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Viruskappeprotein

SAMMENDRAG 1772-86

Rekombinante kappeproteiner af det ztiologiske agens for erhvervet

imnundefektsyndrom (AIDS) er nyttige til diagnose og terapi af AIDS.
De fremstilles ved, at proviralt DNA overiferes til en vartscelle ef-
ter manipulation 1 en ekspressionsvektor, som danner kappeproteinet.
Proteinerne kan ogsd anvendes ved en fremgangsmide til test af men-

neskeblod for tilstedevarelsen af antistoffer mod AIDS-viruset.
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FIGURE 1 1772-8%6

ATTCTGCAACAACTGCTGTTTATCCATTTTCAGAAT TGGGTGTCGACATAGCAGAATAGGCGTTACTCG
ACAGAGGAGRGCARGAARTGGAGCCAGTAGATCCTAGACTAGAGCCCTGGARGCATCCAGGARAGTCAGC
CTAAARCTGCTTGTACCAATTGCTATTGTAARARGTGTTGCTTTCATTGCCAAGTTTGTTTCATAACAA
AAGCCTTAGGCATCTCCTATGGCAGGARGAAGCGGAGACAGCGACGAAGACCTCCTCAAGGCAGTCAGA
CTCATCAAGTTTCTCTATCAAAGCAGTARGTAATACATGTAATGCARCCTATACAAATAGCAATAGTAG
CATTAGTAGTAGCAATAARTAATAGCAATAGTTGTGTGGTCCATAGTAATCATAGAATATAGGAAAATAT
TAAGRCAAAGARARATRGACAGGTTARTTGATAGACTARTAGAARGAGCAGAAGACAGTGGCAATGAGA
GTGARGGAGAAATATCAGCACTTGTGGAGATGGGGGTGGAGATGGGGCACCATGCTCCT TGGGATGTTG
ATGATCTGTAGTGCTACAGAARRATTGTGGGTCACAGTCTAT TATGGGGTACCTGTGTGGAAGGARGCA
ACCACCACTCTATTTTGTGCATCAGATGCTAARGCATATGATACAGAGGTACATAATGTTTGGGCCACA
CATGCCTGTGTACCCACAGACCCCAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAAATTTTAAC
ATGTGGRARAATGACATGGTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCARAGCCTARAG
CCATGTGTARARTTAACCCCACTCTGTGTTAGT TTAAAGTGCACTGATTTGAAGAATGATACTAATACC
AATAGTAGTAGCGGGAGAATGATAATGGAGAAAGGAGAGATAAAARACTGCTCTTTCAATATCAGCACA
AGCATARGAGGTAAGGTGCAGAAAGAATATGCATTTTTTTATAAACTTGATATAATACCAATAGATAAT
GATACTACCAGCTATACGTTGACAAGTTGTAACACCTCAGTCATTACACAGGCCTGTCCARAGGTATCC
TTTGAGCCAATTCCCATACATTATTGTGCCCCGGCTGGTTTTGCGATTCTARAATGTAATAATARGACG
TTCARTGGARCAGGACCATGTACAARTGTCAGCACAGTACAATGTACACATGGAATTAGGCCAGTAGTA
TCARCTCAARCTGCTGTTAAATGGCAGTCTAGCAGARGAAGAGGTAGTAATTAGATCTGTCAATTTCACG
GACAATGCTAAARCCATAATAGTACAGCTGAACACATCTGTAGAAATTAATTGTACAAGACCCAACAAC
AATACAAGARAAARAATCCGTATCCAGAGGGGACCAGGGAGAGCATTTGTTACAATAGGAAAAATAGGA
RATATGAGACRAGCACATTGTAACATTAGTAGAGCAAAARTGGARTGCCACTTTAAAACAGATAGCTAGC
ARATTAAGAGAACARTTTGGAAATAATAAARCAATAATCTTTAAGCAATCCTCAGGAGGGGACCCAGAR
ATTGTAACGCACAGTTTTAATTGTGGAGGGGAATTT TTCTACTGTAATTCAACACAACTGTTTAATAGT
ACTTGGTTTAATAGTACTTGGAGTACTGAAGGGTCAAATAACACTGARAGGAAGTGACACAATCACACTC
CCATGCAGAATAARACAATTTATAARCATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATC
AGCGGACAAATTAGATGTTCATCARATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAAC
AATGGGTCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAR
TATRARGTAGTARARATTGAACCATTAGGRGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGA
GAARAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAARTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAAT
TTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATCARGCAGCTCCAG
GCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTGGGGATTTGGGGTTGCTCTGGA
AARCTAATTTGCACCACTGCTGTGCCTTGGAATGCTAGTTGGAGTAATAAATCTCTGGARCAGATTTGG
AATCACACGACGTGGATGGAGTGGGACAGAGAAATTAACAATTACACAAGCTTAATACACTCCTTAATT
GAAGAATCGCARARCCAGCAAGAAAAGAATGAACARGAATTATTGGAATTAGATAAATGGGCARGTTTG
TGGAATTGGTTTAACATARCARATTGGCTGTGGTATATAAAATTATTCATAATGATAGTAGGAGGCTTG
GTAGGTTTAAGAATAGTTTTTGCTGTACTTTCTGTAGTGARTAGAGTTAGGCAGGGATATTCACCATTA
TCGTTTCAGACCCACCTCCCARTCCCGAGGGGACCCGACAGGCCCGAAGGAATAGAAGAAGAAGGTGGA
GAGAGAGACAGAGACAGATCCATTCGATTAGTGAACGGATCCT TAGCACTTATCTGGGACGATCTGCGG
AGCCTGTGCCTCTTCAGCTACCACCGCTTGAGAGACTTACTCTTGATTGTAACGAGGATTGTGGAACTT
CTGGGACGCAGGGGGTGGGARGCCCTCARATATTGGTGGAATCTCCTACAATATTGGAGTCAGGAGCTA
ARGARTAGTGCTGTTAGCTTGCTCAATGCCACAGCTATAGCAGTAGCTGAGGGGACAGRTAGGGTTATA
GAAGTAGTACAAGAAGCTTATAGAGCTATTCGCCACATACCTAGAARGAATAAGACAGGGCT TGGAARGG
ATTTTGCTATAAGATGGGTGGCARGTGGTCARARAGTAGTGTGGTTGGATGGCCTGCTGTAAGGGARAG
AATGAGACGAGCTGAGCCAGCAGCAGATGGGGTGGGAGCAGCATCTCGAGA
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FIGURE 2 (3 pages) 1772'85
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