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A AA R AgE d8dS e Aoz dHA vk, PG S AL Fo A A EoA HHEL, WARA b

L3t AB/A EE WARA IZ ot gk disiAE 3 AR FTh. PSMG3 ©HEe M
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271 POMG3 ©lE& PAC3, WE CTorf482% FEAE 4 dom, ol7tolr GenBank Accession No.
XM_024446976.1, NM_001134340.1, Hi= NM_032302.39] W E= MEdE Egshs datozie 953
g A 4= 9k, A7) PSNG3 ©h A2 Q17 A GenBank Accession No. XP_024302744.1, NP_001127812.1, %
+ NP_115678.1, AAH27171.1, AAH04308.1, AAH04308.1, ¥+ UniProtKB Accession No. Q9BT73, Q96PY0L] o}v]
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olontAE 2w,

FAHoR, OAEF 2ye] PANS FABL, 0, 1, 5, 24417 F wud wd el wstel whet vl
4L o9 FesEclusten) . ERAAG. B A4E £ 19 vehhgdn 6Hel FosE F Agkel A
= [e:

of wat wEzko] AWHo g Fadhs Feay 43 AUEAT)

e 2H 4 4?‘&% 12370¢] il ALY J]E% F 24A]3F0] A Folkm o] AEHHow Fachs
ps A

who] omkA 2 A ejslch,

ORI
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ro,
.
w2
=
C)
mlo

AN 2. BALE 9 Zo] wE PMG3 mRNAS] 2E #3} B}

AL 1ol A A= PSNG3 o] AR o] wholempAR Ylgsh=A] o g ety] SsiM, A eiAl R
AL AR 5 PSMG3 mRNAS] 2@ WslE RT-PCRS B3] #28gict.

TAAo R, HNHFEF(lymphoblastoid cell line)¥ GM10860 A% Coriell Cell Repositories (NJ, US
AolA 2 wdth, Y 2 NEFE 2uM L-2FEY 15% A8 HA &2 FBS(fetal bovine serum)©]
H RPMI 1640 wjX|o|l A F-FAlA 175 Fek=FoA HFH8 FeH= 0] gstsit.

A7) dMA EF0] X-RAD 320 Biological X-Ray Irradiator (Precision X-Ray, Inc., CT, USA)Z= 2GyAl=

T 1, 5, 2477 Fol AE"E sklth. &, féO“H]ﬁzoﬂ 0, 0.25, o 5,1, 2, 4, 8Gy AFe
of MEHS U AV MELE AEFel tiste], 0.01% Triton X-100, ¢ =
Z oA A8l A Zre| &M (complete protease inhibitor cocktail solution)¥} 1%
PMSF (phenylmethylsulfonyl fluoride)”} 3¥3te PBS B|{HE AF&3}e] AME 3)Eo 5% 33 200 T=H B
=322 (probe type sonication) HAE F3 WA 2AS g dwd FHNE AUt

o=
&

A7) Sl g doA G A ARSEE FAE WHE F3 F RNAE FEIUT. F24 RNAE
260/280 nmol| 4] 1.95¢]4F, 260/230nmel A 1.20]4e] === AA St A3 nRNA 1ugl ZH-E cDNAZS &
A5zl 98l, A A1E mRNA 1ug°i~‘er1 High Capacity RNA-to-cDNA Kit (Applied Biosystems, USA)ol 7]&%
WS o] 835te] 20119 cDNAE FASHATE. 71E AFEWHS 1019 2X RT ¥H, 1ul9 20X Enzyme mix, 1u
g total RNAS 9 pl7kA &sle] W& A4S FASIL FF F97F 200 17F H%ES nuclease-free 0%
ATk, 37Tl A 6047 EAaES ¥ 95ToA 57 vE&A A 9F FAlo] 4TolA FAE DNAFAS &
Ak 2 FAA HAE A PRE w7l A7bA] $H3E oDNAE -15 WAl 25T 31 s alel] A%s
AH&-3Fd Tt
cDNA A 3, PSMG3(NM_032302.3)¢] =#fol™ X(dWek: 5'-ttggtgatatcgaagcagaa-3', GWe: 5'-
ttgagacacaaacgctacca-3'; 249497bp)S AFE3SF] 94T 48 1 AFolE, 94T 30x% ¢ 57C 50% ¢ 72T 1% 27
AbolE, 72°C 104 1AMO] 22 PRE 33k th. PCRE &3l Folxl PCR AHES 2% o7k e AoA H7|Ys
sto] mRNAS] S 18T,

°¥

w3

1o

2= HMAEZF GM1I08600] xAE 2Gy FAFSEaL 0, 4, 9, 24X)17F %9 PSMG3 mRNA &S RT-PCRE 3H¢13H
of ule} PSMG3 mRNAS] wh& ko] A

5 32 JAMEF GMI0860°] xS 0, 0.25, 0.5, 1, 2, 4, 8Gy AFo g FAFSt 9A]7F 2] PSMG3 mRNA 2+
&S RT-PCR= 213 Zyjojt}.

% 3o vpEhd vheh gol, 2Rl Wel AEelA xHS TARE Mol wlalske] PGS nRNAS] o] A
How gashe 2 Felshet
webd, PSNG3 mRNAL AR Al A% u mAb A7kl wlElshe] WRFel ARHo pastt AL & & 9
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PSMG3 hij o] whabd

A, Ry
HEY AuE BAL0

=

=

gl

r

fl
=

oM

w2 W3tE Hrlslhy] YsiA, & dEFEAUE ol &t HElel=E9
3= v FA] A (Label free quantitation: LFQ)S =3 A

TAA o RE, ZrEoAl/E2TtebA] A Al ZtH Aol F7hE M $-#HoF 100 1E o83t 1x10 ¢ AEE
A2 F 50mM HE] S E o] E(dithiothreitol) 2 37TolA o33 AFS FAA AT o] F 55mM 2. =obA
Eolr = (jodoacetamide) 2 ol gl F3oA LAl HE F3P3 F Homl HELQLEFHoOER HaZ
(quenching)S 433 tt. 50mM B4 42+ (ammonium bicarbonate)g 800 ml7FA] F=71sle] @izl >
HolAl = 25:19] H|&R2 AHZstaL 37ColA 0/NeZ F3E Tttt sl ¥ 10% 284S o] &3to] 1t
S FAA71aL C18 JA &9 FFEE| A (reverse phase desalting cartridge)S o] &3to] BdS F3sdT}.
god Jeol=s= e Ax7](Speed Vac)E ol &sto] x3g F 0.1% XFNC2 HALCMS 242 35t
o}, MSHH]E= Q-Exactive Plus BioPharm version (Thermo, USA)&, LCE UltiMate™ 3000 RSLCnano System
(Thermo, USA)E AM&3F o™ FElol= AR 4pl1¥ F93te] 300 pl/min® F% 2% NanolCe As¥ o]
E=l A7 #A417](Ton trap mass spectrometer)® A4S 33}tk LCE Solution A (5% oFHEUEH,
0.1% EE4H) ¢ solution B (95% o HEUEZ, 0.1% TE2H ] v% o) 12088 E3ste] F 1508 5 &
gt ARgshE A AR AQUA C18 (um, 1254)& SX¢ WAZA 75um, 1474 360um, Ze] 50cm fused
silica capillary colum& AF&3te] Felol= EFAE FEsqlth. 8l® FElo] =+ 2000V Electrospray
ionization voltages ©]&3}e] o]& FAIH ol W&E7I= W74 20 um Ef o] x3xgo] WE7|
(tappered ion spray emitter)E& 3] AFEA7IE FYste] ~FAEZH doHE F533t. HEH
(Orbitrap) MS #2432 400~2000 m/z B9l thal] o] E MSZ 1He] AMuo] 270 (survey scan) (resolution
30,000) %9l Higher energy collision dissociation (HCD, 25% energy level) W2l& o]&3sle] QHIER NSE
o]8, 89 MS/MS (resolution 60,000) 41 33} tk. 5:9] dynamic exclusion optione &3l F5%
FElol= o] AES HAsIEE. o] EF| Auto gain control target setting= Full MSel A+
3E04E, FT MS/MSell tisliAl= 2E5S AR&sklth. &5k RAW A& Sequest &irE]s 7]uke] dolE wo]~ &
A A~ZE ]9l Proteome Discoverer (Thermo, USA, version 2.2)Z o]&3lo] A B4 2 n|gx HF B2
S Y. Al=HCQl (Cysteine)olE cysteine carbamidomethylation2 A3k (fixed modification)2
@ stal, WE 2 (methionine)@] oxidations Variable modification®@ <33} tt. Trypsin miss
cleavage= “17 32 ©]&3} sequence databasei= Al swissprot sequence DBE A3} WA AHHS
A FAefol= o] AEE o] &3 AFEAS TS, FAHF HAES Uniprot accession numberE

query® AF&3}o] Database for Annotation, Visualization and Integrated Discovery (DAVID) v6.7

1

ofo fft

ol
38

(http://david.abcc.nciferf.gov)= ©]&, gene ontology (GO)E AIE Ad¥(cellular component), ®AF 7]%
2 AESE FAo A EolE thaew EAE% oW Perseus(http://www.perseus—framework.org) S ©]-&3}o]

3]E W(heat map) & F}2HY FA3} Volcano plot 4S5 a3},

A3 23, &7 % 1o AR 9F 5 ARE Atel] whE PONGS o ©id 2d ARge WERAAT. PSMG3
T A 33 24t A2 ghel Fotelrt.

B

26y % A3 043¢ 11 5413t DR
PSMG3 v & 149 .4 126 .4 106.8 17.4
Wy A

1o thebd wieb o], WARM SIE F OPSNG3 @wjAe] wAZel Aol ulestel pads AL
é] =]

E

SIS, = 45 AR 2} Algk] wE PSIGS Tl
= 40 UEh vhel o), xEHE AFoR, yHS PSIG3 wde] wE 4%
a9k AEE Ee) PSNGS ] 3of



=9
EH]
Cluster 1 (400) Cluster 4 (1104)
Oh 1h 5h 24h Oh 1h 5h 24h

& A

Cluster 2 (92) Cluster 5 (322)

Oh 1h 5h 24h Oh 1h 5h 24h

Cluster 3 (123) Cluster 6 (23)
Oh 1h 5h 24h Oh 1h 5h  24h

GM10860

hPSMG3

[ — —
hGAPDH )
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k1
N2
W

UFAW _JF_M (9A|7+)
0.2 8 (Gy)

5163 [ g—g———

hGAPDH

Eyd

160 -
140 -
o 120 -
)
X100 -
580 -
1
m 60 -
Q
> 40
20 -

y = 0.1268x? - 8.2719x + 14295
R2 = 0.9884

R
<110> THE ASAN FOUNDATION
University of Ulsan Foundation For Industry Cooperation
<120> Biomarker for diagnosing radiation exposure and method using
thereof
<130> PN122085
<160> 1

<170> KoPatentIn 3.0

<210> 1
<211> 122
<212> PRT

<213> homo sapiens

<400> 1

Met Glu Asp Thr Pro Leu Val Ile Ser Lys Gln Lys Thr Glu Val Val
1 5 10 15

Cys Gly Val Pro Thr Gln Val Val Cys Thr Ala Phe Ser Ser His Ile

20 25 30
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Leu Val Val Val Thr Gln Phe Gly Lys Met
35 40
Glu Pro Ser Ser Val Ala Ser Asp Val Ser
50 55
Lys Val Leu Leu Gly Gln Asp Glu Pro Leu
65 70
Asn Leu Val Ala Phe Val Ser Gln Glu Ala

85 90

Leu Ala Val Ala Val Lys Asp Lys Ser Met
100 105
Arg Glu Val Ile Arg Val Cys Gln Val Trp

115 120

Gly Thr Leu Val Ser Leu
45
Lys Pro Val Leu Thr Thr
60
Ile His Val Phe Ala Lys
75 80
Gly Asn Arg Ala Val Leu

95

Glu Gly Leu Lys Ala Leu

110
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