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# 1
NO. T HME == +2 (%)
1 Bacillus amyloliquefaciens strain MU2 31.45+1.21
2 Bacillus amyloliquefaciens strain WH1 28.06+0.59
3 Bacillus altitudinis strain AC11.2 10.194£0.36
4 Bacillus altitudinis strain LNPC8 5.661+0.01
5 Bacillus subtilis strain MMS 7.76+0.29
6 Bacillus sublilis strain HY-88 16.46+1.02
7 Bacillus sublifis strain ZIM3 6.99+1.24
8 Baciflus rugosus strain SPB7 13.93.£0.60
9 Bacillus subtilis strain PEBSB307040301 5.15+1.08
10 Bacillus vallismortis strain SAB12 21.96+0.78
11 Baciflus altitudinis strain AC11.2 T nE0TE
12 Bacillus safensis strain SAB8 7.92+0.98
13 Bacillus velezensis strain ZY1 12.11+0.02
14 Bacillus licheniformis strain CARE_VS 1123024
15 Bacillus licheniformis strain WJB74 9.87+0.30
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Z 2
% 0101 A19] =5 (ma/100 9)
E:
ool =& 223 A B wg 2em 2w
22Uy 2w

Aspartic acid 3847 . 4+26.4¢ RERE. 0+90,.32 4802 0+32 0P
Threonine 2036,0£52,9° 2934, 0+54 42 2EE2 2+35.1F
Serine 1748 .6+ 36:1¢ 2433 Kh+85. 12 1868, 1+54.2°
Glutamic acid 5032.5+£26.8° 7104.2+£61.92 6539.8+35.6°
Glycine 2h39, 1+58,G° 3362 6%41.1° 3234,9+61.4°
Alanine 3763.1£36.0° 5591, 6+80.8° 3903.4+41.2°
Cystine K33:4+183,7¢ 7TB0. 91642 B25.0+14 5P
Valine 2813.2+40.6° 35240149 7° 3538.3+26.5%
Methionine 945 9+171.1°¢ 1363, 4+38.4° 1208.5+18.3°
Isoleucine 1770.8+44, 3" 2195.6+30.57 2320,9+33.3¢°
Leucine 4161,3+61.1¢ 5223, 7+34.7° 4919.0+42.1°
Tyrosine 1686.0+£16.2° 19532,3+18.3* 1798, 7+21.2°
Phenylalanine 2473,6+42,0° 2927.1+37.1® 2B77.1£47.1°
Lysine 3717.1£22.5"8 3472417 .4° 4016.5£50.0°
Histidine 9234+ 10,50 121091212 1180.4+12.1°%
Arginine 2801,0£47.4% 3474, 2+41.92 3169, 7+41.3P
Froline 2342, 4+43 4" 3341, 755,78 3401,1+43.52

3 EAA 188413+ 129.2° 22849,1+194.9° 22422 9+264.5°

S NEAA 24193, 5+ 80.6° 33547, 2+340.2° 20423, 6+345,8°
TAA 43034 8+69,8° 563496, 3+517.78 51846,5+610,3°

[EAA: H4= ofu] =2t (Essential Amino Acid), NEAA: B]Z<=o}u] =4t (Non-Essential Amino Acids, TAA: & o}
w4t (Total Amino Acid), =7+ #1¢] th& &A= Aaghel fFon gk zeol7t &S o gt} (/%0.05) ]

wgk, fE ol iAbs EAeE A, % 30 UERd vked o], A obv| At miiviA R 29 A&
Hlg) g S=Eddt FdelA Heopn il W njdolu| A ghRFo] foHow FUsiglon, 53] A4
ob1]:=4F (branched chain amino acid, BCAA)R]I &® (valine), 741 (leucine) % o]&F4l (isoleucine)®
Shako]l A& nla] zF <F 30w, 599, 83w} =7}slSivt.
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* 3
= Ol0l %=4te] =% (mg/100 g)
T
e szue as = wg 2sws 2w
Sz g 2o

Aspartic acid 13.6+0.28 258 + 0.6° 231.8 £ 11.2°
Threonine 50,1£1,3¢ 96,0 + 1.8° 330.8 £+ 10.6°
Serine 17,3%0,8" 50,6 + 1.3° 11.3 = 0.2°
Glutamic acid 288,9+7.9° B41.4 £ 10,6° 5396 + 15.6°
Glycine 23.0£2.7° 61,8 = 0.6° 151.8 + 8.8°
Alanine 164.5+6.9° 357.4 + 5.5° 192,71 £ 7.7°
Cystine 1.9+0,5° 183.2 £ 5.3° 129.9 + 6.9°
valine 30.4+1.0° 102.4 + 1.2° 921.2 + 17.2°
Methionine 8.1+0.3° 74.4 £ 2.8° 271.4 £ 4.5°
Isoleucine 11.8+0.5° 183.6 + 6.4° 693.3 + 22.1°
Leucine 17.0+0.7°¢ A7.7 * 0.7° 1416.9 + 23.2¢
Tyrosine £.9£0.3° 21,7 £ 0.8° 577.2 + 8.0%
Phenyialanine 22 9+1.5° 102,1 = 1.8° 977.0 £ 10.1®
Lysine 70, T2 3R 139.3 £ 12.6° 6953 + 4.7°
Arginine 35,6+1.4° 687 = 4.0° 101.6 £ 3.6°
Proline 121.3+£3.0° 217.1 £ 7.0° 5501 + 1.4°%
p-amino isobutyricacid ND 650.8 £ 23.6° 384.8 £ 9.2°
y-amino-n-butyric acid g,a+0,3° 117.2 £ 5B 113.8 £ 0.9°
S EAA 213.0+4.4° 7455 + 23.1° 5306.9 + 92.4°
SNEAA 633.0£20.3° 2205.6 + 54.2P 26840+ 74.4°
TAN 896.04£24.7¢° 30412 £ T4.7° 7990.9 £ 166.8°

[EAA: H4= ofv]
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T Ae AR Vg
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DAt T AE AR e (KCTC)
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60.0+1.8 g/100 g per dry weight
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