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gL
AlFEfel A, A sp34 scFvEFEC AR AA d9 (RS EFHeth. dF
1 2 scFyv A3 7HH wwls 29g. o
2 18] ZYietel= = EelEol= B Al Lol ¥ Sol4 Z2HokAlol o]
Agpict. AF AAGH A, steh] 19 ZEHEtol= E ZEHEto|E EFAE Lio] TF 5ol4 Lo}
Al ofsl deksar Ae] o] AE Ao Agte wj o]AE Alzo] AFIrE. AR HAYF

2 2l
AAFE A, A2 ol HEH AlE o] TCR-CD3 HaAe] A2l Zeiete]=e) At o

>
>
o2
fuj
=
X
w
o
=5
<
fr
w
o
5]
<
0{
i)
N
N
(g
k
=
0,
g

T Aaxojch, g5

5 AAIGE A, TCR-CD3 H3HA19] Il ZElo]=&= A1 (D3 e o]t}

AR AR S A, scFy 2 7 Edee ArAg 75 °J 9 (CDR) HC-CDR1, HC-CDR2, ¥ HC-CDR3E E3}s}
3, oJ7)A scFv 2] 7bA =w|¢19] HC-CDR1, HC-CDR2 ¥ HC-CDR3-& HC-CDR1: A€W$ 3; HC-CDR2: AE¥ 3
4; HC-CDR3: A49W s 58 x3sl1, CDRS HC-CDRI, HC—CDR2 T HC-CDR3 & FHol% sl 0-2719] ofm i
A WSz

A5 AAFE N A, scFv A 7P =L drA A% JA(CDR) LC-CDR1, LC-CDR2 % LC-CDR3&
Z3tatar, o7)A schv A2 7b =219 LC-CDR1, LC-CDR2 % LC-CDR3-S LC-CDR1: A ¥¥H3E 6; LC-CDR2: A
g5 7; 9 LC-CDR3: A¥¥ 3 8 x3sl1, (DR LC-CDRL, LC-CDR2 ¥ LC-CDR3 & Holk shitol 0-271
o] opwieAit WMH S ¥}

AF- AAFEA, scFy F 7P Ee9e 4w A% g9 (CDR) HC-CDR1, HC-CDRZ, % HC-CDR3S Z3Fa}

o

31, o714 scFv 2 7bH E=w¢19] HC-CDR1, HC-CDR2 @ HC-CDR3-& HC-CDR1: A ¥¥3E 3; HC-CDR2: A LW S
4; HC-CDR3: AMEWE 55 xeslar; schv 4 7HH =Wl AxAg A4 99(CDR) LC-CDR1, LC-CDR2
LC-CDR3S *38tslar, o7)A scFv A4 7pA Ewe1¢] LC-CDR1, LC-CDR2 2 LC-CDR3S LC-CDR1: A EW3E 6;
LC-CDR2: AE¥WM 35 7; 2 LC-CDR3: A EW 3 8L x3sir).

AR A FEfo A, A AHA AA 99 (CDR) HC-CDR1, HC-CDR2 % HC-CDR3& *¥3+stal, o714 A9l HC-
CDR1, HC-CDR2 2 HC-CDR3<S HC-CDR1: A¥¥ 35 3; HC-CDR2: AEWE 4; HC-CDR3: A4Ws 58 238,
CDR-& HC-CDR1, HC-CDR2 ®=i= HC-CDR3 £ AHol&= &ltol 0-2709] oln| il WES FE33ic),

AR AA)Fejo A, A AHA AA 999 (CDR) LC-CDR1, LC-CDR2 % LC-CDR3E *¥3+stal, o714 A9 LC-
CDR1, LC-CDR2 ¥ LC-CDR3& LC-CDR1: A€W 3Z 6; LC-CDR2: AEW s 7; 9@ LC-CDR3: AgH3s 8% 23,
CDR-& LC-CDR1, LC-CDR2 T+ LC-CDR3 % AHol= 3dfutel] 0-2719] ofn=Al HES X33l

n

AR AA A, A AEA A A (CDR) HC-CDR1, HC-CDR2 % HC-CDR3S E&slar, of7]4 A¢ HC-
CDR1, HC-CDR2 % HC-CDR3E HC-CDR1: A]¥¥3E 3; HC-CDR2: A€W 4; HC-CDR3: A EWE 58 E3staL; A
& ArAd AA 99 (CDR) LC-CDR1, LC-CDR2 % LC-CDR3S *3tstar, o714 A9 LC-CDR1, LC-CDR2 % LC-
CDR3& LC-CDR1: A Y9¥H3Z 6; LC-CDR2: A9H3Z 7; @ LC-CDR3: A ¥EWs 8% xaslc},
A AAIGE A A, scFv T3 7 EH1e AEHE 99 wE ofm it AEe s Hojx 70%2] AE Y
S zbs olut *102" Eghsich, AR AAY ﬂ1 ol A, scFv %fﬂ 7h =rele MEHT 99 wE ofn]:
At ! SFefell A, scFv 2 7}
W Eole AEHIE 9ol e ofm| Al A Hd ﬂ%éﬁ X—ME 35%9] M4 TS ZE oA AEE 2
5 ]
S

A& zhe opu|Ail AMES XEgsit). A Ax ]Okﬂoﬂfﬂ schv 54 71 =dde Oeﬂ‘ﬂ& 9o W&
oAt Mol s Hoj® 9199 ME LRSS ZHE ot MES xgsinh. A AAIGE e, scFv
3 7 Evde Adis | tial] Hojx 9292 ME TdAdS ZEe ofuAk M E

Wole HAME 9o wE olu]wal Hdo]| s Holx
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93%°] NE TUddE 2
uhE opmmat A4
LA Feol A, schv T4 7hi =rlele x ol
opmlit M-S ZIATE A AAGEAA, schv T»H 7}% Eﬂﬂi% A aﬂdz 9ell wh2 ofn| =ik A
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Mg x3atar, MEHE 99 ol 8071 A%z O}ﬂl w=Ab ZA71e] gl o=
ZAAFEANA, schv 3 7P =l I E 99 Ao 90719 HA4A
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AEH QA ofr] =2 s E23sta, AEWs 99 Aol 100709 A& ofr|=it 7)o
tisf Aol 95%4 Al FLE e 4 AN, schv T4 7P =l AEE 99 AHolw
1057119 1A Q1 ofm| il g7 e} opm|iedl NS Egsha, AMAWE 99 Hollke 10570 A&l opnl it
A7pell el Ao 95%9] MA eddE Zheth. AR AAFHCAA, schv 3 7P Ercle AdWE 99
Aol 110708 ALARD opn|at 7o) opnliedlt MiE £osta, MAME 99 Holk 110719 A& <
oAt 7] rHEH Aol 9500 Al L&zttt AR A 1%@1 I, scFv T3 7 E=rQle A4
HE 99 Aol 115749 AHH]L oprmal 17 A Estar, AEUT 99 Hoj= 115749]
AEA QN o mak el ﬂ%sﬁ Aol 9560 N A& Zheth. A AAGECNM, schv T3 7P v
& AdwE 99 Aol 120709 AHKA QN opnmat & AdE& zgsta, Mz 99 Aol
120708 ALAR1 opn| it A7]e] wisf Aojk 95%9] N eddE 2T
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¥ 2.3-Cp3 2 =12 (A;) AMGT A 2] 9] g3 248 CDR)] A F <] olu] =it 4G

TFAA A ol A g SEQ ID NO:
NIA CE)
CD3: HC: CDR1 GFTFNKYA 3
CD3: HC: CDR2 IRSKYNNYAT 4
CD3: HC: CDR3 VRHGNFGNSYISYWAY 5
CD3: LC: CDR1 TGAVTSGNY 6
CD3: LC: CDR2 GTK 7
CD3: LC: CDR3 VLWYSNRWV 8
3F-CD3 SP34.185 scFv EVQLVESGGGLVQPGGSLKLSCAASGFTENK 9

YAMNWVRQAPGKGLEWVARIRSKYNNYAT
YYADSVKDRFTISRDDSKNTAYLQMNNLKTE
DTAVYYCVRHGNFGNSYISYWAYWGQGTL
VTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKP
GQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGT
KLTVL

AR AAFEH A, A A EE A 9SS ZIT. AR AN S, A2 A EE oo A wH
2 9d H 7t v, 9 E=dQl A, Fab' EE FabsS ¥asitl. g3 AR GH A, A A EE o]
FA dHe 9 ) b G (schy), F4 7P =EAVH =), A4 b EEOL E6), i He)
F oA 9 =l A9 7bE Ewel(VHDS 3. A8 AAJGEjol A, A2l A i ol A T
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= s e QR FAlelvh. AN HAGECNA, Axs Fab Hi= Fab'olth. AN AA|GE A, Fab Hi=

Fab'= (a 2l . A 4 gt
VL T FUE xS, dE ARG A, A == ol A dH2 xnIm A AR EA(EGFR) 2
3 =S xSt A AASE A, A Ee o] A THS Wxdd A3 =dls xgeit. o
A A, Ae E 30 JIAE oAl Y I o]t AAAHoR FAI ML (dE S0, ® 39 7Y

3] Aolx= 90%, 95%, 96%, 97%, 98%, T 99%°] AME TIAAHS zE Ad)S

g
¥ 3. 3-EGFR Fab ] ¢A]H Q] o}v| =4 A E
TFAA AW o} ;A M SEQ ID NO:
INA C =)
&} _EGFR Fab 7 3] DILLTQSPVILSVSPGERVSFSCRASQSIGTNIH 10

WYQQRTNGSPRLLIKYASESISGIPSRFSGSGS
GTDFTLSINSVESEDIADYYCQQNNNWPTTF
GAGTKLELKRTVAAPSVFIFPPSDEQLKSGTA
SVVCLLNNFYPREAKVQWKVDNALQSGNSQ
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY
ACEVTHQGLSSPVTKSFNRGEC
QVQLKQSGPGLVQPSQSLSITCTVSGFESLTNY 11
GVHWVRQSPGKGLEWLGVIWSGGNTDYNT
PFTSRLSINKDNSKSQVFFKMNSLQSQDTAIY
YCARALTYYDYEFAYWGQGTLVTVSAASTK
GPSVFPLAPSSKSTSGGTAALGCLVKDYFPEP
VTVSWNSGALTSGVHTFPAVLQSSGLYSLSSV
VTVPSSSLGTQTYICNVNHKPSNTKVDKKVEP
KSC

3}-EGFR Fab 53]

W7 A% AR, Hi, Hip, Hio)

A AN GUNA, P W77 A RololEl (el Frhw Adw,

AR AAFEANA, W] A wolojelE wel wulel FAolck,

AR AAFHOIA, B D3] AT Prg Aus erech. Q% AAFHAA, By 303 AT EHQ)
of (D3 AT Ag Auehx Wt A ANFENM, My F-03 AF Eelle] 3l AFE AL

et etk 2 AAFHOIA, B G-008 AT =gl
ARGl A, W] A A, Hy Hy, EE HOE 3] U@ 2% AswE 2 gk 9 44
oA, W7l @ A, Hy, Hy, S HOE O3 e 43 A5EE 24 g, d

=]
=l
W7 A% EAH, Hi, Hy, B HoE (D3CRRE §-D3 2% =g npaZshA et

3:

AAFEAA, i, Hy, By, B S 240 4D BEZE 2 oluleil ADS ZIHTH Q% A

_‘?‘ = =
Fejel A, My, Ha Hyp, =5 H.E Z2AUA AEH(highly ordered) 22 F2E Zt= ofF|xil Ads

AT, o BN AGE "AALA FUL 23 TRE H EE B0 oblwdt 279 Holw of 50,
B oF 708, HE o 805, EE F 0%k RYYEW(AE Fol, "YAYM" 2NEY G9(190-250 m)e] A
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=

Z2-o AT EZH-2H = (Ganier-0sguthorpe-Robson) ("GOR") &+

g ool B 2L AFE Zeoad wE dudE, dE B 29-%s
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of olsh 54w AR 0 23 T
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A5 AAGH A, Hy, Ha, Hy B2 Hes SEFAE 2330, 47 AAGHNA, SdA= €4 2

=
(PEG)olt}. A% HAFENA, H E= Hovw E5RS 2. A5 AAGEAA, H E= Hee Fo =<l
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NA CZ)
EVQLVESGGGLVQPGNSLRLSCAASGFTFSK

EGMSWVR

QAPGKGLEWVSSISGSGRDTLYA
DSVKGRFTISRDNAKTTLYLQMNSLRPEDTA

VYYCTIGGSLSVSSQGTLVTVSS

¥ 4. 917171 93 B2 (Hy, Hyy, Hip, Hio)®] SlA A< obm] i M E
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SIHSd 10-2023-0137301

A AEHE etk Ay AAFEANA, P FF FU el 9% T 4G AFYE DTk AY 44

Gl A, P T ol tisl 99% virte] Md FeAs et

B ANGEel A, P Aol 10719 ofulidt dole] HElol= AAS EFdTh. AF AxFeolA, P

Holw 10749 opvlwat Aol WA 207 olse] opuwmat Zolel MEelt AAS EFWH UV

AAFEA A, Pz HolE 16709] obulxeit Zole] Wetol= MAS mTh Y AAFeel A, P 407)
-

=
oste] obvlut Uole] Wetol= MAS TPWh Y AN FEel N, Pz Hol

[U_

Q3 AAFHNA, P WIE opv]edl Ei 0] A opulwd, Eiz ARY WA opulwdl Eiz oj5e] &
o IR A ANFHelA, WA oy mE WY vAd ohite WY F WyS I
A ANFHIA, Pz opEst, obast, WP-eludst, ojul=sl, Behuel B R, @ LolojElel Fh
32, derels Er pRuUcHos fEA 3§ %, A4 = AL FEA B 32, Tan
Qo AES FH 2A, AwAd, wesh, dAdels A B4, DL, FF Awasel 34, As9
F4, A2SFEMESY A, x2st, vt 28435, S IAS, GPI A FA, stel=F5Ast, a9
s, wgst, vysEdst, ks, gwd e Ay, sk, Zedst, gpAmst, duEedst, Saksh, o
Aol gt ofwjiAike] AG-RNA Wi F7F, & Eo ol2r|dsl, @ fu|FESIE LA o] 2 AT A
e WMYe T WP We|m ME | opulwat i) W WAL uEsel po] o]l ALt o] FojAlt,

Q3 AN A, P kT ST GHE T eevh AR NGO, P 2RY AF =
wRlE xR &+

Arss AN, = L)

Q3 AAFHNA, L i Lz Aol 5 A 507 olshel opulatg 2 Mol AQolth. U A
GOl A, L e Ly Aok 107] WA 3071 o]ste] ol wibs zke sJElo|= X doltt. U AA[FEfoll A,
L B L 4ol 1079 obvletbe 2= Aebol= Adoleh. A3 ANFHlA, L EE L 4ok 187)
of ojulrgbg 7 Wekol= Aedolt). W ANFHIA, Ly EE L Hol 2670 ofulrike 2 ek

IR AAGFEANA, L& (G:S)a, (GS)n, (GSGES)(MEHE 917), (GGGS) (A ERE 918) (GGGGS) (A EHZ
919), 2 (GSSGGS) (A EHF 920) 07 o] Folx= FoaRE Muss 3848 zta, o7]A ne 1 o4
oty AR AAFEAA, L (G:S)a, (GS)y, (GSGGES),(AEHZ 917), (GGGS) (A EHE 918)  (GGGGS),
(MEH3E 919), 2 (GSSGES) (M EWE 920) 0.2 o] FojX & oz E Meys 382 2ta, 7|4 n
19] Aotk AR AAFEAA, L (GS) (AHEHE 922), (69),(HEHE 938), (GSGGS),(MLHF 939),
(GGGS) (N EHE 940) (GGGGS)(HEHE 941), 2 (GSSGGS)(HEME 942) 0.2 o] Fo|A = FOoRTE A
H 89S 2ha, o7)A nd 1 WA 39 Aol
A5 AAFEHAAM, L2 (65,9 sH3Ha& 7HAR o174 nd 1 o3kl AFelrh. AR AAGHAA, L
(GS),9] 3F8t2S 74AH | o714 n& 1 oo Aoltt. dF AAFH A, L (G6GS)(AEHZE 917)¢] 3}
2E A, 714 nd 1 o] Aok, AR AAFEAA, L2 (GG6S),(AEW S 918)¢] 3}etas 7}
A, o714 n2 1 o] Aol AR AAFEH A, L2 (GGG6S) (HEH T 919)9] 348k2S 7hAm, o
714 ne& 1 o)4e] Aok, AR AAIFE A, L2 (GSSGRS), (D E 920)9] 8}3H4 S 71xH, o7]A n
o] }e] Agroltt.
A5 AAIFENA, L2 (69,9 313128 7hAm, of7]A ne 19 Aoltt. AN AAFEANA, L2 (6G9),°]
spebas ZRAW, 71 & 19] Agolrh. AR AAGEHCA, L2 (GS).(MEWE 917)e] et

l

_29_
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[0079]
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[0081]

SIHSd 10-2023-0137301

ZHAW o714 ne 19 Aotk A AAFH A, L2 (GGGS), (MW= 918)°] et s 7HAH, o] 7]A
n< 19 Aoty AR AAFHONA, L (GGGES) (M AR Z 919)9] 3teta& 7HA™, o714 n& 19] Ho]
b AN AAFE A, L (GSSGES) (MRS 920)9] 3tet2ls 7AW, o] 7|4 n& 19] Ao

FAAGEH A, L (G (AMENE 922) 9] g48t24& 7HAH | of7]A nd 1 UlA] 39] Ho] 7
Fefel A, L2 (GS).(AENE 938)9] 38HaS 7hAm | of7]A nd 1 WA 39 Holth. AR AA e A,
LS (GSGES), (MW 939)9] s}etale 7hAw | o714 ne 1 WA 39 AFolrt. AR AAGFef A, L&
(GGGS),(MEHT 940)¢] 813121 7AW, o7]A ne 1 WA 39 Aotk AR AAFEANA, LS (G66S),
(M s 941) ] shshal s 7hAm, 9714 ne 1 WX 39] Agrolrh. AR AAFE A, L& (GSSGES).(AE
T 942)¢] 38k g EAH, o7]A nd 1 WA 39 Aeltt,

O

A4 AAGFH A, L2 TF 514 ZaHokAlol thdt 71 dotk. di AAFEl A, & Fol4 ZzH oAl
© HgEZzadotA], Al ZEHokAl, AXH<QI ZRHoH, Eded ZrEolA] B ofAntEEALN IR Ho}
A& o] FolX= ForFE Adudn. dF AAGHAM, L& 27l derbsdt ofnmil ME, viEY

EBHAl Aded7bsdt ofpmal AE, wiER A vgRIRHokAl ddvbedt opvit ME, Ee vkl ddrt
s oAk AAE ek, A5 AAFHelA, L1 GGGGSLSGRSDNHGSSGT(MEW =S 923),

GGGGSSGGSGGSGLSGRSDNHGSSGT (M & ¥l % 924),  ASGRSDNH(A W ZE  925),  LAGRSDNH(MEWE  926),
ISSGLASGRSDNH(AM & 927), TSSGLLAGRSDNH(AM ¥ 928), LSGRSDNH(AEHE 929), ISSGLLSGRSDNP(A &+
% 930), ISSGLLSGRSDNH(A QW F 931), LSGRSDNHSPLGLAGS(A ¥ Z. 932), SPLGLAGSLSGRSDNH(ME¥Z 933),
SPLGLSGRSDNH(M €S 934), LAGRSDNHSPLGLAGS(M WS 935), LSGRSDNHVPLSLKMG(MEWHSE  936), %
LSGRSDNHVPLSLSMG(AM EW 5 937) & o] Fo A= o2 HE Hus = ofu|il MAS Eastch, dF HA S
oA, L= ASGRSDNH(MEWs  925), LAGRSDNH(AEWHE  926), ISSGLASGRSDNH(AMEW S  927), %
ISSGLLAGRSDNH(M EH & 928) & o] Foj A= o 2R E AEE = ofu|wmat IS ¥gH3it,
AR AAFENA, LE (GS)s, (GS)y, (GSGES)(MERE 917), (GGGS),(MEWME 918), (GGGGS) (M AWM=
919), = (GSSGGS),(MEHE 920) 0.2 o]FojxE= Fozhy AMeges 3848 z2tu, 9714 nd 1 o449
Aotk AR AALFEAA, L= (G:S)a, (GS)y, (GSGGES),(MEHE 917), (GGGS)(HEHE 918)  (GGGGS),
(MEWz 919), H (GSSGGS) (HEHT 920) o2 o] FojA= ForiE MeYH= hag zka, o7]A nd
19] Aok, AR AA AN, L (GS)(AMEHZE 922), (GS)(MEHZE 938), (GSCES) (MEAE 939),
(GGGS),(MLHZ 940) (GGGGS), (M LDHZ 941), 2 (GSSGGS), (M D E 942) 0.2 o] Fojx|= FozFE A
e ek s zka, o7)A nd 1 WA 39 Aeltt,
Ag 7HAH, o714 ne 1 o] Aotk AN AAFH A, L=
(69),9] 8821 7HAm, o714 n 1 ool Agolth. AN AAFEAA, L= (G66S),(AEdE 917)9 3}
SHalg 7HAE, o7]A nd 1 o] Agrolth. AR AAFEH A, L (G66S),(MEE 918)9] &8+2]S 7t
AN G A, Le (GGEES).(AEME 919)9] 31848 7HAw, o
714 n& 1 o)) ek, Ay AAFH A, LE (GSSGES) (A EHE 920)9] 818H4& 7HA™, o714 n&
1 o]ke] Agroltt.
U5 AAIFENA, L= (69,9 313128 7hAm, of7]A ne 19 Aaoltt. AN AAFHAA, L= (69,
spetA S ZHAH, oA7IA ne 19 Aok, 4N AAFHCAA, Le (GGS).(HEHE 917)¢] 384 &
A H o714 ne 19 Agrolth. Ay AAFE A, L= (GGES),(AEWE 918) 9] 31812 71x|m, o] 7] A
ne 19 Agrolth, AR AA YA, L= (GGGGS), (MDA E 919)9] 3821 7kxn, 7|4 n& 19 HFo]
oF. AR AAFE A, LE (GSSGES) (MDA E 920)9] 3sta e 7hAH |, o7]4 ne& 19 H5=olt}.

A
Rk

5!

i
)
i
>
O
&
=2
_t
F
o
5
8’,
o
o
0(
l

AT AAGFHANA, L (6GS),(MEARZ 922)9] 3}8hag 7hAH, of7]A ne 1 WA 39 Aot Ui 2A]
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Feol A, Loz (GS),(MAMZ 938)°] 3hshA& 7HAM, o714 nd 1 A 39 Aot} AR A Fejl A,
L= (GSGGS),(MEWZ 939)9] 3}etAS 7HAH, o714 nd 1 WA 39 Aoty dF HAAFE A, L=
(GGGS), (MW 940) 9] s}8ta S 7hAH |, o 7|4 nd 1 Wx] 39 AFrolth., AR AAFEe A, L= (GGGS),
(MEHZ 9419 stetAE 7M., o714 n2 1 WA 39 Agoltt. A AAIFE A, Loz (GSSGES). (M E
T 942)9] ek S THAH, 7]M nd 1 WA 39 Aol
A AAGH A, Le TF Sol4 Z2EHokAlol tigh 7o, A5 HAAGH AN, TF Sol4 Tz ohA
E

gz e oA, Al ZREHolA, AlZ~EHQ ZREolAl, EFQ ZREolA 9 ofAmEEL ZREo}

CERES B oAAGEel A, L $270A Aurkse ohulelt A, WEY
B AR bR bt AY, MEHZ Mg IzHold Ak opvleAt Ad, EE Tkl Aust

58 |
S@ ohuwal MAg

%‘1‘% A FERl A, Ly GGGGSLSGRSDNHGSSGT(ME® & 923),

GGGGSSGGSGGSGLSGRSDNHGSSGT(M G & 924),  ASGRSDNH(MEWE  925),  LAGRSDNH(MEWZE  926),
ISSGLASGRSDNH(A ¥ 5 927), ISSGLLAGRSDNH(AM E¥HZ 928), LSGRSDNH(AMEWHZ 929), ISSGLLSGRSDNP(A] &
% 930), ISSGLLSGRSDNH(A<E¥ & 931), LSGRSDNHSPLGLAGS(AE®¥ & 932), SPLGLAGSLSGRSDNH(AE®E 933),
SPLGLSGRSDNH(AM @& 934), LAGRSDNHSPLGLAGS(A &  935), LSGRSDNHVPLSLKMG(MEHE  936), H

27

oA womnE e

o
w©

3
ok

f
rsﬂ
.ﬂ

LSGRSDNHVPLSLSMG(AM @W¥ & 937) 2 o] FojX& Fo2HE Ay onnit Jd9S E3Hsic), A A A %)
oA, L, ASGRSDNH(AMEWM & 925), LAGRSDNH(A G Z 926), ISSGLASGRSDNH(ME¥Z 927), ISSGLLAGRSDNH
(ME¥E 928) T GGGGSGGGSGGISSGLLSGRSDNHGGGS(M BRI E 943) 2 o] Foix= FOo2HE AEE = o
b e xgE

A5 AAGEAA, L EE L WEd opulnak Ei wlHd opunal, Ei dgE v opnleil, Ei
o]59] xFS EFeh. AN AAGHNA, WRHE opnAt Ee WY vHA opv| ik WY § WES
aghetth, AF AAIGEHCA, L B Ly olMds), ofdst, ADP-lRAsE, olu=3st, FEile] I §FF
3 RolojEle] FF F&, wEHlEelE e wEHSEOE fFEA Ff §z, AF e AF FEA
S A, EaEY AR S BAF, A, a3, gdstels Ajf 4, gvdgst, & vt
o] FA, ARl ¥4, RIS FEo|ES] A, x2Wst, 7wl Jt25A3, SIS, GPI 3A A,
stel=m4dst, g =g, wdsl, nEsEds), Absl, Wd i X, Airs, Zads)t, gAn s, e
g3}, atst, gl Ao oig ofniAike] HME-RNA w7 §-7t, <& Eol ol2ridst, ¥ fu|FRsE x23E
Ak o]2 A A ¢k WS el dF AAGEH A, BPLS FElolm WM E= ofnkAt SHE H|
Fote] Ly B Lo oftjell v o] Folxitk

A5 AAGEHNA, 12 Hie Proll dZ2shs A2 EololE (L) S g3, I AAFHAM, H= HE P
o ddsh= A4 BoloE(L,)E TFHIAT. AF AAFHAA, Hye HpE Ppoll A2 A2 BololEl(Ly,)

=
S X, A5 AAFEHAA, Hpys B E Preol dEs e JFE EolofE (L) & X3,

A AA GBI, Ly, Loo, Lop, B35 Locis Ao15 570 WA 5070 o]ahe] obvmibs 2t flefol= Mol
A AANGEHAA, Ly, Laa, Loy, B2 L= Ao 1070 W= 3070 oJste] ofvliedbs: Zi= fEto]= A deolrt.
A% AAFHAA, Ly, Lo, Loy, B35 Lotz Aolle 10709 obwibs: 2hs fgtol= Adolnt. i Al e
A, Ls, Lsa, Loy, BE L= Aoli2 18709 opvilg 2t sieto|= Molrt, AN AAFENA, Ly, La La,

=~
EE Lo AolE 26709 oprlmibe 2k Pelol= Aol

AR AAFE A, Ls, La Loy, =5 LieE (GS)a, (GS)s, (GSGES)(AME¥MZE 917), (GGGS),(AMEHZ 918),
(GGGGS) (MM E 919), = (GSSGES),(MEHE 920) 0.2 o|FojX&= ForRE Auys 3]s z2ta, o
714 n& 1 ool Aok, A AAGFE A, Ly, Li Ly, TE Lis (G:S),, (GS),, (GSGGS), (AL
917), (GGGS),(MEW 3 918) (GGGGS),(AEHZ 919), B (GSSGES),(MEHE 920) 2 o] FojA|= O ZHFF

AEE = a2k, o714 nd 19 Agolnh. AR AAFE A, Ls, L Ly, BE LT (GS)(AEHE
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922), (GS),(MEHE 938), (GSGGES) (AEHME 939), (GGGS),(MEHE 940) (GGGGS),(MEHZE 941),
(GSSGGS), (A EH s 942)0.2 o]FojX &= FOoRRYH HMuys F2e zta, 7|4 ne 1 WA 39

folr

el
A% AAGHNA, Ly, L Loy EE Lo (65,0 342 7AAm, o174 ne 1 ool A5olch, Q% 4
AFENA, Ly, Lap, Loy, EE Lo (69,0 8342 7™, o174 ne 1 olabe] Roolth, A5 Al

A, Ls, Laa, Loy, B2 Lae= (GGGS), (MW T 917) 8] 8184215 7HAH, o7]14 ne 1 o8] Aot Iy 4
A e A, Ly, Lo Ly, FE Lice (GGGS)(MEWMZ 918)9] 318H4] S 7kAIH, o]7]4 n& 1 o]4ke] A<Folt},
AR AAFEANA, Ls, Laa Ly, T LicE (GGGES) (M EWE 919) 9] 8hsh2& 7FAm, of7]A n& 1 o4 A
Frolth, AR AA G, Ly, Ly Ly, F3= Lyt (GSSGES), (MW E 920)9] 31848 7AH, 974 ne 1

A AAFHAA, Ly B Lee (@S0 #8AS 7, o714 & 1 oldel Agelnh. AR
AAFEANA, Ly, Log, Lo, B2 Lo (65,9 3HEH4E 7HAW, of7]4 ne 1 o9 Aolrt. I AAFH
oIM, Ls, Lsa, Lap, B2 Loe= (GEGSL(A AW 917)¢] SHspA & 7hAH, 7|4 n& 1 o] Aolth. Iy
AAGEHAA, Ly, Lo Lo, B L (G6ES)(MEW=E 918)9] 3hehals 7M., 7|4 nd 1 o4
Aarolth, AR AAFEAA, Ly, Ly, Loy, BE Laes (GGGES) (AW S 919)9] 3}8H41S 7AH, oJ7]A] n 1
olde] Agrolth. A AAFENA, Ly, Laa Ly, Lot (GSSGES), (M DRI 920)9] 318128 7449, o]7]
& 1 ool Aol
A AAFEAA, Ly, Lag, Loy, 3 LacE (S (MBS 922)9] 8h8t2lg 7hA1, ¢17]4 nd 1 WA 39 A
HAAFHANA, Ly, Lo, Ly, B2 Loew (G9)(AEHE 938)9] 84S 7HA™, 714 nd 1 WA
39] Aarolth. A AALFEAA, Ly, L, Ly, B Leet (GSGGES).(MEW T 939) ] 3t8h21& 7kAm, 4714 n
& 1A 39 AFolrh. dF AAFEIA, Ly, Lu, Loy, TE Lt (GG6S), (AN EWE 940) ] k48 7pAH |
o714 ne 1 WA 39 Aoltk. AR AAFENA, Ly, Lsa, Ly, B LaeE (G66S)(M BT 941) ) g3h4)&
ZHAE 714 ne 1 WA 39 Arolrk, AR AN G, Ly, L, Ly, FE LicE (GSSGES), (M DT 942)
o] spetaE 7MY, o714 nd 1 WA 39 gelnt.
T4
A AAIFEl A, A¢] Fab 3l Zeetel=e A0 9 4 7P I (scFv) ] ekl 2
A FEAA, A0l Fab T4 Zelfetol == Aol @ & 7bi S (schv) o] C-2ekell Adtent. A% HAYgH
oI, Aol Fab 74 Zeetel== Aol ©d 2 7 S (scfv) o] N-ekell Ad
Aol Fab T4 ZEHetel=s A ©9 2 7 D (schv) ol N-2ekdl ZAgtech. dF AAFEAA, A0
Fab &3 Eelqetol = Ao scfv 54 Eeietol=ol Agtet. d5 AAFHAA, A0 Fab 33 Z2]e
o|= A9 scFv T3 Eelgetolmol Atert. A5 AAGEelM, A2l Fab w3 EfEte] = A9l schv
B EeErel sl Aevt. AR AAGE M, A9 Fab A Ee|ECIE= A9 schv A el =
of Agtett. A5 HAAFHAA, A0l Fab =3 EeIREle] =& A9] schv T Eefeto] el AgH a1, L=
Hepol =ol Attt

;
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=
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fo
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1 Fab %4 EelElel =t A9 schv 54 Felfirtolso] AgH L, L A9 Fab 3
A Felmiolmol AgATh. Q3 AAFUAA, A, Fab 34 Felferol =i A8 schv A Felerl =l
A2 Eelerol =] AgHTh, Ay AAFENA, 4,9 Fab B4 SelHeelsi A

3z

=
bl =0 AgHE,

o] scFv A4 ZEgelol=od A7HL, Ly A9 Fab 4 &
AR AAtHo A, FA4 1o o2 F2A udS X3ele ZHEeln E ZYFEo|E AV Yol A
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WGEEE
i

i _

ol7|A, Eejfeteln B EEletols HekAle A 7 mdel 2 S b mvdle £3eke v 4

b G (scFv) B TF AIE ol At FabEs 238haL, o714 scFve fERo]= (Pl AT, 47

Fepol == HEFo] =-1(GSQCLGPEWEVCPY) (M E. 1) = FEFo] =-2(VYCGPEFDESVGCM) (M A/ Z. 2)o wp& o}

Mt AES EFebU, e 7] five] = flEte]=-1 s fEfe]=-29] opniit Aol HlE) 1, 2 &
o

= 39 opulnal Ag, Hob EE AAS

(D3l 3k schvel AES &4A7)aL, P& % &

of ¥, Fabe P, B Lol AZ2HH, 7|4 P

AEpo| =8 36131 Lye Fab A4 Z2|FEto]=E Pyl A4

T
g
AC)
e
o,
S
[
b
rr
2

Ze) Aol = Batas) el A

A\, Feleels wi FeMetolm REAL A sbd el R T4 bR =g TR B 4
3 1 e

7hA S (schv) B % AE o] AfshE Fabd EFsEaL, o714 scFvie fEtol=el AA=™, 7] 3
Elo] == FEFo] =-1(GSQCLGPENEVCPY) (M9 S 1) Hi= ERo] =-2(VYCGPEFDESVGCM) (MG & 2)ef wh2 ofv]
=4 MEE EeeY, Ee A7) el = JEo]=-1 B fEho]=-29] ol Al w1, 2
3] opmlait A&, F7h E= 2AE el fjefol== (D3] iRk scFve] AdE EFA71AL, o=
= G 5ol ZzHokAlel et 7] Al EoloElE Tl schvel A 7hi mwidlel Ads A, et
Ex ] A% A F7h2 A4S AL, Fabis Fab A Z¥iete]l= A& 9 Fab 3 ZEjlete]l= AbE
S XFeta, Fab T4 ZE|REtel= AMES schve] T4 7hd =dle] ¢ wdke] AZdr.

AR AAFEAA, T 3] B FRA e TP Bl wi Eefeols BgAst Bl

ZAA T
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Cl‘
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i
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I
c \“—N

O —aha s

74 3
o714, ZEtols wE ZHElo)l= Bl 41 7hE =l 2 F P Tees ¥deeE v )
7P @A (schv) 2 FF ME ol AFStE Fabs ¥, o37]A schvie HERO|=(P)oll AZAFH, 47
FEol == ‘J‘“EMC—HGSQCLGPEWEVCPY)(H@H@ 1) ®=E 3elo] =-2(VYCGPEFDESVGCM) (P M Z 2)o] u}& o}
it MES 23sAY, v 7] fElol=E FElol=-1 e JERO|=-29] ofn At AE HlE] 1, 2
= 3719 o}ﬂlii A&, Frt e A4S EFetal, P (D3] disk schve] 23S &441711, P2 T &
o2 oAl that 71-el A FoloJElE E5) scFve A4 7PH =w|¢le] N-Zeke] dAw 1, P;e wk
747] A% B F7FE AZA I, Fabe Fab A Zg|Heole @ Fab F2 ZPelo|=S ¥38}3, Fab
A ZYHelol =& scFve =4 7Hd =Hele) ¢ Do AA% A, Fabs P, ® Lo AdZAEY, o]7]4 Pp=
ZF AE Fho] I 4TS SAATE FE =S E3Eta; e Fab 54 ZRE =2 Pyl d4stn

H
TF 5ol ZRH kA tE 7]dQl A RolojEl S EIIH

A WA, T 4o G T2 N B FeUreln i FelArels SR LA
A

C \____ N

T4 4

o714, Zefetel= e ZEfEels S9AE A4 b = 2 F P meddles E3eke 9l 4

7P S (scFv) 2 F% AEX Fdo)| AFsls Fabs X dstal, o7]A schvie FElo|=e Fr7t2 AAEY,

471 Retol== Webo] =-1(GSQCLGPENEVCPY) (M E s 1) == »,LE} ] =~2(VYCGPEFDESVGCM) (M A & 2)el] u}
ofrt NEE EFsAY, e A7) el JEte]m-1 e e =-29] opn|igt Mol Hldf 1,
EE 3] olm At XE, Rob wE A4S ¥delar, FEre]=E (D30 ek scFvel AT EAAY L,
Blol== T 5olF ZadlopAld tigh 71dQl A RolojHE Fal schve] A 7hd m=wgle] N-ddho]

. Efol = wizby] A% Baje] FrkR AR, Fab: Fab A4 ZElfElo]l= At& 2 Fab 52 =
Hebol= AMES 238haL, Fab A4 ZElfjetel= AFES scFve] T3l 7Hd =wle] C Evke] A€t

e g N o
o

in)

k]
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'm
ccC \__N
TS5

o714, ZHetol= £ ZEFelol= B A4 s &=

Z 2 F 7HH el s}
7 G (scFv) % £ Alx o] ZAEst= Fabs x5}

el shol= v

, 9714 schvie FEelol= (Pl AZA=Y, 7]
0] =-2(VYCGPEFDESVGCM) (M G5 2
-1 & Fepo]=-29] o]t Aol

L (D39l thEl scFvel AdS £4A7)aL, P F9

—g
)

A ARE EPAAL, e 4

| el Ao
£ 39 ohuAt M@, W} mE NS e, Py
%

ol% ZzeopAlo] gk 7]HQl AA EoloJE[(L)E E3l scFve] T4 7h =mdle] N-2eke] dAAsa, P
W] Qg BAel F7bR QIAE A, Fabe Fab A4 Felglelel= @ Fab 2 ZejRetel=8 E 8L, Fab
T4 ZEREtel= schvel A4 7h mwQle] ¢ o] AAF AL, Fabis Py B Ll AAEM, o7]A PE

FF AL G| ) Fabel AFE SPAVNE WeLI=E EFSH: L Fab F2) Fe =8 pol A2

T/ 6

AN, BeAEolE wE EeWeels BEAL F4 sbd muel @ F4 A Sde Egse @ 4

W R (scPy) % F% AE el A FabE P, 3714 scfvi Aetolme] AAHH, 4

Elo] =& E}O] =-1(GSQCLGPEWEVCPY) (M E®¥ % 1) EE FEFo] =-2(VYCGPEFDESVGCM) (M EH & 2)¢l] wE ofu
1

A AEe 2 AY, =i 7] Hefel=is flEe|=-1 iz HlEfe]=-29] ofnit Aol w1, 2 Ei
3] opuliedt A&, Ft B AdE Egeta, fEtelm=is (D39 tieh schvel AfE E4A71AL, el =
FTE SolA ZzZeobAle] tizt 714 Ad RolojElE Faf schvel T4 7hW mrQlel AAs I, el
W7] A4 RAe F7h2 AAE AL, Fabis Fab A Egiete]= A& 2 Fab 54 %EI%‘JE}OE AHE

E3Felar, Fab T3 ZErol= AFES scFvel A4 7F ZwQle] € Tk AA¥H.

A5 AA Gl A, 7 7ol wE A Mds 2k ZEfiEelE B ZElEe]= 53 A7F EdellA

R =

_35_



[0113]
[0114]

[0115]

[0116]
[0117]

[0118]

ZIHSdl 10-2023-0137301

\ e

T4 7
A7), ZEHAEel= e ZHEtol= B3kl A M =del 2 T A =ees Eeete o
7} @A (scFv) 2 %4 AXE o] AdslE Fabs E8Hstar, o7]A scFveE HEO]=(P)ol A45Y, A7)
Fefo] == FEFo] =-1(GSQCLGPEWEVCPY) (MG & 1) %+ W EFo] =-2(VYCGPEFDESVGCM) (M EH T 2)o] ulE o}
gl S Z3etAY, B A7) HElo]l = HEfo| =1 B FERo)E-29] ofn| At A de H]E)] 1, 2 &
= 370 ojmlwal X3, Byp = AAS ¥stetal, P (D3] e schve AT &A 7, P 2 E

o4 Ezelolalo] td 71 4e) A RololE|(L)E Fal schvel F4 7hW mwjele] N-wko] A, P
W77 A% BAel FrbE AAE I, Fabt Fab A2 TelMElol= @ Fab F4) ZeMElol=E ¥, Fab
A4 B Aeol = schvel A4 b muele] ¢ wgol QA I, Fabs P, @ Lol A, o714 P

T A gL Oig Fabe] AFES E3A171E HElo|=5 X3 Ly Fab F4 ZEfElo| =8 Poll A4

e
x
(0
>
O
0%,
fuj
2
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o
o,
oo
2
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i
-4
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2
=
HJR
ftlo
kel
oot
b
rr
i
AC)
e
o,
S
r
b
fr
i
AC)
5
o,
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SAZE £l

N

T8

o714, ZE|fetol= e FYfEtels HAE B4 7 =l 3 Fa 7P m=eels Ei%é}—t— Gd 4
7 S (scFyv) B % AE ol Astets FabEs Edetar, o714 schve feto|=o] F7t2 AAEH |
7] FErel == FEFo] =-1(GSACLGPEWEVCPY) (MW E 1) Ti= FJEFo] =-2(VYCGPEFDESVGCM) (M EW & 2)o] w
2 obal NEE EdeAY, = 7] feelses flEfols-1 B flEfe]=-29] opvmat A<l Hle 1,
2 TE 3709 ol Ak X3 Hrp wi= AS ¥wIsla, Felol== (D3o] gk schve] AT EAFA7) AL,
Hetol=x TF 5ol oAl gt 718l 8 RoJojElE Fall schvel & 7P m=rle] N-wdol
AZAH L, fetol=s Wy] A Babel FrkR AAH AL, Fabe Fab 44 Zejsiete]l= Ak 3L Fab F2 &
Zeto| = AeS 3oL, Fab B4 ZEqElel == schve] A4 7h =r|Qle] ¢ kel dddy.

A AAGFEM, A 9ol mE A wldSs Eebehs EefiEtels B EE|RiEteln H3HAI7E el A

R REAS &
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T49
o714, FEHEtol= e ZEHlElels B3l TF AXE el AFshE Fab B o] HE Ax el A
s wd ) 7P 9 (scFv) & E§8taL, ©J7]A Fabis Fab 43 ZEfele]l= 9 Fab T4 Z|glelo|=&
XEZetal, Fabe % Al el oIt Fabe] 23S &7 ol =(P)ell AAH L, P& T 5ol4
ZzgobAlo] e 714 AZF ZoloJEl(L) S F3 Fab A ZeFetol=9 N Tdo] JAFI, P& WHEY)
A Al F7hR AZAE I, scFve A4l 7P =rldl 9 S 7P =e9ls E3SkaL, schvel S HE =
Hele Fab F4 ZEgegol=o] N dude] AZAHW, schvi P, 2 Lol ﬁﬁﬂ P FEfo]=-
1(GSQCLGPEWEVCPY) (@ & 1) FE+x 31E}o] =-2(VYCGPEFDESVGOM) (M EHE 2)o] wE ofmiit IS ¥3ha)
A, EE P fEol=-1 e ERo]=-29] opnil Ao HlE] 1, 2 = 3719 ofn| it X3, Ut ©

QR AAFHNA, T4 109 mE T2 WAL TP FeAeels i Felfeels 2zl Bl

A A

v =gl

’! m_
cc N

7410

o714, Eelfietel= k= FEfEels BaAE $F Ax Fdd Adehs Fab R oldE AX e A
s @ 3 7bA S (scPv) & EFelar, o714 Fabt Fab 43 Z@gelol= @ Fab F3 ZHelol=g
XL, Fabe T4 AE Fol F P2 T o4

abs] AFS E4A7I= HElo|= (Pl AAE
3

3L, schviE A4 7bE =l 2 =4 b =S E3slar, schvy 4 pH =
Wl Fab A ZHelol=eo] N wWoe] AdAHW, schve P, # Ll JdZAFI, P FERO)=-

1(GSQCLGPEWEVCPY) (MG & 1) H+= FEFO]=-2(VYCGPEFDESVGOM) (M EH & 2)o] wE oju|il A g mE
Herol =8 EFSAL, EE b Aol m-l mi Fetolm-2e] ofuliedt Aol Ws) 1, 2 w349 ol

. H
A X3, Bt e A4S xS, P (D39 ek schvel 23S &4A171a, L schve] A4 7 =
wolS Pyoll At £ Eolz Z e otAd ek 7] Al A RolojElE E3He),

AR AAFHA, FA 119 BE T2 WIS wPshe EReels i Eelfeels 2gAsL Lo

A A



[0125]

[0126]

[0127]

[0128]

[0129]

[0130]

A wEApel F7kR AdsH L
Wl Fab T4 EHEHE

Aetol =8 EFSAL, EE

Sk A, B B Ads

WS Pyoll Adstal T 5

IR AR FEf A A, FA 12¢] WE FF

A A

T~

cc N

A EApol| FrrE AAEHI,
2 Fab A Zelo]l=eo N #Webd] AAETW, schvie P, 2 Lol dZFFHI, P FElojz-

ZIHSdl 10-2023-0137301

zabelal, P (D3] U@ schvel AR EAATNIL, L scfvel 4 1A ©

ol ZmeopAlel ik 7€l AA RololEE EIFT

)
=
e
o

o

Lot FelAeols wE TeReels BEAT v

(
—

= B3AE T AE Fdoll 2Fak= Fab B oA AlE o 2
8kal, 1714 Fabiz Fab 43} Ze|HEte]= H Fab w3 Ze]HEo]=
gk Fabol AdS &4A71E HEbe]=(P)oll dAE, P2 T

&

schviz 44 7 =mdl 81 S 7 =vQls EdFekal, schvel A4 7hE =

1(GSQCLGPEWEVCPY) (M @5 1) HE+= FEpo] =-2(VYCGPEFDESVGOM) (M ERE 2)o] w2 oju|iil A de) up&

Aetol =8 AL, Et

w @, P EE 242

P el E-1 Ei HeholE-29] ofv]iwil Aol W8] 1, 2 = 379 o}v]

Fal, Poi= CD3oll W3k scFvel AES &4A171aL, Ly scFve T4 71 =

0

E9

[¢]

Q1S Pyoll AAstaL T SolA Z2HokAlo] digh 714 A2 KolojElE 23t

AR A, Felerols Er Beqetol=

oA, ME2 AdiE 13-18

95%, 96%, 97%, 98%, 99% HE+

B3 & 5ol AAE HMES £, A A
Z o] st tiEl Holx: = ¢k 70%, 80%, 85%, 90%, 91%, 92%, 93%, 94%,

10009 N9 sdd& £

T
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[0131]

[0132]

E 5 fEo] =1 EE PEo]| =2 & X5 vl E 2P Eo = B EFFEE 57A

(PC)2] A H QI opv] =2t X E

T4A A

ST A E
NN C =)

SEQ ID NO:

PCa — 7

&

QGQSGQLSCEGWAMNREQCRAGSSGGSGGS
GGSGISSGLLSGRSDNHGSSGTDILLTQSPVILS
VSPGERVSFSCRASQSIGTNIHWYQQRTNGSP
RLLIKYASESISGIPSRFSGSGSGTDFTLSINSVE
SEDIADYYCQONNNWPTTFGAGTKLELKRT

13

VAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSP
VTKSFNRGEC

PC-1 - &

ofN
©

EVQLVESGGGLVQPGNSLRLSCAASGFTESK
FGMSWVRQAPGKGLEWVSSISGSGRDTLY A
DSVKGRFTISRDNAKTTLYLOQMNSLRPEDTA
VYYCTIGGSLSVSSQGTLVTVSSGGGGSGGG
SGGGSQCLGPEWEVCPYGGGGSGGGSGGISS
GLLSGRSDNHGGGSEVQLVESGGGLVQPGGS
LKLSCAASGEFTFNKYAMNWVRQAPGKGLE
WVARIRSKYNNYATYYADSVKDRFTISRDDS
KNTAYLQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSG
GGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYY
CVLWYSNRWVFGGGTKLTVLGGGGSQVQL
KQSGPGLVQPSQSLSITCTVSGFSLTNYGVH
WVRQSPGKGLEWLGVIWSGGNTDYNTPFTS
RLSINKDNSKSQVFFKMNSLQSQDTAIYYCAR
ALTYYDYEFAYWGQGTLVTVSAASTKGPSV
FPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVP
SSSLGTQTYICNVNHKPSNTKVDKKVEPKSC

PC-2- 733

QGQSGQLSCEGWAMNREQCRAGSSGGSGGS
GGSGISSGLLSGRSDNHGSSGTDILLTQSPVILS
VSPGERVSFSCRASQSIGTNIHWYQQRTNGSP
RLLIKYASESISGIPSRFSGSGSGTDFTLSINSVE
SEDIADYYCQONNNWPTTFGAGTKLELKRT
VAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDST
YSLSSTLTLSKADYEKHKVYACEVTHQGLSSP
VTKSFNRGEC

15

PC2- %4

EVQLVESGGGLVQPGNSLRLSCAASGFTFSK
FGMSWVRQAPGKGLEWVSSISGSGRDTLYA
DSVKGRFTISRDNAKTTLYLQMNSLRPEDTA
VYYCTIGGSLSVSSQGTLVTVSSGGGGSGGG
SGGVYCGPEFDESVGCMGGGGSGGGSGGISS
GLLSGRSDNHGGGSEVQLVESGGGLVQPGGS
LKLSCAASGFTENKYAMNWVRQAPGKGLE
WVARIRSKYNNYATYYADSVKDRFTISRDDS
KNTAYLOQMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSSGGGGSGGGGSG
GGGSQTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGGTKFLAP
GTPARFSGSLLGGKAALTLSGVQPEDEAEYY
CVLWYSNRWVFGGGTKLTVLGGGGSQVQL
KQSGPGLVQPSQSLSITCTVSGFSLTNYGVH
WVRQSPGKGLEWLGVIWSGGNTDYNTPFTS
RLSINKDNSKSQVFFKMNSLQSQDTAIYYCAR
ALTYYDYEFAYWGQGTLVTVSAASTKGPSV
FPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVP
SSSLGTQTYICNVNHKPSNTKVDKKVEPKSC

PC-3- 730

QILLTQSPVILSVSPGERVSFSCRASQSIGTNIH
WYQQRTNGSPRLLIKYASESISGIPSRFSGSGS
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[0133]
[0134]

[0135]

[0136]

[0137]

[0138]
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GTDFTLSINSVESEDIADYYCQONNNWPTTF
GAGTKLELKRTVAAPSVFIFPPSDEQLKSGTA
SVVCLLNNFYPREAKVQWKVDNALQSGNSQ
ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY
ACEVTHQGLSSPVTKSFNRGEC

PC3_ =3 EVOLVESGGGLVQPGGSLKLSCAASGFTFNK 13
YAMNWVRQAPGKGLEWVARIRSKYNNYAT
YYADSVKDRFTISRDDSKNTAYLOMNNLKTE
DTAVYYCVRHGNFGNSYISY WAY WGQGTL
VTVSSGGGGSGGGGSGGGGSQTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKP
GQAPRGLIGGTKFLAPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCYLWYSNRWVFGGGT
KLTVLGGGGSQVQLKQSGPGLVQPSQSLSITC
TVSGFSLTNYGVHWVRQSPGKGLEWLGVIW
SGGNTDYNTPFTSRLSINKDNSK SQVFFKMNS
LQSQDTAIYYCARALTYYDYEFAYWGQGTL
VTVSAASTKGPSVEPLAPSSKSTSGGTAALGC
LVKDYFPEPVTVSWNSGALTSGVHTFPAVLQ
SSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSN
TKVDKKVEPKSC
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o
e

QR AN GEel A, 3ol hF -3 AT mwQle] A EAAYE Arhelng e Felfeels ©
= Egeels BgAE nYsks veln AxY A4 B BhelA AN, 47 fee sl Aefols-
1(GSQCLGPENEVCPY) (M €¥ & 1) = $1E}o] =-2(VYCGPEFDESVGOM) (M @& 2)o] we ofvist NAE x3s}
At ® g7] gelelsis Weto| =1 i eto|=-29] ofuliwit Ao g 1, 2 Ei= 3749 ofrlt X
8, Bo) wr A48 wRav Q% AN, Mol e -3 AT £ule) ATE £AATE 1

=g Egelt Tedrols wx Zeldeels BIAE 2Pt v Axd a2k 247 BAdA A4

ol
2L
rlr
a0}
o
e
2
B
S
o 1o
oy
Mo ot
s
=y
e oF
g
o X
Ir
e
o
o,
iyl
i

A=Y
AEE = o dt MEE EdeAY, B Y
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rﬂg_r
o

iyl

Ir

R

e -

1-2, 19-552EE A e = & 1-2, 19-55= %

gy = ofu| il Ao vlE] 1, 2 e 39 ofv|xAt X3, BUF e AAS Xt dE AAGE A,
Felol == AdHs 1-2 E 19-552 55 MEEEs opn|xit AdS gt dF AAGEoA, HEol==
AEHE 19] opn|t AEg xFeitt, dF AAGH A, HEfo|=s AEHE 29 ofn|nt ES X ES

T AR AAGE A, el == I E 549 ofvient HAS EIRIT

AR AAFEol A, D3] tF F-D3 AF mrlle]l AFE EAAE elolme] AdE P03 AF =v
A& ¥Fets FEMetols wi EiNEels BAE mdste vl Axg S Exrl BA A
. F N9Ss xeEn, 2,2 D, Y, F,

. A7) Meel =% 7-7,-C-74-P-Z577-Zs-ToTro~Z11= 71~ C-71,01 W2 ou| =2t
L, A T, S, % PEXH M¥¥i; Z,=D, Y, L, F

© 6 % WENE AEE5; Z,2 E, D, V, 2 PERFE A9E; 22 W, L, F, V, G, M, I, 2 YERE gy
5 ZgS B, D, P, R QEYH He¥a; ZE=E, D, Y, V, F, W, P, L, @ QE¥E Medi; 7,& S, D, VY,
T, I, F, V, N, A, P, L, @ H2%¥ HA9xx; 72,S 1, Y, F, V, L, T, N, S, D, A, 2 HEXE Mes;
Zp=F, D, Y, L, I, V, AN, T, P, S, 2 HEYY Mdeisa; Zy=D, Y, N, F, I, P, V, A, T, H, L % S&
Be Meldd, A5 AAgElA, 2,2 D, Y, F, I, 2 Nez¥yg Aesa; 2, D, Y, L, F, I, € Nezy
B AMEry; 7,5 ¢ @ V2R Aegau; 7:& E 2 DRYE Adyy; 7,2 W, L, F, ¥ VE3E Adgxa;
7o E 2 DEYEE HdeE; Z,=E, D, YV, ¥ VEXRE MYET; 7,2 S, D, Y, T, ¥ [2RF Auaxx; 7,

I,Y, F,V, L, €128y d953; Z,= F, D, Y, L, I, V, A, ¥ Nog2XE de5; 7, D, Y, N,

rlo

F, I, 9 PRRE Mg, a5 AAgeelA, 2,2 D, ¥, B FEYE d8¥a; Z,= D, ¥, L, ¥ FE5F

MeEar; 7,8 G B WR5E AeEar; 2 E 9 DEYE HAEwar; 7,2 W, L, % FEYE Ag9wa; Z& E
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=
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S}
Fu
_(
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A5 AAJFE A, D3l tig 3-CD3 A3 v 23S E4A1715 Eolto AZdd &-(D3 2% =
Qe mPehs Felfeels w- Eerels BYAE mYsts veE Axd 94 2R ReolA A
i, 7] Ferel == U-Up-C-Us=P-Us—UrUs-Up=Urg=U1=Upo=C-Upsoll @2 obv =it MEE xgstar, U D, Y, F,

N T
6 2 WEYY Aesa; Ue> B, D, V, % PREE Aeda; U2 W, L, F, V, G, M, I, 2 YERE H9s
a; Use E, D, P, B QE5E AEEa; U= E, D, Y, V, F, W, P, L, 2 Q% Aegx; U S, D, V,
T, I, F, V, N, A, P, L, 2@ H2X¥ A&¥xw; U,& I, Y, F, V, L, T, N, S, D, A, 2 HERE Mes;
Use=F, D, Y, L, I,V,A N, T, P, S, G, 2 023 Mesa; Uy=D, Y, N, F, I, P, V, A, T, H, L, N,
2 SERE HAugc. A5 AAEeA, U D, Y, F, I, V, @ NegRg Melda; U,=D, Y, L, F, I,
2 NoegRY Auda; UE G 2 W25y AesHa; (& E 2 DEYY Adxx; U2 W, L, F, G, € V&5
B Melgar; U2 E 2 DEFE A8Ea; U E, D, ¥, € VERE Mega; U2 S, D, ¥, T, ¥ [25H
Ao Uy 1, Y, F, V, L, 2 T28E Meda; U= F, D, Y, L, I, V, A, G, 2 Noe23RE Heyar;
Uye= D, Y, N, F, I, M, % PEFH Mg, 45 A GedA, & D, Y, V, 2 FEFEH AL U=
D, Y, L, & FFE Auda; U= ¢ 2 Va5 Adesar; U2 E 3 DESFYH A9 U2 W, L, G, *F
2R AdeEa; U2 E 2 DEFE HeYx; U E 9 DEFH A8Ear; Upe S, D, T, ¥ YEFH A8

L, @ FERY Ad953; U= F, D, Y, G, A, @ LE2XE Ad53; U= D, Y, M, 2N

=) S 3z
T = - .
44-55 & o= shute] mE ofuieit MAS XTI AR AAGE
3}

v ACL-P(EE] Dell i FAoR 3-(D3 AF Zdddd dAdxw, o7 A2 &-CD

3
L2 ¢ Sol3 Z=zdotAlel tig 714l Adrbest ¥7ola; P2 (D30 Wigh (D3 A3 =vlQle] At

o

£ Berololth, AR A

o2
)
2
X
i)
o,

o=t A-LP(EEH DE EFelE TAO B8

A% Zwjlel AAHM, A7|4 A2 F-(D3 A7t =Fls Edetal; L2 $F 5olF ZzdHokAldl tig 7]

CD3ell tigh (D3 Adt =] AdS &A7)E g
EolRl (el F7h2 AAHG A% ANGHel A, Felrols Bt ZRLE B@AE 0hE H8H4 lacl
20} PyLy-Ar-A-Li-Pi(3F8H] Ta), 714 P T ol tigh A0l A3es &4A71= HEelol=g 238t

i L= AE POl Adstal ¢ 5013 ZxeopAlel digh 71d A2 ddrbed IAE 23}

QB AN GE A, (a) Bl AAHE EeAeols w Zefeol= BgA; 9 (b) tHow 34
= S I3
o

St A Eo] Bl AAET
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[e]

g 2o, 3
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L
L

U

3]

g]

wdolA A

o}

I 1] Rl A

F 9o,

[0145]
[0146]
[0148]
[0149]

1994,

al.,

[Kutmeier et

o}

al
Al
al

=4
L}_)
o]

°

1989,
=

pzs

A, B

[Kohler and Milstein, 1975, Nature 256:495-497]°l 7]A% n}e} o],

o,

[Takeda et

S
=

=
So)ge] u}

Ay sto 2 u
714 ([Morrison et al.,

LR
=

=

!

USA 94:4937]

1

=
[}

=

DEEES
3]
a5

g FolAloldE 2

&
=

3 [Huse et al.,

A

h

3
+l

1985, Monoclonal Antibodies
=

=

=
Ao zA (4

So],
Acad. Sci.

2

Natl.

el

=

o]lo]A] PCRol| <

j=i3
1984, Nature 312:604-608];

%5
o 24 (o
SREEE

3 [Cole et al.
o

pp. 77-96]° 71A|E wie} Zo] Rn-Fad

1997 Proc.
Aol e s A

gho] Alo] A,

o] 3!
A
[Hane et al.,

o= ]
=
2

25

i)
=
T=
I

Tr=
[Neuberger et al.,

dyE 2399
" 7]t
7] v e}

o ouy

EEEREIPY
H

g 7H AZE A B2k A Akeh A

Al cDNA 2folH 2fe],

gol
i

Inc.,
d 2ol

T,
81:851-8551;

Hl
1985, Nature 314:452-454])0] A}&% T},

o,

2R AAE DNA golr g g) 2Ry A},
Immunology Today 4:72]

]

©
il

A whsl o))

1983,
& Fab

and Cancer Therapy, Alan R. Liss,
1991, Nature 352:624];

Acad. Sci.

o

Science 246:1275-1281]¢l

g o ¥
=

Natl.

Fu

HAI

& [Kozbor et al.

o

e},

[Clackson et al.,
1984, Proc.

v
s i

[e]

o b

BioTechniques 17:242]97] A€ =}e} Zo]),

P
T=
al.,

[0150]
[0151]
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1988,

A4,694,778%; [Bird,
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Al FERONA,
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-

[e]
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[0155]

[0156]

[0157]

[0158]
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Science 242:423-42]; [Huston et al., 1988, Proc. Natl. Acad. Sci. USA 85: 5879-5883]; & [Ward et al.,
1989, Nature 334:544-54])°] @ A& AE WA =F A&drt. & s A= obvtt s F3)
Fv 499 2 2 A4 dus ddste] @ AlE ZYFEo=E Ao RN FAET. o, FEol (L.
colDNA 7154 Fv d@¥He =¥ deg oz Abg# Ut (Skerra et al., 1983, Science
242:1038-1041) .

.
a
A

Ay AAFAAA, DA FRALTIE A T 3
;Q, ] Pﬂ =

71E(dE o1,

o
2 &

(e
N oo 2t
X,

st

il
o —E 2T

Q1A DNA, ZE~v|= DNA I A
v, AEe|2(B. subtilis))9} 72 WAE; A T oo A dH
HE 2 FAATED aR(dE 59, AFIRvbol M (Saccharomyces), ¥7]oFH(Pichia)); A &=
H 39 AEE hste AT vloly 2~ 4d WEH(E &9, vtEEulely )2 " 2% A
Az3 vtelejs Iy W (dE S0, FElEES] Exola ntolel 2 (CaMlv) 2wl Exjola
2 AAHEAY A = ole] AY Wi 39 MEE Fhete ARy EFHarE 2dE WH(dE &

==
= AE A2E; B IfsE

Jo o
_O‘L
rlr
2
N
nt

il NE

Dol owe W

R

o

=

o

Ay
szﬂm
— (
=

=

[ o
i}

o[

i
2
=
e

ghamE) R PEHSE 4 s Alze] Ao ziE frdid ZREE (45 50, vl
SEE U ZRRE) Ex Efee HoldiEREH fid Z2RE (S 59, otdmulolgs V] =
EE; WAYol wholgfa 7.5 ZERE)E dhs Axd BE FHES Biche Ehee AE AIRE(

= E9o], C0S, CHO, BH, 293, 293T, 3T3 A|¥E)o] EFHX|uk olo] A3tE %] F=v}.

Az wudel B0 neE AHE AT AL Bdo] AR, A% 9o, A Ao
W sts A EZF7F AdA oz ZZFETH, vloly A EA V|HE xEEtE dd WEHE ALREE A, SF A
F= AER B Aol 8a(dE B, TREE, dI;M, ALD, AA FAA, Edotulds 79 T) 2 AH
7he @k mhA el s Aloj¥= DNAR FEASAT. o DNAS] =91 F, =& Axs= 5 wfAelA 1-2¢d &
A AFSESE §8F v, Y wAR ofsdn. AT Etav|=e] A8 Thed vzl dgel did A7
e Folstar, AETE EHan=E GAA dHo s Fosta AAete] 23S dAsta, o= A F2
Yol AEFR ggE = Ak, ol W A e ole] AF dds wddts AEFE 48] 98
ek AR 9l

AR el A, v 7 wtely 2 Ejujed 7]ubAl(Wigler et al., 1977, Cell 11:223), 3sho]XAAbgl-Foldd
¥R A E WG 2HA| (Szybalska & Szybalski, 192, Proc. Natl. Acad. Sci. USA 48:202) % ojdld ¥~
YEAER=H A (Lowy et al., 1980, Cell 22:817) FHAHE EA3HAINE oo AgE =] = @ A8 A~
glo] Abg¥ a1, o5 717} tk—, hgprt- H& aprt— AEoA ARgHT. HS, JrbE AYdE s FHd
2o gk dEe] VxE AMEET: WEEZA| o E gt AFAHE Fost= dhfr([Wigler et al., 1980,
Proc. Natl. Acad. Sci. USA 77:357]; [0'Hare et al., 1981, Proc. Natl. Acad. Sci. USA 78:15271); wlo]=
HE2rbo] e 43X S F-o5ki= gpt(Mulligan & Berg, 1981, Proc. Natl. Acad. Sci. USA 78:2072); o}
@ FA]E G-4189] W3 AIFAE FoJ3+= neo([Clinical Pharmacy 12:488-505]; [Wu and Wu, 1991,
Biotherapy 3:87-95]; [Tolstoshev, 1993, Ann. Rev. Pharmacol. Toxicol. 32:573-596]; [Mulligan, 1993,
Science 260:926-932]; 2 [Morgan and Anderson, 1993, Ann. Rev. Biochem. 62: 191-217]; [May 1993, TIB
TECH 11(5):155-215]) 2 3le]1Znle]ile] st A3PAdS o3} shygro(Santerre et al., 1984, Gene
30:147). AH8=E 4 U AZXT DNA 7|& Holola dubxoz dexl WHES 3 [Ausubel et al. eds.,

1993, Current Protocols in Molecular Biology, John Wiley & Sons, NY; Kriegler, 1990, Gene Transfer and

<

N

Expression, A Laboratory Manual, Stockton Press, NY; @ Chapters 12 and 13, Dracopoli et al. (eds),
1994, Current Protocols in Human Genetics, John Wiley & Sons, NY.; Colberre-Garapin et al., 1981, J.
Mol. Biol. 150:1]el 7]A|=e] lt}.

A5 oA, Ao FH S Wy FE oI TUHATH(AEE 93, ¥ [Bebbington and Hentschel,
the use of vectors based on gene amplification for the expression of cloned genes in mammalian cells
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[0162]

[0163]

[0164]

[0165]

[0166]

[0167]

[0168]
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in DNA cloning, Vol. 3. (Academic Press, New York, 1987)] #%x). 3A S st WE A|AE9 nA7}
TZ% 7bsE W, S5 AEY widEed EAlste AAA FEe FUHE A FAA A 8 S7HAE Ao
. $EE 949L FAY FEHEE MET AREY] wiie], A ANE F7HE Aotk (Crouse et
al., 1983, Mol. Cell Biol. 3:257).

i

puk

AR elol A, FA BAZ S8 B 7% Lokl FAW Qoje] Wy, 6B Bo AzvhEdu (dF Sol,
ol W@, AshE, 53 w¥d A Lo SolHel Pl et AshE D el BF A (sizing colum)
azehEads), A48, A5 SR, Et wud ZAS 99 oo b BF J1%e] Agu,

od e

QY AAGEelA], MEE AYAE EE QAYE FHUoLyH FAE 9o 4@ WHE TG o
B Aol WEE wEohlE Fol, of. Fol), £F, AW(AE Eol, ol HrEelx(Pichia

pastoris)), &F v XfF Iude=2HE deth. oAA-<Q wtegol WE = pACYC177, pASK75, pBAD #E
Al2]Z, pBADM ®E] Alg]Z, pET WE Alg]=, pETM ¥ Alg]=, pGEX WE A]g]=, pHAT, pHATZ2, pMal-c2,
pMal-p2, pQE ®¥] A]28]=, pRSET A, pRSET B, pRSET C, pTrcHis2 Ale]=, pZA31-Luc, pZE21-MCS-1, pFLAG
ATS, pFLAG CTS, pFLAG MAC, pFLAG Shift-12c, pTAC-MAT-1, pFLAG CIC, H=+& pTAC-MAT-2& X3¢}sic),

dAlHel =% WE:= pFastBacl, pFastBac DUAL, pFastBac ET, pFastBac HTa, pFastBac HTb, pFastBac HTc,
pFastBac M30a, pFastBact M30b, pFastBac, M30c, pVL1392, pVL1393, pVL1393 M10, pVL1393 M11, pVL1393
M12, FLAG ¥¥, <& E9°| pPolh-FLAG1 H+& pPolh-MAT 2, HEi&= MAT ¥E, oE E9] pPolh-MAT1, =&
pPolh-MAT2E *~g3tc),

A Ao, ax WEE AolEd el (Gateway) ® pDEST™ 14 ¥E], Ale]Esjo]® pDEST™ 15 #E], Alo]E 9 ¢]
® pDEST™ 17 ¥WE], Alo]E¢o]® pDEST™ 24 WY, Alo]ES]o]® pYES-DEST52 ®H, pBAD-DEST49 A|o]E 4]
® 3% WE, pA08ls F|7]o} WE, pFLD1 ¥ 7]o} p~Eg] A~ ¥WE | pGAPZA, B, & C F|7|o} drEg s WE,
pPIC3.5K #]7]e} ®¥], pPIC6 A, B, & C ¥7]e} #E, pPICK ¥|7]o} ¥, plTEF1/Zeo, pYES2 &R ¥,
pYES2/CT &% ®¥, pYES2/NT A, B, & C & ¥, @& pYES3/CT &% WEHE F33r),

141
IREE WE o dAFH 2y wE mE ok I WEHE I, IFE5E dAFH @d wEe
PRK5, p3xFLAG-CMV 8, pFLAG-Myc-CMV 19, pFLAG-Myc—CMV 23, pFLAG-CMV 2, pFLAG-CMV 6a,b,c, pFLAG-CMV 5.1,
pFLAG-CMV 5a,b,c, p3xFLAG-CMV 7.1, pFLAG-CMV 20, p3xFLAG-Myc—CMV 24, pCMV-FLAG-MAT1, pCMV-FLAG-MAT2,
pBICEP-CMV 3, H=i= pBICEP-CMV 45 X3t 4= v}, EH5E9 ke @d wlE = pFLAG-CMV 3, p3xFLAG-
CMV 9, p3xFLAG-CMV 13, pFLAG-Myc—CMV 21, p3xFLAG-Myc—CMV 25, pFLAG-CMV 4, p3xFLAG-CMV 10, p3xFLAG-CMV
14, pFLAG-Myc-CMV 22, p3xFLAG-Myc-CMV 26, pBICEP-CMV 1, - pBICEP-CMV 22 X33 4= qit}.

2

)
o

Z5F WEE= pChlamy-4 WE &= MCS WE S L33},

)
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ACH S

o, a2 oA e P ol el xvte| ol (Act inobacteria), I EV|FH = (Firmicutes) v M2 F
B2 (Tenericutes) & XEFHath. Aol wet, 238 4 vt gotele oA F I ol (Aquificae), Hlol:xTF2-H|
252 (Deinococcus—Thermus) , v B 2ubg) ) ~-F 2 2] /vbe] 2o H g 2~ (Fibrobacteres—
Chlorobi/Bacteroidetes)(FCB 135), F4ut

22y glell (Nitrospirae), Z 33 Enjo] Al el - FFu| I 2n| o}/ F-Eu| vl o}oll (Planctomycet es—
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Verrucomicrobia/Chlamydiae) (PVC 1), ZZH BE|Eo}(Proteobacteria), 223 ZFFE22(Spirochaetes)
= AYE7)2HE = (Synergistetes)?t X8E Y. & wH ol ofA = 2loF(Acidobacteria), 22
Al (Chloroflexi), ABANLAVE 2 (Chrysiogenetes), — Alotx=vtel| gl o (Cyanobacteria), — ®l=|E]9be] & 2=
(Deferribacteres), Y EIQZF 2 (Dictyoglomi), ElZXR s Xvbe)|g]ol(Thermodesul fobacteria) v HERE
7Yoll (Thermotogae)d <+ Ath. wtH|g]o} A= oA 7]ol Fefol(Escherichia coli), FEZEU R HET
w5 (Clostridium botulinum) v Feto] vkAE (Coli bacilli)d 4 ATt.

A A YW <= A ZE BL21, Machl™, DHIOB™, TOP10, DH5 a, DH10Bac™, OmniMax™, MegaX™, DH12S™,
INV110, TOP10F', INVaF, TOP10/P3, ccdB Alulo]® (Survival), PIR1, PIRZ, Stbl2™, Stbl3™ = Sthl4™

g ZHHAT, o)z AHA W,

U Ao, &8 Axe HAFeE v FHFSEZHEHY AXE xggey. HA9o mE, 55 AXd = 3l
4 FHFEE, oF, &5, YAF, doF B EHeEY AxrF ey, Aol mEk, Jdd AxdE Y
= AR, AW &R w0l ARe e aw Axst zahd

e a8, HFo], APITRH, BAdF 5 JAAFY 22 AGdFE gy, g5 Ao, axde=
ol 3w FZE} (Ascomycota) Ty BIA T QW e} (Basidiomycota)7} ETFATE, AF A $-of, ofAzu| HE} = A}

I
F}2 v ZE VY (Saccharomycot ina) (A &R, & Eo, APFtRutolAdlz Al v Aol (Saccharomyces
cerevisiae)(A™W &XE)) X ©EZgxv|ZE|U(Taphrinomycotina) (S  Eo], FZAFIERFOIAH A
(Schizosaccharomycetes)(F48 &R ))7F EFET. S0l weh, wpAYom e s oprte|Zn| ZE Y
(Agaricomycotina) (= o1, E g2 ulo) A €| 2 (Tremel lomycetes)) = FAY em ZE LY
(Pucciniomycotina) (& E9°], nlo]|A 2B E] Qulo| el (Microbotryomycetes)) 7} ESHE T,

AAAQ BER EE AP IdE dE B te £5 et AtRuolAlL, HRAFEERFOIA~
(Schizosaccharomyces), ZYHY-(Candida), 7|0}, $AlEe(Hansenula), Z5-°)WZ2vlel A2 (Kluyveromyces),
A AALFF 2 wbo| Ml 2= (Zygosaccharomyces),  °F2 oV (Varrowia), EB|IZ=XE(Trichosporon), ZE2=3 Y
(Rhodosporidi), o} |22ZAF2(Aspergillus), FAMEE(Fusarium), i EZZUEvH(Trichoderma)E X3¢
gtk AIAQl &R EE AP TS dE B the & XS AR ulol Al ARl otel], ] ZAL}
g2ulol A2 EFW(Schizosaccharomyces pombe), IYUTh @l (Candida utilis), Ttk Holtyy(Candida
boidini), ZYultk L8|t (Candida albicans), ZCltt ER¥|Ze] A~ (Candida tropicalis), Tt ~€EtEo]
tlo}(Candida stellatoidea), tVlv} ZekBe}e}(Candida glabrata), YElv} AFA ol (Candida krusei), Ul
o} e} Z A Z A~ (Candida parapsilosis), ZYultlh Ae]o| 22 t)o|(Candida guilliermondii), ZYtlt} H]Zep}
Elo|(Candida viswanathii), ZYHt} FAlefYolell (Candida lusitaniae), ZE=EET} FA 27| AN Rhodotorula
mucilaginosa), 7|0} Wel=&] 7} (Pichia metanolica), 37|10} XF-22€F(Pichia angusta), ¥|7]o} Tp1=Eg] 2~
(Pichia pastoris), 7|0} o} =U&}(Pichia anomala), StAIEe} 2|2 23} (Hansenula polymorpha), 25-°]H|
Zulol M2~ ZE] A (Kluyveromyces lactis), AIAMFIZuLolA|2~ 2E-A]0|(Jygosaccharomyces rouxii), ©FZ$
of B|E¥ ¥ 7} (Yarrowia lipolytica), ES|I=EE EFF @2 (Trichosporon pullulans), 2EXBU R EF-
oflx~HE2AdF2~ UAZ(Rhodosporidium  toru-Aspergillus niger), ©OF:BZZAF2 UE S (Aspergillus
nidulans), ©F=HE2AF2 o}y R e (Aspergillus awamori), ©}=¥E2AF2 Q2| Aol (Aspergillus oryzae),
EglzdEn} oMol (Trichoderma reesei), °krZol €lZE€lFt(Yarrowia lipolytica), E.HER=wlo]A2
BEAAA 2 (Bret tanomyces bruxellensis), vty ~®2}el(Candida stellata), FZAMFIERFolAlA FEH|
(Schizosaccharomyces pombe), EEet2=¥ e} @B FANF|o](Torulaspora delbrueckii), AIAFZFZwlolM2 Hl
delo| (Zygosaccharomyces bailii), AHEFATF > Y QL EEW(Cryptococcus neoformans), AHEFIF 7}E
o (Cryptococcus gattii), v AFIRIOIA 2~ B &8t 2 ] o] (Saccharomyces boulardii).

oz

dArFel &R &F M¥EE Y7ol dAEYA g #F, = Eo] (S115, KM71H, SMD1168, SMD1168H 2 X-
33; @ AMFLRulol Al AR Alolel &R 75, dlE 5] INVSclg ¥3SHA|TH, o2 A3 R ekt

AR Ao, ke BB ALE AAE , = oavenny Ao A¥E Egdd. 4

Fol wheh, F7ke BB AEE EHEE AL, AF 5o I9F, 499, %, &, AA, A, 1Pl Ei= A

AFRAE Y AXolth, Aol mel, HAFOIE vhes, dE, FAE, ARLsI, F2E, QA G
E

a1 A el EFEE S5 AEE 2030 AEF, 293FT AMEF, 293F A|3E, 293H A3, CHO DG44 A3, CHO-S Al
32, CHO-K1 A3, FUT8 KO CHOK1, Expi293F™ A3 Flp-In™ T-REx™ 293 M ZF, Flp-In™-293 M ZF, Flp-
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X
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st
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=
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ST
X
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=
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166-179 (Cambridge University Press 1995)]; % [Ward et al., "Genetic Manipulation and Expression of
Antibodies," in Monoclonal Antibodies: Principles and Applications, Birch et al., (eds.), pages 137-
185 (Wiley-Liss, Inc. 1995)]% Z=x3h},

&0l "Fab"= Aol ¥ =l R Tl Al B =WJCHD S 23ekE dUES on| gtk Fab
FA A FAomFE O it o] AIXEIQIS EIehe T4 CH1 =wQle] 7t=5A & 1
7F F7FE T AollA Fab' @3t Arolstt. Fab'-SHe & E 7

i Fab'oll digh ZelolAe] WAdeltt. Fab' @2 F(ab')2 | e F4 "idatol= tgu|s Aoz
devk. E=3h, A v g sehy ASEE A Ao

g H
-
=3
10
>,
[>

"l g 7P S (scFv) "> 10 A oF 25709] ofmAk ol e A FEle|=E o dAT e g
Aol FAVH) 2 AL 7k 999 g5 duido|tt, HAE dryor FAHS 93 ZTa¥E oy
ety AAF H

W FdY9e AAsAL FAE EdeiiSels Etsta ) A9 Selds FAT

EF, A GHS VL w34 15H 39 AY $AR 29sel A% A0 ¥ AF S4S AT
S Qe VH =Wl 54 wE VH Els s 2ysie] 4] 39 AT 54 ATY = odE WL Eege
4% 2t 99 A Eegeelsg £ga

2owAAA 2 AU AR AAdEE s dRsaAe, ouw dAgde 94 d2a A
FE AYe B Y% 2okl B A& A Aolrh, oAl ¥ AAUEE Helrhd 2w B )%
woksl Bl JlgAeldl FHE WY, WA L A e Aelrh. B A dgsE B ANYE)
ANgeel e e cheto] B AASL AxehEn AL F A8 clslstelor Bk, ey B U
wAIge) M9l ek olE B sl R 7o) BahEel Wl el Wy 2 PEE Tgshe o o
=4,

AN

ZEE AV, e A7) FEloluE AEWME 1-2, 19-5525E AEEE ofuxAt Ade HE)] 1, 2 == 3719

AAFH 2= A 19 weld Felfeels wi TelNttels BgAE Fgeku, oislA Hekel=E A
AW E 12 D 19-552 0 HEEE ofvedt AAE e

A 3 NG 12 F o= shie] weld FelWetls mi Eelfetlt R@AE Tsa, oA
Ferolm AAME 19] obrleit NAL TF
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AASE 45 AAGH 1-2 F ol dhte o
== M 29 opn|wit HAS EFE

AAGE 5 AAFE 12 F o= shtel wele Felfetels wi Felfetols BPAE TS, 74
Herol s AEWE 549 ofrlielt 4GS TeHat

A G 62 (D3l tigh 3-(D3 A =gl Ashs E4A7Ix fEfol=ol 4% F§-(D3 4% =vdS *
el deE EZEgEels Ey ZENElel= HIAE X ¥stal, V] RWEfol=v 7i-7y-C-ZP-Zs L Lo~
T ZnZi~C-Zyoll WE obn it IS ¥gstar, 7,2 D, Y, F, I, N, V, H, L, A, T, S, ¥ PRHE A=y
a5 22D, Y, L, F, I, N, A, V, H, T, @ SE¥E Mudi; 7,5 ¢ L V23 Hesa; .S B, D, V, 2
PEYE HAe=a; 2, W, L, F, V, G, M, I, ¥ YEXE A9=1; 7:& E, D, P, 2 Q23H Agya; 72,
E,D, Y, V,F, W, P, L, % Q&% Melda; 7, S, D, Y, T, I,F V,N A P, L, 2 HERE Aesar;
Ine 1, Y, F, V, L, T, N, S, D, A, ¥ HE®H Hde¥=; Zp,=F, D, Y, L, I, V, A, N, T, P, S, ¥ HE®

Bl Me%a; 7, D, Y, N, F, I, P, V, A, T, H, L ¥ S25E Agdrct,

AATEE 7 AAIGE 69 dejdl EPREelE e EEfiEels BAE 2k, 7] Zi2 D, Y, T,
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[, 2 NeZYRE Aesa; 2E D, ¥, L, F, [, @ NeZRE Ades; 2,5 ¢ 2 V25 A895; 7,2 F
= pREE MEET; 2,9 W, L, F, 2 VERE HEyi; 7,8 F 2 DRYE NeEi; 2= R, D, Y, 2 Ve
e i Zpe 1, Y, F, 0V, L, 2 OTERE Ausa; 7,5 F,
DY, L, I,V, A, @ Nog2® g Melg]u; 7,=D, Y, N, F, I, 2 P2XE Augc}
AN 8L AAYGH 6-7 F o= dhte] ded 3
2D, Y, @ FRFEH MEHy; 2D, ¥, L, & C
DEHE Melgy; 2,e W, L, 2 FRHE Aegs; 7,2 E 2 DEIEE Ay
Zoe S, D, 2 YRPE Audn; 7, [, ¥, @ FEPE A95i; 7,5 F,
=D, Y, B NegFE dudn.
A FE) 9% D3l thek F-(D3 AF E=rll9le] AR £4A7)E Helelmo] APW F-(D3 AF =rAe ¥
gehe deld el BE ZEEels S3AE A = UUpC=U-P-Up-Uy—Us-Us
U UnUpeC-Upoll W& ofnjert 4 ¥xebstar, 2D, Y, F, I, N, V, H, L, A, T, S, ¥ PRYE Ay
I UED, Y, L, F, I, N, A, V, , T, 2 S25g Mexw; U, ¢ 2 23y Aega; U2 E, D, V, 2
PRYE MEEa; Up& W, L, F, V, G, M, I, 2 YRPE HEEa; Uy E, D, P, R QRYE A9Ea; U
E,D, Y, V, F, W, P, L, ¥ Q&%¥ A¥=; Uy S, D, Y, T, I, F, V, N, A, P, L, ¥ HEHE HA&x;
Un I, Y, F, V, L, T, N, S, D, A, % H23E H€¥5; Uy F, D, Y, L, I, V, A, N, T, P, S, G, % H
28e Mesa; UysD, Y, N, F, I, P, V, A T, H L, M, 2 SERE Adeadr),

A GEH 10> AAGE 99 wejE ZE|HEels i ZYFElels BE3AE £¥eta, o714 U2 D, Y, F,

[, V, @ NoZRE Hexsr; U= D, Y, L, F, I, ¥ No2HE Adsa; U= ¢ 2 V25 Adesa; U

E 9 DEYE Hewa; U2 W, L, F, G, ¥ VE25FE da=a; Uz E

VEEE Melsar; U2 S, D, Y, T, ¥ 1288 Hdaga; U, 1, Y, F, V, L, 9 T3y Adda; U=

F, D, Y, L, I,V, A G % NoezXg HAexa; Uy D, Y, N, F, I, M, ¥ PRYE Ag=rc),

AAGE 11 AAGH 9-10 T o= shte] dhEjd ZEfeels e el BAE xdetal, o7

A U D, Y, V, 2 FRYEH A9 U,E D, Y, L, 2 FEFEH Ay Ui ¢ 2 VE25E Ay a; U

< E % DERE AYE; U2 W, L, G, B FEFH A9¥1; Uy E % DEFE A8 ; U= E 2 DES
Y, G

B AdEsal; Up S, D, T, R YRRE A8sa; Une 1, ¥, V, L, % FREE J85a; Ups T,

=)

A, 2 LERE Aega; UyED, Y, M, 2@ NoeERE AelFc),

AAGH 12 AAGH 6-11 T o= shte] wed EefiEtels T ZYfivtel= H3AlE Edstal, oY)
A HEetol== F 179 olm At IS 33T

A fEfel =

AN oFE] 14 AAE 6 2 9-12 & o] shte] vald Zggelo]s mi= Zg|wlelo|n R 2 ¥oldla
o714 Hefel=E MARE 29 ofuat DS ¥ Fet)

AA e 15 AAYH 6-7 2 9-13 & o= slte welE Z el wi: ZFEle|n B S ¥ IE)
i, o7]A fepel s MAME 549] ofvwal MAE T

AN GH 162 AAGH 1715 T o= shube] wheld EeHEe| = ®
T ArLPi(EeA Dol wE e @03 A
EvlE Egeta; L2 % 5ol4 ZREHokAll it 7E Adevbed 3AE £getal; P 3ol it

G003 AF Evldlel ARE £AATE Peolng T

AA G 17 AASE 169 wejd EEfEtol= e LY fEels EFAE Xdein, 7|4 P Abs
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AAFE 198 AAGH 16-18 F o= st vy Felfetels mx Eefeels ByAE Egeta, o
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(GSSGGS) (A EH T 920) 0.2 o] FofX = FOoRHE MulE= 38hals 2ha, of7]A ne 1 o]/e] gFo|t}.

x|

sshaL,

AAGFH 244 A FE] 237-242 T oj= shute] wejEl ZEflEleln Ee ZElEelE H3AE 3
o] 7]1M Lyt= (GGGGSGGGS(MEME 921))0] whe opvmit IS X

m o
1_,
i)
rok
£oig

A7
AAe] 10 Ala 27]ge] o] Hetel=-1 & Fetol= 20] P T= BH $A
fefol= vle] zzte] A A71E dehdon Eelwelny)a
24 ferelE-1 W fetelE-ze] @ MG BY BAZ FYsich. o) St
3 ofahAl7l WErol= 2] Edulol 94 e W4 7w 1E
7]

7} oHgEA e
94 e AD3 FABA F)5e Fasks Brels 27lE Edvelt AR HgHE Fasx

&
E

SP34.185 scFvell

¥ L2

§2 X odu fo

Hefol=s 35 54 A% W9FH HAA(ELISA) I oJal] SP34.185 schvell Agtsl= 18] sl disl #7743
. rEfebAl Adistd, RleEdstE fElel=E wEAHIY 29E ZdlolE Al x3sta, HeAReR Al
A% 5, AlH SGAE St 1Y the, SP34.185 scFv% %E}O]E 28 ZYolEd AHAsT. 19 ot
o, 2HlEE AlFstar, Adhe SP34.185 schve 2aF Fago] HASAGAl A HgAE AHEstel HES)
Ak, oAl AlHE F, B ELISA 7]€S AE8le ZeoE Xwﬁéh S AREStel FAAIZATE. 509% FH o)
A% EE BC50S ©ASH: dl Fa 3k SP34.185 scFve] %% Graphpad 2|52 AHE35te] AXtEA. dlolE
= & la-lfol]l AAE AU},

F6.x1b 8°F

rrisa | BEOIE | ooy | Hebel=- | Aetel=. | Aetel= | Aetol=- | Aol
1 4 5 6 1 8
EC50 nM 1.013 0.9429 1.018 0.9738 1.27 47.5 346.2

FE7.X1c9 89

ELISA | fEto]=-1 | febo] =-9 | fEte] =-10| 31 EFo] =-11 | FElo] =-12| F E}o] =-13 | B} 0] =-14

EC50 nM 0.986 310.8 3.134 1,960 4.363 2.76 1.546

H8 T 1e2 Q9F

Erisa | BERI=- | slerel=- | sebol= | gbol=. | siefol=- | fekolx=-
16 1.7 18 19 20 21
Efl\?[o 1.356 2.359 30.04 47.50 457.1 4.762
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[0444]
[0445]

[0446]

[0447]

[0448]

[0449]

[0450]

[0451]

¥9.X= 19 8.9

ZIHSd 10-2023-0137301

Lisa | BErel=- | serel=- | gietel=- | setol=. | etel=- | getol=-
22 23 24 25 26 27
Efl\io 39.90 2168 1.916 1.948 2.012 1.833

ELISA®] ] &+ SP34.185 scFve] FEfo]= oz

et AW,

2 A HYEF 74x4(ELISA)oﬂ ol&l SP34.185 scFv7} CD3eoll ZA3jtsl= A
1A F%e] SP34.185 schvE
. SP34.185 scFv ¥ Helol= gMS (D3 IHE ZHolE
Asltel SP34.185 scFvE i}
, ¥ ELISA 7]&S A

mlo

[e)
£

==

S A La Ae

A A = o et

Zot oFmoldaAr). AT AF Ho 308 B¢k AYHEE k. AF T
FaFFe] HEAthobAl FA JFAE ALt AT oAl A F
HolEE Mk, 2h& ARESte] TAAIZATE. SP34.185 scFv (D3 A% 4159 50%&
o]=¢] F=(IC50)% Graphpad Z#]5S AHE-3ste] AT, BlolE = % 2a-2f°]
¥10.52p2 9
Bl = | morc | BEOIE- | Weteols | Wetol=- | etol=- | Weto]
ELISA 1 el =3 4 5 6 7 8
1C50 uM 0.1926 0.1025 0.2318 0.1905 5.484 >100 >100
E11.E2c9 89
. ~ .| BElel=- | HElel=- | HEfol=- | FElol=- | HEo|=- | HEO]=
H) E =
ELISA.  |(whehel=a 9 10 11 12 13 14
IC50 uM 0.1138 >100 63.18 >100 86.78 36.66 3.009
E12. 529 Q9F
HAetol=- | HAepol=- | Fepol=. | HEol=- | HEPe| = | HEFO| =
RIS 16 17 18 19 20 21
IC50uM | 0.1473 3.333 >100 >100 >100 41.46
F13. X219 &9
rsa | WEOIE- | Wetol=. | Wetel=. | gelol=. | epol=- | Hefol=-
22 23 24 25 26 27
1C50 uM >100 >100 1.912 0.6992 1.456 0.1180
¥ 14. W)= 9 20
Helo]=-ID| F-CD3
Ad SEQ ID NO:
HiddE 55
HE}ol = SP34.185 GSQCLGPEWEVCPY 1
@E}OIE 3 |SP34.185 ASQCLGPEWEVCPY 19
HE}O] =4 SP34.185 GAQCLGPEWEVCPY 20
ME}o] =5  [SP34.185 GSACLGPEWEVCPY 21
HMElo]=-6  [SP34.185 GSQCAGPEWEVCPY 22
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[0452]
[0453]

[0454]

[0455]
[0456]

[0457]

ZIHSd 10-2023-0137301

HElo] =7 [SP34.185 GSQCLAPEWEVCPY 23
HElo] =8 [SP34.185 GSQCLGAEWEVCPY 24
HMEle] =9 [SP34.185 GSQCLGPAWEVCPY 25
HELO] =-10 [SP34.185 GSQCLGPEAEVCPY 26
HElo] =11 [SP34.185 GSQCLGPEWAVCPY 27
HElO] =12 [SP34.185 GSQCLGPEWEACPY 28
HElo] =-13  [SP34.185 GSQCLGPEWEVCAY 29
WElo] =-14  [SP34.185 GSQCLGPEWEVCPA 30
HEFO] =15 |SP34.185 GSQCLGPEWEVCPY 31
FEfo]=-2  |SP34.185 VYCGPEFDESVGCM 2
FEle] =-16 |SP34.185 AYCGPEFDESVGCM 32
HWElO] =-17 |SP34.185 VACGPEFDESVGCM 33
FEFC] =-18 |SP34.185 VYCAPEFDESVGCM 34
M Elo] =19 [SP34.185 VYCGAEFDESVGCM 35
HWEle] =20 |SP34.185 VYCGPAFDESVGCM 36
WElo]=-21 |SP34.185 VYCGPEADESVGCM 37
FEle] =22 |SP34.185 VYCGPEFAESVGCM 38
Ele] =23 |SP34.185 VYCGPEFDASVGCM 39
FEle] =24 |SP34.185 VYCGPEFDEAVGCM 40
HEle] =25 |SP34.185 VYCGPEFDESAGCM 41
lEle] =26 |SP34.185 VYCGPEFDESVACM 42
HEle] =27 |SP34.185 VYCGPEFDESVGCA 43

AA o 2: ELISAY] 913} CD3o] t3 EaHelol= Ag

HAefol= wpagE Hurbsst PAS ALLsle] SP34.185 schvel didt Y
Batel SgEAT. olojA, ¥F &4 2% WIEF HAELISAS F3l
she 19 el dia] FefiEtel= wAE Hrbsklvh. EfebAl dHetd, WleEdstE (D3E wEHIW
FHE ZHolE Aol xEstal, veAdoR AMAsta, AAET. Ao A9, ZEFEels EAE X2
HolAl = Agatit. 1¥ thE, EEfEel= %X}E HdFAZ AGsta, (D3 EE ELISA ZolEd 718t
ATk &S 1ol &, ZYolEE AlAeta, 2FE FEHEels BAE RE 22k FarFyge] HEAITHA
AA FAE gl GAESAT. = 02 AF F, ELISA ZEo|EE Alstal, AbelA FAA AL, 50%
= GAske d 223 Zeele]l =9 HX(EC50)E Graphpad Z]Sol A A4S, SP34.185 scFvoll

=9 HuHS oA fefe|= wpaHo] Aojwl it FE|geto]=of HlE] C(D3o A=

& &8 olg5el ZeflEtel=
sz EopA]l A2l A5l CD3ol A

f?’g = oE

PC-2 +
PC-1 PC-1+ MTSP1 PC-2 NTSP PC-3
EC50 nM 13.66 0.05722 13.28 0.06099 0.05401
3] vl <= 252.9x 1.1x 245.9x 1.1x 1x

AAle 3: ZEFEtolE wi/) FF AX APE

FAefol= vlaaE AWrsd WAES AFEslo] SP34.185 scFvel that BT g S Fa olF50l4 Zelflele|=
AR SFEAT. olojA, olFE5olH ZefiEtels At TH S TY AT AME AAS Sl =
ZEolA AHa AZ Hrsgo. 2 AE AEE AE AR 5935 wUEHS] Y8 W didx
(impedance)o] ©]&3dH= xCelligence MR AE #47](Agilent®] RICA)E Al&dle]l Z4alqrh. trefall
Avetd, % AEFE E-ZuolEel AQstaL, 5% olitstea tir]sh @ 37°C9] Zhss QoI el WA
FHE LS shgltt. W Aol dd ¥, ole 5ol ZefiEtols BAE AlE wig iAol A,



[0458]
[0459]

[0460]

[0461]

[0462]

[0463]

[0464]

[0465]

[0466]

ZIHSd 10-2023-0137301

ZdolEd HIFSFITE. S, PBMC H= D8+ T A} 22 o|dE AXE RAIE oHE MY o Y AX
o] H|Z2 ZHo|Ed AU, olF &0l Z|HElelEs Hod HAY ZRHoMAE Ay, a3 v,
ZHEE YA 7hs Aoy ulF-<] RICAY thA] 1, d9dx SHA(ME AF)E o8 & 53 105
vtk FRSIAT. A, % AR T4 obdl WHAHE AF x AIZHE EElol= B gl FE
sl 22”33 Y. Graphpad ZE]FolA FY AX AAS 500 A= o 283 ZEHeols 419 &
(I1C50) & AlLtsFATt. ZElfetol= A3 Zude] vlaP] 2 7538 T4 AES A A= A, vfx~
e ZYFEol =] Z2HoMA A e 758 T AHEE s EAFT
F16. =49 89
PC-1+ PC-2 +
RO MTSP1 R MTSP1 PC-3

IC50 pM 0.2463 144.3 0.1234 239.5 0.4171

W 3] ))<= 1x 585.9x 1x 1940.8x o =
AAld] 4: HAslE ¥ FolpdyE 7=
AAld 19 fAetol= AE &4 AA(SAR)E AHE3te], 747+ HEetel= ME U9 F83 V8 IYste =
o] FHAToZ EAHo|EI FREA ¥ IVE IYSE IZELS A Aol = DNA 223 olHBY
22 FEnh. AdE 2gus, v nA Y plll PWE e §3S E5] SAR 7lo|=H = HEho]
=& faFdolstry] Hd AHEEHE e e T "o F2Yst. oW b, d39 1FE VIS AFES)
of whggololl A FES T3 X A3} golBeE Ay A T HHE AFESA

Al 5: HH3sE x| golu e e

o2 HA3} goluyEzt HEW, x4 gejH# e SP34.185 schv RHE H|=E ARESRe] uho]e Y
(bio-panning) ¥ th. ¥re| ] @ 3% 7} SP34.185 scFv 29 ¥ v|=o| AFdE = slar, AHsta, €&, =
ZA7= o8] =9 d9ds ST, " s (D3, HElo|=-1 T HEO|=-28 AL8-5te] Z}hz)
o] #d g St FIHAR] A gele] 23EAT. #d -, gAel ZelEl wtHeglotE: wEstal, F

UE 969 5502 Adegltt. oA, S8 A& FTEeta, dATgE S8 dwEgol AXZHE e
Aok, A FdF FH NS £33} FE9 (D39 EA e FA aoﬂ SP34.185 scFv ZY ¥ ZEdo]E djg 2
ELISASN A A& etedct. 23 2157} (D39 A ol 7haghchd | SP34.185 schvel A3e 4 & A S Ad

q

24 913 Aesgic.

o

8 AAE vGA AR FEta, EE G4 A% WAEFA AFELISA)S S 2=adsinh. e
a7 Amshd, v QEII3E SP34.185 scFvE WEIHW IHE ZeolE Ao TGt F2 HAE 7}
at7] Hell, 44 A 4FA % D3 A E= A A BEI § dsteo)datltk. ool AlH
A EFdetA ¥a, 28 A FAAE Dol HUhskar, #e AP Feb stuleldsiqitt. oolA, A A
g o, FaFde] HSATAl A3 F-MB3 FAE ARESte] AdE IAE AEesit. oY o, A
Ae FE FAE AE BAS 98 By

Pepo]=-2 eojuefe] Mdo] s34 g A3p= 7 179 AAH 3
o

=4S 98] fEtel=-29 WA FEhel=-40S AEsiglal, Ade & 18] Yehhivk. (D3l thEt
SP34.185 scFve] Fefol= Aghe zhzb & 5a-5holl AAE o] ¢lar, ¥ 19-200] QoFw]o] i}, ELISA <3
CD3ell thak SP34.185 scFv A%te] Helol= A= 7247t & 6a-6boll AAIES] glar, T 21-22¢] foFx o] Qlt}.
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[0467]

[0468]

[0469]

FJEfo] =20 3t

oL ]

]

ME REZ=

ju
-

7ol AAE o] St

E 17. feto| =2 HF 3 o] B ] WY (1) 22RH ] S FA Pelol= M E: ()= PElol =2

& A (ol & 501, A1 9 A)el A 2k 5 L & obv| mAlE VhERIT
opv|xAt $1X M E 2] @% ELISA
11}: uE! SERIID é;% W
1 2 3 4 5 6 7 8 9 10 11 12 13 14 e i&]F}{ Spisigs | No:
= scFy A&
TR -
143 Ee] = 006 279 0.09
2 vivilclg|p|E|F|D|E|ls v g|c|mM 56
T} 2 D|(D]- -Ip|w|E|F|D|F|A|]-]Aa 0.08 2.75 0.09 57
3 yl1]-]|-|L|D|-|P FlLlY|[-]|D 0.08 2.88 0.10 58
74 F|lp|-|w|-|p|wle|-|v|F|v]|-|D 008 278 209 59
sl v|t|-|w|-|/p|w|E|-|Y|F|D|-|D 0.08 2.74 0.09 60
1} 4] -6 N|[1]|]-|w|-|pD|w|E|D|D|Y|F|-|F 0.09 2.54 0.09 61
527 Nlrl-|w|-|lp|wlelv ||y [r]|-]1 o.07 231 4R 62
a4 8 -|lpl-lw|-|p|lw|E|-|D|F|L]|-]1 0.08 2.54 0.08 63
949 H|A|-|W|-|D|W|E|-|Y]|F|P]|-|N 0.08 2.85 0.09 64
sh4)-10 y|o|-|-|-|p|v|-]- vliv/|-|v 0.0 2.63 0.10 65
3h2]-11 i[p|l-|w|-|p|w|E|D|D|T|F|-]|¥ s 273 bs 66
47212 vlel-l-1-Iplal-l-lalclal-]v 0.08 2.66 0.15 61
A 13 = || = = 4 D| G a = 5 i L , Y 0.11 2:13 0.08 68
a}b#)-14 Elrl-|w|-|p|lw|e|-|p|vY]|F]|-|a 0.07 244 2.09 69
a4)-15 D|- /W |-|D|W|E D|F|Y|[-]|D 0.07 2.71 0.07 70
2}#]-16 v|jt|l-|wl-|/p|w|E|v|1|Dp|L]|-|D 0.12 2.67 0.08 71
917 s|lefl-|w|-|p|lwlel-|lv|rlDp|-|D 0.10 2.60 o7 72
a4-18 p|lp|-|w|-|p|wW|E|-|Y|A]|s]|-|D 0.09 2.57 0.07 73
}#)-19 N|lL]-|wl|l-|p|wl|lEeE|l¥Ylrp|F|]E]|]-|D 0.09 2.52 2.09 74
1420 F|lp|-|w|-|p|w|E|-|-|F]|]Vv]-|D 0.08 2.34 0.09 75
pl1|-|-|-|p|lGg|[-|-fT]1|]1]-|D 0.13 2.30 0.10 76
5422 D|[D|-|W|-|D W: E|lYy|vy|lAa|Vv]|-|D s 128 0.9 77
I} 23 y(p|-|w|-|p|w|E|-|¥Y|s|N]|-|D 0.10 217 0.08 78
224 i(N]-|w|]-|p|wle|p|y|Fr|Fr|-]|D 0.07 2.16 0.07 79
o} #-25 N1 w D|W|E|D T | E| - |F 0.06 287 .07 50
26 [ N1 W plwle|lp|N|s|F[-]|F 049 2 i 81
o} 227 vy D] - - M - a 1 D T 0.09 239 .08 82
H428 [p|F|-|W p|wlE[F|p|F |1 H 01t 273 0.12 %3
9429 plel-]- BV I K I 0.7 236 0.08 84
430 - vy pl|.]|- I R T | 0.10 232 .08 %5
43t WD - W D|W|E|W|D|1|F S . 226 0.08 6
u} 432 H{Aa|-|w D wlE|-|y|N]|®P N a1 n 0.1 87
#4433 [plv].|w plwle|w|p|E|F N 0.08 285 s &8
434 [N S lw b{W|E[Y|¥Y |1 ]|FP N 0.10 237 0.08 9
a}4-35 L] -|w D W|E|F |1 |D]|Y N 0.08 210 0.07 96
o} 4)-36 s|L|-|w plwW|E[Y|D|[1]|aA P 0.07 253 0.08 91
i [ L:. L - [ i L e ' | 7} ‘ p 0,08 249 0.09 92
TIN|-|W p|w|E|w|[v]|L][®P i 0.14 247 .10 93
14439 LB W plwlE|p|N|Y]|F P 015 22 a9 04
) L F[-|w D|W|E[D]|Y D|-|P 0.07 2.28 0.07 05
441 1 p|-|w p|w|E|Y|D|EF|[F]|-|P 0.07 226 0.08 9%
g4z [ |e |- [ w p|wW|E[D|-|E|F]|-|P 0.18 211 0.13 97
hA 43 D - W DIW|E|D|Y|A|D|-|T 011 220 .10 98
h#-44 1 |- |w p|W|E|o|Y|E|Pr]|.|VW 01t 234 .09 99
i} 4|45 LE|-|w p|w|E|[r|1|yY|[r]|.|Y¥Y 0.09 285 0.09 100
446 |- w plwle|v|vlele]|-|¥ e 255 L 101
o 247 W p | wW|E|yY |1 | H|[P|-]|¥ i 251 L 102
k4|48 W D W|E|Y |1 |N|P]|-|Y¥ 0.12 2.50 0.12 103
s} 4] 49 W plwlel-lalelp!|-|x¥ 0.09 244 0.09
a} 450 W pwlE|y 1|y |r]|-]|¥ 0.09 231 0.07
#4s1 Inji)-|wl|-|Ip|lwlelpfpfnle|.-|7] 0 22 009 | we
s4s2 | v|Dp W D W|E|Y[V|D|A]-|Y 009 2416 .09 107
o}2]-53 P : plgf-|-l-|l®|w|-|D 0.09 03 01 108
1} .54 D|1]|-]|W D w|E|Yy |t |[wf1]|.]|s 11 2 0.1 109
wa55 | F |V W D wW|E|[D|F|N|[F]|-|D 007 201 (08 110
AAse  |Flal-wl-lpjwle|p|v]-|a]l-|Dp| 00 . 00 |
1}#].57 D | N W D W|E|Y|D[FI[F|-|W {08 1.99 B 112
a4s8 |y |Dp W plwl|lE|l-|ly|nlbp]|.|a 0.09 1.96 0.1 13
a#59 [ p|D . o O N N (s 8 T O vl . 0.07 191 0.0% 114
i} -6 ElPp W bl wl|B|-|ylal1|l-|p AL e 0.10 1135
Ay e ool e chmlgml s s la b g polal B i Ml ue
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[0470]

o} #)-52 DN W D w|E|¥Y|D]|V¥ v 007 183 007 17
463 1| F w p|/w|E|-|E|¥Y]|D Y dr 1.3 0.8 118
i} -pa AlD W D w|E|-|¥|F [P N 0.08 182 0.08 119
o} 465 H|T W p|w|E|D|D|1]|F N 012 181 010 120
466 Fla W p wle|-la]lr]|L L 0.09 180 0.09 121
o} -67 v|D " i | Bl = [ = [l Limg | oAl ) 0.08 177 0L.08 122
o} 468 NS W D w|E|¥y|D|1]|1 D 0.08 1.77 .10 123
a}4]-69 Fla DIW|E[-|v]a]le Y 007 175 0.07 124
2470 L|D . plG|-|-|T]|L]|T Y 019 1,78 013 125
o}#]-71 L W p|wlE|[-]FlY¥Y|D P 0.07 174 0.09 126
}4).72 H|A W v W|E[-|¥Y|F|P N 0.07 172 0.08 127
273 N|E W Nl lag|E|Pr|T|F [P T 0.08 171 0.07 128
a}]-74 Eo| T . G| - |- L | % D 0.08 1.70 007 129
475 vibp i vl oo e | 013 167 0.09 110
1t4)-76 1| E W plwlE|P|N|s|F D 0.08 156 088 131
ah)77 v|p . Ll -1-11ln v 0.12 1.66 0.00 132
af 2|78 | - . . . R . T 1 N 0.08 163 0.08 133
3kA-79 1 - -|v]|E|-|Aa|ly¥Y|L Y 0.09 162 .10 134
ot 480 F - Dlé| -] -|T]-1% D 0.09 LbL .08 135
ot -81 1D - D | | = R T 1 g v 0.08 157 011 136
I} #]-82 N . N e o 3 0.10 135 0.11 137
o483 v |n . DG . . v F D 0.08 153 (OB 138
1} 484 N|F W p | w|E|Y|F|[N]|D N 0.09 1.33 .09 139
i} 485 - | L W p|w|E|A|F|F|D D 0.07 147 .07 140
1} 2).86 = : Slwle|lwle ! - | a N 0.16 147 010 141
h4-87 - | F W D WI[E|DIN|F]|EF N 0.08 146 010 142
4] 88 - v W p | wlE[T]|E|F|P D 0:08 146 0.08 143
o}#]-89 D[N - g - [ - | ™% |1 N 0.10 145 0.09 144
ak#-00 D|N w D W|E|Y[N|F|F v 007 145 0.08 145
o}4-01 i - -|v|E|-|D|¥|L 1 0.10 143 010 146
a4 -02 DN W D wl|lE|Y|[D |1 |F v 007 143 007 147
af=] .03 1| D < . . = R = 1 A P 0.08 142 0.08 1458
b -04 Y|F - -|v]E|-|¥vlTlL F 0.1 142 010 149
1}=] 95 F = ] = = = - = i P N 0.06 137 .08 150
a}4]-96 F|lD . VIE|-|¥Y]|F|¥ A 0.1t 136 (0L.08 151
i} #)-97 pD|F W p|w|E|[D|F|F A 0.18 135 .12 152
}-2] 9% F|F i D| G 2 £ T |L g N 0.0% 135 09 153
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[0471]

1199 F . = ENEN S N Y L 0.14 1.35 .09 154
100 Y|D = I ENEN 1 5 ¥ 0.09 132 010 155
i (1) S I O W D|W|E|-|¥Y|L]|Y r a.10 132 0.15 156
#4102 | F W Dl w|E|-|P|T|T H 048 131 0.8 157
s403 |y | D W D W|E|[D|F|B |1 D 014 131 0.10 158
x]-104 - |V W DIWIE|Y ]I |D 5 0.08 130 0.07 150
Sha105 [ 1| N W DI W|E|[V|1|s|F D 0.12 130 0.08 160
ak=)-106 L|§ W D|W|E V| |T|P L 0.10 129 0.10 161
H-107 | F [ A W plwlE|-[v]|b]|1 Y 008 128 0.08 162
a4y | Y| D . - ™ w (= g5 [ D 0.10 125 0.08 163
#49 | Y| Db w D|W|E|V|F|[1 |V b} 0.0 125 0.07 164
o110 | B[N w D|W|E|H|N|F|F v 019 128 008 165
2111 Y| D Dl|la| - B . 1 v P 0,07 123 0.08 166
Th2)-112 Y| D % ~ -|BE|F|P|Y v ¥ 0.12 1.23 012 167
113 | A|D . -y Sl v 0.11 122 0.09 168
#2114 | F |L 7 YV E| -|V|H|Y s 008 122 .10 169
4115 [T | D W D|wW|E|Y|[L]|T]|S s g.08 122 0R3 170
#1166 |A|F - o I 0 T N S O I D 0.09 121 .09 171
3tA4-117 [N | D W D|wW|E|-|Y|F|Ss Y 0.09 ad R 172
abAl-118 F|D - - |w|E |1 vi|iT|Dbp Y 0.08 1.19 0.09 173
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#Helo)l=-ID| F-CD3 i
% SEQ ID NO:
Hdd ¥3
H E}o] =29 |SP34.185 DDCWPDWEFDFACA 44
HElo] =30 |SP34.185 YICGLDFPDFLYCD 45
HEfo] =31 |SP34.185 FDCWPDWEEYFVCD 46
HEfo] =32 |SP34.185 YICWPDWEEYFDCD 47
HEFo] =33  |SP34.185 NICWPDWEDDYFCF 48
HElo] =34 |SP34.185 NFCWPDWEYIYPCI 49
A E}o] =35 [SP34.185 VDCWPDWEEDFLCI 50
HMNE}o] =36 [SP34.185 HACWPDWEEYFPCN 51
HElo] =37 |SP34.185 YDCGPDVDESYVCV 52
HElo] =38 |SP34.185 IDCWPDWEDDTFCY 53
HNE}o] =-39 [SP34.185 YLCGPDGDETLACY 54
A Elo] =40 [|SP34.185 VDCGPDGDESILCY 55
¥ 19.552¢ 8¢
fefol=. | Metol=. | Metol=. | epol=. | Hepol=. | WEpol = | oo o
ELISA 29 30 31 32 33 34 Aetel =-2
EC50 nM 2.163 1.564 2.035 1.713 2.174 2.752 1.972
¥ 20.E5h9 89F
Hetol=- | Wrlol=- | Pepol=- | Welo|= | Welol=- | Fepol=- | 4o 0o
ELISA 35 36 37 38 39 40 Wkl =2
EC50 nM 2.804 2.695 3443 1.652 1.286 1.895 1.623
H21.56a° 8
HFepol=- | HEefe]=- | FEPol=- | HEPo]=- | FElo]=- | HEPo]|=- | HEfo] =2
e 29 30 h 31 h 32 33 h 34
IC50 uM 7.9 3.2 8.5 6.5 17.2 119 0.28
¥ 22.% 622 99
pLsa | RECIE- | WEel=- | Aeel=. | el . | o= | el = | e =
35 36 37 38 39 40
IC50 uM 17.3 15.2 >100 29 0.01 0.35 0.15
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SEQUENCE LISTING

<110> JANUX THERAPEUTICS, INC.

<120> PEPTIDE COMPOSITIONS AND METHODS FOR ANTI-CD3 BINDING DOMAINS
<130> 52426-732.601
<140><141><150> 63/122,820

<151> 2020-12-08
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<160> 943

<170> PatentIn version 3.5

<210> 1

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 1

Gly Ser Gln Cys Leu Gly Pro Glu Trp Glu Val Cys Pro Tyr

1 5 10

<210> 2

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 2

Val Tyr Cys Gly Pro Glu Phe Asp Glu Ser Val Gly Cys Met

1 5 10

<210> 3

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 3

Gly Phe Thr Phe Asn Lys Tyr Ala

1 5

<210> 4

<211> 10

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 4

Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr

1 5 10

<210> 5

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 5

Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser Tyr Trp Ala Tyr

1 5 10 15

<210> 6

<211> 9

<212> PRT

<213> Artificial Sequence
<220

><223> Description of Artificial Sequence: Synthetic
peptide

<400> 6

Thr Gly Ala Val Thr Ser Gly Asn Tyr

1 5

<210> 7

<211> 3

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 7

Gly Thr Lys

1

<210> 8

<211> 9

- 100 -
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 8

Val Leu Trp Tyr Ser Asn Arg Trp Val

1 5

<210> 9

<211> 249

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 9

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10

15

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Lys Tyr

20 25 30

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ala Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp

50 55 60

Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr

65 70 75
Ala Tyr Leu GIn Met Asn Asn Leu Lys Thr Glu Asp Thr Ala
85 90

Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Ile Ser

100 105 110

Ala Tyr Trp Gly GIn Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Thr

130 135 140

- 101 -

80
Val Tyr
95

Tyr Trp

Gly Gly

Val Val
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Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly Thr Val Thr Leu
145 150 155 160

Thr Cys Gly Ser Ser Thr Gly Ala Val Thr Ser Gly Asn Tyr Pro Asn

165 170 175
Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly Leu Ile Gly Gly
180 185 190
Thr Lys Phe Leu Ala Pro Gly Thr Pro Ala Arg Phe Ser Gly Ser Leu
195 200 205
Leu Gly Gly Lys Ala Ala Leu Thr Leu Ser Gly Val Gln Pro Glu Asp
210 215 220

Glu Ala Glu Tyr Tyr Cys Val Leu Trp Tyr Ser Asn Arg Trp Val Phe

225 230 235 240
Gly Gly Gly Thr Lys Leu Thr Val Leu
245
<210> 10
<211> 214
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 10
Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val Ser Pro Gly
1 5 10 15
Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Asn

20 25 30

Ile His Trp Tyr Gln GIn Arg Thr Asn Gly Ser Pro Arg Leu Leu Ile
35 40 45
Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser Gly
50 55 60
Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu Ser
65 70 75 80

Glu Asp Ile Ala Asp Tyr Tyr Cys GIn Gln Asn Asn Asn Trp Pro Thr
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85 90 95

Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Thr Val Ala Ala
100 105 110
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140
Lys Val GIn Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln

145 150 155 160

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
180 185 190
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
195 200 205
Phe Asn Arg Gly Glu Cys
210
<210> 11
<211> 222
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 11
GIn Val Gln Leu Lys Gln Ser Gly Pro Gly Leu Val Gln Pro Ser Gln
1 5 10 15
Ser Leu Ser Ile Thr Cys Thr Val Ser Gly Phe Ser Leu Thr Asn Tyr
20 25 30
Gly Val His Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Leu
35 40 45

Gly Val Ile Trp Ser Gly Gly Asn Thr Asp Tyr Asn Thr Pro Phe Thr
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ZIHSdl 10-2023-0137301



ZIHSdl 10-2023-0137301

50 55 60
Ser Arg Leu Ser Ile Asn Lys Asp Asn Ser Lys Ser Gln Val Phe Phe
65 70 75 80
Lys Met Asn Ser Leu Gln Ser Gln Asp Thr Ala Ile Tyr Tyr Cys Ala
85 90 95
Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe Ala Tyr Trp Gly Gln Gly
100 105 110

Thr Leu Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro Ser Val Phe

115 120 125
Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140
Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160
Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser

180 185 190
Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro
195 200 205
Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys
210 215 220
<210> 12
<211> 115
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
polypeptide
<400> 12

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Asn

1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Lys Phe

20 25 30
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Gly Met Ser Trp Val Arg Gln Ala Pro Gly
35 40
Ser Ser Ile Ser Gly Ser Gly Arg Asp Thr
50 55

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn

65 70
Leu GIn Met Asn Ser Leu Arg Pro Glu Asp
85 90
Thr Ile Gly Gly Ser Leu Ser Val Ser Ser
100 105
Val Ser Ser
115
<210> 13
<211> 266
<212> PRT

<213> Artificial Sequence

Lys Gly Leu Glu Trp Val
45
Leu Tyr Ala Asp Ser Val
60

Ala Lys Thr Thr Leu Tyr

75 80

Thr Ala Val Tyr Tyr Cys
95

Gln Gly Thr Leu Val Thr

110

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 13

Gln Gly Gln Ser Gly Gln Leu Ser Cys Glu
1 5 10
Glu Gln Cys Arg Ala Gly Ser Ser Gly Gly
20 25
Ser Gly Ile Ser Ser Gly Leu Leu Ser Gly
35 40
Ser Ser Gly Thr Asp Ile Leu Leu Thr Gln

50 55

Val Ser Pro Gly Glu Arg Val Ser Phe Ser

65 70

Ile Gly Thr Asn Ile His Trp Tyr Gln Gln
85 90

Arg Leu Leu Ile Lys Tyr Ala Ser Glu Ser

Gly Trp Ala Met Asn Arg
15
Ser Gly Gly Ser Gly Gly
30
Arg Ser Asp Asn His Gly
45
Ser Pro Val Ile Leu Ser

60

Cys Arg Ala Ser Gln Ser

75 80

Arg Thr Asn Gly Ser Pro
95

Ile Ser Gly Ile Pro Ser
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100 105
Arg Phe Ser Gly Ser Gly Ser Gly Thr

115 120

Ser Val Glu Ser Glu Asp Ile Ala Asp
130 135
Asn Trp Pro Thr Thr Phe Gly Ala Gly
145 150
Thr Val Ala Ala Pro Ser Val Phe Ile
165
Leu Lys Ser Gly Thr Ala Ser Val Val

180 185

Pro Arg Glu Ala Lys Val Gln Trp Lys
195 200
Gly Asn Ser Gln Glu Ser Val Thr Glu
210 215
Tyr Ser Leu Ser Ser Thr Leu Thr Leu
225 230
His Lys Val Tyr Ala Cys Glu Val Thr

245

Val Thr Lys Ser Phe Asn Arg Gly Glu
260 265

<210> 14

<211> 644

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 14

Asp Phe

Tyr Tyr

Thr Lys

155
Phe Pro
170

Cys Leu

Val Asp

Gln Asp

Ser Lys

235

His Gln

250

Cys

110
Thr Leu Ser

125

Ile

Asn

Cys Gln Gln Asn Asn

140

Leu Glu Leu

Pro Ser Asp

Leu Asn Asn

190

Asn Ala Leu
205

Ser Lys Asp

220

Ala Asp Tyr

Gly Leu Ser

Lys

Glu

175

Phe

Gln

Ser

Ser

255

Arg

160

Tyr

Ser

Thr

Lys

240

Pro

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Asn

1 5

10

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Lys Phe

20 25

30
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Gly Met Ser

35
Ser Ser Ile
50
Lys Gly Arg
65

Leu Gln Met

Thr Ile Gly

Val Ser Ser
115
Gln Cys Leu
130
Ser Gly Gly
145

Ser Asp Asn

Gly Gly Leu

Ser Gly Phe

195

Pro Gly Lys
210

Asn Tyr Ala

225

Ser Arg Asp

Lys Thr Glu

Gly Asn Ser

Trp Val

Ser Gly

Phe Thr

Asn Ser

85

Gly Ser

Gly Pro

Gly Ser

His Gly

Val Gln
180

Thr Phe

Gly Leu

Thr Tyr

Asp Ser

245
Asp Thr
260

Tyr Ile

Arg Gln Ala Pro Gly Lys

40
Ser Gly Arg Asp Thr Leu
55
[le Ser Arg Asp Asn Ala
70 75
Leu Arg Pro Glu Asp Thr
90

Leu Ser Val Ser Ser Gln

105
Gly Gly Ser Gly Gly Gly
120
Glu Trp Glu Val Cys Pro
135
Gly Gly Ile Ser Ser Gly
150 155

Gly Gly Ser Glu Val Gln

170
Pro Gly Gly Ser Leu Lys
185
Asn Lys Tyr Ala Met Asn
200
Glu Trp Val Ala Arg Ile
215

Tyr Ala Asp Ser Val Lys

230 235
Lys Asn Thr Ala Tyr Leu
250
Ala Val Tyr Tyr Cys Val
265

Ser Tyr Trp Ala Tyr Trp

Gly Leu Glu

45
Tyr Ala Asp
60

Lys Thr Thr

Ala Val Tyr

Gly Thr Leu

110

Ser Gly Gly

Tyr Gly Gly
140

Leu Leu Ser

Leu Val Glu

Leu Ser Cys
190
Trp Val Arg
205
Arg Ser Lys
220

Asp Arg Phe

GIn Met Asn

Arg His Gly
270

Gly Gln Gly
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Trp

Ser

Leu

Tyr

95

Val

Ser

175

Tyr

Thr

Asn
255

Asn

Thr

Val

Val

Tyr

80

Cys

Thr

Ser

Arg

160

Asn

240

Leu

Phe

Leu
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Val

305

Ser

Val

Pro

Leu

385

Trp

Leu

Leu

Phe

Lys

465

Tyr

Lys

Ala

275

Thr Val Ser

290

Gly Gly Ser

Pro Gly Gly

Thr Ser Gly
340

Pro Arg Gly

355
Ala Arg Phe
370

Ser Gly Val

Tyr Ser Asn

Gly Gly Gly

420
Val Gln Pro
435
Ser Leu Thr
450

Gly Leu Glu

Asn Thr Pro

Ser Gln Val
500
Ile Tyr Tyr

515

Ser

Thr
325

Asn

Leu

Ser

Arg

405

Ser

Asn

Trp

Phe

485

Phe

Cys

Gly

Thr
310

Val

Tyr

Pro
390

Trp

Ser

Tyr

Leu

470

Thr

Phe

Ala

Gly

295

Val

Thr

Pro

Ser

375

Val

Ser

Ser

Lys

Arg

280

Gly Gly Ser

Val Thr

Leu Thr Cys
330
Asn Trp Val
345

Gly Thr Lys

360

Leu

Leu

Asp

Phe

Val

425
Leu Ser
440
Val

His Trp

Val Trp

Arg Leu Ser

490
Met Asn Ser
505
Ala Leu Thr

520

Gly

Phe

Lys

Thr

Val

Ser

475

Leu

Tyr

Gly

300

Pro

Ser

Leu

Lys
380

Tyr

Thr

Cys

Arg

460

Asn

Tyr

285

Gly Gly Ser

Ser Leu Thr

Ser Thr

Lys Pro
350

Pro

Leu

Tyr Cys Val

Lys Leu Thr
415

Ser Gly Pro

430

Thr Val Ser
445

Ser Pro
Gly Asn Thr

Lys Asp Asn

495
Ser GIn Asp
510
Glu

Asp Tyr

525
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Val

320

Thr

Thr

Leu

400

Val

Asp
480

Ser

Thr

Phe
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Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr
530 535 540

Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser

545 550 555 560
Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu
565 570 575
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His
580 585 590
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser
595 600 605

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys

610 615 620
Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu
625 630 635 640

Pro Lys Ser Cys

<210> 15

<211> 266

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 15

Gln Gly Gln Ser Gly Gln Leu Ser Cys Glu Gly Trp Ala Met Asn Arg

1 5 10 15

Glu Gln Cys Arg Ala Gly Ser Ser Gly Gly Ser Gly Gly Ser Gly Gly
20 25 30
Ser Gly Ile Ser Ser Gly Leu Leu Ser Gly Arg Ser Asp Asn His Gly
35 40 45
Ser Ser Gly Thr Asp Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser
50 55 60

Val Ser Pro Gly Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser
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65

Ile Gly Thr

Arg Leu Leu

Arg Phe Ser
115
Ser Val Glu

130

Asn Trp Pro
145

Thr Val Ala

Leu Lys Ser

Pro Arg Glu

195

Gly Asn Ser
210

Tyr Ser Leu

225

His Lys Val

Val Thr Lys

<210> 16

<211> 644

<212> PRT

Asn

Ser

Thr

Ser

Tyr

Ser

260

85

Lys

Ser

Thr

Pro
165

Thr

Lys

Ser

245

70

His

Tyr

Gly

Asp

Phe
150

Ser

Val

Ser

Thr
230

Cys

Trp Tyr Gln Gln
90
Ala Ser Glu Ser
105
Ser Gly Thr Asp
120
Ile Ala Asp Tyr

135

Gly Ala Gly Thr

Val Phe Ile Phe

170

Ser Val Val Cys
185

Gln Trp Lys Val

200

Val Thr Glu Gln
215

Leu Thr Leu Ser

Glu Val Thr His

250

Phe Asn Arg Gly Glu Cys

265

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide

75

Arg Thr Asn Gly

[le Ser Gly Ile

110

Phe Thr Leu Ser
125

Tyr Cys Gln Gln

140

Lys Leu Glu Leu
155

Pro Pro Ser Asp

Leu Leu Asn Asn
190
Asp Asn Ala Leu

205

Asp Ser Lys Asp
220

Lys Ala Asp Tyr

235

Gln Gly Leu Ser
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80

Ser Pro
95

Pro Ser

Ile Asn

Asn Asn

Lys Arg

160
Glu Gln
175

Phe Tyr

Gln Ser

Ser Thr

Glu Lys
240
Ser Pro

255
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<400> 16

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Asn

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Lys Phe
20 25 30

Gly Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ser Ser Ile Ser Gly Ser Gly Arg Asp Thr Leu Tyr Ala Asp Ser Val
50 55 60
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Thr Thr Leu Tyr
65 70 75 80
Leu GIn Met Asn Ser Leu Arg Pro Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Thr Ile Gly Gly Ser Leu Ser Val Ser Ser Gln Gly Thr Leu Val Thr

100 105 110

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Val Tyr
115 120 125
Cys Gly Pro Glu Phe Asp Glu Ser Val Gly Cys Met Gly Gly Gly Gly
130 135 140
Ser Gly Gly Gly Ser Gly Gly Ile Ser Ser Gly Leu Leu Ser Gly Arg
145 150 155 160
Ser Asp Asn His Gly Gly Gly Ser Glu Val GIn Leu Val Glu Ser Gly

165 170 175

Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala
180 185 190
Ser Gly Phe Thr Phe Asn Lys Tyr Ala Met Asn Trp Val Arg Gln Ala
195 200 205
Pro Gly Lys Gly Leu Glu Trp Val Ala Arg Ile Arg Ser Lys Tyr Asn
210 215 220
Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile

225 230 235 240
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Ser

Lys

Gly

Val

305

Ser

Val

Pro

Leu

385

Trp

Leu

Leu

Phe

Lys

465

Tyr

Arg Asp Asp

Thr Glu Asp

260

Asn Ser Tyr
275

Thr Val Ser

290

Gly Gly Ser

Pro Gly Gly

Thr Ser Gly
340
Pro Arg Gly

355

Ala Arg Phe
370

Ser Gly Val

Tyr Ser Asn

Val GIn Pro
435

Ser Leu Thr

450

Gly Leu Glu

Asn Thr Pro

Ser
245

Thr

Ser

Thr
325

Asn

Leu

Ser

Arg

405

Ser

Asn

Trp

Phe

Lys Asn

Ser Tyr

Thr Val
310

Val Thr

Tyr Pro

Gly Ser

375
Pro Glu
390

Trp Val

Ser Gln

Gln Ser

Tyr Gly

455
Leu Gly
470

Thr Ser

Thr

Tyr

Trp

280

Val

Leu

Asn

360

Leu

Asp

Phe

Val

Leu

440

Val

Val

Arg

Ala Tyr Leu Gln Met

250
Tyr Cys
265

Ala Tyr

Gly Ser

Thr Gln

Thr Cys

330

Trp Val

345

Thr Lys

Leu Gly

Ser Ile

His Trp

Ile Trp

Leu Ser

Val

Trp

Phe

Lys

Thr

Val

Ser

475

Ile

Arg His

Gly Gln
285
Gly Gly

300

Pro Ser

Ser Ser

Gln Lys

Leu Ala

Lys Ala
380

Tyr Tyr

Thr Lys

Gln Ser

Cys Thr

445
Arg Gln
460

Gly Gly

Asn Lys

Asn Asn

255
Gly Asn
270

Gly Thr

Gly Ser

Leu Thr

Thr Gly

Pro Gly

350

Pro Gly

Ala Leu

Cys Val

Leu Thr

415

Val Ser

Ser Pro

Asn Thr

Asp Asn
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Leu

Phe

Leu

Val

320

Thr

Thr

Leu
400

Val

Asp
480

Ser
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485 490 495

Lys Ser Gln Val Phe Phe Lys Met Asn Ser Leu Gln Ser Gln Asp Thr
500 505 510
Ala Ile Tyr Tyr Cys Ala Arg Ala Leu Thr Tyr Tyr Asp Tyr Glu Phe
515 520 525
Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr
530 535 540
Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser

545 550 555 560

Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu
565 570 575
Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His
580 585 590
Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser
595 600 605
Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys

610 615 620

Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu
625 630 635 640

Pro Lys Ser Cys

<210> 17

<211> 214

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 17

GIn Ile Leu Leu Thr Gln Ser Pro Val Ile Leu Ser Val Ser Pro Gly

1 5 10 15

Glu Arg Val Ser Phe Ser Cys Arg Ala Ser Gln Ser Ile Gly Thr Asn
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20 25 30
Ile His Trp Tyr Gln Gln Arg Thr Asn Gly Ser Pro Arg Leu Leu
35 40 45
Lys Tyr Ala Ser Glu Ser Ile Ser Gly Ile Pro Ser Arg Phe Ser
50 55 60
Ser Gly Ser Gly Thr Asp Phe Thr Leu Ser Ile Asn Ser Val Glu
65 70 75

Glu Asp Ile Ala Asp Tyr Tyr Cys Gln Gln Asn Asn Asn Trp Pro

85 90 95
Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Thr Val Ala
100 105 110
Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser
115 120 125
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser

145 150 155

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu
165 170 175

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val

180 185 190
Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys
195 200 205
Phe Asn Arg Gly Glu Cys
210

<210> 18

<211> 476

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<400> 18
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Ser
80

Thr

160

Ser

Tyr

Ser
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Glu Val

Ser Leu

Ala Met

Ala Arg

50
Ser Val
65

Ala Tyr

Tyr Cys

Ala Tyr

Thr Gln
145

Thr Cys

Trp Val

Thr Lys

Leu Gly

210

Glu Ala

225

Gly Gly

Gln Leu Val

Lys Leu Ser
20
Asn Trp Val

35

Ile Arg Ser

Lys Asp Arg

Leu Gln Met
85
Val Arg His

100

Trp Gly Gln

115

Glu Pro Ser
Gly Ser Ser

165

Gln Gln Lys
180

Phe Leu Ala

195

Gly Lys Ala

Glu Tyr Tyr

Gly Thr Lys

Glu Ser Gly Gly Gly Leu

Cys Ala Ala

Arg Gln Ala

40

Lys Tyr Asn

55
Phe Thr
70

Asn Asn Leu

Gly Asn Phe

Gly Thr Leu
120
Gly Ser Gly
135
Leu Thr Val
150

Thr Gly Ala

Pro Gly Gln

Pro Gly Thr

200

Ala Leu Thr
215

Cys Val Leu

230

Leu Thr Val

10
Ser Gly
25

Pro Gly

Asn Tyr

Ser Arg

Lys Thr
90
Gly Asn

105

Val Thr

Ser Pro

Val Thr

170

Ala Pro

185

Pro Ala

Leu Ser

Trp Tyr

Phe Thr Phe

Lys Gly Leu

45

Ala Thr Tyr
60

Asp Asp Ser

Glu Asp Thr

Ser Tyr

Val Ser Ser
125
Gly Ser Gln

140
Gly Gly Thr
155

Ser Gly Asn

Arg Gly Leu

Arg Phe Ser

205

Gly Val Gln
220

Ser Asn Arg

235

Asn

30

Tyr

Lys

Ser

110

Thr

Tyr

Pro

Trp

Leu Gly Gly Gly Gly Ser
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15

Lys

Trp

Asn

Val
95

Tyr

Val

Thr

Pro

175

Ser

Val

Gln

Val Gln Pro Gly Gly

Tyr

Val

Asp

Thr

80

Tyr

Trp

Val

Leu

160

Asn

Leu

Asp

Phe

240

Val
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Gln Leu Lys Gln

260

Ser Ile Thr Cys
275

His Trp Val Arg

290

I[le Trp Ser Gly
305

Leu Ser Ile Asn

Asn Ser Leu Gln
340
Leu Thr Tyr Tyr

355

Val Thr Val Ser
370

Ala Pro Ser Ser

385

Leu Val Lys Asp

Gly Ala Leu Thr
420

Ser Gly Leu Tyr
435
Leu Gly Thr Gln
450

Thr Lys Val Asp
465

<210> 19

<211> 14

<212> PRT

245

Ser

Thr

Lys
325

Ser

Asp

Lys

Tyr

405

Ser

Ser

Thr

Lys

Gly Pro Gly Leu

Val Ser

Ser Pro

295

Asn Thr
310

Asp Asn

Gln Asp

Tyr Glu

Ala Ser

375
Ser Thr
390

Phe Pro

Gly Val

Leu Ser

Tyr Ile

455

Asp

Ser

Thr

Phe

360

Thr

Ser

His

Ser
440

Cys

265

Phe

Lys

Tyr

Lys

Lys

Pro

Thr

425

Val

Asn

250

Val

Ser

Asn

Ser

330

Tyr

Val
410

Phe

Val

Val

Lys Val Glu Pro Lys

470

Gln Pro

Leu Thr

Leu Glu

300

Thr Pro
315

Gln Val

Tyr Tyr

Trp Gly

Pro Ser

380
Thr Ala
395

Thr Val

Pro Ala

Thr Val

Asn His
460
Ser Cys

475

Ser

Asn

285

Trp

Phe

Phe

Cys

365

Val

Ser

Val

Pro
445

Lys

255
Gln Ser
270

Tyr Gly

Leu Gly

Thr Ser

Phe Lys

335
Ala Arg
350

Gly Thr

Phe Pro

Leu Gly

Trp Asn

415

Leu Gln
430

Ser Ser

Pro Ser
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Leu

Val

Val

Arg
320

Met

Leu

Leu

Cys

400

Ser

Ser

Ser

Asn
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<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 19

Ala Ser Gln Cys Leu Gly Pro Glu Trp Glu Val Cys Pro Tyr

1 5 10

<210> 20

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 20

Gly Ala Gln Cys Leu Gly Pro Glu Trp Glu Val Cys Pro Tyr

1 5 10

<210> 21

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 21

Gly Ser Ala Cys Leu Gly Pro Glu Trp Glu Val Cys Pro Tyr

1 5 10

<210> 22

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 22

Gly Ser Gln Cys Ala Gly Pro Glu Trp Glu Val Cys Pro Tyr

1 5 10

- 117 -

10-2023-0137301



<210> 23

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 23

Gly Ser Gln Cys Leu Ala Pro Glu Trp Glu Val Cys Pro Tyr

1 5 10

<210> 24

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 24

Gly Ser Gln Cys Leu Gly Ala Glu Trp Glu Val Cys Pro Tyr

1 5 10

<210> 25

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 25
Gly Ser Gln Cys Leu Gly Pro Ala Trp Glu Val Cys Pro Tyr
1 5 10
<210> 26
<211> 14
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

- 118 -

10-2023-0137301



<400> 26

Gly Ser Gln Cys Leu Gly Pro Glu Ala Glu Val Cys Pro Tyr
1 5 10

<210> 27

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 27

Gly Ser Gln Cys Leu Gly Pro Glu Trp Ala Val Cys Pro Tyr

1 5 10

<210> 28

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 28

Gly Ser Gln Cys Leu Gly Pro Glu Trp Glu Ala Cys Pro Tyr

1 5 10

<210> 29

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 29
Gly Ser Gln Cys Leu Gly Pro Glu Trp Glu Val Cys Ala Tyr
1 5 10
<210> 30
<211> 14

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 30

Gly Ser Gln Cys Leu Gly Pro Glu Trp Glu Val Cys Pro Ala

1 5 10

<210> 31

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 31

Gly Ser Gln Cys Leu Gly Pro Glu Trp Glu Val Cys Pro Tyr

1 5 10

<210> 32

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 32

Ala Tyr Cys Gly Pro Glu Phe Asp Glu Ser Val Gly Cys Met

1 5 10

<210> 33

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 33
Val Ala Cys Gly Pro Glu Phe Asp Glu Ser Val Gly Cys Met

1 5 10
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<210> 34

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 34

Val Tyr Cys Ala Pro Glu Phe Asp Glu Ser Val Gly Cys Met

1 5 10

<210> 35

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 35

Val Tyr Cys Gly Ala Glu Phe Asp Glu Ser Val Gly Cys Met

1 5 10

<210> 36

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 36

Val Tyr Cys Gly Pro Ala Phe Asp Glu Ser Val Gly Cys Met

1 5 10

<210> 37

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<400> 37

Val Tyr Cys Gly Pro Glu Ala Asp Glu Ser Val Gly Cys Met

1 5 10

<210> 38

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 38

Val Tyr Cys Gly Pro Glu Phe Ala Glu Ser Val Gly Cys Met

1 5 10

<210> 39

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 39

Val Tyr Cys Gly Pro Glu Phe Asp Ala Ser Val Gly Cys Met

1 5 10

<210> 40

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 40

Val Tyr Cys Gly Pro Glu Phe Asp Glu Ala Val Gly Cys Met

1 5 10

<210> 41

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 41

Val Tyr Cys Gly Pro Glu Phe Asp Glu Ser Ala Gly Cys Met

1 5 10

<210> 42

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 42

Val Tyr Cys Gly Pro Glu Phe Asp Glu Ser Val Ala Cys Met

1 5 10

<210> 43

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 43

Val Tyr Cys Gly Pro Glu Phe Asp Glu Ser Val Gly Cys Ala

1 5 10

<210> 44

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 44

Asp Asp Cys Trp Pro Asp Trp Glu Phe Asp Phe Ala Cys Ala

1 5 10

<210> 45
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 45

Tyr Ile Cys Gly Leu Asp Phe Pro Asp Phe Leu Tyr Cys Asp

1 5 10

<210> 46

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 46

Phe Asp Cys Trp Pro Asp Trp Glu Glu Tyr Phe Val Cys Asp

1 5 10

<210> 47

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 47

Tyr Ile Cys Trp Pro Asp Trp Glu Glu Tyr Phe Asp Cys Asp

1 5 10

<210> 48

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 48
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Asn Ile Cys Trp Pro Asp Trp Glu Asp Asp Tyr Phe Cys Phe
1 5 10

<210> 49

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 49

Asn Phe Cys Trp Pro Asp Trp Glu Tyr Ile Tyr Pro Cys Ile

1 5 10

<210> 50

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 50

Val Asp Cys Trp Pro Asp Trp Glu Glu Asp Phe Leu Cys Ile

1 5 10

<210> 51

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 51
His Ala Cys Trp Pro Asp Trp Glu Glu Tyr Phe Pro Cys Asn
1 5 10
<210> 52
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 52

Tyr Asp Cys Gly Pro Asp Val Asp Glu Ser Tyr Val Cys Val

1 5 10

<210> 53

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 53

Ile Asp Cys Trp Pro Asp Trp Glu Asp Asp Thr Phe Cys Tyr

1 5 10

<210> 54

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 54

Tyr Leu Cys Gly Pro Asp Gly Asp Glu Thr Leu Ala Cys Tyr

1 5 10

<210> 55

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 55
Val Asp Cys Gly Pro Asp Gly Asp Glu Ser Ile Leu Cys Tyr
1 5 10

<210> 56
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 56

Val Tyr Cys Gly Pro Glu Phe Asp Glu Ser Val Gly Cys Met

1 5 10

<210> 57

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 57

Asp Asp Cys Trp Pro Asp Trp Glu Phe Asp Phe Ala Cys Ala

1 5 10

<210> 58

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 58

Tyr Ile Cys Gly Leu Asp Phe Pro Asp Phe Leu Tyr Cys Asp

1 5 10

<210> 59

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 59
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Phe Asp Cys Trp Pro Asp Trp Glu Glu Tyr Phe Val Cys Asp

1 5 10

<210> 60

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 60

Tyr Ile Cys Trp Pro Asp Trp Glu Glu Tyr Phe Asp Cys Asp

1 5 10

<210> 61

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 61

Asn Ile Cys Trp Pro Asp Trp Glu Asp Asp Tyr Phe Cys Phe

1 5 10

<210> 62

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 62

Asn Phe Cys Trp Pro Asp Trp Glu Tyr Ile Tyr Pro Cys Ile

1 5 10

<210> 63

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 63

Val Asp Cys Trp Pro Asp Trp Glu Glu Asp Phe Leu Cys Ile

1 5 10

<210> 64

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 64

His Ala Cys Trp Pro Asp Trp Glu Glu Tyr Phe Pro Cys Asn

1 5 10

<210> 65

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 65

Tyr Asp Cys Gly Pro Asp Val Asp Glu Ser Tyr Val Cys Val

1 5 10

<210> 66

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 66

Ile Asp Cys Trp Pro Asp Trp Glu Asp Asp Thr Phe Cys Tyr

1 5 10

<210> 67
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 67

Tyr Leu Cys Gly Pro Asp Gly Asp Glu Thr Leu Ala Cys Tyr

1 5 10

<210> 68

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 68

Val Asp Cys Gly Pro Asp Gly Asp Glu Ser Ile Leu Cys Tyr

1 5 10

<210> 69

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 69

Phe Ile Cys Trp Pro Asp Trp Glu Glu Asp Tyr Phe Cys Ala

1 5 10

<210> 70

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 70
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Gly Asp Cys Trp Pro Asp Trp Glu Trp Asp Phe Tyr Cys Asp
1 5 10

<210> 71

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 71

Tyr Leu Cys Trp Pro Asp Trp Glu Tyr Ile Asp Leu Cys Asp

1 5 10

<210> 72

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 72

Ser Phe Cys Trp Pro Asp Trp Glu Glu Tyr Phe Asp Cys Asp

1 5 10

<210> 73

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 73
Asp Asp Cys Trp Pro Asp Trp Glu Glu Tyr Ala Ser Cys Asp
1 5 10
<210> 74
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 74

Asn Leu Cys Trp Pro Asp Trp Glu Tyr Pro Phe Phe Cys Asp

1 5 10

<210> 75

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 75

Phe Asp Cys Trp Pro Asp Trp Glu Glu Ser Phe Val Cys Asp

1 5 10

<210> 76

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 76

Asp Ile Cys Gly Pro Asp Gly Asp Glu Thr Ile Ile Cys Asp

1 5 10

<210> 77

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 77
Asp Asp Cys Trp Pro Asp Trp Glu Tyr Tyr Ala Val Cys Asp
1 5 10

<210> 78
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 78

Tyr Asp Cys Trp Pro Asp Trp Glu Glu Tyr Ser Asn Cys Asp

1 5 10

<210> 79

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 79

Ile Asn Cys Trp Pro Asp Trp Glu Asp Tyr Phe Phe Cys Asp

1 5 10

<210> 80

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 80

Asn Ile Cys Trp Pro Asp Trp Glu Asp Asp Thr Phe Cys Phe

1 5 10

<210> 81

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 81
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Asn Ile Cys Trp Pro Asp Trp Glu Pro Asn Ser Phe Cys Phe

1 5 10

<210> 82

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 82

Tyr Asp Cys Gly Pro Glu Met Asp Glu Ser Ile Asp Cys Phe

1 5 10

<210> 83

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 83

Asp Phe Cys Trp Pro Asp Trp Glu Phe Pro Phe Ile Cys His

1 5 10

<210> 84

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 84

Asp Phe Cys Gly Pro Glu Met Asp Glu Ser Ile Thr Cys Ile

1 5 10

<210> 85

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 85

Tyr Asp Cys Gly Pro Glu Phe Asp Glu Ser Thr Val Cys Ile

1 5 10

<210> 86

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 86

His Asp Cys Trp Pro Asp Trp Glu Trp Asp Ile Phe Cys Ile

1 5 10

<210> 87

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 87

His Ala Cys Trp Pro Asp Trp Glu Glu Tyr Asn Pro Cys Asn

1 5 10

<210> 88

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 88

Asp Val Cys Trp Pro Asp Trp Glu Trp Asp Phe Phe Cys Asn

1 5 10

<210> 89
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 89

Asn Tyr Cys Trp Pro Asp Trp Glu Tyr Tyr Ile Pro Cys Asn

1 5 10

<210> 90

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 90

Ile Ile Cys Trp Pro Asp Trp Glu Phe Ile Asp Tyr Cys Asn

1 5 10

<210> 91

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 91

Ser Leu Cys Trp Pro Asp Trp Glu Tyr Asp Ile Ala Cys Pro

1 5 10

<210> 92

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 92
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Asp Leu Cys Gly Pro Glu Leu Asp Glu Ser Ile Phe Cys Pro
1 5 10

<210> 93

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 93

Thr Asn Cys Trp Pro Asp Trp Glu Trp Val Leu Pro Cys Pro

1 5 10

<210> 94

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 94

Ile Glu Cys Trp Pro Asp Trp Glu Pro Asn Tyr Phe Cys Pro

1 5 10

<210> 95

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 95
Ile Phe Cys Trp Pro Asp Trp Glu Asp Tyr Val Asp Cys Pro
1 5 10
<210> 96
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 96

Ile Asp Cys Trp Pro Asp Trp Glu Tyr Asp Phe Phe Cys Pro

1 5 10

<210> 97

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 97

Leu Phe Cys Trp Pro Asp Trp Glu Asp Ser Phe Phe Cys Pro

1 5 10

<210> 98

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 98

Val Asp Cys Trp Pro Asp Trp Glu Asp Tyr Ala Asp Cys Thr

1 5 10

<210> 99

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 99
Val Ile Cys Trp Pro Asp Trp Glu Gln Tyr Phe Pro Cys Val
1 5 10

<210> 100
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 100

Ile Glu Cys Trp Pro Asp Trp Glu Pro Ile Tyr Pro Cys Tyr

1 5 10

<210> 101

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 101

Ile Thr Cys Trp Pro Asp Trp Glu Val Tyr Phe Pro Cys Tyr

1 5 10

<210> 102

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 102

Ile Asp Cys Trp Pro Asp Trp Glu Tyr Ile His Pro Cys Tyr

1 5 10

<210> 103

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 103
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S S5l

Ile Asp Cys Trp Pro Asp Trp Glu Tyr Ile Asn Pro Cys Tyr

1 5 10

<210> 104

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 104

Ala Asp Cys Trp Pro Asp Trp Glu Glu Ala Phe Pro Cys Tyr

1 5 10

<210> 105

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 105

Ile Asp Cys Trp Pro Asp Trp Glu Tyr Ile Tyr Pro Cys Tyr

1 5 10

<210> 106

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 106

Asn Ile Cys Trp Pro Asp Trp Glu Asp Asp Asn Phe Cys Phe

1 5 10

<210> 107

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 107

Tyr Asp Cys Trp Pro Asp Trp Glu Tyr Val Asp Ala Cys Tyr

1 5 10

<210> 108

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 108

Phe Tyr Cys Gly Pro Asp Gly Asp Glu Ser Tyr Val Cys Asp

1 5 10

<210> 109

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 109

Asp Ile Cys Trp Pro Asp Trp Glu Tyr Ile Asn Ile Cys Ser

1 5 10

<210> 110

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 110

Phe Val Cys Trp Pro Asp Trp Glu Asp Phe Asn Phe Cys Asp

1 5 10

<210> 111

- 141 -

10-2023-0137301



<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 111

Phe Ala Cys Trp Pro Asp Trp Glu Asp Tyr Val Ala Cys Asp

1 5 10

<210> 112

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 112

Asp Asn Cys Trp Pro Asp Trp Glu Tyr Asp Phe Phe Cys Val

1 5 10

<210> 113

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 113

Tyr Asp Cys Trp Pro Asp Trp Glu Glu Tyr Asn Asp Cys Ala

1 5 10

<210> 114

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 114
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Asp Asp Cys Gly Pro Asp Gly Asp Glu Thr Ile Ile Cys Val
1 5 10

<210> 115

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 115

Phe Pro Cys Trp Pro Asp Trp Glu Glu Tyr Ala Ile Cys Asp

1 5 10

<210> 116

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 116

Pro Asp Cys Gly Pro Asp Gly Asp Glu Ser Leu Phe Cys Thr

1 5 10

<210> 117

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 117
Asp Asn Cys Trp Pro Asp Trp Glu Tyr Asp Tyr Phe Cys Val
1 5 10
<210> 118
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 118

Ile Phe Cys Trp Pro Asp Trp Glu Glu Phe Tyr Asp Cys Tyr

1 5 10

<210> 119

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 119

Ala Asp Cys Trp Pro Asp Trp Glu Glu Tyr Phe Pro Cys Asn

1 5 10

<210> 120

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 120

His Thr Cys Trp Pro Asp Trp Glu Asp Asp Ile Phe Cys Asn

1 5 10

<210> 121

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 121
Phe Ala Cys Trp Pro Asp Trp Glu Glu Ala Phe Leu Cys Leu
1 5 10

<210> 122
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 122

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Ala Cys Asp

1 5 10

<210> 123

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 123

Asn Ser Cys Trp Pro Asp Trp Glu Tyr Asp Ile Ile Cys Asp

1 5 10

<210> 124

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 124

Phe Ala Cys Trp Pro Asp Trp Glu Glu Val Ala Pro Cys Tyr

1 5 10

<210> 125

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 125
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Leu Asp Cys Gly Pro Asp Gly Asp Glu Thr Leu Thr Cys Tyr

1 5 10

<210> 126

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 126

Val Leu Cys Trp Pro Asp Trp Glu Glu Phe Tyr Asp Cys Pro

1 5 10

<210> 127

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 127

His Ala Cys Trp Pro Val Trp Glu Glu Tyr Phe Pro Cys Asn

1 5 10

<210> 128

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 128

Asn Glu Cys Trp Pro Asn Gly Glu Pro Thr Phe Pro Cys Thr

1 5 10

<210> 129

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 129

Leu Thr Cys Gly Pro Asp Gly Asp Glu Thr Leu Tyr Cys Asp

1 5 10

<210> 130

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 130

Tyr Asp Cys Gly Pro Glu Tyr Asp Glu Ser Val Pro Cys Ile

1 5 10

<210> 131

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 131

Ile Glu Cys Trp Pro Asp Trp Glu Pro Asn Ser Phe Cys Asp

1 5 10

<210> 132

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 132

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile His Cys Tyr

1 5 10

<210> 133
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 133

Ile Tyr Cys Gly Pro Glu Phe Asp Glu Ser Thr Ile Cys Asn

1 5 10

<210> 134

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 134

Ile Tyr Cys Gly Pro Glu Val Glu Glu Ala Tyr Leu Cys Tyr

1 5 10

<210> 135

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 135

Phe Asp Cys Gly Pro Asp Gly Asp Glu Thr Val Tyr Cys Asp

1 5 10

<210> 136

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 136
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SIEdl

Ile Asp Cys Gly Pro Asp Gly Asp Glu Thr Ile Ser Cys Tyr
1 5 10

<210> 137

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 137

Asn Tyr Cys Gly Pro Glu Phe Asp Glu Ser Ser Thr Cys Leu

1 5 10

<210> 138

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 138

Tyr Asp Cys Gly Pro Asp Gly Asp Glu Ser Tyr Phe Cys Asp

1 5 10

<210> 139

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 139
Asn Phe Cys Trp Pro Asp Trp Glu Tyr Phe Asn Asp Cys Asn
1 5 10
<210> 140
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 140

Val Leu Cys Trp Pro Asp Trp Glu Ala Phe Phe Asp Cys Asp

1 5 10

<210> 141

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 141

Ile Tyr Cys Gly Pro Glu Trp Glu Trp Pro Val Ala Cys Asn

1 5 10

<210> 142

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 142

Val Phe Cys Trp Pro Asp Trp Glu Asp Asn Phe Phe Cys Asn

1 5 10

<210> 143

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 143
Val Val Cys Trp Pro Asp Trp Glu Thr Phe Phe Pro Cys Asp
1 5 10

<210> 144
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 144

Asp Asn Cys Gly Pro Asp Gly Asp Glu Thr Tyr Ile Cys Asn

1 5 10

<210> 145

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 145

Asp Asn Cys Trp Pro Asp Trp Glu Tyr Asn Phe Phe Cys Val

1 5 10

<210> 146

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 146

Phe Tyr Cys Gly Pro Glu Val Glu Glu Asp Tyr Leu Cys Ile

1 5 10

<210> 147

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 147
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Asp Asn Cys Trp Pro Asp Trp Glu Tyr Asp Ile Phe Cys Val

1 5 10

<210> 148

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 148

Ile Asp Cys Gly Pro Glu Phe Asp Glu Ser Ile Ala Cys Pro

1 5 10

<210> 149

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 149

Tyr Phe Cys Gly Pro Glu Val Glu Glu Tyr Thr Leu Cys Phe

1 5 10

<210> 150

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 150

Phe Tyr Cys Gly Pro Glu Phe Asp Glu Ser Ala Pro Cys Asn

1 5 10

<210> 151

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 151

Phe Asp Cys Gly Pro Glu Val Glu Glu Tyr Phe Tyr Cys Ala

1 5 10

<210> 152

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 152

Asp Phe Cys Trp Pro Asp Trp Glu Asp Phe Phe Phe Cys Ala

1 5 10

<210> 153

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 153

Phe Phe Cys Gly Pro Asp Gly Asp Glu Thr Leu Ser Cys Asn

1 5 10

<210> 154

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 154

Phe Ile Cys Gly Pro Glu Phe Asp Glu Ser Val Ala Cys Leu

1 5 10

<210> 155
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 155

Tyr Asp Cys Gly Pro Glu Phe Asp Glu Ala Ile Gly Cys Tyr

1 5 10

<210> 156

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 156

Tyr Ile Cys Trp Pro Asp Trp Glu Glu Tyr Leu Tyr Cys Pro

1 5 10

<210> 157

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 157

Phe Asp Cys Trp Pro Asp Trp Glu Glu Pro Thr Thr Cys His

1 5 10

<210> 158

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 158
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Tyr Asp Cys Trp Pro Asp Trp Glu Asp Phe Pro Ile Cys Asp
1 5 10

<210> 159

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 159

Val Val Cys Trp Pro Asp Trp Glu Tyr Ile Asp Asp Cys Ser

1 5 10

<210> 160

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 160

Ile Asn Cys Trp Pro Asp Trp Glu Val Ile Ser Phe Cys Asp

1 5 10

<210> 161

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 161
Leu Ser Cys Trp Pro Asp Trp Glu Glu Val Thr Pro Cys Leu
1 5 10
<210> 162
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 162

Phe Ala Cys Trp Pro Asp Trp Glu Glu Val Asp Ile Cys Tyr

1 5 10

<210> 163

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 163

Tyr Asp Cys Gly Pro Glu Met Asp Glu Ser Ile Val Cys Asp

1 5 10

<210> 164

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 164

Tyr Asp Cys Trp Pro Asp Trp Glu Val Phe Ile Val Cys Asp

1 5 10

<210> 165

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 165
Asp Asn Cys Trp Pro Asp Trp Glu His Asn Phe Phe Cys Val
1 5 10

<210> 166
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 166

Tyr Asp Cys Gly Pro Asp Gly Asp Glu Ser Ile Tyr Cys Pro

1 5 10

<210> 167

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 167

Tyr Asp Cys Gly Pro Glu Phe Glu Phe Pro Tyr Tyr Cys Phe

1 5 10

<210> 168

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 168

Ala Asp Cys Gly Pro Glu Tyr Asp Glu Ser Val Pro Cys Val

1 5 10

<210> 169

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 169
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Phe Leu Cys Gly Pro Glu Val Glu Glu Val His Tyr Cys Ser

1 5 10

<210> 170

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 170

Thr Asp Cys Trp Pro Asp Trp Glu Tyr Ile Thr Ser Cys Ser

1 5 10

<210> 171

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 171

Ala Phe Cys Gly Pro Glu Leu Asp Glu Ser Ile Thr Cys Asp

1 5 10

<210> 172

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 172

Asn Asp Cys Trp Pro Asp Trp Glu Glu Tyr Phe Ser Cys Tyr

1 5 10

<210> 173

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 173

Phe Asp Cys Gly Pro Glu Trp Glu Ile Val Thr Asp Cys Tyr

1 5 10

<210> 174

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 174

Asn Leu Cys Gly Pro Glu Met Asp Glu Ser Ile Ile Cys Pro

1 5 10

<210> 175

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 175

Asp Leu Cys Gly Pro Glu Met Asp Glu Ser Ile Tyr Cys Asp

1 5 10

<210> 176

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 176

Phe Asp Cys Gly Pro Asp Gly Val Glu Asp Tyr Ile Cys Asp

1 5 10

<210> 177

- 159 -

10-2023-0137301



<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 177

Tyr Ala Cys Trp Pro Asp Trp Glu Glu Asp Phe Ala Cys Tyr

1 5 10

<210> 178

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 178

His Asp Cys Gly Pro Glu Met Asp Glu Ser Ile Val Cys Val

1 5 10

<210> 179

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 179

Val Phe Cys Gly Pro Glu Phe Glu Phe Ile Phe Leu Cys Ala

1 5 10

<210> 180

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 180
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Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Leu Cys Asp
1 5 10

<210> 181

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 181

Ser Val Cys Trp Pro Asp Trp Glu Glu Phe Tyr Ser Cys Asp

1 5 10

<210> 182

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 182

Pro Tyr Cys Gly Pro Asp Gly Asp Glu Thr Ala Ile Cys Thr

1 5 10

<210> 183

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 183
Asp Asp Cys Gly Pro Glu Leu Glu Trp Tyr Tyr Pro Cys Tyr
1 5 10
<210> 184
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 184

Phe Ile Cys Gly Pro Glu Phe Asp Glu Ser Leu Pro Cys Asn

1 5 10

<210> 185

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 185

Ile Asp Cys Gly Pro Glu Phe Asp Glu Ser Leu Pro Cys Asp

1 5 10

<210> 186

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 186

Phe Leu Cys Gly Pro Glu Phe Glu Glu Asp Ala Pro Cys Tyr

1 5 10

<210> 187

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 187
Ile Phe Cys Gly Pro Asp Gly Asp Glu Thr His Ile Cys His
1 5 10

<210> 188
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 188

Val Phe Cys Trp Pro Asp Trp Glu Tyr Ile Asp Phe Cys Asn

1 5 10

<210> 189

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 189

Ile Phe Cys Gly Pro Glu Tyr Asp Glu Ser Leu His Cys Ile

1 5 10

<210> 190

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 190

His Leu Cys Trp Pro Asp Trp Glu Trp Tyr Val Asp Cys Pro

1 5 10

<210> 191

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 191

- 163 -

10-2023-0137301



Phe Ile Cys Gly Pro Glu Met Asp Glu Ser Ile Ala Cys Asn

1 5 10

<210> 192

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 192

Ile Phe Cys Gly Pro Glu Val Glu Met Ile Phe Leu Cys Asn

1 5 10

<210> 193

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 193

Tyr Asp Cys Gly Pro Glu Trp Glu Phe Pro Val Asp Cys Ile

1 5 10

<210> 194

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 194

Asn Leu Cys Gly Pro Glu Leu Asp Glu Ser Ile Thr Cys Phe

1 5 10

<210> 195

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 195

Phe Tyr Cys Gly Pro Glu Val Glu Asp Phe Tyr Phe Cys Tyr

1 5 10

<210> 196

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 196

Asp Tyr Cys Gly Pro Glu Phe Asp Glu Ser Leu Ile Cys Asn

1 5 10

<210> 197

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 197

Asp Tyr Cys Gly Pro Glu Phe Asp Glu Ser Leu Pro Cys Asp

1 5 10

<210> 198

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 198

Ala Ile Cys Gly Pro Glu Leu Asp Glu Ser Ile Ala Cys Pro

1 5 10

<210> 199
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 199

Val Ile Cys Gly Pro Glu Val Glu Asp Tyr Asn Leu Cys Tyr

1 5 10

<210> 200

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 200

His Thr Cys Trp Pro Asp Trp Glu Asp Tyr Thr Val Cys Pro

1 5 10

<210> 201

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 201

Ser Asp Cys Trp Pro Asp Trp Glu Tyr Phe Tyr Asp Cys Asn

1 5 10

<210> 202

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 202
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Val Phe Cys Gly Pro Asp Gly Asp Glu Thr Val His Cys Asp
1 5 10

<210> 203

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 203

Asp Tyr Cys Gly Pro Glu Tyr Asp Glu Ser Val His Cys Ile

1 5 10

<210> 204

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 204

Ala Asp Cys Gly Pro Asp Gly Asp Glu Ser Ile Ile Cys His

1 5 10

<210> 205

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 205
Phe Tyr Cys Gly Pro Glu Leu Asp Glu Ser Leu Thr Cys Val
1 5 10
<210> 206
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 206

Ile Leu Cys Gly Pro Glu Val Glu Glu Asp Tyr Tyr Cys Tyr

1 5 10

<210> 207

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 207

His Leu Cys Trp Pro Asp Trp Glu Glu Tyr His Ser Cys Asp

1 5 10

<210> 208

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 208

Ile Phe Cys Trp Pro Asp Trp Glu Asp Tyr Asn Phe Cys Thr

1 5 10

<210> 209

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 209
Ile Val Cys Gly Pro Asp Gly Asp Glu Thr Leu Ile Cys His
1 5 10

<210> 210
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 210

Ala Asp Cys Trp Pro Asp Trp Glu Trp Asp Tyr Thr Cys Asp

1 5 10

<210> 211

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 211

Ile Thr Cys Gly Pro Glu Phe Asp Glu Ser Thr Thr Cys Asn

1 5 10

<210> 212

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 212

Tyr His Cys Trp Pro Asp Trp Glu Glu Tyr Thr Ser Cys Asp

1 5 10

<210> 213

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 213
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Asn Tyr Cys Gly Pro Glu Val Glu Glu Tyr Ala Leu Cys Thr

1 5 10

<210> 214

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 214

Phe Ile Cys Gly Pro Glu Met Asp Glu Ser Ile His Cys Asp

1 5 10

<210> 215

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 215

Asp Asn Cys Trp Pro Asp Trp Glu Glu Phe Ala Val Cys Pro

1 5 10

<210> 216

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 216

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Thr Val Val Cys Asp

1 5 10

<210> 217

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 217

Tyr Asp Cys Gly Pro Glu Phe Asp Glu Ser Ile Ala Cys Tyr

1 5 10

<210> 218

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 218

Ile Asp Cys Trp Pro Asp Trp Glu Tyr Thr Val His Cys Asp

1 5 10

<210> 219

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 219

Asp Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Ile Cys Ile

1 5 10

<210> 220

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 220

Val Tyr Cys Gly Pro Glu Tyr Asp Glu Ser Ser Phe Cys Phe

1 5 10

<210> 221
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 221

Phe Asn Cys Trp Pro Asp Trp Glu Asp Pro Tyr Phe Cys Val

1 5 10

<210> 222

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 222

Tyr Asp Cys Gly Pro Glu Tyr Asp Glu Ser Ser Tyr Cys Ser

1 5 10

<210> 223

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 223

Val Ala Cys Trp Pro Asp Trp Glu Tyr Thr Asp Ser Cys Phe

1 5 10

<210> 224

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 224
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Thr Asp Cys Gly Pro Glu Phe Asp Glu Ser Val Ala Cys Tyr
1 5 10

<210> 225

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 225

Thr Asp Cys Trp Pro Asp Trp Glu Phe Tyr Ala Asp Cys Asp

1 5 10

<210> 226

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 226

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Val Ile Cys His

1 5 10

<210> 227

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 227
Ser Asp Cys Gly Pro Asp Gly Asp Glu Ser Ile Ile Cys Thr
1 5 10
<210> 228
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 228

Tyr Tyr Cys Gly Pro Glu Phe Asp Glu Ser Ile Asp Cys Asp

1 5 10

<210> 229

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 229

Phe Phe Cys Gly Pro Glu Ile Asp Glu Ser Ile Ala Cys Val

1 5 10

<210> 230

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 230

Asp Tyr Cys Gly Pro Glu Phe Asp Glu Ser Thr Phe Cys Asp

1 5 10

<210> 231

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 231
Tyr Asp Cys Gly Pro Glu Trp Glu Trp Pro Ile Asp Cys Val
1 5 10

<210> 232

~174 -

10-2023-0137301



<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 232

Phe Tyr Cys Gly Pro Glu Ile Glu Leu Phe Ser Phe Cys Tyr

1 5 10

<210> 233

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 233

Tyr Tyr Cys Gly Pro Glu Val Asp Glu Ser Ile Thr Cys Pro

1 5 10

<210> 234

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 234

Ile Leu Cys Gly Pro Glu Phe Asp Glu Ser Ile Asn Cys Asn

1 5 10

<210> 235

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 235
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Val Val Cys Gly Pro Ala Met Gly Gln His Tyr Leu Cys Asp

1 5 10

<210> 236

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 236

Val Val Cys Gly Thr Lys Met Gly Glu His Tyr Leu Cys Ser

1 5 10

<210> 237

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 237

Tyr Asp Cys Trp Pro Asp Trp Glu Tyr Val Tyr Ala Cys Tyr

1 5 10

<210> 238

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 238

Asp Leu Cys Gly Pro Glu Leu Asp Glu Ser Val Asn Cys Asp

1 5 10

<210> 239

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 239

Tyr Tyr Cys Gly Pro Glu Phe Asp Glu Ser Thr Val Cys Tyr

1 5 10

<210> 240

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 240

Leu Asp Cys Trp Pro Asp Trp Glu Trp Pro Tyr Ser Cys Asn

1 5 10

<210> 241

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 241

Phe Ile Cys Trp Pro Asp Trp Glu Asp Asp Phe Phe Cys Tyr

1 5 10

<210> 242

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 242

Asp Leu Cys Gly Pro Glu Val Glu Trp Tyr Phe Phe Cys Asn

1 5 10

<210> 243
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 243

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Val Cys Phe

1 5 10

<210> 244

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 244

Leu Asn Cys Trp Pro Val Trp Glu Asp Asp Val Phe Cys Tyr

1 5 10

<210> 245

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 245

Phe Asn Cys Trp Pro Asp Trp Glu Asp Pro Asn Phe Cys Val

1 5 10

<210> 246

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 246
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Val Ile Cys Trp Pro Asp Trp Glu Asp Asp Tyr Phe Cys Pro
1 5 10

<210> 247

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 247

Phe Leu Cys Gly Pro Glu Phe Asp Glu Ser Ser Val Cys Tyr

1 5 10

<210> 248

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 248

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Phe Cys Tyr

1 5 10

<210> 249

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 249
His Leu Cys Gly Pro Asp Gly Asp Glu Ser Phe Thr Cys Phe
1 5 10
<210> 250
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 250

Tyr Phe Cys Gly Pro Glu Met Asp Glu Ser Leu Tyr Cys Ile

1 5 10

<210> 251

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 251

Tyr Tyr Cys Gly Pro Glu Val Glu Glu Tyr Ala Asn Cys Tyr

1 5 10

<210> 252

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 252

Asn Thr Cys Gly Pro Glu Phe Asp Glu Ser Thr Ala Cys Tyr

1 5 10

<210> 253

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 253
Ile Asp Cys Trp Pro Asp Trp Glu Glu Ala Phe Asn Cys Tyr
1 5 10

<210> 254
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 254

Ala Tyr Cys Gly Pro Glu Leu Glu Glu Phe Phe Leu Cys Thr

1 5 10

<210> 255

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 255

Ile Tyr Cys Gly Pro Glu Val Glu Glu Val His His Cys Tyr

1 5 10

<210> 256

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 256

Phe Phe Cys Gly Pro Glu Phe Asp Glu Ser Val Ala Cys Asp

1 5 10

<210> 257

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 257

- 181 -

10-2023-0137301



Tyr Asp Cys Gly Pro Glu Leu Asp Glu Thr Ile Ile Cys Ala

1 5 10

<210> 258

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 258

Ile Leu Cys Gly Pro Glu Trp Glu Tyr Pro Leu Asp Cys Ser

1 5 10

<210> 259

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 259

Phe Ile Cys Gly Pro Glu Phe Asp Glu Ser Thr Thr Cys Asn

1 5 10

<210> 260

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 260

Phe Tyr Cys Gly Pro Glu Leu Asp Glu Ser Val Ser Cys Asp

1 5 10

<210> 261

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 261

His Leu Cys Gly Pro Glu Leu Asp Glu Ser Val Thr Cys Phe

1 5 10

<210> 262

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 262

Leu Ile Cys Gly Pro Glu Val Glu Asp Tyr Ser Leu Cys His

1 5 10

<210> 263

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 263

Tyr Phe Cys Gly Pro Glu Met Asp Glu Ser Val Tyr Cys Asp

1 5 10

<210> 264

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 264

His Tyr Cys Gly Pro Glu Met Asp Glu Ser Ile Tyr Cys Ile

1 5 10

<210> 265
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 265

Phe Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Asn Cys Asp

1 5 10

<210> 266

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 266

Tyr Tyr Cys Gly Pro Glu Val Glu Glu Tyr Ile Tyr Cys Thr

1 5 10

<210> 267

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 267

Leu Ala Cys Trp Pro Val Arg Glu Glu Ile Asn Ala Cys Ile

1 5 10

<210> 268

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 268
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SIEdl

Ile Asp Cys Trp Pro Asp Trp Glu Asp Ile Thr Phe Cys Asp
1 5 10

<210> 269

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 269

Ile Val Cys Gly Pro Glu Leu Asp Glu Ser Ile Thr Cys Pro

1 5 10

<210> 270

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 270

Phe Tyr Cys Gly Pro Glu Phe Glu Leu Pro Ala Asp Cys Asp

1 5 10

<210> 271

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 271
Phe Asp Cys Gly Pro Glu Phe Asp Glu Ser Asn Pro Cys Phe
1 5 10
<210> 272
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 272

Asp Ala Cys Trp Pro Asp Trp Glu Glu Tyr Ser Ser Cys Asp

1 5 10

<210> 273

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 273

Asp His Cys Trp Pro Asp Trp Glu Pro Asn Tyr Phe Cys Val

1 5 10

<210> 274

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 274

Asp Tyr Cys Trp Pro Asp Trp Glu Ile Asn Tyr Ile Cys Phe

1 5 10

<210> 275

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 275
Ile Tyr Cys Trp Pro Asp Trp Glu Tyr Val Tyr Ala Cys Asn
1 5 10

<210> 276
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 276

Asp Phe Cys Gly Pro Glu Val Glu Glu Asp Tyr Leu Cys Asp

1 5 10

<210> 277

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 277

His Asp Cys Gly Pro Asp Gly Arg Glu Asp Tyr Asp Cys Ala

1 5 10

<210> 278

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 278

Leu Ala Cys Trp Pro Asp Trp Glu Asp Asp Tyr Phe Cys Val

1 5 10

<210> 279

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 279
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Asp Ile Cys Trp Pro Asp Trp Glu Asp Tyr Leu Pro Cys Val

1 5 10

<210> 280

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 280

Ile Leu Cys Gly Pro Glu Ile Glu Val Tyr Ala Leu Cys Pro

1 5 10

<210> 281

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 281

Ile Phe Cys Gly Pro Glu Trp Glu Phe Ser Val Leu Cys Asn

1 5 10

<210> 282

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 282

Thr Tyr Cys Gly Pro Glu Val Glu Asp Phe Ser Leu Cys Val

1 5 10

<210> 283

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 283

Phe Ile Cys Gly Pro Glu Trp Glu Phe Val Asp Ala Cys Phe

1 5 10

<210> 284

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 284

Phe Ala Cys Trp Pro Asp Trp Glu Glu Asp Ser Pro Cys Asp

1 5 10

<210> 285

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 285

Ile Leu Cys Gly Pro Glu Val Glu Glu Leu Ile Phe Cys Pro

1 5 10

<210> 286

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 286

Phe Tyr Cys Gly Pro Glu Val Glu Glu Tyr Ile Tyr Cys Tyr

1 5 10

<210> 287
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 287

Asp Ser Cys Gly Pro Glu Leu Asp Glu Ser Ile Ile Cys Asp

1 5 10

<210> 288

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 288

Phe Leu Cys Gly Pro Asp Gly Asp Glu Thr Ser Val Cys Asp

1 5 10

<210> 289

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 289

Phe Asn Cys Trp Pro Asn Gly Glu Pro Thr Tyr Phe Cys Val

1 5 10

<210> 290

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 290
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Leu Ala Cys Trp Pro Val Trp Glu Tyr Pro Val Thr Cys Ile
1 5 10

<210> 291

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 291

Asp Tyr Cys Gly Pro Glu Val Glu Glu Asp Val Tyr Cys Tyr

1 5 10

<210> 292

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 292

Ile Thr Cys Trp Pro Asp Trp Glu Glu Tyr Ala Asn Cys Thr

1 5 10

<210> 293

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 293
Phe Phe Cys Gly Pro Asp Gly Asp Glu Thr Tyr Ser Cys Ile
1 5 10
<210> 294
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 294

Thr Asp Cys Trp Pro Asp Trp Glu Tyr Ala Thr Ser Cys Asp

1 5 10

<210> 295

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 295

Phe Asn Cys Gly Pro Asp Gly Tyr Glu Asp Tyr Leu Cys Asp

1 5 10

<210> 296

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 296

Tyr Asp Cys Trp Pro Asp Trp Glu Val Asp Phe His Cys Pro

1 5 10

<210> 297

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 297
Asn Ile Cys Trp Pro Asp Trp Glu Asp Asp Ser Phe Cys Phe
1 5 10

<210> 298
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 298

Ala Thr Cys Gly Pro Glu Phe Asp Glu Ser Ile Gly Cys Ser

1 5 10

<210> 299

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 299

Ser Tyr Cys Gly Pro Glu Phe Asp Glu Ser Thr Phe Cys Asp

1 5 10

<210> 300

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 300

Pro Ile Cys Gly Pro Glu Tyr Asp Glu Ser Asp Val Cys Ala

1 5 10

<210> 301

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 301
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Tyr Tyr Cys Gly Pro Asp Gly Asp Glu Tyr Asn Ser Cys Ile

1 5 10

<210> 302

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 302

Val Asp Cys Trp Pro Asp Trp Glu Val Phe Ile Ala Cys Asp

1 5 10

<210> 303

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 303

Asp Leu Cys Gly Pro Glu Val Glu Glu Val Asn Leu Cys Leu

1 5 10

<210> 304

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 304

Phe Asp Cys Gly Pro Glu Met Asp Glu Ser Thr Thr Cys Phe

1 5 10

<210> 305

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 305

Asn Phe Cys Trp Pro Asp Trp Glu Pro Ile Tyr Phe Cys Thr

1 5 10

<210> 306

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 306

Val Asp Cys Gly Pro Asp Gly Asp Glu Ser Phe Phe Cys Leu

1 5 10

<210> 307

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 307

Val Asp Cys Gly Pro Asp Gly Asp Glu Thr Ala Phe Cys Ile

1 5 10

<210> 308

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 308

Asn Ile Cys Gly Pro Glu Met Asp Glu Ser Leu Val Cys Ile

1 5 10

<210> 309
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 309

Ile Ile Cys Gly Pro Glu Phe Asp Glu Ser Phe Phe Cys Phe

1 5 10

<210> 310

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 310

Asn Phe Cys Gly Pro Glu Tyr Asp Glu Ser Ile Ser Cys Ile

1 5 10

<210> 311

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 311

His Leu Cys Gly Pro Glu Ile Glu Glu Ala Asp Ile Cys Asn

1 5 10

<210> 312

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 312
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Asp Tyr Cys Gly Pro Glu Val Glu Glu Asp Tyr Leu Cys Asp
1 5 10

<210> 313

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 313

Asp Tyr Cys Gly Pro Glu Leu Asp Glu Ser Ile Asn Cys Asp

1 5 10

<210> 314

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 314

Phe Tyr Cys Gly Pro Glu Leu Asp Glu Ser Leu Phe Cys Val

1 5 10

<210> 315

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 315
Pro Asp Cys Gly Pro Glu Trp Glu Phe Tyr Val Thr Cys Asn
1 5 10
<210> 316
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 316

Phe Asp Cys Gly Pro Glu Phe Glu Tyr Ile Tyr Ala Cys Thr

1 5 10

<210> 317

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 317

Asp Tyr Cys Gly Pro Glu Phe Asp Glu Ser Ser Ile Cys Asn

1 5 10

<210> 318

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 318

Asp Phe Cys Gly Pro Glu Val Glu Glu Tyr Ile Phe Cys Phe

1 5 10

<210> 319

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 319
Pro Val Cys Trp Pro Asp Trp Glu Tyr Val Ser Ser Cys Asp
1 5 10

<210> 320
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 320

Tyr Ile Cys Gly Pro Glu Arg Asp Glu Ser Asn Leu Cys Leu

1 5 10

<210> 321

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 321

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Val Cys Asp

1 5 10

<210> 322

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 322

His Asp Cys Trp Pro Asp Trp Glu Asp Phe Tyr Phe Cys Val

1 5 10

<210> 323

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 323
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His Tyr Cys Gly Pro Glu Tyr Asp Glu Ser Ile Asp Cys Tyr

1 5 10

<210> 324

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 324

Leu Phe Cys Gly Pro Glu Met Pro Glu Asp Ile Phe Cys Asn

1 5 10

<210> 325

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 325

His Asp Cys Gly Pro Glu Leu Glu Phe His Tyr Ala Cys Tyr

1 5 10

<210> 326

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 326

Asp Phe Cys Gly Pro Glu Leu Asp Glu Ser Ile Asn Cys Phe

1 5 10

<210> 327

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 327

Tyr Phe Cys Gly Pro Glu Leu Asp Glu Ser Ile Ala Cys Asn

1 5 10

<210> 328

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 328

Thr Asp Cys Trp Pro Asp Trp Glu Asp Asp Ile Ile Cys Asp

1 5 10

<210> 329

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 329

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Tyr Cys Phe

1 5 10

<210> 330

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 330

Tyr Tyr Cys Trp Pro Asp Trp Trp Glu Tyr Val Thr Cys Asp

1 5 10

<210> 331
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 331

Pro Ile Cys Gly Pro Glu Leu Glu Glu Ser Tyr Leu Cys Asn

1 5 10

<210> 332

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 332

Phe Asp Cys Gly Pro Glu Phe Asp Glu Ser Ile Val Cys Tyr

1 5 10

<210> 333

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 333

Val Leu Cys Gly Pro Asp Gly Ile Glu Phe Phe Asp Cys Pro

1 5 10

<210> 334

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 334
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Ala Tyr Cys Gly Pro Glu Tyr Asp Glu Ser Leu Thr Cys Val
1 5 10

<210> 335

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 335

Asp Phe Cys Gly Pro Glu Leu Asp Glu Ser Ile Ile Cys Ala

1 5 10

<210> 336

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 336

Tyr Asp Cys Gly Pro Glu Phe Asp Glu Ser Leu Asp Cys Asn

1 5 10

<210> 337

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 337
Ala Ile Cys Gly Pro Glu Phe Asp Glu Ser Val Ala Cys Asp
1 5 10
<210> 338
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 338

Leu Leu Cys Gly Pro Asp Gly Val Glu Asp Phe Phe Cys Asp

1 5 10

<210> 339

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 339

Asn Phe Cys Gly Pro Glu Leu Pro Glu Asp Ile Phe Cys Phe

1 5 10

<210> 340

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 340

Phe Tyr Cys Gly Pro Glu Val Glu Glu Val Ser Leu Cys Asn

1 5 10

<210> 341

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 341
Tyr Asp Cys Gly Pro Asp Gly Tyr Glu Ala Phe Tyr Cys His
1 5 10

<210> 342
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 342

Asn Phe Cys Gly Pro Glu Ile Glu Phe Asp Tyr Leu Cys Asp

1 5 10

<210> 343

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 343

Asp Tyr Cys Gly Pro Asp Gly Val Glu Asp Phe Ile Cys Asn

1 5 10

<210> 344

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 344

Thr Asp Cys Trp Pro Asp Trp Glu Tyr Ile Tyr Ser Cys Ser

1 5 10

<210> 345

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 345
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Phe Tyr Cys Gly Pro Glu Phe Glu Glu Ile Thr Asn Cys Ile

1 5 10

<210> 346

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 346

Phe Asp Cys Trp Pro Asp Trp Glu Glu Ser Phe Phe Cys His

1 5 10

<210> 347

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 347

Asp Phe Cys Gly Pro Asp Gly Asp Glu Ser Val Phe Cys Pro

1 5 10

<210> 348

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 348

His Asn Cys Gly Pro Glu Leu Asp Glu Ser Leu Val Cys Asp

1 5 10

<210> 349

<211> 14

<212> PRT

<213> Artificial Sequence

- 206 -

10-2023-0137301



<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 349

Ile Tyr Cys Gly Pro Asp Gly Ala Glu Asp Tyr Thr Cys Asp

1 5 10

<210> 350

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 350

Phe Asp Cys Gly Pro Glu Phe Glu Phe Pro Val Ile Cys Phe

1 5 10

<210> 351

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 351

Tyr Asn Cys Gly Pro Glu Leu Asp Glu Ser Val Thr Cys Asp

1 5 10

<210> 352

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 352

Phe Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile His Cys Ala

1 5 10

<210> 353
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 353

Asp Ile Cys Gly Pro Glu Val Glu Glu Tyr Phe Leu Cys Phe

1 5 10

<210> 354

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 354

Phe Asp Cys Gly Pro Glu Val Asp Glu Ser Leu Thr Cys Phe

1 5 10

<210> 355

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 355

Phe Asp Cys Gly Pro Glu Ile Glu Glu Phe His Leu Cys Phe

1 5 10

<210> 356

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 356
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Ala Tyr Cys Gly Pro Glu Leu Asp Glu Ser Ile Ile Cys Asp
1 5 10

<210> 357

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 357

Tyr Asn Cys Gly Pro Glu Leu Asp Glu Ser Ile Thr Cys Asn

1 5 10

<210> 358

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 358

Phe Asp Cys Trp Pro Asp Trp Glu Glu Pro Val Asp Cys Leu

1 5 10

<210> 359

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 359
Asp Val Cys Gly Pro Glu Leu Asp Glu Ser Val Leu Cys Pro
1 5 10
<210> 360
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 360

Asn Tyr Cys Gly Pro Glu Leu Asp Glu Ser Leu Pro Cys Pro

1 5 10

<210> 361

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 361

Tyr Tyr Cys Trp Pro Asp Trp Glu Tyr Asp Ile Phe Cys Ser

1 5 10

<210> 362

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 362

Asp Asp Cys Gly Pro Glu Phe Asp Glu Ser Thr Tyr Cys Asn

1 5 10

<210> 363

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 363
Phe Tyr Cys Gly Pro Glu Phe Glu Glu Val Phe His Cys Tyr
1 5 10

<210> 364
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 364

Thr Asp Cys Trp Pro Asp Trp Glu Glu Tyr Phe Leu Cys Asp

1 5 10

<210> 365

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 365

Val Tyr Cys Gly Pro Glu Trp Glu Glu Ser Tyr Leu Cys Pro

1 5 10

<210> 366

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 366

Asp Asp Cys Gly Pro Asn Gly Tyr Ala Thr Phe Ile Cys Tyr

1 5 10

<210> 367

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 367
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Phe Leu Cys Gly Pro Glu Ile Glu Asp Asp Thr His Cys Tyr

1 5 10

<210> 368

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 368

Phe Ala Cys Trp Pro Asp Trp Glu Glu Thr Ile Pro Cys His

1 5 10

<210> 369

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 369

Val Leu Cys Gly Pro Glu Phe Asp Glu Ser Tyr Asn Cys Tyr

1 5 10

<210> 370

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 370

Tyr Asp Cys Gly Pro Glu Phe Asp Glu Ser Ile Ser Cys Ile

1 5 10

<210> 371

<211> 14

<212> PRT

<213> Artificial Sequence

-212 -

10-2023-0137301



<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 371

Tyr Asp Cys Gly Pro Glu Phe Asp Glu Ser Val Asn Cys Tyr

1 5 10

<210> 372

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 372

Ala Ile Cys Trp Pro Asp Trp Glu Glu Phe Val Asp Cys Tyr

1 5 10

<210> 373

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 373

Leu Thr Cys Trp Pro Val Arg Glu Glu Ile Phe Ala Cys Asp

1 5 10

<210> 374

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 374

Val Leu Cys Gly Pro Glu Phe Asp Glu Ser Tyr Tyr Cys Asn

1 5 10

<210> 375
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 375

Asn Val Cys Gly Pro Glu Tyr Asp Glu Ser Ala Pro Cys Asn

1 5 10

<210> 376

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 376

His Asp Cys Gly Pro Glu Phe Asp Glu Ser Ile Ser Cys Val

1 5 10

<210> 377

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 377

Phe Asp Cys Gly Pro Glu Leu Asp Glu Thr Val Asp Cys Asn

1 5 10

<210> 378

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 378
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Tyr Phe Cys Gly Pro Glu Val Glu Glu His Phe Tyr Cys Tyr
1 5 10

<210> 379

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 379

Asp Tyr Cys Gly Pro Glu Leu Asp Glu Ser Ile Ile Cys His

1 5 10

<210> 380

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 380

Asp Asp Cys Gly Pro Glu Val Pro Glu Asp Ile Thr Cys Tyr

1 5 10

<210> 381

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 381
Asp Asn Cys Gly Pro Glu Leu Asp Glu Ser Val Val Cys Asp
1 5 10
<210> 382
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 382

Val His Cys Trp Pro Asp Trp Glu Pro Asn Tyr Val Cys Asp

1 5 10

<210> 383

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 383

Asp Tyr Cys Gly Pro Glu Leu Asp Glu Ser Leu Phe Cys Leu

1 5 10

<210> 384

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 384

Asp Asp Cys Gly Pro Glu Leu Asp Glu Ser Val Val Cys Ala

1 5 10

<210> 385

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 385
Ala Ala Cys Gly Pro Glu Leu Asp Glu Ser Ile Val Cys Asp
1 5 10

<210> 386
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 386

Asp Phe Cys Gly Pro Glu Phe Glu Glu Ile Asn Asn Cys Phe

1 5 10

<210> 387

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 387

Tyr Tyr Cys Gly Pro Glu Phe Asp Glu Ser Asn Ala Cys Tyr

1 5 10

<210> 388

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 388

Val Leu Cys Gly Pro Glu Phe Asp Glu Ser Asn Ser Cys Tyr

1 5 10

<210> 389

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 389
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Tyr Asp Cys Gly Pro Glu Phe Asp Glu Ser Ile Asp Cys Asp

1 5 10

<210> 390

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 390

Asp Ser Cys Gly Pro Glu Phe Glu Phe Tyr Tyr Val Cys Phe

1 5 10

<210> 391

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 391

Tyr Ile Cys Gly Pro Glu Leu Asp Glu Ser Leu Ile Cys His

1 5 10

<210> 392

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 392

Phe Asp Cys Gly Pro Glu Val Glu Glu Asp Tyr Phe Cys Tyr

1 5 10

<210> 393

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 393

Phe Asp Cys Gly Pro Glu Tyr Asp Glu Ser Leu Tyr Cys Phe

1 5 10

<210> 394

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 394

Val Leu Cys Gly Pro Asp Gly Asp Glu Tyr Ser Phe Cys His

1 5 10

<210> 395

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 395

Ile Pro Cys Gly Pro Glu Met Asp Glu Ser Val Val Cys Asn

1 5 10

<210> 396

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 396

Ile Ile Cys Gly Pro Asp Gly Tyr Glu Asp Phe Thr Cys Asp

1 5 10

<210> 397
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 397

Ile Phe Cys Gly Pro Glu Leu Asp Glu Ser Ile Ile Cys Tyr

1 5 10

<210> 398

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 398

Val Asp Cys Gly Pro Glu Phe Asp Glu Ser Tyr Asp Cys Tyr

1 5 10

<210> 399

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 399

Leu Ser Cys Gly Pro Glu Met Asp Glu Ser Leu Tyr Cys Asp

1 5 10

<210> 400

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 400
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Tyr Asp Cys Trp Pro Asp Trp Glu Tyr Asn Ile Asp Cys Thr
1 5 10

<210> 401

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 401

Asn His Cys Gly Pro Asp Gly Asp Glu Thr Ile Val Cys Phe

1 5 10

<210> 402

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 402

Asn Phe Cys Gly Pro Glu Leu Asp Glu Ser Ile Pro Cys His

1 5 10

<210> 403

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 403
Phe His Cys Gly Pro Glu Ile Glu Glu Tyr Ala Leu Cys Asp
1 5 10
<210> 404
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 404

Val Tyr Cys Gly Pro Glu Val Glu Asp Tyr Asn Leu Cys Tyr

1 5 10

<210> 405

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 405

Val Tyr Cys Gly Pro Asp Gly Asp Glu Leu Ala Asn Cys Tyr

1 5 10

<210> 406

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 406

Leu Ile Cys Gly Pro Val Ile Ala Glu Asp Leu Pro Cys Asn

1 5 10

<210> 407

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 407
Asp Ile Cys Gly Pro Glu Ile Pro Glu Asp Val Ser Cys Asp
1 5 10

<210> 408
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 408

Ile Tyr Cys Gly Pro Glu Trp Glu Glu Ala Asp Tyr Cys Asp

1 5 10

<210> 409

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 409

Ile Asp Cys Trp Pro Asp Trp Glu Asp Asp Ser Ile Cys Tyr

1 5 10

<210> 410

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 410

Val Leu Cys Gly Pro Glu Val Glu Asp Phe Thr Leu Cys Asp

1 5 10

<210> 411

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 411
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Leu Tyr Cys Gly Pro Val Ile Glu Glu Ile Tyr Tyr Cys Tyr

1 5 10

<210> 412

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 412

Phe Phe Cys Gly Pro Glu Phe Glu Val His Ser Asp Cys Asn

1 5 10

<210> 413

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 413

Asn Asp Cys Gly Pro Glu Val Glu Leu Val Ser Asp Cys Asn

1 5 10

<210> 414

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 414

Asp Leu Cys Gly Pro Glu Leu Asp Glu Ser Thr Val Cys Asp

1 5 10

<210> 415

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 415

Ile Pro Cys Gly Pro Glu Val Glu Asp Tyr Asn Leu Cys Asn

1 5 10

<210> 416

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 416

Tyr Tyr Cys Gly Pro Glu Leu Glu Trp Pro Val Val Cys Asn

1 5 10

<210> 417

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 417

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Val Ile Cys Asn

1 5 10

<210> 418

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 418

Val Tyr Cys Gly Pro Asp Gly Asp Glu Ser Phe Asp Cys Ala

1 5 10

<210> 419
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 419

Asn Asp Cys Gly Pro Glu Trp Glu Asp Thr Tyr Phe Cys Leu

1 5 10

<210> 420

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 420

Pro Tyr Cys Gly Pro Glu Met Glu Glu Leu Ser Asn Cys Ser

1 5 10

<210> 421

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 421

Asp Asp Cys Gly Pro Glu Phe Glu Val Ile Ser Asp Cys Tyr

1 5 10

<210> 422

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 422
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Asp Leu Cys Gly Pro Glu Phe Pro Glu Asp Val Pro Cys Asp
1 5 10

<210> 423

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 423

Ile Tyr Cys Gly Pro Glu Phe Asp Glu Ser Phe Val Cys Tyr

1 5 10

<210> 424

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 424

Ala Tyr Cys Gly Pro Glu Tyr Glu Val Phe Ala Asp Cys Asn

1 5 10

<210> 425

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 425
Ile Asp Cys Gly Pro Glu Tyr Asp Glu Ser Val Asp Cys Leu
1 5 10
<210> 426
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 426

His Ile Cys Trp Pro Asp Trp Glu Glu Phe His Asp Cys Asn

1 5 10

<210> 427

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 427

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Thr Ile Thr Cys Leu

1 5 10

<210> 428

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 428

Tyr Leu Cys Gly Pro Glu Leu Asp Glu Thr Ile Leu Cys Asn

1 5 10

<210> 429

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 429
Phe Phe Cys Gly Pro Glu Phe Glu Glu Ala Phe Leu Cys Phe
1 5 10

<210> 430
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 430

Ile Leu Cys Gly Pro Glu Leu Asp Glu Ser Phe Thr Cys Ala

1 5 10

<210> 431

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 431

Phe His Cys Gly Pro Glu Val Glu Leu Tyr Thr Asp Cys Asn

1 5 10

<210> 432

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 432

Asn Leu Cys Gly Pro Glu Val Glu Glu Tyr Asn Phe Cys Tyr

1 5 10

<210> 433

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 433
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Phe Asp Cys Gly Pro Glu Val Glu Glu Thr Tyr Tyr Cys Phe

1 5 10

<210> 434

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 434

Val Phe Cys Gly Pro Glu Phe Glu Glu Asp His Tyr Cys Tyr

1 5 10

<210> 435

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 435

Ala Ile Cys Gly Pro Glu Trp Glu Val Val Ala Asp Cys Asn

1 5 10

<210> 436

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 436

Phe Ile Cys Trp Pro Asp Trp Glu Glu Asp Asn Tyr Cys Asn

1 5 10

<210> 437

<211> 14

<212> PRT

<213> Artificial Sequence

- 230 -

10-2023-0137301



<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 437

Ile Tyr Cys Gly Pro Glu Phe Asp Glu Ser Phe Ile Cys Asp

1 5 10

<210> 438

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 438

Asn Leu Cys Gly Pro Glu Val Glu Asp Val Tyr Asp Cys His

1 5 10

<210> 439

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 439

His Tyr Cys Gly Pro Glu Val Glu Glu Tyr His Asn Cys Asn

1 5 10

<210> 440

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 440

Asp Ile Cys Gly Pro Glu Tyr Asp Glu Ser Tyr Ser Cys Thr

1 5 10

<210> 441
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 441

Asp Tyr Cys Gly Pro Glu Leu Asp Glu Thr Leu Ile Cys Ala

1 5 10

<210> 442

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 442

Ile Ala Cys Gly Pro Glu Met Pro Glu Asp Ile Asp Cys Tyr

1 5 10

<210> 443

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 443

Ile Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Phe Cys Asp

1 5 10

<210> 444

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 444

- 232 -

10-2023-0137301



Tyr Phe Cys Gly Pro Asp Val Glu Glu Asp Phe Ala Cys Asp
1 5 10

<210> 445

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 445

Tyr Asn Cys Gly Pro Glu Trp Glu Tyr Ala Ile Leu Cys Asp

1 5 10

<210> 446

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 446

Ile Tyr Cys Gly Pro Glu Val Glu Asp Tyr Ile Val Cys Asn

1 5 10

<210> 447

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 447
Tyr Asp Cys Gly Pro Glu Ile Asp Glu Ser Thr Pro Cys Ala
1 5 10
<210> 448
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 448

Asp Thr Cys Trp Pro Asp Trp Glu His Ile Tyr Ala Cys Asp

1 5 10

<210> 449

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 449

Asp Ile Cys Gly Pro Glu Met Asp Glu Ser Val Thr Cys Asn

1 5 10

<210> 450

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 450

Tyr Asp Cys Trp Pro Asp Trp Glu Arg Tyr Phe Pro Cys Ile

1 5 10

<210> 451

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 451
His Leu Cys Gly Pro Glu Leu Asp Glu Ser Val Ala Cys Ser
1 5 10

<210> 452
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 452

Tyr Asp Cys Gly Pro Asp Gly Asp Glu Thr Thr Ile Cys Ala

1 5 10

<210> 453

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 453

Tyr Tyr Cys Gly Pro Glu Tyr Glu Asp Val Leu Asp Cys Phe

1 5 10

<210> 454

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 454

Asp Phe Cys Gly Pro Glu Met Asp Glu Thr Ile Ser Cys Asp

1 5 10

<210> 455

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 455
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S S5l

Ile Leu Cys Gly Pro Glu Leu Asp Glu Ser Leu Val Cys Asp

1 5 10

<210> 456

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 456

Leu Ile Cys Gly Pro Glu Trp Glu Val Ile Thr Asn Cys Asp

1 5 10

<210> 457

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 457

Tyr Asp Cys Gly Pro Glu Phe Asp Glu Tyr Phe Gly Cys Pro

1 5 10

<210> 458

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 458

Ala Leu Cys Gly Pro Glu Val Glu Val Tyr Asp Val Cys Val

1 5 10

<210> 459

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 459

Tyr His Cys Trp Pro Asp Trp Glu Asp Val Asn Phe Cys Tyr

1 5 10

<210> 460

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 460

Phe Leu Cys Gly Pro Met Gly Gly Leu Thr Phe Tyr Cys Tyr

1 5 10

<210> 461

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 461

Ile Ile Cys Gly Pro Glu Phe Asp Glu Tyr Val Gly Cys Phe

1 5 10

<210> 462

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 462

Phe Phe Cys Gly Pro Glu Met Asp Glu Ser Val His Cys Phe

1 5 10

<210> 463
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 463

Ala Phe Cys Gly Pro Glu Phe Asp Glu Ser Leu Phe Cys Ala

1 5 10

<210> 464

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 464

Asn Tyr Cys Gly Pro Asp Gly Asp Glu Thr Asn Ile Cys Asp

1 5 10

<210> 465

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 465

Tyr Leu Cys Gly Pro Glu Trp Glu Trp Val His Asn Cys Leu

1 5 10

<210> 466

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 466
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Ala Thr Cys Gly Pro Asp Gly Asp Glu Ser His Ile Cys Ala
1 5 10

<210> 467

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 467

Val Tyr Cys Gly Pro Glu Val Glu Val Leu Asp Tyr Cys Asp

1 5 10

<210> 468

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 468

Ile His Cys Gly Pro Glu Trp Glu Phe Tyr Thr Asp Cys Asp

1 5 10

<210> 469

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 469
Asp Asp Cys Gly Pro Glu Leu Asp Glu Thr Val Ala Cys Asp
1 5 10
<210> 470
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 470

Tyr Leu Cys Gly Pro Glu Phe Asp Glu Ser Ile Asp Cys Asn

1 5 10

<210> 471

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 471

Leu Leu Cys Gly Pro Glu Val Glu Asp Val Phe Ala Cys Tyr

1 5 10

<210> 472

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 472

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Leu Thr Cys Asp

1 5 10

<210> 473

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 473
Phe Asp Cys Gly Pro Glu Leu Asp Glu Thr Val Asn Cys Tyr
1 5 10

<210> 474
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 474

Phe Ala Cys Trp Pro Asp Trp Glu Glu Ile Asn Asp Cys His

1 5 10

<210> 475

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 475

Tyr Tyr Cys Gly Pro Glu Tyr Glu Glu Asp Ile Tyr Cys Asn

1 5 10

<210> 476

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 476

Asn Val Cys Gly Pro Glu Val Glu Asp Tyr Thr Phe Cys Tyr

1 5 10

<210> 477

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 477
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Ala Tyr Cys Gly Pro Glu Leu Glu Glu Tyr Asp Phe Cys Thr

1 5 10

<210> 478

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 478

Phe Asp Cys Gly Pro Glu Ile Asp Glu Ser Thr Ile Cys Thr

1 5 10

<210> 479

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 479

Asn Leu Cys Gly Pro Glu Leu Asp Glu Thr Leu Val Cys Ala

1 5 10

<210> 480

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 480

Tyr Ser Cys Trp Pro Asp Trp Glu Glu Tyr Leu Ala Cys Asn

1 5 10

<210> 481

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 481

Gly Ile Cys Gly Pro Glu Val Glu Asp Tyr Asn Tyr Cys Asp

1 5 10

<210> 482

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 482

Phe Phe Cys Gly Pro Glu Leu Asp Glu Ser Val Asn Cys His

1 5 10

<210> 483

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 483

Tyr Tyr Cys Gly Pro Glu Tyr Glu Glu Asp Phe Tyr Cys Phe

1 5 10

<210> 484

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 4834

Leu Tyr Cys Gly Pro Glu Tyr Asp Glu Ser Thr Asp Cys Tyr

1 5 10

<210> 485
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 485

Asp Tyr Cys Gly Pro Glu Val Glu Glu Asp Phe Leu Cys Tyr

1 5 10

<210> 486

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 486

Thr Leu Cys Gly Pro Glu Val Glu Leu Tyr Ile Phe Cys Asp

1 5 10

<210> 487

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 487

Phe Tyr Cys Gly Pro Glu Phe Glu Gln Ile Ala Asp Cys Tyr

1 5 10

<210> 488

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 488
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Asp Asp Cys Gly Pro Glu Val Glu Glu Tyr His Leu Cys Asp
1 5 10

<210> 489

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 489

Asp Tyr Cys Gly Pro Glu Leu Glu Asp Val Thr Leu Cys His

1 5 10

<210> 490

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 490

Val Leu Cys Gly Pro Glu Val Glu Asp Val Asn Leu Cys Tyr

1 5 10

<210> 491

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 491
Asp Ile Cys Gly Pro Glu Leu Asp Glu Thr Ile Asp Cys Tyr
1 5 10
<210> 492
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 492

Thr Tyr Cys Gly Pro Glu Val Glu Glu Asp Ile Asn Cys Tyr

1 5 10

<210> 493

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 493

Ile Val Cys Trp Pro Asp Trp Glu Glu Tyr Pro Asn Cys Asp

1 5 10

<210> 494

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 494

Ser Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Ile Cys Thr

1 5 10

<210> 495

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 495
Tyr Asp Cys Gly Pro Glu Leu Pro Glu Asp Tyr Asp Cys Asn
1 5 10

<210> 496
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 496

Asn Leu Cys Trp Pro Asp Trp Glu Glu Tyr Tyr Ala Cys Asp

1 5 10

<210> 497

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 497

Asp Asp Cys Gly Pro Glu Leu Asp Glu Ser Leu Pro Cys His

1 5 10

<210> 498

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 498

Ser Leu Cys Gly Pro Asp Gly Gln Glu Asp Tyr Thr Cys Phe

1 5 10

<210> 499

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 499
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Leu Ile Cys Trp Pro Asp Trp Glu Glu Tyr Asn Phe Cys Thr

1 5 10

<210> 500

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 500

Phe His Cys Gly Pro Asp Gly Asp Glu Thr Val Pro Cys Ile

1 5 10

<210> 501

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 501

Phe Asp Cys Gly Pro Glu Trp Glu Trp Ile Tyr Asp Cys Phe

1 5 10

<210> 502

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 502

Ile Tyr Cys Gly Pro Glu Trp Asp Glu Ser Leu Asp Cys Asp

1 5 10

<210> 503

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 503

Leu Ile Cys Gly Pro Glu Ile Asp Glu Ser Ala Ser Cys Asn

1 5 10

<210> 504

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 504

Thr Ser Cys Trp Val Asp Trp Glu Glu Phe Ser Asp Cys Ile

1 5 10

<210> 505

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 505

Tyr Tyr Cys Gly Pro Glu Val Glu Glu Asp Tyr Val Cys Asp

1 5 10

<210> 506

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 506

Asp Asp Cys Gly Pro Glu GIn Glu Phe Ile Tyr Ala Cys Ile

1 5 10

<210> 507
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 507

Ala Asp Cys Trp Pro Asp Trp Glu Glu Tyr Ala Asp Cys Tyr

1 5 10

<210> 508

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 508

Tyr Tyr Cys Gly Pro Glu Phe Asp Glu Ser Ile His Cys Ile

1 5 10

<210> 509

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 509

Ser Glu Cys Trp Pro Asp Trp Glu Pro Phe Phe Asp Cys Asn

1 5 10

<210> 510

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 510
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Tyr His Cys Gly Pro Glu Met Asp Glu Ser Leu Ile Cys Thr
1 5 10

<210> 511

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 511

Ser Asp Cys Trp Pro Asp Trp Glu Asp Ala Tyr Phe Cys Ile

1 5 10

<210> 512

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 512

Val Asp Cys Gly Pro Glu Val Glu Glu Tyr Tyr His Cys Asp

1 5 10

<210> 513

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 513
Asp Asn Cys Gly Pro Glu Tyr Asp Glu Ser Ile Ala Cys Asn
1 5 10
<210> 514
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 514

Leu Tyr Cys Gly Pro Val Phe Glu Phe Tyr Asp Tyr Cys Tyr

1 5 10

<210> 515

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 515

Tyr Thr Cys Gly Pro Glu Met Asp Glu Ser Val Thr Cys Ile

1 5 10

<210> 516

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 516

Asn Phe Cys Trp Pro Asp Trp Glu Val Asn Ser Phe Cys Asp

1 5 10

<210> 517

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 517
Asn Ala Cys Trp Pro Asp Trp Glu Tyr Ile Asp Phe Cys Asn
1 5 10

<210> 518
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 518

Tyr Asn Cys Gly Pro Glu Met Asp Glu Ser Ile Phe Cys Ser

1 5 10

<210> 519

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 519

Leu Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Thr Cys Tyr

1 5 10

<210> 520

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 520

His Tyr Cys Gly Pro Glu Phe Asp Glu Ser Ile Asn Cys Asp

1 5 10

<210> 521

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 521
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S S5l

Ile Ile Cys Gly Pro Glu Leu Pro Glu Asp Tyr Val Cys Thr

1 5 10

<210> 522

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 522

Asp Ile Cys Gly Pro Glu Phe Asp Glu Ser Ile Asp Cys Ser

1 5 10

<210> 523

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 523

Pro Tyr Cys Gly Pro Glu Phe Asp Glu Ser Val Leu Cys Phe

1 5 10

<210> 524

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 524

Val Phe Cys Gly Pro Glu Phe Asp Glu Ser Val Asp Cys Tyr

1 5 10

<210> 525

<211> 14

<212> PRT

<213> Artificial Sequence

- 254 -

10-2023-0137301



<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 525

Tyr Asp Cys Trp Pro Asp Trp Glu Glu Ala Leu Pro Cys Ala

1 5 10

<210> 526

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 526

Asp Asp Cys Trp Pro Asp Trp Glu Asp Tyr Val Phe Cys Phe

1 5 10

<210> 527

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 527

His Phe Cys Gly Pro Glu Trp Glu Leu Phe Ser Asp Cys Tyr

1 5 10

<210> 528

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 528

Ile Thr Cys Trp Pro Asp Trp Glu Val Asn Phe Pro Cys Tyr

1 5 10

<210> 529
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 529

Pro Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Thr Cys Asn

1 5 10

<210> 530

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 530

Asn Leu Cys Trp Pro Asp Trp Glu Ala Phe Phe Pro Cys Tyr

1 5 10

<210> 531

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 531

Phe Tyr Cys Gly Pro Glu Phe Glu Tyr Ile Arg Asp Cys Tyr

1 5 10

<210> 532

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 532
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Phe Phe Cys Gly Pro Glu Phe Asp Glu Ser Ile Ile Cys Asp
1 5 10

<210> 533

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 533

Val Leu Cys Gly Pro Lys Gly Gly Pro Thr Tyr Asn Cys Ser

1 5 10

<210> 534

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 534

Leu Ala Cys Trp Pro Val Trp Glu Glu Pro Gly His Cys Asp

1 5 10

<210> 535

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 535
Asp Tyr Cys Gly Pro Glu Val Glu Asp Val Asn Asp Cys Tyr
1 5 10
<210> 536
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 536

Asp Tyr Cys Gly Pro Glu Phe Glu Glu Ala His Tyr Cys Asn

1 5 10

<210> 537

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 537

Val Leu Cys Gly Pro Glu Leu Asp Glu Thr Leu Thr Cys Ile

1 5 10

<210> 538

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 538

Tyr Tyr Cys Gly Pro Glu Ile Glu Asp Tyr Asn Leu Cys Asn

1 5 10

<210> 539

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 539
Tyr Ile Cys Gly Pro Glu Val Glu Glu Tyr Tyr Asn Cys Phe
1 5 10

<210> 540
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 540

Asp Ile Cys Gly Pro Glu Leu Asp Glu Ser Ile Phe Cys Phe

1 5 10

<210> 541

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 541

Asp Ile Cys Gly Pro Glu Val Glu Glu Asp Tyr Leu Cys Tyr

1 5 10

<210> 542

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 542

Thr Leu Cys Gly Pro Glu Phe Glu Glu Asp Ala Pro Cys Ile

1 5 10

<210> 543

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 543
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Asn Tyr Cys Trp Pro Asp Trp Glu Tyr Ile Asn Ser Cys Val

1 5 10

<210> 544

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 544

Asn Asp Cys Gly Pro Glu Val Glu Glu Tyr Tyr Tyr Cys Thr

1 5 10

<210> 545

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 545

Ile Thr Cys Gly Pro Glu Met Asp Glu Ser Ile Asp Cys Asn

1 5 10

<210> 546

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 546

Tyr Tyr Cys Gly Pro Glu Met Ala Glu Asp Leu Ile Cys Asp

1 5 10

<210> 547

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 547

Ile Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Val Cys Thr

1 5 10

<210> 548

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 548

His Thr Cys Trp Pro Asp Trp Glu Trp Asp Val Tyr Cys Asp

1 5 10

<210> 549

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 549

Ile His Cys Gly Pro Glu Trp Glu Leu Ile Asp Asp Cys Leu

1 5 10

<210> 550

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 550

Tyr Thr Cys Gly Pro Glu Leu Asp Glu Ser Ile Thr Cys Thr

1 5 10

<210> 551
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 551

Phe His Cys Gly Pro Glu Val Glu Glu Thr Val Tyr Cys Phe

1 5 10

<210> 552

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 552

Asp Tyr Cys Gly Pro Glu Leu Asp Glu Ser Leu Ile Cys Asn

1 5 10

<210> 553

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 553

Ile Tyr Cys Gly Pro Glu Phe Asp Glu Ser Asp Tyr Cys Ile

1 5 10

<210> 554

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 554
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Asp Leu Cys Gly Pro Glu Ile Glu Glu Asp Leu Val Cys Thr
1 5 10

<210> 555

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 555

Asn Ile Cys Gly Pro Glu Leu Gln Glu Asp Ile Val Cys Pro

1 5 10

<210> 556

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 556

Asn Asn Cys Gly Pro Glu Met Asp Glu Ser Ile Thr Cys Tyr

1 5 10

<210> 557

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 557
His Thr Cys Gly Pro Glu Leu Asp Glu Ser Ile Val Cys Val
1 5 10
<210> 558
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 558

Tyr Tyr Cys Gly Pro Glu Ile Glu Asp Ile Leu Val Cys Thr

1 5 10

<210> 559

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 559

Asn Thr Cys Gly Pro Glu Phe Glu Phe Val His Leu Cys Pro

1 5 10

<210> 560

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 560

Asp Ile Cys Gly Pro Glu Met Asp Glu Ser Thr Val Cys Asp

1 5 10

<210> 561

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 561
Ala Ile Cys Gly Pro Glu Val Glu Ile Val Asn Tyr Cys Tyr
1 5 10

<210> 562
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 562

His Leu Cys Gly Pro Glu Val Glu Asp Pro Thr Ala Cys Val

1 5 10

<210> 563

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 563

Ala Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Ser Cys Thr

1 5 10

<210> 564

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 564

Phe Asp Cys Gly Pro Glu Leu Asp Glu Ser Val Ile Cys Asp

1 5 10

<210> 565

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 565
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Asp Val Cys Gly Pro Glu Phe Asp Glu Ser Ile Asp Cys Asn

1 5 10

<210> 566

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 566

Tyr Leu Cys Gly Pro Glu Val Glu Glu Ile Ser Ile Cys Phe

1 5 10

<210> 567

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 567

Ser Ala Cys Gly Pro Glu Phe Asp Glu Ser Leu His Cys Val

1 5 10

<210> 568

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 568

His Leu Cys Trp Pro Asp Trp Glu Glu Asp Ser Ala Cys Asn

1 5 10

<210> 569

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 569

His Thr Cys Trp Pro Asp Trp Glu Tyr Asp Tyr Asp Cys Phe

1 5 10

<210> 570

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 570

Tyr Asp Cys Gly Pro Glu Trp Glu Glu Val Ala Leu Cys Asn

1 5 10

<210> 571

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 571

Thr Leu Cys Gly Pro Glu Ile Glu Glu Tyr Ile Val Cys Tyr

1 5 10

<210> 572

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 572

Ser Tyr Cys Gly Pro Glu Phe Asp Glu Ser Ile Phe Cys Thr

1 5 10

<210> 573
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 573

Asp Ile Cys Gly Pro Glu Phe Asp Glu Ser Leu His Cys Tyr

1 5 10

<210> 574

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 574

Leu Phe Cys Gly Pro Glu Phe Glu Glu Ala Tyr Leu Cys Ile

1 5 10

<210> 575

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 575

Ile Phe Cys Gly Pro Glu Ile Glu Glu Asp Phe Val Cys Thr

1 5 10

<210> 576

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 576
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Asp Asp Cys Gly Pro Glu Trp Glu Tyr Tyr Val Ala Cys Val
1 5 10

<210> 577

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 577

Asp Asp Cys Gly Pro Glu Leu Asp Glu Thr Thr Ile Cys Tyr

1 5 10

<210> 578

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 578

Ala Ser Cys Gly Pro Glu Leu Asp Glu Ser Ile Ala Cys Asp

1 5 10

<210> 579

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 579
Tyr Leu Cys Gly Pro Glu Val Glu Asp Tyr Asp Tyr Cys Tyr
1 5 10
<210> 580
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 580

Asp Leu Cys Gly Pro Glu Trp Glu Glu Thr Ile Phe Cys Ala

1 5 10

<210> 581

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 581

Asp Phe Cys Gly Pro Asp Gly Glu Glu Phe Tyr Ile Cys Pro

1 5 10

<210> 582

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 582

Val Tyr Cys Gly Pro Glu Val Glu Glu Asn Ile Leu Cys His

1 5 10

<210> 583

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 583
Asp Tyr Cys Gly Pro Glu Val Glu Glu Asn Tyr Phe Cys Phe
1 5 10

<210> 584
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 584

Asn Asp Cys Trp Pro Asp Trp Tyr Glu Phe Leu Ser Cys Asp

1 5 10

<210> 585

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 585

Arg Asp Cys Trp Pro Asp Trp Glu Val Pro Tyr Phe Cys Asp

1 5 10

<210> 586

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 586

Asn Leu Cys Gly Pro Glu Val Glu Glu Ala Val Tyr Cys Tyr

1 5 10

<210> 587

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 587
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Phe Asp Cys Trp Pro Asp Gly Glu Leu Asn Tyr Leu Cys Thr

1 5 10

<210> 588

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 588

Tyr Tyr Cys Gly Pro Glu Val Glu Asp Val Asn Leu Cys Ile

1 5 10

<210> 589

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 589

Asp Asn Cys Gly Pro Glu Tyr Asp Glu Ser Ile Thr Cys Leu

1 5 10

<210> 590

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 590

Leu Asn Cys Trp Pro Asp Trp Glu Glu Asp Tyr Ser Cys Asn

1 5 10

<210> 591

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 591

Pro Thr Cys Gly Pro Glu Val Glu Glu Leu Leu Ser Cys Asn

1 5 10

<210> 592

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 592

Asp His Cys Gly Pro Glu Val Glu Leu Ile Phe Tyr Cys His

1 5 10

<210> 593

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 593

Phe His Cys Gly Pro Glu Leu Asp Glu Ser Ile Phe Cys Tyr

1 5 10

<210> 594

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 594

Phe Asp Cys Gly Pro Glu Leu Glu Glu Thr Val Val Cys Pro

1 5 10

<210> 595
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 595

Asp Phe Cys Gly Pro Glu Leu Asp Glu Ser Leu Pro Cys Ala

1 5 10

<210> 596

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 596

Asp Ser Cys Gly Pro Glu Leu Asp Glu Ser Ile Tyr Cys Asp

1 5 10

<210> 597

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 597

Ala Asp Cys Trp Pro Asp Trp Glu Glu Phe Leu Leu Cys Phe

1 5 10

<210> 598

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 598
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SIEdl

Ile Leu Cys Gly Pro Glu Val Glu Glu Leu Asp Phe Cys Asn
1 5 10

<210> 599

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 599

Phe Phe Cys Gly Pro Glu Phe Glu Glu Ile Phe Leu Cys Tyr

1 5 10

<210> 600

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 600

Tyr Asn Cys Gly Pro Asp Gly Asp Glu Ser Tyr Asp Cys His

1 5 10

<210> 601

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 601
Asp Asn Cys Gly Pro Glu Leu Asp Glu Thr Ile Thr Cys Phe
1 5 10
<210> 602
<211> 14
<212> PRT

<213> Artificial Sequence

- 275 -

10-2023-0137301



<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 602

His Asn Cys Gly Pro Asp Gly Asp Glu Ala Phe Ile Cys Asn

1 5 10

<210> 603

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 603

Asp Tyr Cys Gly Pro Glu Val Glu Glu Asp Leu Val Cys Pro

1 5 10

<210> 604

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 604

Asp Tyr Cys Gly Pro Glu Leu Asp Glu Ser Leu Asn Cys Phe

1 5 10

<210> 605

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 605
Asp Tyr Cys Gly Pro Glu Phe Gln Glu Asp Phe His Cys His
1 5 10

<210> 606
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 606

Tyr Asp Cys Gly Pro Glu Trp Glu Phe Thr Asp Asp Cys Ile

1 5 10

<210> 607

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 607

Asp Ile Cys Gly Pro Glu Tyr Glu Glu Asp Ile Ile Cys Tyr

1 5 10

<210> 608

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 608

Phe Asp Cys Gly Pro Glu Leu Asp Glu Thr Val Pro Cys Pro

1 5 10

<210> 609

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 609
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Asn Tyr Cys Gly Pro Glu Leu Asp Glu Thr Ser Val Cys Asp

1 5 10

<210> 610

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 610

Tyr Tyr Cys Gly Pro Glu Trp Glu Phe Ser Phe Asp Cys Asp

1 5 10

<210> 611

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 611

Tyr Ala Cys Gly Pro Glu Leu Asp Glu Ser Val Thr Cys Asp

1 5 10

<210> 612

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 612

Phe Leu Cys Gly Pro Glu Val Glu Gln Asp Tyr Phe Cys Val

1 5 10

<210> 613

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 613

Asp Asn Cys Gly Pro Glu Phe Asp Glu Ser Val Arg Cys Asp

1 5 10

<210> 614

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 614

Asn Asp Cys Gly Pro Asp Gly Ile Glu Thr Val Asp Cys Tyr

1 5 10

<210> 615

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 615

Tyr Phe Cys Gly Pro Glu Val Glu Asp Tyr Asn Asp Cys Phe

1 5 10

<210> 616

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 616

Asn Leu Cys Gly Pro Glu Phe Asp Glu Ser Ile Phe Cys Tyr

1 5 10

<210> 617
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 617

Ile Asp Cys Trp Pro Asp Trp Glu Glu Tyr Ile Pro Cys Thr

1 5 10

<210> 618

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 618

Ile Tyr Cys Gly Pro Asp Gly Asp Glu Ser Phe Ile Cys Ala

1 5 10

<210> 619

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 619

Asp Tyr Cys Gly Pro Glu Phe Asp Glu Ser Val Val Cys Tyr

1 5 10

<210> 620

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 620
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Val Phe Cys Gly Pro Glu Trp Glu Asp Ile Thr Asp Cys Asp
1 5 10

<210> 621

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 621

Leu Asp Cys Gly Pro Glu Val Asp Glu Thr Phe Thr Cys His

1 5 10

<210> 622

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 622

Asp Asp Cys Gly Pro Glu Tyr Asp Glu Ser Phe Ala Cys His

1 5 10

<210> 623

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 623
Ile Tyr Cys Gly Pro Glu Tyr Gln Glu Asp Leu Pro Cys Asn
1 5 10
<210> 624
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 624

Leu Asp Cys Gly Pro Glu Val Glu Glu Tyr Asn Tyr Cys Val

1 5 10

<210> 625

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 625

Tyr Val Cys Gly Pro Glu Phe Asp Glu Ser Ser Ala Cys Asn

1 5 10

<210> 626

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 626

Thr Pro Cys Gly Pro Glu Leu Glu Glu Ala Ile Gly Cys Tyr

1 5 10

<210> 627

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 627
Tyr Phe Cys Gly Pro Glu Phe Asp Glu Ser Ala Asp Cys Asn
1 5 10

<210> 628
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 628

Asp Asp Cys Gly Pro Glu Phe Glu Glu Asp Ile Ile Cys Asp

1 5 10

<210> 629

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 629

Leu Tyr Cys Gly Pro Val Val Glu Glu Leu Asn His Cys Asn

1 5 10

<210> 630

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 630

Val Ile Cys Gly Pro Asp Gly Glu Glu Leu Ile Ala Cys Ala

1 5 10

<210> 631

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 631
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Phe Ala Cys Trp Pro Asp Trp Gln Glu Thr Tyr Val Cys Asn

1 5 10

<210> 632

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 632

Tyr Ile Cys Gly Pro Glu Val Glu Phe Leu Phe Phe Cys Asn

1 5 10

<210> 633

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 633

Thr Gln Cys Gly Pro Lys Gly Glu Pro Thr Tyr His Cys Tyr

1 5 10

<210> 634

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 634

Asn Tyr Cys Gly Pro Glu Val Glu Glu Tyr His Asn Cys Asp

1 5 10

<210> 635

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 635

Val Tyr Cys Gly Pro Glu Trp Glu Phe Phe Ser Asp Cys Ala

1 5 10

<210> 636

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 636

Phe Tyr Cys Gly Pro Glu Leu Glu Glu Ser Phe Phe Cys Tyr

1 5 10

<210> 637

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 637

Asp Tyr Cys Gly Pro Glu Ile Glu Glu Asn Phe Tyr Cys Tyr

1 5 10

<210> 638

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 638

Tyr Ala Cys Gly Pro Glu Val Glu Glu Tyr Val Tyr Cys Ala

1 5 10

<210> 639
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 639

Val Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Ile Cys Asp

1 5 10

<210> 640

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 640

Asn Asp Cys Gly Pro Glu Met Asp Glu Ser Ile Ala Cys Tyr

1 5 10

<210> 641

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 641

Val Tyr Cys Gly Pro Glu Phe Asp Glu Tyr Leu Ala Cys Ala

1 5 10

<210> 642

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 642
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Val Ile Cys Gly Pro Glu Phe Asp Glu Ser Ala Asn Cys Asp
1 5 10

<210> 643

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 643

Leu Thr Cys Trp Pro Asp Trp Glu Glu Asp Phe Phe Cys Asn

1 5 10

<210> 644

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 644

Phe Tyr Cys Gly Pro Glu Gln Glu Glu Ile Asn Tyr Cys Tyr

1 5 10

<210> 645

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 645
Thr Tyr Cys Gly Pro Glu Leu Glu Glu Phe Phe Leu Cys Tyr
1 5 10
<210> 646
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 646

Pro Asp Cys Gly Pro Glu Leu Asp Glu Ser Val Ala Cys His

1 5 10

<210> 647

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 647

Asn Asp Cys Gly Pro Glu Phe Glu Glu Ile Ile Phe Cys Val

1 5 10

<210> 648

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 648

Tyr Ile Cys Gly Pro Glu Phe Asp Glu Ser Phe Tyr Cys Asn

1 5 10

<210> 649

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 649
His Ala Cys Gly Pro Glu Leu Asp Glu Ser Leu Leu Cys Asn
1 5 10

<210> 650
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 650

Tyr Tyr Cys Gly Pro Glu Trp Glu Glu Ala Val Leu Cys Ala

1 5 10

<210> 651

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 651

Ala Phe Cys Gly Pro Glu Val Glu Glu Tyr Asp Leu Cys Asn

1 5 10

<210> 652

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 652

Tyr Asn Cys Gly Pro Glu Phe Asp Glu Ser Val Ala Cys Ser

1 5 10

<210> 653

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 653

- 289 -

10-2023-0137301



Tyr Leu Cys Gly Pro Glu Val Glu Asp Asp Thr Leu Cys Ala

1 5 10

<210> 654

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 654

Ala Val Cys Gly Pro Glu Phe Asp Glu Ser Val Asn Cys Asp

1 5 10

<210> 655

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 655

Asn Tyr Cys Gly Pro Glu Trp Glu Val Tyr Ser Leu Cys Pro

1 5 10

<210> 656

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 656

Asp Phe Cys Gly Pro Glu Val Glu Glu Asp Thr Tyr Cys His

1 5 10

<210> 657

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 657

Ile Ser Cys Gly Pro Glu Tyr Glu Trp Asp Tyr Ala Cys Asn

1 5 10

<210> 658

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 658

Val Asn Cys Gly Pro Glu Leu Asp Glu Ser Ile Ile Cys Tyr

1 5 10

<210> 659

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 659

Tyr Asp Cys Gly Pro Glu Phe Asp Glu Thr Ala Pro Cys Tyr

1 5 10

<210> 660

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 660

Tyr Leu Cys Gly Pro Glu Phe Glu Glu Asn Phe Leu Cys Thr

1 5 10

<210> 661
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 661

Phe Asp Cys Gly Pro Glu Val Asp Glu Ser Val Asp Cys Ala

1 5 10

<210> 662

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 662

Tyr Asp Cys Gly Pro Glu Gln Glu Glu Ile Ser Phe Cys Asn

1 5 10

<210> 663

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 663

Ile Asp Cys Gly Pro Glu Ile Glu Leu Tyr Asp Asp Cys Phe

1 5 10

<210> 664

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 664
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Thr Phe Cys Gly Pro Glu Leu Asp Glu Ser Val Tyr Cys Tyr
1 5 10

<210> 665

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 665

Phe Phe Cys Gly Pro Glu Ile Asp Glu Ser Asn Ala Cys Val

1 5 10

<210> 666

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 666

Tyr His Cys Trp Pro Asp Trp Glu Pro Ile Tyr Ile Cys Ile

1 5 10

<210> 667

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 667
Ala Ile Cys Gly Pro Glu Tyr Glu Glu Asp His Tyr Cys Tyr
1 5 10
<210> 668
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 668

Pro Leu Cys Gly Pro Asp Gly Phe Glu Asn Tyr Asn Cys Phe

1 5 10

<210> 669

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 669

Phe Pro Cys Trp Pro Asp Trp Glu Trp Asp Asn Asn Cys His

1 5 10

<210> 670

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 670

Val Asp Cys Gly Pro Asp Gly Asp Glu Leu Ala Ala Cys His

1 5 10

<210> 671

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 671
Val Asp Cys Trp Pro Asp Trp Glu Glu Tyr Tyr Ser Cys Asp
1 5 10

<210> 672
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 672

Val Tyr Cys Gly Pro Glu Tyr Asp Glu Ser Tyr Asp Cys Thr

1 5 10

<210> 673

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 673

Asn Leu Cys Gly Pro Glu Trp Glu Asn Phe Ala Asp Cys Phe

1 5 10

<210> 674

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 674

Tyr Leu Cys Gly Pro Glu Leu Glu Val Phe Phe Val Cys Asp

1 5 10

<210> 675

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 675
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S S5l

Ile Phe Cys Gly Pro Glu Leu Glu Asp Tyr Ser Ile Cys Phe

1 5 10

<210> 676

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 676

Asp Tyr Cys Gly Pro Glu Leu Glu Gln Tyr Asp Leu Cys Phe

1 5 10

<210> 677

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 677

Leu Leu Cys Gly Pro Val Asn Glu Asp Pro Leu Asp Cys Tyr

1 5 10

<210> 678

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 678

Ile Asp Cys Gly Pro Glu Phe Asp Glu Ser Val Phe Cys Tyr

1 5 10

<210> 679

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 679

Ile Ile Cys Gly Pro Glu Val Glu Glu Ile Asp Ile Cys Ser

1 5 10

<210> 680

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 680

Ile Ala Cys Trp Pro Asp Trp Glu Asp Tyr Ser Ser Cys Pro

1 5 10

<210> 681

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 681

Tyr Tyr Cys Gly Pro Glu Val Glu Asp Ile Asn Asp Cys Ile

1 5 10

<210> 682

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 682

Asn Ile Cys Gly Pro Glu Met Asp Glu Ser Ile Asp Cys Ile

1 5 10

<210> 683
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 683

Phe Asp Cys Trp Pro Asp Trp Glu Glu Leu Val Ser Cys Tyr

1 5 10

<210> 684

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 684

Tyr Phe Cys Gly Pro Glu Trp Glu Asp His Phe Phe Cys Asp

1 5 10

<210> 685

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 685

Thr Tyr Cys Gly Pro Glu Phe Glu Glu Asp Ser Tyr Cys Asp

1 5 10

<210> 686

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 686
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Asn Leu Cys Gly Pro Glu Val Glu Leu Ile Asp Ile Cys Ser
1 5 10

<210> 687

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 687

Asp Asn Cys Gly Pro Glu Trp Glu Glu Val Tyr Leu Cys Asn

1 5 10

<210> 688

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 688

Phe Leu Cys Gly Pro Glu Phe Asp Glu Ser Asp Leu Cys Phe

1 5 10

<210> 689

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 689
His Ile Cys Gly Pro Glu GIn Asp Glu Ser Ile Gly Cys Thr
1 5 10
<210> 690
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 690

Phe Asp Cys Trp Pro Asp Trp Glu Asp Asn Ser Tyr Cys Asp

1 5 10

<210> 691

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 691

Thr Ala Cys Gly Pro Glu Trp Glu Phe Asp Phe Asn Cys Asp

1 5 10

<210> 692

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 692

His His Cys Trp Pro Asp Trp Glu Asp Tyr Ser Thr Cys Pro

1 5 10

<210> 693

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 693
Tyr Tyr Cys Gly Pro Glu Phe Asp Glu Ser Val Asn Cys Phe
1 5 10

<210> 694
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 694

Leu His Cys Trp Pro Asp Trp Glu Glu Ile Asp Ile Cys Asp

1 5 10

<210> 695

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 695

Asp Ile Cys Gly Pro Asp Gly Gln Glu Asp Phe Val Cys Ser

1 5 10

<210> 696

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 696

Asp Val Cys Trp Pro Asp Trp Glu Val Asn Tyr Phe Cys Asp

1 5 10

<210> 697

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 697
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Val Asn Cys Gly Pro Glu Met Asp Glu Ser Ile Asp Cys Ala

1 5 10

<210> 698

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 698

Asp Asn Cys Gly Pro Glu Phe Asp Glu Ala Thr Val Cys Asn

1 5 10

<210> 699

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 699

Asp Leu Cys Gly Pro Glu Phe Glu Glu Val His Asn Cys Asn

1 5 10

<210> 700

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 700

Val Asn Cys Gly Pro Glu Phe Asp Glu Ser Ser Tyr Cys Phe

1 5 10

<210> 701

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 701

Asn Ile Cys Trp Pro Asp Trp Glu Glu Asp Asn Phe Cys Ser

1 5 10

<210> 702

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 702

Phe Val Cys Gly Pro Glu Trp Glu Val Tyr Asp Asp Cys Asp

1 5 10

<210> 703

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 703

Ala Tyr Cys Gly Pro Glu Leu Glu Val Val His Leu Cys Val

1 5 10

<210> 704

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 704

Pro Phe Cys Gly Pro Glu Met Asp Glu Thr Ile Asp Cys Tyr

1 5 10

<210> 705
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 705

Leu Leu Cys Gly Pro Val Met Glu Asp Val Phe Ala Cys Tyr

1 5 10

<210> 706

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 706

Asp Leu Cys Gly Pro Glu Phe Asp Glu Ser Thr Asn Cys Tyr

1 5 10

<210> 707

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 707

His Asp Cys Gly Pro Glu Met Glu Glu Tyr Tyr Leu Cys Pro

1 5 10

<210> 708

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 708
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Thr Asp Cys Gly Pro Glu Tyr Asp Glu Ser Ile Ile Cys Pro
1 5 10

<210> 709

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 709

Val Leu Cys Trp Pro Asp Trp Glu Asp Tyr Ala Asp Cys Asn

1 5 10

<210> 710

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 710

Asn Asp Cys Gly Pro Glu Leu Asp Glu Ser Leu Thr Cys Asp

1 5 10

<210> 711

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 711
Ile Tyr Cys Gly Pro Glu Leu Asp Glu Ser Ile Ala Cys Tyr
1 5 10
<210> 712
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 712

Asn Tyr Cys Gly Pro Glu Val Glu Glu Phe Asn Phe Cys His

1 5 10

<210> 713

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 713

Asp Val Cys Gly Pro Glu Ile Glu Glu Tyr Ser Phe Cys Ile

1 5 10

<210> 714

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 714

Asp Leu Cys Gly Pro Glu Val Glu Glu Ile Thr Asp Cys Ala

1 5 10

<210> 715

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 715
His Asp Cys Gly Pro Glu Phe Asp Glu Ser Val Phe Cys Ile
1 5 10

<210> 716
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 716

Pro Leu Cys Gly Pro Val Leu Glu Glu Asp Ile Tyr Cys Tyr

1 5 10

<210> 717

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 717

Asp Leu Cys Gly Pro Glu Phe Glu Asp Ile Ile Asp Cys Asn

1 5 10

<210> 718

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 718

Asp Tyr Cys Gly Pro Glu Val Glu Val Pro Ser Asn Cys Asn

1 5 10

<210> 719

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 719
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Ile Ile Cys Gly Pro Glu Leu Asp Glu Ser Thr Ala Cys Asp

1 5 10

<210> 720

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 720

Asp His Cys Gly Pro Glu Phe Asp Glu Ser Val Asn Cys Asp

1 5 10

<210> 721

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 721

Phe Asp Cys Gly Pro Glu Phe Asp Glu Ser Leu Tyr Cys Ser

1 5 10

<210> 722

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 722

Phe Ala Cys Trp Pro Asp Trp Glu Glu Val Tyr Ile Cys Tyr

1 5 10

<210> 723

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 723

Leu Tyr Cys Gly Pro Glu Phe Asp Glu Ser Leu Asp Cys Ser

1 5 10

<210> 724

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 724

Asp Leu Cys Gly Pro Glu Leu Glu Glu Ala Phe Leu Cys Ala

1 5 10

<210> 725

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 725

Phe Ala Cys Gly Pro Glu Leu Asp Glu Thr Leu Thr Cys Leu

1 5 10

<210> 726

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 726

Phe Asp Cys Gly Pro Glu Val Glu Glu Ile Ser Asn Cys Asp

1 5 10

<210> 727
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 727

Val His Cys Gly Pro Glu Leu Glu Tyr Pro Phe Asp Cys Asn

1 5 10

<210> 728

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 728

Ala Tyr Cys Gly Pro Glu Phe Glu Glu His Thr Thr Cys Asn

1 5 10

<210> 729

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 729

Leu Tyr Cys Gly Pro Val Ser Glu Gln Phe Thr Phe Cys Ile

1 5 10

<210> 730

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 730
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Asp Tyr Cys Gly Pro Glu Leu Asp Glu Ser Tyr Asp Cys Asn
1 5 10

<210> 731

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 731

Phe Tyr Cys Gly Pro Glu Trp Glu Glu Phe Asp Val Cys Ile

1 5 10

<210> 732

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 732

Phe Thr Cys Gly Pro Glu Val Glu Glu Tyr Asp His Cys Ile

1 5 10

<210> 733

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 733
Tyr Asn Cys Gly Pro Glu Phe Asp Glu Ser Val Thr Cys Phe
1 5 10
<210> 734
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 734

Ala Val Cys Gly Pro Glu Asn Asp Glu Ser Asn Ser Cys Ala

1 5 10

<210> 735

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 735

Ile Tyr Cys Trp Pro Asp Trp Glu Val Pro Asn Asp Cys Ala

1 5 10

<210> 736

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 736

Tyr Phe Cys Gly Pro Glu Phe Glu Glu Phe Phe His Cys Tyr

1 5 10

<210> 737

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 737
Tyr Val Cys Gly Pro Asp Gly Asp Glu Ser Ser Phe Cys Asp
1 5 10

<210> 738
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 738

Ile Ser Cys Gly Pro Glu Val Glu Glu Phe Phe Tyr Cys Tyr

1 5 10

<210> 739

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 739

Leu Ile Cys Gly Pro Val Phe Glu Glu Asp Val Tyr Cys Asp

1 5 10

<210> 740

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 740

Val Tyr Cys Gly Pro Glu Val Glu Asp His Asn Tyr Cys Ala

1 5 10

<210> 741

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 741
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Leu Asp Cys Gly Pro Glu Phe Glu Phe Val Tyr Ile Cys Ala

1 5 10

<210> 742

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 742

Tyr Asp Cys Gly Pro Glu Phe Glu Glu Asp Leu Pro Cys Ile

1 5 10

<210> 743

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 743

Asp Val Cys Gly Pro Glu Val Glu Glu Asp Tyr Tyr Cys Asp

1 5 10

<210> 744

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 744

Asn Asp Cys Trp Pro Asp Trp Glu Tyr Asp Asn Val Cys Val

1 5 10

<210> 745

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 745

Asp Leu Cys Gly Pro Glu Phe Glu Val Ala Asn Asp Cys Asn

1 5 10

<210> 746

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 746

His Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Ser Cys Asn

1 5 10

<210> 747

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 747

Leu Asp Cys Trp Pro Asp Trp Glu Glu Thr Thr His Cys Asp

1 5 10

<210> 748

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 748

Ile Ile Cys Gly Pro Glu Val Glu Glu Asp Asp Tyr Cys Leu

1 5 10

<210> 749
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 749

Tyr Tyr Cys Trp Pro Asp Trp Glu Glu Val Ile Ile Cys Asp

1 5 10

<210> 750

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 750

Phe Asp Cys Gly Pro Glu Ile Asp Glu Tyr Thr Asn Cys Asn

1 5 10

<210> 751

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 751

Ile Thr Cys Gly Pro Glu Leu Asp Glu Thr Ile Asn Cys Asp

1 5 10

<210> 752

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 752
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Asp Ser Cys Gly Pro Glu Val Glu Glu Asp Ile Tyr Cys Ile
1 5 10

<210> 753

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 753

Tyr Leu Cys Gly Pro Glu Phe Asp Glu Ser Gly Asn Cys His

1 5 10

<210> 754

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 754

Asp Asn Cys Gly Pro Glu Leu Pro Glu Asp Tyr Phe Cys Asp

1 5 10

<210> 755

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 755
Val Leu Cys Gly Pro Glu Phe Glu Glu Val Ser Asn Cys Asn
1 5 10
<210> 756
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 756

Val Asp Cys Trp Pro Asp Trp Glu Glu Asp Ile Val Cys Asp

1 5 10

<210> 757

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 757

Val Tyr Cys Trp Pro Asp Trp Glu Asp Asn Phe Pro Cys Tyr

1 5 10

<210> 758

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 758

Asp Tyr Cys Gly Pro Glu Val Glu Glu His Phe Asn Cys His

1 5 10

<210> 759

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 759
Ala Asp Cys Gly Pro Glu Ile Glu Glu Asp Ala Tyr Cys Tyr
1 5 10

<210> 760
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 760

Ile Leu Cys Trp Pro Asp Trp Glu Asp Ala Thr Phe Cys Tyr

1 5 10

<210> 761

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 761

Ile His Cys Trp Pro Asp Trp Glu Asp Phe Asn Ile Cys Pro

1 5 10

<210> 762

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 762

Thr Ile Cys Gly Pro Glu Val Glu Asp Tyr Asn Asp Cys Ile

1 5 10

<210> 763

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 763
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Asp Asp Cys Gly Pro Glu Leu Asp Glu Ser Val Ala Cys Ile

1 5 10

<210> 764

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 764

Asp Asp Cys Trp Pro Asp Trp Glu Asp His Ile Phe Cys Phe

1 5 10

<210> 765

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 765

Val Asn Cys Gly Pro Glu Val Glu Glu Ile Ile Phe Cys Asp

1 5 10

<210> 766

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 766

Ile Phe Cys Trp Pro Asp Trp Glu Asp Asp Thr Val Cys Ile

1 5 10

<210> 767

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 767

Ile Ile Cys Gly Pro Glu Phe Glu Glu Ile Ser Asp Cys Leu

1 5 10

<210> 768

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 768

Phe Asp Cys Gly Pro Glu Val Glu Glu Tyr Asn Asp Cys Asp

1 5 10

<210> 769

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 769

Asn Asp Cys Gly Pro Glu Leu Asp Glu Thr Leu Tyr Cys Ile

1 5 10

<210> 770

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 770

Ala Ile Cys Gly Pro Glu Leu Glu Glu Asp Ile Ser Cys Asn

1 5 10

<210> 771
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 771

His Leu Cys Gly Pro Glu Phe Asp Glu Ser Thr Asn Cys Tyr

1 5 10

<210> 772

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 772

Ser Tyr Cys Gly Pro Glu Leu Asp Glu Ser Val Ala Cys Ile

1 5 10

<210> 773

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 773

Leu Tyr Cys Gly Pro Glu Phe Glu Gln Leu Ala Asp Cys Thr

1 5 10

<210> 774

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 774
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Ile Asp Cys Gly Pro Glu Leu Asp Glu Ser Ile Ala Cys Asn
1 5 10

<210> 775

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 775

Phe Asp Cys Gly Pro Asp Gly Gln Glu Asp Leu Val Cys Asn

1 5 10

<210> 776

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 776

Asn Leu Cys Gly Pro Glu Phe Glu Glu Phe Phe Asp Cys Tyr

1 5 10

<210> 777

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 777
Ser Ile Cys Gly Pro Glu Leu Gln Glu Asp Ile Val Cys Pro
1 5 10
<210> 778
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 778

Asn Pro Cys Gly Pro Glu Tyr Asp Glu Ser Ala His Cys Asp

1 5 10

<210> 779

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 779

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Tyr Tyr Asn Cys Asn

1 5 10

<210> 780

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 780

Val Asp Cys Gly Pro Glu Leu Asp Glu Thr Ile Phe Cys Asp

1 5 10

<210> 781

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 781
Asp Asn Cys Gly Pro Glu Leu Asp Glu Ser Val Thr Cys Thr
1 5 10

<210> 782
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 782

Val Asp Cys Gly Pro Glu Leu Asp Glu Ser Ser Tyr Cys Asp

1 5 10

<210> 783

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 783

Tyr Tyr Cys Gly Pro Glu Phe Glu Phe Ile Asp Phe Cys Phe

1 5 10

<210> 784

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 784

Tyr Asp Cys Trp Pro Asp Trp Glu Val Ile Thr Tyr Cys Asn

1 5 10

<210> 785

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 785
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Phe Asp Cys Gly Pro Glu Ile Glu Glu Asp Phe Phe Cys Val

1 5 10

<210> 786

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 786

Ile Phe Cys Trp Pro Asp Trp Asp Asp Ile Asn Phe Cys Asp

1 5 10

<210> 787

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 787

Asn Phe Cys Gly Pro Glu Leu Pro Glu Asp Ile Thr Cys Tyr

1 5 10

<210> 788

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 788

Ser Leu Cys Gly Pro Glu Phe Glu Glu Tyr Tyr His Cys Leu

1 5 10

<210> 789

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 789

Ala Ser Cys Gly Pro Glu Leu Asp Glu Ser Leu Asp Cys Leu

1 5 10

<210> 790

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 790

Ser Phe Cys Gly Pro Glu Arg Glu Trp Asp Leu Ala Cys Tyr

1 5 10

<210> 791

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 791

His Leu Cys Gly Pro Glu Phe Glu Asp Val Leu Asp Cys Ile

1 5 10

<210> 792

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 792

Leu Asp Cys Gly Pro Asp Gly Asp Glu Phe Tyr Tyr Cys Leu

1 5 10

<210> 793

- 327 -

10-2023-0137301



<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 793

Asp Asn Cys Trp Pro Asp Trp Glu Glu Asp Ile Ala Cys Thr

1 5 10

<210> 794

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 794

Ser Asp Cys Gly Pro Glu Leu Asp Glu Thr Ile His Cys Ile

1 5 10

<210> 795

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 795

Asn Ser Cys Gly Pro Asp Gly Asp Glu Ser Val Asp Cys Leu

1 5 10

<210> 796

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 796
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Asp Leu Cys Gly Pro Glu Leu Asp Glu Ser Thr Leu Cys Ile
1 5 10

<210> 797

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 797

Phe Asp Cys Gly Pro Glu Ser Asp Glu Ser Phe Asn Cys Tyr

1 5 10

<210> 798

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 798

Asp Leu Cys Gly Pro Glu Phe Glu Glu Asp Asp Ile Cys Tyr

1 5 10

<210> 799

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 799
His Ala Cys Gly Pro Glu Phe Glu Glu Asp Thr Tyr Cys Phe
1 5 10
<210> 800
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 800

Ser Asp Cys Gly Pro Glu Leu Asp Glu Ser Val Ala Cys Ile

1 5 10

<210> 801

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 801

Ile Val Cys Gly Pro Glu Leu Pro Glu Asp Tyr Asn Cys Tyr

1 5 10

<210> 802

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 802

Asp Leu Cys Gly Pro Glu Phe Asp Glu Ser Phe Ile Cys Phe

1 5 10

<210> 803

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 803
Tyr Asp Cys Gly Pro Glu Phe Asp Glu Thr Leu Thr Cys Asn
1 5 10

<210> 804
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 804

Tyr Asp Cys Gly Pro Glu Val Glu Glu Ile Val Asn Cys Asp

1 5 10

<210> 805

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 805

Val Phe Cys Gly Pro Glu Ile Glu Asp Asp His Val Cys Ile

1 5 10

<210> 806

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 806

Phe Ile Cys Gly Pro Glu Trp Glu Asp Asp Tyr Ala Cys Ser

1 5 10

<210> 807

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 807
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Asn Phe Cys Gly Pro Glu Phe Asp Glu Ser Val Gly Cys Asn

1 5 10

<210> 808

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 808

Asn Leu Cys Gly Pro Glu Val Glu Glu Ile Leu Ile Cys Asp

1 5 10

<210> 809

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 809

Asp Ser Cys Gly Pro Glu Val Glu Glu Tyr Asp Leu Cys Asn

1 5 10

<210> 810

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 810

Thr Leu Cys Gly Pro Glu Phe Glu Glu Ile Thr Asp Cys Asn

1 5 10

<210> 811

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 811

Thr Val Cys Gly Pro Lys Met Glu Met Asn Ser Thr Cys Asp

1 5 10

<210> 812

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 812

Val His Cys Trp Pro Asp Trp Glu Asp Ala Val Ser Cys Asn

1 5 10

<210> 813

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 813

Asp Leu Cys Gly Pro Asp Gly Asn Glu Leu Asp Phe Cys Phe

1 5 10

<210> 814

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 814

Asp Leu Cys Gly Pro Asp Gly Glu Glu His Tyr Tyr Cys Asp

1 5 10

<210> 815
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 815

Phe Asn Cys Gly Pro Glu Val Glu Glu Ile Leu Leu Cys Thr

1 5 10

<210> 816

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 816

His Tyr Cys Gly Pro Glu Val Glu Asn Ile Asn Asp Cys Ile

1 5 10

<210> 817

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 817

Ile Asp Cys Gly Pro Glu Leu Asp Glu Ser Val Ile Cys Asp

1 5 10

<210> 818

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 818
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Ile Phe Cys Gly Pro Glu Ile Glu Gln Pro Ala Leu Cys Tyr
1 5 10

<210> 819

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 819

Tyr Asp Cys Gly Pro Glu Phe Gln Glu Asp Leu Val Cys Pro

1 5 10

<210> 820

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 820

His Ala Cys Trp Pro Asp Trp Glu Glu Pro Asn Tyr Cys Asp

1 5 10

<210> 821

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 821
Asn Val Cys Trp Pro Asp Trp Glu Glu Asp Tyr Asn Cys Tyr
1 5 10
<210> 822
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 822

Ser Phe Cys Gly Gln Glu Leu Gly Asp Asn Tyr Asp Cys Ile

1 5 10

<210> 823

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 823

Asp Asp Cys Gly Pro Glu Leu Asp Glu Thr Thr Val Cys Tyr

1 5 10

<210> 824

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 824

Asn Phe Cys Gly Pro Glu Trp Glu Val Ala Thr Leu Cys Leu

1 5 10

<210> 825

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 825
Asp Leu Cys Gly Pro Glu Val Glu Glu Asp Thr Tyr Cys Asn
1 5 10

<210> 826
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 826

Ala Leu Cys Gly Pro Glu Val Glu Gln Val Asp Leu Cys Thr

1 5 10

<210> 827

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 827

Asp Asp Cys Gly Pro Glu Leu Asp Glu Ser Val Asn Cys Asn

1 5 10

<210> 828

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 828

Ile Phe Cys Gly Pro Glu Phe Glu GIn Ile Ile Tyr Cys Asp

1 5 10

<210> 829

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 829
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S S5l

Ser Asp Cys Trp Pro Asp Trp Glu Glu Val Tyr Tyr Cys Ser

1 5 10

<210> 830

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 830

Phe Phe Cys Gly Pro Asp Gly Asp Glu Val Ala Ile Cys Asp

1 5 10

<210> 831

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 831

Asp Asp Cys Trp Pro Asp Trp Glu Asp Asp Val Tyr Cys Tyr

1 5 10

<210> 832

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 832

Tyr Asp Cys Gly Pro Glu Phe Asp Glu Thr Val Val Cys Pro

1 5 10

<210> 833

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 833

Ser Tyr Cys Gly Pro Glu Leu Asp Glu Ser Val Asn Cys Val

1 5 10

<210> 834

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 834

Ala Phe Cys Val Ser Phe Gln Gln Ser Leu Pro His Cys Asp

1 5 10

<210> 835

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 835

Val Asn Cys Gly Pro Glu Val Glu Glu Tyr Phe Val Cys Phe

1 5 10

<210> 836

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 836

Thr Asn Cys Trp Pro Asp Trp Glu Glu Asp Phe Ala Cys Val

1 5 10

<210> 837
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 837

Asp Asp Cys Gly Pro Glu Phe Glu Glu Ile Ile Leu Cys Phe

1 5 10

<210> 838

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 838

Asn Ser Cys Gly Pro Glu Leu Glu Asp Tyr His Leu Cys Pro

1 5 10

<210> 839

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 839

Ile His Cys Gly Pro Asp Ser Asp Gly Phe Asp Phe Cys Asp

1 5 10

<210> 840

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 840
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Phe Asp Cys Gly Pro Glu Leu Glu Glu Asp His Leu Cys Phe
1 5 10

<210> 841

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 841

Thr Val Cys Trp Pro Asp Phe Glu Glu Tyr Ala Asp Cys Asp

1 5 10

<210> 842

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 842

Tyr Phe Cys Trp Pro Asp Trp Glu Glu Ala Ala Asp Cys Leu

1 5 10

<210> 843

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 843
Val Ser Cys Gly Pro Glu Phe Asp Glu Ser Val Asp Cys Ile
1 5 10
<210> 844
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 844

Ala Val Cys Gly Pro Glu Leu Pro Glu Asp Ile Val Cys Tyr

1 5 10

<210> 845

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 845

Val Leu Cys Gly Pro Glu Val Glu Glu Tyr His Leu Cys Ala

1 5 10

<210> 846

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 846

Ser Leu Cys Trp Pro Asp Trp Glu Glu Val Asp Asn Cys Phe

1 5 10

<210> 847

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 847
Thr Ile Cys Gly Pro Asp Gly Gln Glu Asp Tyr Asn Cys His
1 5 10

<210> 848
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 848

Phe Leu Cys Gly Pro Glu Gly Glu Pro Thr Tyr Leu Cys Thr

1 5 10

<210> 849

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 849

Asp Asp Cys Trp Leu Glu Gln His Asp Ile Tyr Val Cys Ala

1 5 10

<210> 850

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 850

Ile Phe Cys Gly Pro Glu Val Glu Glu Val Ala Phe Cys Phe

1 5 10

<210> 851

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 851
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Ala Leu Cys Gly Pro Glu Val Glu Asp Asp Tyr Asp Cys Leu

1 5 10

<210> 852

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 852

Asp Asp Cys Gly Pro Glu Ile Glu Leu Tyr Leu Thr Cys Ala

1 5 10

<210> 853

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 853

Thr Asp Cys Trp Pro Asp Trp Glu Asp Asp Ser Ile Cys Asp

1 5 10

<210> 854

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 854

Ser Ile Cys Gly Pro Glu Leu Glu Glu Ile Phe Leu Cys Asn

1 5 10

<210> 855

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 855

Asn Asp Cys Gly Pro Glu Leu Glu Glu Asp Ile Leu Cys Phe

1 5 10

<210> 856

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 856

Asp Asp Cys Gly Pro Glu Leu Asp Glu Thr Tyr Ser Cys Tyr

1 5 10

<210> 857

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 857

Phe Val Cys Gly Pro Glu Trp Glu Glu Ile Asp Leu Cys Ile

1 5 10

<210> 858

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 858

Tyr Asp Cys Gly Pro Glu Leu Asp Glu Ser Leu Ser Cys Pro

1 5 10

<210> 859
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 859

Asn Leu Cys Gly Pro Glu Leu Asp Glu Ser Ile Ile Cys Pro

1 5 10

<210> 860

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 860

Ile Asp Cys Trp Pro Asp Trp Glu Glu Phe Asn Asn Cys Phe

1 5 10

<210> 861

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 861

Ala Tyr Cys Gly Pro Glu Leu Glu Glu His Asp Tyr Cys Tyr

1 5 10

<210> 862

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 862
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Asp Asp Cys Ser Pro Gln Phe Asp Gln Ile Asp Leu Cys Asp
1 5 10

<210> 863

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 863

Ser Tyr Cys Gly Pro Glu Ser Asp Glu Ser Ile Tyr Cys Tyr

1 5 10

<210> 864

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 864

Ser Leu Cys Gly Pro Glu Phe Gln Glu Asp Ala Pro Cys Asn

1 5 10

<210> 865

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 865
Asp Ala Cys Gly Pro Glu Leu Asp Glu Thr Thr His Cys Asp
1 5 10
<210> 866
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 866

Asn Asp Cys Gly Pro Glu Val Glu Glu Val Ala Asp Cys Phe

1 5 10

<210> 867

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 867

Tyr Ile Cys Gly Pro Glu Phe Glu Gln Asp Tyr Phe Cys Phe

1 5 10

<210> 868

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 868

Thr Asp Cys Gly Pro Asp Gly Asp Glu Thr Asn Tyr Cys Phe

1 5 10

<210> 869

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 869
Tyr Asp Cys Gly Pro Glu Val Asp Glu Ser Val Leu Cys Pro
1 5 10

<210> 870
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 870

Ile Asp Cys Gly Pro Glu Phe Asp Glu Ser Ala Tyr Cys Thr

1 5 10

<210> 871

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 871

Phe Asp Cys Gly Pro Glu Phe Glu Glu Phe Phe His Cys Tyr

1 5 10

<210> 872

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 872

Phe Pro Cys Gly Pro Glu Ile Glu Glu Tyr Asp Tyr Cys Val

1 5 10

<210> 873

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 873

- 349 -

10-2023-0137301



Ala Asp Cys Gly Pro Ile Phe Glu Ser Ile Asp Ile Cys Val

1 5 10

<210> 874

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 874

Ile Ser Cys Gly Pro Asp Leu Trp Pro Thr Asp Ile Cys Thr

1 5 10

<210> 875

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 875

Asp Asp Cys Gly Pro Asp Gly Asp Glu Val His Thr Cys Asn

1 5 10

<210> 876

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 876

Ile Asp Cys Trp Pro Asp Trp Glu Gly Ser Phe Ala Cys Asn

1 5 10

<210> 877

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 877

Leu Asn Cys Gly Pro Asp Gly Asp Glu Thr Phe Tyr Cys Asp

1 5 10

<210> 878

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 878

Ile His Cys Gly Pro Glu Leu Gly Ala Tyr Ile Ser Cys Ser

1 5 10

<210> 879

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 879

Thr Ile Cys Trp Pro Asp Trp Glu Glu Asp Tyr Phe Cys Tyr

1 5 10

<210> 880

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 880

His Ser Cys Leu Ala Gln Phe Asp Gln Asp Leu Val Cys Ile

1 5 10

<210> 881
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 881

Asn Asn Cys Ala Ser Asp Leu Ser Glu Asp Asn Ser Cys Ile

1 5 10

<210> 882

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 882

Val Asn Cys Trp Pro Asp Trp Glu Glu Asp Val Ala Cys Asn

1 5 10

<210> 883

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 883

Val Tyr Cys Gly Pro Glu Leu Asp Glu Ser Phe Tyr Cys Phe

1 5 10

<210> 834

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 884
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Leu Phe Cys Gly Thr Val Leu Asp Glu Phe Phe Asp Cys Asp
1 5 10

<210> 885

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 885

Phe Asp Cys Gly Pro Glu Leu Asp Glu Ser Val Ser Cys Ala

1 5 10

<210> 886

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 886

Tyr Tyr Cys Gly Pro Glu Val Glu Glu Asn Val Tyr Cys Ile

1 5 10

<210> 887

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 887
Asp Tyr Cys Gly Pro Glu Leu Asp Asp Ser Thr Ile Cys His
1 5 10
<210> 888
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 888

Val Phe Cys Gly Pro Gln Trp Ala Glu Ala Asn Ala Cys Phe

1 5 10

<210> 889

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 889

Phe Thr Cys Gly Pro Glu Tyr Asp Glu Ser Ile Thr Cys Pro

1 5 10

<210> 890

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 890

Leu Asn Cys Gly Pro Val Asn Asp Glu Ser Ser Val Cys Ile

1 5 10

<210> 891

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 891
Ala Ile Cys Trp Pro Asp Trp Glu Glu Phe Ser Asp Cys His
1 5 10

<210> 892
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 892

Tyr Tyr Cys Gly Val Asp Leu Gly Ala Asn Val Tyr Cys Tyr

1 5 10

<210> 893

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 893

His Tyr Cys Gly Pro Glu Val Glu Glu Asp Tyr His Cys Asp

1 5 10

<210> 894

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 894

Asn Asp Cys Gly Ser Leu GIn Tyr Asp Ile Pro Thr Cys Val

1 5 10

<210> 895

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 895
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Tyr Val Cys Arg Pro Gln Leu Asp Val Tyr His Tyr Cys Asn

1 5 10

<210> 896

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 896

His Asp Cys Gly Pro Asp Gly Asp Glu Ser Ile Ile Cys Ser

1 5 10

<210> 897

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 897

Phe Asp Cys Gly Pro Glu Leu Asp Glu Thr Ile Ile Cys Pro

1 5 10

<210> 898

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 898

Val Asp Cys Gly Ser Asp Arg Gly Glu Asn Ala Ala Cys His

1 5 10

<210> 899

<211> 14

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 899

Asn Ile Cys Leu Ala Gln Phe Asn Glu Asp Pro Thr Cys Asn

1 5 10

<210> 900

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 900

Thr Asn Cys Gly Ser Lys Ser Gln Val Ser Asp His Cys Ile

1 5 10

<210> 901

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 901

Asn His Cys His Pro Gln Phe Trp Glu Leu Thr Asn Cys Asn

1 5 10

<210> 902

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 902

Leu Leu Cys His Pro Gln Gly Asp Leu Tyr His Leu Cys His

1 5 10

<210> 903
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<211> 14
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 903

Thr Asn Cys Asp Ser Lys Leu Glu Gly Asp Asp Asn Cys Phe

1 5 10

<210> 904

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 904

Asn Asp Cys Gly Pro Glu Met Asp Glu Ser Leu Leu Cys Asp

1 5 10

<210> 905

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 905

Phe His Cys Gly Pro Glu Val Asp Glu Ser Ile Asn Cys Asn

1 5 10

<210> 906

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 906

- 358 -

10-2023-0137301



Asp Phe Cys Gly Pro Asp Gly Asp Glu Thr Tyr Val Cys Ser
1 5 10

<210> 907

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 907

Val Ser Cys Gly Pro Gln Phe Asp Glu Asn Asn Thr Cys Asn

1 5 10

<210> 908

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 908

Val Tyr Cys His Leu Glu Ser Glu Gln Phe Asp Ile Cys Ile

1 5 10

<210> 909

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 909
Asp Asp Cys Gly Pro Glu Trp Glu Phe Val Phe Phe Cys Asp
1 5 10
<210> 910
<211> 14
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 910

Tyr Asn Cys Glu Gln Gln Gln Asp Glu Asp Pro Ser Cys Ile

1 5 10

<210> 911

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 911

Asn Thr Cys Gly Thr Glu Gln His Glu Phe Asn Gly Cys Leu

1 5 10

<210> 912

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 912

His Pro Cys Gln Pro Gly Phe Glu Glu Val Asp Tyr Cys Val

1 5 10

<210> 913

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<400> 913
Val Ala Cys Ser Arg Gln Leu Gly Glu Asp Ala Tyr Cys Asn
1 5 10

<210> 914
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<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 914

Asp Ile Cys Gly Ala Gln Glu Val His Val Tyr Thr Cys Pro

1 5 10

<210> 915

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 915

Phe Phe Cys Glu Gly Asn Leu Asp Ala Tyr Leu Leu Cys Leu

1 5 10

<210> 916

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 916

Tyr Tyr Cys Gly Pro Asp Gly Glu Glu Asn Ile Val Cys Asp

1 5 10

<210> 917

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<400> 917
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Gly Ser Gly Gly Ser

1 5

<210> 918

<211> 4

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 918

Gly Gly Gly Ser

1

<210> 919

<211> 5

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 919

Gly Gly Gly Gly Ser

1 5

<210> 920

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<400> 920

Gly Ser Ser Gly Gly Ser

1 5

<210> 921

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

. Synthetic

. Synthetic

. Synthetic

. Synthetic
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peptide

<400> 921

Gly Gly Gly Gly Ser Gly Gly Gly Ser

1 5

<210> 922

<211> 9

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221>

SITE

<222> (1)..(9)

<223> This sequence may encompass 1-3 "Gly Gly Ser"
repeating units

<400> 922

Gly Gly Ser Gly Gly Ser Gly Gly Ser

1 5

<210> 923

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 923

Gly Gly Gly Gly Ser Leu Ser Gly Arg Ser Asp Asn His Gly Ser Ser

1 5 10 15

Gly Thr

<210> 924
<211>
26
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide

<400> 924

Gly Gly Gly Gly Ser Ser Gly Gly Ser Gly Gly Ser Gly Leu Ser Gly

1 5 10 15
Arg Ser Asp Asn His Gly Ser Ser Gly Thr
20 25
<210> 925
<211> 8
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<400> 925

Ala Ser Gly Arg Ser Asp Asn His

1 5

<210> 926

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 926

Leu Ala Gly Arg Ser Asp Asn His

1 5

<210> 927

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 927

Ile Ser Ser Gly Leu Ala Ser Gly Arg Ser Asp Asn His

1 5 10
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210> 928

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 928

Ile Ser Ser Gly Leu Leu Ala Gly Arg Ser Asp Asn His

1 5 10

<210> 929

<211> 8

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 929

Leu Ser Gly Arg Ser Asp Asn His

1 5

<210> 930

<211> 13

<212> PRT
<213

> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 930

Ile Ser Ser Gly Leu Leu Ser Gly Arg Ser Asp Asn Pro

1 5 10

<210> 931

<211> 13

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 931
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SIEdd

Ile Ser Ser Gly Leu Leu Ser Gly Arg Ser Asp Asn His
1 5 10

<210> 932

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 932

Leu Ser Gly Arg Ser Asp Asn His Ser Pro Leu Gly Leu Ala Gly Ser

1 5 10 15

<210> 933

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 933

Ser Pro Leu Gly Leu Ala Gly Ser Leu Ser Gly Arg Ser Asp Asn His

1 5 10 15

<210> 934

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 934

Ser Pro Leu Gly Leu Ser Gly Arg Ser Asp Asn His

1 5 10

<210> 935

<211> 16

<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 935

Leu Ala Gly Arg Ser Asp Asn His Ser Pro Leu Gly Leu Ala Gly Ser

1 5 10 15

<210> 936

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 936

Leu Ser Gly Arg Ser Asp Asn His Val Pro Leu Ser Leu Lys Met Gly

1 5 10 15

<210> 937

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 937

Leu Ser Gly Arg Ser Asp Asn His Val Pro Leu Ser Leu Ser Met Gly

1 5 10 15

<210> 938

<211> 6

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> SITE

<222> (1)..(6)

<223> This sequence may encompass 1-3 "Gly Ser"

repeating units
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<400> 938

Gly Ser Gly Ser Gly Ser

1 5

<210> 939

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> SITE

<222> (1)..(15)

<223> This sequence may encompass 1-3 "Gly Ser Gly Gly Ser"

repeating units

<400> 939

Gly Ser Gly Gly Ser Gly Ser Gly Gly Ser Gly Ser Gly Gly Ser

1 5 10 15

<210> 940

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> SITE

<222> (1)..(12)

<223> This sequence may encompass 1-3 "Gly Gly Gly Ser"
repeating units

<400> 940

Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser

1 5 10

<210> 941
<211> 15
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> SITE

<222> (1)..(15)

<223> This sequence may encompass 1-3 "Gly Gly Gly Gly Ser"
repeating units

<400> 941

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser

1 5 10 15

<210> 942

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> SITE

<222> (1)..(18)

<223> This sequence may encompass 1-3 "Gly Ser Ser Gly Gly Ser"
repeating units

<400> 942

Gly Ser Ser Gly Gly Ser Gly Ser Ser Gly Gly Ser Gly Ser Ser Gly

1 5 10 15

Gly Ser

<210> 943

<211> 28

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<400> 943

Gly Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Ile Ser Ser Gly Leu

- 369 -

10-2023-0137301



ZIHSd 10-2023-0137301

Leu Ser Gly Arg Ser Asp Asn His Gly Gly Gly Ser

20 25
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