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%1557 MAREE Agel g AW B4st AFel 9l e B4 ot Y. () B L & 5
FolA s 557 MARE TA. () A TR A% R A A% A AYE, 34 aAPE. (o)
3 B2 A, 7 ge shpe] AmE ehd (d) LA
ov}A vpE|eo}e] B AE T,

4

= 2. FEHo 29 At @ate] 357 mAdEdS g Ay
(a) A ohFd = ?

(1)@ &3 Adsft (232) 7k 2hol7h AT
ES ol B
e sl Al8E dEkdtk. (o) DA &3 A7) (

1-AE = A, 7

57)
Fzdtel 4EE S5 wol oA e o}e)

r=)
o

> 2.5 H])
S| AETH
T 3. HHel A9 A Ao A 57 WAETY T WAt (a) 7IAF dTEEe] ALE & 1ol 7
g Atole] a-thAde] WE. Ald oA A AE AFE o-uddY Hxelth. 9% g3 3T (1
)5 LEE: g3 Add 2. (b)) &7 mAETY Hol-AEA AT Plod E5. 7 A2 dxE
vebdth, 9% 93 AT (1), &8%, 93 A9T 23). (o) BHo-AHA A9 Hstes g3 43
o] AS wm JHAow FAEIL g9 At A s JHdor gAlEn. A4 A MR e
AR Y] g3 AT 9 g3 AT i #skE vehd. 2X 29 39 42 PCo29] ¥t 7 T
Atolof| A felstAl thEoh= s B Y (P = 0.001)
= 4. 53719 w9t 60719 EA

2]
FDR q-%k <0.05¢}8] A¥A S KHoEth. 7 Mgl 010 7he] AA s ZaaAE veivt, JA n = o &
WAL A 0= Fo] A,

T 5. #H5E A FXCdA 57 vAETH 28U AMEES #A. () Ad O¥d AF 2 AS A (b)
PCoA 22+ A =2 FAE A=7F Bol-AH: 78, 72 He v A& yerdth. (o) LA 53 A7) >
2.5 ¥l 7)x3ste] AEH =53 vto]entr] BheElole] s AEIF . (d) 289 AEEI 19 ETANA 2E
AEFTAZzO Ad FHE Alole] AdAdel g ROC =+41. LDA, A3 2 #4 (linear discriminating

analysis); ROC, receiver operating characteristics; ETA, 7]¥& W 52 % (endotracheal aspirate).

gy A7) g FAH g

ol e B dEel THe FAA Afd Er ANE So & o A Awad. e B dde
M9k AAe EE Ags] JAlel SJste] @RHE Ao] opde B ool ek s&Ropl A BAbe] A4
& 74 Aol A,

of 72 ]z}l

o] A= o FHAAANEY FEAANA ABEHT. kA= HFE Z™ 419 3xpe} HFol| Aelx] &
< 1999 xR FAEAT. A 2017 7TERE 20189 8€/EA] FEAA g BA 71AY] 1T EES
Wk Ao FH 2ALE wogtt. HiAl V1SS oS 2k 1) 184 mRE; 2) SR g9 F 48AI%
ol JIAIH T& JHAL 3) AEA FAF AslEd e A 5 A3 EA4; 4) AFd F9E AT 5 ¢l
A 25 ZIAA 25 71z 79 vink HY Age A4 slol=eklS vivte g ok, <l TAEA W
&, 50 Ag A HeE 2 AW F2% (APACHE 1T (Acute Physiology and Chronic Health Evaluation)
4 31 SOFA (Sequential Organ Failure Assessment) F<)& XE3e 4 dlolg7l 7S5 At 4 At
= 3T VA g 289 APEEC] o7t EFEUT.

BE 34 E£E giERIeZRE AP FoE 4. o] AT ZREFZLS T AAYY A" Ax 9
o8 FAFAT (IRB FAMZ: 2017-47).

DNA 2, PCR % spo] Z A4

A FAoE ARE AAFAL. AAH EFo] AZE F UAZ ol 7] AR FHSYUG. 1 F

_8_
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w

d " 7o £AHor ARE FHEAT. A v ABE DNA £2] 7]E (Qiagen, Hilden, Germany)E AR-&3}
200 plLe 235 7] 71 U] FQAE (ETA) AEZHE = DNAS 3==31¢ 0.

2

2% DA QAT 165 rRVA F479) V3 17 V4 dde mHoew ai ZaoluE Agae] ZEagln).
Zglol = 16S_V3_F (5'-TCGTCGGCAGCGTCAGAT

[E

GTGTATAAGAGACAGCCTACGGGNGGCWGCAG-3") e 16S_V4_R (5'-
GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGACTACHVGGGTATCTAATCC-3" ) ol t}. T3-S v o] a3}t 95Tl
A 3% (WA); 94ColA 30% (WA), 58TAlA 30% (o]Ed®), 72TalA 30% (IS 213] Wk 72TCA

(AF 9%). 9% &S MiSeq (Illumina, San Diego, CA, USA)E o]&3sle] A|ZxAFe] A Ao whe} A=
2 AEEA it

gjo]E] 7}&*

el AAg AMEste] e ARES BH3te] MiSeq 9141 dlolE o] FASTQ #4& Ad3Th. ofslE AMLs
AAS AL SeqPurged AHE3le] @ FE FA L. MiSeq Al~glol A €2 Paired-end readst= FLASH 2 E¢]o]
& ARgate] WEEATE. 400 bp HWe] WEE A do] AAHJUT. MLAEA oF (5, AFH, R A4
2 v Ad)E CD-HIT-0UTS A-8-3Fe A TE. 0TU (Operational taxonomic units)iE 97% ©]/32 FA}
ki3 *1“2 Se2ERE T oZA FAHAT. EFTH e HE KA Tl digk ARE ol &t Ty AW
AR 168 HAE dolEwo]AE FHuAEE 3= BLASIN (2.4.0 M) AFE3te] FaE2ct. dlo]g o]
229} %‘ﬂé}% Ha AF A H97E 85% wRbolal Adx] qdefo] 85% WIRRI A F AATE HeHA
rokth, AW Wk 122,818709) WES dloen (HA, 4; Hd, 587,337), HL 49 WEF (<2500)
1979 Almas 5 wElE s o3y HEHor 216709 AlaE EA 3T

ALE gt F5A FA £42 WD healthcare (A&, $t=1)E AFE-3t] =Y. FAE A Hw
+ Quantitative Insights in Microbial Ecology A~ E o] (QIIME) (v. 1.8) ¥ R #|7]A] Vegan (11)E Al&
ste] =5kt foud AAALS HASY] 98] Mann-Whitney U A4S A W A3t Jlo] Ay 7
Ae HFY ¥l ’\} ot MAETY o-ThFLS Ad O AF 2 AS AFE Adtste] S48l

BT AFre TH TxY AL 712'5}04 HAET Abole] FAM AEEA AGHJ. FHAE A

(principal coordinates analysis; PCoA) Hre|g]o} &9 AlF: Wad Ay FHE Blo] AHEX FAF
4 MEHz 7|z, o3 ZFelE ERlsy] 93l Adonis HIZEE Fadlon 2X28 34 A4S AMS

sto] 7 o 7HY] SRR WAL AolE FrhgTt.

Ay EEA F3 A7) (Linear discriminant analysis effect size; LEfSe)Z AFg38to] whg|glo} EFa-9)
AE FHEE AAsto 2N EE3 nlo)lontAE 7AE3FS k. LDA (Linear Discriminant Analysis) H<5 >
2.5 o AololAl frostAl FHEE EAES Adeke ol AFEHEATE (12). Rel uigk Igraph (13) ¥

centiserve (14) Z7|AE Al&3sle] A 3zt ¥ vAET AFYE W A5 2ES B0, TaxdFun 4~X
Edlo] (15)& AHE3te A5 715 #4495 F3dc. 1AE 259 7154 592 165 rRNA Fdz2 AdEs
gatal A 2 A wE Waabde] 7| xgk 75 A FA G|E FYFoRN AqS5H ATt s vlo]owt
Aol As& Hrlslzl fl8 ROC A *Mﬂé}aiﬁk E7) EA4L Vindows 108 R WA 3.4.42 F385%00;
P-3t <0.052 A4 FoAds vedes A2

A%

o7 gy Jueo] B

o] AFeA= HHo 2™ 419 Ao} HHo AR 22 1978 Ao ARE AT, F 216709 A=
=2 16S rRNA MEEMo =z BEAM3lo] 30,236,835709] Hd (F74gh, 123,541; ARG B9, Al&9 97,015-
156,914719) A d)S =319}, 2167 A 2elA 2883719 OTUZF AZH o] 37719 23 1085719 oz &
HYow A g FAdke] 7B 52 F 1o YEEo Q).
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T 55X (APACHE 2 SOFA HS)olAd  zfol7}
)2 T FolA st @Rk, HHoez Qs 77
gt 4FE T EE AT T F FOoR BRY

=
ARG Aol A AT, 2 Aol Ea

# 1
Pneumonia Group Non-
Successtul Failed poeumonia P P
extubation extubation Group valueT  valueF
n=22 n=19 n=19

Agel 72 (58-75) 76 (70-85) 76 (59-81) 0738 0.063
Male sext 16 (72.7%) 14 (73.7%) 12 (63.2) 0547  0.99
i e 2(9.1%) 6 (31.6%) 0 (0%) 0.047 0115
syndrome’
Charlson comorbidi ;
= ty 2(0.8-3.3) 3(2-5) 2(1-2) 0.051 0227
Cause of intubation’ <0.001 0.269

Cardiac arrest 0(0.0%) 1(5.3%) 3(15.8%)

Neurological distress 4(18.2%) 1(5.3%) 14 (73.7%)

Postoperative status 0(0.0%) 0 (0.0%) 1(5.3%)

Respiratory 18 (81.8%) 17 (89.5%) 1(5.3%)
Pa0y/FiOs 241(137-325)  188(102-292) 430 (321.457) 0.14
SeverityT

APACHE score 17 (15-21.5) 23(19-25) 22 (17-25) 0.165 0.015

SOFA score 7(5-8.3) 8(7-13) 6 (4-9) 0227  0.045
GesT 8(6.8-10) 9(5-11) 6 (5-9) 0.074  0.895
28-day mortality’ 0 (0%) 12 (63.2%) 6(31.6%)  >0.99  <0.001
ICU mortality" 0 (0%) 17 (89.5%) 6 (31.6%) 04  <0.001
MV duration §(7-14) 16 (13-25) 10 (7-14) 0.238  <0.001
CRP (mg/dL)" 139 (65.8-221.3) 133 (44-158)  61(4.6-132.1) 0.011  0.488

9 Median (interquartile range), Tfrequency (%o)

T Pneumonia vs. non-pneumonia group.

-+— Successful extubation vs. failed extubation group (limited to patients with pneumonia).

Pa0;F10;. ratio of arterial oxygen partial pressure to fractional inspired oxygen: APACHE II: Acute Physiology.
Age, Chronic Health Evaluation II; SOFA, Sequential Organ Failure Assessment; GCS, Glasgow coma scale;
ICU, intensive care unit; MV, mechanical ventilation; CRE, C-reactive protein
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LA Al & e vt go} (Proteobacteria)®t HVFEIZ (Firmicutes) ATt (= 1A). AAH o= &
5 WAETY] 77%7F olE F stuel Lok (A" 78%: HHol obd A% 76%). AT £ F DNA AL
0.5%% sl Fo2 g, 20709 Aujdel &o] B At,

A A (P=0.24) R AE AF (P =0.30)F YR vt} o], A 9 HAEToNA T FFEE A
SH3lth. PCoAdl o8 24w B- YA F o AtelolA dd3s] @skth (= 1B, Adonis P = 0.001). LEfSe
A2 147HA9] FEEE ERTES B9 FUY. & FEolA FEEYUX (Pseudomonas), ZE U|EbE B %
(Corynebacterium), WA= 2} (Veillonella), ZE|o} (Rothia), MNE|ZFAAZ (Enterococcus) L YA o}
(Neisseria)y #H@ToA AT, 2E=NEFTA X (Streptococcus), T H AT} (Prevotella), YETgH
g2} (Alloprevotella), B =87V e} (Granulicatella) 2 vwlFZZE=nt (Mycoplasma)y BlH Bt A $-
Al

A9 xlollA -T2 ey @3 Aoyt ke Zolrk fAiTh. 1dAte] -t T oot 7ol
Aolaraitt (R = 0.0408, P = 0.021). #% 82 5 wre)zoldle] 2~ (Bacteroidetes)s 23 Asjanr} 23
AEatola B o A (F3% A 8.5% W B AT 6.7%). & FoolA, LEfSe B4 @ A9
woll vl g AFatolA AEEH 2 (Hemophilus) R 2ERNEFHA L (Streptococcus) 4dl4d FH=7F &
A3 Eoka AMelZmA2 (Enterococcus)?] FHE7F $H4-S YERUAG.
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1
1
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S57] rlgEatel] gigh 28 AlgEe] FE
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0.0436, P = 0.008). 2EHAETAA, FEde]x L Jo|agole] TRste 282 A& A 7385l (LDA
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FTHEE 289 AET ) 21/38 (55.3%) E 28 Al #xF2] 12/14 (85.7%) 04 9.6% vl who] ATt
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