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ATZEOE ARSI, E 2 % 3 39]4] 60s ribosomal protein 137a F9]¢] EST HAA] MEAHEZHE
F B}l SNP F-9]¢} o] H-9lo] oi3s] HRM(High Resolution Melting) #AIA] B3 Ztolw AMIA R DEG

Q=
e g = Q.
* 2
Inbred | Phenotype DEG EST Sequences(AEWH3) EST
Line expression name
values
S20 Resistance 4.7 GGTGCTTATACCTTGAACACTGCAAGCGCTGTCACTGTGAGGAGCACCAT | mRNA_2
TCGGCGTTTGAGGGAGCAGACCGAAAGCTAAATCTTACAAACCGATGGTG | 96428
TCTCGGTTATGTCATTTGGTCTGGGAAGATTTTGAATTTAGTTTCTAAGA
ACD)
S21 Susceptible -2.92 GGTGCTTATACCTTGAACACTGCAAGCGCTGTCACTGTGAGGAGCACCAT
TCGGCGTTTGAGGGAGCAGACCGAAAGTTAAATCTTACAAACCGGTGGTG
TCTCGGTTATGTCATTTGGTCTGGGAAGA GAATTTAGTTTCTAAGA
A(2)

 AEA HailE EST-SNP ZetolmE o] el AvtEw AR velE WA velok o] ThedA &4l
a7 fsl, HRM ®AS AAEY. ol Fed Al DNAE 0.2g9] YxHOoENE
CTAB(cetyltrimethylammonium bromide) % (Murray and Thompson, 1980, Nucleic Acids Research, Volume
8, Issue 19, 4321-4326)L o|g&3le] FZE% 3L, NanoDrop Lite spectrophotometer (Thermo Fischer
Scientific)E o]&3slo =& ZA3AUTE. HRM 414, 60s ribosomal protein 137a F3HA F&& TE&

93k PCR WHE AL F 10uLy E3WHSo] 50nge] gDNA®F 2xHRM wl~Ej2)~ (2.5mM MgCl,, Eva green dye;

PhileKorea), EST-SNP  =glo]H = 5'-TCACTGTGAGGAGCACCATT-3'(M¥¥HE 5)°] mRNA_296428_F¢} 5'-
AAGATTTAGCTTTCGGTCTGC-3"' (MW E 6)2] mRNA_296428_ RS AF83l3tt. PR &% ZACZ+E %7] ©@AIQl 95T

oA 3EE A T, 4032 95T 5%, 60CoA 307+ AFGAS AZ 5, Eco Real-Time instrument 2]
AR gebelE ghE 3 PR Wk AHEY S Aold st gt &, FAES APt E
2B 2 X 20). ©o] F PCR whg AHEL 3% of7f= Ao A 2HIE it 2D).

mEhA, dEHo R & 29 AWRES Fd W AnpEHo] ek A3dS BolE Fl(inbred line) & S20[(H
AF x AS1) x AugE x AugElollAl 60s ribosomal Protein 137a 2z AdeA Feidk EST-SNPs m}FASI
mRNA_296428%5 /@stSia, o]& o|&slo] wWidl 7% & UvlEH A FIF9 FEHo] 7hesitt.
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#£ 3
EST-SNP NCBI annotation of EST SNP HRM Primer pairs Product
marker Gene name Accession Putative |mutation size
function (bp)
mRNA_296428 60s xp_008786203. | nucleic CT JF: 55
ribosomal 1 acid TCACTGTGAGGAGCACCATT
protein binding ML=z 3)
137a transcript R:
ion factor AAGATTTAGCTTTCGGTCTGC
[0052] activity (s 4)

1
g

k1
g
~

Comparison of DEG values between particular Resistance (S20) and Susceptible lines (S21)
Selection of Up-regulated genes from Resistance line as Potential Candidate genes
BLAST Candidate genes against all Resistance & Susceptible line EST database
Collection of candidate genes from all R & S lines
mRNA expression vilidation of candidate genes
Alignment of candidate genes
Allelic variations: SNP/Insertion/Deletion Mutations

Validation of Allelic Mutations

Convert into Molecular markers
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The Industry & Academic Cooperation in Chungnam National University (IAC)

Single nucleotide polymorphism marker for discerning leaf
blight-resistant lily cultivar based on 60s ribosomal gene and
uses thereof

PN15441

6

KoPatent In

1

151

DNA
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<213> Lilium longiflorum

<400> 1

ggtgcttata ccttgaacac tgcaagcgcet gtcactgtga ggagcaccat tcggegtttg

agggagcaga ccgaaagcta aatcttacaa accgatggtg tctcecggttat gtcatttggt

ctgggaagat tttgaattta gtttctaaga a

<210> 2
<211> 151
<212> DNA

<213> Lilium longiflorum

<400> 2

ggtgcttata ccttgaacac tgcaagcgcet gtcactgtga ggagcaccat tcggegtttg

agggagcaga ccgaaagtta aatcttacaa accggtggtg tctecggttat gtcatttggt

ctgggaagat tttgaattta gtttctaaga a

<210> 3
<11> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer
<400> 3

tcactgtgag gagcaccatt

<210> 4
<211> 21
<212> DNA

<213> Artificial Sequence
<220><223> primer
<400> 4

aagatttagc tttcggtctg ¢

<210> 5
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> primer

<400> 5

_12_
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tcactgtgag gagcaccatt

<210> 6
<211> 21
<212> DNA

<213> Artificial Sequence
<220><223> primer
<400> 6

aagatttagc tttcggtctg ¢

_13_
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