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<210>  1
<211>  282
<212>  DNA
<213>  artificial sequence

<220>
<223>  section of canola fad-3c gene sequence

<400>  1
atctttgtaa tgtggttgga cgctgtcacg tacttgcatc atcatggtca cgatgataag       60

ctgccttggt acagaggcaa ggtaagtaga tcagcattat ttataagaag caataatgat      120

tagtagttga ataatctgaa tttttgatgt ttttgtacaa taataggaat ggagttattt      180

acgtggagga ttaacaactg ttgatagaga ttacgggatc ttcaacaaca ttcatcacga      240

tattggaact cacgtgatcc atcatctttt cccacaaatc cc                         282

<210>  2
<211>  21
<212>  DNA
<213>  artificial sequence

<220>
<223>  primer

<400>  2
acgatgataa gctgccttgg t                                                 21

<210>  3
<211>  24
<212>  DNA
<213>  artificial sequence

<220>
<223>  primer

<400>  3
tcaacagttg ttaatcctcc acgt                                              24



<210>  4
<211>  16
<212>  DNA
<213>  Artificial sequence

<220>
<223>  probe

<400>  4
cagaggcaag ataagt                                                       16

<210>  5
<211>  17
<212>  DNA
<213>  artificial sequence

<220>
<223>  probe

<400>  5
acagaggcaa ggtaagt                                                      17
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