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(57) Abstract: A method for eftectively isolating DNA and RNA from a single cell sample is provided. DNA and RNA can be isol -
ated from a single cell sample by the isolation method, and thus genome information and transcriptome information can be simultan -

eously collected and/or analyzed.
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) A7 538 HE MEIY Bdo| EAste dRAd Ajtstes BF
o] &g H=E A7) AE AR Astd EH AZo] AEH
H =g ZAAI7]E B4,

3) A7 AX A5 ARE &4& MYst] AxGS A AX

@) 271 AR Ax SEY J4FS 1FHE d= DA,
(5) 471 A @A Loxl HFFZFEH RNAE £ st &4 3
6) &7 A @)l dojd AFF-2FE DNAS E2ot= &7

[ZHA19] A T
AEZ ANEZRE DNAS RNAE FAl 85t Hio] AFd.
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dute fRH, AL g3E o & 3
dute dE So vlojzzPWE, FEY S tlo]aRRE 53 gL
ZAXME (cytoskeleton)oll 2J3tqd M XTI AZAEo] glom=z Mgt
2" v S3HR e 27 o] o] FA gAY Y] AXE
SllEs dAEYSH AEERH FHUEEH)E RNAVE ERE A5

2%d Ax=s ol zod AMEol doxn. A7l Ao

(2
oL

S

>,
=
1o
e
o
N
R
ol
XL
)
B
:‘o
X
i,

B =0

FTAeZFE RNAE BT + dod, 47 dof AAE=FEH o
EAste DNAE 22 € + o & ¥9, 379 22 478 F59
AdE A=, 3L AX ANEZHEH DNAS RNAE Ao 28t 4l
2ol g ATed |

oy
N

)
e
Ae
AU

o

Z,
it
Mo



10

15

20

25

30

WO 2017/039286 PCT/KR2016/009660

() 53 AE7t 238 AE ASE FHlgte BA,

Q) 471 EF HAEe AXe mwe A5t duidd Agsie
4ol Rad BEE 7] AE AR AHstd X Axe Az
HEE AdA7E A

() A7) Hl=et A 53 Axel AFE &H& Agstd Axes
LA A AZ S3ES A= 9,

@) 7] A AZ gaEY AR} 1FPRE A& BA|;

o

(5) A7 GA (@)l A]

o]
-

4%, shvte]l 54 MEE FZ(ampling)dtc 9 ME ABEH (single cell
sampling) A 7} B o stt). whebA], A7l AE A E7F o] MEIE EEsE

M3 AR (bulk sample)?! 72, A7 4k 2 e, A7 94 ) 2 DA

(3) Akelel,

FE3c 9Y M X FF (single cell sampling) BAIE F712 £33 + Aok
B BA @) 89 AE FE BAL v 29 se B AEs
gsel v §7 (AR, F e

dAd), FB, 4 EZHolE 5o EFs: @S
Fodvh 9 deld, A7) st BA Az e, Ao, FACS
of elstel FqP F glouk, ol
ABAA k3, B4 AT 2 dgel ot FHF % Ak,

A7) @A (DA, BF AEE A AR Ry wmrs= REAo

o

(Fluorescence Activated Cell Sorting)

Ao, 471 54 Axtte TFAY, 54 AL olold Yy FFHE &4

ZgsAY, A7 AEE PBS 9 BlF Ev wiA ¢ A x¥ste AL F

Atk A7l B AXE A4 Z2¥ vk (AW, EpCAM F)7F A

ololAl A7) wiA A Bx(EHE E2Z)yr BW 2FE vz Agol sped

R AEL £ 4 5 Atk A7 BA AE EE 4V AE AR 28E

AEE ZE I ARE FdA 92 + lon, oddd, 58 AE, e
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RNAZE A#3 BAo] 7}5sltes ojdo] Uth. X RNA F& A Ex9
¥ A (tagging) R/EE HAAE §lo] isolation 7}58ThE o] Ho
471 @A ()0lA, 47 ¥l=s, 1A AZoH &

g W E, Ak vlE, afa HE (dAdd, 2Y2EHE 8s

_MEEOA H = AYGHQ-dot), 55 HIE (AU, 2(Au), T(Ag), TE(Cu),

5), 2 o5 2FOE o]Fojxl T HBH 13 0¥ & Atk «lAd),
A7) MEE A4 M= £ At A HEE A4 dAs 47 A
Qo] o% FRAL ek, F%, APA FOE WP ol Fx
AL A2 g F ANS olgdtel HNg AXS

T g4%e 33 ol
gol87 24 = ke olo] gt

AE FAAN wlelzzad FFo I

H
fFElateh. Ao, 47 vEs, 2&4Ud Axe dud 73 94 F

Hstod, Hd FAo] 1uym WA 20um, 1pm WA 15um, 1pm WA 10um, Spm
5

i

WA 20pm, Sum WA 15pm, Spm WA 10um, 10pm WA 20um, == 10um HA]
15um 4 5 Yok EF, A7) vHlEE 2 JHA oY AVE ZAeE HlEVH
=3d AY 7 Ut &, 47 vles g I71Y AolAY, AR Aolg
I7E Ze HEY EEEY 7 U

7] H= Edol| FEd 54 EFLE 54 MXo MEdo &8s
g Boldo=m AY bt A, FA S IFY A2 9, DARPin Y
gHd AAEE, GEE, 282 FPE FOE o|FoAxl FdA HAHH 1F
ol F Jdth. A7 B3 E2& 5F A2 FR wEkA s A=
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(transmembrane glycoprotein; <7 th, epithelial cell adhesion molecule (EpCAM) %)
TLE o]FojX FoA HEH AY F dv. A7 FEAT FE&A g2
JIgolAl gidd = o, dAd, Z4F A% A (AW, EGF(Epidermal
growth factor), PDGF(Platelet-derived growth factor), FGF(fibroblast growth factor),
VEGF(vascular endothelial growth factor) 5)¢ TE&AZE o]Fojx FoA HEd
A 5 gt AV FE&A= dAY, EGFR(Epidermal growth factor receptor),
HER2, HER3 &< ¥3%3l= EbB #H¥d, J&d A, PDGF & #(Platelet-
derived growth factor receptor; PDGFR), FGF —’F—%iﬂ (fibroblast growth factor receptor;
FGFR), VEGF <~-& Al (vascular endothelial growth factor receptor; VEGFR), c-Met 5=
Z33i= HGF & A|(hepatocyte growth factor receptor; HGFR), Trk

¥

=& A (tropomyosin-receptor-kinase receptor), Eph <& |(Ephrin receptor), AXL

¥

T84, LTK 484 (Leukocyte receptor tyrosine kinase), TIE &3], ROR
=& Al(receptor tyrosine kinase-like orphan receptor), DDR 48| (Discoidin domain
receptor), RET &7, KLG &), RYK £ (related to receptor tyrosine kinase
ol A
Aeld Ad F ok A oA EH ML /‘ﬂi”’“’ﬂ EAete gid e
old miA dWAY & o |
Aol Mz EAlste dHES FYo=
IgA, IgD, IgE, 1gG (IgGl, 1gG2, 1gG3, 1gG4,), E=
IgM)e] FAY ¢ vt A7 FY 2F 9HS 4V 3, & 54 AxY
Axee]  EAstes gHde EolFoz  HAjste FES EFSE
ZZHElol =g Yulste Ao, A9 F4 CDR (complementarity determining
region), 744] CDR, T4 71 F¢, A4 714 59 E= o9 2 (d7Ad,
scFv, (scFv)2, scFv-Fc, Fab, Fab' B F(ab")2)2 ¢ju|dl= Aolt}
47 BMd AAEsE Suds S TEE

receptor), MuSK &3] (Muscle-Specific Kinase receptor) SO7 o]Fozl T

TEAE/EA

H
ke
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Ee 54 AZd Sojdez ARH/ET ANsc §4& AT
TZAZA, o Z o, DARPin, ol 7] v} oj (Affibody), 2} 4~ (Lasso),
o] & Z e} o] = (Cyclotide), *8 (Knottin), Avimer, FUY = Z < (Kunitz Domain),
O E]Z- ¥ (Anticalin), ©}=4 ¥l (Adnectin), X 249 E (Pronectin), 3 =™ (Fynomer),
=3 " (Nanofitin), °|ZH(Affilin) T2 o]|FoA FoA AEH 15 o]dd
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471 vE g9 I"E F J' #E7s, dHd, ofvl AEE (NH,
| g34E, HE AE%Y (SH coupling) 7Fsdt ElL

e, =224 HZY (COO coupling) 7Fsdt 7HEEAA Fg¢E, T2
| 2% o9ld TOoE o]FolR FoM AER 1F

olof @At e, B2 EHY FRo wepA AHAT]
Aag £ 9ok dAad, A7) #571E Lol v =(maleimide) AlE FTE,
¥ 2] 9 O B} 2 (pyridyldithio) - Ad sHetE, N-
3l o] = & A & Al o] U] = (hydroxysuccinimide) A€ 3gE, &dstol=, TZ2HQ G,

Z2EHQ A T2 o]Fo oM AEgH 1F oY F fou, ol

ol gd F gou

be dold, 47 Ed 23e 2EdEoulolon AgY 2L
R84 A%l gstel HE Ede 2%9 5+ Ak 3, JuEs
S84 F Shis WS EWel RHA D, BE st BY 2R FHAA,
YRS EA APl et EATAL W= Ewe) RAAY £
AT, FHH PO, M Ede] ZEYSclUE RHA L, EF
2o wlole®e  ZYAA, olEL  WIAZW, HE  EHe
sEfEol Y B4 B4 $3W woled 2 Axagel osjel, EH
gdo] W= o] $3d

© %
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ox M
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= 0
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24417 0.5 WA 12A13H 0.5 X 6413 1 WA 24413 1 WA 12 AJIZE B 1
WA SAIZE Bt WA o, o] AgtHA Fon, Hl=s 53 =4

PA—
sl HAs 2" 4 gk Ay HE= mEdo] Ry
o

z=2 X o
6T o= -

A3t &= A EHY &
wetA] -3 24 The
3t &%) (i, 28 EZEA FAE Aot
7}V53k St titrations E5)
(X3 &%) Fx o] 233}
A& ofth

71 @A (29 HIEE A7) AE Alsd AHEde FAFE AE AR
#£4 £do] 7 v=E AgteEN F£YE 5 Utk o W FUMHE=
H =9 /57t UF BoW o 22 4 dAe] Bag & & ey vF
A 07 dojux] gomg HItHE HE JiFs
Adg HAZ 2dE 5 Aok dAdd, FVlEE 2y Jige AE AR
el AE A9 1 WA 1008, 1 WA S0u], 1 WA 2080, 1 WA 158, 5 WA
10080, 5 WAl 5080, 5 WA 2080, 5 N 1540, 7 WA 10080, 7 WA 50u), 7 WA
208, == 7 WA 15812 & ¢ oy, ol AFgHE AL ofyw, 3

o
in

=

H = 1{%91 EFH Zdo] 23 Az W vwdd A}
Aste, A7) 741 )l A AE A7l H=EE A
A 30C, A A2l 1 WA 60,5 WA 308, = 10 WA

4 % .
EE AHskE AF, A7 24 ) olFe (dAd, @A %
SA 3) Atelel) A T AV LAAE AHEsn wIES AFHIY
nRke A AEE AAste dAE FME T8 F o

271 A @)l dAA, AFAE 4L o 5
2 EE Wy F8&dq gald AWZAEA £49d F U A7) HZA
442 DNARNA £3 & wet 2 4L Fda =248 + Utk
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471 wisEe AA Fged BE oF FoA Mgl & o, o]
=2 Ak, A AL 1edte pH 7.2 WA 7.6, oW, pH 7.4%]
< AEE F Ao AAd, 7] HEEs Z2IolE WH 4™ (PBS),
Hank's balanced saline solution (HBSS) 522 ©o]|F ozl Fo|A MEH 1% o4
T lon, 7Y, PBSY + U

o
N

o

7] ARRAAE ol AWM, Soled  ANBAA,
Holed ARMBAA, G4 AVBAA FOE olFojW TN dgd 1F
oY 4 Atk 47 Foled AWZAAE =4 =z gEE
navels, =4 Ed9E PEE Zedols, AYEddUgnE
BEolols 5 ERE £ Ui, 47 oled ARNTAAL =62

[e]
2dgddog2 (AW, Triton X100 F), ZFAEHolE (dA,

7L o g A2 EH] g B kg2 o] E(Tween20),

Zg2 A ogd A4 2SR 28 o] E(Tweens0) 5), n-LE-P-D-FFIAO) =, n-
SEBD-ZFII A Z, -8 BHOPD-EHL FFIYPEAS, &Y ¥d-
ANEA ok lAY, x=UAEP40 (NP4) ), Zgdgd-ze
N ~e| E(A A, Brij3s F), TeloEA-Z2F Ao Ao 28 2ol 7 i, Brij58
) TE T o+ 3, A7 ¥ AMEAEAE 3G
FeEZ 2 UYEd iy 1-TE2HE X Yol E (3-[(3-
Cholamidopropyl)dimethylammonio]-1-propanesulfonate; CHAPS),

TxEgoegols 5 EFE + Atk FANA, @i A

& s, 47 AR As EHSAEd SEdolHE (A,

|8

Triton X-100 ), Zgs2Ho)E (Al A,
£ S A g WA E v e E e 29 ] o] E(Tween20) |

2] S Ao E il A 2 R T B I & 7] o] E(Tween80) 5), 3-[(3-
FEVEZZAOHEYEY L) 1-Z2RFETo|E Fo2 o]Fof FolA]

4w A QolAe  AZ  FHBL AT
ACINIAAT e fAHo] o] LAF BT EANE AL
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ERoz gty A7) @A 3)lA AHEE ARAE §99 R UF %
AETe] &7t dojuA] @en, UF wHow AEHE ol ITgx
S3lEth.  maEbA, 47 AFAE e AR ZIMA7IEA HEHE
TAA7IE Hee FEE A= A Bow o olg Sste, A7) HH
TE&Y FY EF} I EFH|(E FI: e} By, £ 10022 3HE
7102 95:5 WA 60:40,95:5 WA 70:30,95:5 WA 75:25,95:5 WA 78:22, 95:5
W] 80:20, 90:10 WA 60:40, 90:10 WA 70:30, 90:10 WX 75:25, 90:10 =]
78:22, 90:10 A] 80:20, 85:15 WXA| 60:40, 85:15 WA 70:30, 85:15 WA 75:25,
85:15 WA 78:22, 85:15 WA 80:20, 82:18 WA 60:40, 82:18 WA 70:30, 82:18-
WA 7525, EE 82:18 WA 78:22 4 F Atk FAdoA, 7] W
FgABe E3 PBS/} RFB)(E FIHE B, F 10022 THE 95:5 WA
60:40, 95:5 WA 70:30, 95:5 WA 75:25, 95:5 WA] 78:22, 95:5 WA 80:20, 90:10
Al 60:40, 90:10 WA 70:30, 90:10 WA 75:25, 90:10 HA] 78:22, 90:10 HA]
80:20, 85:15 WA 60:40, 85:15 WX 70:30, 85:15 WA 75:25, 85:15 WA 78:22,
85:15 WA 80:20, 82:18 WA 60:40, 82:18 WA 70:30, 82:18 WA 75:25, E+&
82:18 WA 78:229] H|E=Z E3H PBS FEAY F U BT, AV
AvBgAe B Ee vy £4dd 3 BE (5, B EE vH Fgae
E9E 10002 3132 we FHd AREAAY F3)= 001 WA 10%(v/v),
0.01 WA 5%(v/v), 0.01 WA 1%(vA), 0.01 WA 0.5%(vv), 0.01 WA 0.3%(v/V),
0.05 WA 10%(v/v), 0.05 WA 5%(v/v), 0.05 WA 1%(v/v), 0.05 WA 0.5%(V/v),
0.05 WA 0.3%(v/v), 0.08 WA 10%(v/v), 0.08 WA 5%(v/v), 0.08 WA 1%(v/v),
0.08 WA 0.5%v/v), Ex 008 WA 03%vmE F Aot EF, LoizA
AHgEe HE 89 WY 3 W &3 (F FIHE RI)e 79
7NFOoZ 955 WA 60:40,95:5 WA 70:30,95:5 WA 75:25,95:5 WA 78:22, 95:5
=] 80:20, 90:10 W] 60:40, 90:10 WA 70:30, 90:10 WA 75:25, 90:10 W]
78:22, 90:10 W] 80:20, 85:15 WA 60:40, 85:15 WA 70:30, 85:15 WA| 75:25,
85:15 WA 78:22, 85:15 WA 80:20, 82:18 WA 60:40, 82:18 WA 70:30, 82:18
Uzl 75:25, v 82:18 WA 78229 & Utk A dA, AEx &3
st € RNAY & E LAY Ak, A7 AZAE &4 A= A, &,
T B9, RNA 23)&4 A8 A(RNase inhibitor)E F712 AT = Aok
10

ftlo
m Jim



10

15

20

25

30

WO 2017/039286 PCT/KR2016/009660

7] RNA EdlEd AdAY FTHeE E5EF Aol 3, F4Ho=
AHEEE 2ZE $39 RNA Balais (JAD, RNA B854 A, B, C )9
g ANAE FAA HHsA dHstod A2 5 Ut 47] RNA %‘Hﬁiv
AAE AFE £S Hell 2FAA A Aste A, A7l AR o

o] RNA BEalasd AdAY F=F2 0 WA 10%(v/v), 0 1412] 5%(v/v), 0 141 A
2%(v/v), 0.1 WA 10%(v/v), 0.1 WA 5%wv), = 0.1 WA 2%vvE & Jout
olo AgHE 2 oly:, RNA E3las AsAl FT/Ho meba AEsHA
23 ¢ ok B3 A7) AR |AY AR AE &Y 1l 7EL

5 WA 20u, 5 WA 15u, 5 WA 10pl, 8 WA 20p, 8 WA 15u, EE 8 WA
10pl, AA, AE FAAGH &N HES B 7|F0E 198 AEE
Jout, old AgE= AL ofdth A7 AE §4L& H=7F A4 st
54 Mzt 239 A" 2494 %@1‘2&*{, 27 AREZAE A AP

271 A @)lA, Al &7 AH3] o] FAAEE 7] Hsld, 7]

S @) AE AR AFAY A4S M F, 0 WA 35T == 10 WA
30C, dAG AL, 1 WA 60E, 3 WA 308, == 5 YR 208 ot
q

HE2AlZ 4= Qo o]o AFEZA gon EFH ME FF AMEE AZA
falo] £/ W/rEs 35 58 19 AHEe] 228 F Ik
A7 A 3) AE &3 AL = 19 ZAFHoZ YehA. =

(
12 ARG £4 Ao 9siq Axewr Mdegdozn fyHE AL
gAHog HAFEy, AESY 2y 7] F(nuclear pore)sx e A9
T3 zto]de] Yot} AFAE &AY AFA AELLS FHEH =9
RNAZ} &8 AeiE EAsta, e FAHo] 27 G o] SAjst=
ZHEo DNAZL EAEtEZR, stute] MEZAISEZFE RNAY DNAE

N
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47 BA @e AE §BS ARG nYRE A= @AE )
@ @A Pod A §dBe QAR gzl 439 (AR
2@ FIGoEN F4T F Ytk BE delM, A4 vc=s)
23 A9, 47 WA @9 AL Sa2Y AP 1FRE A&
g @A Qoin AT SAB ANFE FHsd FYF F Aok
AW, A4 NS AgE A9, 47 8 @) A §HEY o
J_f_

IFEE de DA DA 3)elA o AE EE E= A7 AXE
LAES It 471 A FY AV FPAE ALst A v=d
ogste] 9 AEY g s nFANA LFHIDONA ETFyt FAHI
A7) F o 2REH AFE2L AFERNA EEh7F A Eh

B odgox, 47 @A 9 AE E3E AYFe} uPRE I=
dAE LIEE AE F dE 7T IA7E ZE ZH AgdE 9AE
gt &g 4 Aok

, @A @7t A7 A Yt FREE B A7 FAA
A B AYFZEE RNAS BT o=zH s3d 5 3
QA e vhet 2o, & Il BlEY 84 Fo] F3 AEe
S EFHERER, 71EY oligo dT7} ZY¥E HI=E o|&35t9 mRNAE
| AT} 22, mRNA o]fje] AEd| EAss EE RNATF 23
Vsl wetbd, 47] 228 RNAE mRNA, rRNA, tRNA, snRNA, 7]E} non-
I EE RNA T7F F sty o849 & don, o

8
[N
5
[¢)e]
)
Z,
>
fl
o
il
L
e
2
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Aol ldte] DNAZ AzSHE WA 2L 47] 2oizl DNAE FEsE
gAel odsted 99 & Atk 47 DNAZ EESE WAL FPEL

A -Z(PCR; oA quantitative polymerase chain reaction (qPCR), Real-time PCR
%), Bl7FobAl A antS-(ligase chain reaction), At ME 7|4 FZ(nucleic acid
sequence-based  amplification), ZHA}F 7] A) =ZZ  Axd (transcription-based
amplification system), 7}5 |3 S Z(strand displacement amplification), QP
A & A (replicase) & 3 TF, v FAAd &5 i EAE FEZE7)
A doe 71 A7 el st FRFE F Udvh. ©E deolA, 47
RNA 4] northern blot hybridization, dot <= slot blot hybridization, RNase
protection assay 52 F4A<Q RNA &4 Wi 9stod 32 5 Ao

A7) 2A (99 LFFEFE DNAE EEste DA ©A @7t
A2 ot FPHE A IHEFE DNAE RHTOEA FIPHI
A @7F A% YA et FHRE AL A7F QA st
1789 APF-EZHE DNAE RFo=EA F3E + itk 47] DNA £
A= g &A= 9Al 2 &£5E DNAE Zgste dAE 28 -
Atk A7 gIe fAA7IE DAl BEEQL HH, 479, ¢Ze] &3
(alkaline lysis), AlTAZ A &3l (detergent based lysis) 52 33+ &3, =&
] €] (sonication), 7|AA T} (mechanical disruption), i+ (homogenization),
A/ F HHE (freeze/thaw cycle) 59 814 &3] 59 WHS &3l F3=2
F A Il {9 79, Tris-EDTA(Ethylenediaminetetraacetic acid),
sodium hydroxide/sodium dodecyl sulfate (NaOH/SDS) 5O & ©]Fo{Z o 4]
Ay el &RG AL = 9lon dolZ dithiothreitol (DTT), proteinase
K S2& o|Foxl FoM HHHA 1F oy F7HAE Hrlstd A

Ao, oo AFEHE= AL olHH, FAHLE AT JId AEHE EE
Hko Z

gzerel o 2 wg 2A2 H23 44T & Atk A7 829 DNAS
2este wiE

, 371 dg g @A ol Fol, e &3 A s34
A

HSES U4 BYsd Qold g3ag RelsAu, 4@ M7k Abgd

A%, AVE BAA @A, A4 S)el elated A71Fe FHAA (@),

*05%4%3%E%ﬂw5mﬂ2%%%ﬂmu1goaﬂﬂqg
o] AANAY ARE 2PN £98 + Utk

13



10

15

20

25

30

WO 2017/039286 PCT/KR2016/009660

o
i)
ml
rlo
=
Z
>
e
)
Z
>
Ae
AC)
=l
o
o
b
(\®)
2,
b
1>
2
|o
bl
i
Ruj
=
32
Au)

:?'_
A7, A7 2ol AE gEd A¥E AY HEE B,
AEX2RYH & A
2, Ax L{IHEEZFEH DNAE FEEse AHES E4Ho=
HojFE

71 ders AT @A ol F, BE% 471 ¥ DNAE Edst=
A o] Foll, HEE AXete dAE F7tE ZTEE ¢ o A HEES

AgBE A%, A4 59 A7E BAAE olgst] AAY £ Ao, ol

i
i
2
ofo

2
4B
2
i
2
ol
clr
Z
>
i
Mo
AC)

ol
|o
f
>
Z
>
i

xgd 4 vk d7Ad, 47] DNA 28 &, 843 3d st F
Sl 9ot " £ Utk A7l DNA FFHsE WAl THEL
A {5 (PCR; AW quantitative polymerase chain reaction (GQPCR), Real-time PCR
%), multiple displacement amplification (MDA), 2]7}obAl A 95 (ligase chain
reaction), At XD 7] FZE(nucleic acid sequence-based amplification), HA}
71 &% Al 2~ (transcription-based amplification system), 7}5 2|3 ZFZ(strand
displacement amplification), QB & Al & A (replicase)E T T, v FHA
g2 YA BEAE FEHE] AT 999 Ve AT Wil 9ste F=E
T Ao

ZY 9 7] pooled-sample = HE DNA/RNA EA4E AE

sggoz ZFusel PAsAL, A @Y A=
Sygoz PASelo s BAML 43 Atk ¥ 23y 4 di ¥
AT AEBRE HeFon Taeld RNAS 528 ¥, ¥2 48 ALE
A4 =g olgste] £, DNAE F2¥ + & /&L AFPLEA,
sl AE NREZRH £ EdsARES FAG ¥, B4 fme
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(29 53]

AA] EWLAHE EA (whole transcriptome analysis)E &3l
M3 ] RNA expression AEE FE3tH 7/E HE JRE vgoz HY #
el Zd Y FEXE 24T 5 Utk 9d AXY HA FHA T (whole

genome amplification)S 3l Al

av
ne

1Pa)

X 718 CNV (copy number variation) &S
At o o)& Jbsd ARE AT & JdY.  EF KHA

32
ook

Al A8} integrative SNV/InDel analysis®]] 83
A

2 s}
T B wye gd M EoA Ao subpg T RNAE &4 Qlo
R .

—_—

o

=
&8 7bs3 cDNA library & A5 RNA & A ¥E9 tagging oy
A2 glo] isolation 7H53lTh RNA

=
separation 'HE 3] RNA-freeDNA & €44 $E8 4 gk

T 12 A4 83 ¥H(Hypotonic lysis)S o] &3 AEX el Meiy SJHE

2€ RNA % DNAY M¥3 £ AAHL HAFE B Eoln.

32 AxEE g (CellTracker green) 2 & GA (DAPI, blue)H
AE 544 &9 (PBS; pH 7.4) 2 AZA &9 (1/5 PBS) g & dojxn
FF oHAEA, AFAH &qd ste] AExTo] MHHoR IHES

T 45 AANG 19 e matA 22" DNAY AF ZFAE whole
cell lysatel] A @ ojx ZAzte} vt TgfTo|t,
T 55 AAd 19 WHo) el EalE RNAY A% Z3E whole cell

lysateol] A @oj X A} vHlwg T Zolt},
T o6t AA 19 ol ek E2E RNAY &S whole cell
lysateol A} @0zl Aot vlwgt agfxoth,
T 75 AAd 19 wWie meEld EEl" DNAY 34+8<S whole cell
lysatecll A} @01z Aot Hlwgh gL ot}
15
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% 82 MCF7 bulk sample RNA, whole cell RNA, 2 fractionated RNA <]
MEE 4B 24 2FE BoFe 2gZo|th
=

fractionated RNAS] RNA A]#4 Z I (detected gene number)S

T 102 AAld 19 We] mEkx E2l"d DNA £8of digt AR
FAA ANEY ZFAE buk sample E whole cell lysated]A QAR ZAi}e}

,_
(2
oL
e
|1k
>
of
o
N
do
o
—U
.I.4
ro
=
ofo
| =]

olah, £ 4H R
9, d7] AAds B 3P dAsE AY B, 2 259 W] 5]

1
Ao FHHE AL oL

e

AAd 1: AX A|EZHEH DNA 2 RNA 9 £3

L1 A 734 A4 v= A F

22 AEZA UG MEL UF2Q MCF-7 A|X (ATCC; Manassas, VA,
ATCC® HTB-22™)E Eu|8t%ith. A4 Hl=24 27 o] 2.8mo] =, protein G 7}
H.2+9 Dynabeads®(Life Technologies, 10003D)S 4|8ttt A7) MCF-7 Al ¥ 9]
Axe R IS Ysted, MCF-7 AT Axg dwd F sl
EpCAM 9} 2% 715 ¢ Anti-EpCAM A (HEA125 clon; Novus, NB100-65094) 5
FH] 3k T

’%7] " A4 HZ=E 0.1%(w/v) BSA (bovine serum albumin)E
X33t PBS (pH7.4) oF Edste A4 Bl= &95 Azt A7) &9l8
A4 Hl= &4 10043 Anti-EpCAM A YA 7008 EZ3HL 4TAA
ovemight WA F, AL o]gste] A HEES 1¥ F% moT,
F5 e AASA, BErEEE AASIT. o7]o] washing buffer (2mM
EDTA 7} ¥£% % 0.1% BSA & X33}l PBS, pH7.4) 200i4S H71std, AlHst=
SAE 38 B2 dold WMeEd $39 (0.1% BSA £ T3 PBS,

3

M= gog

L

pH7.4) 1000 & A 7}5hed
A Z3FA

=3}

ol Anti-EpCAM A7} 28 #b
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1.2.1. 53 Alxe g4 28" AA vj=9 2
A7) ZH]" MCF-7 A7} ¢ 5*10°7) £&9 100ul PBS & A (pH7.4)S
Hol Y@y ofy)e] A7) AAd 1164 F¥lE FA7F 2R A HE

gag A4 HES o s10v) s Foz AU ALAA ¢ 10

=

WA 202 ¢ wwbstEA wrEAA, FA BA"E A BlEd AXE
AEANZS. AT QA HlEr 289 FEE A4 187 Y9IA0 F,
FFde AAsHA, P|EY AXE AT A7l @Fd (PBS, pH7.4)

100p1 & A7tsted, 24 vl=ot 2FE AE £4E AxFIT

1.2.2. Single cell Al = A &<)

¢z 4 (PBS, pH7.4)& ol&3t 7] FH|E 8|=7 23" MCF-7
MEE single cel/lpl & T2 3A5AY. sMd AX &F 1ul & 96 well
plate 571 well o HAR3E  Hu| A& o]&3dte] Zb well o dhte] MXE
(single cell)”} dispensing HRNEA FASATE  Single cel/lpl TFY =7}
2ol —%0—’,‘ (master solution) . ZF-E 1ul 2] N2 A3 107]2] well ol
dispensing 3131, Z+ well o 3lute] ME7} EAstex] dvFoz AEAEA

1.3. A4 &9 A% Az 34

A71 AAd 122 oA 26" 24 W=7 23" AE (single cell)ol
A4d &g Aot AEE g4 st

TFAHeZ, A7l AFAH AL Triton X-100°] E(5FF)3 PBS (pH
7.4)0] 41 (viv)E TFE BH FE&9 0.1%vv)e FEZ L3" fA
RNase inhibitor (Clon Tech, 070814)E A7] & & izt 1%((v/v)e Fo=
H7veto] Az A7l AAld 122004 FHE A HlETE 2EE AXE
€8 1 1 N AEZE £FE PBS &Ml A7) Axd A &N owE
Aotsta, 4ol 10 0FZF HSAA, AEEe] B E AE FeiEse AU

1.4.RNA © DNA #&

17



10

15

20

25

WO 2017/039286 PCT/KR2016/009660

i)
rid
=3
olo
ofo
N
=
2

>

o

371 AAl 13 oA @ojRl X fsEo] X

AXAAH DNA 7} 238 AE &HES AXMSE B7IWA, §5F RNA 7}
g §4e FHAE o] &3t El5t,RNA

3 Alkaline lysis HS o] &3t &5 w4 & DNA £ $E3%0.
FAROR, 47] RNA 7 28" |9& FEstr F& AE S E
PBS(pH7.4) 4ul & H7Fstth. &2 #< lysis buffer (IM DTT
33pl; Qiagen, 150343)F 3ul ¢ %o 2 UM 65CANA 108 B 9H-SA|Y
% stop solution 3ul & H7}ste ¥bSS FEstY, AeS st b
AAsHE FGoAe] DNA &4& WAst7] Hstd, vl=rt £2 AHZE
34 DNA 48 333t

ke

3ul, Buffer DLB

(r

=
=

N

]

A

=

¢

Ao 2: A3 &N AT A2t A=HH v g
A4 A& Agste ARY §EW  (Hypotonic lysis)oll €]l

doe §AHEN AZgE AgHoR A8 A%y e, e
ARe FRsdn

MCF-7 MZ9 AEA3} 3L zZtz} CellTracker™ green CMFDA (Life
Technologies; Al X2)3 4 6-diamidino-2-phenylindole ~ (DAPI, blue; )=
GAsAT 2 F, AE £ 100 (HE F 541070 el $F4 8
(PBS; pH 7.4) 2@ A &4 {4 (PBS(pH 7.4):E=1:5(v;v) Bl &9 lysis & Y
500ul 9 goz Hrtstal, Ao 10837 BHSA A TH

F719F Zol 3" MEE ¥FIEv]F  (Olympus, IX81-XDC)Z
L&t FEst dojxl FF olPAE E 3o U X 304
golgl= uie} Zo], T £APBS)S AMIFT Aol AEZE(green)T
3 (blue)e] 2Z3HAl REHO Je ¥E, AFAF &4 (1/5 PBSye AT
AFAE Hblue)ol HsHA BREH dout, HEH(green)S &3 H &

el 24 d&5e & 7 A

AAle] 3:RNA 2 DNA 9] A £4

18
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371 Al 1e 719 HAF F8 WHE MCF7 AX 107H0ﬂ # §-3}
DNA ¢} RNA & 233tk o9t Zo] £2/d DNA % RNA & AHZs}o,
whole cell lysate (Intact cell)] ¥ 3¥ DNA % RNA ¢} H| 133t

DNA 9 AHZFE line 1 locus & EHHOZE
PCR(GRT-PCR); Light Cycler 480 II (Roche))& 2t R, doA Cp
#= o83t DNA 4E AdASE Yehddth 471 gRT-PCR o AH&d
Zglolm ¢} PCR AL vt zt}

1) Zeto]w, |

hLINE1 Forward: TCA CTC AAA GCC GCT CAA CTA C (29 Z 1)

3} quantitative real-time

hLINE1 Reverse: TCT GCC TTC ATT TCG TTA TGT ACC (M€ 3 2)

2)PCR =4

Components: SYBR Green master mix (Exiqon, 203400) 10ul, isolated DNA
diluted 1:2 with 1x TE Buffer, pH 8.0, 5pl, 10uM forward and reverse primer 7 0.2pl,
Nuclease-free water 4.6pl,

Reaction condition: Hdlding Enzyme activation 95C 10 min, Cycling (40 cycles)
Denature 95C 10 sec, Anneal/extend 60 C 1 min. _

RNA = GAPDH & E}1© 2 cDNA library & #|2}3$ 3 TagMan assay
Psto] Aozl Cp & ol&std AHFet. FAHOSE, cDNA library
A 22 Single Cell-to-CT™ Kit (Life Technologies, 4458237)2] reagent & ©]-8 35}
2353t RNA 7} E3H solution 10ul o] DNase I 1ul H7F ¥, reverse
transcription 2 A| 33} %1t} (Components: Single Cell VILO™ RT Mix 3.0 ul, Single
Cell SuperScript® RT 1.5 pl; reaction condition: 25T 10 min, 42°C 60 min, 85T
Smin).

A71eb o] A E DNA & U9 ZHdo= pre-amphﬁcat1on &} o}
components: Single Cell PreAmp Mix 5 pl, 0.2x pooled TagMan® Gene Expression
Assays 6 pl) Total PreAmp reaction mix 11 pl; reaction condition: Holding Enzyme
activation 95°C 10 min, Cycling (14 cycles) Denature 95C 15 sec, Anneal/extend 60C
4min, Holding Enzyme Deactivation 99°C 10 min)

TagMan assay = Light Cycler 480 II(Roche)E A}-&3}o] 33513}

= 2}o] ™ : Hs03929097 gl(Life Technologies),

19
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Elaoebik

Components: 2x TagMan® Gene Expression Master Mix 10ul, Preamplified
product diluted 1:20 with 1x TE Buffer, pH 8.0, 4ul, 20x TagMan® Gene Expression
Assay 1pl, Nuclease-free water 5pl, | -

Reaction condition: Holding UDG incubation 50C 2min, Holding Enzyme
activation 95C 10 min, Cycling (40 cycles) Denature 95T 5 sec, Anneal/extend 60T 1
min

Cp & =74 Light Cycler 480 II(Roche).

Cp (Crossing point)%k AAIZF PCR ¥Hg-oll A] % Ve d33 AEU)
Uelhes AbolE 5 2@ 5 x7] DNA & 7} ESFE W2 Cp #olA

2% AZEo] 7bsstth. &,Cp # HRZE F35HH DNAQ] Xo%kol 7} 8kt
Hl & 93}, whole cell lysate (Intact cell)o] X &F DNA 2 RNA &
715 B O 2 A (real-time PCR)SIG T (L3 Moo MEV FLHIE

o AL &S DNARNA 7F EAgths AAlstd w8 d AF #3 glo]
A

47] DNA 2 RNA Z& 742 2709 well o4 A= om, dojd
Cp < ofelel & 1 (DNA A% Z3) 2 ¥ 2 RNA AF Z3ho] Yz,
o] FAH 107 HE BEAolM Foj < = 4 ONA A% A7) 2 &
S5RNA A% ZIho] Jelgich

[£ 1]
Line 1 gRT-PCR

Line 1 10 cell
1 2

Intact cells 239 23.17
23.01 22.66
1 2

Isolated DNA 22.54 22.05
22.32 22.05

Data: Cp value

20
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- GAPDH gene expression TagMan assay

GAPDH 10 cells
1 2
Intact cells 16.26 16.25
16.16 16.23
1 2
Isolated RNA 16.26 16.15
16.32 16.01

Data: Cp value
470 E 1% 2 2 E 49 59 vehd wheh Zo], £2j® DNA %
RNA &} A3 <Fo] whole cell lysate & A 590 AL & & AoH, o=
5 DNA ¢ RNA 7} &4 glo] :2@EIDIAASE FANAFE Aoln, =T,
10709 AEoA e A7t FAbstA dojd Aol osta], AAld 10 w&
22 HHE AE 71 AL Aoz a4H0o2 44 /h5dE BAE

AAo] 4: RNA 2 DNA 9 34E AlE (DNA/RNA recovery rate
10  validation)
4.1.RNA 35§ A Y
107 MCF7 AIX 2R E FZ3 RNA (Intact cells; AA]d 1914 A4S
o] &3t BlEd] Rag MEY BEE Egote DAE AT YHOZ RNA
3l F, cDNA & @), AAlel 19 qb 28 WS o] &8t 107} MCF7
15 AEZ5E DNA 7} 239 AET FES 223 RNA fraction (Isolated RNA),

20 FAFE W) 5 3F 9 RNA sample GAPDH £ EMlO0F cDNA library &
2}5

d =
AZgto] Agd 1 F lysis solution 10ul & F7F FYUI T cDNA FA
o o

= =

5}o] TagMan assay & THotq HFAHOE #4313

(Zetold:

Tagman gene expression analysis (Life Technologies, Hs03929097 g1),

S
8-z
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Components: 2x TagMan® Gene Expression Master Mix 10pl, Preamplified
product diluted 1:20 with 1x TE Buffer, pH 8.0, 4ul, 20x TagMan® Gene Expression
Assay 1pl, Nuclease-free water Sul,

Reaction condition: Holding UDG incubation SQ°C 2min, Holding Enzyme
activation 95 C 10 min, Cycling (40 cycles) Denature 95C 5 sec, Anneal/extend 60C 1
min,

Cp #k: Light Cycler 480 II(Roche) 2.2 4.

71 B AL 3 M4 FgHen, doxl ¢ #HE = 60
UER L, Cp B S oo & 39 YelldH.

- GAPDH gene expression TagMan assay

Intact cells Isolated RNA Residual RNA

Average Cp 17.17 17.81 20.52

Data: Cp value

A7 & 3 2 & 6ol dEd uer o], AAd 1o wEt e
isolated RNA <+ intact cell RNA (whole cell F&]& RNA)S A 59 Cp
#= Et. W, isolated RNA 9} residual RNA & ¢ Cp %9 Aol
(ACp)= 2.71Z, + #2 RNA # fold change 7} Isolated RNA:residual RNA=
221:1=6.54:19] v] &< Holn, Wl residual RNA ™ H] isolated RNA ¢ 42
AAY °F 86%E AR 3}l isolated RNA TH] Residual RNA & & AA|o] <k
14%E A sk Aoz Yekgt.  ol2d Az dAld 1d mE
Pede oo He 5o AEEZRY EFHOE RNA B F3T & 9
BoFs ZolH, olgig AAld 19 7s9 Td AxEdy HE 7%

°
ox, o . .lr',
o o rx

42.DNA 3 T8 AlY
MCF7 107} A|£ZXE FZ3 DNA (Intact cells; n=3; A A]of 10]A

A4g olgalel mEd Ri® ATY Rps Bost wAE 4S9
O

h —tl:'— i |
= lysis & AAT F DNA £ 34), AAld 19 4k 28 4SS

o] &3] MCF7 107] AIEZZ5E RNA £ £2]3 DNA fraction (Isolated D

22
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n=3), AAld 19 i B WYL o] &3] MCF7 107 AEZHE RNA &
B3z A €435 DNA (Residual DNA; n=3; A9 &3] HAoA slute] REH
T} & 28] RNA fraction ©] EFE ANE=Z w=g DNA £ sty YT
AR, AQv| = ZAFste] MEZRH A AAol ZAdEHA Esta H4F
(lysis buffer)ol] 35 o] =4 H DNA £ real time PCR & 53] AH) 5 359

s
DNA sample & qRT-PCR & ©o]&3lq HFHoZ 2 X 89T},

DNA = line 1 locus & E}1 02 3}9] real-time PCR 233} 31, Cp
o|83ko] DNA ¥& o HlmaGT (BAldl 3 F2).

271 A% FAZL EE BEO st Z 2¥d FEgEGen, dojxl
EE AEY Cp Y HaS = 79 eI (NTC & DNA AZ tj4l DW &
Z 7}t negative control 2] Cp #t¥), 2t DNA (Intact cell, Isolated DNA, Residual
DAN) 39| Cp B#a#2 otald E 4o vhehuisich |

=y
tjo

[£ 4]
- Line 1 qRT-PCR
Intact cells Isolated DNA Residual DNA
Average Cp 21.46 21.56 28.82

Data: Cp value

A7 & 4 2 = 790 Yekd upeh Zol, AAd 1] weE £
isolated DNA ¢} residual DNA ¢ 4 C #9 Ako] ACp & 7.269 e
el e, ¥ k9 DNA # fold change (Isolated DNA: residual DNA) & 27%:
1=153.5:12] B &S HO|Z =, residual DNA UHH] isolated DNA 9 %2 A9
oF 99%E X}A|3}H, isolated DNA WiH] Residual DNA & & #AAY o 1%
FEe B o3 Ads AAd 19 wE ik %ﬂ‘%—% S8t A2
Fo MEZRH axxog DNA & 5 stReH, ol
A

dAld 19 719 dd AR HE Ve Ade BoFe Aol &+ At

P
3%
mlo
o
Jo
rS

AAld 5: AE 4B £A (sequence correlation analysis)

MCF7 bulk sample (MCF7_B) (1*10° cell o]% A}&; A7) A EolA =4
¢cDNA % Ing ©] RNA-sequencing ©ll A}83He RNA A<E, MCF7 ©=
Al E(single cell)®] whole cell & RNA A<E, @ MCF7 @5 AXZHE AA|d
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19] A By UHE o] &3t9 Egl® RNA (fractionated =& isolated RNA,
AAle] 19 ik F el st 3" RNA)Y AE Y AR
£ X (correlation analysis)S 5348} o}
A4 0 2, MCF7 bulk sample 1%, whole RNA sample 10, fractionated RNA
sample 103 ¥4 HFo=2 53l OUi Whole/fractionated sample +3 A H&
I~ (gene expression level)?] HA#S Fatth A7) FdA #d FF2 I$A
AA ] 304 At vle} 2 RNA A FA W osto] $33t3in.
7] doid FAA 2E YAt(gene expression profile)e] FH HA

23S & 89 (a) WA (9 YT = 89 (a) WA (¢)ol A, MCF7 bulk
sample 2 5B A2 Z 37k (gene expression level) ("Bulk cells"= 3 A]) vs. whole
RNA sample EZHE| @2 gene expression level &] F gk ("Single cell WR"Z
F A]), MCF7 bulk sample 2 5B @& A3 3L vs. fractionated RNA sample E=Z 5 E
AL gene expression level H#k ("Single cell FR"Z I A]), whole RNA
sample EZ 5B 9 HT 3t vs. fractionated RNA sample E2FE I HH &
Z}Z} scattered plot 02 T213}slo] AMEZZE expression level & @ TAE
etidel. 71 ¢ & correlation coefficient = 3 A9 (correlation
coefficient)y& UEMIATH (4F ATes AE dHolg A 2/EE 484

=S yehd)., 4 ZdzY x 53 oy F9 FA: FHAA Ed
<F(expression level), & RNA S UERAT

£ 8 9 (d 2 (e)T single cell fraction/single cell whole Z+z}e] &3 thol 4]

cell-to-cell correlation coefficient & YEFH I ZZ A y %9 Frequency © NS

r
O

=

correlation coefficient k= 2T pair &) TAE 9|v|gtt}. FR (single cell fraction)
2 WR (single cell whole)®] ~10497) M|3EZF RNA expression correlation =
B89 5, 2129 Ho correlation coefficient 7} 747t r=0.61 (single cell FR),

r=0.57 (single cell WR)S! Ao 2 Yl o]E 7+ F93Fl Aol7} Qe A=

= go] LhER uhe) ol Al 19 4 Rz we] oshe] Ralw
==
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£ 47l 497 MCF7 95 AX ## Whole cell ¥ MCF7 @5
AZERE AAd 19 A Fg  HHS olfste Egyd
RNA AZ(fractionated RNA sample)®] RNA A|@4] ZIFZA detected gene

number & % 99| YERJATE. = 994 detected gene < sequencing Z 3}

o

detection ¥ gene 2] 7I<, unmapped < reference sequence ©| mapping H A &=

gene 715+, mapped = reference sequence ©| mapping ¥+ gene N5E YEIATH

(human genome reference: hgl9 (UCSC genome browser); 4] % ™: reference ¢!

hgl9 sequence ©} sequencing $+S ¥ sample 2] sequence read S mapping 3}
22 X

Z 7| read count % reference ©] mapping S== unmapping ® read & FE At&9h).

E 99 BARE= vlel Zo], MCF7 ©= MXE 3 Whole cell 2 fractionated

L=}
2AZ R @99 B4 wycl AFH WY ONARNA B el 9a

= =
RNA SS9 02 245 W) ol 558 28 29U ¢ & Ak

Ao 6: AF F-AA A|EA (whole genome sequencing; WGS)

MCF7 MEZE o]&3std 7] AAld 19 A 22 4 dd Hx
A F3A4 S0 AT A% B7ME P50 MCF7 bulk sample (1¥10° cell
old AlE; A7 MEAAM F5H gDNA ° diste] WGS ), 471 AAl4
18] oz MCF7 @¥AETERE &2 DNA T8E, 9 MCF7 ©dAE
AMAE SHEZHEH S 34 DNA (gDNA) i3t AA FdA AJEA
(Whole genome sequencing; WGS)E T3] Genome wide copy number
variations & =75} t},

TruSeq Nano DNA Library Prep Kit (Illumina, USA) & ©]&3}% whole
genome sequencing = 93 DNA library & <H|3}3, Illumina HiSeq 25002
0]-§-35l] 100bp paired-end mode 2 412 Z33}A T} Read depth & 0.1x WX
0.7x 2 X &3}% 31, BWA aligner (bio-bwa.sourceforgenet)s Al&3dled EE
sequencing read & Hg 19 reference genome © align 8} T}

471 4R 245 & 109 YA = 1094, Y 9 ON &
Copy number & WEII, Bulk & MCF7 bulk sample ] WGS Z3} (copy
number)©] I, FD & Al 19] 34t 2] Lo 28t MCF7 B YAX 27 H

25
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42 DNA E£HE9 copy number °]31, WD & MCF7 HdAHLY AAZL
L EZHE L& gDNA ©] copy number & YEMATH 7 2= X F9
FA|= bin 22 chromosome region = &}P|¥Th. = 100] YEhd wiep Zol,
AAld 19 #HAF £ el estel MCF7T @YAZERE L DNA
BEIEZHRE doR - copy number H$Ao] MCF7 9UAME HAMXE
LAEZHEH E2 gDNA % MCF7 bulk sample ZFE @2 copy number
FEdH Z Aolb S AT + Uk oI ZAFE, AAld 10 A=
A 28] Wi oty 9l MEZEEE E8E YA oA E bulk sample
o AATANG RAE £EO AW B 23T 98 & 98L Avad
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TE o9 EFFEC] | BEHE 90:10 WA 70:30 (B EI:my Fu))9
&2 g9 A, g4 28 9y
[AF3 7]

Aol Ao, 7] a) ¥H F&A L b9 EHE AGEH B¥H

FEAS X AHoE Wy 44 (PBS), Hank's balanced saline solution (HBSS),
TE olg EFZo] 2o HIu|Z 8515 WA 7525 (B 85 )9

MEE S A, W 2o P,

Aeel A, 7] a) BFH FL&A 2 b9 {EiE ALEH B
TFEAS X AHOE H%fﬂ A+ (PBS), Hank's balanced saline solution (HBSS),

Aseel QolA, A7 ARTAAE ZSAdgdd g HE,
22WolE, ¥ 3 [@-ZHVEZZI)UHEIREY - ZERE T Yo ER

<
ol ZolA AEld 15 o4, S 2 W,
'_FL

Asgtel] lolA, A7 AHBAHA &4 e AWEHAY sEE B
e Wy S8 Bylo) didte] 0.05 WA 0.5 %(vv)), A B .
(373 11] |

Aol oA, 47 AHEAAA A o] AUEHAY vE= F
T Wy FEA Fod gisty 0.1 WA 0.3%vAv)e], 4t B B,
[(F+% 12]

A1l oA, B7] @A Y AE &HEY QYR 1FFE
de SAE A7 B4 3004 B HAE L= dARYE FPSAY,

]

e FY] AR R, Y4 B P,
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30
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Sl AVIEE B FAHE AL, A 8 FH.
[+ 14]
A WA A3y F o= g FFe YA, 47 AE A5EE @4d
AEE EF35l= A S(single cell sample)Ql, A 2] 29,
(873 15]
A WA A3E 5 o= T ol YA, 47 @A (5)9 DNAS
Al (6)%] RNAE U3 AE ARZRE EIF
g .
[T 16]
A HA A13F 5 o= 3 Foll oA, 47 DA = ZHE

Abgete B kA ¥ A, A 29 PE.

ox
—d
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DNA_Line 1 qPCR

0 ; / , -
Wholecell 1 Whole cell 2 Isolated DNA 1 Isolated DNA 2

RNA_GAPDH gPCR

{

Whole cell 1 Whoie cell 2 Isolated RNA Isolated RNA
1 2

i i
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- GAPDH_qPCR quantification (10 MCF7 cells)
- Data: Cp value
- Isolated RNA/Residual RNA ACp= 2.7

> RNA recovery rate >86%
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- Linel_gPCR quantification (10 MCF7 cells)
- Data: Cp value
Isolated DNA/Residual DNA ACp= 7.25

- DNA recovery rate >95%
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