof

<130> PN135815

<160> 4

<170> KopatentIn 2.0

<210> 1
<11> 1014
<212> DNA

<213> Artificial Sequence

<220><223>
<400> 1
atggggagca

caggtggcett

tggtgggctce
gagaagcacg
tggaggcacg
ggaatgggta
tacctcaccg
gactgggggg

atcgtccata

ggaatgagca

ggcgacgtga

the nucleotide of S15-DSP1-7

gCaagagcaa

ccaaggtgta

gctgcaagca
ccgagaacgce
tcgtgectcea
agtccggcaa
cttggttcga
ctgctetgge

tggagagtgt

agggcegagea

acggccacaa

gcccaaggac

cgaccccgag

aatgaacgtg
cgtgattttt
catcgagccce
gagcgggaat
gctgectgaac
ctttcactac

cgtggacgtg

gctgttcace

gttcagegtg

cccagccagce

caacgcaaac

ctggactcct
ctgcatggta
gtggctagat
ggctcatatc
cttccaaaga
gcctacgage

atcgagtcct

ggcgtggtge

agaggcgagg

gccggaacaa caacaacggg

gcatgatcac tgggcctcag

tcatcaacta ctatgattcc

acgctacctc cagctacctg

gcatcatccce tgatctgatc

gceetectgga tcactacaag

aaatcatctt tgtgggccac

accaagacag gatcaaggcc

gggacgagtc cggaggaggc

ccatcctggt ggagctggac

gcgagggega cgecaccatce

_13_
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ggcaagctga
ctggtgacca

agacacgact

ttcaaggacg acggcaagta

ccctgaagtt
ccctgaccta

tcttcaagag

catctgcacc
cggegtgcag
cgccatgcecc

caagaccaga

accggcaagce tgcececegtgee
tgcttcagca gataccccga
gagggctacg tgcaggagag
gcegtggtga agttcgaggg

ttcaaggagg acggcaacat

gtgtacatca ccgccgacaa

gtgaacagaa tcgagctgaa gggcaccgac

aagctggagt acaacttcaa cagccacaac

<210> 2

<211> 337

<212> PRT

<213> Artificial Sequence

<220><223> the amino acid segence of S15-DSP1-7
<400> 2

ctggcccacc
ccacatgaag
aaccatcagc
cgacaccctg

cctgggcecac

gtga

Met Gly Ser Ser Lys Ser Lys Pro Lys Asp Pro Ser Gln Arg Arg Asn

1
Asn Asn Asn Gly
20

Lys Arg Met Ile

35
Asn Val Leu Asp
50
Glu Asn Ala Val
65

Trp Arg His Val

Pro Asp Leu Ile

100

Tyr Arg Leu Leu
115
Leu Asn Leu Pro
130
Ala Leu Ala Phe

145

5

Gln Val

Thr Gly

Ser Phe

Ile Phe

70
Val Pro
85

Gly Met

Asp His

Lys Lys

His Tyr

150

10

15

Ala Ser Lys Val Tyr Asp Pro Glu Gln Arg

25

30

Pro GIn Trp Trp Ala Arg Cys Lys Gln Met

40

45

Ile Asn Tyr Tyr Asp Ser Glu Lys His Ala

55

60

Leu His Gly Asn Ala Thr Ser Ser Tyr Leu

His
90

75

95

80

[le Glu Pro Val Ala Arg Cys Ile Ile

Gly Lys Ser Gly Lys Ser Gly Asn Gly Ser

105

Tyr
120
Ile

135

140

110

125

Lys Tyr Leu Thr Ala Trp Phe Glu Leu

Ile Phe Val Gly His Asp Trp Gly Ala

Ala Tyr Glu His GIn Asp Arg Ile Lys Ala

155

_14_
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Ile Val His Met Glu Ser Val Val Asp Val Ile Glu Ser Trp Asp Glu

165 170

Ser Gly Gly Gly Gly Met Ser Lys Gly Glu Glu Leu Phe Thr

180 185 190

Val Pro Ile Leu Val Glu Leu Asp Gly Asp Val Asn Gly His
195 200 205
Ser Val Arg Gly Glu Gly Glu Gly Asp Ala Thr Ile Gly Lys
210 215 220

Leu Lys Phe Ile Cys Thr Thr Gly Lys Leu Pro Val Pro Trp
225 230 235
Leu Val Thr Thr Leu Thr Tyr Gly Val Gln Cys Phe Ser Arg

245 250

Asp His Met Lys Arg His Asp Phe Phe Lys Ser Ala Met Pro
260 265 270

Tyr Val Gln Glu Arg Thr Ile Ser Phe Lys Asp Asp Gly Lys

275 280 285
Thr Arg Ala Val Val Lys Phe Glu Gly Asp Thr Leu Val Asn
290 295 300
Glu Leu Lys Gly Thr Asp Phe Lys Glu Asp Gly Asn Ile Leu
305 310 315

Lys Leu Glu Tyr Asn Phe Asn Ser His Asn Val Tyr Ile Thr

325 330
Lys
<210> 3
<211> 774
<212> DNA

<213> Artificial Sequence
<220><223> the nucleotide segence of S15-DSP8-11

<400> 3

atggggagca gcaagagcaa gcccaaggac cccagecage gecggaacaa caacaacggg

caggtgcaga agaacggcat caaggccaac ttcaccgtga gacacaacgt ggaggacggce

_15_
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Gly

Lys

Leu

Pro

Tyr

255

Glu

Tyr

Arg

Gly

Ala

335

Val

Phe

Thr

Thr

240

Pro

Lys

His
320

Asp
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agcgtgcage tggccgacca ctaccagcag aacaccccca tcggegacgg cccecgtgetg

ctgceccgaca accactacct gagcacccag accgtgetga gcaaggaccce caacgagaag

agagaccaca tggtgctgca cgagtacgtg aacgccgecg gecatcaccgg cggtggegga

tcctggectg acatcgagga ggatatcgec ctgatcaaga gcgaagaggg cgagaaaatg

gtgcttgaga ataacttctt cgtcgagacc gtgctcccaa gcaagatcat gcecggaaactg

gagcctgagg agttcgetge ctacctggag ccattcaagg agaagggcega ggttagacgg

cctaccctcet cctggectcg cgagatcect ctecgttaagg gaggcaagec cgacgtcegtce

cagattgtcc gcaactacaa cgcctacctt cgggccageg acgatctgec taagetgttce

atcgagtccg accctgggtt cttttccaac getattgtcg agggagctaa gaagttccct

aacaccgagt tcgtgaaggt gaagggcectc cacttcctcecc aggaggacge tccagatgaa

atgggtaagt acatcaagag cttcgtggag cgegtgctga agaacgagca gtaa

<210> 4
<211> 257
<212> PRT

<213> Artificial Sequence

<220><223> the amino acid segence of S15-DSP8-11

<400> 4

Met Gly Ser Ser Lys Ser Lys Pro Lys
1 5

Asn Asn Asn Gly Gln Val Gln Lys Asn

20 25

Val Arg His Asn Val Glu Asp Gly Ser
35 40
GIn Gln Asn Thr Pro Ile Gly Asp Gly
50 95
His Tyr Leu Ser Thr Gln Thr Val Leu
65 70
Arg Asp His Met Val Leu His Glu Tyr
85

Gly Gly Gly Gly Ser Trp Pro Asp Ile

100 105

Asp Pro Ser Gln Arg Arg Asn
10 15
Gly Ile Lys Ala Asn Phe Thr
30

Val Gln Leu Ala Asp His Tyr
45
Pro Val Leu Leu Pro Asp Asn
60
Ser Lys Asp Pro Asn Glu Lys
75 80
Val Asn Ala Ala Gly Ile Thr
90 95

Glu Glu Asp Ile Ala Leu Ile

110

_16_
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Lys

Phe
145

Pro

Pro

Ser

Ser

Val

225

Met

Ser Glu Glu Gly Glu Lys Met Val Leu Glu Asn Asn Phe Phe Val

115
Thr Val
130

Ala Ala

Thr Leu

Asp Val

Asp Asp

195
Asn Ala
210

Lys Val

Gly Lys

120

125

Leu Pro Ser Lys Ile Met Arg Lys Leu Glu Pro Glu Glu

135

140

Tyr Leu Glu Pro Phe Lys Glu Lys Gly Glu Val Arg Arg

150

155

160

Ser Trp Pro Arg Glu Ile Pro Leu Val Lys Gly Gly Lys

165

170

175

Val Gln Ile Val Arg Asn Tyr Asn Ala Tyr Leu Arg Ala

180

185

190

Leu Pro Lys Leu Phe Ile Glu Ser Asp Pro Gly Phe Phe

200

205

Ile Val Glu Gly Ala Lys Lys Phe Pro Asn Thr Glu Phe

215

220

Lys Gly Leu His Phe Leu Gln Glu Asp Ala Pro Asp Glu

230

235

240

Tyr Ile Lys Ser Phe Val Glu Arg Val Leu Lys Asn Glu

245

250

_17_
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