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<170>

<210> 1

<211> 900
<212> DNA
<213>

<220>
<221>
<222>

CDS

<400> 1

tagcgctacc

tccataaact

ggtgacctca

tgtctaaact

aatccagctg

ctaggcccct

tggaaacaga

gggcagggct

tgtggaatgt

ccctgaacat

ggagggggag

gacaacagcc

ctgccccata

cttccttget

cagattcagg

ooooooooooao
ooooooooooao

PatentlIn Ver. 2.

Hamster sp.

(875)..(901)

ggactcagat

aaagcactca

acacattgtc

ctggtcattc

ccataccagg

tcccacctca

gccaggctag

ctgtctgcct

aagagatatt

gccatgccac

cactgtttgg

ctttctaaat

tatacaaccc

gccctcaggt

aagagggatc

1

ctcgaggaag

cttggatgga

tgctggccca

ttcttcctcc

gccatgcccg

gtgagatgtg

tgctgggggc

aaggtcatgg

ttctgttcge

aacaatgacg

acaagggaag

ctggctaggg

ctgaggccag

aggagtggga

(2)

ctgtgtgacc

tcaccagaga

aggaaagcgg

ttaactagga

actctgccct

ggactcaggc

caggactcca

tggtcgttgt

tttgagccac

accacttcca

ggggggagtc

actgggtgca

gtctgactct

gctggaggcc
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ttggaggagg

cctgtctggce

tgcctgagcec

agctgcctcc

gcccctcttt

cagtagagta

aggggcagca

cagcttactc

cccacccctt

attgtttcct

gagggggaaa

ggtgggggty

gagcagtctc

tcctctggga

cactcccacc

tctgaggctc

agagttccag

tagctgctcc

gctgtggtaa

gggaggattc

tgccagggca

tgcagtgagc

ggaactcaga

ggctgggggg

tgcttttagt

ggggcacctt

ctgctgtttc

taaggggctc

caccggtcgc cacc atg gtg agc aag ggc gag gag
OO0ooOoood Met Val Ser Lys Gly Glu Glu
I O

60

120

180

240

300

360

420

480

540

600

660

720

780

840

895

ctg ttcU 000 O0O0O0O0ODODODDODDODDODOOOCOOOOOOOOOOO0 901

Leu Phe

<210> 2
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<211> 9
<212> PRT
<213> Hamster sp.

<400> 2
Met Val Ser Lys Gly Glu Glu Leu Phe
010000000 s

<210> 3

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O 0O prepro-endothelin-1 (ppET-1) , forward primer

<400> 3
ccaaggagct ccagaaacag D U D0 O0OooodbOoOobOoboDoobooobg 20

<210> 4

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O 0O prepro-endothelin-1(ppET-1) , reverse primer

<400> 4
ttgacccaga tgatgtccagU D D O D OO DODO0ODDODO0ODDODOODOODODOODO 20

<210> 5

<211> 24

<212> DNA

<213> Artificial Sequence

<220>

<223> Description of Artificial Sequence:

O OO ETA endothelin receptor (ETAR) , forward primer
<400> 5

tctgcgecget aagtgttgac aggtd D 0D 00D D 0D ODODODOODDODOODDODOO?24

<210> 6
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<211> 24
<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O OO ETA endothelin receptor (ETAR) , reverse primer

<400> 6
tcatcaggct ttaggactgg taacU 00D 00D ODODODODO0ODDOODDODOO?24

<210> 7

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O 0OETB endothelin receptor (ETBR) , forward primer

<400> 7
tctctgtggt tctggctgtcU D 0D O D 0D 0ODDODODODODODDODOODDODODODDODOGOO?20

<210> 8

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O 0OETB endothelin receptor (ETBR) , reverse primer

<400> 8
tgctgaggtg aaggggaagcU D 0 00D 00 D0DO0ODD0DODODODOO0ODODOODDOOGOO?20

<210> 9

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O O AT1 angiotensin receptor (AT1R) , forward primer

<400> 9
gctgaagact gtggccagtgU D 0 00D 0D 0D DODODDODODODOODODOODDOOGOO?20
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<210> 10

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O O AT1 angiotensin receptor (AT1R) , reverse primer

<400> 10
atgcaggtga ctttggctacU 0D U 0D D 00D O0DO0ODDODODODDODOODDODOODOOOGOO?20

<210> 11

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O 0O0a 1C adrenergic receptor (a 1cAR) , forward primer

<400> 11
tccacggtgc tgcccttctcO0 OO OO O OO0OOOOOOO0OO0O0O0O0OOOGOGDO?20

<210> 12

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O 0O0O0a 1C adrenergic receptor (a 1cAR) , reverse primer

<400> 12
ttgatctggc agatggtctcU D 0 00D 00O D0DODDODODODOODODOODDOODOGO?20

<210> 13

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:

O 0O 0O gpl30 (cardiotrophin-1 receptor) , forward primer

<400> 13
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cagaatgtgt atggagtcacU 0D U 0D D 0D ODODODOODODOODDODODODOODOGOO?20

<210> 14

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
0O O O gpl30 (cardiotrophin-1 receptor) , reverse primer

<400> 14
acccagactt caatgttgacU 0D 0 D D00 O0DO0O0DO0O0OODOO0DDODODODOOOGOD?20

<210> 15

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O O transforming growth factor B (TGFB ) , forward primer

<400> 15
aactattgct tcagctccac0 D 0D DD DODDODODOOOOOOOOOOOOOO?20

<210> 16

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O O transforming growth factor B (TGFB ) , reverse primer

<400> 16
acgtagtaca cgatgggcagD 0 0 D0 O0DODO0DO0DODO0DODO0DODOOODOOORDO?20

<210> 17

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O 0O O protein kinase CB (PKCB ) , forward primer
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<400> 17
gcagccactg caccgacttcU D 0 00D 00 D0DO0O0DODOODOODODOODDOOOGOD?20

<210> 18

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O O protein kinase CB (PKCB ) , reverse primer

<400> 18
acgtagggat ctgacaagccU D U D O0OoOoOobooobO0oO0obOoboDbooOobDga20

<210> 19

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O000c-myc , forward primer

<400> 19
acagcaaacc tccgcacagU D 0D 0O O0OobOOoUobOoboDooboobooOoDb 19

<210> 20

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O000c-myc , reverse primer

<400> 20
tggtcacgca gggcaaaaal U 0D 00D DO OO ODODODOUODDODODOODODOODO 19

<210> 21

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
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<223> Description of Artificial Sequence:
000 c-fos , forward primer

<400> 21
gccccatcgec agaccagagcU D 0D 0D 0OobOO0oOpoDOoOobO0oO0obOoOboDbDObDOa20

<210> 22

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O 00 c-fos , reverse primer

<400> 22
atgctgctga tgctcttgacU D U 0D 0D 0D ODODODOODDODOODDODODODOODOGOO?20

<210> 23

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O000c-ras , forward primer

<400> 23
caccatagag gtgagctctgU D 0D 0D DO D ODODODOODDODOODDODODOOOGOO?20

<210> 24

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O000c-ras , reverse primer

<400> 24
tcctecttgge ctgetgtgtcU D 0D 00D 0D 0D DODODODODDODOODDODOODDODOGOO?20

<210> 25

<211> 20

<212> DNA

<213> Artificial Sequence
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<220>
<223> Description of Artificial Sequence:
O00p -MHC , forward primer

<400> 25
cgcatggacc tggagcgagcO D 0 0D DO D ODODODOODODOODDODODOOOGOO?20

<210> 26

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O00O0PpB -MHC , reverse primer

<400> 26
cgccgcatct tccggaactcU D 0D 0D D0 DODODODDODOODDODOODDODODODOOOGOO?20

<210> 27

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O O GAPDH , forward primer

<400> 27
accacagtcc atgccatcacU D U 0D D 0O O0DO0DODODO0OODOODDODODOODOGOD?20

<210> 28

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O O GAPDH , reverse primer

<400> 28

tccaccaccc tgttgectgtal D 0D 00D 0D 0D D0DO0ODODODODODOODODOODOOOGOD?20

<210> 29
<211> 28
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<212> DNA
<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O 00O forward primer (F1)

<400> 29
cgctcgagga agctgtgtga ccttggagl D 0D 0D 0D 0D 00D ODO0ODODOODDODOOAO?28

<210> 30

<211> 28

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:
O O O reverse primer (R2)

<400> 30
cgggatccct cttcctgaat ctggagccO 0D 0D 00D 0O DODOODODOODODOOAO?28

<210> 31

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:GFP-F

<400> 31
tcgccaccat ggtgagcaag D D DD 0D OO O0O0DDODODO0DDODOODOOODOOO 20

<210> 32

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence:GFP-R

<400> 32
cctagcagaa gcacaggctg D0 D 0D 00D O0O0OoDOoOoODOO0DODOOoDOOOOa 20
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