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Ab 23 (Susac syndrome), WZHA <k AHAAIAE A
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1023 WA #1338 F o= 3 o] oA, thato] ozkel, Hby .
A7 135

SIRPY% WRAshs AERA, A1Y WA Ae6d T o= gk ol FA A, o714 FA7F SIRPy ol A

273 136

A18 Ulx] A663F Z o] 3+ aro] atx, Wi A6789] okASA FAES ¥ JE T A% BE
AT% 137

A% EE Folo] A8E Do d= giidA 28 e FoE 8] 93, A1F WA A6 F ol
o o] A, = A7) kAT 2HE] &%
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25 28 S A(SIRP) S Ig FAF A2 Els zhe Az W We #84 ddeoln, oldl= SIRPa,
SIRPB1 % SIRPy 9] 3709 A Qo] Egrett. SIRPa$} SIRPB 1S ©@alF, hAE, FANAEE £F8h=
FFEAES, T, B 2 57T 2 By Fol 2dE Y. SIRPa 2 SIRPR 13 @, SIRPy (&
9 CD172-3rY) AL S E] TA4Y B, CD172y, SIRPB2 % SIRP-HIE}-2)E FFAEd oa) A=A ¢k, o
A TAIE g8 F=2 2dyn, FA4stE NKMES BAIEY MEAENME AR, SIRP a 9}
vh7EA 2, SIRPy =, SIRPaol ¥la] sl WAvh, AAH o= Hd v Ax B ol (D47el At
= oz wE Rt SIRPa 9 2, SIRPy & 48X Aadd dWAYFe] fith. 23|18, SIRPy & WY
A2 kg stel W dstE 98 THXE-FAAANNE 28-S FAAN)E oz 7Mge AE-Alx 5
S wieteE Aoz el thH(E3 [Blood (2005) 105 (6): 2421-24271).

o

_18_



[0006]

[0007]

[0008]

[0009]

[0010]

[0011]

[0012]

[0013]

[0014]

ZIHSd 10-2024-0099454

e AEs BESUA, g 28 % WHe] mAstE AR 83 54 Ax fdel Adets A8t
dastt. oled #AgAE 54 Ax o] Wees fdol o) fss SIS, Ak 2 4S8 A
& Amst7] A% sk aaHQl IS Al Aotk ke Ak gl WyEe] FAstdE A8l &
3, 5A% SIRPy T AX oS Ao b= o3 ZEA7 B ATt

aze] &%, SIRPydl 5ol A7 ol AFHTE. LF HAFE A,
SIRPy = 54 AXE FeE(dE E9], AT & AF(exhaustion))oll wef Adxdd 4
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2A, D8+ TAZC digh 42l A3 148 et SIRPy &A; (b) SIRPa ¢k SIRPB 1o digt 43
S}t AW gl SIRPy @A ZA, D4+ TAHES] gk 4% 2% zds yehds= SIRPy &4 (¢)
SIRP a ¢} SIRPB 1] W3k A H3l=rl wtAY fl SIRPy A=A, (D8+/CD69+ TA Eo that -2l Agt
7 u724& Yed= SIRPy Al (d) SIRPa$F SIRPB 10l st 4% 3 =7F WAY gle SIRPy A=A,
(D8+/CD25+ TAHIEe tfet A2l Ay nzdS veplle SIRPy A5 (e) SIRP a9} SIRPB 10 uigh A3t
stk GG Qe SIRPy A=A, SIRPy & (D4+ THIESH mlusle] D8+ TAHIE] thgr A2 ¢l Atz
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9} SIRPB 1ol Wid A Hstwrst dAY Qe SIRPy A 2A), SIRPy 2@ (D8+/CD69- TAHI XL} B3}
CD8+/CD69+ TAI3Eo] thet x4l Ay} 7S el SIRPy @HA; (h) SIRPa £} SIRPB 1] tish 2
3=7F FAY ¢l SIRPy A ZA, SIRPy 23 (D8+/CD25- TAIESF vlm3le] CD8+/CD25+ TAIFEo| that $-

¢l Agy u2dS YelE SIRPy @Al = (i) SIRPa 9 SIRPB 10 that A 3 =7t @7y gle SIRP
A 24, SIRPy 3 PD1- THES Hlulste] PDI+ TAE] et M2l A3y u1z4S vehyE SIRPy
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o] gt Ze AT B oAUl SIRPy FAE QzdstE AT o2 A xshE W o] ek E
AFH. A F S A F 3o AAHo] Q).
ZEHo] 7hH dy
18, 84 A% W5z HAELISA 93k, <7k @ Ax=EF2 d50](cyno) SIRPy, SIRPa 2 SIRPB1
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%= 2ats, ELISAO] 2138, 3F 9 AlneBE2 5o] SIRPy ol tfeh Adele Ao A3t Z48 HojFt)
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A. SIRPy 3

SIRPy ol A3, SIRP a9} SIRPB 1ol st A3 YehlA]l AU A9 YedX] &+ A7 B Al
A=

Hoo]| AL "SIRPy "ol&=, <o Feo] RE o]xFo] T T AztolE, A, MEL Ed¢le] A B

o] Aojd F e Al &gl dE FH, E A5 jEle|= A o] ZolH shue] tiA ~EeteldH FE)

2 x3tslo] 49 SIRPy HAMA7} EA) s,

hSIRPy ©]4d 1(AA) 9 ol HEde HIdHE 182 AAE o] JrH(UniProtkB ID QOPIWS o]43d 1 =),
1 MPVPASWPHP PGPFLLLTLL LGLTEVAGEE ELQMIQPEKL LLVTVGKTAT LHCTVTSLLP

61 VGPVLWFRGV GPGRELIYNQ KEGHFPRVTT VSDLTKRNNM DFSIRISSIT PADVGTYYCV
121 KFRKGSPENV EFKSGPGTEM ALGAKPSAPV VLGPAARTTP EHTVSFTCES HGFSPRDITL
181 KWFKNGNELS DFQTNVDPTG QSVAYSIRST ARVVLDPWDV RSQVICEVAH VTLQGDPLRG
241 TANLSEAIRV PPTLEVTQQP MRVGNQVNVT CQVRKFYPQS LQLTWSENGN VCQRETASTL
301 TENKDGTYNW TSWFLVNISD QRDDVVLTCQ VKHDGQLAVS KRLALEVTVH QKDQSSDATP
361 GPASSLTALL LIAVLLGPIY VPWKQKT (MEWE 1)

2 |

1~> i

gho] 2~ WOl Al hSIRPy (o]4F 2)°] opvit M M 372 A|AH o] gltk.  (UniProtKB ID QIPING
g2 3=x).

MIQPEKLLLVITVGKTATLHCTVTSLLPVGPVLWFRGVGPGRELIYNQKEGHFPRVTTVSD
LTKRNNMDFSIRISSITPADVGTYYCVKFRKGSPENVEFKSGPGTEMALGAKPSAPVVLG
PAARTTPEHTVSFTCESHGFSPRDITLKWEFKNGNELSDFQTNVDPTGQSVAYSIRSTARV
VLDPWDVRSQVICEVAHVTLOQGDPLRGTANLSEAIRVPPTLEVTQQPMRVGNQVNVTCQV
RKFYPQSLOLTWSENGNVCQRETASTLTENKDGTYNWTSWFLVNISDQRDDVVLTCQVKH
DGQLAVSKRLALEVTVHQKDQSSDATPGPASSLTALLLIAVLLGPIYVPWKQKT (A AMF 37)

~Zgfo] 2~ WolA hSIRPy (o)A 3)9] ofu|:At A4S AdE 22 AAIEo] vk, (UniProtKB ID Q9PIW8
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oAy 3

o
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MPVPASWPHPPGPFLLLTLLLGLTEVAGEEELQMIQPEKLLLVTVGKTATLHCTVTSLLPVGPVLWFRGY
GPGRELIYNQKEGHFPRVTTVSDLTKRNNMDFSIRISSITPADVGTYYCVKFRKGSPENVEFKSGPGTEM
ALGGPASSLTALLLIAVLLGPIYVPWKQKT (MM 2)

T gE 2Zgko]2 WHolA hSIRPy (0]4Y 4)9] olu|wit MEL AEiE 322 AAFH Joh(UniProtkB 1D
QOP1WS ©]23 4 =),

MPVPASWPHPPGPFLLLTLLLGLTEVAGEEELOMIQPEKLLLVTVGKTATLHCTVTSLLP
VGPVLWFRGVGPGRELIYNQKEGHFPRVTTVSDLTKRNNMDFSIRISSITPADVGTYYCV
KFRKGSPENVEFKSGPGTEMALGAKPSAPVVLGPAARTTPEHTVSFTCESHGFSPRDITL

KWFKNGNELSDFQTNVDPTGQSVAYSIRSTARVVLDPWDVRSQVICEVAHVTLQGDPLRG
TANLSEAIRGPASSLTALLLIAVLLGPIYVPWKQKT (AMUWHZ 3)

AleBET 22 Y50] SIRPy 9] ofv| At A E2 IS 482 AA = o] itt.  (GenBank: EHH65481.1 =),

MPVPASWSHPPGPFLLLTLLLGFTEVAGEEELOMIQPEKLLLVAVGESATLNCTVTSLLPVGPVLWERGV
GPGRELIYNQKEGHFPRVTTVSDLTKRNNMDFSIRISSITPADAGTYYCVKFRKGSPENVEFKSGPGTEM
ALRAKPSAPVVSGPAARATPEHTVSFTCKSHGFSPRDITLKWEFKNGNELSDFQTNVDPAGQSVSYSIRST
ARVVLAPWDVRSQVTCEVAHVTLOGDPLRGTANLSEAIRVPPTLEVTQQPMRAGNQVNITYQVRNEYPON
LOLTWLENGNVCRTETASTLTENKDGTYNWTSWLLVNTSDQRDDVVLTCQVKHDGQLAVNKSLVLEVSAH
QKDQSSDATHGPASSLTVLLLIAVLLGPIYVPWKQKS (MEWUF 4)

wEbA], 2 AU SIRPy FAE T 9 SIRPy o sk o] 9] oa
Bloll A, SIRPy @Al Bgt sht ko] Fo] SIRPy 9] st o] dke] o]nge 4
ol A, SIRPy A= A SIRPy o] skt ode] o] xde] Agsict, Ay A
HQIZE G SIRPy, ollE S0l AllmE s f15o] SIRPy 9] shut o] 4he] ojaddl Agt.

AR AAGE A, SIRPy A= 54 FolM 2dss 559 SIRPY o)A
Eo] SIRPy A= SIRPy <IZF o143 1

ol
SIRPy ¢ M| Z=Hl(]& 50, Add

AFElA, 2 AAE-S] SIRPy @Al
SIRPy &A= sht &3] SIRPy <17

Setolz WolAe] Agg). w2 AAFEA, SIRPy FA= 5
FepAnt, dFol dgste A2 oPUH(AS S0, SIRPy FA= shife #EEM& vl Ao A
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I, 4 el that AFe JehiA @AY A dehlA eE AV ¥4 Pl ds) pe st

o, ¥ WY &g A5&D), & Eol °F 10 uM o], °F 100 uM o/, °F =

ol 5 gg oldE Aolnt. FlAE ED,
14

FES 9ol e e Ashsl, ke
= Z

=]
=)
it
N
M
Ir
po
o
u
X
ol
)

uM o]AF, °F 100 uM °]AF, °F 1 mM o)A X oF 10 mM ©]AFe] KD
olt}. & E9], SIRPyol] A¥sl= SIRPy &+ SIRPB1 E/E+ SIR
SIRPB1 /X% SIRPadl et Jg=rt w2 A -89 SIRPY A=

M o, ©F 100 pM o1, °F 1M o] EE oF 10 mM o)l kDR AT

Be A% WHES R4 5 9

m?JFFQ

gr AA oA, SIRPyo that A3 3= (KD)7} ¢F 0.0001 nM, °F 0.0005 nM, ¢F 0.001 nM, <F 0.005
nM, 2F 0.1 nM, 2F 0.05 nM, F 0.1 nM, <F 0.5 nM, ©F 1 nM, 2F 5 nM, <F 10 nM, <F 50 nM, <F 100 nM, <F
500 nM, ©F 1 uM, 2 uM T+ ¢k 3 pMel SIRPy A7} Lo #|&-%rt.

AR A el 4, SIRPy ol thdt 2 ASF=(KD)7F ¢ 0.0001 nM A 5 uM, ¢ 0.0005 nM A 5 uM, <
0.05 nM WA 5 uM, ¢F 0.5 oM WA 5 uM, 2k 1 oM WA 5 M, ¢ 5 nM WA 5 pM, 2 0.0001 nM WA 2
uM, ©F 0.0005 nM WA 2 uM, 2k 0.05 oM WA 2 uM, 2k 0.5 oM WA 2 uM, 2k 1 oM WA 2 uM, 2 5 nM
WA 2 uM, 2F 0.0001 nM WA 1 pM, 2F 0.0005 nM A 1 pM, 2 0.05 nM §#] 1 pM, ¢ 0.5 nM WHA 1
pM, ¢F 1 oM WA 1 gM, 2 5 nM WA 1 pM, F 0.0001 nM A 500 nM, <F 0.0005 nM A 500 nM, <F
0.05 nM WA 500 nM, <F 0.5 nM WA 500 nM, <F 1 nM H#] 500 nM, <F 5 nM A 500 nM, < 0.0001 nM HA|
50 nM, 2F 0.0005 nM WHA] 50 nM, < 0.05 nM %] 50 nM, 2F 0.5 nM WA 50 nM, ¢F 1 nM WA 50 nM, T+
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2
o

nM WA 50 nMQl SIRPy 3|7} Eo A|lz-Hct,

AAFHAA, B AL SIRPy FAE A EWol A SIRPy o th@ (DA7¢) 23e
SFevh. SIRPy ol i@ (D479l AR WelehA st A AL @A, 87 E 12 FHxs] 87 A

ek FAVE 2dEnh:

5=
A
rr
il
];

1g o o
to X -z
[o]

o
v

a. AW s 2109 CDR-H1 o}H)x=AF Ad; AdME 2469] (DR-H2 o}u]x=AF Ad; a3 2789] CDR-H3
ot Al M d; DS 1019 CDR-L1 obv:=ak M d; A9H s 1399 (DR-L2 ol x=4F A d; 2 g9 s 168
o] CDR-L3 om =2t A €.

b. AEW 3 2139 CDR-H1 opv|weak Ad; AE¥3E 2499 CDR-H2 olv]x=At Ad; AgH 3 2909 CDR-H3
ol =k Mg, EHE 1129 CDR-L1 ofuj=2t M, AEHSE 1482] CDR-L2 ofv]At A, 2 EHE 179
o] CDR-L3 o}m =2t A €.

c. AEME 2349 CDR-H1 ofbv|wak A MM E 2499 CDR-H2 olv]xAk MY; AY9M3 3082 CDR-H3
obn] A A IS 1279 CDR-L1 obv Al Ad; I3 1559 CDR-L2 obv|=At Ad; 2 93 196
o] CDR-L3 o}v =2t A €.

d. AT 2439 CDR-H1 o}mweAil Hd; HEHSE 2499 CDR-H2 obnwAit Ad; A9WF 3219 CDR-H3
ol 2k ME; AIHE 1369 CDR-L1 obvqt M E; 9T 1649 CDR-L2 obv|eit AE; 2 IS 207
o] CDR-L3 vl =it A E.

SIRPy ol th3t (D472 AeS et e 2 AANEY A2 Ao, &84 5, 6, 8, 59, 73, 80, 85,
92 9 960] TrATHE 8a9t = 8boll Z=AIHO ). ol#d A< (DR AME= WH/VL A8 &F 13 ¥ 29
A A E o] AT},

o2 AA A, B AANEY SIRPy A= AE e o2 T A SIRPy ol thdk (D47¢] AdHS s
M E== o

gk, o2 AAIFH A, E MAWES SIRPy FA=
SZAANNAY 21700, SIRPy ol thak (D47e] AFgS s

3l7] AES Edals A7 L3ET: AEHE 2099 CDR-HI opbv] Ak A d; M EHE 2459 CDR-H2 o}

*& A; AT 2779 CDR-H3 obv=AF Hd; ALDW3 1009 CDR-L1 obn|=AF A d; AW 3F 1389 CDR-

o}ulwk Aqd; 2 IS 1679 CDR-L3 obviit MES xdsl= &, SIRPyol theh (D479 AgS
FAN 71 A *XW?]L 2 IR 9] dAAQl FAlel=, A 3, 4 H 7o)l XFET. ol g &A 9 (DR
A3} VH/VL AE2 % 13 31 20 AAFH .

XA SIRPy ol gk (D472 A3}
XAl A=, T 28 HE3
A

_u OlN o 1—F & mlo

Fc & SIRPy A7} 3k Eo Agdct. Uy AAFeolA, SIRPy A9 Fc Tvel(Fec ML, Fc 99
T 9] Fe2 A3 ngdgor xHH)e ¢ 7& Fc =relojt}, AR AN, SIRPy <] Fc =
Q1L 7k IgGl, AZF I1gG2, <1t 1gG3 & AZF IgGdoltl. AF AAFEo|A, SIRPy &2 Fc =H<ALS
5 Fc Z=mdoltt, Ui AAFeol A, SIRPy A Fe B[S mf$2 [gGl T mb92~ [gG2a0] T,
AR AAIFe oA, SIRPy A Fc =l HESL Fc THelolt). dF A Feol A, SIRPy A2 Fc
102 BNE [gGl == HE Ig62bolth. AAFE oA, SIRPy A2 Fe T2 BRIz FF2 Fe =
o, dE Eo] All&EA o] Fe =rgloltt.

A5 AAIFHo A, el ATE SIRPy A= W A2 7bd J93 B 995 2= 29 A4
2] FHE et LHE Al A EF)oltt. AR AAFEH A, WA SIRPy FAH 9 EWH Jde
Q7 Fe =WQls xgstt), AR AA e oA, A4 SIRPy A Fe =wd A3 1g6G1, AZF 1gG2, Q1%+

= AT IgG4el A Hefoll A, A7 SIRPy FA] Fe =Wele mlg-x WoF

|
2l oA, A% SIRPy ALY Fc E=WldL vl9-2 1g6l =& -2 1gG2a
o] Fe Ew¢lolt}, AX AN o)A, A4 SIRPy A Fc EMS HES Fe Ewclojtt, U7 HAAE
Elef A, W3 SIRPy A9 Fe =2 HE [g6l =& HE IgG2b°ﬂ*1 frefgk Zleltk. AA A", WA
SIRPy A Fc Z=HQlS H|IZ F=% c E=ddlol, A& Alegm g2 Y5o] Fo Zdlo|t,

_ﬁ
off
O
:1[11
o,
S

AR AAGefoll A, SIRPy &A= Fe =wdS &3t ("Fe g &
of gk Fe 37 a9 75?}3 SIRPy & Alaze] ol=E Ax w7 a2
oA, SIRPy A2 Fc Z=w9l2 <17 IgGl Feolth. 4 Fe Z=dQd
(CH2] oAl HolA gk HAgAA AMES AEs 5 UA 27, © AE
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[0054]

L
L

61

121
181
241
301

61

121
181
241
301

6l

121
181
241
301

6l

121
181
241
301

6l

121
181
241
301

ke

°l

ASTKGPSVFP
GLYSLSSVVT
PSVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QQGNVFSCSV

ASTKGPSVFP
GLYSLSSVVT
PSVFLEFPPKP
STYRVVSVLT
LTKNQVSLTC
QOGNVEFSCSV

ASTKGPSVFP
GLYSLSSVVT
PDVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QOGNVESCSV

ASTKGPSVFP
GLYSLSSVVT
PDVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QQGNVESCSV

ASTKGPSVFP
GLYSLSSVVT
PDVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QQOGNVEFSCSV

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

DYFPEPVTVS
NTKVDKKVEP
HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(MeEwz 5)

DYFPEPVTVS
NTKVDKKAEP
HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(HEHZ 6)

DYFPEPVTVS
NTKVDKKAEP
HEDPEVKENW
LPAPEEKTIS
ENNYKTTPPV
(A= 7)

DYFPEPVTVS
NTKVDKKVEP
HEDPEVKENW
LPAPEEKTIS
ENNYKTTPPV
(MW= 8)

DYFPEPVTVS
NTKVDKKVEP
HEDPEVKENW
LPAPEEKTIS
ENNYKTTPPV
(Hddz 9)

T A3 Ig6l T4 =9 FACH) MLS ATt

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGOPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGOPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGOPREPQ
LDSDGSFFLY

— 24 —

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLAG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQOSS
PCPAPELLAG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW
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6l

121
181
241
301

121
181
241
301

6l

121
181
241
301

6l

121
181
241
301
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121
181
241
301

6l

121
181
241
301

61l

121
181
241
301

ol

121
181
241
301

ASTKGPSVFEP
GLYSLSSVVT
PSVFLEPPKP
STYRVVSVLT
LTKNQVSLTC
QQGNVFESCSV

ASTKGPSVFP
GLYSLSSVVT
PDVFLEPPKP
STYRVVSVLT
LTKNQVSLTC
QOGNVESCSV

ASTKGPSVFP
GLYSLSSVVT
PSVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QOGNVFESCSV

ASTKGPSVFEFP
GLYSLSSVVT
PSVFLEPPKP
STYRVVSVLT
LTKNQVSLTC
QOGNVESCSV

ASTKGPSVFEP
GLYSLSSVVT
PSVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QQGNVFSCSV

ASTKGPSVFP
GLYSLSSVVT
PSVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QOGNVESCSV

ASTKGPSVEP
GLYSLSSVVT
PSVFLEPPKP
STYRVVSVLT
LTKNQVSLTC
QOGNVESCSV

ASTKGPSVEP
GLYSLSSVVT
PSVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QQGNVFSCSV

ASTKGPSVFP
GLYSLSSVVT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGEYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGEYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHOQDWLNGK
LVKGFYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGEYPSDI
LHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGEYPSDI
MHEALHSHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHOQDWLNGK
LVKGFYPSDI
LHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHSHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGEYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNEKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNEKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNEKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNEKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QOKSLSLSPGK

GTAALGCLVK
YICNVNHKPS

DYFPEPVTVS
NTKVDKKVEP
HEDPEVKENW
LPAPEEKTIS
ENNYKTTPPV
(MEiz 10)

DYFPEPVTVS
NTKVDKKVEP
HEDPEVKENW
LEAPIEKTIS
ENNYKTTPPV
(Mez 1D

DYFPEPVTVS
NTKVDKKAEP
HEDPEVKFNW
LPAPIEKTIS
ENNYKTTPPV
(M EWME 12)

DYFPEPVTVS
NTKVDKKVEP
HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(MEvls 13)

DYFPEPVTVS
NTKVDKKVEP
HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(Mez 14)

DYFPEPVTVS
NTKVDKKAEP
HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(M A3 15)

DYFPEPVTVS
NTKVDKKAEP
HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(M= 16)

DYFPEPVTVS
NTKVDKRVEP
HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(Meddz 10)

DYFPEPVTVS
NTKVDKRVEP

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP

— 25 —

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
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[0056]

[0057]

[0058]
[0059]

[0060]
[0061]

[0062]
[0063]

[0064]
[0065]

121 PSVFLFPPKP
181 STYRVVSVLT
241 LTKNQVSLTC
301 QQGNVFSCSV

1 ASTKGPSVFP
61 GLYSLSSVVT
121 PSVFLFPPKP
181 STYRVVSVLT
241 LTKNQVSLTC
301 QQGNVFSCSV

1  ASTKGPSVFP
61 GLYSLSSVVT
121 PSVFLFPPKP
181 STYRVVSVLT
241 MTKNQVSLTC
301 QQGNVFSCSV

1  ASTKGPSVFP
61 GLYSLSSVVT
121 PSVFLFPPKP
181 STYRVVSVLT
241 MTKNQVSLTC
301 QQGNVFSCSV

1 ASTKGPSVFP
61 GLYSLSSVVT
121 PSVFLFPPKP
181 STYRVVSVLT
241 LTKNQVSLTC
301 QQGNVFSCSV

1 ASTKGPSVFEP
61 GLYSLSSVVT
PDVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QQOGNVFESCSV

KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(Mdwz 18)

DYFPEPVTVS
NTKVDKKVEP
HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(s 19)

DYFPEPVTVS
NTKVDKRVEP
HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(s 20)

DYFPEPVTVS
NTKVDKKAEP
HEDPEVKENW
LPAPIEKTIS
ENNYKTTPPV
(Mdwz 21

DYFPEPVTVS
NTKVDKKAEP
HEDPEVKENW
LPAPEEKTIS
ENNYKTTPPV
(s 22)

b

LEES

YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQOPREPQ
LDSDGSFFLY

WNSGALTSGV
KSCDKTHTCP
YVDGVEVHNA
KAKGQPREPQ
LDSDGSFFLY

KTKPREEQYN
VYTLPPSREE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSREE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

HTFPAVLQSS
PCPAPELLGG
KTKPREEQYN
VYTLPPSRDE
SKLTVDKSRW

AL 16l T4 ML BR g AT 2301,
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LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
MHEALHNHYT

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK
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DYFPEPVTVS WNSGALTSGV HTFPAVLQSS
NTKVDKKX1EP KSCDKTHTCP PCPAPELLAG
HEDPEVKFNW YVDGVEVHNA KTKPREEQYN
LPAPEEKTIS KAKGQPREPQ VYTLPPSRDE
ENNYKTTPPV LDSDGSFFLY SKLTVDKSRW
(MEs 23)
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1 ASTKGPSVFP LAPSSKSTSG GTAALGCLVK DYFPEPVTVS WNSGALTSGV HTFPAVLQSS
61 GLYSLSSVVT VPSSSLGTQT YICNVNHKPS NTKVDKKX,EP KSCDKTHTCP PCPAPELLX,G

1 ASTKGPSVFP
61 GLYSLSSVVT
PSVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QQGNVESCSV

1 ASTKGPSVFP
61 GLYSLSSVVT
PSVFLFPPKP
STYRVVSVLT
LTKNQVSLTC
QQGNVESCSV

#A Fe

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI
LHEALHSHYT

LAPSSKSTSG
VPSSSLGTQT
KDTLMISRTP
VLHQDWLNGK
LVKGFYPSDI

=rele

b

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP
QKSLSLSPGK

GTAALGCLVK
YICNVNHKPS
EVTCVVVDVS
EYKCKVSNKA
AVEWESNGQP

SRS

PX3VFLFPPKP KDTLMISRTP EVTCVVVDVS HEDPEVKENW YVDGVEVHNA KTKPREEQYN
STYRVVSVLT VLHQDWLNGK EYKCKVSNKA LPAPX.EKTIS KAKGQPREPQ VYTLPPSRDE
LTKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV LDSDGSFFLY SKLTVDKSRW
QQGNVFSCSV MHEALHNHYT QKSLSLSPGK (MEWF 24)

17F 1gGl F3) ML 28 g9 HEHT 2508, of7]A

=]

DYFPEPVTVS WNSGALTSGV HTFPAVLQSS
NTKVDKKX,EP KSCDKTHTCP PCPAPELLGG
HEDPEVKFNW YVDGVEVHNA KTKPREEQYN
LPAPIEKTIS KAKGQPREPQ VYTLPPSRDE
ENNYKTTPPV LDSDGSFFLY SKLTVDKSRW
(Mgiz 25)
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rlo

A7 1gGl =3
T Solt).

Mol =
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o714

DYFPEPVTVS WNSGALTSGV HTFPAVLQSS
NTKVDKKX1EP KSCDKTHTCP PCPAPELLGG
HEDPEVKFNW YVDGVEVHNA KTKPREEQYN
LPAPIEKTIS KAKGQPREPQ VYTLPPSRDE
ENNYKTTPPV LDSDGSFFLY SKLTVDKSRW

XoHEALHX:HYT QKSLSLSPGK (A EwlE 26)
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[0066]
[0067]

[0068]
[0069]

[0070]
[0071]

[0072]
[0073]
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1  ASTKGPSVFP LAPSSKSTSG GTAALGCLVK DYFPEPVTVS WNSGALTSGV HTFPAVLQSS
61 GLYSLSSVVT VPSSSLGTQT YICNVNHKPS NTKVDKX;VEP KSCDKTHTCP PCPAPELLGG
121 PSVFLFPPKP KDTLMISRTP EVTCVVVDVS HEDPEVKENW YVDGVEVHNA KTKPREEQYN
181 STYRVVSVLT VLHQODWLNGK EYKCKVSNKA LPAPIEKTIS KAKGQPREPQ VYTLPPSRX.E
241 X;TKNQVSLTC LVKGFYPSDI AVEWESNGQP ENNYKTTPPV LDSDGSFFLY SKLTVDKSRW
301 QQGNVFSCSV MHEALHNHYT QKSLSLSPGK (M YWE 27)

A AAEe A, A Fe ZHAS EostE 7t 1g61 F4 gy B 98 IS 3600, L2344,
L235A, P329G XZH(LALA-PG X|gto 2 x| A E)S X33},

ftllo
H

ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLG
TQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALGAPIEKT I SKAKGQPREPQV
YTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFESC
SVMHEALHNHYTQKSLSLSPGK (4 <W 35 36)

AX AA e oA, Fc g+ SIRPy Aol Fe =S Q7 IgG4 Feolty., A Fe =Wle ¥gsles 217t
IgG4e] F4 W 9 (CH) e AAIH AT HIAISA Q] AEd AT 28 WA 352 AAIHo] vt A4l
T 28 B AT Ig64 T4 B F9(CH) AEE AF3T).

ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTIVPSSSLG
TKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPEFLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSQEDPEVQ
FNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSTIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVM
HEALHNHYTQKSLSLSLGK (M gW&E 28)

ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTIVPSSSLG
TKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFEGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSQEDPEVO
FNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSIEKTI SKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVM
HEALHNHYTQKSLSLSLGK (M &¥ % 29)

ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLG
TKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPEFEGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSQEDPEVQ
FNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTI SKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVM
HEALHNHYTQKSLSLSLGK (A& & 30)

ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSQEDPEVQ
FNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGOPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVM
HEALHNHYTQKSLSLSLGK (M YW&E 31)

ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPEALGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSQEDPEVQ
FNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGOPREPQVYTL
PPSQEEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVM

HEALHNHYTQKSLSLSLGK (A 4@®& 32)

ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPEAAGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSQEDPEVQ
FNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVM
HEALHNHYTQKSLSLSLGK (A @®& 33)

ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPEFAGGPSVFLFPPKPKDTLMI SRTPEVTCVVVDVSQEDPEVQ
FNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTI SKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKS RWQEGNVFSCSVM
HEALHNHYTQKSLSLSLGK (MYEWZ 34)

A5 ANl A, A Fe =mels ZFste QA3 g4 T2 Age] B 992 AEs 350W, of7]A
X1& S & Polal; X2& L H& Eolt}.

ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TKTYTCNVDHKPSNTKVDKRVESKYGPPCPX1CPAPEFX2GGPSVELFPPKPKDTLMI SRTPEVTCVVVDVSQEDPE
VQENWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSTEKT I SKAKGQPREPQVY
TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCS
VMHEALHNHYTOKSLSLSLGK (A <wl% 35)

of AFE SIRPy FAE slvetela, shte] FoA Feld /b gdn g F

FAS BW 99e TS, dB So] oA W Jon A= 2u 9o Tget.

Geleld, A= B9 e UE 6l BE A [G2belA FUF DS Tgac. o

2 ook BW G9e TP AN ANl A, vhes
4 1

o3} v} =
Ig61 = vhe Igh2aclth. A3 ANFHeIA, 7] B Az sbd Gela gk 2
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AAIHQL AAIFEf A, Az B FH2 ATF TgGl, AT 1gG2, AT 1gG3 & AT IgG4ol A FeEsh AEs
e,

EU ¥ % AA= 25 3 Ade] Fo8 7] Ws
< shuolty.  weEbA, FidAb=, EU 9HH =
SIRPy A T shte] 7Y Sk old = UeS . =°], &
7P <8l Fe F9oll V2157 A gkg Edsin], of7]4 ofumil &7]e] 912 ME7} EU HH
,AlE A7lE ald 54 SIRPy A ol AAl 215W 37)7F okd 4 glvk. AAl 117
5‘5% 215 E= 216 4 o vk, weEbd, SdAbs, BU 9HE AAES ARkl 8E
o] SIRPy Al o AA &7]el A7 s olsfd Aok, Aol hit EU HH ™ AJ=H)
dH A glom, oF 5] imgt.org/IMGTScientificChart/Number ing/Hu_IGHGnber .htmlell A=) g},
AAFEA, SIRPy #A9] Fe =Hde QI3F Ig6l =¥ S (& 5o, AEHE 5)elA Fash, of

_H?A
A 7lss 77171 98l T4 Fe Ag(dE 5°], FeyRel dis) S7hd st=s yelhdAd 24 $ud
k3 A7 Aol =

s

A AR A, SIRPy @A9] Fe =9l QI3F Ig6l =W T (dE 5o, AE™E 5)olA Fafist, o
AY 7les #a(ds 501, AE)A717] Al T4 Fe Aol =9ddnt.
oA, SIRPy &A|e] Fe =mQl2 Izt Ig6l &3 FH(AE 5°f, ALWE 5)elA frdstd, &

e
g T
>
z
g

Al J%‘ﬂ% S7HN717] S8l 4 Fe A gho] et}

A AAIFE oA, SIRPy FAC] Fe E=dMdle 17F Ig64 B T (dlE 50, A9 28)0l4 FefahH,
olFY 7s& F7HATI7] sl T4 Fe A& (S E°], FeyRel wis) S7kd stes by BA &
2 A4gE FAM71= Do) =ddEy.

0 FAE Sol, AAUE 2804 FUsn,
. A% A7 A =

AN AAG el A, SIRPy A8 Fe =mQle 13F Igd =W T (5 5o, AEHUS 28)oA FaHshH,
z £ 77171 98l T4 Fe Agko] =

AR AAHE A, SIRPy A9 Fc =Wele IgGl F EUﬂOJ(Oﬂ% S0, AdWls 5 WA 27, 2 369 IgG1
HoF AE F o= sty FElgh Fe M) EE IgGd Q17F Fe E=RI(AE &9, AEHE 28 WA
359 IgG4 EW F3 A48 T o= stulA fEigk Fe =dgl)olt),

A3 AXFefo A, SIRPy A9 Fe =H2S IgGl Fc E=WSl(o S Eo], AEHE 5 WA 27, ®& 369
Ig6l 29 T MY 5 ol sl Fafiet Fe T=Wel) Tx Ig6d 017 Fe T=Hd(dE S0, 9T 28,
29 = 359 Ighd BW F AME T o= shutold FHig Fe Zdeolm, S W 214W, 215WH, 2219,
2029 228 234w, 235W, 236W, 239W, 240W, 241, 243W¥H | 244 245W, 247WH, 25001, 2524,
2549 256W, 262, 263W, 264W, 265W, 266, 2679, 268H, 269W, 270W, 202W, 296¥, 2979,
2989, 2999, 300, 305W, 313WH, 324¥, 325, 3260, 327WH, 328, 329¥, 3300, 3329, 3334,
334, 345%, 356W, 3589, 396W1, 428, 430, 4339, 43491 2 440H (o] 7] A ofu]wAl o] 2] HE
= EU 9™ AAE i) R o]FolA = oA HEE= 9o Holk shite] opnliit X3S 3}

AR AN A, SIRPy A Fe TWele HEHZ 5 x| 27, T 369 Sl FsHH, Ao
sl o]l F4) Fe ofvmal X3, dE Bo] 214W, 215W, 2219, 222%, 228, 2349, 235111, 2369,
2399, 2409, 241W, 243W, 2449 245W, 247¥, 2500, 252WH 254, 256W, 262, 263¥, 2649,
2659, 266W, 2679, 2689, 2699, 270%™, 202W, 296W, 2979H, 208¥, 209%™, 300, 305W, 3139,
324W, 325W, 32601, 327, 328, 3291, 330%, 332¢1, 333W, 334W, 345%W, 356W, 358, 396,
428W, 4309, 4339, 434H 2 44091 (7] A ofuxAk ]9 91X MEE EU {dW Y AAE wE)o 2 o] Fo
Az oA AegEE o Hox Fhuhe] ofuAil XS zEeth. dA[FQl X &=, K214R, V2154,
G236A, S239D, 1332E, D356E, L358M, M428L B N434S(of7|A olmiil Z7]e] $1%] WS+ EU A¥® AAE
wE) 5 skt o)ido]l E3hEITh.

A5 AAFE A, SIRPy A9 Fo =dlle Q17 Ig61 B9 F (&5 Eol, AdWsE 5 A 27, =&
6)olM sk, 53] olHH T (dE =, U9 ol HP el FeRolle] Astat wA Clgell Wish A9
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Z s ol e Z7M717] 918, V215A, G236A, S239D, I332E, G236A/S239D, G236A/1332E, S$239D/I332E,
V215A/G236A/S239D/1332E,  G236A/S239D/1332E, V215A/G236A/S239D/1332E, K326W/E333S, S267E/H268F/$S324T,
E345R,  E430G,  E345K,  S440Y,  K326W, E333S, S267E, H268F,  S324T,  E345R/E430G/S440Y,
F243L/R292P/Y300L/V3051/P396L, $239D/1332E, S298A/E333A/K3344A,
L234Y/1235Q/G236W/S239M/H268D/D270E/S298A 2 D270E/K326D/A330M/K334E (1 7] 4] obv| =it zb7]e] 912 HE:
EU 9 & AAIE B2 o]FofX = ol Aelss F4) Fe X$o] =8},

AR AAIFE A, SIRPy A Fe =mle Q17F Ig61 B FH (5 E0], ME¥E 5 WA 27, & 3
6)oll A frefat, oldy Tleg FAh(AE 5o, HAHIATIZ] & N297A, N297Q, N297G, L235E, L234A,
L235A, K214R, P329G, D356E 2 L358M(o]7]1A] ofmw=al @79 ¢]%x #Ha= EU U488 AAS u2) = 3
ol s 23 T Fe Aol =qiFTt.

AAHEHA A, SIRPy A Fe TEHdL 17k Ig6l E¥ = (dE o], AdWs 5, A9H3 6, AL
36)0lA Falst, olFE VTS HA(dE Eo], HE)AIZI7] A8l L234A, L2354 2 P329G(o]7]A] o}H]
7Y 91A] ME = BEU @Y AAE wE)E E8ete F4) Fe A $ho] =YdHT).

A5 AXNEE oA, SIRPy A Fec =ML 17k [g6d B = (dE So] LS 28, 29 T 35)0] A
S, olH Y 715S AN 717 el L235E9} F234A/L235A(] 714 ofmwAl 2719 9% HE = EU du e
AS W2) 5 it oS EdeE S Fe X8ho] =YHT).

AN AP A, SIRPy FA ] Fe Ewlle 17F Ig62 B9 FAlolA frafiste, olHE 75S TaA7]7]
213l H268Q/V309L/A330S/P331S 2}k V234A/G237A/P2385/H268A/V309L/A3305/P3315(047]/‘1 ofn| At 7)o A |
3 B 99™ AAE UE)E X88ts 54 Fe x$o] =ddn),

AA G A, SIRPy FA2] Fe =mole 7t [g64 B T (S B, AdHE 28)ol M Falsh,
A= Fab of¢h wgke] H4 HAS AA= Agko] vk, wabA, IR HAAFHA, 1g64 T4 Fe =
Fab o}¢b n3hE ZFAA7)= S228P A BH(7] A ofml ik 1718 4] HE= EU ¥HE AAE BE5)&

o

Ax AAFeol A, SIRPy A Fe T=Held 23t Ig64 EW (S Bo] HEHE 28, 29 T 35)00A
e, olHE  71%S ZAATIZ] 98 L235A,  L235E,  S$228P, L235E/S228P, S228P/F234A W
S228P/F234A/L235A( 714 oln|=At 2719 9% WZi= EU ¥W® AAZS wE) 5 s oo 54 Fe X%
o] =YHT}.

o2 AAIFEH A, SIRPy A9 Fe =12 o] I w71 E F7HA1717] 8] WA ", oleg MA
=, M428L, N343S, T250Q/M428L, M252Y/S254T/T256E, M428L/N434S,  S267E/L328F, N325S/L328F X
H433K/N434F (o] 714 olu|=it 2719] 9% HE = U Y E AAE wE)9k 128 o7t 1g6G1, Ig62, 1g63 =&
IgG42e] Z3) Fc x| &ho] X g},
g A Fejoll A, SIRPy &A= = 3
S Al 7 4Gl gste], A %t& P ey, oAH
% 38 WA 420 AAIES ULt

AN AAGENA, SIRPy FAE shst A B G2 FRAT. AAH A 4 BE g A
& 382 ANl e,

=
o

o
rﬁ
(i)
5
ol

g9, g Bl & 200 AAE AH CIR
Sl A3 Wi 4o ohuledt Ade AL

RTVAAPSVF TFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSF
NRGEC (M ™= 38)

AR AAFejel A, SIRPy FAE= Dok 2 Bw goe
5 39 YA 412 AA = ATk,

GQPKANPTVTLFPPSSEELQANKATLVCL ISDFYPGAVTVAWKADGSPVKAGVETTKPSKQSNNKYAASSYL SLTPEQWKSHRSYSCQVTHEGSTVEKTVAP
TECS (Mg 39)

ol

Fedith, A9l gk 44 2w e Adu

GQPKAAPSVTLFPPSSEELQANKATLVCL ISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYL SLTPEQWK SHRSYSCQVTHEGSTVEKTVAP
TECS (MEHZ 40)

GQPKAAPSVTLFPPSSEELQANKATLVCL ISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHKSYSCQVTHEGSTVEKTVAP

_29_



[0099]

[0100]

[0101]

[0102]

[0103]

[0104]

[0105]

SIHS3 10-2024-0099454

TECS (M Z 41)

GQPKAAPSVTLFPPSSEELQANKATLVCLVSDFNPGAVTVAWKADGSPVKVGVETTKPSKQSNNKYAASSYLSLTPEQWKSHRSYSCRVTHEGSTVEKTVAP
AECS (M Z 42)

A AAGEel A, SIRPy &A=, SIRPy ¢l 2 4 2 T4 7P 49, dE 5o & 20 AAE 4
Al CR o 44 2 T 7P el dste], 44 =3 d93 T4 =W d9& 24T, ANNE
of oAl A B g ofv]iAt AFE IS 38 UlA] 426 AAIFH O] down; & JRAE] oA A
T4 B G opat M IS 5 WA 369 AlAH Ak

AAARD AAFE A, Edel AlFE SIRPy A= G2 A (mAb)olrk.  dA[A ] AAFE oA, el
Aed SIRPy &A= Az &Alolvh. A1 H Q] AAIG e, Lol Alsd SIRPy &A= 18} &Allolnt.
AAARD AAIFE A, Eol AFH SIRPy FA= GEFE A A e GEE A3} FAeln. A
A AAFGENA, Elol AgE SIRPy FA= ZIvel Aok, dA 4] AAFEel A, 2ol AleH SIRP
y A= 9GS vl FAlolnk. A5 AAFHIA, SIRPy A= A ddom Agydn

SIRPy &Al-oF= A, SIRPy ol So14<l ofdts Aol shup Eodsh= o]F 504 A, = SIRPy ol thet
2%s Uetdl= e 5old A7 E3 Edol AgdEd.
i. dAAHY SIRPy A - CDR A E

Q1 SIRPy Aol Aol wele] AFATh, B ANUNE SIRPy & AT =l T
Ashe 7 B4 R A4 w9l AAGH, V3 4y A4 G CR) Adol EFerh,

Bh7)el Agd mie} o], A PAL) =<l (DRI 9 & (DR-L1Z A ¥ ar; VL CDR2 99L& (DR-L2& A
[e]

A% aL; VL CDR3 998 (DR-L3o2 A AW ar; =2 7PAVH) =m¢l (DRI ¢S (DR-HIZ X3 ¥ ar; VH CDR2
g2 (DR-H2= A AW ar; VH CDR3 Y& (DR-H3Co.2 A AET. F 18 B 7AW A9 47712 AAH
ol CDR %3S A&ttt
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[0106]

[0107]

gz 250)

[E 1]
oA A 2l SIRPy 4 CDR &%
ZEH3 | FANE CDR-L1 CDR-L2 CDR-L3 CDR-H1 CDR-H2 CDR-H3
] ) QSVSSN GAS QQYNNWPLT |GFTFSNYG |[IWYDGSNK |AREEQWLDY
1,3,47 110|185 100)  |A1E9E138) |(F1DHF 167) | EWLE 209) (A1 D F 245) (KB 277)
4 2,5, 6, |QSISSW KAS QQYDSYYT GYTFTGYH |[INPNSGGT  |ARERVGYCSRPSC
2 8,111 A1 F101) |1 EWMEF139) |((ATEWE 168)  [(A1DRE 210) |(X1D W F 246) |LDDLNI
(A1 ERLF278)
4] 9, 54, |[RASQSLGSTYLA [GASTRAT CQQYYSSPPTF |YSFSDYYMH |GWMSPNSGN |CARQREEYGHYYY
3 83,98 AEMF102) (A EHF140) (AL F169) (AL E 211) |[TGYA GMDVW
(AW s 247) (M ERF 279)
A 10 QASQDIHNYLN |DASNLET CQQSYNTPPTF |GTFSNYDIS |GMIDPSGGST |[CARPYSSGWYYF
4 AENF103) (AT 14D |(AEWE170) (A E 212) [SYA DYW
(I 248) [(M D E 280)
g4 11 RASQTINNYLN |DASNLET CQQANSFPLTF |YTFTSYDIN |GWMNPNSGN |CAKGAVAGTYYY
5 (MEWE 104 ((NEHIT 4D |(AEWE 17D |[(AIEME 213) |[TGYA YGMDVW
(ENUE 249) [(MDHE 281)
A 12 RASQNIRNYLN |[AASSLQG CQQSYNGPYTF |GTFGSYGIN |GWISAYNGN |CARDGIDYGGNSG
6 AEN T 105)  |((AENF142) |[(AEWE172)  |(AEWE214) |INYA YDYW
MEWET 250) |(ADHUET 282)
4] 13,55 |RSSQSLLHSNG |AASSLQS CMQGTHWPPTF |[FTFSNSDMN [SYISSSGNTIY |CARSNWNYPLDY
7 YNYLD AEWT143) |(AEWF173)  |(A1EWE215) | YA YYMDVW
(M 9V 106) (M EE 251) (M AT 283)
24 14, 56 |RSSQSLLHSNGY |AASTLQS CMQGLQTLYSF [YTFTSYYMH |GWVDPNNGD |CARDNWGSLDVW
8 NYLD MEW T 4d) |((HEHE 174 [(AEHE 216) |[TGYA (MW F 284)
(A EH 3 106) (A gz 252)
g 15 RASQGVGDRSA |DASNLET CQQADTFPYTF |YSFTSYGIS |GWISPYNGNT [CAREAYGDYGDY
9 MENE 107 |((NEHET 14D |((AEME175)  |(FEME 217) [NYA FDYW
9z 253) (DT 285)
4 16, 57, |RASQGISTYLA  |AASTLQS CQQSHSAPITF |YTFTSYYMH |GWINPNSGN |CARGPVYSYGPFD
10 [84,99 MEUZ108)  ((HEHUZ 144 |(HEWME176)  |(H LM 216) |AGFA YW
(EUE 254) [(MEHZ 286)
@ 17 RASQSISSYLN  |DASSLES CQQANSFPLTF |YTFTRNYVH |GRINPNSGGT |CARLGDVAVAAS
11 AEHT 109)  |(HEHE 145 (DT 171 (AEHE 218) [NTA FDYW
(1aWE 255) (M EHT 287)
A 18 RASQGIGNDLA |DAKDLHP CQQSYSFPRTF |YTETGYYMH |GWMNPNSGN |[CARGSGYDAGVF
12 (EUZ110)  [(HEHZ 146) (ADHZ 177 (A EHZ 219) [TGYA DYW
(IEHE 249) |(HEHZ 288)
¢+ 19, 58 |RASESISHWLA |GASTLQS CQQSYTPPLTF |YTFTAYYMH |GIINPSGGSTS |[CARDSGWYAPGY
13 EHT 1) ((HEEE 147) [(MEHET178)  |(A1EHE 220) |[YA YYGMDVW
12V 256) [(MEWE 289)
g4 20, 59, [KSSQSLLYSSNN |WASIRES CQQYLSPPLTF |YTFTSYDIN |GWMNPNSGN [CARESYAYCSSTSC
14 185,100 KNYLA (MEHE 148) [(HEHE179)  |[(HEWE 213) |[TGYA YDAFDIW
HgE112) (MW E 249) |(H D E 290)
@A) 21, 60, [RASQDIRRALA  |AASSLQS CLQHNSYPPTF [FTLGSYWMH |SLISWDGGST |CAKGPWVGYSGY
15 86, 101 MEUZ113)  |[(HEHZT143) |(AEHZT 180)  |[(AEHZ 221) |[YYA DLNYYYYGMDVW
A1g99 % 257) (A LRIE 291
a4 22, 61, [RSSQSLLHSNG  |LGSSRAS CMQALQTPTE |YTFTSHDIN |GISNPSGGST |CASSRRYWNGAF
16 87 YNYLD (MEHT 149) [(HDHT 181)  |(MEHZ 222) |[YYA DYW
C1EHE 106) (laHE 258) (DU E 292)
A 23,62 |QASQGISSYLN |AASSLQN CQQSYSTPITE |GTESNYDIN |GWISAYNGN |CAAEAYGDYSLD
17 EUE 114)  |(ADHEZ150) |(ADHE 182) (A1 EHE 223) |[TNYA PW

19z 293)
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2 MW E 1679 3709 VL CDR obv]w=Ak

Z2% 3| AN CDR-L1 CDR-L2 CDR-L3 CDR-H1 CDR-H2 CDR-H3
) 24,63 |RASQGIGNDLG |AASNLET CLQHHSYPFTF |YTFTGYYMH |GIINPSGGSTN |CARGPIGYGMDV
18 AEHB 115 [(MEHZT 15D ((MEHT 183)  [(FIEHE219) |YA W
(1EWE 259) [(EHT 294)
) 25 RTSQSIGTYLN |DASNLPT CQNYNSALF  [FTVGSWYMS |[AHVSDDGSN [CARSPGYCSSTSC
19 HEHE116)  [(MEHZT 152) [(MEHZ 184)  [(AEWE 224) |[EFYA YRYYGMDVW
(IEHE 260) [(MEEZ 295)
4+l 26, 64 |RASQSVDTWLA |EASTLES CQQANSFPITF |YTFTSYYMH |GRINPNSGGT |CARLGSAYFDLW
20 MENET 117 ((HEHE153) |(HDHE 185)  |(HEUE 216) [KYA (AN T 296)
gz 261
4+ 27, 65, [RASQSISNLLA  |AASSLQS CQQSYSTPYTF |YTFTSHDIN |GWMNANNG |CAKDLSPSSSWST
21 88, 102 EUE118) (D HE 143) |(ADHE 186) (A EHE 222) [NAGYA YYYYYGMDVW
(M1EWE 262) [(EWE 297)
ahAl) 28 RASQGISNWLA |DASNLDA CQQANSLPLTF [YTFTSYNIH |GWISAYNGN [CALDGGQLGVAF
22 EUE119)  [(AEUE 154) |(AFHZ 187)  [(AEUZ 225) |[TNYA DIW
(M1 EWE 250) [(MEWE 298)
4] 29, 66, [RASQSISGSYLA |GASTRAT CQQYGSFPFTE |GTFSSYAIS |GIINPSSSSTG [CARAGYYDSSGY
23 89, 103 (IEUE 120)  [(AEWE 140) |(ATEHE 188)  [(AEWE 226) |[YA YYSPYYGMDVW
M EHE 263) [(M1 WA 299)
4] 30,67 [RASQDIRNDLA |DASNLET CQQSYGTPYTF |[YTFTNFDIN |GWISAYNGH |CAQEAAAGYFDY
24 1EWE 2l |((AEUE 141 |(AEWE189)  |(AEWE 227) TNYA w
M EHE 264) [(F1 DA 300)
&4 31 RSSQSLFHSSTN |WASTRES CQQYYITPLTF |GTFRSYAIS |GWMNPNSGN |CARESVLKGGMD
25 ANNLA (AW 3 155) (ML F 190)  [(ATE S 228) [TGYA VW
K g F 122) (A EHF 249) |(AAHLE 301
a7 32, 68 RASQSISNWLA AASSLQS CQQSYSTPYTF [YTFTSYYMY |GWINPNSGNT |[CAKDRRRGVGLA
26 MEWE123)  [(A1EWIE 143) |(AEWE186)  [(A1ERIE 229) |GYA AAGTSAFDIW
(ML F265) [(F1EHF302)
4+l 33, 69, [RAGQSIGDYLN |AASSLQS CQQSYSTPWTF |YTFTSYYMH |GWMNPNSDN [CARVGVGYGYYY
27 90, 104 (EHE 124)  [(AMEHZ 143) [(HEHEZ 191)  |(A1EHE 216) |TGYA YGMDVW
(M AT 266) [(F1E9 T 303)
k7]l 34, 70, [RSSQSLLHSNGY |LASTRAP CMQGSHWPPSF [YTFSNYYMH |GWMNPNSGN [CARASMY SSSGFD
28 |91 NYLD (MEHE 156) (2 HZ192)  [(HEHE 230) |[TGYA YW
(2T 106) BT 249) (M1 EHE 304)
4] 35,71 |[RSSQSLLHSNGY |DASSLES CMQGTHWPLTF|[YTFTSYYIH |GTINPSGGST |CARETSRWLRDY
29 NYLD MTEAZE 145) (D HE 193)  |(ATEHE 231) |SYA YYGMDVW
(1 2HLE 106) M EHE 267) [(M1EWE 305)
4] 36,72 |[QASQGISNYLN |AASSLQS CQQSYSSPYTF |YTFTDNYLH |GIETSGGSTD |CARSFGGYSYDD
30 EiE125)  [(AMEHT 143) (M2 HE 194)  |(A1EHE232) |YA AFDIW
I EHLE 268) [(F1 WA 306)
A 37 RASQSISRWLA |AASSLES CQQTHSFPLTF YTLNNYDIN |[GWISGYNGN |CARVGSSWEEND
31 HEiz126)  [(MEHE157) (AL HE195)  [(ALEH3E 233) TNYA QW
M EHE 269) [(FEWE 307)
4] 38, 73, [RSSQSVLYSSNN |WASTRES CQQYYSTPPTF |GTFSSYDIN GWM'NPNSGN CARDLTLYCSSTS
32 192,105 KNYLA (M DAHF 155) (A1 DHT196)  |[(ALDWE 234) |TGYA CLDAFDYW
X1 E¥F 127) M EHLF 249) [(ADWLE 308)
A 39, 74 RASQSVSSYLA GTSTRAT CQQYGSLPFTF |GTFSNYGFS |GWMSPSSGN |CARERSGSYFDYW
33 MEWE128)  [(AENIE158) |(A1EWE197)  |[(A1ERIE 235) [ TGYA (A1 ERLE309)
198 % 270)
) 40 KSSQSVLYSSNN [WASTRAS CQQYYTTPPTF |GTFSSYAIS |GRIHPRDGST |CARVSLRFLEDYG
34 KNYLA (M ERF 159) (A LW T 198)  |[(AHWF 226) |IDYA MDVW
Al AW F A EWF 3
[0108] (M9 129) (M AU F 271 [(FEHF310)
Z3 3| AN CDR-L1 CDR-L2 CDR-L3 CDR-H1 CDR-H2 CDR-H3
344 41,75 |RSSQSLLHSNGY AASSLQS C‘\/IQALQTPLTF GTFSNYAIS |GGIIPIFGSTAS [CARGVGDDTLTD
35 mLD (AL T 143) (AL F199)  [(A1ERE 236) [YA
12 106) M EHE 272) [(MEHE 31D
A 42 KSSQSLLYTSND WASTRES CQQYYSSPYTF |[YTFTSYHMH |GWMNPNSGN |[CARGGRVVRGVI
36 RNYLA (M EHZ 155) |(AEHZ 2000 [(MEHZ 237) [TGYA KGWFDPW
(N EUT 130) (BT 249) (ML 312)
4 43 RASQSISSWLA |DASNLET CQQSFSTPPTF |GTFTSYDIN |GWISAYNGH |CAREDSSWYFDL
37 MENZT 13D [(AENE 14D |(AEHF201) (A B E238) [TNYA w
(M9 F 264) [(FEHF313)
4] 44, 76, [RASQSVSSNLA  |GASTRAT CQQYNTYPITF |GTFSKIAVS |GLINPNSGGT |CAKDFRGGDYYY
38 93 EHE132) (A EWE 140) |(AEWHE 202)  [(A1EUE 239) |DYA YGMDVW
MENE273) |(HEHE 314
kAl 45,77, [RASQSISSYLN  [AASSLQS CQQSYSTPLTF |YTETSYGIS |GWISAYNGN |[CARGTYYDYIWG
39 94,106 EUZ 109)  [(MEHZ 143) |(ADHZ 203)  [(A1E WU 240) [TNYA SYRYSWFDYW
(M EWUE 250) [(MEHE 315)
A 46 QASQDISNYLN AASTLQT CQQSYSTPWTF |YTFSSYAIS |GWMDPNSGN |CARESSYYYDSSG
40 AMEWF133)  ((AEHE160) (A1 EWE 191 |(AF1EE 241) TGYA YYPGWYFDLW
M E9E 274) (A LRIF 316)
k4] 47,78 |RASQRIGSYLN  |GASNLQS CQQANSFPFTE |[YTFTTYGIS |GWMDPNSGS |[CARGRGNSYYYY
41 MEHE 134)  |(HEHZ 16D [(HEHE 204)  |(MEHE 242) [TGYA YMDVW
(MEUE 275 |(MEHE 317
7] 48, 79, |RASESITNWLA  |KASSLES CQQSYGTPYTF |YTFTSYYMH |GWMNPNSGN [CARDQMYSSYGM
42 95,107 (AT 135)  [(AMEMT162) (AL T 189)  [(F1EWE 216) | TGYA DVW
(MU F 249) [(FFH T 318)
) 49 KSSQSVLYSSNN | WASTRES CQQYYSTPYTF GTFSSYAIS  |GVINPSGGST |CARESRGYYGMD
43 KNYLA (AEWE 155) (ML HZ205) [(ATERE 226) [SYA vw
(18 E 129) (M1 EWE 276) [(MEWE 319)
A 50 RASQSISSWLA |DTSNLQG CQQYDSFPWTF |[YTFTGYYMH |GTINPSGGST |CVKGNGYYDLW
44 AEWE 13D |AERE163) |(AEWMF206)  [(A1ERLE 219) [SYA REEER)
Mz 267)
4] 51, 80, [RASQGIRNDLG  |SASNLQS CQQSYDVPLTF |[YTFTRYDIN |GWMNPNSGN |[CARERVGYCSSTS
45 96, 108 (EHE136)  |[(MEHT 164) [(MEHZ207)  |(A1EHE 243) ITGYA CLHPLDYW
(MEHE 249) |(HEHE 32D
4] 52, 81 |RASQSISSWLA |DATTLES CQQYDSYPWTEF |[YTFTSYDIN |GWISGYNGN |CARSFDWLLLLD
46 MENZT 13D (LN Z165) |(AEHF208)  [(A1EWE 213) [TNYA Yw
(M F269) [(H BT 322)
34 53, 82, [RASQSVSKYLA |AISARAA CQQYYSSPPTF HTFNNNYTH |GIINPSGGSTS |CARQIQDYGYYY
47 97,109 MEHE 137 |(AEHE166) [(HNEHZ 169)  [(AMEHT 244) YA YGMDVW
Aan s AEa s
[0109] 12l E 256) [(H Dl E 323)
[0110] AN AAFEel A, SIRPy FA=A, 1°§t‘d 100, M9¥ s 138
NEe Egela/sAY: Ndus 209, AEEE 245 2
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[0111]

[0112]

[0113]

[0114]

[0115]

[0116]

[0117]

[0118]

[0119]

[0120]

[0121]

[0122]

[0123]

[0124]

[0125]
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i SIRPy @A77} el Algwtt.

B AA YA, SIRPy A=A, AEHE 101, AEHE 139 2 AIdHSE 1689
Nde Tgsta/aAY; Adns 210, ADNE 246 2 ADWE 2789 3719 VH CDR
SIRPy A7} E9lo] A FH ),

BoAA g oA, SIRPy FAZA, AEHSE 102, AEHZ 140 2 AMEHIE 1699
AEe et /AY; AEHE 211, MEHE 247 2 AEHT 2799 370¢] VH (DR
SIRPy #A7} Edof| A|F-Hrt.

oA, SIRPy A=A, ALWs 103, H9HF 141 2 AIHs 1709
AEE xgsta/siAY; AEiE 212, AEHE 248 9 AW s 2809 3702 VH CDR
SIRPy A7} o] #|FHT.

oA, SIRPy A=A, AIWs 104, H9HF 141 2 AIdHs 1719
AES x5t/ AY; AEHE 213, AEHSE 249 2 AEHE 2819 3702 VH CDR
SIRPy A7} ELo AT,
5 AAPE A, SIRPy FAZA, AW 105, MRS 142 E AgHs 1729
AMES x5t/ AY; AEHE 214, JEHE 250 Aa s 2829 370 VH CDR
SIRPy @17} 2glo] A5,

HE

B AN A, SIRPy FAZA, AEHZI 106, ME9HDE 143 L AIHI 1739
NAe z3sta/aAL: AEWE 215, AdWE 251 2 AAdWE 2839 3719 VH (IR
SIRPy A7} Edel A|&%r).

el A, SIRPy FAZA, AEWE 106, MINE 144 2L HIAE 1749
Eghstar/a AU I E 216, AIHE 252 2 LW F 2849 3709 VH CDR
IRPy #A|7} 2ol AlsHrt.

5 AAPHA A, SIRPy A=A, AEHE 107, AE9HE 141 @ AEHE 1759
NG Tgsa/AAL AGuE 217, A9NE 253 9 A DS 2859 3709) VH OIR
SIRPy A7} Eol AlFHrt.
B A, SIRPy A=A, ALHE 108, AdWs 144 2 HLHF 1769
qEe Egstar/stAY; AEWE 216, AEHE 254 2 EAT 2869 3702 VH CDR
SIRPy A7} 2ol AlsHrt.

AR AANHE A, SIRPy FFAZA, AEHZ 109, AE9HS 145 E AEHZ 1719
MqEEs Egsta/dAY; EHS 218, AEHI 255 2 AEHS 2879 3709 VH CDR
© SIRPy A} wele] AFR.

5 AAGH A, SIRPy FAZA, AEHZ 110, AEHZ 146 D AIHZT 1772
AL xgstau/stAY; AdHE 219, MEHS 249 2 HEHS 2889 37012 VH CDR
SIRPy A7} ol AlFH ).
5 AAGH A, SIRPy FAZA, AEHZ 111, AEHZ 147 D AIHZ 1789
LS ¥asta/dAY; EHSE 220, AEHS 256 2 AEHS 2899 3712 VH CDR
SIRPy A7} ol AlFH ).

AR AAFE o)A, SIRPy FAZA, AGHE 112, AdHE 148 2 A3 1799
AEdE xasta/stAY; AEHS 213, AEHE 249 2 ADHE 2909 370¢ VH CDR
= SIRPy A7} e AlFHt.

o AAFEH A, SIRPy FAZA, AIdHE 113, AEHT 143 2 AgHT 1809
AMEE x5t/ AY; AEHSE 221, AEHE 257 2 AEWHE 2919 3709 VH CDR
SIRPy &7} 2o Algr,

A AAFElA, SIRPy FA=A, MEUZ 106, HAEWE 149 2 AEHT 1819
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obu it NAE EFe

-
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[0126]

[0127]

[0128]

[0129]

[0130]

[0131]

[0132]

[0133]

[0134]

[0135]

[0136]

[0137]

[0138]

[0139]

IRPy A7} Edoll Algdrt.

Hefjoll A, SIRPy A=A,

UQL’ ol

IRPy &7} o] Az e,

AA e A, SIRPy A=A,

IRPy A7} Edol Algdrt.

AA e A, SIRPy A 2A,

IRPy A7} Edoll Algdrt.

BoAxEeo A, SIRPy A ZA,
Aqde xggsta/stAY; AdilE 216,
SIRPy A7} 2ol AT},

FEfell A, SIRPy FAZA,

IRPy A7} 2ol Algdrt.

AA e A, SIRPy A=A,

IRPy 7} Rlo] 2w,

AAFE A, SIRPy A ZA,

IRPy A7} Edol AlgHrt.

AN Fefol A, SIRPy A=A,

IRPy A7} Edell AlgHrt.

AN e A, SIRPy A=A,

IRPy 37} 2ol 2w,

AN G A, SIRPy FAZA

IRPy A7} 2Edel AlgHrt.

ejell 4], SIRPy FA=ZA,

IRPy A7} Edell AlgHrt.

AN Fefo A, SIRPy FAZA,

IRPy A7} ELlo AlFHct.

AA G el A, SIRPy FA=A,

IRPy A7} B910] Az,

AA el A, SIRPy FA=A,

IRPy A7} E<lel AlgHrt.

Mee Esta/sAu: Adus 222,
S

Star/3EAY; AEHE 223,
_\:rL

MEEs Egsla/3AY; IS 219,
S

A=)
o
Aae Egen/sA; A9 224,
S

StaL/3AY; AEHE 222,
_1:[14

Ade xdtetar/aAu; ADHE 225,
S
J_:[L

ALe xEea/stAY; A9 226,
S
J_:[L

ALe xEsa/stAY; A9 227,
S
J_?l_

ALe x&sa/stAY; A9 s 228,
S
J_?l_

ALe x&sa/stAY; A9 s 229,
S
R

ALe x&sta/stAY; Ag9uE 216,
S
J_?l_‘

ANDE zastar/stA; LW s 230,
S
J_?l_‘

ALe x&sta/stAY; Ag9s 231,
S

=]
9
Ade msa /AL Ad0E 232,
S
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AqEwd 258 2 AP E 2929 3702 VH CDR o} At 498 ¥3H3}

b

AaWs 114, A5 150 2 AL E 1829 370¢] VL CDR obv]e
MEWE 250 2 AAAS 2939] 370€] VH CDR obv|=qt HES Eif%é}

HAEHE 115, A9HE 151 2 A9H3E 1839 3719 VL CDR o}n
AqEws 259 2D I E 2949 37012 VH CDR o} At 498 x3H3)

AMEHE 116, AEHSE 152 © AEHZ 1849 378¢] VL CDR o=
AqEws 260 2 LW E 2959 37012 VH CDR o} At HES ¥3H3}

i
23

*1°ﬂﬂd‘ , AE¥s 153 2@ A9¥E 1859 3719 VL CDR obm)=
Aqd 261 2 I E 2962 3702 VH CDR olv] At Y& Ef}f;s

-

AEWs 118, AEWE 143 2 Ag9Ws 1862 3701 VL CDR o} =4k
AdWE 262 2 MRS 2979 3719 VH CDR o}v| =it LS 2835

-

AMEHE 119, AEHSE 154 2 AgHZ 1879 370¢] VL CDR o=
AqEdE 250 2 A EHE 2982 3709 VH CDR obv]=it MES E3Hs)

it
23

AqIHE 120, MEHE 140 B HIAHE 1882 3701 VL CDR o}u|=
AL T 263 2L AEHE 2999 3719 VH CDR o}H| =2k A48 Efé}é

-

AT 121, MEHE 141 2 HIAHE 1892 370¢] VL CDR o}u|=Ak
AqaW s 264 2 ALEHE 3002 3719 VH CDR ofn| w2t ES ¥£35

-

AT 122, AEHE 155 2 HIdHE 1902 370¢] VL CDR 0} ]
AEwE 249 2 G E 3019 3702 VH CDR o} :=AF 49S x3H5)

AT 123, MEHE 143 2 AIHT 1862 37019 VL CDR o}u|=
AqaW s 265 2 AIWE 3029 3719 VH CDR ofn]wAF A4S Et}%

-

AqAHE 124, MEHZE 143 2 HIHT 1912 370¢] VL CDR o}u|=Ak
AqaW s 266 2 ALEWE 3032 3719 VH CDR ofn|w2t HES ¥3s

-

MEHZ 106, AEHDT 156 L AEHZ 1929 3712 VL CDR o}n
e 249 2 AP E 3049 37012 VH CDR o} =t 498 x3H5)

K
>

MEHAZ 106, AEHDE 145 2 AEHZ 1939 3702 VL CDR o}n
AqIdHE 267 B AMEHZ 3052 3709] VH CDR ofbv]=4t LS ¥3H3}

K
>

AT 125, AEHE 143 2 HIAHE 1942 370¢] VL CDR o}n
AT 268 2 AMEHE 3062 3702 VH CDR o} =2t AE& Eﬁ?}

-
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[0140] AgB AN A, SIRPy FAZA, AEHZT 126, AEHE 157 2 AEHE 1959 370¢] VL CDR o}w] x4k
LS x3eta/stAY; AEHE 233, A9HE 260 D AEHE 3079 3712 VH CDR o}wxak S x3st
= SIRPy A7} o Als-H .

[0141] AR AN A, SIRPy FAZA, MEHZT 127, AEHS 1656 L AEHZE 1969 37§2] VL CDR o}w]=Ak
AAe x4 /sAY; HEHE 234, HEHT 249 D JIHIS 3089 3702] VH CDR ofv]:=AF ES 313}
= SIRPy A7} 2ol AlFH).

[0142] Ay AxEHe oA, SIRPy FAEZA, AEHT 128, A ¥ 158 @ s 1979 3709 VL CDR ofr| =it
AES E3sta/stAL: AEilE 235, AddE 270 2 1 ‘?ii 3099] 37He] VH CDR o}v]:=Ait A48 x3s}
= SIRPy A7} ol Al-gEc).

[0143] Ay AxEHe oA, SIRPy FAEZA, AMEHT 129, A ¥ 9 ® AMYHIE 1989 3709 VL CDR o}=] =4k
AES E3sta/stAL: AEilE 226, AEds 271 ¥ 1 ‘?ii 3109] 3712l VH CDR o}v]:=Ait A 4dg s}
= SIRPy A7} 2ol AlFH).

[0144] AB AN A, SIRPy FAZA, AEHE 106, AEHE 143 2 AEHE 1999 370¢] VL CDR o} =
AES E3sta/stAL: AEilE 236, Adds 272 1 M35 3119 370¢] VH CDR o}w| Al M EdS E?ﬁ?
= SIRPy A7 2ol AzH o).

[0145] g AXFHE oA, SIRPy A ZA, AEHT 130, AEHS 155 D AEHS 2009 37019 VL CDR o}n] x4k
AES EFsta/stAL: AEilE 237, 9T 249 ¥ 1 M3 3129 3709 VH CDR ofv] =4k 9& F3Hs}
= SIRPy A7} 2ol AlFH).

[0146] AR AAFH A, SIRPy FAZA, AEHZET 131, AEHE 141 L AEHZE 2019 3702] VL CDR o}w]x=Ak
MBS EFSFa/SEAY; A 238, AdHT 264 2 AEHE 3139 3709 VH CDR ofv]x=Ait A48 X3}
= SIRPy A7} 2ol AlFH).

[0147] AR AN A, SIRPy FAZA, AEHZ 132, ALHI 140 2 AEHZ 2029 37§ VL CDR o}w] Ak
AES E3sta/sEAL: AEilE 239, Adds 273 ¥ Hoé‘?ii 314¢] 37§2] VH CDR o}v]:=At 48 s}
= SIRPy A7} 2ol AlFH).

[0148] AR AAFHE A, SIRPy FAZA, AEHZET 109, AEHE 143 L AMEHZE 2039 37§2] VL CDR o}w]:=Ak
LS E3star/a A 9T 240, AD9HS 250 D I E 3159 370¢] VH CDR ofvn]x=At 498 £33}
= SIRPy A7} B #A|FH ),

[0149] AR AAEe oA, SIRPy FAZA, JIHE 133, AEHE 160 B HIHE 1919 3709 VL CDR o}u|:=Ak
AES E3star/e A AEHE 241, AD9HS 274 D IS 3169 370¢] VH CDR ofvm]=At IS £33}
= SIRPy A7} 2ol AlFH).

[0150] AR Aol A, SIRPy A ZA, MEHST 134, AEHST 161 D AMEHS 2042 370¢] VL CDR o}w]=Ak
AEe EFsl/sEAY; AT 242, AEHE 275 2 LS 3179 3719 VH CDR ofv| =3t A48 x 35}
= SIRPy A7} Yo AlFE ).

[0151] Qr AxE oA, SIRPy FARA, MEHT 135, AT 162 D AEHE 1899 3709 VL CDR ofn]x=Ak
AqEe 23t /3EAY; HEHE 216, AEHE 249 D EHIE 3189 3712] VH CDR ofv| =4t HES x3}3}
= SIRPy A7} 2ol AlFH).

[0152] g AXFHEo| A, SIRPy A ZA, AEHT 129, AEHS 155 D AdHS 2059 37019 VL CDR o}n] x4k
AqEe 23t /3EAY; HEHE 226, AEHE 276 D EHIE 3199 3712] VH CDR ofv| =4t E-& x3}3}
= SIRPy SHAI7F ZYol AFE).

[0153] Ar AN A, SIRPy FAZA, AEHI 131, A9HS 163 2 AEHE 2069 370¢] VL CDR o}w] Al
AqEe 23t /3EAY; HAEHE 219, 4GS 267 D ALEHIE 3209 3702] VH CDR ofv| =4t 48 x3}H3}
= SIRPy A7} B Alg=c).

[0154] AR AAFHE A, SIRPy FAZA, AMEHE 136, AIHT 164 L AMEHZE 2072 3702] VL CDR o}w]=At
LS E3etar/eAY; AEHE 243, AD9HT 249 2 I E 3219 370¢] VH CDR ofr]=At 498 £33}
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[0155]

[0156]

[0157]

[0158]

[0159]

[0160]

SIS 10-2024-0099454

i SIRPy &A|7F Eol Algdrt.

o ANFe A, SIRPy FAEA, AEHE 131, ALHE 165 L HDWE 2089 3709 VL (DR 0]—13]_‘]:

Ade Egeta/adAY; AdUE 213, ADUE 260 2 HDAE 3229 3709] VH (DR obvlwAt NS £3a}
SIRPy @A|7F el Al&#tt.

N AN A, SIRPy FARA, AdWE 137, AEHs 166 L ADWE 169¢] 3702 VL (DR ofv] =4t
AEe Egata/ar; AEWE 244, MIUE 256 2 NGNS 3239] 3709] VH CDR obv)at A4S ®3ts
SIRPy &7} Z-doll Algdrt.

-

ii. dAZ<Q SIRPy A - 71d 99 Ad

golt 45 w@HoR AguM, 4u4 24 93 TAANL RS

=1
[\
rr
(e
=
>,
=
oo
1o
£
E
<0,
<
lav]
o
o%
i‘r‘
1o
N
)
g
K
-
r o
1o
o
=)
F
>
>,
X
1A
o
)
oo
o
O
=)
T
X
e

A 2
80% ME FUHES Zte oluxA NS XFsts JMW FHE Xdsta/sAY; A5 AAFg A, 2 )
o] SIRPy &A= AMEHZ 371 WA 41704 AMEFEE oluj=it ME, T ole} Hojx 80% AE Y

2 21 opwat 4GS TP AW ANE TFI

AN AAIFEf A, HAIUEC] SIRPy A= & 20 AAE 47709 23F F o= k] VH/VL 7HH AME
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[0161]

[0162]

[ 2]

SIRPy A o] A H Y 71 T & 7hw B3 ofv| =it M E 25

B R

FAHE

7He F 4 obr| et M E

7PA 7B A ot =t M E

1

GA1,3,4.7,
110

QVQLVESGGGVVQPGRSLRLSCAASGFTF
SNYGMHWVRQAPGKGLEWVAFIWYDGS
NKNYADSVKGRFTISRDNPTNTLYLQMN
SLRAEDTAVYYCAREEQWLDYWGQGTL
VTVSS (A E /% 329)

EIVMTQSPATLSVSPGERATLSCRASQ
SVSSNLAWYQQKPGQAPRLLIYGAST
RATGIPARFSGSGSGTEFTLTISSLQSE
DFAVYYCQQYNNWPLTFGGGTKVEI
K (A E¥3E 371

A 2,5,6,8,
111

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTGYHIHWVRQAPGQGLEWMGWINPNS
GGTNYAQKFQGRVTMTRDTSINTAYMEL
NRLRSDDTAVFYCARERVGYCSRPSCLD
DLNIWGQGTMVTVSS (A €41 & 325)

DIQMTQSPSTLSASVGDRVTITCRASQ
SISSWLAWYQQKPGKAPKLLIYKASS
LETGVPSRFSGSGSGTEFTLTISSLQPD
DFATYYCQQYDSYYTFGQGTKLEIK
(1L E372)

A 9, 54, 83,

QVQLVQSGAEVKKPGASVKVSCKASGYS
FSDYYMHWVRQAPGQGLEWMGWMSPN
SGNTGYAQKFQGRVIMTRDTSTSTVYME
LSSLRSEDTAVYYCARQREEYGHYYYGM
DVWGQGTMVTVSS (A €™ % 326)

EIVMTQSPATLSVSPGERATLSCRASQ
SLGSTYLAWYQQKPGQAPRLLIYGAS
TRATGIPARFSGSGSGTEFTLTISSLQS
EDFAVYYCQQYYSSPPTFGQGTKVEI
K2R3 373)

QVQLVQSGAEVKKPGASVKVSCKASGGT
FSNYDISWVRQAPGQGLEWMGMIDPSGG
STSYAQKFQGRVTMTRDTSTSTVYMELS
SLRSEDTAVYYCARPYSSGWYYFDYWG
QGTLVTVSS (A 9" % 327)

DIQMTQSPSSLSASVGDRVTITCQASQ
DIHNYLNWY QQKPGKAPKLLIYDAS
NLETGVPSRFSGSGSGTDFTLTISSLQP
EDFATYYCQQSYNTPPTFGQGTRLEI
K (A 2R3 374)

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYDINWVRQAPGQGLEWMGWMNPNS
GNTGYAQKFQGRVIMTRDTSTSTVYMEL
SSLRSEDTAVYYCAKGAVAGTYYYYGM

DVWGQGTTVTVSS (* % ¥1 5 328)

DIQMTQSPSSLSASVGDRVTITCRASQ
TINNYLNWYQQKPGKAPKLLIYDAS
NLETGVPSRFSGSGSGTDFTLTISSLQP
EDFATYYCQQANSFPLTFGQGTKVEI
KA gz 375)

A 12

QVQLVQSGAEVKKPGASVKVSCKASGGT
FGSYGINWVRQAPGQGLEWMGWISAYN
GNTNYAQKLQGRVTMTRDTSTSTVYME
LSSLRSEDTAVYYCARDGIDYGGNSGYD
YWGQGTLVTVSS (A A1 % 329)

DIQMTQSPSSLSASVGDRVTITCRASQ
NIRNYLNWYQQKPGKAPKLLIYAASS
LQGGVPSRFSGSGSGTDFTLTISSLQP
EDFATYYCQQSYNGPYTFGQGTKVEI
KA gz 376)

A 13,55

EVQLLESGGGLVQPGGSLRLSCAASGFTF
SNSDMNWVRQAPGKGLEWVSYISSSGNT
IYYADSVKGRFTISRDNSKNTLYLQMNSL
RAEDTAVYYCARSNWNYPLDYYYMDV
WGKGTTVTVSS (4 9 & 330)

DIVMTQSPLSLPVTPGEPASISCRSSQS
LLHSNGYNYLDWYLQKPGQSPQLLI
YAASSLQSGVPDRFSGSGSGTDFTLKI
SRVEAEDVGVYYCMQGTHWPPTFG
QGTKVEIK (A 9 % 377)

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYYMHWVRQAPGQGLEWMGWVDPN
NGDTGYAQKFQGRVIMTRDTSTSTVYM
ELSSLRSEDTAVYYCARDNWGSLDVWG
KGTTVTVSS (A 9/ % 331)

DIVMTQSPLSLPVTPGEPASISCRSSQS
LLHSNGYNYLDWYLQKPGQSPQLLI
YAASTLQSGVPDRFSGSGSGTDFTLKI
SRVEAEDVGVYYCMQGLQTLYSFGQ
GTKLEIK (A E%¥1 % 378)

QVQLVQSGAEVKKPGASVKVSCKASG
YSFTSYGISWVRQAPGQGLEWMGWISP
YNGNTNYAQKLQGRVTMTRDTSTSTV
YMELSSLRSEDTAVYYCAREAYGDYG
DYFDYWGQGTLVTVSS (A & T 332)

DIQMTQSPSSLSASVGDRVTITCRAS
QGVGDRSAWYQQKPGKAPKLLIYD
ASNLETGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQADTFPYTFGQ
GTKLEIK (] €13 379)

44 16, 57,
84,99

QVQLVQSGAEVKKPGASVKVSCKASGY
TFTSYYMHWVRQAPGQGLEWMGWINP

NSGNAGFAQKFQGRVTMTRDTSTSTVY

MELSSLRSEDTAVYYCARGPVYSYGPFD
YWGQGTLVTVSS (A 4 T 333)

DIQMTQSPSSLSASVGDRVTITCRAS
QGISTYLAWYQQKPGKAPKLLIYA
ASTLQSGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSHSAPITFGQG
TKVEIK (4] € ¥ & 380)
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QVQLVQSGAEVKKPGASVKVSCKASGY
TFTRNYVHWVRQAPGQGLEWMGRINP
NSGGTNTAQKFQGRVTMTRDTSTSTVY
MELSSLRSEDTAVYYCARLGDVAVAAS
FDYWGQGTLVTVSS (4] @M% 334)

DIQMTQSPSSLSASVGDRVTITCRAS
QSISSYLNWYQQKPGKAPKLLIYDA
SSLESGVPSRFSGSGSGTDFTLTISSL
QPEDFATYYCQQANSFPLTFGPGTK
VDIK (A €W % 381)

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTGYYMHWVRQAPGQGLEWMGWMNP
NSGNTGYAQKFQGRVTMTRDTSTSTVY
MELSSLRSEDTAVYYCARGSGYDAGVFD
YWGQGTLVTVSS (] @5 % 335)

DIQMTQSPSSLSASVGDRVTITCRAS
QGIGNDLAWYQQKPGKAPKLLIYD
AKDLHPGVPSRFSGSGSGTDFTLTIS
SLQPEDFATYYCQQSYSFPRTFGQG
TRLEIK (X €% ¥ 382)

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTAYYMHWVRQAPGQGLEWMGIINPSG
GSTSYAQKFQGRVTIMTRDTSTSTVYMEL
SSLRSEDTAVYYCARDSGWYAPGYYYG
MDVWGQGTTVTVSS (4 € ¥ & 336)

DIQMTQSPSSLSASVGDRVTITCRAS

ESISHWLAWYQQKPGKAPKLLIYGA
STLQSGVPSRFSGSGSGTDFTLTISSL

QPEDFATYYCQQSYTPPLTFGGGTK

VEIK (A 9 & 383)

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYDINWVRQAPGQGLEWMGWMNPNS
GNTGYAQKFQGRVTMTRDTSTSTVYMEL
SSLRSEDTAVYYCARESYAYCSSTSCYDA
FDIWGQGTMVTVSS (4 €W 3 337)

DIVMTQSPDSLAVSLGERATINCKSS
QSLLYSSNNKNYLAWYQQKPGQPP
KLLIYWASIRESGVPDRFSGSGSGTD
FTLTISSLQAEDVAVYYCQQYLSPPL
TFGQGTKVEIK (4 ¥ T 384)

oft

A 21, 60,
86, 101

EVQLLESGGGLVQPGGSLRLSCAASGFTL
GSYWMHWVRQAPGKGLEWVSLISWDG
GSTYYADSVKGRFTISRDNSKNTLYLQM
NSLRAEDTAVYYCAKGPWVGYSGYDLN
YYYYGMDVWGQGTTVIVSS (A ¥ %
338)

DIQMTQSPSSLSASVGDRVTITCRASQ
DIRRALAWYQQKPGKAPKLLIYAASS
LQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCLQHNSYPPTFGQGTKLEIK

(A8 % 385)

A 22, 61,

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSHDINWVRQAPGQGLEWMGISNPSGG
STYYAQKFQGRVTMTRDTSTSTVYMELS
SLRSEDTAVY YCASSRRYWNGAFDYWG
QGTLVTVSS (A ¥ % 339)

DIVMTQSPLSLPVTPGEPASISCRSSQS
LLHSNGYNYLDWYLQKPGQSPQLLI
YLGSSRASGVPDRFSGSGSGTDFTLKI
SRVEAEDVGVYYCMQALQTPTFGQG
TRLEIK (A €% 386)

A 23, 62

QVQLVQSGAEVKKPGASVKVSCKASGGT
FSNYDINWVRQAPGQGLEWMGWISAYN
GNTNYAQKLQGRVIMTRDTSTSTVYME
LSSLRSEDTAVYYCAAEAYGDYSLDPWG
QGTLVTVSS (A €/ % 340)

DIQMTQSPSSLSASVGDRVTITCQASQ
GISSYLNWYQQKPGKAPKLLIYAASS
LQNGVPSRFSGSGSGTDFTLTISSLQP
EDFATYYCQQSYSTPITFGQGTRLEIK
(M EWME387)

QVQLVQSGAEVKKPGASVKVSCKASGY
TFTGYYMHWVRQAPGQGLEWMGIINPS
GGSTNYAQKFQGRVTMTRDTSTSTVYM
ELSSLRSEDTAVYYCARGPIGYGMDVW
GQGTLVTVSS (A1 €W % 341)

DIQMTQSPSSLSASVGDRVTITCRAS
QGIGNDLGWYQQKPGKAPKLLIYA
ASNLETGVPSRFSGSGSGTDFTLTISS
LQPEDFATYYCLQHHSYPFTFGQGT
KLEIK (A 295 388)

EVQLLESGGGLVQPGGSLRLSCAASGFTV
GSWYMSWVRQAPGKGLEWVAHVSDDG
SNEFYADSVKGRFTISRDNSKNTLYLQMN
SLRAEDTAVYYCARSPGYCSSTSCYRYY
GMDVWGQGTTVTVSS (A & ¥ & 342)

DIQMTQSPSSLSASVGDRVTITCRTSQ
SIGTYLNWYQQKPGKAPKLLIYDASN
LPTGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQNYNSALFGPGTKVDIK
(M8 389)

20

A 26, 64

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYYMHWVRQAPGQGLEWMGRINPNS
GGTKYAQKFQGRVTMTRDTSTSTVYMEL
SSLRSEDTAVYYCARLGSAYFDLWGRGT
LVTVSS (A 9¥% 343)

DIQMTQSPSSLSASVGDRVTITCRASQ
SVDTWLAWYQQKPGKAPKLLIYEAS
TLESGVPSRFSGSGSGTDFTLTISSLQP
EDFATYYCQQANSFPITFGQGTRLEIK

(A9 % 390)
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a4 27, 65,
88, 102

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSHDINWVRQAPGQGLEWMGWMNAN
NGNAGYAQKFQGRVTMTRDTSTSTVYM
ELSSLRSEDTAVYYCAKDLSPSSSWSTYY
YYYGMDVWGQGTIMVTVSS (M EWHE
344)

DIQMTQSPSSLSASVGDRVTITCRASQ
SISNLLAWYQQKPGKAPKLLIYAASS

LQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQSYSTPYTFGQGTKLEIK

(AMTEWE 391)

22

A 28

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYNIHWVRQAPGQGLEWMGWISAYN
GNTNYAQKLQGRVTMTRDTSTSTVYME
LSSLRSEDTAVYYCALDGGQLGVAFDIW
GQGTMVTVSS (A €W & 345)

DIQMTQSPSSLSASVGDRVTITCRASQ
GISNWLAWYQQKPGKAPKLLIYDAS
NLDAGVPSRFSGSGSGTDFTLTISSLQ
PEDFATYYCQQANSLPLTFGGGTKVE
IK (A E€9.%.392)

a7 29, 66,
89, 103

QVQLVQSGAEVKKPGASVKVSCKASGGT
FSSYAISWVRQAPGQGLEWMGIINPSSSST
GYAQKFQGRVTMTRDTSTSTVYMELSSL
RSEDTAVYYCARAGYYDSSGYYYSPYYG
MDVWGQGTTVTVSS (4] € & 346)

EIVMTQSPATLSVSPGERATLSCRASQ
SISGSYLAWYQQKPGQAPRLLIYGAS
TRATGIPARFSGSGSGTEFTLTISSLQS
EDFAVYYCQQYGSFPFTFGPGTKVDI
K (A 215 393)

24

A 30, 67

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTNFDINWVRQAPGQGLEWMGWISAYN
GHTNYAQNLQGRVTMTRDTSTSTVYME
LSSLRSEDTAVYYCAQEAAAGYFDYWG
QGTLVTVSS (A ¥/ % 347)

DIQMTQSPSSLSASVGDRVTITCRASQ
DIRNDLAWYQQKPGKAPKLLIYDAS
NLETGVPSRFSGSGSGTDFTLTISSLQP
EDFATYYCQQSYGTPYTFGQGTKLEIL
K gz 399)

25

QVQLVQSGAEVKKPGASVKVSCKASGGT
FRSYAISWVRQAPGQGLEWMGWMNPNS
GNTGYAQKFQGRVTMTRDTSTSTVYMEL
SSLRSEDTAVYYCARESVLKGGMDVWG
QGTTVTVSS (A ER % 348)

DIVMTQSPDSLAVSLGERATINCRSSQ
SLFHSSTNANNLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTL
TISSLQAEDVAVYYCQQYYITPLTFG
QGTRLEIK (*] €1 % 395)

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYYMY WVRQAPGQGLEWMGWINPNS
GNTGYAQKFQGRVTMTRDTSTSTVYMEL
SSLRSEDTAVYYCAKDRRRGVGLAAAGT
SAFDIWGQGTMVTVSS (4] € & 349)

DIQMTQSPSSLSASVGDRVTITCRASQ
SISNWLAWYQQKPGKAPKLLIYAASS
LQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQSYSTPYTFGQGTKLEIK

(1€ % 396)

27

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYYMHWVRQAPGQGLEWMGWMNPN
SDNTGYAQKFQGRVIMTRDTSTSTVYME
LSSLRSEDTAVYYCARVGVGYGYYYYG
MDVWGQGTTVTVSS (4] 4 ¥ & 350)

DIQMTQSPSSLSASVGDRVTITCRAG
QSIGDYLNWYQQKPGKAPKLLIYAA
SSLQSGVPSRFSGSGSGTDFTLTISSLQ
PEDFATYYCQQSYSTPWTFGQGTKV
EIK (A 281 % 397)

28

QVQLVQSGAEVKKPGASVKVSCKASGYT
FSNYYMHWVRQAPGQGLEWMGWMNPN
SGNTGYAQKFQGRVTMTRDTSTSTVYME
LSSLRSEDTAVYYCARASMYSSSGFDYW

GQGTLVTVSS (A €4 % 351)

DIVMTQSPLSLPVTPGEPASISCRSSQS
LLHSNGYNYLDWYLQKPGQSPQLLI
YLASTRAPGVPDRFSGSGSGTDFTLKI
SRVEAEDVGVYYCMQGSHWPPSFGQ
GTRLEIK (A €Wl % 398)

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYYIHWVRQAPGQGLEWMGTINPSGG
STSYAQKFQGRVTMTRDTSTSTVYMELS
SLRSEDTAVYYCARETSRWLRDYYYGM
DVWGQGTTVTVSS (A 8 & 352)

DIVMTQSPLSLPVTPGEPASISCRSSQ
SLLHSNGYNYLDWYLQKPGQSPQL

LIYDASSLESGVPDRFSGSGSGTDFT

LKISRVEAEDVGVYYCMQGTHWPL
TFGGGTKVEIK (4 9 & 399)

30

4A 36,72

QVQLVQSGAEVKKPGASVKVSCKASGY
TFTDNYLHWVRQAPGQGLEWMGIIETS
GGSTDYAQKFQGRVIMTRDTSTSTVYM
ELSSLRSEDTAVYYCARSFGGYSYDDAF
DIWGQGTTVTVSS (A4 €™ & 353)

DIQMTQSPSSLSASVGDRVTITCQAS
QGISNYLNWYQQKPGKAPKLLIYAA
SSLQSGVPSRFSGSGSGTDFTLTISSL
QPEDFATYYCQQSYSSPYTFGQGTK
VEIK (A ¥ 3 400)
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QVQLVQSGAEVKKPGASVKVSCKASGYT
LNNYDINWVRQAPGQGLEWMGWISGYN
GNTNYAQKLQGRVTMTRDTSTSTVYME
LSSLRSEDTAVYYCARVGSSWEENDQWG
QGTLVTVSS (A € ¥ & 354)

DIQMTQSPSSLSASVGDRVTITCRASQ
SISRWLAWYQQKPGKAPKLLIYAASS
LESGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQTHSFPLTFGGGTKVEIK
(A EHE 401)

=) 38, 73,
92, 105

QVQLVQSGAEVKKPGASVKVSCKASGGT
FSSYDINWVRQAPGQGLEWMGWMNPNS
GNTGYAQKFQGRVTMTRDTSTSTVYMEL
SSLRSEDTAVYYCARDLTLYCSSTSCLDA
FDYWGQGTLVTVSS (*] M & 355)

DIVMTQSPDSLAVSLGERATINCRSSQ
SVLYSSNNKNYLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTL
TISSLQAEDVAVYYCQQYYSTPPTFG
QGTKLEIK (4] €1 % 402)

33

QVQLVQSGAEVKKPGASVKVSCKASGGT
FSNYGFSWVRQAPGQGLEWMGWMSPSS
GNTGYAQKFQGRVTMTRDTSTSTVYMEL
SSLRSEDTAVYYCARERSGSYFDYWGQG
TLVTVSS (51 € ¥ % 356)

EIVMTQSPATLSVSPGERATLSCRASQ
SVSSYLAWYQQKPGQAPRLLIYGTST
RATGIPARFSGSGSGTEFTLTISSLQSE
DFAVYYCQQYGSLPFTFGQGTRLEIK
(F1EH T 403)

34

QVQLVQSGAEVKKPGSSVKVSCKASGG
TFSSYAISWVRQAPGQGLEWVGRIHPRD
GSTDYAQKFQGRVTITADESTSTAYMEL
SSLRSEDTAVYYCARVSLRFLEDYGMD
VWGQGTTVTVSS (A& % 357)

DIVMTQSPDSLAVSLGERATINCKSS
QSVLYSSNNKNYLAWYQQKPGQPP
KLLIYWASTRASGVPDRFSGSGSGT
DFTLTISSLQAEDVAVYYCQQYYTT
PPTFGQGTRLEIK (A € ¥ % 404)

35

A 41,75

QVQLVQSGAEVKKPGSSVKVSCKASGG
TFSNYAISWVRQAPGQGLEWMGGIIPIF
GSTASYAQKFQGRVTITADESTSTAYME
LSSLRSEDTAVYYCARGVGDDTLTDWG
QGTLVTVSS (A €% 358)

DIVMTQSPLSLPVTPGEPASISCRSSQ
SLLHSNGYNYLDWYLQKPGQSPQL
LIYAASSLQSGVPDRFSGSGSGTDFT
LKISRVEAEDVGVYYCMQALQTPLT
FGGGTKVEIK (] €W & 405)

36

A 42

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYHMHWVRQAPGQGLEWMGWMNPN
SGNTGYAQKFQGRVTMTRDTSTSTVYME
LSSLRSEDTAVYYCARGGRVVRGVIKGW
FDPWGQGTLVTVSS (A €W & 359)

DIVMTQSPDSLAVSLGERATINCKSSQ
SLLYTSNDRNYLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTL
TISSLQAEDVAVYYCQQYYSSPYTFG
QGTKVEIK (A € ¥ % 406

37

QVQLVQSGAEVKKPGASVKVSCKASGGT
FTSYDINWVRQAPGQGLEWMGWISAYN
GHTNYAQNLQGRVTMTRDTSTSTVYME
LSSLRSEDTAVYYCAREDSSWYFDLWGR
GTLVTVSS (A1 9 5 360)

DIQMTQSPSSLSASVGDRVTITCRASQ
SISSWLAWYQQKPGKAPKLLIYDASN
LETGVPSRFSGSGSGTDFTLTISSLQPE
DFATY YCQQSFSTPPTFGQGTKVEIK
F AN E 407)

38

A 44, 76,
93

QVQLVQSGAEVKKPGSSVKVSCKASGGT
FSKIAVSWVRQAPGQGLEWMGLINPNSG
GTDYAQKFQGRVTITADESTSTAYMELSS
LRSEDTAVYYCAKDFRGGDYYYYGMDV
WGQGTTVTVSS (A ¥ T 361)

EIVMTQSPATLSVSPGERATLSCRAS
QSVSSNLAWYQQKPGQAPRLLIYGA
STRATGIPARFSGSGSGTEFTLTISSL

QSEDFAVYYCQQYNTYPITFGQGTK
VEIK (Xl € %1 5 408)

39

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYGISWVRQAPGQGLEWMGWISAYNG
NTNYAQKFQGRVTMTRDTSTSTVYMELS
SLRSEDTAVYYCARGTYYDYIWGSYRYS

WFDYWGQGTLVTVSS (A € ¥ % 362)

DIQMTQSPSSLSASVGDRVTITCRASQ
SISSYLNWYQQKPGKAPKLLIYAASS
LQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQSYSTPLTFGGGTKVEIK
(M ERIZ 409)

40

QVQLVQSGAEVKKPGASVKVSCKASGYT
FSSYAISWVRQAPGQGLEWMGWMDPNS
GNTGYAQKFQGRVTMTRDTSTSTVYMEL
SSLRSEDTAVYYCARESSYYYDSSGYYPG
WYFDLWGRGTLVTVSS (Al W & 363)

DIQMTQSPSSLSASVGDRVTITCQASQ
DISNYLNWYQQKPGKAPKLLIYAAST
LQTGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQSYSTPWTFGPGTKVDIK
(W F 410)

41

Al 47,78

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTTYGISWVRQAPGQGLEWMGWMDPNS
GSTGYAQKFQGRVTMTRDTSTSTVYMEL
SSLRSEDTAVYYCARGRGNSYYYYYMD
VWGKGTTVTVSS (4] 2 & 364)

DIQMTQSPSSLSASVGDRVTITCRASQ
RIGSYLNWYQQKPGKAPKLLIYGASN
LQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATY YCQQANSFPFTFGPGTKVDIK
HEHT 41D
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o) 48,79,
95, 107

QVQLVQSGAEVKKPGASVKVSCKASGY
TFTSYYMHWVRQAPGQGLEWMGWMN
PNSGNTGYAQKFQGRVTMTRDTSTSTV
YMELSSLRSEDTAVYYCARDQMYSSYG
MDVWGQGTTVTVSS (4] €W % 365)

DIQMTQSPSSLSASVGDRVTITCRAS
ESITNWLAWYQQKPGKAPKLLIYKA
SSLESGVPSRFSGSGSGTDFTLTISSL
QPEDFATYYCQQSYGTPYTFGQGTK
VEIK (X €W 5 412)

QVQLVQSGAEVKKPGSSVKVSCKASGG
TFSSYAISWVRQAPGQGLEWMGVINPSG
GSTSYAQKFQGRVTITADESTSTAYMEL
SSLRSEDTAVYYCARESRGYYGMDVW
GQGTTVTVSS (A €W % 366)

DIVMTQSPDSLAVSLGERATINCKSSQ
SVLYSSNNKNYLAWYQQKPGQPPKL
LIYWASTRESGVPDRFSGSGSGTDFTL
TISSLQAEDVAVYYCQQYYSTPYTFG
QGTKVEIK (A €49 %.413)

44

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTGYYMHWVRQAPGQGLEWMGTINPSG
GSTSYAQKFQGRVTMTRDTSTSTVYMEL
SSLRSEDTAVYYCVKGNGYYDLWGQGT
LVTVSS (M €H 3. 367)

DIQMTQSPSSLSASVGDRVTITCRASQ
SISSWLAWYQQKPGKAPKLLIYDTSN
LQGGVPSRFSGSGSGTDFTLTISSLQP
EDFATYYCQQYDSFPWTFGQGTKVEI
K285 414)

45

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTRYDINWVRQAPGQGLEWMGWMNPNS
GNTGYAQKLQGRVTMTRDTSTSTVYME
LSSLRSEDTAVYYCARERVGYCSSTSCLH
PLDYWGQGTLVTVSS (A EH ¥ 368)

DIQMTQSPSSLSASVGDRVTITCRASQ
GIRNDLGWYQQKPGKAPKLLIYSASN
LQSGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQSYDVPLTFGGGTKVEIK
eI 415

46

QVQLVQSGAEVKKPGASVKVSCKASGYT
FTSYDINWVRQAPGQGLEWMGWISGYN
GNTNYAQKFQGRVTMTRDTSTSTVYMEL
SSLRSEDTAVYYCARSFDWLLLLDYWGQ
GTLVTVSS (M 29 Z 369)

DIQMTQSPSSLSASVGDRVTITCRASQ
SISSWLAWYQQKPGKAPKLLIYDATT
LESGVPSRFSGSGSGTDFTLTISSLQPE
DFATYYCQQYDSYPWTFGQGTKLEI
K (1 EWE 416)

&

53,82,

QVQLVQSGAEVKKPGASVKVSCKASGH
TFNNNYIHWVRQAPGQGLEWMGIINPS
GGSTSYAQKFQGRVTMTRDTSTSTVYM
ELSSLRSEDTAVYYCARQIQDYGYYYY
GMDVWGQGTTVTVSS (4 ¥ & 370)

EIVMTQSPATLSVSPGERATLSCRAS
QSVSKYLAWYQQKPGQAPRLLIYAI
SARAAGIPARFSGSGSGTEFTLTISSL
QSEDFAVYYCQQYYSSPPTFGQGTK

VEIK (X €W 5 417)

=]
OE]TE

PADS

J& el A, SIRPy
o} A% 70%, 71%, 72%,
88%, 89%, 90%, 91%, 92%,

FAzA, FA T

SIS 10-2024-0099454

e Eulel(ViDol A s 3249) opn]ral N, Ei of

73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
93%, 94%, 95%, 96%, 97%, 98% LT 99% AME TIAHES Ze otH|xAF MES xF

sta/atAY; dAY A 7pE Z=Ed (VL) o] ML T 3719 ofn]Ait Q| wi= o9k Hol: 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% & 99% M E TIAAS e oluwAl MAE ¥gel= SIRPy SHAI7F o
A L),

A A Gl A, SIRPy
o} Holx= 70%, 71%, 72%,
88%, 89%, 90%, 91%, 92%,

FARA, A T 7P =HA Vel MEME 3259 ofleal A, Ei= o
73%, T4%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,

93%, 94%, 95%, 96%, 97%, 98% T 99% A E FTUAHES zZtE ojm| A AEe E£3F

sta/stAY; A9 A 7P EH(VL)o] AL E 3729 ol Al A, wi o9k Holk 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 36%, 87%, 83%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% & 99% M E TIAAS e oluwAl MAE ¥3kel= SIRPy SHA7F o
AL},

A AATG el A, SIRPy
o} A% 70%, 71%, 72%,
88%, 89%, 90%, 91%, 92%,

FARA, Ao T 7P = A Vel MEME 3269 ofrleal A, Ei= o
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,

93%, 94%, 95%, 96%, 97%, 98% I 99% A ¥ FTUAHES ztE= ojlm| A AEE E£3)

star/skAY; A A b =E(VL)eo] I E 3739 ofm|wal HE, EE o|9k X 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% HE 99% MG TUHS ZE ot A4S ¥3slE SIRPy SAI7F 2ol
Als-A T},

FAEA, FAY T 7P IV ol AEHE 3279 ofr|weit Ad, HEe o
oF Hol% 70%, 1%, 72%, 73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% MY FUAE zt= opmnal AYES EF
star/skAY; A A b =El(VL)o] I E 3749 ofu|wmal HE, EE o|9} HoJx 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% HEE 99% AE TUAHS ZE ot A4S ¥3stE SIRPy SAI7F 2ol
Als-A T},

AR AAGE A, SIRPy FAZA, FA|e

A AA P el A, SIRPy

4 7hA =1 (VH)o] A Er s 3289 oluiAil A, = o]
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o} Hol% 70%, 71%, 72%, 73%, 74%, 5%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A FAAE zrE olmwAl IS I3
star/stAY; Al A 7bA Z=rel(VL)o] 93 3759 ofuwal A, wE o]e} Hol% 70%, 71%, 72%,
73%, 4%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% v 99% AME IS Zte oAl MEE EFeE SIRPy FA7E 249
A-sHt.

A5 AAIFHo A, SIRPy FAZA, Ao F4 7P Z=dJA (Vo] MER S 3299 ofnwil A, T o]
o} Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A A FAAE ztE olm|wAl IS E3IH
star/e A Ao A 7P El(VL)o] NG E 3769 ofn|wAl A wiE oo} % 70%, 71%, 72%,
73%, 4%, 5%, 6%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% v 99% AME IS Zte oAl MEE EFEE SIRPy FAI7E 249
A-sHt.

A5 HAAIFHo A, SIRPy FHAZA, Ao F4 7P ZdJA(VH) o] MERS 3309 ofnwil A, T o]
o} Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A FAAE zrE= olmwAl HAS I
star/stAY; gAY A 7bA Tl (VL)o] A9 E 3779 ofuwal A, wE o]e} Hol% 70%, 71%, 72%,
73%, 4%, 5%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY LS 2 ofvat MES ¥ SIRPy FAZF EYd
A-sHt.

A5 AAIFHo A, SIRPy FAZA, A F4 7PE T (VH)o] AER S 3319 ofnwil A, T o]
o Hol%= 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% M E FTUAAL ztE ofmnAl AES X3
slar/ak A Bl A 7 = (VL) o] MEM s 3789 ofniAl AE | mi= ol9 HojwE 70%, 71%, 72%,
73%, 74%, 5%, 76%, 77%, 78%, 7T9%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY LS ZE ofvat MESE ¥ SIRPy FAZF EYd
A-gH .

A5 AAIFHo A, SIRPy FARA, A F4 7Pd A (VH) o] AER S 3329 ofnwil A, E o]
o Hol%= 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FTUAAL zZtE opnnAl AES X3
lar/s A Aol A 7hA = (VL)o] MEHE 3799 olu|xAl MY I o9} Aol 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Ei 99% MY TIPS ZE ot MES ¥ SIRPy FAZF EYd
A-sHt.

A5 AAIFEo A, SIRPy FARA, Al F4 7Pd A (VH)o] MER S 3339 ofnwil A, Ex o]
o Aol%= 70%, 71%, 72%, 73%, 74%, 75%, 76%, 7T7%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FTUAAL zZtE opmnAl LGS X3
tar/sAY; Aol A 7hA = (VL)o] MEHZ 3802 olu|xAl MY, I o9} Hol% 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Ex 99% MY TIPS ZE ot MES ¥t SIRPy FAZF EYd
A-sH}.

A5 AAIFEA, SIRPy FARA, Al F4 7PE A (VH)o] MER S 3349 olnwil A, Ex o]
o Aol%w= 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% T 99% A E FTUAAL zZE opmnAl AMES X3
star/skAY; gAY A4 A Tl (VL)o] A9 E 3819 ofuwmAt M, w o|e} Hol% 70%, 71%, 72%,
73%, 74%, 5%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Ex 99% MY LS ZE ot MES X gstE SIRPy FAZF YA
A-gH}.
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I AAIFEA, SIRPy FARA, @A S 7P Z=dJA(VH)o] NER S 3359 ofniit MY, = o]
o} Hol%= 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEE 99% MF FUAS ztE= opmnwal AgES ¥
star/stA; A9 A 7 ZElel(VL)o] AW S 3829 olmiAt A EE o]s} Holk 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, S87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% HiE 99% A TUHES ZE ofvl EE ¥dslE SIRPy SAI7F 2ol
Als-A Tt

g5 AAIFE A, SIRPy FARA, A S 7P A (VH)o] AERE 3369 ofniil MY, = o]
o Hol%= 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 4%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% L= 99% M D TAAHE zti= oAt IS £
star/stA; A9 A 7hH ZElel(VL)o] DS 3839 olmiAt A e o]s} Holk 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% HiE 99% MY TUAHES ZE olvwat AEE ¥l SIRPy SAI7F 2ol
Als-A T},

AR HAAIFHo A, SIRPy FAZA, Ao F4 7P =W Ad(Vi)e] AMERE 3379 ofnweit A, Ee o]
oF A% 70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 7%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% M D TAAE zti= ol IS £
star/stAY; &A1Y A b =Ed(VL)o] I E 3849 ofm|mal HE, EE o|9} HoJX 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 38%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% H&E 99% AE TUAHS ZE ot AEE ¥3stE SIRPy SAI7F 2ol
Als-A T},

AR AAFeolA, SIRPy FAZA, FA e T4 7P ZoAd(ViDo] AMEME 3389 o]t HE, T o]
oF Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% M FUAE zt= opmnAl AYES EF
star/skA; A9 A A T (VL)o] M9 E 3859 ofu|mgl 4E, e o]9} Holx 70%, 71%, 72%,
73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% HEE 99% A TUHES ZE ot A4S ¥3slE SIRPy SAI7F 2ol
Als-A T},

AR HAAFe oA, SIRPy FAZA, A 4 7HH ZuI(VH) o] AEHE 3399 opv]x=it AE, EE o]
oF Hol% 70%, 1%, 72%, 73%, T4%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% MY FUAE zt= opmnAl AYES EF
star/skAY; A A b =Eld(VL)o] I E 3869 ofv|wmal HE, e o|9} HoJX 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% HE 99% AE TUHS ZE ol A4S ¥3stE SIRPy SAI7F 2ol
Al FH ),

AR AAFe oA, SIRPy FAZA, A S 7HH Zu1(VH) o] AEHE 3409 opv]x=it AE, EE o]
oF Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% ME FUALS ztE= opmnAl AYES X3
star/skAY; A A b =Ed(VL)eo]l I E 3879 olv|mal HE, EE o|9} HoJX 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% HEE 99% AE TUHS ZE ot AES ¥x3stE SIRPy SAI7F 2ol
AlFHt,

AR AAFE oA, SIRPy FAZA, A9 S 7HH ZuI(VH) o] AEHE 3419 opv|x=it AE, EE o]
oF Hol% 70%, 71%, 72%, 73%, T4%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% M FUAE zt= opm|nAl HYES I
star/skA A9 A A T (VL)o] M9 E 3889 ofv|mal ME, e o|9} HoX 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% & 99% A E TUHS ZE ot AES x3stE SIRPy $AI7F 2ol
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AFHt,

A5 AAIFH A, SIRPy FAZA, Ao T 7P e (Vo] MEMFT 3429 opniit HE, T o]
o} Hol% 70%, 71%, 72%, 73%, 4%, 5%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A FAAE zrE olm|wAl IS I
star/stAY; Al A 7bA Zrel(VL)o] A9 E 3899 ofuwal A, wE o]e} Hol% 70%, 71%, 72%,
73%, 4%, 5%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% v 99% AME IS Zte oAl MEE EFeE SIRPy #FA|I7E 49
A-sHt.

A5 HAAIFHo A, SIRPy FAZA, Ao F4 7P Z=JA (Vo] MERS 3439 ofnwil A, T o]
o} Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A FAAE zrE olm|wAl IS I
atar /e A @Ale] A 7P El(VL)o] G E 3909 ofnwAl A wiE oo} Hoj% 70%, 71%, 72%,
73%, 4%, 5%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY LS 2 ofvlat MES ¥ s SIRPy FAZF EYd
A-sHt.

A5 HAAIFHo A, SIRPy FHAZA, A F4 7PE T (VH) o] MER S 3449 ofn|wil AE, T o]
o Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FTUAAE ztE ofmnAl AMES X3
tar/s A Aol A 7PA = (VL)o] MEHE 3919 olu|xAl MY, I o9} Aol 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY TIPS ZE ofvat MES ¥t SIRPy FA7F EYd
A-sHt.

A5 AAIFHo A, SIRPy FAZA, A F4 7PE ZJA(VH)o] A LRI 3459 ofn|wil A, Ex o]
o Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 7T8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FTUAL zZtE opmnAl AES X3
tar/sAY; Aol A 7hA = (VL)o] MEHE 3929 olu|Al MY I o9} Aol 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY TIPS ZE ot MES ¥ SIRPy FAZF EYd
A-sH}.

A5 AAIFHo A, SIRPy FAZA, A F4 7Pd A (VH)o] MER S 3469 ofn|wil A, Ex o]
o Hol%= 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FUAAL ztE ofmnAl AGS X3
star/stAY; dAle] A /A Tl (VL)o] A9 E 3939 ofuwmAl M, w o|e} Holw 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Eir 99% MY TIPS ZE ot MES ¥k SIRPy FAZF EYd
A-sH ).

A5 AAIFEo A, SIRPy FARA, Al F4 7PE A (VH)o] MER S 3479 ofnwil A, Ex o]
o Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FTUAAL zE ofmnAl NG9S X3
star/stAY; gAY A4 /A Tl (VL)o] ADWE 3949 ofuwmAl M| = o|e} Hol% 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Er 99% MY TIPS ZE ot MES ¥t SIRPy FAZF EYd
A-sHt.

A5 AAIFEA, SIRPy FARA, Al F4 7Pd T A(VH)o] AERS 3489 olnwil A, E= o]
o Aol%= 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% T 99% A E FUAAL zZE opmnAl AES X3
Blar/a A Al A 7 = (VL) o] MEM S 3959 ofmiAl AE | = ol9 Hojw 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
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93%, 94%, 95%, 96%, 97%, 98% i 99% A€ FIAAES Z= ofu|wAt MEE EES= SIRPy A7 2
=

A5 AAIFH A, SIRPy FAZA, A T4 7P Z=dJQ(VH)o] MEMF 3499 ofnit HE, T o]
o} Hol% 70%, 71%, 72%, 73%, 4%, 5%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A FAAE zrE olmwAl IS I3
star/stAY; Al A A Tl (VL)o] A9 E 3969 ofuwAt A, wE o]e} Hol% 70%, 71%, 72%,
73%, 4%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% v 99% AME IS Zte oAl MES EFeE SIRPy FA|7E 49
A-sHt.

A5 AAIFHo A, SIRPy FAZA, Ao F4 7P Z=dJA (Vo] MERS 3509 ofnweil A, T o]
o Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 7T8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A A FAAE zrE= olm|wAl IS IIH
star/stAY; Al A A Zrel(VL)o] A9 E 3979 ofuwal A, w o]e} Hol% 70%, 71%, 72%,
73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% = 99% AE TUANS ZT ofvit AEE xFStE SIRPy FAI7F o
A-sHt.

IR AAFE oA, SIRPy FAZA, FA 9 S 7HH Zd1(VH) o] AEME 3519 oAt AE, e o]
o Hol% 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, 7T8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FTUAAE zZtE opmnAl MES X3
star/stAY; gAY A A Tl (VL)o] ADWE 3989 ofu]wmAl M| wE o]e} Hol% 70%, 71%, 72%,
73%, 74%, 5%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY LS 2 ofvat MES XSt SIRPy FA7F EYd
A-sHt.

A5 AAIFHo A, SIRPy FAZA, A F4 7PE T (VH) o] MER S 3529 ofnwil A, T o]
o Hol%= 70%, 71%, 72%, 73%, 74%, 75%, 76%, 7T7%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FTUAAE zZtE opmnAl AES X3
atar/stAY; Al A 7 =el(VL) o] MEW T 3999 opmliit A<D, = o]k Aol 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY LS ZE ot MES ¥ SIRPy FAZF EYd
A-sH ).

A5 AAIFEo A, SIRPy FARA, A F4 7PE A (VH)o] MER S 3539 ofnwil A, Ex o]
o} Hol%= 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FTUAAL zZtE ofmnAl AGS X3
star/stAY; gAY A /A Tl (VL)o] DM E 4009 ofu At M, wE o|e} Hol% 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Er 99% MY TIPS ZE ot MES ¥t SIRPy FAZF EYd
A-sHt.

A5 AAIFEA, SIRPy FARA, A F4 7Pd A (VH)o] MER S 3549 ofnwil AE, E o]
o Aol%= 70%, 71%, 72%, 73%, T4%, 75%, 76%, 7T7%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% T 99% A E FTUAL zE opmnAl AMES X3
3lar/a A Al A 7 = (VL) o] MEH S 4019 ofnAl AE | i ol9 Hojw= 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Er 99% MY TIPS ZE ot MES X gstE SIRPy FAZF Y
A-sH}.

A5 AAFE A, SIRPy FAZA, A9 F2 7Pd ZdA(VH)o] AEHE 3559 ofn|:qt AME, & 9
oF A% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% T 99% A E HUAEL zZtE= ofn|xAl S xE

shar/eAVE Ao A 7k =1V o] AEs 4029 ofn|wik AE, HE o]of Aok 70%, 71%, 72%,
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73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY FIAAES Z= ou|wAt MEE EES= SIRPy A7 £
=

A5 AAIFHE A, SIRPy FAZA, A F 7P e (Vo] MEMT 3569 ofniit HE, T o
o} AHolw 70%, 71%, 72%, 73%, T4%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A FAAE zrE olm|wAl IS I3
star/stAY; dAle] A A Zrel(VL)o] ADWE 4039 ofuwat e, wE o]e} Hol% 70%, 71%, 72%,
73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% v 99% AME IS Zte oAl MES EFEE SIRPy #AI7E 249
A-sHt.

A5 AAIFHo A, SIRPy FAZA, A F4 7P Z=dJA (Vo] MERS 3579 ofnweil A, T o]
o Aol% 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, T8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A A FAAE zrE olm|wAl IS I3
star/e AL ZdAlel A 7P = (VL)o] DM E 4049] ofn|iil M| wi= ol9h Hojw 70%, 71%, 72%,
73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% W 99% AE TUAHES ZT ofvit AEE xEFStE SIRPy FAI7F 2o
A-&Ht.

IR AAFE oA, SIRPy FAZA, FA 9 S 7HH Zd1(VH)o] AEME 3589 oAt AE, e o]
o Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FUAAL zZtE opmnAl AES X3
star/stAY; gAY A 7bA Tl (VL)o] DM E 4059 ofu Al | wE o]e} Hol% 70%, 71%, 72%,
73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY LS 2 ofvat MES ¥ SIRPy FAZF EYd
A-sHt.

A5 AAIFHo A, SIRPy FAZA, A F4 7PE A (VH) o] MER S 3599 ofn|wil A, E o
o Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% M E FTUAAL zZtE opmnAl AES X3
star/stA; gAY A /A Tl (VL)o] ADWE 4069 ofulw=At M, wE o]e} Holw 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY TIPS ZE ofvst MES ¥ SIRPy FAZF EYd
A-sH}.

A5 AAIFHoA, SIRPy FARA, A F4 7PE A (VH) o] MERS 3609 ofneil A, Ex o
o Hol%= 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FUAALE zZtE opmnAl AES X3
star/stAY; gAY A A Tl (VL)o] DM E 4079 ofbumAt M, wE o|e} Hol% 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 7T9%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% E 99% MY TIPS ZE ot MES ¥k SIRPy FAZF EYd
A-sH}.

A5 AAIFEA, SIRPy FARA, A F4 7Pd A (VH)o] MERS 3619 ofnwil A, E= o]
o Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FUAAL zZtE ofmnAl MES X3
star/stAY; @AY A4 A Tl (VL)o] ADWE 4089 ofuwmAt M| w o|e} Hol% 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Er 99% MY LS ZE ot MES ¥t SIRPy FAZF Y
A-sH .

A5 HAFE A, SIRPy FAZA, A9 F2 7Pd Zuld(VH)o] AElE 3629 ofn|:=qt AN, & 9
oF A% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% T 99% A E HUAL zZtE ofn|xAl g9E xE
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star/st A A A 7 S5 (VL) o] A s 4099 ofr|xak Ad, = ol9 Hoj% 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY FIAAE Z= ou|wAt MES X ES= SIRPy A7 Qe
=

A5 AAIFH A, SIRPy FAZA, Ao F 7P e (Vo] MEMZT 3632 ofnwil HE, T o
o A% 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, T8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A A FAAE zrE= olmwAl IS I
star/stA; Al A A Tl (VL)o] ADWE 4109 ofuw=at A, wE o]e} Hol% 70%, 71%, 72%,
73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% v 99% AME IS Zte oAl MEE EFEE SIRPy #A7E 24
A-sHt.

A5 AAIFHo A, SIRPy FHAZA, Ao F4 7P ZJA(VH)o] MER S 3649 ofnwil AE, T o]
o} Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A A FAAE zrE olm|wAl IS IIH
star /e @Ale] A 7P El(VL)o] NG E 4119 ofnwAl A wE oo} HoJ% 70%, 71%, 72%,
73%, 4%, 5%, 6%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY LS 2 ofvat MES ¥ SIRPy FAZF EY
A-&Ht.

IR AAFE oA, SIRPy FAZA, FA 9 S 7HH =1V o] AEME 3659 obv At AE, e o]
o Hol% 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FTUAL ztE ofmnAl 9SS X3
star/stAY; dAle] A /A Tl (VL)o] ADWE 4129 ofuwAt A, = o|e} Holw 70%, 71%, 72%,
73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% i 99% MY LS ZE ofvat MES ¥t SIRPy FA7F EYd
A-sH}.

A5 AAIFHoA, SIRPy FAZA, A F4 7Pd A (VH) o] MER S 3669 ofnweil A, T o
o Hol%= 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FTUAAL ztE ofmnAl A9S X3
star/stAY; dAle] A /A Tl (VL)o] DM E 4139 ofuwmAt M, wE o|e} Hol% 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Ei 99% MY TIPS ZE ot MES ¥ sl SIRPy FAZF EY
A-sHt.

A5 AAIFE A, SIRPy FARA, A F4 7Pd A (VH) o] MER S 3679 ofnweil A, T o]
o Aol%= 70%, 71%, 72%, 73%, T4%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Fi 99% A E FUAAL zZE ofmnAl AES X3
star/stAY; gAY A4 /A Tl (VL)o] ADWE 4149 ofuwmAl | wE o|e} Hol% 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Ex 99% MY TIPS ZE ot MES ¥k SIRPy FAZF EYd
A-sHt.

A5 AAIFEA, SIRPy FARA, A F4 7PE A (VH)o] AER S 3689 ofnwil A, E= o]
o Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 8%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% T 99% A E FTUAAL zZE ofmnAl MES X3
star/stAY; @AY A4 A Tl (VL)o] A9 E 4159 ofuwmAt M| w o|e} Hol% 70%, 71%, 72%,
73%, 74%, 75%, 76%, T7%, 78%, 7T9%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% Ex 99% MY TIPS ZE ot MES X gstE SIRPy FAZF EYd
A-sH .

o]

AR AAFEo A, SIRPy A ZA, A F 7FH ZdAd(VH)e] AEME 3699 ofn|iil AE, T o
o} HoIT 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
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88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% M FAAE zrE olmwAl IS I3
star/a A Aol A 7hd e (VL)o] MDA T 4169 ofbv)iat A, Ei= o9} Hojk 70%, 71%, 72%,
73%, 4%, 5%, 6%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% v 99% AME IS ZteE oAl MEE EFeE SIRPy FAI7E 49
A-sHt.

A5 HAAIFHo A, SIRPy FAZA, Ao F4 7P ZdJA (Vo] AERS 3709 ofnwit AE, T o]
o} Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%,
88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A FAAE zrE= olm|wAl IS I
atar/e A Ao A 7P (VL) o] NG E 4179 ofnwAl A wE oo} Hoj% 70%, 71%, 72%,
73%, 4%, 5%, 6%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%, 90%, 91%, 92%,
93%, 94%, 95%, 96%, 97%, 98% = 99% AME IS Zte oAl MEE EFEE SIRPy FAI7E 49
A-sHt.

AgozA, ¥ 17 # 258 F=3lo
VH/VL Ag). d=2A, a8z 55
61—0 :J_LTTO}--]— 6]_ VH/VL Hcﬂ
Fe 99L& 7 & vk, ==, &4 2, 5,
VH/VL AEe] 543 23S AR, dF &

A= Aol FofsfoF gt

A 17 2= YE 1gG2b FeS E3H30},

Aol 47 xFeo] ATETH(E 19 DR AE; x 29
H=3}7] %fs& P EA, @A 1, 3, 4, 7 3 1102 (DR AEe] 4% %
fFopARr, A% g g gEAs, dE
6, 8 3 111& (DR A g9 TU% ;@% Tfreta, wE
K EE

FHolM tE2Al=, dE 5o dold Fe

L
OPﬂ
c
BN
%
o
OH

(

Fa 3, 5, 2 83 WA 97 E JfA &2l <17t 1gGl FeE X3},

2

4, 6, % 54 YA 82%, FcyRoﬂ el 7k
Egshs 2 AAE-] A7E 161 Fes

o

o
o 24

ot

A 739 8, Fab o} n3e] F& AAHS FaA7A
B AL A7F 1gG4 FcE xgsit),

rir

A 98 WA 1112, Feo HAES Fsdls olHE 759 #A4s
017 1gGl Fcg XIS 59, LALA-PG X3S T 4

lo, oot

ii. SIRPy A Wi/l A¥ 27

—

2o AFE Fe 3 SIRPy &A= SIRPy 43 ANEE FHOE o $HARow aZdAd & Yrt. d»
AN, 7] A= FE SIRPy 239 F7lE Qs vo] B3k naive) EA3l% A S (AE A &)
Aol vl BAstE (oA AFd AR 4o ndygor XNHH) AXE Aoz udA7ITh

Qr AXFHEo| A, EHo AFE SIRPy A= THE, BAZ =8 NKAZY 248 58 ¢ 9. 97
AA G, AEE st Addel vt

ol o]& F= WAHYZA FolE glol, SIRPy A CR $hi & A3 Z=dQle] SIRPy &d Axzd 2
e Fosta, 7] gAY Fe FFol 14 Fe ui/] o]|FH 7]%5S fF=ste Aoz ARG, wpA, o
B AN AN, AE e A gFEA AEZA(ADCC)S Rkt AR AA AN, AE 12-e 3HA
o]EA ME E2ZE(ADCP)S sttt AdF AAFEO A, AY nZd-e BA & AESAHC0)S
sk, AR AXNEHO A, AE e ADCC, ADCP ¥ (DC = 3 A, F A mE A A BRFE
ket 2 OJRAIWE9 Fe ¥ SIRPy @Alol=, A4 A, T Fe =dde d4dd &4 dH, 98 &
o} VI-VL-Fc &¢ Al& A7t 23hdo)

AR AAFE A, THE MEMES 2524 nzdo] EA5HH, ol olulk old THE MBAE s &
A oladel asA wdEd g FEE G Ak, THE ABAEo = Aolgk AR A S, dE B A
SEAY &3E AT 23 olefdk AEMEd = ntAY Aol MEMNES ddeE THEXIE X3d
wEba, A5 AAFHA A, B AFTHE SIRPy A= EAS SIRPy ©]2FL wdsle 4 TAX ABA
Eo] $AH0 uAs FEst 4= Q).

B. SIRPy #Alel A4
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ol AT FA ] A Gl A dEH o] WHE ALES o]FoH 4 gk, AR HAAFE
A, 371 FAE stolHe rfel] os] AAbETh. A AAFEH A, 7] FAE ikl o8 dmPFEH, T
AW, AAEL, dedg.

Zo 2 QEto] =9t datolgts Rolji= Ho AT mEHow ALREH | R R Ee]E i A
rRI el =d = e Ao dolo] wEuElEte|=9 F3A FHE vEpdth. o]#d &ofdl=, ]
AgA o w o shg o]F sbg wE thE 7bek DNA FEE RNA, A5 DNA, cDNA, DNA-RNA &4 A, =& Fd
9 gud 947], e O Hdd, 354 e Asstor wWyge, nHdd BE At wEd el =
9718 Eges TEAZE TgE. A7) folE AA wEEEel=e dHAd FAE Rt A1 4
3 EQS zhe= LS ¥l o], i FAHOR ATEAY WAHA GE 8 A A T2 SE
o=} frAlet WA o R tiAbE T

A, Eo] A <ol FAAE d:Gste Ak, ol#d FAE QIYstE oo IS xFstE )
B, 2 Qlejo olgjgt HHE XFete STAEI Ede AlTH oo HAE SIRPy A9 7FH 4
oF 7P A E dmYshE oAlAQd Sk A de] mek e ATt

SIRPy FA 9] A2 719 F R 7PE B HA XD

FAMS | AT AEAE

7hd B M Mg

@3 1, 3, 4, | CAGGTGCAGCTGGTGGAGTCTGGGGGAGGC
7,110 GTGGTCCAGCCTGGGAGGTCCCTGAGACTC
TCCTGTGCAGCGTCTGGATTCACCTTCAGTA
ACTATGGCATGCACTGGGTCCGCCAGGCTC
CAGGCAAGGGGCTGGAGTGGGTGGCATTTA
TATGGTATGATGGAAGTAATAAAAACTATG
CAGACTCCGTGAAGGGCCGATTCACCATCT
CCAGAGACAATCCCACGAACACGCTGTATC
TGCAAATGAACAGCCTGAGAGCCGAGGACA
CGGCTGTGTATTACTGTGCGAGAGAGGAGC
AGTGGCTTGACTACTGGGGCCAGGGAACCC
TGGTCACCGTCTCCTCA (MM Z 418)

GAAATAGTGATGACGCAGTCTCCAGCCAC
CCTGTCTGTGTCTCCAGGGGAAAGAGCCA
CCCTCTCCTGCAGGGCCAGTCAGAGTGTT
AGCAGCAACTTAGCCTGGTACCAGCAGAA
ACCTGGCCAGGCTCCCAGGCTCCTCATCT
ATGGTGCATCCACCAGGGCCACTGGTATC
CCAGCCAGGTTCAGTGGCAGTGGGTCTGG
GACAGAGTTCACTCTCACCATCAGCAGCC
TGCAGTCTGAAGATTTTGCAGTTTATTACT
GTCAGCAGTATAATAACTGGCCTCTCACTT
TCGGCGGAGGGACCAAGGTGGAGATCAA
A EMET 465)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGATACACCTTCACCG
GCTATCATATACACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAACCCTAACAGTGGTGGCACAAACTATG
CACAGAAGTTTCAGGGCAGGGTCACCATGA
CCAGGGACACGTCCATCAACACGGCCTACA
TGGAGCTGAACAGGCTGAGATCTGACGACA
CGGCCGTGTTTTACTGTGCGAGAGAGAGAG
TAGGATATTGTAGTCGTCCCAGCTGCCTTGA
TGATCTTAATATCTGGGGCCAGGGGACAAT
GGTCACCGTCTCTTCA (A9 % 419)

4 2,5, 6,
8, 111

GACATCCAGATGACCCAGTCTCCTTCCAC
CCTGTCTGCATCTGTTGGAGACAGAGTCA
CCATCACTTGCCGGGCCAGTCAGAGTATT
AGTAGCTGGTTGGCCTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATAAGGCGTCTAGTTTAGAAACTGGGGTC
CCATCAAGGTTCAGCGGCAGTGGATCTGG
GACAGAATTCACTCTCACCATCAGCAGCC
TGCAGCCTGATGATTTTGCCACTTATTACT
GCCAACAGTATGATAGTTACTACACTTITG
GCCAGGGGACCAAGCTGGAGATCAAA
(A2 3 466)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACAGCTTCTCTG
ACTACTATATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TGTCCCCTAATAGTGGTAACACAGGCTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGACAACGCG
AGGAATACGGCCACTACTACTACGGGATGG
ATGTCTGGGGCCAAGGGACAATGGTCACCG
TCTCTTCA (A €W 3 420)

FA 9, 54,

%0
=
o
3

GAAATAGTGATGACGCAGTCTCCAGCCAC
CCTGTCTGTGTCTCCAGGGGAAAGAGCCA
CCCTCTCCTGCAGGGCCAGTCAGAGTCTG
GGCAGCACTTATTTAGCCTGGTACCAGCA
GAAACCTGGCCAGGCTCCCAGGCTCCTCA
TCTATGGTGCATCCACCAGGGCCACTGGT
ATCCCAGCCAGGTTCAGTGGCAGTGGGTC
TGGGACAGAGTTCACTCTCACCATCAGCA
GCCTGCAGTCTGAAGATTTTGCAGTTTATT
ACTGTCAGCAGTATTATAGCTCCCCTCCCA
CGTTCGGCCAAGGGACCAAGGTGGAAATC
AAA (M EH E 467)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGAGGGACCTTCTCTA
ACTACGACATCTCGTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGAATGA
TCGATCCTAGTGGTGGCAGCACAAGCTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGACCTTATTC
AAGCGGGTGGTACTACTTTGACTACTGGGG
CCAAGGGACCCTGGTCACCGTCTCCTCA
KW= 421)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCAGGCGAGTCAGGACATT
CACAACTATTTAAATTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ACGATGCATCCAATTTGGAAACAGGGGTC
CCATCAAGGTTCAGTGGAAGTGGATCTGG
GACAGATTTTACTCTCACCATCAGCAGCCT
GCAGCCTGAAGATTTTGCAACATATTACT
GTCAACAGAGTTATAATACCCCTCCCACC
TTCGGCCAAGGGACACGACTGGAGATTAA
A(EHE 468)
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7Ha FA HAME

7 4 A A g

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGATACACCTTCACCA
GTTATGATATCAACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TGAACCCCAACAGTGGTAACACAGGCTATG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACCTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCGAAAGGCGCTG
TGGCCGGAACTTACTACTATTACGGAATGG
ACGTGTGGGGCCAAGGGACCACGGTCACCG
TCTCCTCA (M B/ 422)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGCGCGAGTCAGACCATT
AATAACTATTTAAATTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ACGATGCATCCAATTTGGAAACAGGGGTC
CCATCAAGGTTCAGTGGAAGTGGATCTGG
GACAGATTTTACTCTGACCATCAGCAGCC
TGCAGCCTGAAGATTTTGCAACATATTACT
GTCAACAGGCTAATAGTTTCCCTCTCACTT
TCGGCCAGGGGACCAAGGTGGAGATCAA
A (M EWE 469)

CAGGITCAGCTGGTGCAGTCTGGAGCTGA
GGTGAAGAAGCCTGGGGCCTCAGTGAAGG
TCTCCTGCAAGGCTTCTGGTGGCACCTTTG
GCAGCTATGGTATCAACTGGGTGCGACAG

GCCCCTGGACAAGGGCTTGAGTGGATGGG
ATGGATCAGCGCCTACAATGGTAACACAA
ACTATGCACAGAAGCTCCAGGGCAGAGTC
ACCATGACCCGGGACACATCCACGAGCAC
AGTCTACATGGAGCTGAGCAGCCTGAGAT

CTGAAGACACGGCCGTGTATTACTGTGCG

AGAGATGGAATCGATTACGGCGGGAACTC
TGGATATGACTACTGGGGCCAAGGGACCC
TGGTCACCGTCTCCTCA (A W % 423)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTC
ACCATCACTTGCCGGGCAAGTCAGAACA
TTAGGAACTATTTAAATTGGTATCAGCA
GAAACCAGGGAAAGCCCCTAAGCTCCTG
ATCTATGCTGCATCCAGTTTGCAAGGAG
GGGTCCCATCAAGGTTCAGTGGCAGTGG
ATCTGGGACAGATTTCACTCTCACCATCA
GCAGTCTGCAACCTGAAGATTTTGCAAC
TTACTACTGTCAACAGAGTTACAACGGG
CCTTACACGTTCGGCCAAGGGACCAAGG
TGGAAATCAAA (A 2 E 470)

GAGGTGCAGCTGCTCGAGTCTGGGGGAGG
CTTGGTACAGCCTGGAGGGTCCCTGAGAC
TCTCCTGTGCAGCCTCTGGATTCACCTTCA
GTAACAGTGACATGAACTGGGTCCGCCAG
GCTCCAGGGAAGGGGCTGGAGTGGGTTTC
ATACATTAGTAGTAGTGGTAATACTATATA
CTACGCAGACTCTGTGAAGGGCCGATTCA
CCATCTCCAGAGACAACTCAAAGAACACG
CTGTATCTGCAAATGAACAGCCTGAGAGC
CGAGGACACGGCTGTTTATTACTGTGCGA
GAAGCAACTGGAATTACCCTCTTGACTACT
ACTACATGGACGTCTGGGGCAAAGGGACC
ACGGTCACCGTCTCCTCA (A Wl % 424)

GATATTGTGATGACTCAGTCTCCACTCTC
CCTGCCCGTCACCCCTGGAGAGCCGGCC
TCCATCTCCTGCAGGTCTAGTCAGAGCCT
CCTGCACTCTAACGGGTACAACTATTTGG
ATTGGTACCTGCAGAAGCCAGGGCAGTC
TCCACAGCTCCTGATCTATGCAGCGTCTA
GTCTGCAGTCCGGGGTCCCTGACAGGTT
CAGTGGCAGTGGATCAGGCACAGATTTT
ACACTGAAAATCAGCAGAGTGGAGGCTG
AGGATGTTGGGGTTTATTACTGCATGCA
AGGGACCCACTGGCCTCCAACGTTCGGC
CAAGGGACCAAGGTGGAAATCAAA
(MEW 3 47D

o

CAGGTGCAGCTGGTGCAGTCTGGGGCTGA
GGTGAAGAAGCCTGGGGCCTCAGTGAAGG
TTTCCTGCAAGGCATCTGGATACACCTTCA
CCAGCTACTATATGCACTGGGTGCGACAG
GCCCCTGGACAAGGGCTTGAGTGGATGGG
ATGGGTAGATCCCAATAACGGTGACACAG
GATACGCACAGAAGTTCCAGGGCAGAGTC
ACCATGACCAGGGACACGTCCACGAGCAC
AGTCTACATGGAGCTGAGCAGCCTGAGAT
CTGAGGACACGGCCGTGTATTACTGTGCTA
GAGATAACTGGGGCTCCCTGGATGTCTGG
GGCAAAGGGACAACCGTCACCGTCTCTTC
A K EW T 425)

GATATTGTGATGACTCAGTCTCCACTCTC
CCTGCCCGTCACCCCTGGAGAGCCGGCC
TCCATCTCCTGCAGGTCTAGTCAGAGCCT
CCTGCATTCGAATGGGTACAACTATTTGG
ATTGGTACCTGCAGAAGCCAGGGCAGTC
TCCACAGCTCCTGATCTATGCAGCTTCTA
CCCTCCAGTCCGGGGTCCCTGACAGGTTC
AGTGGCAGTGGATCAGGCACAGATTTTA
CACTGAAAATCAGCAGAGTGGAGGCTGA
GGATGTTGGGGTTTATTACTGCATGCAA
GGTCTACAAACTTTATACAGTTTTGGCCA
GGGGACCAAGCTGGAGATCAAA
Wz 472)

_50_

ZIHS3d 10-2024-0099454




[0233]

7Ha FA HAME

7 4 A A g

CAGGTTCAGCTGGTGCAGTCTGGAGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGTTACTCCTTTACCA
GCTATGGTATCAGCTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAGCCCGTACAATGGTAACACAAACTATG
CACAGAAGCTCCAGGGCAGAGTCACCATGA
CCAGAGACACATCCACGAGCACAGTTTACA
TGGAGCTGTCCAGCCTGAGATCTGAAGACA
CGGCCGTGTATTACTGTGCGAGAGAGGCTT
ACGGCGACTACGGCGACTACTTTGACTACT
GGGGCCAAGGGACCCTGGTCACCGTCTCCT
CA (A ¥ S 426)

GACATCCAGATGACCCAGTCTCCATCTTCT
CTGTCTGCATCTGTAGGAGACAGAGTCAC
CATCACTTGTCGGGCGAGTCAGGGTGTGG
GCGATAGAAGTGCCTGGTATCAGCAGAAA
CCAGGGAAAGCCCCTAAGCTCCTGATCTA
TGACGCATCCAACTTGGAGACAGGGGTCC
CATCAAGGTTCAGCGGCAGTGGATCTGGG
ACAGATTTCACTCTCACTATCAGCAGCCTG
CAGCCTGAAGATTTTGCAACTTACTATTGT
CAACAGGCTGATACTTTCCCTTACACTTTT
GGCCAGGGGACCAAGCTGGAGATCAAA
(KW T 473)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCA
GCTACTATATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAACCCAAACAGTGGTAACGCCGGGTTTG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGAGGACCCG
TCTATTCCTACGGTCCGTTTGACTACTGGGG
CCAAGGGACCCTGGTCACCGTCTCCTCA

(M EH T 427)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGGCAAGTCAGGGCATT
AGCACTTATTTAGCCTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATGCTGCATCCACATTGCAAAGTGGGGTC
CCATCAAGGTTCAGTGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCAGTCT
GCAACCTGAAGATTTTGCAACTTACTACT
GTCAACAGAGTCACAGTGCACCTATCACG
TTCGGCCAAGGGACCAAGGTGGAAATCAA
AR EWNE 474)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCA
GGAATTATGTCCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGACGGA
TCAACCCCAATAGTGGTGGGACAAACACCG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGACTGGGCG
ACGTGGCCGTCGCTGCGTCCTTTGACTACTG
GGGCCAAGGGACCCTGGTCACCGTCTCCTC
A M EHE 428)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGGCAAGTCAGAGCATT
AGCAGCTATTTAAATTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATGACGCATCCAGTTTGGAGAGTGGGGTC
CCATCAAGGTTCAGTGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCAGTCT
GCAACCTGAAGATTTTGCAACTTACTACT
GTCAACAGGCAAACAGTTTCCCTTTAACTT
TCGGCCCTGGGACCAAAGTGGATATCAAA
(ATEM I 475)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCG
GCTACTATATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TGAACCCAAATAGTGGTAATACAGGTTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGAGGATCTG
GCTACGATGCTGGGGTGTTTGACTACTGGG
GCCAAGGGACCCTGGTCACCGTCTCCTCA
KW= 429)

GACATCCAGATGACCCAGTCTCCATCTTCT
CTTTCTGCATCTGTAGGAGACAGAGTCAC
CATCACTTGTCGGGCGAGTCAGGGTATTG
GAAATGACTTAGCCTGGTATCAGCAGAAA
CCAGGGAAAGCCCCTAAGCTCCTGATCTA
TGACGCAAAGGATTTGCACCCCGGGGTCC
CATCAAGGTTCAGCGGCAGTGGATCTGGG
ACAGATTTCACTCTCACTATCAGCAGCCTG
CAGCCTGAAGATTTTGCAACTTACTATTGT
CAACAGAGCTACAGTTTCCCTAGGACCTT
CGGCCAAGGGACACGACTGGAGATTAAA
(M BT 476)
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[0234]

I FH 9 ME

71 4 A A g

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCG
CATACTATATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGAATAA
TCAACCCTAGTGGTGGCAGCACAAGCTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGAGATAGCG
GGTGGTACGCACCCGGATACTATTATGGGA
TGGATGTCTGGGGCCAAGGGACAACAGTCA
CCGTCTCTTCA (M & ¥l % 430)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTC
ACCATCACTTGCCGGGCAAGTGAGAGCA
TTAGCCATTGGTTAGCCTGGTATCAGCAG
AAACCAGGGAAAGCCCCTAAGCTCCTGA
TCTATGGTGCATCCACTTTGCAAAGTGGG
GTCCCATCAAGGTTCAGTGGCAGTGGAT
CTGGGACAGATTTCACTCTCACCATCAGC
AGTCTGCAACCTGAAGATTTTGCAACTTA
CTACTGTCAACAGAGTTACACCCCTCCCC
TCACTTTCGGCGGAGGGACCAAGGTGGA
GATCAAA (M €W = 477)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGATACACCTTCACCA
GTTATGATATCAACTGGGTGCGACAGGCCC
CAGGACAAGGGCTTGAGTGGATGGGATGGA
TGAACCCCAACAGTGGTAACACAGGCTATG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACCTCCACAAGCACAGTTTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCGAGAGAGTCAT
ACGCATATTGCTCAAGTACATCCTGTTATGA
TGCTTTTGATATCTGGGGCCAAGGGACAAT
GGTCACCGTCTCTTCA (114w 5. 431)

GACATCGTGATGACCCAGTCTCCAGACT
CCCTGGCTGTGTCTCTGGGCGAGAGGGC
CACCATCAACTGCAAGTCCAGCCAGAGT
CTCCTCTACAGCTCTAATAACAAGAACT
ACTTAGCTTGGTACCAGCAGAAACCAGG
ACAGCCTCCTAAGCTGCTCATTTACTGGG
CATCTATCCGGGAATCCGGGGTCCCTGA
CCGATTCAGTGGCAGCGGGTCTGGGACA
GATTTCACTCTCACCATCAGCAGCCTGCA
GGCTGAAGATGTGGCAGTTTATTACTGTC
AGCAATATCTCAGTCCTCCACTCACTTTC
GGCCAGGGGACCAAGGTGGAGATCAAA
(A E¥ 3 478)

A 21, 60,
86, 101

5

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGC
TTGGTACAGCCTGGGGGGTCCCTGAGACTC
TCCTGTGCAGCCTCTGGATTCACCTTGGGGA
GCTATTGGATGCATTGGGTCOGCCAGGCTCC
AGGGAAGGGGCTGGAGTGGGTCTCATTAAT
TAGTTGGGATGGTGGCTCTACATACTACGC
AGACTCCGTGAAGGGCCGGTTCACCATCTC
CAGAGACAATTCCAAGAACACGCTGTATCT
GCAAATGAACAGCCTGAGAGCCGAGGACAC
GGCCGTATATTACTGTGCGAAAGGCCCATG
GGTCGGTTACTCAGGCTACGATCTGAATTAC
TACTACTACGGCATGGACGTTTGGGGCCAA
GGGACCACAGTCACCGTCTCCTCA (M€ %
432)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTC
ACCATCACTTGCCGGGCAAGTCAGGATA
TTAGACGAGCATTAGCCTGGTATCAGCA
GAAACCAGGGAAAGCCCCTAAGCTGCTG
ATCTATGCTGCATCCAGTTTGCAAAGTGG
GGTCCCATCAAGGTTCAGCGGCAGTGGA
TCTGGGACAGATTTCACTCTCACAATCAG
CAGCCTGCAGCCTGAAGATTTTGCAACTT
ATTACTGTCTACAGCATAATAGTTACCCT
CCCACTTTTGGCCAGGGGACCAAGCTGG
AGATCAAA (A€W T 479)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTIT
TCCTGCAAGGCATCTGGATACACCTTCACCA
GCCACGACATTAATTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGAATAT
CAAACCCTAGTGGAGGTAGCACATACTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTTCATCCCGACG
GTACTGGAATGGCGCCTTTGACTACTGGGG
CCAAGGGACCCTGGTCACCGTCTCCTCA
(190 F 433)

GATATTGTGATGACTCAGTCTCCACTCTC
CCTGCCCGTCACCCCTGGAGAGCCGGCC
TCCATCTCCTGCAGGTCTAGTCAGAGCCT
CCTCCACAGTAATGGATACAACTATTTG
GATTGGTACCTGCAGAAGCCAGGGCAGT
CTCCACAGCTCCTGATCTATTTGGGTTCT
AGTCGGGCCTCCGGGGTCCCTGACAGGT
TCAGTGGCAGTGGATCAGGCACAGATTT
TACACTGAAAATCAGCAGAGTGGAGGCT
GAGGATGTTGGGGTTITATTACTGCATGC
AAGCTCTACAAACTCCTACCTTCGGCCA
AGGGACACGACTGGAGATTAAA

(A€W 3 480)
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[0235]

7Ha T4 A Mg

7 4 A A g

CAGGTTCAGCTGGTGCAGTCTGGAGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGTGGGACCTTTAGTA
ACTATGATATCAATTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAGCGCGTACAATGGTAACACAAACTATG
CACAGAAGCTCCAGGGCAGAGTCACCATGA
CCCGGGACACATCCACGAGCACAGTGTACA
TGGAGCTGAGCAGCCTGAGATCTGAAGACA
CGGCCGTGTATTACTGTGCGGCAGAAGCCT
ACGGAGATTACTCACTGGACCCCTGGGGCC
AGGGAACCCTGGTCACCGTCTCCTCA

(MG T 434

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCAGGCAAGTCAGGGTATT
AGCAGCTATTTAAATTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATGCTGCATCCAGTTTGCAAAATGGGGTC
CCATCAAGGTTCAGTGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCAGTCT
GCAACCTGAAGATTTTGCAACTTACTACT
GTCAACAGAGTTACAGTACCCCTATCACC
TTCGGCCAAGGGACACGACTGGAGATTAA
A EWE 48]

) 24, 63

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCG
GATACTATATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGAATAA
TCAACCCTAGTGGTGGCAGCACAAACTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGAGGCCCGA
TTGGCTACGGTATGGACGTGTGGGGCCAAG
GGACCCTGGTCACCGTCTCCTCA (X g9z
435)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGGCAAGTCAGGGCATT
GGCAATGATTTAGGCTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTTCTGATCT
ATGCTGCATCCAACTTGGAAACGGGGGTC
CCATCAAGGTTCAGCGGCAGTGGATCTGG
GACAGATTTCACTCTCACAATCAGCAGCC
TGCAGCCTGAAGATTTTGCAACTTATTACT
GTCTACAGCATCATAGTTACCCTTTTACTT
TTGGCCAGGGGACCAAGCTGGAGATCAAA
(AW T 482)

o
N
(3]
W

GAGGTGCAGCTGCTGGAGTCTGGGGGAGGC
TTGGTCCAGCCTGGGGGGTCCCTGAGACTCT
CCTGTGCAGCCTCTGGATTCACCGTCGGCAG
CTGGTACATGAGCTGGGTCCGCCAGGCTCC
AGGGAAGGGGCTGGAGTGGGTCGCTCATGT
CTCGGACGACGGTAGCAATGAATTTTACGC
AGACTCOGTGAAGGGCCGATTCACCATCTC
CAGAGACAATTCCAAGAACACGCTGTATCT
TCAAATGAACAGCCTGAGAGCTGAGGACAC
GGCTGTGTATTACTGTGCGAGAAGCCCCGG
CTATTGTAGCTCCACCAGCTGTTACCGATAC
TATGGTATGGACGTCTGGGGCCAAGGGACC
ACAGTCACCGTCTCCTCA (A &l & 436)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGACCAGTCAGAGCATT
GGCACCTATTTAAATTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATGACGCATCCAATTTGCCGACTGGGGTC
CCATCAAGGTTCAGTGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCAGTCT
GCAACCTGAAGATTTTGCAACTTACTACT
GTCAAAACTATAACAGTGCTCTGTTCGGC
CCTGGGACCAAAGTGGATATCAAA
(ATEM T 483)

ol

A 26, 64

o

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCA
GCTACTATATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGACGTA
TCAACCCGAATAGTGGTGGAACAAAGTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGACTAGGCTC
TGCCTACTTCGATCTCTGGGGCCGTGGCACC
CTGGTCACTGTCTCCTCA (A€ F 437)

GACATCCAGATGACCCAGTCTCCATCTTCT
CTCTCTGCATCTGTAGGAGACAGAGTCAC
CATCACTTGTCGGGCGAGTCAGTCTGTGG
ATACCTGGTTAGCCTGGTATCAGCAGAAA
CCAGGGAAAGCCCCTAAGCTCCTGATCTA
TGAAGCATCCACATTGGAAAGTGGGGTCC
CATCAAGGTTCAGCGGCAGTGGATCTGGG
ACAGATTTCACTCTCACTATCAGCAGCCTG
CAGCCTGAAGATTTTGCAACTTACTATTGT
CAACAGGCTAACAGTTTCCCTATCACCTTC
GGCCAAGGGACACGACTGGAGATTAAA
(M BT 484)
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[0236]

FANS

7t A HAME

7 4 9 A g

kA 27, 65,
88, 102

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGATACACCTTCACCA
GTCATGATATCAACTGGGTGCGACAGGCCC
CAGGACAAGGGCTTGAGTGGATGGGATGGA
TGAACGCTAACAACGGTAACGCTGGCTATG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGATACCTCCACCAGCACAGTTTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCGAAGGACTTGTC
TCCATCTTCTTCCTGGTCCACCTACTATTACT
ATTACGGGATGGATGTCTGGGGCCAAGGGA
CAATGGTCACCGTCTCTTCA (¥ % 438)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGGCAAGTCAGAGCATT
AGCAATCTCTTAGCGTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATGCTGCATCCAGTTTGCAAAGTGGGGTC
CCATCAAGGTTCAGTGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCAGTCT
GCAACCTGAAGATTTTGCAACTTACTACT
GTCAACAGAGTTACAGTACCCCTTACACT
TTTGGCCAGGGGACCAAGCTGGAGATCAA
A (X BT 485)

CAGGTTCAGCTGGTGCAGTCTGGAGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGTTACACCTTTACCA
GCTATAATATCCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAGCGCCTACAATGGTAACACAAACTATG
CACAGAAGCTCCAGGGCAGAGTCACCATGA
CCAGAGACACATCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCGCTGGATGGAG
GGCAGCTAGGCGTGGCTTITTGATATCTGGG
GCCAAGGGACAATGGTCACCGTCTCTTCA
(MG 439

GACATCCAGATGACCCAGTCTCCATCTTCT
CTTTCTGCATCTGTAGGAGACAGAGTCAC
CATCACTTGTCGGGCGAGTCAGGGTATTA
GCAATTGGTTAGCCTGGTATCAGCAGAAA
CCAGGGAAAGCCCCTAAGCTCCTGATCTA
TGATGCATCCAATTTGGACGCCGGGGTCC
CATCAAGGTTCAGCGGCAGTGGATCTGGG
ACAGATTTCACTCTCACTATCAGCAGCCTG
CAGCCTGAAGATTTTGCAACTTACTATTGT
CAACAGGCTAACAGTTTACCTCTCACTTTC
GGCGGAGGGACCAAGGTGGAGATCAAA
(A9 T 486)

@A 29, 66,
89,103

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGAGGAACCTTCAGC
AGCTACGCTATCAGCTGGGTGCGACAGGCC
CCTGGACAAGGGCTTGAGTGGATGGGAATA
ATCAACCCTAGTTCCAGCAGCACAGGCTAC
GCACAGAAGTTCCAGGGCAGAGTCACCATG
ACCAGGGACACGTCCACGAGCACAGTCTAC
ATGGAGCTGAGCAGCCTGAGATCTGAGGAC
ACGGCCGTGTATTACTGTGCTAGAGCCGGTT
ACTACGACTCTTCGGGCTATTACTATTCCCC
TTACTATGGCATGGACGTGTGGGGCCAAGG
GACCACAGTCACCGTCTCCTCA  (MEW %
440)

GAAATAGTGATGACGCAGTCTCCAGCCAC
CCTGTCTGTGTCTCCAGGGGAAAGAGCCA
CCCTCTCCTGCAGGGCCAGTCAGAGTATA
TCTGGGAGCTATTTAGCCTGGTACCAGCA
GAAACCTGGCCAGGCTCCCAGGCTCCTCA
TCTATGGTGCATCCACCAGGGCCACTGGT
ATCCCAGCCAGGTTCAGTGGCAGTGGGTC
TGGGACAGAGTTCACTCTCACCATCAGCA
GCCTGCAGTCTGAAGATTTTGCAGTTTATT
ACTGTCAGCAGTATGGGAGCTTTCCTTTCA
CTTTCGGCCCTGGGACCAAAGTGGATATC
AAA (A EH T 487)

4 30, 67

CAGGTTCAGCTGGTGCAGTCTGGAGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGTTACACCTTTACCA
ACTTCGACATCAATTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAGCGCCTACAATGGTCATACAAACTATG
CACAGAACCTCCAGGGCAGAGTCACCATGA
CCAGGGACACATCCACGAGCACAGTGTACA
TGGAGCTGTCTAGCCTGAGATCTGAAGACA
CGGCCGTGTATTACTGTGCGCAGGAAGCCG
CGGCTGGGTACTTTGACTACTGGGGCCAAG
GGACCCTGGTCACCGTCTCCTCA (M9 %
441)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGGCAAGTCAGGATATT
CGTAATGATTTAGCCTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATGACGCATCCAATTTGGAGACGGGGGTC
CCATCAAGGTTCAGTGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCAGTCT
GCAACCTGAAGATTTTGCAACTTACTACT
GTCAACAGAGTTACGGTACCCCTTACACT
TTTGGCCAGGGGACCAAGCTGGAGATCAA
A (M2 E 488)
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[0237]

7Ha FA HAME

7 4 A A g

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGAGGAACCTTCCGC
AGTTATGCCATCAGCTGGGTGCGACAGGCC
CCAGGACAAGGGCTTGAGTGGATGGGATGG
ATGAACCCTAACAGTGGTAACACAGGCTAT
GCACAGAAGTTCCAGGGCAGAGTCACCATG
ACCAGGGATACCTCCACAAGCACAGTGTAC
ATGGAGCTGAGCAGCCTGAGATCTGAGGAC
ACGGCCGTGTATTACTGTGCGAGAGAGAGC
GTGCTCAAAGGAGGTATGGATGTCTGGGGC
CAAGGGACAACGGTCACCGTCTCTTCA
(295 442)

GACATCGTGATGACCCAGTCTCCAGACTC
CCTGGCTGTGTCTCTGGGCGAGAGGGCCA
CCATCAACTGCCGGTCCAGCCAGAGTCTC
TTTCACAGCAGCACCAACGCCAACAACTT
AGCTTGGTACCAGCAGAAACCAGGACAGC
CTCCTAAGCTGCTCATTTACTGGGCATCTA
CCCGGGAATCCGGGGTCCCTGACCGATTC
AGTGGCAGCGGGTCTGGGACAGATTTCAC
TCTCACCATCAGCAGCCTGCAGGCTGAAG
ATGTGGCAGTTTATTACTGTCAGCAATATT
ATATTACTCCTCTGACCTTCGGCCAAGGG
ACACGACTGGAGATTAAA (X B W Z. 489)

a4 32, 68

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCA
GCTACTATATGTATTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAACCCAAATAGTGGTAACACAGGATACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAAGGATAGGC
GCCGTGGAGTGGGCCTAGCCGCTGCCGGCA
CCAGCGCTTTTGATATCTGGGGCCAAGGGA
CAATGGTCACCGTCTCTTCA (M ¥ % 443)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGGCAAGTCAGAGCATT
AGCAACTGGTTAGCCTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATGCTGCATCCAGTTTGCAAAGTGGGGTC
CCATCAAGGTTCAGTGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCAGTCT
GCAACCTGAAGATTTTGCAACTTACTACT
GTCAACAGAGTTACAGTACCCCTTACACT
TTTGGCCAGGGGACCAAGCTGGAGATCAA
A EHE 490)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCA
GCTACTATATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TGAACCCTAACTCTGACAACACAGGTTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGAGTGGGGG
TCGGTTATGGCTACTACTACTACGGAATGG
ACGTGTGGGGCCAAGGGACCACCGTCACCG
TCTCCTCA (X 2W1 F 444)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGGCAGGTCAGAGCATT
GGCGACTATTTAAATTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATGCTGCATCCAGTTTGCAAAGTGGGGTC
CCATCAAGGTTCAGTGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCAGTCT
GCAACCTGAAGATTTTGCAACTTACTACT
GTCAACAGAGTTACAGTACCCCTTGGACG
TTCGGCCAAGGGACCAAGGTGGAAATCAA
A EME 491)

&} 34, 70,
91

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCTCAA
ATTACTATATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TGAACCCCAATAGTGGTAACACAGGGTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGAGCCTCAAT
GTACTCTTCAAGTGGGTTTGACTACTGGGGC
CAAGGGACCCTGGTCACCGTCTCCTCA

(M ERIT 445)

GATATTGTGATGACTCAGTCTCCACTCTCC
CTGCCCGTCACCCCTGGAGAGCCGGCCTC
CATCTCCTGCAGGTCTAGTCAGAGCCTCCT
GCACAGCAATGGGTACAACTATTTGGATT
GGTACCTGCAGAAGCCAGGGCAGTCTCCA
CAGCTCCTGATCTATTTGGCGTCTACTCGG
GCCCCTGGGGTCCCTGACAGGTICAGTGG
CAGTGGATCAGGCACAGATTTTACACTGA
AAATCAGCAGAGTGGAGGCTGAGGATGTT
GGGGTTTATTACTGCATGCAAGGATCCCA
TTGGCCTCCTAGTITIGGCCAGGGGACCC
GGCTGGAGATCAAA (4] 9™ 3 492)
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[0238]

7Ha FA HAME

7 4 A A g

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCA
GCTACTATATCCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGAACGA
TCAACCCTAGTGGTGGCAGCACAAGCTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGAGAGACTA
GCCGGTGGCTCAGAGATTATTATTACGGAA
TGGATGTCTGGGGCCAAGGGACAACTGTCA
CCGTCTCTTCA (M R & 446)

GATATTGTGATGACTCAGTCTCCACTCTC
CCTGCCCGTCACCCCTGGAGAGCCGGCC
TCCATCTCCTGCAGGTCTAGTCAGAGCCT
CCTACACTCTAATGGTTACAACTATTTGG
ATTGGTACCTGCAGAAGCCAGGGCAGTC
TCCACAGCTCCTGATCTATGACGCCTCTA
GCCTGGAGTCCGGGGTCCCTGACAGGTT
CAGTGGCAGTGGATCAGGCACAGATTTT
ACACTGAAAATCAGCAGAGTGGAGGCTG
AGGATGTTGGGGTTTATTACTGCATGCA
AGGGACTCACTGGCCTCTCACTTTCGGCG
GAGGGACCAAGGTGGAGATCAAA

(M EHE 493)

<A 36, 72

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCG
ACAATTATCTACACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGAATAA
TCGAGACGAGTGGTGGCAGCACAGACTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGAAGCTTTGG
TGGATATTCGTATGACGATGCTTTTGATATC
TGGGGCCAAGGGACAACGGTCACCGTCTCT
TCA (M ¥ % 447)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTC
ACCATCACTTGCCAGGCAAGTCAGGGTA
TTAGCAATTATTTAAATTGGTATCAGCAG
AAACCAGGGAAAGCCCCTAAGCTCCTGA
TCTATGCTGCATCCAGTTTGCAAAGTGGG
GTCCCATCAAGGTTCAGTGGCAGTGGAT
CTGGGACAGATTTCACTCTCACCATCAGC
AGTCTGCAACCTGAAGATTTTGCAACTTA
CTACTGTCAACAGAGTTACAGTAGCCCTT
ACACGTTCGGCCAAGGGACCAAGGTGGA
AATCAAA (X2 W E 494)

CAGGTTCAGCTGGTGCAGTCTGGAGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGTTACACCCTCAATA
ATTATGATATCAATTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAGCGGCTACAATGGTAACACAAACTATG
CACAGAAGCTCCAGGGCAGAGTCACCATGA
CCCGCGACACATCCACGAGCACAGTGTACA
TGGAGCTGTCGAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCGAGAGTGGGCT
CCTCTTGGGAAGAAAACGACCAGTGGGGCC
AAGGGACCCTGGTCACCGTCTCCTCA
(190 F 448)

GACATCCAGATGACCCAGTCTCCATCTTC
TCTGTCTGCATCTGTAGGAGACAGAGTC
ACCATCACTTGTCGGGCGAGTCAGTCCA
TTAGCCGGTGGTTAGCCTGGTATCAGCA
GAAACCAGGGAAAGCCCCTAAGCTCCTG
ATCTATGCTGCATCCAGTTTGGAGAGTG
GGGTCCCATCAAGGTTCAGCGGCAGTGG
ATCTGGGACAGATTTCACTCTCACTATCA
GCAGCCTGCAGCCTGAAGATTTTGCAAC
TTACTATTGTCAACAGACACACAGTTTCC
CTCTCACTTTCGGCGGAGGGACCAAGGT
GGAGATCAAA (A T 495)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGAGGCACCTTCTCGA
GTTATGATATCAACTGGGTGCGACAGGCCC
CAGGACAAGGGCTTGAGTGGATGGGATGGA
TGAACCCCAACAGTGGTAACACAGGCTATG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACCTCCACAAGCACAGTGTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCGAGAGATCTCA
CGCTGTATTGTAGCAGTACCAGCTGTCTTGA
CGCCTTTGACTACTGGGGCCAAGGGACCCT
GGTCACCGTCTCCTCA (A 2 Z 449)

GACATCGTGATGACCCAGTCTCCAGACT
CCCTGGCTGTGTCTCTGGGCGAGAGGGC
CACCATCAACTGCCGATCCAGCCAGAGT
GTTTTGTACTCATCAAACAATAAGAACT
ACTTAGCTTGGTACCAGCAGAAACCAGG
ACAGCCTCCTAAGCTGCTCATTTACTGGG
CATCTACCCGGGAATCCGGGGTCCCTGA
CCGATTCAGTGGCAGCGGGTCTGGGACA
GATTTCACTCTCACCATCAGCAGCCTGCA
GGCTGAAGATGTGGCAGTTTATTACTGTC
AGCAATATTATAGTACTCCTCCAACTTTT
GGCCAGGGGACCAAGCTGGAGATCAAA
(A1 Z 496)
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7HE FA YA ME

7t B Y M E

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGAGGAACCTTCTCTA
ATTATGGTTTTAGCTGGGTGCGACAGGCCCC
AGGACAAGGGCTTGAGTGGATGGGATGGAT
GTCACCTTCTAGTGGTAACACAGGCTATGC
ACAGAAGTTCCAGGGCAGAGTCACCATGAC
CAGGGATACCTCCACAAGCACAGTGTACAT
GGAGCTGAGCAGCCTGAGATCTGAGGACAC
GGCCGTGTATTACTGTGCGAGAGAACGCTC
CGGTTCCTACTTTGACTACTGGGGCCAAGG
GACCCTGGTCACCGTCTCCTCA (A @W s
450)

GAAATAGTGATGACGCAGTCTCCAGCCA
CCCTGTCTGTGTCTCCAGGGGAAAGAGC
CACCCTCTCCTGCAGGGCCAGTCAGAGT
GTTAGCAGCTATTTAGCCTGGTACCAGC
AGAAACCTGGCCAGGCTCCCAGGCTCCT
CATCTATGGTACCTCCACCAGGGCCACT
GGTATCCCAGCCAGGTTCAGTGGCAGTG
GGTCTGGGACAGAGTTCACTCTCACCAT
CAGCAGCCTGCAGTCTGAAGATTTTGCA
GTTTATTACTGTCAGCAGTATGGCTCGCT
ACCTTTCACCTTCGGCCAAGGGACACGA
CTGGAGATTAAA (A €W T 497)

CAGGTCCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGTCCTCGGTGAAGGTC
TCCTGCAAGGCTTCTGGAGGCACCTTCAGC
AGCTATGCTATCAGCTGGGTGCGACAGGCC
CCTGGACAAGGGCTTGAGTGGGTGGGAAGG
ATCCATCCACGCGACGGTAGCACAGACTAC
GCACAGAAGTTCCAGGGCAGAGTCACGATT
ACCGCGGACGAATCCACGAGCACAGCCTAC
ATGGAGCTGAGCAGCCTGAGATCTGAGGAC
ACGGCCGTGTATTACTGTGCGAGAGTTTCCC
TGCGCTTCCTAGAGGACTACGGTATGGACG
TCTGGGGCCAAGGGACCACGGTCACCGTCT
CCTCA (M9 & 451)

GACATCGTGATGACCCAGTCTCCAGACTC
CCTGGCTGTGTCTCTGGGCGAGAGGGCCA
CCATCAACTGCAAGTCCAGCCAGAGTGTT
TTGTACAGTTCAAATAACAAGAACTACTT
AGCTTGGTACCAGCAGAAACCAGGACAGC
CTCCTAAGCTGCTCATTTACTGGGCATCTA
CCCGGGCATCCGGGGTCCCTGACCGATTC
AGTGGCAGCGGGTCTGGGACAGATTTCAC
TCTCACCATCAGCAGCCTGCAGGCTGAAG
ATGTGGCAGTTTATTACTGTCAGCAATATT
ATACTACTCCTCCAACCTTCGGCCAAGGG
ACACGACTGGAGATTAAA (A € ¥ 5 498)

o

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGTCCTCGGTGAAGGTC
TCCTGCAAGGCTTCTGGAGGCACCTTCAGC
AACTATGCTATCAGCTGGGTGCGACAGGCC
CCTGGACAAGGGCTTGAGTGGATGGGAGGG
ATCATTCCCATCTTTGGTTCGACAGCAAGCT
ACGCACAGAAGTTCCAGGGCAGAGTCACGA
TTACCGCGGACGAATCCACGAGCACAGCCT
ACATGGAGCTGAGCAGCCTGAGATCTGAGG
ACACGGCCGTGTATTACTGTGCGAGAGGTG
TCGGAGACGACACCCTGACTGATTGGGGCC
AAGGGACCCTGGTCACCGTCTCCTCA

(M EHT 452

GATATTGTGATGACTCAGTCTCCACTCTCC
CTGCCCGTCACCCCTGGAGAGCCGGCCTC
CATCTCCTGCAGGTCTAGTCAGAGCCTCCT
GCATTCAAACGGGTACAACTATTTGGATT
GGTACCTGCAGAAGCCAGGGCAGTCTCCA
CAGCTCCTGATCTATGCTGCTTCTAGCCTG
CAGTCCGGGGTCCCTGACAGGTTCAGTGG
CAGTGGATCAGGCACAGATTTTACACTGA
AAATCAGCAGAGTGGAGGCTGAGGATGTT
GGGGTTTATTACTGCATGCAAGCTCTACA
AACTCCTCTCACTTTCGGCGGAGGGACCA
AGGTGGAGATCAAA (X € H % 499)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCA
GCTACCACATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TGAACCCGAACAGTGGTAACACAGGGTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGAGGTGGAC
GCGTAGTGAGGGGGGTGATCAAAGGGTGGT
TCGACCCCTGGGGCCAGGGAACCCTGGTCA
CCGTCTCCTCA (M E T 453)

GACATCGTGATGACCCAGTCTCCAGACTC
CCTGGCTGTGTCTCTGGGCGAGAGGGCCA
CCATCAACTGCAAGTCCAGCCAGAGTCTT
CTGTATACTTCCAACGATCGCAACTACTTA
GCTTGGTACCAGCAGAAACCAGGACAGCC
TCCTAAGCTGCTCATTTACTGGGCATCTAC
CCGGGAATCCGGGGTCCCTGACCGATTCA
GTGGCAGCGGGTCTGGGACAGATTTCACT
CTCACCATCAGCAGCCTGCAGGCTGAAGA
TGTGGCAGTTTATTACTGTCAGCAATATTA
TAGTAGCCCTTACACGTTCGGCCAAGGGA
CCAAGGTGGAAATCAAA (A2 % 500)
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[0240]

7Ha FA HAME

7 4 A A g

CAGGTTCAGCTGGTGCAGTCTGGAGCTGAG

GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGTGGAACCTTTACCA
GCTATGACATCAATTGGGTGCGACAGGCCC

CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAGCGCATACAATGGTCATACAAACTATG

CACAGAATCTCCAGGGCAGAGTCACCATGA
CCCGCGACACATCCACGAGCACAGTGTACA

TGGAGCTGTCGAGCCTGAGATCTGAAGACA

CGGCCGTGTATTACTGTGCGAGAGAAGACA

GTTCTTGGTACTTCGATCTCTGGGGCCGTGG

CACCCTGGTCACTGTCTCCTCA (M 9%
454)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTC
ACCATCACTTGCCGGGCAAGTCAGAGCA
TTAGCAGCTGGTTAGCCTGGTATCAGCA
GAAACCAGGGAAAGCCCCTAAGCTCCTG
ATCTATGACGCATCCAATTTGGAGACTG
GGGTCCCATCAAGGTTCAGTGGCAGTGG
ATCTGGGACAGATTTCACTCTCACCATCA
GCAGTCTGCAACCTGAAGATTTTGCAAC
TTACTACTGTCAACAGAGTTTCAGTACCC
CTCCAACGTTCGGCCAAGGGACCAAGGT
GGAAATCAAA (X €W E 501)

A 44, 76,

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGTCCTCGGTGAAGGTC
TCCTGCAAGGCTTCTGGAGGCACCTTCAGC
AAGATTGCTGTGAGCTGGGTGCGACAGGCC
CCTGGACAAGGGCTTGAGTGGATGGGACTT
ATCAACCCAAACTCCGGTGGGACTGACTAC
GCACAGAAGTTCCAGGGCAGAGTCACGATT
ACCGCGGACGAATCCACGAGCACAGCCTAC
ATGGAGCTGAGCAGCCTGAGATCTGAGGAC
ACGGCCGTGTATTACTGTGCGAAGGACTTT
AGAGGCGGGGATTATTACTATTATGGAATG
GACGTATGGGGCCAAGGGACCACGGTCACC
GTCTCCTCA (X ¥ 3. 455)

GAAATAGTGATGACGCAGTCTCCAGCCA
CCCTGTCTGTGTCTCCAGGGGAAAGAGC
CACCCTCTCCTGCAGGGCCAGTCAGAGT
GTTAGCAGCAACTTAGCCTGGTACCAGC
AGAAACCTGGCCAGGCTCCCAGGCTCCT
CATCTATGGTGCATCCACCAGGGCCACT
GGTATCCCAGCCAGGTTCAGTGGCAGTG
GGTCTGGGACAGAGTTCACTCTCACCAT
CAGCAGCCTGCAGTCTGAAGATTTTGCA
GTTTATTACTGTCAGCAGTATAATACATA
CCCTATCACGTTCGGCCAAGGGACCAAG
GTGGAAATCAAA (A €W Z 502)

CAGGTTCAGCTGGTGCAGTCTGGAGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGTTACACCTTTACCA
GCTATGGTATCAGCTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAGCGCCTACAATGGTAACACAAACTATG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCCGAGACACATCCACGAGCACAGTGTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCGAGAGGAACTT
ACTACGATTATATITGGGGATCTTACAGGTA
CAGCTGGTTTGACTACTGGGGCCAAGGGAC
CCTGGTCACCGTCTCCTCA (A AWl 5 456)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTC
ACCATCACTTGCCGGGCAAGTCAGAGCA
TTAGCAGCTATTTAAATTGGTATCAGCAG
AAACCAGGGAAAGCCCCTAAGCTCCTGA
TCTATGCTGCATCCAGTTTGCAAAGTGGG
GTCCCATCAAGGTTCAGTGGCAGTGGAT
CTGGGACAGATTTCACTCTCACCATCAGC
AGTCTGCAACCTGAAGATTTTGCAACTTA
CTACTGTCAACAGAGTTACAGTACCCCTC
TCACTTTCGGCGGAGGGACCAAGGTGGA
GATCAAA (M € E 503)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGATACACCTTCTCCA
GTTATGCTATCTCTTGGGTGCGACAGGCCCC
CGGACAAGGGCTTGAGTGGATGGGATGGAT
GGACCCTAACAGTGGTAACACAGGCTATGC
ACAGAAGTTCCAGGGCAGAGTCACCATGAC
CAGGGATACCTCCACCAGCACAGTCTACAT
GGAGCTGAGCAGCCTGAGATCTGAGGACAC
GGCCGTGTATTACTGTGCGAGAGAGTCGTC
CTACTATTATGATAGCAGCGGCTACTATCCT
GGATGGTACTTCGATCTCTGGGGCCGTGGC
ACCCTGGTCACTGTCTCCTCA (A AWl & 457)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTC
ACCATCACTTGCCAGGCAAGTCAGGACA
TTAGCAACTATTTAAATTGGTATCAGCAG
AAACCAGGGAAAGCCCCTAAGCTCCTGA
TCTATGCTGCATCCACCTTGCAAACAGG
GGTCCCATCAAGGTTCAGTGGCAGTGGA
TCTGGGACAGATTTCACTCTCACCATCAG
CAGTCTGCAACCTGAAGATTTTGCAACTT
ACTACTGTCAACAGAGTTACAGTACCCC
TTGGACTTTCGGCCCTGGGACCAAAGTG
GATATCAAA (F B 504)
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[0241]

7Ha T4 A Mg

7 4 A A g

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGATACACCTTCACCA
CCTATGGGATCTCCTGGGTGCGACAGGCCC
CAGGACAAGGGCTTGAGTGGATGGGATGGA
TGGACCCAAACAGTGGTTCTACAGGCTATG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGATACCTCCACCAGCACAGTGTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCGAGAGGCCGGG
GCAACAGCTACTACTACTACTACATGGACG
TCTGGGGCAAAGGGACCACGGTCACCGTCT
CCTCA (A€W 5 458)

GACATCCAGATGACCCAGTCTCCATCTTCT
CTTTCTGCATCTGTAGGAGACAGAGTCAC
CATCACTTGTCGGGCGAGTCAGCGCATTG
GTAGCTACTTAAACTGGTATCAGCAGAAA
CCAGGGAAAGCCCCTAAGCTCCTGATCTA
TGGAGCATCCAATTTGCAAAGTGGGGTCC
CATCAAGGTTCAGCGGCAGTGGATCTGGG
ACAGATTTCACTCTCACTATCAGCAGCCTG
CAGCCTGAAGATTTTGCAACTTACTATTGT
CAACAGGCTAACAGTTTCCCTTTCACTTTC
GGCCCTGGGACCAAAGTGGATATCAAA
A€W 5 505)

a}A] 48, 79,
95, 107

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCTTCACCA
GCTACTATATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGATGGA
TGAACCCCAATAGTGGTAATACAGGCTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCTAGAGATCAGA
TGTATAGTTCATACGGCATGGATGTCTGGG
GCCAAGGGACAACTGTCACCGTCTCTTCA
(M ERIE 459

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGGCAAGTGAAAGCATT
ACAAACTGGTTAGCTTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATAAAGCATCCAGTTTGGAAAGTGGGGTC
CCATCAAGGTTCAGTGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCAGTCT
GCAACCTGAAGATTTTGCAACTTACTACT
GTCAACAGAGTTACGGTACCCCTTACACG
TTCGGCCAAGGGACCAAGGTGGAAATCAA
A (M 2R3 506)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGTCCTCGGTGAAGGTC
TCCTGCAAGGCTTCTGGAGGCACCTTCAGC
AGCTATGCTATCAGCTGGGTGCGACAGGCC
CCTGGACAAGGGCTTGAGTGGATGGGAGTC
ATCAACCCTTCAGGTGGGTCCACATCATAC
GCACAGAAGTTCCAGGGCAGAGTCACGATT
ACCGCGGACGAATCCACGAGCACAGCCTAC
ATGGAGCTGAGCAGCCTGAGATCTGAGGAC
ACGGCCGTGTATTACTGTGCGAGAGAATCT
AGAGGGTACTATGGGATGGACGTGTGGGGC
CAAGGGACCACTGTCACCGTCTCCTCA

(K EWE 460)

GACATCGTGATGACCCAGTCTCCAGACTC
CCTGGCTGTGTCTCTGGGCGAGAGGGCCA
CCATCAACTGCAAGTCCAGCCAGAGTGTT
CTCTATTCGTCCAATAACAAGAACTACTTA
GCTTGGTACCAGCAGAAACCAGGACAGCC
TCCTAAGCTGCTCATTTACTGGGCATCTAC
CCGGGAATCCGGGGTCCCTGACCGATTCA
GTGGCAGCGGGTCTGGGACAGATTTCACT
CTCACCATCAGCAGCCTGCAGGCTGAAGA
TGTGGCAGTTTATTACTGTCAGCAATATTA
TAGTACTCCTTACACGTTCGGCCAAGGGA
CCAAGGTGGAAATCAAA (A4 M & 507)

kA 50

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGATACACCITCACCG
GCTACTATATGCACTGGGTGCGACAGGCCC
CTGGACAAGGGCTTGAGTGGATGGGAACCA
TCAACCCTAGTGGTGGCAGCACAAGCTACG
CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACGTCCACGAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGTCAAAGGTAACG
GCTACTACGACCTGTGGGGCCAAGGGACCC
TGGTCACCGTCTCCTCA (199 % 461)

GACATCCAGATGACCCAGTCTCCATCTTCT
CTGTCTGCATCTGTAGGAGACAGAGTCAC
CATCACTTGTCGGGCGAGTCAGTCAATTA
GCAGCTGGTTAGCCTGGTATCAGCAGAAA
CCAGGGAAAGCCCCTAAGCTCCTGATCTA
TGATACATCCAACTTGCAAGGTGGGGTCC
CATCAAGGTTCAGCGGCAGTGGATCTGGG
ACAGATTTCACTCTCACTATCAGCAGCCTG
CAGCCTGAAGATTTTGCAACTTACTATTGT
CAACAGTATGATAGTTTCCCTTGGACGTTC
GGCCAAGGGACCAAGGTGGAAATCAAA
g3 508)
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[0242]

[0243]

[0244]

[0245]

[0246]

[0247]

FAHMS

7Ha FH HAME

7 4 9 A g

A 51, 80,
96, 108

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGATACACCTTCACCC
GATATGATATCAACTGGGTGCGACAGGCCC
CCGGACAAGGGCTTGAGTGGATGGGATGGA
TGAACCCTAACAGTGGTAACACAGGCTATG
CACAGAAGTTACAGGGCAGAGTCACCATGA
CCAGGGACACCTCCACAAGCACAGTCTACA
TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCGAGAGAGCGTG
TGGGGTACTGCTCGAGCACCTCGTGTCTTCA
TCCACTGGACTACTGGGGCCAAGGGACCCT
GGTCACCGTCTCCTCA (A 2 F 462)

GACATCCAGATGACCCAGTCTCCATCCTC
CCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGGCAAGTCAGGGCATT
AGAAATGATTTAGGCTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATAGTGCATCCAATTTACAAAGTGGGGTC
CCATCAAGGTTCAGCGGCAGTGGATCTGG
CACAGATTTCACTCTCACCATCAGCAGCCT
GCAGCCTGAAGATTTTGCAACTTATTACTG
TCAGCAAAGCTACGATGTCCCTCTCACTTT
CGGCGGAGGGACCAAGGTGGAGATCAAA
(MW 509)

ol

A 52, 81

o

CAGGTTCAGCTGGTGCAGTCTGGAGCTGAG

GTGAAGAAGCCTGGGGCCTCAGTGAAGGTC
TCCTGCAAGGCTTCTGGTTACACCTTTACCA
GCTATGACATCAACTGGGTGCGACAGGCCC

CTGGACAAGGGCTTGAGTGGATGGGATGGA
TCAGCGGGTACAATGGTAACACAAACTATG

CACAGAAGTTCCAGGGCAGAGTCACCATGA
CCAGGGACACATCCACGAGCACAGTTTACA

TGGAGCTGAGCAGCCTGAGATCTGAGGACA
CGGCCGTGTATTACTGTGCGAGATCTTTTGA
TTGGTTACTGCTACTTGACTACTGGGGCCAA
GGGACCCTGGTCACCGTCTCCTCA (M AW &
463)

GACATCCAGATGACCCAGTCTCCTTCCAG
TCTGTCTGCATCTGTAGGAGACAGAGTCA
CCATCACTTGCCGGGCCAGTCAGAGTATT
AGTAGCTGGTTGGCCTGGTATCAGCAGAA
ACCAGGGAAAGCCCCTAAGCTCCTGATCT
ATGATGCCACTACCTTGGAAAGTGGGGTC
CCATCAAGGTTCAGCGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCAGCC
TGCAGCCTGAAGATTTTGCAACTTATTACT
GCCAACAGTATGACAGTTATCCATGGACG
TTCGGCCAAGGGACCAAGCTCGAAATCAA
A EME 510)

CAGGTGCAGCTGGTGCAGTCTGGGGCTGAG
GTGAAGAAGCCTGGGGCCTCAGTGAAGGTT
TCCTGCAAGGCATCTGGACACACCTTCAAC

AATAATTATATTCACTGGGTGCGACAGGCC

CCTGGACAAGGGCTTGAGTGGATGGGAATA
ATCAACCCTAGTGGTGGGAGCACAAGCTAC
GCACAGAAGTTCCAGGGCAGAGTCACCATG
ACCAGGGACACGTCCACGAGCACAGTCTAC
ATGGAGCTGAGCAGCCTGAGATCTGAGGAC
ACGGCCGTGTATTACTGTGCGAGACAAATA
CAGGATTACGGATACTACTATTACGGCATG

GACGTGTGGGGCCAAGGGACCACCGTCACC
GTCTCCTCA (A €T 464)

GAAATAGTGATGACGCAGTCTCCAGCCAC
CCTGTCTGTGTCTCCAGGGGAAAGAGCCA
CCCTCTCCTGCAGGGCCAGTCAGAGTGTT

AGCAAGTATTTAGCCTGGTACCAGCAGAA
ACCTGGCCAGGCTCCCAGGCTCCTCATCT

ATGCCATCTCCGCGAGGGCCGCTGGTATC

CCAGCCAGGTTCAGTGGCAGTGGGTCTGG
GACAGAGTTCACTCTCACCATCAGCAGCC
TGCAGTCTGAAGATTTTGCAGTTTATTACT
GTCAGCAGTATTATTCCAGTCCTCCTACGT
TCGGCCAAGGGACCAAGGTGGAAATCAA

AKREWE 51D

SIHS31 10-2024-0099454

weba, A AAGHAA, E AN NS SIRPy FAE <) )
Hesie 7ba B4 94 A, mE ole Holw 706 AW BAYS 2E W A
el A, 2 AAUEe SIRPy FAE Qamgehs
SRIRES

A AAF M, ol AAE dele] SIRPy FAE Yk dito] Edol AlTdEn. A AAGH
oA, % 3¢ I} AD T dole] st o] S EIekE o] Edo AT, AR AAFE A, L
AAIE SIRPy A9 T4 2 A4 /b =Ml 1 39 I AE T Ao st ol e EFste it

HEfoll A, SIRPy FAZA, FAY F4 7M1 Z=rdo] AEHE 4189 XNES 233t A AE,
ol9} Aol 70%, 1%, 72%, 73%, 74%, 75%, 6%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A E FUARL zr= A A Ao )
AzGHL/HAAY; A9 A 7 Zrele] MEHE 4659 HESE sl A MG, EE o9 Hojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Al HEo] o dmYPEHE
SIRPy &A|7} £ #|F-Hr}.

FA o] F4 7 =wle] AEHE 4199 NES EFs=
olo} Ho|%= 70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% W= 99% AE UL zrE= ;A Ao o5

AzGE/HAY; FA2 A 7P Zrcle] MEHT 4662 MEE EEst= A MY, e o9 FHom
70%, 71%, 72%, 73%, 7A%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,

AR AAGeel A, SIRPy A=A, A A,
r =

0

90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% HEE 99% A E FTUAHE ztE= AL A do] 93] AFIYHE=
SIRPy @A7} ELdof A|F-HT).
AR A e oA, SIRPy FAZA, A9 F4 7PA Lrole] I E 4200 MES ¥e5tE it A E,
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[0248]

[0249]

[0250]

[0251]

[0252]

[0253]
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EE olgt Holw 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% A E UG zrE A A do| o3
AzGHL/HAAY; A9 A 7 Z=rele] MEHE 4679 HES FIsleE A MG, EE o9 Hojx
0%, 71%, 72%, 73%, 7A%, 75%, 76%, T7%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Al o] & dmYPEHE
SIRPy A7} ol AT},

AR AAFE A, SIRPy FARA, FA T4 7t =vdle] NI 4219 MES EFaehe S AL,
T oo} Hol% 70%, 71%, 72%, 73%, 74%, T5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A E FUARL zk= AL A Ao )
NG I/HAY; A A PH mrele] HAHT 4689 HAS EIslE A AL, wE o9 Holn
70%, 71%, 72%, 73%, 74%, 75%, 76%, 7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Al o] & dmYHE
SIRPy A7} o] #|FHTT.

A5 HAAIFHo A, SIRPy FHAZA, A F4 7P Tddo] MEWS 4229 AdS xdst= ik ALY,
TE olgt Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% =X 99% A E UG zre A A do) o3
NFPEI/HAY; Ao A 7pH w=ddlo] MEHE 4699 HES xFetE A AG, EE o9 Holw
0%, 71%, 72%, 73%, 7A%, 75%, 76%, T7%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, B89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Al g o dmYPEHE
SIRPy A7} ol AT},

Ax AAFE oA, SIRPy FAZA, Ao =4 718 Zrolo] HJAMF 4239 MAL Ta3t= ik A,
T oo} Hol% 70%, 71%, 72%, 73%, 74%, T5%, 6%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% M E FUARL zk= A A Ao )
TG u/HAY; A A PH mrele] AT 4709 M A EEstE A A D, wE o9 Holn
70%, 71%, 72%, 73%, 74%, 75%, 76%, 7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Ei= 99% M E FTAAS = ak Mo o8 <dmYE =
SIRPy A7} o] A|FHt.

A5 HAAIFEo A, SIRPy FARA, A F4 7P Trdo] MEWS 4249 ALS x2dst= ik AY,
T oo} Hol% 0%, 71%, 72%, 73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A E FUARL zk= AL A Ao o)
ARG L/HAY; FA e A 7 Zrjle] IS 4719 AEE& EFste A AE, e o9 Aojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Ei= 99% M E FTAAS i ak Mo o8 <dmYE=
SIRPy A7} ELlofl A FH ),

AR AXFefoll A, SIRPy FAZA, A T4 7P =vgle] NEME 4259 MDS Edate ik HE,
T oo} Hol% 70%, 71%, 72%, 73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% M E FUARL zt= A A Ao o)
AIzGEHL/HAY; FA e A 7 Zrjle] IS 4729 A EE EFste A MG, e o9 Aojx
70%, 71%, 72%, 73%, 74A%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Ei= 99% M E FTAAS i ak M o8 dmYE =
SIRPy A7} el A|FHTT.

IR AAFEe A, SIRPy A ZA, Ao F4 7FH Z=dde] MIME 4269 AEL xests A Y,
e o9t Hox 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 836%,

87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Ei= 99% M A TUAE Zte ik A el o
JNIPEH I/ HAAY; &Ale] B 7ha Zrele] Az 4739 NS Edshs dak A, T o9 Aok
70%, 71%, 72%, 73%, TA%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% W 99% ME FTLAHES zte A AL o3| AzPH=
SIRPy A7} 2ol Al&=tt.
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[0254] AN AA G A, SIRPy FAZA, Ao F4 7MH Zude] NAWs 4279 MEE Edets ik MY,

T o]t Holk 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% =X 99% A YE FUAAHE zrE HA AP o3
A@YEI/HAY; FAQ A JME Zrele] HEHE 4749 IS EFstE I MG, EE o9 Hojx
70%, 71%, 72%, 73%, 7A%, 75%, 76%, T7%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME FUAHS zke= A Ao o AIYHE
SIRPy A7} gle] A|FH ).

o

[0255] A5 AA G A, SIRPy FAZA, AL F 7PA Ewdle] NEHE 4289 NEE X¥ate Hat AE,
T o9} Hoj% 0%, 71%, 72%, 73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% M E FUARE ztE A Add 3
Az E/HAY; A9 A JME Zeele] HEHE 4759 HES st I MG, e o9 Hojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Hr 99% AME TAAL e Ak Mo o5 dFYEE=
SIRPy A7} Yol AT},

hul

O

[0256] A5 AA G A, SIRPy FAZA, A F 7PA Ewvdle] NEHE 4299 NEE Xt Iatk AE,
T oo} Hol& 0%, 71%, 72%, 73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% & 99% M E FAAHL zte A A Ao 93

JNIPEHI/HAV; FA 9 A 7HH TuQle] AEHE 4769 MES xgste I AE, Ee o9t Hox
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Hr 99% AME TAALS e Ak A o5 <dIYEE=
SIRPy A7} Yol A=),

hul

[0257] A AAGE A, SIRPy FAZA, BA9] F4 7hA Ercle] NAHE 4309 IS ¥ete it MY,
T olgk Mol 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Wi 99% ML TUAL 2 A Aho] o3
AzPE /A A A4 7PA mHQle] AEWE 4779 ADE Edtets A M A, e o9} Hojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 9% EE 99% MD FURS e Ut Adel o) dmPEE
SIRPy A7} el Alewt.

[0258] I AAIFeol A, SIRPy FARA, A F4 7P Zvdo] MEWsE 4319 AdS xdete A AY,
EE= oo} Hol% 0%, 71%, 72%, 73%, T4%, 5%, 6%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% i 99% XN E FUAL ztE AL AP )
Az E/EHAY; A9 A M Zeede] HEHET 4789 MES st I MG, e o9 Hojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% HEE 99% AMYE FAAS zt= A Ao Y FYHE
SIRPy A7} ol AT},

[0259] A5 AAIFeol A, SIRPy FARA, A F4 7P Zvdo] MEWE 4329 ADS xdet= A AY,
= oo} Hol% 70%, 71%, 72%, 73%, 74%, 75%, T6%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% T 99% XN E FUARL zE AL AP o)
Az E/EHAY; A9 A P o] HEHET 4799 MES st I M, e o9 Hojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% WX 99% AMYE FAAS zE= WA Ao Yo IYHE
SIRPy A7} 2ol AT},

[0260] AR HAAIFEol A, SIRPy FAZA, Ao F4 7P =ddo] MIE 4339 AMdS Edsts ik Ad,
EE= olg} Holw 70%, 71%, 72%, 73%, 4%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,

87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% T 99% N ¥ FUAL zZtE A AP o)
G/ A A 7HH =Hele] JEHE 4809 HES ZdslE A MG, e o9 Holx

70%, 71%, 72%, 73%, 7A%, 75%, 6%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,

90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% A FTIAS ztE= Al Ao i dFYEE

_62_



[0261]

[0262]

[0263]

[0264]

[0265]

[0266]

[0267]

SIRPy #A7} ol A|FHrt.

A% A GHA, SIRPy FAZA, A F4 b
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wollo] HEME 4340 AL Eebals S A,

EE olet HoAX 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,

87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%,
Az ar/= 7 @A) 44 7hd

SIRPy A7} Eof Al t}.

IR AAFHE oA, SIRPy FAZA, FA 9 S 714

wollo] AEME 4810 AL Eetals S A,
70%, 71%, 72%, 73%, 74%, 75%, 76%, T77%, 78%, 79%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% H+

97%, 98% T 99% A FUAS e ik Mg o)
Ei ols) Ao
80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,

99% A FAYS 2E AW ALe] o8 AmPsE

THole] MEHE 4359 HAL Felsl= A A,

A=)
L= olet HoAX 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,

87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%,
Az ar/= 7 @Al 44 7k

90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%,
SIRPY A17h 290e] ATk,

QR AAFHN A, SIRPy FAZA, FAS F4 sba
r 1=

87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%,
Az /=7 @A) 44 7hd

90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%,
SIRPy &A7F gl AlsH.

A AAGEelA, SIRPy FA=A, @Al w3 7ha
T 1=

87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%,
Img = /s A dalle] B 7ha =rQle] Adw

70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 78k, 79%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% H+=

SIRPy &A7} 2ol Azt

A AAGE e, SIRPy FA=A, @Al F 7k
T 1=
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%,

Img =/ A dalle] B 7ha =rQle] Adw
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%,

90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% H:+=

SIRPy A7} E-dol] Al Fgc}.

AGE I/ EH A A B P mwQle] A
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% iz
SIRPy A7} el Alsdt.

L=

wulole] MANE 4829 AL EeFshe A A,
70%, 71%, 72%, 73%, 74%, 75%, 76%, 7%, 78%, 79%,
98% T+ 99%

Zrglo] HEHE 4839 MEE *Edet= A HI,
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%,

98% T+

A AAGEelA, SIRPy FA=A, @Al F 7k
T olek AHolx 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ML TUPE

IR AAFE oA, SIRPy FAZEA, FA 9 T3 79

97%, 98% T 99% ME TAHE 2 A Aol o3
E= ol Aol
80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 8%, 89%,
N FAHE 2 WA AL o8] lmyse

Zrglo] HEHE 4369 MEE Edet= A Hd,

ole} Ao 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,

97%, 98% E& 99% AE U zte Ak Mgl o3
E ogh A=
80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
99% ME Tdde 2= Wk Ml o8 lmds=

wulglo] AAME 4379 AL TS A4 A4,

ole} Aol 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,

97%, 98% = 99% AE TAAFES zk= A Ao 93
5 4849 4GS EFSHE A NG, EE ofs) Hojxw
80%, 81%, 82%, 83%, 84%, 85%, 86%, 37%, 83%, 89%,
99% M TLdde 2o Gab Mo os) [lEFE =

mwele] MANE 4389 AQE EFsH B A,

ole} Aol 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,

97%, 98% = 99% AME FIAAES Zte A Ade 9F
5 4859 NS EPeh A4 A, i olsh Hojxw
80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
00% D BAHS e AN Do) o8] AmYHe
wrlgle] AQWs 4399 AP T o A,
Pl DR IR
5 4869 NS EPehs A4 A, B olsh Hojxw
80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,

99% ME LS e A ALl ofdl JI=aPEH=

Srjole] AAME 4409 4GS EFFHE 9% A4,

ole} Ao 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,

87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% & 99% A E TLAHS Z= A Aol 93

AGE /A G B P mwele] A
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%,

5 4879 4GS EFSHE A NG, T os) Holxw
80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
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[0268]

[0269]

[0270]

[0271]

[0272]

[0273]

[0274]
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90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% HEE 99% A E TUAHE zte= AL A do] 93] AFIHEH
SIRPy A7} o A&},

rr

o

A AA e, SIRPy FAZA, A9 F3f 7Pd Z=uele] IS 4419 HEE Edsts Hak A4,
T oo} Hol% 70%, 71%, 72%, 73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% W= 99% AE FUAEL zrE= A Ao o5
AzGHL/HAAY; A A 7FH Z=rele] MEHE 4889 MEE ¥Isle A MG, EE o9 Hojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Al g & dmYPHE
SIRPy A7} ol AT},

o

A5 AAIFHo A, SIRPy FAZA, Ao F4 7P Tddo] MIWS 4429 AEdS xdst= ik AL,
wE olgt Holw 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% A E FBUAHES zrE A A do) o3
AZGHL/HAAY; A9 A 7 Z=rele] MEHE 4899 MEE FIsle A MG, T o9 Hox
0%, 71%, 72%, 73%, 7A%, 75%, 76%, T7%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, B89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Al g & dmYEHE
SIRPy A7} Eof A|-gHrt.

A5 HAAIFHo A, SIRPy FHAZA, A F4 7P Trdo] MEWS 4439 AdS xdst= ik ALY,
EE olgt Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% A E FAHES zre A A do) o3
AZGHL/HAAY; A9 A 7FH Zrele] HEHE 4909 HESE FIsle A MG, EE o9 Hojx
70%, 71%, 72%, 73%, 7A%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, B89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAAE e Al Hgo] o dmPHE
SIRPy A7} o] #A|FHTT.

AR AXefoll A, SIRPy FAZA, Ao T4 7P Z=vglo] NEME 4449 HLDS Edate Ak HE,
T oo} Hol% 70%, 71%, 72%, 73%, 74%, 75%, 6%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% M E FUARL zk= A A Ao

AzGHL/HAAY; A9 A 7bH Zrede] HEHE 4919 HEE FFsteE A MG, EE o9 Hojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% L= 99% M E FTAAS = ak Mo o8 dmYE=
SIRPy A7} el #|FHTt.

A Al A, SIRPy BAZA, Ao 2 7pA Tclo] JAHE 4459 MES T A Y,
T oo} Hol% 0%, 71%, 72%, 73%, 74%, 5%, 6%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% A E FUARL zr= A A Ao o)
AzGHL/HAAY; A9 A 7bH Zrele] HEHE 4929 IS ¥Fste A MG, EE o9 Hojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% L= 99% M E FTAAS i uk M o8 dmYE=
SIRPy A7} ELloll #|FH ),

IR AAFE oA, SIRPy A=A, A9 S 7HH Zulo] NEWS 4469 ANES EEst= A4tk A4,
T oo} Hol% 0%, 71%, 72%, 73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% A E FUARL zt= A A Ao o)
G /EA0; A9 A 7bA =dede] AEHE 4939 AES ZIelE @A Ag, EE o9 FHolk
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Ei= 99% M E FTAAS i gk M o8 dmYE =
SIRPy A7} el A|FHLT.
Ax AAFE oA, SIRPy FAZA, Ao =4 718 Trolo] HANF 4479 MAL L &3t= ik A,
T oo} Hol% 0%, 71%, 72%, 73%, 74%, 5%, 6%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% M ¥ FUARE zt= A A o
A:YGH/HAY; Ao A b mude] MEWE 4949 NES s dal Y, EE o9 Hox
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[0276]

[0277]

[0278]

[0279]

[0280]

[0281]
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70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% WX 99% A E HAAHL zt= WA g 3 lIYEE
SIRPy A7} Lo A&},

A5 HAAIFHo A, SIRPy FHAZA, Ao F4 7P Trdo] MERS 4489 AEdS xdsh= ik AL,
EE olgt Holw 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% A E UG zrE A A do| o3
NFYEHI/HAY; Ao A 7pH E=dlo] MEHE 4959 ANES xFstE A AG, EE o9 Holw
0%, 71%, 72%, 73%, 7A%, 75%, 76%, T7%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAAE zte Al g & dmYHE
SIRPy A7} Eof A|-gHrt.

AN AP A, SIRPy FAZA, A F 7 Zdle] MAWE 4499 MES sk A A4,
T oo} Hol% 70%, 71%, 72%, 73%, 74%, T5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% M E FUARL zk= AL A Ao )
AzGHL/HAAY; A9 A 7FH Zrele] MEHE 4969 HESE sl A MG, EE o9 Hojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Hal g & dmYPHE
SIRPy A7} Eof A|-gHrt.

B AAFE A, SIRPy FAZA, A F4 7MH o] AT 4509 MDS XFst= Ik g,
T oo} Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% M E FUARL zr= A A Ao )
AT u/HAY; A A PH mrele] AT 4979 HAS EEstE A A, wE o9 Hojn
70%, 71%, 72%, 73%, 74%, 75%, 76%, 7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Ei= 99% M E FTAAS = ak Mo o8 <dmYE =
SIRPy A7} o] #|FH).

AR A efoll A, SIRPy FAZA, A T4 7P =vgle] T 4519 DS Edate ik Hd,
= oo} Hol% 0%, 71%, 72%, 73%, 74%, T5%, 6%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% M E FUARL zr= A A Ao )

AIZGEHL/HAY; FA ] A 7 Zrjle] AEHE 4989 M EE EFste= M MG, e o9 Aojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Ei= 99% M E FTAAS e ak Mo o8 <dmYE =
SIRPy A7} el A|FHT.

AR AA el A, SIRPy FAZA, A 4 7 Z=rdle] AW E 4529 HEDS XFat= A AL,
EE ol8t Holm 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% W= 99% AE UL zrE= AMA Ao o5
TG I/HAY; A A PH mEele] AT 4999 MAS EEslE A A, wE o9 Holn
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% L= 99% M E FTAAS i Fak Mo o8 <dmYE=
SIRPy A7} el #|FHLT.

AR AAFeel A, SIRPy A=A, A 4 7 Z=vdle] HIME 4539 HEDS xFet= A AL,
T oo} Hol% 0%, 71%, 72%, 73%, 74%, 5%, 6%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Wi 99% AE UL zre AMA MG 5

AP /G A9 A 7hH m=dele] HEHE 5009 IS EdelE A D, wE o9 Hojn
70%, 71%, 72%, 73%, 7A%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Ei= 99% M E FTAAS e gk M o8 dmYE=
SIRPy A7} el A|FHT.

o

A5 AAGEj A, SIRPy FAZA, A F 7IH LHQlo] XNEHS 4542 AES X3t I A4E,
wE oot HolX 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% T 99% A& UL zk= AL Ao o3|

hu
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[0287]
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JNIGEHIL/H AV A o] A4 7k =wdlo] AEHE 5010 AES E§stes I Ad, e o9 Holw
0%, 71%, 72%, 73%, 7A%, 75%, 76%, T7%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Al g & dmYEHE
SIRPy A7} ol AT},

AN AAGE oA, SIRPy FAZA, A2 T2 7 Z=rgle] NIWE 4559 MIS Eget: it Y,
= oo} Hol% 70%, 71%, 72%, 73%, 74%, 5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A E FUARL zkE= AL A Ao )
TG HI/HAY; A A PH wmrele] LT 5029 HAS EIslE A AL, wE o9 Holn
70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Al g & dmYHE
SIRPy A7} ol AT},

AN AAFE A, SIRPy FAZA, A F4 7t Edde] NEWE 4569 A DS X3l 2k Ad,
T oo} Hol% 70%, 71%, 72%, 73%, 74%, T5%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% W 99% AE FUAEL zrE ;A Ao o5
NFIPGH/FH ALY A9 A 7pE Eddde] MEHE 5032 HEE EgshE I MY, T o]9 Hojn
70%, 71%, 72%, 73%, 74%, 75%, 76%, 7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Al g o dmYPEHE
SIRPy A7} o] #|FHT.

AR AAF el A, SIRPy FAZA, A2 F4 7bd Z=rlo] 4EuE 4579 MES ¥FslE X MD,
T oo} Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% M E FUARL zr= A A Ao )

AIZGEHL/HAY; FA e A 7HH Zrjle] AEHE 5049 AEE EFste A AE, e o9 Hojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Ei= 99% M E FTAAS e ak Mo o8 <dmYE =
SIRPy &A|7} £l A3},

g AAFEo A, SIRPy A ZA, A F4 7hH Z=dde] MIME 4589 ML xasts A Y,
T oo} Hol% 0%, 71%, 72%, 73%, 74%, 75%, 6%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% M E FUARL zr= A A Ao )

AFYHa/HAAY; Ao A 7PH Eucle] I E 5052 AES EIEE A HE, EE o9 FHolx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 8%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% L= 99% M E FTAAS i ak Mo o8 dmYE =
SIRPy A7} ELlofl Al FH ),

A5 HAAIFHol A, SIRPy FAEA, A F4 7P =dlo] MEME 4599 AMAE E3ete i AL,
L= o)s} Holm 70%, 71%, 72%, 73%, 74%, 75%, 76%, T7%, 8%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% FEX 99% A E FUARL zk= A A Ao o)
AFYHa/HAAY; Ao A 7P Eucle] AJEME 5062 AES EIEE A HE, T o9 FHojx
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% L= 99% M E FTAAS i Yak M o8 dmYE =
SIRPy A7} el #|FHY.

AN AA G, SIRPy FAZA, A F4 7HH Ele] AEWE 4609 A DS Edel= A Ad,
= ole} A% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% =X 99% A E FAAHES zre HAL A do| o3
TP/ H A FA e A 7 =Hdle] AEWE 5079 AES EFstE A AD, e o9 Holw
70%, 71%, 72%, 73%, 7A%, 75%, 76%, T7%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAAE zZe Hal HFo] o A=PHE
SIRPy A7} ELloll A FH ).

AR A efoll A, SIRPy FAZA, A T4 7 =vgle] HAEWE 4619 MLDS Edats ik Hd,
£ o)k Aol 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
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[0290]

[0291]

[0292]

[0293]

[0294]
[0295]

[0296]

[0297]

87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% A E UG zrE A AP o3
AIAGEH I/ AY; Ao A 7 =dde] MEAME 5082 HNES x§s= £

0%, 71%, 72%, 73%, 7A%, 75%, 76%, T7%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, B89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAAE zte Al Hgo] & dmYPHE
SIRPy A7} ol AT},

A5 HAAIFHo A, SIRPy FAZRA, Ao F4 7P Tddo] MERS 4629 ALdS xdst= ik AL,
EE olgt Hol% 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% A E UG zrE A AP o3
AZGHL/HAAY; A9 A 7MH Z=rele] HEHE 5099 MESE F3sle A MG, EE o9 Hojx
0%, 71%, 72%, 73%, 7A%, 75%, 76%, T7%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAE zte Al o] & dmYHE
SIRPy A7} ol AT},

A5 AAIFHo A, SIRPy FHAZA, Ao F4 7P Tddo] MERS 4639 ALdS Edst= ik ALY,
EE olgt Holw 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% X 99% A E UG zrE AL A do) o3
AzGHL/HAAY; A9 A 7 Zrele] HEHE 5109 HEE FIsle A D, EE o9 Hojx
0%, 71%, 72%, 73%, 7A%, 75%, 76%, 77%, 78%, 7%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, B89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% ME TIAAE zte Al Hgo] & dmYPEHE
SIRPy A7} 2ol AT},

Ay AAGE el A, SIRPy @A =AM, A9 = 7P ErQle] MAWE 4649 MEE sk 4t M4,
T olgh Mol 70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%,
87%, 88%, 89%, 90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% Ei= 99% ML FUAAS Zt AW Aho] o3

A== /=AY FAe] A4 7hi =HQle] AAWE 5119 AEE Edtahe it ME, EE o9} A=
70%, 71%, 72%, 73%, 74%, 75%, 76%, 77%, 78%, 79%, 80%, 81%, 82%, 83%, 84%, 85%, 86%, 87%, 88%, 89%,
90%, 91%, 92%, 93%, 94%, 95%, 96%, 97%, 98% EE 99% AME TUHS e A ML o3 JdIFHE
SIRPy A7} ol #lz€rt.

EONAWES £ B ANUES ool die Egete MEE Aenh. AT AAFHAA, Wee] i
e 3014 AeEE W A F Qoo sh) ol TeBh A% AAGEA, WEE B WE
B Aotk A% AANFeAA, WEE E4F WEolt. 9% AAFHAA, WEE vole s ol

IR AAFHeol A, Ehel AlFE SIRPy &A= SIRPy FAE LA 7= Wl AFs 27 stollA AxE )
ow AMHM, 7|4 AE= WEHE EIet

II. SIRPy A &=
A. SIRPy oI¥ A¥E 37

Fc 7]l AIE 2248 fx3ts WHoe=A, SIRPy oHd AXE B AWES A9 Fe &+ SIRPy A9t
AFA71E SAE 2@ste Wil B ATH. 7] WS AgI e AAA 3= 5 o,
AR AN, HFE uZde A oFEA HE EAZE(ADCP)S FHtsit, AR AAFHE A, Ax uz
2 A o= AEFAHADCC)S FHkst. A5 AAFHA, MY 1242 BA &4 AESAZ (O S F
watth, g AAFHP A, AE 1728 ADCP, ADCC Z CDC F 3k} oS Fwkelith, E 7HAM1%4 st
ojdel Fe A3 ude F7te 24T F Qi

AR AAFEA, AXE ASH(EAASE) deel Ak, d99 o2 Ex WAYSF FollE glo] 7N
A9l SIRPy A= WU TAX, EA43tE THE, 278 TAX &= 4397 e TAZ(EE e
AEL)E SHHoz ugA7|E d A2 4 A5 AAYE A, o]& E= WAUFA FolE §lel],
ol & ] ] dF AA °

[¢3
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kel TA3EO| A 2] SIRPy < ]11:'1_’:__ SR
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[0308]
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[0310]

[0311]

[0312]
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e T}

QR AAFEjoll A, SIRPy F3 AFEE= SIRPy & THEo|th, A% AXNFefoA, SIRPy & TAHEE
olv Atejol v}, AR HAFHEjol A, SIRPy L& TAXE FAZFE(XIH) Ao k. A7 DAl
A1, SIRPy ¥ TAEE &3E Aol vk, <5 AAFeelA, SIRPy 3 TAEE vEstE Al
ATk, AF AAFEHAA, TAZEE AMxsd TAE, 9 TAXE, 719 TAE, 24 TAXE, A TAE, A
9 #E EW TAE, SE(a B) TAE T2 Aebdel(y §) TAECT. d5 AAFHA, THEE o]
H THX, 23 7)o TAE, ol#E 7)o TA®E, 233 TAE T 2t o]dlE 79 THFolth, d¥ AN
Bloll A, TAI¥EE (D4+ Mu CD8+ TAHIXE, CD3+ TAIZE, Thl M3, Th2 AZE, Th17 AE £ 234 A TA
Folth

X AXFE A, THAEE D3+ THE, CD4+ THE, CD8+ THIE, CD25+ THIE, CDE9+ THE L/E= PDI+ T
MEoltt, dF A béﬂ%oﬂxi, TA3Z= CD4+/CD8+ Txﬂiowr. IR @A]ﬁﬂﬂ%oﬂﬁ Tﬂuc CD69+/CD8+ TAE
QB AA G o A, THEE (D25+/CD8+ TAIFEo|th., AR AAFejoA], TH I PDI+ TAEo|t}.

Q

BoAUEe] 54 SIRPy AT Ed 54 AZ fE04 $AHQ A% F5 Fe i) nge e,
gl ol mi lAUZE el glol, E AAWES] SIRPy A= 5 AX FI(5A nAZ AT,
w5 e QE(AEE, 27F) AXE SHRoR wAAYE O ASE & Aok, oE mi WAY
Zol Fol® glo], ol 54 THIE MHAECNe 54 SIRPy &% (F Sol, AGWE 1 WX 3, 2
370 AAE ola¥)el AEH WHoR A 2D & Uk,

SHH AFE Fx AL F8 E P AE FejolA] I A vlaste], Hojw Lsu), Holw 2u,
Holw 3u), Mol 4w, Hojw 59, Mol G, Holw 7u), Holw gul, Holw owl, Hoj: 108, Hojw
159, Aol 20w, Aol 25w, i AXo] Mol 50 = glr.

Fo w7l gre] S7b % A% 58 Ex dx A% gejeld waE g wastel, folw 15w, ol
= 2w, Holw 36}, Holw 4w, Holw 5ul, Holw 6u, Mol 7uh, Holm gu, Holw 9w, Folm 104,
Holtw 15w}, Hojw= 20w}, Aol 25w, wi= Axo] Holw s0M & glv.

QR AAFEA, B AN 54 SIRPy FAE AFHA ke DA vmste], BN () T4
Zol g $A49 A 1L ek,

QX AX ol A, B Aol EA SIRPy A= SIRPy 23 (D8+ TAHIFo| that 9M2 el Ay nas
[Ra=a]
QX AX Yol A, B Aol EA SIRPy A= SIRPy 23 D4+ TAHFo| that M2l Ay nas

QX AN A, B Aol EA SIRPy A= SIRPy 23 (D8+/CD69+ TAH Fol| thak M=l At}
2725 e

A AN A, B AN e] EA SIRPy A= SIRPy 23 (D8+/CD25+ TAH ol thak M=l At}
2725 e

AR AAFHe oA, B AAHLS EA SIRPy &A= SIRPy 23 CD4+ THESF vlusle] SIRPy & D8+ T
AEo et Ml Ay uAdS ek

AR AA el A, B ALY EA SIRPy A= SIRPy 23d D8+ THZ 9 H)wsle] SIRPy & (D4+ T
AEo thet Ml Ay uadS ek

Q- A el
CD8+/CD69+ TAH| 30l

>

£ 54 SIRPY A= SIRPy & (D8+/CD69- TAH3ES} Hlw3sfe] SIRPy &
Z o

B
o
AR AAFeo) A, B ARANEe] 54 SIRPy A= SIRPy o3& (DS+/CD25- T4 vusdle] SIRPy 23
CD&+/CD25+ TAHI 3] of A9
B

UK AA ol A, ALl EA SIRPy &A= PD1- TAZ< v]aste] SIRPy & PDI+ TAHZo] thsh
Aol Agy} udS YERdT,

A AAGE A, A=A @2 TAES vlaste] A=g TAE] ek 2} uzd

r_>c i

=
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T
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Al A=, 371

=1

1

tlo
ml

z3te] 7] NAe TP PAVt g

2
e
)

a. & 2119 CDR-H1 o}m]:=2F Ag; AEWHs 2479
At Y AE9WsE 1029 CDR-L1 ofr) =2k A9
CDR-L3 o}m]) =2k A4,

CDR-H2 o}u|:=Al Hd; HIHE 2792 CDR-H3 o}
; G E 1409 CDR-L2 olm=At A4Y; 9 I s 1699

Q

b, A<d¥s 2169 CDR-HI olu)x=4F Ad; AI¥HE 2549 CDR-H2 ofvx=AF Mg; IS 2869 CDR-H3 o}
Al 4 g S 1089 CDR-L1 obveqt M E; AEH s 1449] CDR-L2 ofv| it Ad; 2 M E 1769
CDR-L3 o}m| =2 A<,

c. AE¥W3E 2139 CDR-HL ofv):=At AE; AEWE 2499 CDR-H2 obvw=ak A4d; Agd¥ 3 2902 CDR-H3 o}
Al 4 g S 1129 CDR-L1 obv])eqk M E; IS 1489 CDR-L2 ofv|weAt Ad; 2 A E 1799
CDR-L3 o}m| A A<,

d. A<E¥s 2219 CDR-HI olr):=4F Ad; AE¥Ws 2579 CDR-H2 ofv]x=4F Md; Id¥E 2919 CDR-H3 o}
=2t A IS 1132 CDR-L1 obv] =4k Ad; I E 1439 CDR-L2 obvi=it ME; 2 MEHE 1802
CDR-L3 o}m| =2 A<,

e. AdE¥ls 2229 CDR-HI olr)x=4F AY; AEd¥Ws 2589 CDR-H2 ofv]x=AF Md; Id¥HE 2929 CDR-H3 o}
=2t M I E 1062 CDR-L1 ofv] =4k Ad; I3 1499 CDR-L2 oflvi=it ME; 2 AEH T 1819
CDR-L3 o}r| =2 A<,

f. A9 2229 CDR-H1 oln|:=Al A d; AIHE 2629 CDR-H2 o}n|=At A E; AIHE 2979 CDR-H3 of
=2t A IS 1182 CDR-L1 obv] =4k Ad; I E 1439 CDR-L2 oflvi=it M E; 2 AEH T 1862
CDR-L3 o}m| =2 A<,

g. X933 2269 CDR-H1 o}v|:=AF A d; AIHE 2639 CDR-H2 o}n|w=AF A AdWE 2999 CDR-H3 o}
Ak 4 g S 1209 CDR-L1 obv)eqt M E; IS 1409 CDR-L2 ofvn| it Ad; 2 Adi S 1889
CDR-L3 o}m| =2 A<,

h. A9H3 2169 CDR-H1 o}v|:=4F A d; AIHE 2669 CDR-H2 o}n|:=AF Ad; AdwW3E 3039 CDR-H3 o}
Ak 4 IS 1249 CDR-L1 obv)eqt M E; IS 1439] CDR-L2 ofv| it Ad; 2 Adi S 1919
CDR-L3 o}m| =2 A<,

i. Mgz 2349 CDR-H1 ofr)x=2F Md; AdHS 2499 (DR-H2 o}k A d; A9H3 3082 CDR-H3 o}
Ak 4 g S 1279 CDR-L1 ol et A E; I s 1559 CDR-L2 ofv| it Ad; 2 Adi S 1969
CDR-L3 o}m) =2k A4,

j. A9W¥E 2409 CDR-H1 ofw:=Al A d; AIdHE 2509 CDR-H2 olm|x=At A d; IS 3159 CDR-H3 of
Ak 4 9 S 1099 CDR-L1 obv) st M E; IS 1439] CDR-L2 ofv| it A 2 Adi S 2039
CDR-L3 o}r| =2t A<,

k. A9WF 2169 CDR-H1 o}v|w=at Ad; AEW3 2499 (DR-H2 olvx=At Ad; A<E¥3 3189 CDR-H3 oF
=2t M I E 1359 CDR-L1 obr] =4k d; 493 1629 CDR-L2 ofvi=it M E; 2 AHEHE 1892
CDR-L3 o}m| =2t A<,

1. A<E¥ls 2439 CDR-HI o}m):=4F Ad; AE¥HE 2499 CDR-H2 ofn] =4k Ag; Id¥HE 3219 CDR-H3 o}
=2t M I E 1362 CDR-L1 obr] =2k Ad; I E 1649 CDR-L2 o=t ME; 2 AEHE 2072
CDR-L3 o}m) =2k A4,
m. AEHZI 2449 CDR-H1 ofm|x=At AE; AHEHE 2569 CDR-H2 ofr]:=4t AL; HEHs 3239 CDR-H3 o}
sk 4 9 S 1379 CDR-L1 obv) et M E; A9 s 1662 CDR-L2 ofv| it Ad; 2 Adis 1699
CDR-L3 o}w =k A Y,
AN 49 HolEE FHzxate], 3A) 83, 84, 85, 86, 83, 89, 90, 92, 94, 95, 96 L 97L& AFH A kL TA|
Zo} vlaste] A= TAE i8] S7bd AdS ek, ol $ A9 (DR AE3 VH/VL gL & 13
E 29 AAE ] AT},

AN AAFHANA, Di+ TAES vlawste] D8+ TAEe] $HHOR AGste] o] & maAA/E AAH P

v
=
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[0340]

[0341]
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o=, A7 % 1& s 37 AdS st A7 xshEn: AEiE 2169 CDR-H1 ofv=it A E; A
A3 2549 CDR-H2 oln|w=Ab Ad; AE¥3E 2869 (DR-H3 olv]xAt Ad; Ad¥W3 1082 CDR-L1 o} x4k
A AdHE 1449 CDR-L2 O}U]_‘t’\P MqE; W qEHS 1769 CDR-L3 ofv A A 4.

AN d 45 FZzsle], A 84 (D4+ THES H|wsle] (D8+ THEd $HHog AFsc)l, o|gd 39
CDR ME93} VH/VL AES F 13 F 20 AAEo] QlT).
o] CD69+/CD8+ TAIE B CD25+/CD8+ TA|XE
I 1S FxEte] 87 AES x3ehe A
549] CDR-H2 olv]:=2F M ;s MEHE 2869
AW S 1449 CDR-L2 oAb AMd; 2 A4

AR AAFElel A, CD69-/CD8+ THIE % CD25-/CD8+ THIES} H]
| $RF s Ajsle] o] uAAE A A=, 4
7b 2T 4GS 2169 CDR-HL ofn|eit HY; Hdus
CDR-H3 o]zt N HEME 1089 CDR-L1 ofw] it A d;
W3 1769 CDR-L3 oFw| it A,

2

2
7]
25

Q!

A 49 dHolHE Fxste], A 84% (DE9-/CD8+ TAIE = (D25-/CD8+ TAHIES} H]usle] CDE9+/CDS+ TA
X 2 (D25+/CD8+ TA|Xo| -xF o=z Agtsitt, o]edt el (DR AL VH/VL ALES & 13 F 20 AA|

~

e o
oo
rkfl Y

HHez Aeste] o5 ndA 7= AAIA] A

A AAFE A, PD1- TAHIESF Hlalgte] PD1+ TAE] <

= A7 B 1S BRI &) AdS xdets a7} o
a. AEH3 2139 CDR-H1 obv|=AF A d; MG E 2499 CDR-H2 ofw]=AF A AIHF 2909 CDR-H3 o}
Ak MY H AHE 112¢] CDR-L1 o}u|x=AF Md; HEHE 1489 CDR-L2 olu|:Aal Hd; 2 HEHIE 1799
CDR-L3 o}v| =it M4

b. AEWE 2229 (DR-H1 ofr]x=4t M E; AEHE 2629 (DR-HZ2 ofF]:=4t A E; 9% 2979 CDR-H3 of
=gk A AEEE 1189 CDR-L1 ofv| At A d; IS 1439 (DR-L2 ofH|:il A 2 A IS 1869]
CDR-L3 o}m| =4t A&

c. AEW3 2169 CDR-H1 olmx=AF Ad; AMEHE 2499 (DR-H2 ofv]x=2F A d; AdH3 3189 (DR-H3 of
=2t ) IS 1359 CDR-L1 obv] =4k d; I3 1629 CDR-L2 o=t ME; 2 AEH T 1892
CDR-L3 o}m| =2t A< ;

d. A<EW3s 2449 CDR-H1 ofv]x=2k Nd; AIH3Z 2569 CDR-H2 ofn]x=2F A d; 93 3239 CDR-H3 o}
Ak 4 9 S 1379 CDR-L1 obv) et M E; IS 1662 CDR-L2 ofv| it Ad; 2 A E 1699
CDR-L3 o}m| =2 A<,

AN 49] HolE & Fx3lo], A 85, 89, 95 @ 97 PDI- TAHZ %} H]wsle] PDI1+ TAH X $HA oz A%
shoh. o]k &A1) CDR AEd VH/VL Ade Z 13 T 20 AAHo] rt.

AQr A FE oA, SIRPy w3 A ¥ SIRPy U3

Z

=]
= T =
s el 9 5 glor, $Aow ngg
K

oe]
X
kel
o
=
e
4
i

A& efoll A, SIRPy 23 BHZE &

i

Elol A, SIRPy W& MEE NKAEZo|th, dF A e, SIRPy @& NKAX+= EAstd A
A

o, 4o

O fAINE2] Fe gf SIRPy SHAle} HEA1719, ADCCOl ]38 SIRPy
nZET, Ay AAFe 1 SIRPy &A= ADCCE Zol% 20%, Aol%= 25%, Hol% 30%, 2o
40%, Hol% 45%, A% 50%, HoJ% 55%, Hol%E 60%, A% 65%, HolE 70%, A% 75%,
T 85%, Hol% 90%, Hol& 95% L= Aok 99% Z7FAlZIth, A7) BHES AdH EE A

oA dE = vk, SIRPy d Alxs sk Al & ¢ n. SIRPy 2E Az 3] 1A
5}_:

A M EZE
. BAIE == NKAEY 5 it

Hil

Els 2 2 ANES Fe &7 SIRPy A9 HEAIZIH, ADCPol 9l&] SIRPy

22T, AdY AAFE A, SIRPy A= ADCPE Hoj:= 20%, Hol% 25%, Zol&x 30%, & o]

40%, HOAE 45%, Ho|% 50%, A% 55%, HE 60%, AT 65%, HAE 70%, Hol% 75%,

% 85%, HoJ%E 90%, AoJ% 95% W Holw 99% Z7AIFITh. A7] WS AddY e A

Aol A ed 4 k. SIRPy 2 Alxe E4std Aol S 4 dvk. SIRPy T AlX= 7] 714
H nle} o] TAIE, BAIE H=E NKAZELD 4 Q).
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AN AAIFElA, SIRPy & AEE 2 WAWE] Fe i SIRPy FASE HFA7]H, CDColl ]3] SIRPy

wE A2l nzdEch, 43 AxFelA], SIRPy A= (DCE Aol 20%, A% 25%, Hol% 30%, Zol=

35%, Aol 40%, Hol% 45%, Hol% 50%, Zol% 556, Hol% 60%, ZoJ% 65%, ZHol% 70%, HoJ% 75%, Z

80%, Ao]% 85%, Zol= 90%, Ao]% 95% W Holk 99% Z7HAIZIYE. A7) e Alddy e A

el Al FE 5 vk, SIRPy 2d Alxe E43tE AHel s 4 vk, SIRPy od Mx= 7] 7AlE

uke} Zro] TAIFE | BAIE TE NKMZEY = Qo).
s

Y
2

oI5 Ar e, SIRPy T MEE # MAWNES Fe 3+ SIRPy A9} HFA171|, ADCCF ADCPel <] 3
SIRPy & Alx7} mzZgch, A8 AAFeolA, SIRPy A= ADCCSH ADCPE zHzh #H o= 20%, 2oj:
25%, Hol% 30%, Hol% 35%, HOJE 40%, Hol% 45%, Hol% 50%, A% 556, Hol%E 60%, Hol%E 65%, 2
A% 70%, H%E 75%, H%E 80%, HE 85%, HJE 90%, HoJE 95% E: Holm 99% Z7FAIZITEH. 7
WL Ay e AAUAA FdE 4 k. SIRPy #HE AxE &45tE el S 5 Ak, SIRP
y B Alxe A7) 71AE ukek 2ol THE, BAIE Ee NKAZY + 3L

A AAIFEH A, SIRPy od AEE 2 AA WL Fe f}fj SIRPy @A} HZA17]H, ADCCe} CDCol 23]
SIRPy & AE7} w2k, A8 AA e o], SIRPy A= ADCCS (DCE 22t Hoj: 20%, Zo]X% 25%,
Aok 30%, Hol% 35%, Hol% 40%, Ho]% 45%, HoJ%E 50%, HoJ%E 55%, % 60%, Hol%E 65%, Hol%
70%, A% 75%, A% 80%, Hol% 85%, Hol%E 90%, Ho|E 95% Wi Ho|E 99% F7FAZIT. 7] HHS
AN s AAWA 3= = ok, SIRPy 2 AlXs &43tE dEldd S 4 vk, SIRPy d
AEE 7] 71" vkel Zo] THE, BAIZE = NKAXEY 5 9l

Ay AA el A, SIRPy 2d AlEZE 2 JHANHES] Fe g SIRPy @AIek HEA171%, ADCPeE CDCOll 2] =l
SIRPy & AE7t :maddct, A5 AxFeolA, SIRPy A= ADCPS} CDCE ZHzt Holk 20%, HolXk 25%,
Aol 30%, Holx 35%, Holx 40%, Holx 45%, Holx 50%, Holx 55%, Holx 60%, A% 65%, Foj:
70%, Zol% 75%, HoJ% 80%, Hol& 85%, Z ol 90%, Zol% 95% i FHol%E 99% FIFAIZITE. Aby] HPHS

Al B A sdE 5 9ok SIRPy E AlEs 23k Al s 4 9ok SIRPy
AZE A7) 7149 vheh o] THIE, BAX = NKAZY 5 vt

g AAFEfo A, SIRPy Ld MEE 2 ANL] Fe 3% SIRPy &A1 HZA7]|, ADCC, ADCP 2 CDC
of o3 SIRPy & A7} nzEv., A AAIFGe A, SIRPy A= ADCC, ADCP ¥ CDCE 77 Ho=
20%, Aol% 25%, Hol% 30%, HoJ%E 35%, A% 40%, Hol% 45%, HOJE 50%, Ho% 55%, Hol%E 60%, 2]
)% 65%, Hol% 70%, x4o1t 75%, Aol% 80%, Hol% 85%, HOJE 90%, Ho|E 95% i ZHo]E 99% F7}A]
k. 7] e AREY Be A FdE 4 ik, SIRPy #E AxE E4stE AdEd ds &
olth. SIRPy W& xﬂEt L71 719 Akt o] TAIE, BAIE £ NKAZEYD 4 ).

B. X=4% SIRPy A

ol Aol ol wheh o], SIRPyE ANSm ool AFst: WA Lol AFE. Q¥
AAGEAA, 7] FAE SIRPyel tld (h4are] ATS WalskA vh. A¥ AAFHeIA, 4] FAE
G5k SIRPy WE Azol disl F7hE A vrhich, ¥elo] AAE A el ARAlel g
9
webd, A% wE gee] ARS Wew st el A9 m= PuE ARskt oA, AR FEY
of & AANES) SIRPy FA, Ei= olo] ohAletd 2RS4V WOl Felai wAE Zdsh el
welo] AFHh, Q¥ ANGEeNA, e EHF daelth. AW ANGHIA, LHF e A7 oA
ofth, A% AAFHNA, LHF e WA FAF, % Hol AwETs dgelolth, A% AAFdol
% Hol wpgolm, olo] wel AR Fist mAYHH A =]

AANGEANA, B AFH Fe 3 SIRPy A= A3 wx= HEY a2S ¢ tiitelA] SIRPy &
< S ] SIRPy W& AE Y 4015“45}

Q% AAFEA, SIRPy WE AL BYSE deel Ark. dole) o] Ei wAUZel FolE glo], ¥
AAUS SIRPy FAE vol THZ(EE T AX)E wEsws Wage S458 THZ(EE OE A
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A5 HAAIYE A, SIRPy & MEZE SIRPy 9 skt o]/de] ojads waAzIty. 4 HAAIYHAA, A=
4 gaee] @A) i ohAsh] RS ofE S0 ANC, AP R/E= CDCol ols) tAklA SIRPy W A
E AES 1AA7= b SRS 4 AAYEHA, SIRPy T AxE 24 A Aot tE A4
el A, SIRPy &&d Axe 3t dF AAYFEAA, A2 3122 &3] &5 o9& o}

A5 AAIYPE A, Edof|] AFH Fe 3 SIRPy A= A7MHY, 95, B5 T4Hd 23 == #HH A
o f8&3itt. A5 AAHe oA, Edo] AFE Fe g SIRPy A= dl7loA Aeisde A3 = H
o Age F&atth: 54 2 A4 A HEH, 54 34 HE3sAE, 34 354 HEHSYE, 34 2ER
T4 Ay (ALL), B4 A WgH(AML), oft<H(Addison's disease), A<l ¥ A"EW(Still's

3
ohEs) MR, AU e, AT YAy

Z

<=,
F3 3, A HFAE G (AxSpd), B =AF wEwueb = (Birdshot Retinochoroidopathy), 7H< % (Castleman
=
3

ARPET FUG, HSCT F o4 As, o2A

g Askd G349, =54l 39 (Rasmussen
& (Schmidt syndrome)/A}7FA S thyji#

s

(e}

, 2
W] Ags, ZgoldAd TFTADS), AEE, AAEH
<& 's

g

o~ A
A

f Person Syndrome), 2t 5%+ (Susac syndrome), ®7+Al <3,
A ol 5 AEA(STIA), A FHFEF2(SLE), THEF w7 128 7|3 o] ARTEE, THAXE Az
Z
Z

1
3 OMEH(IPLL), 19 9, 27] W9 19 9ny, 498 099, TEue, muE, - 3 g
A

T , Rk A 3

T, 2 X-Ad HESAA A3

AR AAF oA, ol AFH Fc & SIRPy A=, £ MAWNEY 54 SIRPy FA7F 4420 39+
& A4S vedttn geld 9= viel Zo], D8+ TAHIZ 93] fEE= A3 = W (oS 5o, BN
z7] Wy 18 Jdad)e] X80 &3t

K of Alg¥ Fe ¢ SIRPy A=, & ZAAIWEe] 574 SIRPy &A7F 4430 THZ
9 Ae dEkkival 2 gl nkel o], D4+ TAIZe] ofsf fes= Aok £ WEH A5l

AR AAHE A, EPo AFH Fe T SIRPy A= D8+ E CD4+2l THE ol futys= A3 = |
o]

| st

QR ANHel A, Bl AFH Fe T4 SIRPy AL, ¥ ANUES] 54 SIRPy @A $A4 THE
SHARY A vehdnka delA Qi vk Bol, 3+ TAXA €3] fusE 4T wx WHe) Az #
&3t

QR ANHel A, Bl AFH Fe T SIRPy AL, ¥ ANUES] 54 SIRPy @A $A4 THE
SHARY AFATS eharkn deld Qe vke gol, 25+ TAZO] ofs) sl 4wt gee A=

QR AAFHelA, Bl AFTH Fe T SIRPy WAL, B AL 54 SIRPy WA $AA TAE
ah9lfd ATS UEha el i ek 2ol (6o TAIFEA ojd fuEE A% wE Weel AR &
g3t

QR AAFHelA, Beol AFTH Fe T SIRPy WAL, B AL 54 SIRPy WA $AH TAE
Shela AT vepdcha deld Qs vhsh o), PDI+ TAIEA o8] fuEE Ad me el Aol
g3t

AR AAFHelA, Beol AT Fe T SIRPy WAL, B AL 54 SIRPy FAE A4 TAE
ah9lfd ATE eIt shelAl gl vpeh o], (DA+/CDst TAIEo] ofs] §uE: AR wr wele Aw

o

A5 ANl A, 2ol ATH Fe g7 SIRPy A=, £ /MAWES 574 SIRPy &A7F 5441 TAE
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Fo @4 SIRPy @A, 2 ANNEe 54 SIRPy FA7 $
A Sl wish o], (D2sH/CDs+ TAIZS] o8] HUEE A% E: Pue

o

=
>
=

FE 2o AjAE SIRPy Al F o= she}, A
FAHY 2AES ATHL. A5 AAFH

pul

o}
o] ARl Agstes APt
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Q
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=
)
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4
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T
o
=
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Q
-
o
g.
=
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P
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o
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<
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>
o
&
(o3
-
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[
i
b
5
-
D
[aN
2.
w
(e}
=
e
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~
>

9

ELE S
284 SIRPy YA £
Aol 71AR ASg SIRPy A AW Fole AWy, S5, Fsw, FhE, FTE, 3=,
Wz, hehiE, AL, HAWE, NgRE, FAUeR, JEAES
9. A Rt FA EE RS F UE 4 vk Ay AAG
AUz Folfth, A% AAFEA, B AAUE] SIRPy FAE 2
w AUl SIRPy @A
A8 5 ATH] A A9 AFF 2IA, GA

2o e e &
ofk

>
4 1ir

I~ I~
A, T

(<38} ’

3o
£ L

AA| Kl FoJ&Fol =, E JRAWE2 SIRPy A 5 stUE oF 0.5 mg/kg, &F 1 mg/kg, 9 3 mg/kg, °F 5
mg/kg, °F 10 mg/kg, °F 15 mg/kg, °F 20 mg/kg, °F 25 mg/kg, °F 30 mg/kg, °F 40 mg/kg H+= <F 50 mg/kg?]
ggog Folae Zo] E3HEHT},

F. A& &4

2o Algd FAE =P A 54E 98] A" § slvh. 6 5o, WAEe FAE SIRPy vl Fojol
EAE AFIAY, Fol A dgelA SIRPy FES AESY] Adl(F Sol, 9 degowA) Aed F
21t

1. 7]E 2 A= 2

2 ONAIN S ESE Bl JIAE FA F ol sk, e Bl JIAE dole] At 2AdES EEEe
7E e Al EEFS ATst. 45 AAFEHA, 7IEw Edd AR dele] WS sty 9% A
BA ARE F7IE 23 4 k. A AAYH A, 7|Ew B A" A D/Ee FATH 2A4E
S 97 H% 2 8] e vpolds FUIE XS 4 ok, A AAHHA, I EE 2 JiAE &
A D/EE AT ZAHES Fosh] 9% B4 AY AHE FUIE xS F Qdrh. A AAFEe A,
Az E52 = MAUE A9 Aty 2dES xFeitt

AAYPH -1, % 19 (R &2 7 o= sy == % 29 VH/VL 23 5 o= 3UE X3t A,
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B I-1 WA 1-3 % ofx= shtell SlolA, IZE A A,

g I-1 A -3 T o= shtell SlejAl, Aztst A9l &4,
Fel 1-6. AAFE -1 WA -3 F o= sittel] SlolA, 7]

B I-1 WA 1-3 5 ofx= shtell SlolA, A A A

2l

. el [-1 WA -7 5 o]= shbel] glojA, Fe =w|2lo] <1zt 1gGl, 1gG2, IgG3 2 IgG4=
Folx e oA AEEE, 4.

8ol QlojAl, Fe wdjolo] Mg oz st ool Fe olulwit AFHS = Adu

= [€]
35 T A9HE 68 E?}ﬁ}—‘:‘, A

AIAM, Fe =wlo] 215W, 221, 222W, 228W, 2349, 235W, 236W, 239
W, 2400, 2419, 2439, 244, 2450, 247, 2500, 252w, 2549, 256, 2629, 263%W, 264, 2659,
26691, 2679, 2689, 2698, 270W, 2929, 296W, 297%, 298W, 2999, 300W, 305%, 313%, 3244,
3259, 32601, 3279, 32881, 329w, 330%, 332w, 333W, 334%, 345W, 396W, 428W, 430W, 4339, 4341
54400 (01714 obrmal 2719 913 MEs EU WM™ AAE wWe) o o Fofxs wellM AdEE= 9l
AL 5 e AAUE 63 vlarste] it o] de] ofm|at A ghs Edhehs, A

AAFE -1 WA 1-10 T o= skl dojA, A Afe] (D477 SIRPy o HE28-S

AAFE -1 WA 1-10 T o= skl lojA, A Adfe] (D477 SIRPy o HE28S

B 1-13. AAEH -1 WA [-10 5 o= sty dofjA, o] Ago] (D477} SIRPy 9 A3 #8&&
| _

AAFEH -1 WA [-13 F o= skl glojA, <1zt SIRPy 9F Al

22 Yo SIRPy

AAGE 1-15. AAFEHE -1 WA 1-14 T o= shuel glojA, SIRPy el thah Ae sk=7} oF 500 nM vt

AAEE 1-16. SIRPy ol Eo]& <l Fe & A2, SIRPa$ SIRPB 1o thak A3 3wt gAY gloy,
WE A Zol| gk A Ado] SIRPy Td Ao oFE i nads Frst %

SIRPY += Fc @"ﬁ‘ @—xﬂ
AAEE 1-17. AAIFEE 1-169] dolA, SIRPy =& A E7F THE, BHAE == NKAES, 34,

oA, SIRPy & A E7F TAES, 3.

AT B 1-180l 9lo1A, TAHIZ7} ol B TAlE,
AE EE Y o HE 7)o THES, A,

m&‘l
O_u

Ef
AAEE 1-18. AAFE 1-179)
i Astd THE, TF 719 TAX, o9 7]

H
,l.
©

HHP”

d,

AAFEE 1-20. AAFE 1-18 AoAl, THXEZE MESAE THXE, A THXE, 719 THAX, 24 THAX, A4
s TAE, Aut ¥ B TAE, Sue TAE 55 72vbde THES, 4.

AA e 1-21. AAIFE [-189 AAA, THEZZ}F CD3+ TAIE, D4+ THE Hi= D8+ THIESR], 4.

AAFEE [-22. AAFE 1-189] gloIA, TAE7} Thl AE, Th2 AXE, Thl7 A = AxA4 A9 TAES,
A

AAPEE 1-23. AAFHE 1-179] 2delA, SIRPy Fd M E7F BAIESL, A,

AAGH 1-24. AAGE 1-17¢] lolA, SIRPy & AIE7F NKAIESD, 4.

AN 1-25. AAIFE -1 WA 1-24 F o= kel lofAl, SIRPy & A7t Sdste 2, A
AAEE 1-26. AAFHE I-1 WA [-25 T o= shitel] dojA, ¥ SIRPy D& F7F= Qs tholH 3k &
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HBEA (AT A ) Azl vla) BAFAATH) AEE A0 nANTE G
3

Je) 1-27. AAFE -1 WA [-26 = o] dhto] oA, dAe] Asto] (D473 SIRPy o A& zgs

WalatA =, Al

Bl 1-28. AAFEH -1 WA [-26 & o] d}o] QojA, Aol Adlo] (D473 SIRPy & A5 248
e 1-29. AAFY -1 WA [-26 F o= afr}el] Yolx, Al AFro] (D473} SIRPy o 35 28-S
AN 1-30. AAFE -1 WA 1-29 = o] sfiel] oA, AlE mzro] A FA AT TAAL

o -

AAFE 1-31. AAFH -1 WA [-29 3 o= o] Qloja], AE mzo] &4 o&A MFEEA(ADCC)S

AAEE 1-32. AAFEE I-1 WA 1-29 T o= afvell lolA, Al 3zo] BAl oEH AMESACO)E +
Hhale=, A

AN 1-33. AAIGE 1-1 WA 1-32 F o= shfel oA, dFE el &A)

AN Ee 1-34. AAHE -1 WA 1-33 F o= shtell 9lolA], & @l 34

AANGE 1-35. AAFE -1 WA 1-34 F o= dhrte] dojA, <1zt FA &A)

AAGE 1-36. AAFE -1 WA 1-34 F o= djrto] lojA, <1z+3k FA aA)

AN 1-37. AAIGE 1-1 WA 1-34 F o= shfell 9loiA, 7)viEl &gl &A).

AN e 1-38. AAIGE -1 WA 1-34 F o= shfell oA, A4 FA A,

A E 1-39. AAFH I-1 WA 1-38 F o] dhifol SlolA, Fe m=mdlo] QIRF IgGl, IgG2, IgG3 3 1gG4

0
EE NG 65 X238k, A

AAFE 1-41. AAFE 1-38 WA 1-40 F o] dfo] 9o]A], Fe Zrelo] 2158, 221H, 222 2289
234W , 235W, 236, 239, 240, 241, 243, 244W, 245H, 247, 2509, 2529, 2549, 256,
262, 263H, 264H, 265W, 266, 267, 268, 269, 270, 202¥, 296WH, 2979, 298H, 2999,
3008, 305, 313w, 324W, 325, 326W, 327, 3289, 3299, 3300, 332, 3331, 334, 3454,
3969, 428, 4309, 4339, 4349 2 4409 (o] 7] A o}H]=at Fv]e] 9% WMEi= FU UWE A mE)o s
o]FoA = wellAl HEE= Aol IS 5 e AIWS 67 Hlawste] sht o] de] ofpniit X FES E3F
te, A

ol
o8t

[-42.  AAFE -1 WA [-41 F o] shbel] QlolAl, 917+ SIRPy & Alw=B2 g140] SIRPy o
A

oo >
O oot
of g~

o

[-43. AAFE -1 WA 1-42 = o= afttol] glo]A], SIRPy ol W3k A3 15w 7} oF 500 nM w]wh

o

)
- ofk
P i)

)

ANGE 1-44. AANFH -1 WA [-43 2 o] st A9}, Hudgoz FkAstH o 8 753 9
EFete oA 2%

AAEE 1-45. AAFHE -1 WA 143 3 o= shte] B Qdzgels Sk,

AN 1-46. AN HE 1-459] A E et wE

AAFE 1-47. SIRPy W3 AE due] nas §usls wwmowa, 47 AL dus ANFE -1 A

[-43 5 o= sfute] Aok AFA7]= GAE £dshs ¥y,

AN D [-48. AAFE [-470] YolA, SIRPy L& MZ7 THZE, BAE 2/ NKAZS, Hh
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AXNFE 1-49. AAFE [-479] YoJA], SIRPy =& A ¥7F THES, v,

ANGE 1-50. AAFE 1-499] QojA, THIE/L vhol B TAE, F3 719 TAE, ol=e] 719 THE, 279
TAE L= wet o|dE 7o) TAHEQ, w

AAFE 1-51. 2AFE 1-499] oA, THEL AESA THE, 6“31 mz, 719 THE, 28 TAE, Ad
abal) TAE, Auk 28 B9 TAX, gouet THE == alde TA X, ¥y,

AAZE 1-52. AAFE 1-499] YA, THEZ} CD3+ THE, D4+ THE = (D8+ THES], W,

AAFE [-53. AAFHE [-499] JoJA, THZEZF Thl AE, Th2 A3E, Thl7 AXE £ A¥x4 Ay TAEQ
=

AAFE 1-54. HAAFE 1479 JoJA, SIRPy =& AE7} BAER], W4

AAFE 1-55. AAIGE] 1-47¢] SlelA, SIRPy Hd AIZ7F NKAIES], W

AANFE 1-56. AAFE 1-47 WA 1-55 F o= shitel] dejAl, SIRPy & A7k &4skd 390, .
AN 1-57. AAFE 1-47 WA 1-56 5 o= sluo] oA, AgaAo|A o] Fojx= W,

AXEE 1-58. AXAFE 1-47 WA 1-56 5 o= dfvtel] QlolA, AUl A o] Fo] %= W

e 1-59. AAFE 1-47 WA [-58 F o= dhtell dolA], SIRPy & AX ool 22 A NEE

AN 1-60. AAFH [-47 WA [-59 T o= 3hupol]l 9lojA, SIRPy e AX o] &3 AXE ¥

AAFE [-61. AAFE [-47 WA [-60 = oj= 3lifol] gojA, :ze] ADCC, ADCP ¥ (DC = 3}u} oS

AAEH [-62. ZAZ Tt WY AaE FRE I gddA ZI e HHE A8de dHeEA, A&
A fase AAge -1 WA [-43 T o= e @A, =5 AAFY [-449] AT 2HES 7] Ui
oAl Folsle GAS E3Hehs WY

AN G 1-63. AP [-620] AeiA], BE == Perk SIRPy A AEer #Ew 2, Y.

AAFE [-64. AAFE 1-630] YolA, SIRPy &8 MXE7} TAE, BAE EE NKAES, w9,

AAFE 1-65. AAFE [-640] JoAA, SIRPy =& AE7}F THED, 9.

AN 1-66. AAFHE 1-6591 QoA THEZF EAstE AA, W9,

AANEE 1-67. AAFE 1-64 WA 1-66 = o] 3hubo] dolAM, TAIEZ} CDa+ TAXE, CDS+ TAIXE, Thl

ME, Th2 A, Th17 A T AXA An TAEQ, HWH

AN 1-68. AAFH 1-64 WA 1-66 F ol ol QoA TAIFEZ AlE5A TAE, a9 THAXE, 719
TAE, 248 TAE, Adae TAE, Ay 35 298 TAE 55 drrde TAE, Wy,

AANGE 1-69. AAFH 1-650] oA, THREZ veln THARE, SAsE THAXE, $F 7|9 TAHE, ojdF 7]
o THIE, &% TAXE e 2o ofFHE 79 TA 2], .

AAEE 1-70. AAIFE 1-640] 9JolA, SIRPy & AE7} BA

Hl
o
19
=

i

AR [}

ANFE 1-71. AAFE 1-709] QA , BAE7F 24 3tE

¢
SN
¢
o:

AAGE 1-72. AAFE 1-640] Jo]A], SIRPy & AE7F NKAEQ]D, .

AXNEE 1-73. AAFE [-729] YolA, NKAZ7F 2443}

(i
2y
‘0,
19
=
i

AAGE 174, AAGE 162 WA 173 F ol shupel QlojA], A% i WL Arbae, B wE 9

AN 175, AAFE 1-64 WA 1-69 F ol sl SlolM, A mE WErE TAE vl Arhdd
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AAFE 11-124.  AAPE 11-98 WA 11-123 & o]= dfvfol] glojA, dgh = We7} Ap7pde], S8 =

= A=A HoflE x3kete, W,
AANFE 11-125. AAFE [1-1249] oA, A3 w£= Wyt TAX w7l 7pad 23 THX vl d24
A%t = TAE 7 FUdes dA3S £dhets, I,

AAFE 11-126. AAEEH 11-98 WA 11-123 F ol= slufo] oA, A3 = w7l D8+ THE 23]
s =, Uy
AAFE 11-127.  AAFE 11-98 WA 11-123 F o= ffell oA, A == WHe7F D4+ THZE 23
e, O
AAFE 11-128. AAFE 11-98 WA 11-123 F o= slo] dojA], A3 = HE7} D8+ TH XS} D4+

TAIZ ofa F2s=, Wy,

ol shpel QoiA, A = WeElsk sl MesE,
14 omﬂ, :L/el ng}—/xg 1:}7‘_(4' /H alﬁu:rl-/ﬂ uugtg
(ALL), w4 =74 ¥ AL), ofdsd, 4 2= (AOSD), ABEFA Wd,

olEw FRe, AbEY YA F 99 (AxspA), M=k wErgubgE ewhy, gelet
Wy, A8kl S5, d A/ Sxeds, A8, AT /2Y0] S5 IS FUe

QU ANGET UG, U F o4 A5, o 4AUGFE(GD), Teloln sy, (g GxE, 4
s i}

B4 2wy sl AW, 94 9E

O

2

AAFE 11-129. AAIFEe 11-98 WA 1[1-125 F
A 4
o T\:!
1 A uy mAREgg dz=

~

(¢

ol =
AA5ASNE, SuA 2 TUA 2RBD, P54 FATBD), Aoy Gz
Y, 9ET wely AUENTEE, T AskE, 2roldA FFEADS), o9, ANAHSY W
Ao, AABEY T, A BEHY 90, ABY RN 99D, BATA MY, Fries AR
Az EF, FVE FFE/ANAY BN FEE 119, 2UZ & 52, £4 S5, WA o
., AN kol BB BAAGIIN), DAY FRTFAGLE), THZT ) 18 719 o4 AU, TAE
AREEY AN (IPLL), 18 Dy, AG4 e, Tuoed, wus, A% 1 gl 52, A7ue



[0589]

[0590]

[0591]

[0592]

[0593]

[0594]
[0595]

[0596]

[0597]

[0598]

[0599]

[0600]

[0601]

ZHS5! 10-2024-0099454
9, L X-A% g4 A,
AAFE 11-130. AAZE 11-98 WA 11-120 F of:= shvbel] Qlofa], thge] QIzbel, .

Alg e 11-131. SIRPy = 233}

= AEZEA, AXNFEH 11-1 WA 11-62 = ol= s}t Ao Agtsin,
714 &A1 7F SIRPy ol Agsl= AlE.

2

AAGE 11-132. AAIGHE 11-1 WA 11-62 & o= spupe] &al, = AAGE 11-639] ofAlsHy ==&

¥33= 7 E = AFE &

i

AAIYH 11-133. A3 = Follo] A5E Fa= 3t el A3 == FoE X837 s, AAFH
II-1 WA 11-62 = o= &h}e] &), = A [1-639 oFAez 2AE9 &5,

rr

AAGE 11-134. A% T oo A8E o2 = ol dd m FoE Aze] 93 FA A
zol Ao, HAARFY I1-1 WA 11-62 T o= shte] A, = HAAPH 11-639] AT 2= &%=,

AA 4

AAle] 1: FAZE SIRPy FAS] A4S A% sfo|Hexr} FolHe 238

FRApol ] whe-x welo] A &17k SIRPy (B-hSIRPy ) @EFE A (& AAo oA k3] SIRPy FAZ A3
e Al Harbour Mice® H2L2 AlES <917k SIRPy (hSIRPy )& AlE9] EHolo g HWAZAAT. I
= ZlEs ARESte], Wosty FEC] HPAEREE sto]lHEEnl gholHeE] (2719 ghelHelE])E A
o AE F29 &4 i Ao =& hSIRPy Bd AEQ FHAEREAS S F-hSIRPy A A F
29 A¥agitt. 917k SIRPa 3 AE9} <17F SIRPR1 & AlZol] tigk 71eE 2389S o] ®adte] 4]
ZEMS 53] F-hSIRPy 50| F2& Mestar, ELISAS S8 SIRP vid AgS g3, o3k 2t
de T8 4o BRE FEL A M d9n A F B 99 /KA 9. AgdE FES o Izt
A2 Ao, &, Azk 7PH g9 A3 B IS ZnF A rAdEdn. QIF By o] B
AAU Ll AFH Fe 99 5 ol s, & 5o AEHE 5 WX 369 A, i I, 939 A 5§ =
3t 5=tk Hell foslof gtk

AAld 20 YA SIRPy FA ] 2ES $3 HA FA gojHg 2389

Hro] HIWE ARgete], ¢hxd QIzF 3HA] tiaEYo] geluy gl Al F7te] SIRPy FAE AEskgivt. 2
olB#g]E WA A Hl=o] Uik 27t SIRPy ZAgtol whal] A3AHY. SIRPa % SIRPR1 ZAgHAlel AlEs)
A H/EE A A8 ANxsEg2 deo] SIRPy  wAk WS o] &3t e she dlelBeiElE
AAsdTr. AxHor 54 gd FE goluygE At ABAsAT. oHd AYe T 4 e
22 AHA FHAEE FZFE(PPE)EA Y @ A& 7P @l (scFv) A, AgE S2& 2 A
9] sk Fe(dE S0, o9 7]%5S 7471 Fe, ©olHE 71%5S #ZAA7]E Fe 5)F $3a:e3 94
A7 FAZ AT, S, QI 7 9 A7 EWH JAS AEF AT A B gl
AU Sl AFEH Fe 99 F o= shd, dF Bo AdWE 5 Ul 369 2, ¥F JH, H¥H 2 5
xghet 4 gtk Aol frolsor gt

AAje] 19] Mejg sfo|HEEnt Ads G4 A3 WAFA AA(ELISA)S &3 AF SIRPy , AlxE2 9
%0] SIRPy, ¢IZF SIRPa V1, Alx=EF2 950] SIRPa, 17F SIRPB1 % A&~ d<%o] SIRPB 1] thdh
Ago] e AAsct. 7HEFSHAl, SIRP wl Aol AlEe] wwel 2 pg/nlE nemd A ZYolE Ao =
9 5 FHE FA e} st VA
I

w

o 2014 A¥lE SIRPy FAE 7] 7141 vk} o] ¢ AZE A

CDR(¥] (non)SIRPy ZAEH)
1

gl B8 ¢lE (RS zHe #A-o] ge 97 IgGl AT, DNAS 59 =9 Expi293F A|Z2 A



[0602]

[0603]

[0604]

[0605]

[0606]

SAAAAG. AE ZRANA BNA AS olgstel FAS AAST, AF FADA FAF 16 FAS A
o %= 10 ol A% vie} o] ELISAE £ A4 oz BT
d

2 RAUEe] Ao 1o MEld FqAE BES A BLI) Octet Al2=Fl(Pall ForteBio)& AM&3te] 1z
SIRPy , A% 2 Y50] SIRPy, 1% SIRPa V1, 1%k SIRPa V2 2 Q1%+ SIRPB 1ol e Aslme] disf A
Asiint.  ZAztel FAE AT Ig6 X (AHO) S 3l vho] QL AlA & Aol AAZTE.  thFgh 5 %=(300 nM
o A AlFste] 1:282 31X, F 77FX] X)9 SIRP-His whEgA] el

S

7 S ulo] @AM o] w=ZA]A SIRP-His ©&

W@ SIRPy A Al AY SEEB ZAUTE. ololA, vlel oA AF @Fe] wFAA de)

% 23590 o S &% dolEE $Asty, 11 A% wLg AHgstel AYsAt. A

449 KR Adsgon], o 87 & 4o ANl Uk, & 43, ForteBio Octet &2 HAH,

4 1k SIRPy , Al:=B 2 950] SIRPy, 1%k SIRPa VI, 917 SIRPa V2 2 <17k SIRPB 1ol thah 4
& KD(91: )& HolEr,

1o
iy
)
ne
o
£

ot
2
lo
b

e

AL scFv &A2] Z3td glolHe|gZE Octet A|ES AFE3}o] <17F SIRPy ol th3k Aol

Algetct. afret 2FAE AZF SIRPa V1, Q17 SIRPa V2 2 QI7F SIRPB 1o tigh Al s 37

Aepdek. et Al, Hlo”stE F-V5E ZEFE|Y vlo] o Al A mAAZITE. WA PPEEA

7 E SIRPy scFv FAE &-V5 FAE o]&ste] E2EeIgitt. 500 nMe] SIRP-His TEEA|

SIRP scFvelle] AgHE 93] Hio]oAlA ol =EAIZTE.  o]ojA], Hlo]QAAME AF F el =EA|H
55 A48t o)e ol ¥ AF 9 dE FERAATkdis)E AT, AAaREE

AAbstar, &AE e (strong), FIF(medium), <F3H(weak), ©]F ¥ (hetero) H B AFA| (non-binder)

Fatelom, &F Freael= a7l & 5ol AAE] Qvk.  fAREHAl, AlweET 2 9] SIRPy, Alw

°] SIRPa % Al=EF2 Yol SIRPB1 digh Wik vkAS Aldelvt. IFAE ZAdA e v 2

f
N
>

o ol F—E o,
5
T o o R D o S A )

2
o

°

e

__]_L

A= A
ERagon, olE 317 & 6o AANH vk, FE 5F FxEH, A3 kdisE <0.001/%0]a; F7F kdis
>0.001/Z%0] X ¥k, <0.01/%o°]x; k3 kdisE >0.01/%0)t}. o]Z(0]2d) &EAGTE 7)FEA 0%
yepgie], 2% JtelaelE 24 4 gtk i 59 % 63 RS, AFAT AT B9 115x0A4 4
ke =Fo] >0.02 mmitk. HAAE A Bk 115Z20A EAE w3 =F0] <0.02 nmA T}

ox
i
ofj
)
X
X
~~
=)
=
—
N—
o
o

a
D

@
>,
[
et
~~
o
o

5]

Ao 204 Aeld dAE orteBio)& AR&ste] A7F SIRPy 9 Al
E2 d5o] SIRPy ol ek ste s Algsadnt.  FAE &F21zF Fe E3 (AHC) vlo] LAl el 8319
th.  SIRP-His @Al ©@z = 2 5

25 nM) & Hlo] @ Aol :=ZA]A SIRP T A x5 SASAT. oA, nho]
LAAE AlF SFdo =E2AA dE FEE 5% dole & #A38ta, &

= =3
4Hel 12 A% RS AHgatel ARt Azkel Gl B 1D AshEE s E 7ol A .

oL
Q‘L
2
=
)
o)
N
N
°
ne
fo T
=

g oo
dp
ki

[ 4]

T} S SIRP D 2 of tf & o A1 2 Q1 FA 9] 713} 5=(Kp)

A WM3E | Q17 SIRPy | Cyno SIRPy | Q1ZFSIRPa V1 | ?17F SIRPa V2 | 917+ SIRPB1
M) M) ™M) ) M)
7 2.96E-07 2.20B-06 = J1so61R] | =4 FeolA | =4 JFsetA
e A% e A% e A
8 2.07E-09 8.01E-09 = 1584 | =4 M5t | =4 1584
e A% ke A ke A

_84_
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[0607] [3& 5]

3-8k scFv 80 di gk 217k SIRP A ¥ 7} 18]

A A5 | AZFSIRPy | Q1% SIRPa V1 | Q1ZFSIRPa V2 | 917} SIRPB1
9 s vl 4 3HA| H 4 5} A H] A A
10 s DEER REER DEER
11 1k okt DR DR
12 =7t B A 3 A BRI B A 3 A
13 3t DEER] DERR DERR]
14 ts H] A FHA]| H] 4 A H] A 31|
15 =7k H] A 31 A B B A 31 A
16 o1& REER nAgA A A
17 o] &3 B A FHA H] A A gk

18 =7k H] A 1A B A A H] A 1A
19 75 NEER] nAgA DEER]
20 23 H A A H] A A H A A
21 iy DEER DERR NERE
22 Rl DERE DEER 3
23 Ets v A 3HA| H] 4 5} A H A A
24 oF gk n] 4 A n A A BRI
25 Fts v A A nj A gA A A
26 =7t B A 3 A BRI B A 3 A
27 3t DEER] DERR DEER]
28 i oFgt s ks
29 =7t B A 3 A v} A A B A 3 A
30 3t DERE DERR RERE
31 s oFgk oFgt B A FHA
32 &%k H] A 1A B AR A H] A 1A
33 3t NEER] nAgA DEER]
34 s B A FHA] v A 1A B A 3 A
35 3t NERE nAgA DERR]
36 Rl NEER] DR DEEE]
37 s oFgk v A HA B A 3 A
38 3t NEER] DERR v A A
39 i B] A FHA] H] A A H] A 31 A
40 =7t B A 3 A v A SHA B A 3 A
41 oF gk BEER n A A BRI
42 okl FEER v A 3A v A 3HA
43 o1& B A 3 A v} A 1A v A FHA
44 o3k NERE DERR DERE
45 okl BEER R H] 4 3}A|
46 oFgh BRI B A A v A A
47 23 DR nAgA RERE
48 o H] A FHA]| v A 1A B A 3 A
49 k3t n] A A A A BEER
50 s NEER] °F gt DEEE]
51 Ets R H) 4 5} A H A A
52 k3t BRI n A A v A A
53 ok BEER v A 3HA v A 3HA

[0608]

_85_
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[0609] [3% 6]

53 scFy F89) 3 A BT 2 950] SIRP 23 7|1y

gA HE Cyno SIRPy | Cyne SIRPa Cyno SIRP1
9 AzHA v A A H A A
10 AgA v A A WA EA
11 A3 A aA AgHA|
12 A A A=A H A FA
13 A5HA v AgA AA
14 A%HA| Az B
15 A FHA v A 3HA| H A 3A|
16 A5HA v A A WA EA
7 A3 R v A A
18 AFHA v AFA H A FA
19 B DERE WA EA
20 A3 Bl A A v A A
21 AgHA v AgA W AEA
22 A A A &A A3HA
23 A=A v AFA H A FHA
24 A5HA WA EA A A
25 A5 v A A WA EA
26 A A v AFA H A FA
27 A5HA v AgA WA EA
28 A%HA| v A A B
29 A A v AFA H A FA
30 A5HA DERE WA EA
31 A g SRR H A FHA
32 AFHA v AFA H A FA
33 B DERE WA EA
34 A7 Bl A A v A A
35 AgHA v AgA W AEA
36 B DERE DEER
37 A=A A A AEHA
38 AgA v A A WA EA
39 A%A| v A A B
40 A g v AFA| H A FA
41 AgHA v A EA I AFA
42 A%HA| v A A B
43 A FHA v AFA H A FA
44 AgHA v A A A A
45 A g SRR H 2 3HA
46 A3HA A3HA A A
47 A A v A A A
48 A g B A $hA| v A A
49 AzHA v} 7 34 A FA
50 A5k DERE DEER
51 A=A v A 3A| H A 3HA
52 A A v A A A A
[0610] 53 A K] v A A
[0611] [% 7]

QU 3k SIRPy 9} A= B2 50| SIRPy o] th¥t 12HFe & 2 SIRP 34 9] 1315 (Kn)
A WS 217} SIRPy-His (M) | Cyno SIRPy-His (M) | 917} SIRPy-mFc (M)
83 1.74E-07 1.17E-08 5.32E-08
84 N/A 3.41E-08 2.05E-06
85 9.69E-08 9.61E-08 3.56E-08
86 5.61E-08 4.82E-08 3.92E-09
88 1.36E-07 6.78E-08 5.06E-08
89 2.97E-07 2.62E-08 1.32E-06
90 1.75E-07 6.92E-08 8.76E-08
92 1.23E-08 2.96E-06 9.03E-09
94 3.01E-08 4.26E-08 8.02E-08
95 1.93E-07 4.03E-08 1.28E-06
96 7.03E-08 2.11E-07 2.15E-08
97 3.62E-07 1.63E-08 4.84E-08

[0612] *N/A = 0] 8 75t 8, e AP o= Qs AT E oo AT F gl
[0613] AAe 4: FAEZENS T AFEDA AlE gt SIRPy Al A%
[0614] A 92 gyl digk Agtel] i Alds)

/UL THIE, BAIZ, NKAEZ, &
A

< 3
dE, ololAEry] txwy vlaste], A3k A8 W TAE, BAI®E, NKAXE, @ 2 3}

_86_



[0615]

[0616]

[0617]

SIHS31 10-2024-0099454

Hell dis] A H FAE ol g5t FE AF AT AyE HolFEtl. ofolxERY] UlET 12 #Y flE
CDR& 2zt #do] gle AZF Ig6l AT, ool iElY tlzxa: 2+ A¥E SIRPy A F %l%’*i/\i (FcyR
of g WsteE F7HA1717] 98l) Fe 4ol A3ks sk S ALfstares, ofolaEy dxa 13 s}
Atk Ao 50 pg/mle] FHF dm HFR A L= ofo]AENY] WS 38O A FofAtelA e A}
A QFHol s Rtk TAIES (D14-, (D20-, SSClow 2 (D3+ Futez AE& A, (D4+ = (D8+ Fko

2 Z718 AWEgtt, BHIEZE (D14-, SSClow 2 (D20+ Aoz AWsgct, NKAZE (D14-, CD20-, CD3-
2 D56+ Furo g AMsgitt. wE S SSClow 2 D14+ Furo =z AWEigict.  =Ig+E (Dl4-, CD20-,
(D3- % SSChigh Avto g AdHslgivr,. g e zF Jue] Ha 33 F=0F)HE =A3 Ao|t}.

Aoz d4 7Fs3k AzF SIRPy ol theh vpg-2~ @EF2 A (2 0X-119, ThermoFisher Scientific, 7}&
ke #HT

27 WS MA5-28215) 5 FAIXZEAS T dolrn TA o] gk Ajtel sl Adsisict.  TA
25 AFAY %‘*éi}/\l 7171 18, &<elzk D33 317k (D28S IL-29] &4 &lollA /pEz el A% A7 &
oA} HE AnETA Yol de volB FA A (D3+, CD4+ HE DS+ TAIESH 34 79 Fob <5y
oldatqltt. AA wX(titration)®] FHAORE Y 7t FAE LS TR =¥ Axe} tho]H T
Az H7bsktt. = das, drolH TAHESF Mgk, b= (D3+, CD4+ B (D8+ TAlzEe] digh np9-~ GEE
gAo] A F4S BHoFEt. A= Y EAFE) TAX disd 7 23S Yepllon, ol &43)
¥ THECA] SIRPy o] Wdo]l T/ e WEbATE.  FARSHAl, AA e 2014 Mdeld FA & volH B 2=
HOQIE B AeEg s dwo] TAE g Al dia] F7hetqltt. E 4b9t = 4dew, dolH TAIESF BlaL
3, AFE A7 B A Bga 950] (D3+ TAIE th3t Q7 GE2 Ao 43 H4E wojFEr),

g, 202 (D3, (D4, CD8, (D69, (D25 % PD-1 ¥3tél=
tael TAEZ skelda v el el 0““6}@@ *LE%‘%_ SIRPy A9 3 5% 20 pg/mes AHEEATH
a4 83, 84, 85, 86, 88, 89, 90, 92, 94, 95, 96 E 972 AFH A P& TAFEe} Hlwalo] A=FH TAH Eo|
& =7t 28-S vehin. A 845 D4+ TAIES wladle] D8+ TAIEo] $AH o Agsignt. a4
84 CD69-/CD8+ TAHIE W CD25-/CD8+ TAHIES} Hlwasle] (DE9+/CD8+ TAIE B CD25+/CD8+ TAHIEe] -d# o=
Agsiitt. Al 85, 89, 95 2 972> PDI- THIXES} H|w3le] PDI+ THI X 4d& o=z Ags3ict.

gy A E FAEEALS B3 kgyor EdA#H@MEE QI7F SIRPy, SIRPa V1 H+ SIRPB 1(DAP129} & A
W) Far YaE] FA(CHO) Alze] gk Astel dis] Agstaltt. A4 w9 Ae9w dAE X
A7vsta, 33 ﬁ;q 22F FHE 1gG A Ev= FA3t 1g6 FAE AFEsle] AEsd. adZe 74 5
o]
2

0

° - =
° a WA = 5ge, FE 16 FAE A&t HEd
=72 Aol SIRPy, ©17 SIRPa, Al=E72 Y50l SIRPa, €17t SIRPB1 T Al=ET
wd CHO AMEZe g Aee Ao 4% 48 BHoFEry. T 5b WA &= 5f¢ £ 5

I 21%— AHgste] HEE 1z SIRPy, /‘]i%:lli A *o] SIRPy, ¢

2
Al szl digh A
o)
=4

-
L
sy
il

o
>
Lo
o,
=
oft
O:‘_J,
oy H
m
2
E
P

k
>,
rot,

o)
ui
o

e
ofy r
o,
v
=
o
o
o D
';U
o
e
—
H
k
b
sl
[>
o,
ofy ofy
o,
v
=
o
e
—
m&

N 1B Lok o

B v

o

2

2.0 ﬂl“&«l HH t'ﬂiﬂi‘r %ko H] A gt
LA =ETF2 G50 SIRPy 9 EH'J SR AdE BojE

—

fr _-%OSL' B B o > o N HO2 (mo
o AN

¢
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[0618]

[0619]
[0620]

[0621]

[0622]

SIHS31 10-2024-0099454

[ 8]

seFv 29| & CHO A ¥ tj g A3} v w3k MFI 85 93} 3k

A | AZFSIRPy | Cyno SIRPy | <17FSIRPa | Cyno SIRPo | ¢17F SIRPB1 | Cyno SIRPB1
W3 | CHO CHO V1 CHO CHO CHO CHO
9 10.36 6.87 114 187 0.99 134
10 [ 3826 2312 1.62 1.87 1.09 137
11 [398 6.18 101 1.89 087 141
12 1067 5.94 118 193 126 1.36
13 [ 7.06 5.22 1.02 1.88 0.89 174
14 [ 1959 17.96 115 193 1.09 138
15 [17.03 3.71 1.06 191 091 139
16 [ 33.03 1632 1.04 192 0.86 138
17 2827 3006 1.20 198 146 1.42
18 [25.16 16.16 1.04 1.96 090 138
19 4329 36.65 1.04 2.01 0.93 1.40
20 | 887 10.49 1.05 176 0.89 129
21 [ 5135 96.14 114 174 0.99 127
2 317 8.24 1.01 1.65 0.84 1.20
23 2163 16.47 099 1.72 097 1.40
24 1110 9.85 107 1.82 101 1.28
25 | 1946 10.35 117 124 133 1.03
26 2839 40.02 1.08 130 1.23 1.05
27 12325 5.81 118 132 132 1.06
28 | 4646 24.02 146 1.29 126 1.06
29 | 11.44 13.01 116 126 133 111
30 | 594 3.76 154 128 157 1.05
31| 1805 2131 1.20 129 1.25 1.02
32 | 1024 9.63 1.10 123 128 102
33 | 2000 8.02 119 125 174 1.01
34 1871 11.96 115 127 131 1.04
35 | 1828 12.83 113 132 132 1.08
36 | 4244 37.70 117 134 134 1.05
37| 3106 15.49 161 1.61 155 129
38 | 14381 16.68 113 116 131 137
39 11636 39.55 1.09 115 124 1.39
40 1543 15.33 116 124 1.40 146
41 [2548 36.06 1.09 142 116 153
2 159 14.49 1.00 144 1.05 154
43 4124 2274 1.06 149 1.07 158
4 1602 26.70 1.00 150 1.06 1.58
45 2426 18.19 1.63 1.46 155 1.53
46 113.07 16.01 1.01 149 1.09 1.53
471733 14.17 1.03 143 113 153
48 1208 9.25 1.00 151 1.08 153
49 1863 18.34 114 149 121 152
50 | 1284 30.83 1.03 153 119 1.60
51 [ 2002 18.83 1.02 151 116 1.61
52 1472 16.33 1.00 152 112 1.63
53 1597 6.94 1.05 157 1.07 1.60

AAe] 5: ADCCYl & SIRPy A9 FF

12} 217 FA A 2 @A4std TAEA Hded SIRPy Ao o8] f%® A oFA AE=EA(ADC)S
TAIZ(EA)E B2E AEF(o]9H) T4 FeyRIITa%t &4 o
Ay ME o 24 HE ¥ 8112 37Tl 6A17F &<k AFFHlo] sttt FeyRITlazt 24 Alaze] ZA3td &
¥ = SIRPy A Fe 4938 Z23d $, olgd o9y Mxe Axu ASE dgste] NFAT vi7) FA1H
g AATH. olHE S EHE AEVA LG 2R #AS e, o]+ Fe

] A

olHE] MEZAM 1A NKAEZ AFE3le] 13} oA7F THAIE(EA)oA Ael® SIRP FAol 23] §=¥ ADCCE 3
7Feklitr. A Al CellTrackerTM Greenes ZW3olal, A& sta, thdst wx9] SIRP Ao =FA|Z T},

_88_



[0623]

[0624]
[0625]

[0626]

[0627]

[0628]

[0629]

[0630]

SIHS31 10-2024-0099454

oloj A, A AMEE IZF NK(o|HH) A2}t s o]HE A o] 324 ME v 2112 37TCoA 4A3F 5 <1
ool etk MEE Zowbie Violet YRE FMaki, FAXENS 5o B Arls £Ad A4
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			 caggttcagctggtgcagtctggagctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggtgggacctttagtaactatgatatcaattgggtgcgacaggcccctggacaagggcttgagtggatgggatggatcagcgcgtacaatggtaacacaaactatgcacagaagctccagggcagagtcaccatgacccgggacacatccacgagcacagtgtacatggagctgagcagcctgagatctgaagacacggccgtgtattactgtgcggcagaagcctacggagattactcactggacccctggggccagggaaccctggtcaccgtctcctca
		
	
	 
		 
			 354
			 DNA
			 PAT
			 
				 
					 source
					 1..354
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggatacaccttcaccggatactatatgcactgggtgcgacaggcccctggacaagggcttgagtggatgggaataatcaaccctagtggtggcagcacaaactacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgctagaggcccgattggctacggtatggacgtgtggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 381
			 DNA
			 PAT
			 
				 
					 source
					 1..381
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gaggtgcagctgctggagtctgggggaggcttggtccagcctggggggtccctgagactctcctgtgcagcctctggattcaccgtcggcagctggtacatgagctgggtccgccaggctccagggaaggggctggagtgggtcgctcatgtctcggacgacggtagcaatgaattttacgcagactccgtgaagggccgattcaccatctccagagacaattccaagaacacgctgtatcttcaaatgaacagcctgagagctgaggacacggctgtgtattactgtgcgagaagccccggctattgtagctccaccagctgttaccgatactatggtatggacgtctggggccaagggaccacagtcaccgtctcctca
		
	
	 
		 
			 351
			 DNA
			 PAT
			 
				 
					 source
					 1..351
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggatacaccttcaccagctactatatgcactgggtgcgacaggcccctggacaagggcttgagtggatgggacgtatcaacccgaatagtggtggaacaaagtacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgctagactaggctctgcctacttcgatctctggggccgtggcaccctggtcactgtctcctca
		
	
	 
		 
			 384
			 DNA
			 PAT
			 
				 
					 source
					 1..384
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggatacaccttcaccagtcatgatatcaactgggtgcgacaggccccaggacaagggcttgagtggatgggatggatgaacgctaacaacggtaacgctggctatgcacagaagttccagggcagagtcaccatgaccagggatacctccaccagcacagtttacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgaaggacttgtctccatcttcttcctggtccacctactattactattacgggatggatgtctggggccaagggacaatggtcaccgtctcttca
		
	
	 
		 
			 360
			 DNA
			 PAT
			 
				 
					 source
					 1..360
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggttcagctggtgcagtctggagctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggttacacctttaccagctataatatccactgggtgcgacaggcccctggacaagggcttgagtggatgggatggatcagcgcctacaatggtaacacaaactatgcacagaagctccagggcagagtcaccatgaccagagacacatccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgctggatggagggcagctaggcgtggcttttgatatctggggccaagggacaatggtcaccgtctcttca
		
	
	 
		 
			 384
			 DNA
			 PAT
			 
				 
					 source
					 1..384
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggaggaaccttcagcagctacgctatcagctgggtgcgacaggcccctggacaagggcttgagtggatgggaataatcaaccctagttccagcagcacaggctacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgctagagccggttactacgactcttcgggctattactattccccttactatggcatggacgtgtggggccaagggaccacagtcaccgtctcctca
		
	
	 
		 
			 354
			 DNA
			 PAT
			 
				 
					 source
					 1..354
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggttcagctggtgcagtctggagctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggttacacctttaccaacttcgacatcaattgggtgcgacaggcccctggacaagggcttgagtggatgggatggatcagcgcctacaatggtcatacaaactatgcacagaacctccagggcagagtcaccatgaccagggacacatccacgagcacagtgtacatggagctgtctagcctgagatctgaagacacggccgtgtattactgtgcgcaggaagccgcggctgggtactttgactactggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 357
			 DNA
			 PAT
			 
				 
					 source
					 1..357
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggaggaaccttccgcagttatgccatcagctgggtgcgacaggccccaggacaagggcttgagtggatgggatggatgaaccctaacagtggtaacacaggctatgcacagaagttccagggcagagtcaccatgaccagggatacctccacaagcacagtgtacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagagagagcgtgctcaaaggaggtatggatgtctggggccaagggacaacggtcaccgtctcttca
		
	
	 
		 
			 381
			 DNA
			 PAT
			 
				 
					 source
					 1..381
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggatacaccttcaccagctactatatgtattgggtgcgacaggcccctggacaagggcttgagtggatgggatggatcaacccaaatagtggtaacacaggatacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgctaaggataggcgccgtggagtgggcctagccgctgccggcaccagcgcttttgatatctggggccaagggacaatggtcaccgtctcttca
		
	
	 
		 
			 369
			 DNA
			 PAT
			 
				 
					 source
					 1..369
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggatacaccttcaccagctactatatgcactgggtgcgacaggcccctggacaagggcttgagtggatgggatggatgaaccctaactctgacaacacaggttacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgctagagtgggggtcggttatggctactactactacggaatggacgtgtggggccaagggaccaccgtcaccgtctcctca
		
	
	 
		 
			 360
			 DNA
			 PAT
			 
				 
					 source
					 1..360
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggatacaccttctcaaattactatatgcactgggtgcgacaggcccctggacaagggcttgagtggatgggatggatgaaccccaatagtggtaacacagggtacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgctagagcctcaatgtactcttcaagtgggtttgactactggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 372
			 DNA
			 PAT
			 
				 
					 source
					 1..372
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggatacaccttcaccagctactatatccactgggtgcgacaggcccctggacaagggcttgagtggatgggaacgatcaaccctagtggtggcagcacaagctacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgctagagagactagccggtggctcagagattattattacggaatggatgtctggggccaagggacaactgtcaccgtctcttca
		
	
	 
		 
			 366
			 DNA
			 PAT
			 
				 
					 source
					 1..366
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggatacaccttcaccgacaattatctacactgggtgcgacaggcccctggacaagggcttgagtggatgggaataatcgagacgagtggtggcagcacagactacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgctagaagctttggtggatattcgtatgacgatgcttttgatatctggggccaagggacaacggtcaccgtctcttca
		
	
	 
		 
			 357
			 DNA
			 PAT
			 
				 
					 source
					 1..357
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggttcagctggtgcagtctggagctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggttacaccctcaataattatgatatcaattgggtgcgacaggcccctggacaagggcttgagtggatgggatggatcagcggctacaatggtaacacaaactatgcacagaagctccagggcagagtcaccatgacccgcgacacatccacgagcacagtgtacatggagctgtcgagcctgagatctgaggacacggccgtgtattactgtgcgagagtgggctcctcttgggaagaaaacgaccagtggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 378
			 DNA
			 PAT
			 
				 
					 source
					 1..378
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggaggcaccttctcgagttatgatatcaactgggtgcgacaggccccaggacaagggcttgagtggatgggatggatgaaccccaacagtggtaacacaggctatgcacagaagttccagggcagagtcaccatgaccagggacacctccacaagcacagtgtacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagagatctcacgctgtattgtagcagtaccagctgtcttgacgcctttgactactggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 354
			 DNA
			 PAT
			 
				 
					 source
					 1..354
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggaggaaccttctctaattatggttttagctgggtgcgacaggccccaggacaagggcttgagtggatgggatggatgtcaccttctagtggtaacacaggctatgcacagaagttccagggcagagtcaccatgaccagggatacctccacaagcacagtgtacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagagaacgctccggttcctactttgactactggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 366
			 DNA
			 PAT
			 
				 
					 source
					 1..366
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtccagctggtgcagtctggggctgaggtgaagaagcctgggtcctcggtgaaggtctcctgcaaggcttctggaggcaccttcagcagctatgctatcagctgggtgcgacaggcccctggacaagggcttgagtgggtgggaaggatccatccacgcgacggtagcacagactacgcacagaagttccagggcagagtcacgattaccgcggacgaatccacgagcacagcctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagagtttccctgcgcttcctagaggactacggtatggacgtctggggccaagggaccacggtcaccgtctcctca
		
	
	 
		 
			 357
			 DNA
			 PAT
			 
				 
					 source
					 1..357
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctgggtcctcggtgaaggtctcctgcaaggcttctggaggcaccttcagcaactatgctatcagctgggtgcgacaggcccctggacaagggcttgagtggatgggagggatcattcccatctttggttcgacagcaagctacgcacagaagttccagggcagagtcacgattaccgcggacgaatccacgagcacagcctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagaggtgtcggagacgacaccctgactgattggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 372
			 DNA
			 PAT
			 
				 
					 source
					 1..372
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggatacaccttcaccagctaccacatgcactgggtgcgacaggcccctggacaagggcttgagtggatgggatggatgaacccgaacagtggtaacacagggtacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgctagaggtggacgcgtagtgaggggggtgatcaaagggtggttcgacccctggggccagggaaccctggtcaccgtctcctca
		
	
	 
		 
			 354
			 DNA
			 PAT
			 
				 
					 source
					 1..354
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggttcagctggtgcagtctggagctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggtggaacctttaccagctatgacatcaattgggtgcgacaggcccctggacaagggcttgagtggatgggatggatcagcgcatacaatggtcatacaaactatgcacagaatctccagggcagagtcaccatgacccgcgacacatccacgagcacagtgtacatggagctgtcgagcctgagatctgaagacacggccgtgtattactgtgcgagagaagacagttcttggtacttcgatctctggggccgtggcaccctggtcactgtctcctca
		
	
	 
		 
			 369
			 DNA
			 PAT
			 
				 
					 source
					 1..369
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctgggtcctcggtgaaggtctcctgcaaggcttctggaggcaccttcagcaagattgctgtgagctgggtgcgacaggcccctggacaagggcttgagtggatgggacttatcaacccaaactccggtgggactgactacgcacagaagttccagggcagagtcacgattaccgcggacgaatccacgagcacagcctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgaaggactttagaggcggggattattactattatggaatggacgtatggggccaagggaccacggtcaccgtctcctca
		
	
	 
		 
			 381
			 DNA
			 PAT
			 
				 
					 source
					 1..381
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggttcagctggtgcagtctggagctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggttacacctttaccagctatggtatcagctgggtgcgacaggcccctggacaagggcttgagtggatgggatggatcagcgcctacaatggtaacacaaactatgcacagaagttccagggcagagtcaccatgacccgagacacatccacgagcacagtgtacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagaggaacttactacgattatatttggggatcttacaggtacagctggtttgactactggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 384
			 DNA
			 PAT
			 
				 
					 source
					 1..384
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggatacaccttctccagttatgctatctcttgggtgcgacaggcccccggacaagggcttgagtggatgggatggatggaccctaacagtggtaacacaggctatgcacagaagttccagggcagagtcaccatgaccagggatacctccaccagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagagagtcgtcctactattatgatagcagcggctactatcctggatggtacttcgatctctggggccgtggcaccctggtcactgtctcctca
		
	
	 
		 
			 366
			 DNA
			 PAT
			 
				 
					 source
					 1..366
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggatacaccttcaccacctatgggatctcctgggtgcgacaggccccaggacaagggcttgagtggatgggatggatggacccaaacagtggttctacaggctatgcacagaagttccagggcagagtcaccatgaccagggatacctccaccagcacagtgtacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagaggccggggcaacagctactactactactacatggacgtctggggcaaagggaccacggtcaccgtctcctca
		
	
	 
		 
			 360
			 DNA
			 PAT
			 
				 
					 source
					 1..360
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggatacaccttcaccagctactatatgcactgggtgcgacaggcccctggacaagggcttgagtggatgggatggatgaaccccaatagtggtaatacaggctacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgctagagatcagatgtatagttcatacggcatggatgtctggggccaagggacaactgtcaccgtctcttca
		
	
	 
		 
			 357
			 DNA
			 PAT
			 
				 
					 source
					 1..357
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctgggtcctcggtgaaggtctcctgcaaggcttctggaggcaccttcagcagctatgctatcagctgggtgcgacaggcccctggacaagggcttgagtggatgggagtcatcaacccttcaggtgggtccacatcatacgcacagaagttccagggcagagtcacgattaccgcggacgaatccacgagcacagcctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagagaatctagagggtactatgggatggacgtgtggggccaagggaccactgtcaccgtctcctca
		
	
	 
		 
			 348
			 DNA
			 PAT
			 
				 
					 source
					 1..348
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggatacaccttcaccggctactatatgcactgggtgcgacaggcccctggacaagggcttgagtggatgggaaccatcaaccctagtggtggcagcacaagctacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgtcaaaggtaacggctactacgacctgtggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 378
			 DNA
			 PAT
			 
				 
					 source
					 1..378
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggatacaccttcacccgatatgatatcaactgggtgcgacaggcccccggacaagggcttgagtggatgggatggatgaaccctaacagtggtaacacaggctatgcacagaagttacagggcagagtcaccatgaccagggacacctccacaagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagagagcgtgtggggtactgctcgagcacctcgtgtcttcatccactggactactggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 357
			 DNA
			 PAT
			 
				 
					 source
					 1..357
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggttcagctggtgcagtctggagctgaggtgaagaagcctggggcctcagtgaaggtctcctgcaaggcttctggttacacctttaccagctatgacatcaactgggtgcgacaggcccctggacaagggcttgagtggatgggatggatcagcgggtacaatggtaacacaaactatgcacagaagttccagggcagagtcaccatgaccagggacacatccacgagcacagtttacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagatcttttgattggttactgctacttgactactggggccaagggaccctggtcaccgtctcctca
		
	
	 
		 
			 369
			 DNA
			 PAT
			 
				 
					 source
					 1..369
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 caggtgcagctggtgcagtctggggctgaggtgaagaagcctggggcctcagtgaaggtttcctgcaaggcatctggacacaccttcaacaataattatattcactgggtgcgacaggcccctggacaagggcttgagtggatgggaataatcaaccctagtggtgggagcacaagctacgcacagaagttccagggcagagtcaccatgaccagggacacgtccacgagcacagtctacatggagctgagcagcctgagatctgaggacacggccgtgtattactgtgcgagacaaatacaggattacggatactactattacggcatggacgtgtggggccaagggaccaccgtcaccgtctcctca
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gaaatagtgatgacgcagtctccagccaccctgtctgtgtctccaggggaaagagccaccctctcctgcagggccagtcagagtgttagcagcaacttagcctggtaccagcagaaacctggccaggctcccaggctcctcatctatggtgcatccaccagggccactggtatcccagccaggttcagtggcagtgggtctgggacagagttcactctcaccatcagcagcctgcagtctgaagattttgcagtttattactgtcagcagtataataactggcctctcactttcggcggagggaccaaggtggagatcaaa
		
	
	 
		 
			 318
			 DNA
			 PAT
			 
				 
					 source
					 1..318
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccttccaccctgtctgcatctgttggagacagagtcaccatcacttgccgggccagtcagagtattagtagctggttggcctggtatcagcagaaaccagggaaagcccctaagctcctgatctataaggcgtctagtttagaaactggggtcccatcaaggttcagcggcagtggatctgggacagaattcactctcaccatcagcagcctgcagcctgatgattttgccacttattactgccaacagtatgatagttactacacttttggccaggggaccaagctggagatcaaa
		
	
	 
		 
			 324
			 DNA
			 PAT
			 
				 
					 source
					 1..324
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gaaatagtgatgacgcagtctccagccaccctgtctgtgtctccaggggaaagagccaccctctcctgcagggccagtcagagtctgggcagcacttatttagcctggtaccagcagaaacctggccaggctcccaggctcctcatctatggtgcatccaccagggccactggtatcccagccaggttcagtggcagtgggtctgggacagagttcactctcaccatcagcagcctgcagtctgaagattttgcagtttattactgtcagcagtattatagctcccctcccacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccaggcgagtcaggacattcacaactatttaaattggtatcagcagaaaccagggaaagcccctaagctcctgatctacgatgcatccaatttggaaacaggggtcccatcaaggttcagtggaagtggatctgggacagattttactctcaccatcagcagcctgcagcctgaagattttgcaacatattactgtcaacagagttataatacccctcccaccttcggccaagggacacgactggagattaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgcgcgagtcagaccattaataactatttaaattggtatcagcagaaaccagggaaagcccctaagctcctgatctacgatgcatccaatttggaaacaggggtcccatcaaggttcagtggaagtggatctgggacagattttactctgaccatcagcagcctgcagcctgaagattttgcaacatattactgtcaacaggctaatagtttccctctcactttcggccaggggaccaaggtggagatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtcagaacattaggaactatttaaattggtatcagcagaaaccagggaaagcccctaagctcctgatctatgctgcatccagtttgcaaggaggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacaacgggccttacacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 336
			 DNA
			 PAT
			 
				 
					 source
					 1..336
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gatattgtgatgactcagtctccactctccctgcccgtcacccctggagagccggcctccatctcctgcaggtctagtcagagcctcctgcactctaacgggtacaactatttggattggtacctgcagaagccagggcagtctccacagctcctgatctatgcagcgtctagtctgcagtccggggtccctgacaggttcagtggcagtggatcaggcacagattttacactgaaaatcagcagagtggaggctgaggatgttggggtttattactgcatgcaagggacccactggcctccaacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 336
			 DNA
			 PAT
			 
				 
					 source
					 1..336
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gatattgtgatgactcagtctccactctccctgcccgtcacccctggagagccggcctccatctcctgcaggtctagtcagagcctcctgcattcgaatgggtacaactatttggattggtacctgcagaagccagggcagtctccacagctcctgatctatgcagcttctaccctccagtccggggtccctgacaggttcagtggcagtggatcaggcacagattttacactgaaaatcagcagagtggaggctgaggatgttggggtttattactgcatgcaaggtctacaaactttatacagttttggccaggggaccaagctggagatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcttctctgtctgcatctgtaggagacagagtcaccatcacttgtcgggcgagtcagggtgtgggcgatagaagtgcctggtatcagcagaaaccagggaaagcccctaagctcctgatctatgacgcatccaacttggagacaggggtcccatcaaggttcagcggcagtggatctgggacagatttcactctcactatcagcagcctgcagcctgaagattttgcaacttactattgtcaacaggctgatactttcccttacacttttggccaggggaccaagctggagatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtcagggcattagcacttatttagcctggtatcagcagaaaccagggaaagcccctaagctcctgatctatgctgcatccacattgcaaagtggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagtcacagtgcacctatcacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtcagagcattagcagctatttaaattggtatcagcagaaaccagggaaagcccctaagctcctgatctatgacgcatccagtttggagagtggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacaggcaaacagtttccctttaactttcggccctgggaccaaagtggatatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcttctctttctgcatctgtaggagacagagtcaccatcacttgtcgggcgagtcagggtattggaaatgacttagcctggtatcagcagaaaccagggaaagcccctaagctcctgatctatgacgcaaaggatttgcaccccggggtcccatcaaggttcagcggcagtggatctgggacagatttcactctcactatcagcagcctgcagcctgaagattttgcaacttactattgtcaacagagctacagtttccctaggaccttcggccaagggacacgactggagattaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtgagagcattagccattggttagcctggtatcagcagaaaccagggaaagcccctaagctcctgatctatggtgcatccactttgcaaagtggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacacccctcccctcactttcggcggagggaccaaggtggagatcaaa
		
	
	 
		 
			 339
			 DNA
			 PAT
			 
				 
					 source
					 1..339
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatcgtgatgacccagtctccagactccctggctgtgtctctgggcgagagggccaccatcaactgcaagtccagccagagtctcctctacagctctaataacaagaactacttagcttggtaccagcagaaaccaggacagcctcctaagctgctcatttactgggcatctatccgggaatccggggtccctgaccgattcagtggcagcgggtctgggacagatttcactctcaccatcagcagcctgcaggctgaagatgtggcagtttattactgtcagcaatatctcagtcctccactcactttcggccaggggaccaaggtggagatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtcaggatattagacgagcattagcctggtatcagcagaaaccagggaaagcccctaagctgctgatctatgctgcatccagtttgcaaagtggggtcccatcaaggttcagcggcagtggatctgggacagatttcactctcacaatcagcagcctgcagcctgaagattttgcaacttattactgtctacagcataatagttaccctcccacttttggccaggggaccaagctggagatcaaa
		
	
	 
		 
			 333
			 DNA
			 PAT
			 
				 
					 source
					 1..333
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gatattgtgatgactcagtctccactctccctgcccgtcacccctggagagccggcctccatctcctgcaggtctagtcagagcctcctccacagtaatggatacaactatttggattggtacctgcagaagccagggcagtctccacagctcctgatctatttgggttctagtcgggcctccggggtccctgacaggttcagtggcagtggatcaggcacagattttacactgaaaatcagcagagtggaggctgaggatgttggggtttattactgcatgcaagctctacaaactcctaccttcggccaagggacacgactggagattaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccaggcaagtcagggtattagcagctatttaaattggtatcagcagaaaccagggaaagcccctaagctcctgatctatgctgcatccagtttgcaaaatggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacagtacccctatcaccttcggccaagggacacgactggagattaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtcagggcattggcaatgatttaggctggtatcagcagaaaccagggaaagcccctaagcttctgatctatgctgcatccaacttggaaacgggggtcccatcaaggttcagcggcagtggatctgggacagatttcactctcacaatcagcagcctgcagcctgaagattttgcaacttattactgtctacagcatcatagttacccttttacttttggccaggggaccaagctggagatcaaa
		
	
	 
		 
			 315
			 DNA
			 PAT
			 
				 
					 source
					 1..315
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccggaccagtcagagcattggcacctatttaaattggtatcagcagaaaccagggaaagcccctaagctcctgatctatgacgcatccaatttgccgactggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaaaactataacagtgctctgttcggccctgggaccaaagtggatatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcttctctctctgcatctgtaggagacagagtcaccatcacttgtcgggcgagtcagtctgtggatacctggttagcctggtatcagcagaaaccagggaaagcccctaagctcctgatctatgaagcatccacattggaaagtggggtcccatcaaggttcagcggcagtggatctgggacagatttcactctcactatcagcagcctgcagcctgaagattttgcaacttactattgtcaacaggctaacagtttccctatcaccttcggccaagggacacgactggagattaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtcagagcattagcaatctcttagcgtggtatcagcagaaaccagggaaagcccctaagctcctgatctatgctgcatccagtttgcaaagtggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacagtaccccttacacttttggccaggggaccaagctggagatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcttctctttctgcatctgtaggagacagagtcaccatcacttgtcgggcgagtcagggtattagcaattggttagcctggtatcagcagaaaccagggaaagcccctaagctcctgatctatgatgcatccaatttggacgccggggtcccatcaaggttcagcggcagtggatctgggacagatttcactctcactatcagcagcctgcagcctgaagattttgcaacttactattgtcaacaggctaacagtttacctctcactttcggcggagggaccaaggtggagatcaaa
		
	
	 
		 
			 324
			 DNA
			 PAT
			 
				 
					 source
					 1..324
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gaaatagtgatgacgcagtctccagccaccctgtctgtgtctccaggggaaagagccaccctctcctgcagggccagtcagagtatatctgggagctatttagcctggtaccagcagaaacctggccaggctcccaggctcctcatctatggtgcatccaccagggccactggtatcccagccaggttcagtggcagtgggtctgggacagagttcactctcaccatcagcagcctgcagtctgaagattttgcagtttattactgtcagcagtatgggagctttcctttcactttcggccctgggaccaaagtggatatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtcaggatattcgtaatgatttagcctggtatcagcagaaaccagggaaagcccctaagctcctgatctatgacgcatccaatttggagacgggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacggtaccccttacacttttggccaggggaccaagctggagatcaaa
		
	
	 
		 
			 339
			 DNA
			 PAT
			 
				 
					 source
					 1..339
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatcgtgatgacccagtctccagactccctggctgtgtctctgggcgagagggccaccatcaactgccggtccagccagagtctctttcacagcagcaccaacgccaacaacttagcttggtaccagcagaaaccaggacagcctcctaagctgctcatttactgggcatctacccgggaatccggggtccctgaccgattcagtggcagcgggtctgggacagatttcactctcaccatcagcagcctgcaggctgaagatgtggcagtttattactgtcagcaatattatattactcctctgaccttcggccaagggacacgactggagattaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtcagagcattagcaactggttagcctggtatcagcagaaaccagggaaagcccctaagctcctgatctatgctgcatccagtttgcaaagtggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacagtaccccttacacttttggccaggggaccaagctggagatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaggtcagagcattggcgactatttaaattggtatcagcagaaaccagggaaagcccctaagctcctgatctatgctgcatccagtttgcaaagtggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacagtaccccttggacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 336
			 DNA
			 PAT
			 
				 
					 source
					 1..336
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gatattgtgatgactcagtctccactctccctgcccgtcacccctggagagccggcctccatctcctgcaggtctagtcagagcctcctgcacagcaatgggtacaactatttggattggtacctgcagaagccagggcagtctccacagctcctgatctatttggcgtctactcgggcccctggggtccctgacaggttcagtggcagtggatcaggcacagattttacactgaaaatcagcagagtggaggctgaggatgttggggtttattactgcatgcaaggatcccattggcctcctagttttggccaggggacccggctggagatcaaa
		
	
	 
		 
			 336
			 DNA
			 PAT
			 
				 
					 source
					 1..336
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gatattgtgatgactcagtctccactctccctgcccgtcacccctggagagccggcctccatctcctgcaggtctagtcagagcctcctacactctaatggttacaactatttggattggtacctgcagaagccagggcagtctccacagctcctgatctatgacgcctctagcctggagtccggggtccctgacaggttcagtggcagtggatcaggcacagattttacactgaaaatcagcagagtggaggctgaggatgttggggtttattactgcatgcaagggactcactggcctctcactttcggcggagggaccaaggtggagatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccaggcaagtcagggtattagcaattatttaaattggtatcagcagaaaccagggaaagcccctaagctcctgatctatgctgcatccagtttgcaaagtggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacagtagcccttacacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcttctctgtctgcatctgtaggagacagagtcaccatcacttgtcgggcgagtcagtccattagccggtggttagcctggtatcagcagaaaccagggaaagcccctaagctcctgatctatgctgcatccagtttggagagtggggtcccatcaaggttcagcggcagtggatctgggacagatttcactctcactatcagcagcctgcagcctgaagattttgcaacttactattgtcaacagacacacagtttccctctcactttcggcggagggaccaaggtggagatcaaa
		
	
	 
		 
			 339
			 DNA
			 PAT
			 
				 
					 source
					 1..339
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatcgtgatgacccagtctccagactccctggctgtgtctctgggcgagagggccaccatcaactgccgatccagccagagtgttttgtactcatcaaacaataagaactacttagcttggtaccagcagaaaccaggacagcctcctaagctgctcatttactgggcatctacccgggaatccggggtccctgaccgattcagtggcagcgggtctgggacagatttcactctcaccatcagcagcctgcaggctgaagatgtggcagtttattactgtcagcaatattatagtactcctccaacttttggccaggggaccaagctggagatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gaaatagtgatgacgcagtctccagccaccctgtctgtgtctccaggggaaagagccaccctctcctgcagggccagtcagagtgttagcagctatttagcctggtaccagcagaaacctggccaggctcccaggctcctcatctatggtacctccaccagggccactggtatcccagccaggttcagtggcagtgggtctgggacagagttcactctcaccatcagcagcctgcagtctgaagattttgcagtttattactgtcagcagtatggctcgctacctttcaccttcggccaagggacacgactggagattaaa
		
	
	 
		 
			 339
			 DNA
			 PAT
			 
				 
					 source
					 1..339
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatcgtgatgacccagtctccagactccctggctgtgtctctgggcgagagggccaccatcaactgcaagtccagccagagtgttttgtacagttcaaataacaagaactacttagcttggtaccagcagaaaccaggacagcctcctaagctgctcatttactgggcatctacccgggcatccggggtccctgaccgattcagtggcagcgggtctgggacagatttcactctcaccatcagcagcctgcaggctgaagatgtggcagtttattactgtcagcaatattatactactcctccaaccttcggccaagggacacgactggagattaaa
		
	
	 
		 
			 336
			 DNA
			 PAT
			 
				 
					 source
					 1..336
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gatattgtgatgactcagtctccactctccctgcccgtcacccctggagagccggcctccatctcctgcaggtctagtcagagcctcctgcattcaaacgggtacaactatttggattggtacctgcagaagccagggcagtctccacagctcctgatctatgctgcttctagcctgcagtccggggtccctgacaggttcagtggcagtggatcaggcacagattttacactgaaaatcagcagagtggaggctgaggatgttggggtttattactgcatgcaagctctacaaactcctctcactttcggcggagggaccaaggtggagatcaaa
		
	
	 
		 
			 339
			 DNA
			 PAT
			 
				 
					 source
					 1..339
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatcgtgatgacccagtctccagactccctggctgtgtctctgggcgagagggccaccatcaactgcaagtccagccagagtcttctgtatacttccaacgatcgcaactacttagcttggtaccagcagaaaccaggacagcctcctaagctgctcatttactgggcatctacccgggaatccggggtccctgaccgattcagtggcagcgggtctgggacagatttcactctcaccatcagcagcctgcaggctgaagatgtggcagtttattactgtcagcaatattatagtagcccttacacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtcagagcattagcagctggttagcctggtatcagcagaaaccagggaaagcccctaagctcctgatctatgacgcatccaatttggagactggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagtttcagtacccctccaacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gaaatagtgatgacgcagtctccagccaccctgtctgtgtctccaggggaaagagccaccctctcctgcagggccagtcagagtgttagcagcaacttagcctggtaccagcagaaacctggccaggctcccaggctcctcatctatggtgcatccaccagggccactggtatcccagccaggttcagtggcagtgggtctgggacagagttcactctcaccatcagcagcctgcagtctgaagattttgcagtttattactgtcagcagtataatacataccctatcacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtcagagcattagcagctatttaaattggtatcagcagaaaccagggaaagcccctaagctcctgatctatgctgcatccagtttgcaaagtggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacagtacccctctcactttcggcggagggaccaaggtggagatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccaggcaagtcaggacattagcaactatttaaattggtatcagcagaaaccagggaaagcccctaagctcctgatctatgctgcatccaccttgcaaacaggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacagtaccccttggactttcggccctgggaccaaagtggatatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcttctctttctgcatctgtaggagacagagtcaccatcacttgtcgggcgagtcagcgcattggtagctacttaaactggtatcagcagaaaccagggaaagcccctaagctcctgatctatggagcatccaatttgcaaagtggggtcccatcaaggttcagcggcagtggatctgggacagatttcactctcactatcagcagcctgcagcctgaagattttgcaacttactattgtcaacaggctaacagtttccctttcactttcggccctgggaccaaagtggatatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatccagatgacccagtctccatcctccctgtctgcatctgtaggagacagagtcaccatcacttgccgggcaagtgaaagcattacaaactggttagcttggtatcagcagaaaccagggaaagcccctaagctcctgatctataaagcatccagtttggaaagtggggtcccatcaaggttcagtggcagtggatctgggacagatttcactctcaccatcagcagtctgcaacctgaagattttgcaacttactactgtcaacagagttacggtaccccttacacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 339
			 DNA
			 PAT
			 
				 
					 source
					 1..339
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
							 synthetic construct
						
					
				
			
			 gacatcgtgatgacccagtctccagactccctggctgtgtctctgggcgagagggccaccatcaactgcaagtccagccagagtgttctctattcgtccaataacaagaactacttagcttggtaccagcagaaaccaggacagcctcctaagctgctcatttactgggcatctacccgggaatccggggtccctgaccgattcagtggcagcgggtctgggacagatttcactctcaccatcagcagcctgcaggctgaagatgtggcagtttattactgtcagcaatattatagtactccttacacgttcggccaagggaccaaggtggaaatcaaa
		
	
	 
		 
			 321
			 DNA
			 PAT
			 
				 
					 source
					 1..321
					 
						 
							 mol_type
							 other DNA
						
						 
							 organism
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