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SEQ
Met
Arg
Leu
Trp
Ile
65

Phe
Leu
Arg
Pro
Ser
145
Phe

Lys
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ID NO:3:

Asp
Ser
Arg
Leu
50

Ser
Thr
vVal
Lys
Glu
130
AsSn

Tyr

Ala

Pro
Phe
Arg
35

Met
Asp
val
Leu
Pro
115
Lys
Trp
Trp

Ile

HEH S EQ

Leu
Phe
20

Lys
Pro
Tyr
Asp
Asn
100
Asn
Tyxr
Thr
His

His
180

Trp Tyr Lys
Asp Ala Asn
Leu Pro Tyr

Phe Phe Gln
55
Tyr Gln Ile
70
Glu Ala His
85
His Thr Ser

Ser Pro Met

Lys Gly Val
135
Phe Asp Pro
150
Gln Pro Asp
165
Gln Val Met

» H

P

I D

Asp
Asn
Leu
40

Sex
Leu
Gly
Ile
Arg
120
Arg
val

Leu

Phe

Ala
Asp
25
Glu
Pro
Pro
Arg
Asp
105
Asp
Val
Ala

Asn

Phe
185
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NO:3MmmeBEERF

Val
10
Gly
Glu
Leu
Val
Gly
His
Trp
Ile
Lys
Trp

170
Trp

Ile
Tyr
Leu
Arg
His
75

Met
Pro
Tyr
Phe
Ala
155
Asp

Ala

Tyxr
Gly
Gly
AsSp
Gly
Lys
Trp
Val
Lys
140
Ser

Asp

Gln
Asp
Val
45

Asp
Thr
Val
Phe
Trp

125
Asp

Pro

Leu

14 H & IE

Leu
Phe
30
Asn
Gly
Leu
Ile
Gln
110
Ser
Phe
Trp
Glu

Gly
190

His
Glu
Thr
Tyr
Glu
Ile
95
Glu
Asp
Glu
His
Val

175
Val

Val
Gly
Leu
Asp
Asp
80
Glu
Ala
Thr
Thr
Arg
160
Glu

Asp
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Gly Phe Arg Leu Asp Ala Ile Pro Tyr Leu Tyr Glu Arg Glu Gly Thr
195 200 205
Ser Cys Glu Asn Leu Pro Glu Thr Ile Glu Ala Val Lys Arg Leu Arg
210 215 220
Lys Ala Leu Glu Glu Arg Tyr Gly Pro Gly Lys Ile Leu Leu Ala Glu
225 230 235 240
Ala Asn Met Trp Pro Glu Glu Thr Leu Pro Tyr Phe Gly Asp Gly Asp
245 250 255
Gly Val His Met Ala Tyr Asn Phe Pro Leu Met Pro Arg Ile Phe Met
260 265 270
Ala Leu Arg Arg Glu Asp Arg Gly Pro Ile Glu Thr Met Leu Lys Glu
275 280 285
Ala Glu Gly Ile Pro 6lu Thr Ala Gln Trp Ala Leu Phe Leu Arg Asn
290 295 300
His Asp Glu Leu Thr Leu Glu Lys Val Thr Glu Glu Glu Arg Glu Phe
305 ' 310 315 320

Met Tyr Glu Ala Tyr Ala Pro Asp Pro Lys Phe Arg Ile Asn Leu Gly
325 330 335
Ile Arg Arg Arg Leu Met Pro Leu Leu Gly Gly Asp Arg Arg Arg Tyr
340 _ 345 350
Glu Leu Leu Thr 2la Leu Leu Leu Thr Leu Lys Gly Thr Pro Ile Val
355 360 365
Tyr Tyr Gly Asp Glu Ile Gly Met Gly Asp Asn Pro Phe Leu Gly
370 375 ' 380
Arg Asn Gly Vel Arg Thr Pro Met Gln Trp Ser Gln Asp Arg Ile val
385 390 385 400
Ala Phe Ser Arg Ala Pro Tyr His Ala Leu Phe Leu Pro Pro Va Ser
405 410 415
Glu Gly Pro Tyr Ser Tyr His Phe Val Asn Val Glu Ala Gln Arg Glu
420 425 430
Asn Pro His Ser Leu Leu Ser Phe Asn Arg Arg Phe Leu Ala
435 440 445
Asn Gln His Ala Lys Ile Phe Gly Arg Gly Ser Leu Thr
450 455 460
Vel Glu Asn Arg Arg Val Leu Ala Tyr Leu Arg Glu His Glu Gly Glu
465 470 475 480
Arg Val Leu Val Val Alz Asn Leu Ser Arg Tyr Thr Gln Ala Phe Asp
485 490 , 495
Leu Pro Leu Glu Ala Tyr Gln Gly Leu Val Pro Vzl Glu Leu Phe Ser
500 505 510
Gln Gln Pro Phe Pro Pro Val Glu Gly Arg Tvr Arg Leu Thr
515 520 525
Pro His Gly Phe Ala Leu Phe Ala Leu Lys Pro val Glu Ala val
530 535 540

Asp

Leu Arg

Leu Leu Pro

Leu Gly

Leu
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His
545
Asp
AsSp
Ala
Val
Leu
625
Pro
Arg
Gly
Arg
Glu
705
Trp
Arg

Cly

CGly
val
785
Thr
Arg
Val
Ala
Glu
865
Va

Trp
Gln
Trp
Glu

945
Gly

T

Leu
Leu
Thr
Gin
Ala
610
Thr
Leu
Thr
Phe
Ser
690
Ala
Val

Val

Leu

Ser
770
Arg
Pro
Leu

Glu

Phe

~850

Lys
Glu
Ala
Ala
Thr

230
Arg

2

Pro Ser
Pro Arg

Leu Val
580

Thr Leu

595

Leu Leu

Leu Leu
Leu Trp

His Gly
660

Tyr Arg

675

Leu Arg

Val Asp
Gln Leu

Leu Pro

740
Phe Trp
755

Leu Pro
Leu Leu
Cly Leu
Leu Gly

820
Gly Val

835
Leu Glu

Arg Gly
Arg Ala
Phe Ala
900
Tyr Arg
915
Arg His
Pro Ala

ARle

MEFENSEEBES 1l BxEMARE

AL ®E

Pro
Val
565
His
Lys
Asp
Gln
Ser
645
Gln
Leu
Ala
Leu
Gly
725
Arg

Glu

Pro
Glu
Leu
805
Val
Val
Leu
Thr
Val
885
Glu
Ser

Met

Arg

Asp
550
His
Glu
Glu
Ala
Leu
630
Pro
Pro
Leu
Tyr
Leu
710
Leu

Leu

Arg

Gly
Ser
790
Pro
Arg
Gly
Glu
Val
870
His
Clu
Rla

Ala

Lys
950

Trp
Met
Arg
Lys
Leu
615
Glu
Gln
Gly
Leu
Tyr
695
Arg
Val

Asp

Cly

Arg
775
Leu

Gly
Leu
Gly
Gly
855
Glu

Leu

Leu

Glu
935
Arg

Rla
Pro
Gly
Ser
600
Arg
Asn
Arg
Tyr
Ala
680
Arg
Pro
Gln

Leu

Ala
760

Pro

Pro

Glu
Glu
Ala
Ala
Pro
220
vVal

Ile

Glu
Gly

Arg
585

His
Arg
Phe
665
Arg
Gly
Gly
Asp
Pro

745
Ser

Gln
Arg
Leu
Leu
825
Pro
Val
Asp
Leu
Asp
805
Glu
Als

His

Glu
Gly
570
Glu
Leu
Gln
Arg
Glu
650
Tyr
Leu
Arg
Leu
Gly
730
Trp

Arg

Asp
Leu
His
810
Leu
Leu
Tyr
Leu
Glu
890
His
Glu
Ala

Glu

Pro Ala
555
Pro Glu

Glu Leu
Ala Leu

Lys Asp
620

Thr Leu

635

Gly Pro

Glu Leu
Lys Glu

His Pro
700

Ala Ala

715

Gly Leu

Val Leu

Arg Val

Leu Phe
780

Arg Gly

795

Glu Thr

His Arg
Leu Gly

Leu Val
860

Ala Arg

B75

ARla Leu

Leu His
Ala Leu
Glu His

940

Arg Trp
855

Pro Glu Glu

Val Leu Leu

575

Leu Asn Ala

580

Lys Pro Gln

605

Pro Pro Leu

Gln Val Ser

Gly Leu Phe

655

Ser Leu Asp

670

Gly Phe Glu

685

Gly Pro val

Gly Glu Gly

Asp Arg Thr
735

Arg Pro Glu

750

Leu Ala Leu

765

Ala Ala Lf

His Ala .

Glu Ala Leu
815
Ala Leu Gly

830

Arg Gly Leu

845

Ala Leu Gly

Leu Ala Tyr

Glu Ala Glu
895
Ala Ala Phe

910

Clu Glu Als

925

Leu His Arg

Gln Als Lys

\
/|

\

Ala
560
Val
Leu
Lys
Tyr
Leu
640
Ala
Pro
Gly
Pro
Val
720
Glu
Gly

Thr

Gl.

Ala
AsSp
880
Leu
Leu
GCly
Glu

Ala
960
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SEQ ID NO:4:

GTGGACCCCC
GACGCCAACA
GAGGAGCTCG
GACGGGTACG
TTCACCGTGG
CACACCTCCA
GACTGGTACG
GACTTTGAAA
TTCTACTGGC
CAGGTCATGT
TACCTCTACG
AAGCGCCTGA
GCCAACATGT
GCCTACAACT
CCCATTGAAA
TTCCTCCGCA
ATGTACGAGG
CTCATGCCCC
ACCCTAAAGG
TTCCTCGGGG
GCCTTCTCCC
AGCTACCACT
AACCGCCGCT

ACCCTTCTCC
CGGGTCCTGG
GCCTACCAAG
GGGCGCTACC
GAGGCGGTGC
GACCTGCCCC
CACGAAAGGG
TGGCTCGCCC
CceeeecrTT
CCccreerer
CAGCCCGGCT
CGCCTTAAGG
GGTCCCGTGC
TGGGTCCAGC
CGCCTGGACC
TCCAGARRGGG
GCCGCCCTGG
ACCCCAGGCC
GTGCGCCTCG
CCCCTCCTAG
GCCCTGGGCG
GTGGAGCGGG
GAGGAGGTGG
GAGGAGGCCC
CTCCACCGGG
GGAARAGCC

I D N

TCTGGTACAA
ACGACGGCTA
GGGTCAACAC
ATATCTCCGA
ACGAGGCCCA
TTGACCACCC
TGTGGAGCGA
CCTCCAACTG
ACCAGCCCGA
TCTTCTGGGC
AGCGGGAGGG
GGAAGGCCCT
GGCCGGAGGA
TCCCCCTGAT
CCATGCTCAA
ACCACGACGA
CCTACGCCCC
TCCTCGGGGG
GCACGCCCAT
ACCGGAACGG
GCGCCCCCTA
TCGTCAACGT
TCCTCGCCCT

CCGTGGAGAA
TGGTGGCCAA
GCCTCGTCCC
GCTTGACCCT
TCCACCTCCC
GGGTCCACAT
GGCGGGAGGA
TCAAGCCGCA
ACCTCACCCT
GGTCCCCCCA
ACTTCTACGA
AGGGGTTTGA
CCGAGGCCGT
TCGGCCTCGT
TCCCCTGGGT
TCCTCGCCCT
AGGTCCGGCT
TCCTTCCCGG
CCCTCCTCCA
GCCGCGGCCT
CGGAAARAGCG
CCGTGCACCT
CCGACCACCT
TGGAGGAGGC
AGGARAGGCC

0 H

GGACGCGGTG
CGGGGACTTT
CCTCcTGGLCTC
CTACTACCAG
CGGCCGGGGG
TTGGTTCCAG
CACCCCGGAG
GACCTTTGAC
CCTCAACTGG
CGACCTGGGG
GACCTCCTGC
GGAGGAGCGC
GACCCTCCCC
GCCCCGGATC
GGAGGCGGAG
GCTCACCCTG
CGACCCCAAG
CGACCGCAGG
CGTCTACTAC
TGTCAGGACC
CCACGCCCTC
GGAGGCCCAG
GAGGAACCAG

CCGGCGCGTC
ccrcreeeee
CGTGGAGCTC
GGGCCCCCAC
CTCCCCCGAC
GCCCGGGGGG
GCTCCTARAC
GAAGGTGGCC
GCTCCAGCTG
GAGGCGGGAA
GCTCTCCTTG
GGGGCGGAGC
GGACCTCCTC
CCAAGACGGG
TCTCCGGCCC
CACGGGA2AGC
CCTGGAAAGC
GGCCCTGCAC
CCGGGeeCTT
CGGGGeeTTe
GGGCACGGTG
CGCCCTCGAG
CCACGCCGCC
GGGCTGGACG
CGCCCGCAAG

ATCTACCAGC
GAGGGCCTGA
ATGCCCTTCT
ATCCTCCCCG
ATGAAGGTGA
GAGGCGAGGA
AAGTACAAGG
CCCGTGGCCA
GACAGCCCCG
GTGGACGGCT
GAGAACCTCC
TACGGCCCCG
TACTTCGGGG
TTCATGGCCC
GGGATCCCCG
GAGAAGGTCA
TTCCGCATCA
CGGTACGAGC
GGGGACGAGA
CCCATGCAGT
TTCCTTCCCC
CGGGAAAACC
CACGCCAAGA

CTCGCCTACC
TACACCCAGG
TTCTCGCAGC
GGCTTCGCCC
TGGGCCGAGG
CCGGAGGTCC
GCCcCreaecee
CTCCTGGACG
GAGAACCACA
GGCCceGGee
GACCCAGGCT
CTCCGGGCCT
CGGCCGGGAC
GGCCTGGACC
GAAGGGGGCC
CTcccececeae
CTTCCCCGCC
GAGACCGAAG
GGGGAGGTGG
CTGGAGCTGG
GAGGAGGACC
GCCCTGGAGG
TTCCTCCAAG
CGGCACATGG
CGCATCCACG

HttmENMN > EFXALEESEQ

B R 3l e

TCCACGTCCG
GGCGGAAGCT
TCCAGTCCCC
TCCACGGGAC
TCATTGAGCT
AGCCGAATAG
GGGTCCGGGT
AGGCCTACTA
AGGTGGAGAA
TCCGCCTGGA
CCGAGACCAT
GGAAGATCCT
ACGGGGACGG
TAAGGCGGGA
AAACCGCCCA
CGGAGGAGGA
ACCTGGGGAT
TCCTCACCGC
TCGGCATGGG
GGTCCCAAGA
CCGTGAGCGA
CCcacrceer
TCTTCGGCCG
TGAGGGAGCA
CCTTTGACCT
AARCCCTTCCC
TCTTCGCCCT
AGCcceeecee
TCCTGGTGGA
AGACCCTGAA
CCCTCCGCTT
GGACCCTCCA
TCTTCGCCCG
TCTACCGCCT
ACTACCGCGG
TCGCGGCGGG
GCACGGAGCG
TCTTCTGGGA
GCceeeceeea
TCCGGGGGCA
CCCTGGTCCG
AGGGGGTGGT
AGGGGGAGGT
TGGCCCGCCT
CGGAGCTTTG
CCTACCGCTC
CCGAGGTGGC
AGCGCTGGCA

H®
I D

N

CTCCTTCTTT
TCCCTACCTG
CTTGAGGGAC
CCTGGAGGAC
CGTCCTGAAC
CCCCATGCGG
CATCTTCAAG
CTGGCACCGC
GGCCATCCAC
CGCCATCCCC
TGAGGCGGTG
CCTCGCCGAG
GGTCCACATG
GGACCGGGGT
GTGGGCCCTC
GCGGGAGTTC
CCGCCGCCGe
CCTCCTCCTC
GGACAACCCC
CCGCATCGTC
GGGGCCCTAC
CCTGAGCTTC
GGGGAGCCTC

CGAGGGGGAG
CCCCTTGGAG
CCCGGTGGAG
GAAGCCCGTG
CGAGGAGGCC
CACCCTGGTC
GGAGAAGAGC
CCAGAAGGAC
GGTCTCCCTC
CACCCACGGC
CCTCCTCGCC
CCGCCACCCG
GGAGGGGGTC
GGTCCTCCCC
GCGGGGCGCC
GGACCTCTTC
CGCCCCCGGG
CCTCCTCGGG
GGGGGGCCAC
GTACCTCGTG
GGCCTACGAC
GGCCTTTGCC
ceeceereece
GGCGGAGCAC
GGCCAAGGCC

FEAEEE4EHDNA > Hh S
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60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380

1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2889
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SEQ ID NO:5:
GCCCCTCCCT CCCCCAACCG GGCCTTCCCG TGGGGGGGGG GCACAGCCTG GAGGAAGGGG 60
TGCTCGACGG GGAGGTGCGG CCCCTCTTGC GCCGTGGGCC GTGACCCCTT GCGGGCCAGG 120
CTTCCCTCCT ACCCCGGGGT GCGGGTGGAG GACAAGGGCT TCGCCCTGGC CCTGCACTAC 180
CGGGGGGCGG AGGGCGAGGA GAAGGCCCGG GCCTGCCTCG AGGCCTGGCT TAAGGCGGTG 240
GAGGGGCTCC TGGGGGCCTT GGGCCTCGAG GCCCTCCCCG GCAAGAGGGT CCTGGAGCTC 300
AAGCCCAAGG—GGGTGGACAA GGGCCARGCG GTCCTCAGGC TCCTCGGACG CCACCCGGAC 360
CACACCCCCG TTTACATCGG GGACGACACC ACCGACGAGG CCGCCTTCCT CGCCTTAAGG 420
GGCCGGGGCC TCACCTTCAA GGTGGGGGAA GGCCCCACGG CGGCCCAAGG CCGGCTCAAG 480
GACGTGGAGG AGGTCCTGGC CTACTTGCAA ACCTACCTCC GACCCACTAG CCTTTAGGCC 540
GTG GAC CCC CTC TGG TAC AAG GAC GCG GTG ATC TAC CAG CTC CAC GTC 588
Met Asp Pro Leu Trp Tyr Lys Asp Ala Val Ile Tyr Gln Leu His Val
1 5 10 15
CGC TCC TTC TTT GAC GCC AAC AAC GAC GGC TAC GGG GAC TTT GAG GGC 636
Arg Ser Phe Phe Asp Ala Asn Asn Asp Gly Tyr Gly Asp Phe Giu Gly
20 25 : 30
CTG AGG CGG AAG CTT CCC TAC CTG GAG GAG CTC GGG GTC AAC ACC CTC 684
Leu Arg Arg Lys Leu Pro Tyr Leu Glu Glu Leu Gly Val Asn Thr Leu
35 40 45
TGG CTC ATG CCC TTC TTC CAG TCC CCC TTG AGG GAC GAC GGG TAC GAT 732
Trp Leu Met Pro Phe Phe Gln Ser Pro Leu Arg aAsp Asp Gly Tyr Asp
50 55 " 60
ATC TCC GAC TAC TAC CAG ATC CTC CCC GTC CAC GGG ACC CTG GAG GAC 780
Ile Ser Asp Tyr Tyr Gln Ile Leu Pro Val His Gly Thr Leu Glu ASp
65 70 75 80
TTC ACC GTG GAC GAG GCC CAC GGC CGG GGG ATG AAG GTG ATC ATT GAG 828
Phe Thr Val Asp Glu Ala His Gly Arg Gly Met. Lys Val Ile Ile Glu
85 80 95
CTC GTC CTG AAC CAC ACC TCC ATT GAC CAC CCT TGG TTC CAG GAG GCG 876
Leu Val Leu Asn His Thr Ser Ile Asp Bis Pro Trp Phe Gln Glu Ala
100 105 110
AGG AAG CCG AAT AGC CCC ATG CGG GAC TGG TAC GTG TGG AGC GAC ACC 924
Arg Lys Pro Asn Ser Pro Met Arg Asp Trp Tyr Val Trp Ser Asp Thr
115 120 125
CCG GAG AAG TAC AAG GGG GTC CGG GTC ATC TTC AAG GAC TTT GAA ACC 972
Pro Glu Lys Tyr Lys Gly Val Arg Val Ile Phe Lys Asp Phe Glu Thr
130 135 140 ‘ _
TCC AAC TGG ACC TTT GAC CCC GTG GCC AAG GCC TAC TAC TGG CAC CGC 1020
Ser Asn Trp Thr Phe Asp Pro Val Ala Lys Ala Tyr Tyr Trp His Arg
145 150 155 160
45
i
3R
g
3
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TTC
Phe

ARG
Lys

GGC
Gly

TCC
Ser

Lys
225
GCC
Ala

GGG
Gly

GCC
Ala

GCG
Ala

CAC
His
305
ATG
Met

ATC
Ile

GAG
Glu

TAC
Tyr

CGG
Arg
385
GCC
Ala

GAG
Glu

AAC
Asn

TAC
Tyr

GCC
Ala

TTC
Phe

TGC
Cys
210
GCC
Ala

AAC
AsSn

GTC
val

CTA
Leu

GAG
Glu
290
GAC
Asp

TAC

CGC
Arg

cTC
Leu

TAC
Tyr
370
AAC
Asn

TTC
Phe

GGG
Gly

CCC
Phe

TGG
Trp

ATC
Ile

CGC
Arg
195
GAG
Glu

CTGC
Leu

ATG
Met

CAC
His

AGGC
Arg
275
GGG
Cly

GAG
Glu

GAG
Glu

CGC
Arg

CTC
Leu
355
GGG
Cly

GGT
Gly

TCC
Ser

CCC
Pro

CAC
His
435

CAC
His

CAC
His
180
CTG
Leu

AAC
Asn

GAG
Glu

TGG
Trp

ATG
Met
260
CGG
Arg

ATC
Ile

CTC
Leu

GCC
Ala

CGC
Arg
340
ACC
Thr

GAC
Asp

GTC

val

CGC
Axg

TAC
Tyxr
420
TCC
Ser

N WIE A B

CAG
Gln
165
CAG
Gln

GAC
Asp

CTC
Leu

GAG
Glu

CCG
Pro
245
GCC
Ala

GAG
Glu

Ccc
Pro

ACC
Thr

TAC
Tyr
325

cTC
Leu

GCC
Ala

GAG
Glu

AGG
Arg

GCC
Ala
405
AGC
Ser

CTC
Leu

CCcC
Pro

GTC
Val

GCC
Ala

CcCcC
Pro

CGC
Arg
230
GAG
Glu

TAC
Tyr

GAC
Asp

GAA
Glu

CTG
Leu
310
GCC
ARla

ATG
Met

CTC
Leu

ATC
Ile

ACC
Thr
390
CCC
Pro

TAC
Tyr

CTG
Leu

GAC
Asp

ATG
Met

ATC
Ile

GAG
Glu
215
TAC
Tyr

GAG
Glu

AAC
Asn

CGG
Arg

ACC
Thxr
295
GAG
Glu

CCC
Pro

CCC
Pro

CcTC
Leu

GGC
Gly
375
CCcC
Pro

TAC
Tyr

CAC
His

AGC
Sexr

CcTC
Leu

TTC
Phe

CcC
Pro
200
ACC
Thr

GGC
Gly

ACC
Thr

TTC
Phe

GGT
Gly
280
GCC
Ala

ARG
Lys

GAC
Asp

cTC
Leu
CTC
Leu
360

ATG
Met

ATG
Met

CAC
Ris

TTC
Phe

TTC
Phe
440

AAC
Asn

TTC
Phe
185
TAC
Tyr

ATT
Ile

CCC
Pro

CTC
Leu

CCC
Pro
265
CCC
Pro

CAG
Gln

GTC
vel

CccC
Pro

CTC
Leu
345
ACC
Thr

GGG
Gly
CAG
Gln

GCC
Ala

GTC
Val
425
AAC
Asn

TGG
Trp
170
TGG
Trp

crc
Leu

GAG
Glu

GGG
Gly

CCccC
Pro
250
CTG
Leu

ATT
Ile

TGG
Trp

ACG
Thr

ARG
Lys
330

GGG
Gly

CTA
Leu

GAC
Asp

TGG

Tro

CTC
Leu
410
AAC
Asn

CGC
Arg

GAC
Asp

GCC
Ala

TAC
Tyx

GCG
Ala

AAG
Lys
235
TAC
Tyr

ATG
Met

GAA
Glu

GCC
Ala

GAG
Glu
315
TTC
Phe

GGC
Gly

AAG
Lys

ARC
Asn

TCC
Ser
395
TTC
Phe

GTG
val

CGC
Arg

AGC
Ser

GAC
Asp

GAG
Glu

GTG
Val
220
ATC
Ile

TTC
Phe

CCccC
Pro

ACC
Thr

cTC
Leu
300
GAG
Glu

CGC
Arg

GAC
Asp

CCC
Pro

CTG
Leu

CGG
Arg
205
AAG
Lys

cTC
Leu

GGG
Gly

CGG
Arg

ATG
Met
285
TTC
Phe

GAG
Glu

ATC
Ile

CGC
Arg

GGC ACG

Gly Thr
365

CCC TTC

Pro Phe

380

CAA GAC

Gln Asp

CTT CCC
Leu Pro

GAG GCC
Glu Ala

TTC CTC
Phe Leu
445

GAG
Glu

GGG
Gly
1980

GAG
Glu

CGC
Arg

CTC
Leu

GAC
Asp

ATC
Ile
270

CTC
Leu

CTC
Leu

CGG
Arg

AARC
Asn

AGG
Arg
350
CCC
Pro

CTC
Leu

CGC
Arg
CccC
Pro

CAG
Gln
430
GCC
Ala

GTG
Val
175
GTG
Val

GGG

GAG
Glu

GAC
Asp

ACC

Gly Thr

CTG
Leu

GCC
Ala

GGG
Gly
255
TTC
Phe

ARG
Lys

CGC
Arg

GAG
Glu

CTG
Leu
335

CGG
Arg

ATC

Ile

GGG
Gly

ATC
Ile

GTG
Vel
415
CGG
Arg

CTG
Leu

AGG
Arg

GAG
Glu
240

GAC
Asp

ATG
Met

GAG
Glu

AAC
Asn

TTC
Phe
320

GGG
Gly

TAC
Tyr

GTC
val

GAC
AsSp

GTC
vel
400

AGC
Ser

GAA
Glu

AGG
AXg

1068

1116

1164

1212

1260

1308

135

1404

1452

1500

1548

1596

1644

1692

1740

1788

1836

1884
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ARC
Asn

GTG
Val
465
CGG
Arg

CTC
Leu

CAG
Gln

Ccc
Pro

CAC
His
545
GAC
Asp

GAC
Asp

GCC
Alez

GTG
Val

CcTC
Leu
625
CCcC
Pro

CGC
Arg

GGC-

Gly

CGG
Arg

GAG
Glu
705
TGG
Trp

CGG
Arg

CAG
Gln
450
GAG
Glu

GTC
Val

CCcC
Pro

CAA
Gln

CAC
His
530
CTC
Leu

CTG
Leu

ACC
Thr

CAG
Cln

GCC
Ala

610

ACC
Thr

CTC
Leu

ACC
Thr

TTC
Phe

AGC
Ser
690
GCC
Ala

GTC
Val

GTC
Val

CAC
His

AAC
Asn

CTG
Leu

TTG
Leu

CCC
Pro
515
GGC
Gly

Cccc
Pro

Ccc
Pro

CTG
Leu

ACC
Thr
595
CTC
Leu

CTG
Leu

CTC
Leu

CAC
His

TAC
Tyr
675
cTC
Leu

GTG
val

CAG
Gln

CTC
Leu

GCC
Ala

CGG
Arg

GTG
Val

GAG
Glu
500
TTC
Phe

TTC
Phe

TCC
Ser

CGG
Arg

GTC
Vla
580
CTG
Leu

CTG
Leu

CTC
Leu

TGG
Trp

GGC
Gly
660
CGC
Arg

Cce
Arg

GAC
Asp

CTC
Leu

CCcC
Pro
740

AAG
Lys

CGC
Arg

GTG
Val
485
GCC
Ala

CCcC
Pro

GCC
Ala

CCC
Pro

GTC
Val
565
CAC
His

ARG
Lys

GAC
Asp

CAG
Gln

TCC
Ser
645
CAG
Gln

cTC
Leu

GCC
Ala

cTC
Leu

GGC
Cly
725
CGC
Arxrg

ATC
Ile

GTC
Val
470
GCC
Ala

TAC
Tyr

CCG
Pro

cTC
Leu

GAC
Asp
550
CAC
His

GAA
Glu

GAG
Glu

GCC
Rla

CTG
Leu

630
CCcC
Pro

CCC
Pro

CcTC
Leu

TAC
Tyxr

CTC
Leu
710
cTC
Leu

CTG
Leu

TTC
Phe
455
CTC
Leu

AAC
Asn

CAA
Gln

GTG
Val

TTC
Phe
535
TGG
Trp

ATG
Met

AGG
Arg

AAG .

Lys

cTC
Leu
615
GAG
Glu

CAG
Gln

GGC
Gly

cTC
Leu

TAC
Tyr
695
CGG
Arg

GTC
Val

GAC
Asp

GGC
Gly

GCC
Ala

CTC
Leu

GGC
Gly

GAG
Glu
520
GCC
Ala

GCC
Ala

CCccC
Pro

GGG
Gly

AGC
Ser
600
cGcC
Arg

AARC
Asn

AGG
Arg

TAC
Tyr

GCC
Ala
680
CGC
Arg

CCG
Pro

CAA
Gln

CTC
Leu

CGG
Arg

TAC
Tyr

TCC
Ser

CTC
Leu
505
GGG
Gly

CTG
Leu

GAG
Glu

GGG
Gly

CGG
Arg
585
TGG
Trp

TTC
Phe

CAC
His

CGG
Ar

TTC
Phe
665
CGC
Arg

ner
LA )

Gly

GGA
Gly

GAC
Asp

CCcC
Pro
745

GGG
Cly

CTG
Leu

CGC
Arg
490
GTC
Vel

CGC
Arg

AAG
Lys

GAG
Glu

GGG
Gly
570
GAG
Glu

CcTC
Leu

CAG
Gln

AGG
Arg

GAA
Glu
650
TAC
Tyr

CcTT
Leu

CGC
Arg

CTC
Leu

GGG
Gly
730
TGG
Trp

AGC
Ser

AGG
Arg
475
TAC
Tyr

CCC
Pro

TAC
TyT

CCcC
Pro

CCC
Pro
555
CCG
Pro

GAG
Glu

GCC
Ala

AAG
Lys

ACC
Thr
635
GGC
Cly

GAG
Glu

AAG
Lys

CiaC
His

GCG
Ala
715
GGC
Gly

GTT
Val

CTC
Leu
460
GAG
Glu

ACC
Thr

GTG
Val

olele]
Arg

GTG
Val
540
GCC
Ala

GAG
Glu

CTC
Leu

CTC
Leu

GAC
Asp
620
CTC
Leu

Ccc
Pro

CTC
Leu

GAG
Glu

CCG
Pro
700
GCG
Ala

CTG
Leu

CTC
Leu

ACC
Thr

CAC
His

CAG
Gln

GAG
Glu

TTG
Leu
525
GAG
Glu

CccC
Pro

GTC
Val

CTA
Leu

AAG
Lys
605
CccG
Pro

CAG
Gln

GGC
Gly

TCC
Ser

GGG
Gly
685

GGT
Gly

GGG
Gly

GAC
Asp

CGG
Arg

CTT
Leu

GAG
Glu

GCC
Ala

CTC
Leu
510

ACC
Thr

GCG
Ala

GAG
Glu

CTC
Leu

AAC
Asn
590
CCG
Pro

CCC
Pro

GTC
Val

CcTC
Leu

TTG
Leu
670

TTT
Phe

CccC
Pro

GAG
Glu

CGC
Arg

CCcC
Pro
750

CTC CccC
Leu Pro

GGG GAG
Gly Glu
480
TTT GAC
Phe Asp
495
TTC TCG
Phe Ser

CTG GGC
Leu Gly

GTG CTC
Val Leu

GAG GCC
Glu Ala
560
CTG GTG
Leu Val
575
GCC cCTC
Ala Leu

CAG AAG
Gln Lys

CTT TAC
Lys Tyr

TCC CTC
Ser Leu
640
TTC GCC
Phe Ala
655
GAC CCA
Asp Pro

GAG GGG
Glu Gly

GTG CCC
Val Pro

GGG GTC
Gly vel
720
ACG GAG
Thr Glu
735
GAA GGG
Glu Gly

1932

1980

2028

2076

2124

2172

2220

2268

2316

2364

2412

2460

2508

2556

2604

2652

2700

2748

2796
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GGC CTC TTC TGG GAG CGG GGC GCC TCC AGA AGG GTC CTC GCC CTC ACG 2844
Gly Leu Phe Trp Glu Arg Gly Ala Ser Arg Arg Val Leu Ala Leu Thr
755 760 765
GGA AGC CTC CCC CCG GGC CGC CCC CAG GAC CTC TTC GCC GCC CTG GAG 2892
Gly Ser Leu Pro Pro Gly Arg Pro Gln Asp Leu Phe Ala Ala Leu Glu
770 775 780
GTC CGG CTC CTG GAA AGC CTT CCC CGC CTC CGG GGG CAC GCC CCC GGG 2940
Val Arg Leu Leu Glu Ser Leu Pro Arg Leu Arg Gly His Ala Pro Gly
785 790 795 800
ACC CCA GGC CTC CTT CCC GGG GCC CTG CAC GAG ACC GAA GCC CTG GTC 2988
Thr Pro Gly Leu Leu Pro Gly Ala Leu His Glu Thr Glu Ala Leu Val
805 810 815
CGC CTC CTC GGG GTG CGC CTC GCC CTC CTC CAC CGG GCC CTT GGG GAG 3036
Arg Leu Leu Gly Val Arg Leu Ala Leu Leu His Arg Ala Leu Gly Glu
820 825 830
GTG GAG GGG GTG GTG GGG GGC CAC CCC CTC CTA GGC CGC GGC CTC GGG 3084
Val Glu Gly Val Val Gly Gly His Pro Leu Leu Gly Arg Gly Leu Gly
835 840 845
GCC TTC CTG GAG CTG GAG GGG GAG GTG TAC CTC GTG GCC CTG GGC GCG 3132
Ala Phe Leu Glu Leu Glu Gly Glu Val Tyr Leu Val Ala Leu Gly Ala
850 855 860
GAR ARG CGG GGC ACG GTG GAG GAG GAC CTG GCC CGC CTG GCC TAC GAC 3180
Glu Lys Arg Gly Thr Val Glu Glu Asp Leu Ala Arg Leu Ala Tyr Asp
865 870 875 880
GTG GAG CGG GCC GTG CAC CTC GCC CTC GAG GCC CTG GAG GCG GAG CTT 3228
Val Glu Arg Ala Val His Leu Ala Leu Glu Ala Leu Glu Ala Glu Leu
885 8390 895
TGG GCC TTT GCC GAG GAG GTG GCC GAC CAC CTC CAC GCC GCC TTC CTC 3276
Trp Ala Phe Ala Glu Glu Val Ala Asp His Leu His Ala Ala Phe Leu
900 905 910
CAA GCC TAC CGC TCC GCC CTC CcCcC GAG GAG GCC CTG GAG GAG GCG GGC 3324
Gln Ala Tyr Arg Ser Ala Leu Pro Glu Glu Ala Leu Glu Glu Ala Gly
915 920 925
TGG ACG CGG CAC ATG GCC GAG GTG GCG GCG GAG CAC CTC CAC CGG GAG 3372
Trp Thr Arg His Met Ala Glu Val Ala Ala Glu His Leu His Arg Glu
930 935 940
G2A AGG CCC GCC CGC AAG CGC ATC CAC GAG CGC TGG CAG GCC AAG GCC 3420
Glu Arg Pro Ala Arg Lys Arg Ile His Glu Arg Trp Gln Ala Lys Ala
945 950 955 960
GGA ARA GCC 3420
Gly Lys Ala
963
TAGGCGCCCG GTAGCCCTTC AGCCCCGGGC CACGGGGGCC TTGGGGTGGA AGACGGCCTC 3489
CTCGGGGAGG AGGCGGCGCT TCTTGGCCCG GCGGTAGACG GCGTCCCACA TGCGGCAGAA 3549
GGCGCACACC GCCCCCGTGG TGGGGTAGCC GCACCGCTCG CACTCCCTAA G 3600
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