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i
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A P
wEba, A7) Ak NQOL B4 7B =(siRNA A 8-S X3 shRNA, A EWE 2)7F HIF-1a 9 @A
A HAE Fl HIF-1a F4 F84 T8 e &= vis vepdo.

AAd 5. NQO1 4 7FEHULEIE7F FY ARl vAE 9% £4

BOWRAEE NOL 4 FEUSEE(iRA AQE EFEE shRVA, AAWE 2)d olg N0l wad FE 7
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= T
S Z38FE shRNA, A9 3 2) Ao 93 o AF AxES B=ec).

7 AF, & 50 YR vk} el NQOL ¥& 7S E = (siRNA A G-S ¥ FEHE shRNA, A d¥E 2)d] o)
& AFo] tags #EsGT.

wEbAd A7) A= NQO1 ¥4 wE U QEI=(siRNA MBS E338HE shRNA, MEWE 2)7F HIF-1a ©@F o}
AR #2A2E B dZY AFE gaol 9gS vHS YeRhdn.

= oo NQO1e] WS 9AstE siRNA HEE shRNASH 22 NQO1 %3 wEHQE S e NQOls A A
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k1
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Number Nucleotide sequencs
1 GCAGCCUCUUUGACUAAACUTT
¢ BB HUAB 2 GGACCUCUAUGCCAUGAACUUTT

NQO1 (S

3 AGCCGCAGACCUUGUGAUAUUTT
Beactin e 0 A e - 4 CUGGUUUGAGCGAGUGUUCAUTT

] CCGUACACAGAUACCUUGATT
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5'-TCGAGGCCGTACACAGAACCTTGATTCAAGAGATCAAGTTCTGTGTACGGTTTTTTACGCGTA-3'
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3 =130 kDa
@B RKO/pshCont cells HF-tamycHis;,  mme -
3 RKO/pshNQO1 cells woot [ -
Pactn EEEEN SwSwee
CHK CHX

-
o
I

mMRNA (HIF-1c)
(=]
e,

% of HIF-1x

0.0 —
%0, 20 05

Time (hour)

_11_



Ry
B RKOpshCont cells BB RKO/pshCont cells B RKOpshCont cells
2 RKOpshNQO1 colls 2 RKO/pshNGO1 cells E2 RKOpshNGO1 cells
P<0.00
L L 15 P<0.05 1001 P<0.01
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X 2 ¥ 104 I
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e 10 % 5 ‘E
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" 2000~
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= 1000-
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€ °8
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<110> Inha University Research and Business Foundation
<120> Compositions for Treating or Preventing Cancer Comprising
Expression or Activity Inhibitors of NQO1
<130> 101-207p
<160> 2
<170> KoPatentIn 3.0
<210> 1
<211> 21
<212> RNA
<213> Artificial Sequence

<220><223> NQO1 siRNA
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<400> 1

ccguacacag auaccuugat t 21
<210> 2

<211> 63

<212> RNA

<213> Artificial Sequence
<220><223

> NQO1 shRNA

<400> 2
tcgaggceccgt acacagaacc ttgattcaag agatcaagtt ctgtgtacgg ttttttacge 60
gta 63
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