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aa;< His, N-Ac-His, pGlu-His, B+ N- R -Hiso]aL;
aa,= Ser, Ala, Gly, Aib, Acdc H= Acbeolal;
aaze Gln T+ Cito]al;

aa,; = Gly H+ D-Alac]ar;

aas Thr B+ Sero]il;

aas> Phe, Trp, 3-(2-ZF e =Z¥d)deid, 3-2-vEdd)dehd, =
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aa;< Thr =+ Sero]at;
aage Ser W+ Aspo]il;
aag= Asp, i+ Glue]az;
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aa;< Ser, Asn, T Uo]al;

aa;p Lys, Glu, Ser, Arg, HE+ Uo]ar;

aae FABIAY = Tyr, Gln, Cit, E&= Uo]il;

aape FASFAY = Leu, Met, Nle, %5 Uo]iL;

aa;s= FASFAY = Asp, Glu, & Uo]aL;

aas FAS ALY = Ser, Gly, Glu, Aib, AcSc, Lys, Arg, T Uo]al;

aa;< HFASAY ®+= Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc, B+ Uo]iL;
aaige F-ASAY ®= Arg, hArg, Ala, Aib, Acdc, Acbe, H= Uo]a;

aai= FASEAY ®= Ala, Val, Aib, Acdc, Acbe, B+ Uo]az;

aane FAEAY T+ Gln, Lys, Arg, Cit, Glu, Aib, Acdc, AcSc, TEx Uo]aL;
aayn< F-ASAY = Asp, Glu, Leu, Aib, Acdc, Acbe, BT+ Uo]al;

aagne FASFAY = Phe, Trp, 3-(2-v=Z€)deld, Aib, Acde, Acbe, BE& Uo]al;
aa HF-ASHAY ®= Val, Ile, Aib, Acdc, Acbe, B+ Uo]iL;

aay= FASAY T+ Gln, Ala, Glu, Cit, =& U]z,

aagsi= FASHAY = Trp, 3-(2-yzE)debd, E= UolaL;

aap< FASAY = Leu & Uo]a

aaye FASAY = Met, Val, Nle, Lys, & Uo]aL

aag HF-ASAY H+= Asn, Lys, e Uo]aL;

aasi= F-ASAY B Thr, Gly, Aib, Acdc, Acbe, B+ Uo]iL;
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aasp< F-ASAY T Lys, Aib, Acdc, Acbe, =& Uo]aL;
aan< FAE ALY = Arg, Aib, Acdc, Acbe, X Uolar;
aapt™ FASAY E=+= Asn, Aib, Acdc, AcSc, T Uo]aL;
aap< F-ASAY T Arg, Aib, Acdc, Acbe, EE Uo]aL;
aay = FASAY E=+= Asn, Aib, Acdc, AcSc, T Uo]aL;
aap = FASAY E+= Asn, Aib, Acdc, AcSe, T Uo]aL;

aagge F-ASAY == Ala, Ile, Aib, Acdc, AcbC, B+ Uo]al;
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aay—aay-aay-aayZ(AE WE 2)

7] Aol A,

2% OH X NH-R'©]a, R H, X3hd Ei wX3d (-Cp, &2, E= 10 Da ]¥ke] PEG o] L
aa;<> His, N-Ac-His, pGlu-His, Hi= N-R-Hiso]al;

aas= Ser, Ala, Gly, Aib, Acdc, =¥ Acbcolil;

aag< Gln B+ Cito]al;

aas Gly T D-Alao]az;

aas Thr T Sero]il;

aas> Phe, Trp, 3-(2-ZFQzud)<deid, -2-vEdd)dehd, & 3-(2-yzZe)dehdo]a;
aar> Thr & Sero]il;

aage Ser T Aspo]il;

aag= Asp, E+= Gluo]a;

aae Tyr, Leu, Met, 3-(2-vh=ZE)debd, 3-(4-vlgd)gepd, E&= 3-[4-2' - d-4' - EA A A d L}
wlo]ar;

aa;;< Ser, Asn, L& U(X)o]aL;

aapp= Lys, Glu, Ser, Arg, ¥+ U(X)o]aL;

aapS BASAY = Tyr, Gln, Cit, =¥ U(X)o]iL;

aay FASAY & Leu, Met, Nle, T U(X)o]aL;

aaie= FAEAY E= Asp, Glu, BTE UX)o]aL;

aa;e FASAY == Ser, Gly, Glu, Aib, Acbe, Lys, Arg, Hi= U(X)e]aL;

aa;e FASAY EE Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbe, = U(X)e]aL;

aa;ge FASAY EE Arg, hArg, Ala, Aib, Acdc, Acbe, Hi= U(X)e]aL;

aaps FASEAY i Ala, Val, Aib, Acde, Acbe, T U(X)o]aL;

aayn< FASAY E= Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbe, = U(X)e]aL;

aagn< HFASAY ®=+= Asp, Glu, Leu, Aib, Acdc, Acbe, HE+= U(X)o]aL;

aapt™ F-ASAY Ei= Phe, Trp, 3-(2-y=Zg)<dehd, Aib, Acdc, Ache, & U(X)o]aL;

aagS F-ASFAY i Val, Ile, Aib, Acde, Acbe, T U(X)o]aL;



aayus= A ALY =E Gln, Ala, Glu, Cit, =X UX)o]aL;

aape FABHAY = Trp, 3-(2-yzeh)dehd, w=E UX)o|xL;
aape FABI AL B Leu EE UX)o]aL;
3327—3— —‘?—ZHT—S}-}]L}‘ T Met, Val,

Nle, Lys, T+ U(X)o]aL;

aage FASFAY EE Asn, Lys, & UX)o]aL;

aays F-AskAY = Thr, Gly, Aib, Acde, Acbe, B=E U(X)olL;
t, aap, aay, aag, aayg, Adadgo, adgy, adgz, adgz, ddg, adgs, ddge, ddg7,
of Tf AFE A E= HA oAt Uo] A
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Z(AE W3 3)
71 A A,

7 OH X NH-RO| 2L, R H, X188 £ uXa8 (-Cp 27, Ei

aasx= Ser, Ala, Gly, Aib, Acdc, HE+ Acbcolal

aas< Gln =+ Citola

- g4

aag> Phe, Trp, 3-(2-ZF = d)detd, 3-(2-wgdd)detd, MePhe, =&
aa Tyr, Leu, Met, 3-(2-vz@)&ebd, 3-(4-vjsid)dehd, H= 3-[4-(2
wlo]aL;

aan< Ser, Asn, T U(X)olar

aapi= Lys, Glu, Ser T U(X)o]ar

aaS F-ASAY E= Tyr, Gln, Cit, T UX)o]aL;

aap~ FASAY T+ Leu, Met, Nle, =& U(X)o]aL;

aas= FASHAY == Asp, Glu, == U(X)o]ar;

aa A ALY == Ser, Gly, Glu, Aib, Acbe, Lys, R, =¥ U(X)o]a

aar> FASEAY == Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc, TE U(X)o]laL
aas> FASEAY == Arg, hArg, Ala, Aib, Acdc, Acbc, T+ U(X)ola

aap= FASEAY ®= Ala, Val, Aib, Acdc, Acbe, =& U(X)olx

aan< HF-AsAY = Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc, =& U(X)olx
aan < BAE ALY = Asp, Glu, Leu, Aib, Acdc, Acbe, ¥ U(X)ola

aap= F-ASAY E= Phe, Aib, Acdc, Acbhe, BE UX)o]lxL

aage HF-ASAY T Val, Ile, Aib, Acdc, AcSe, ¥ UX)olx
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R, R, 2R & 7474 5¢8o2 747t Z9elA, A3, H, AsE £ XEE C-Cy &Z27], X35 =
oA g Aol mi ASE EE uA g ol=adrlo)a

Wl% SYgdoz 74zt A9-oA, -CHy-, -CH~0-, -(C=0), -(C=0)-0-, - (C=0)-NH-, -(C=S)-, -(C=S)-NH-, &
- _CHQ_S_O]ﬂy

Wi -0-, ~CH-, 3 -S-o]iL;

R Sgdown zzte] 4o, 4%, I, A8 me A8 (-G 227, Af8 Ex nAan 25
o]"?ﬂ_7], BE’E‘ j]ja'% BE’E‘ H]i]%% O]'—E-oel'ye]7], _NHz, _SH Cg C/1 a}ﬂ, CZ_C/[_OEZJ, _NH(C:O)_CHZ_BI', _(CHz)m_

n& 1, 2 T 30|11
ne 1-100]3L;
HAHE== 817] 3184
<s}skA (11)>

J(ID=FE s ar:

ddi—ddpz—dds—dd4—adds—ddsg—ddy—ddgTddg—ddip—ddil—ddizTddiz—ddis—addis—ddieddiz—ddigTddig—ddgo T dde1—ddge—ddgs—dde4—ddgs T

3326_3327_3328_3329_3330_3331_3332_3333_3334_3335_3336—3337—2(}\'1% W3 1)

7] AelA,

7= O, ® -NI-Ro]3, 9714, R& H EE C-Cp, X38 = vx3
al;

an e His, N-Ac-His, pGlu-His, Hi= N-R -Hiso]x

aa,= Ser, Ala, Gly, Aib, Ac4c ®=+ Acbcolal

aas= Gln, =+ Citolal

aa= Gly, ¥ D-Alao]at

aasx= Thr, B+ Sero|il

aag= Phe, Trp, F2Phe, Me2Phe, .+ Nal20]iL
aa;= Thr, B+ Sero|il

aag= Ser, B+ Aspo|il

aag= Asp, EE Gluolx

aaice Tyr, Leu, Met, Nal2, Bip, T=* Bip2EtMeOo]aL
aap< Ser, Asn, T+ Uo]iL;

_14_
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S=54d 10-2011924

[0040] aap= Lys, Glu, Ser, Arg, T3 Uo]al;

[0041] aa;y F-ASAY, EE Tyr, Gln, Cit, H& Uo]aL;

[0042] aaps= FASAY, == Leu, Met, Nle, T Uo]i;

[0043] aas= FASAY, == Asp, Glu, T Uolal;

[0044] aas> FASAY, = Ser, Gly, Glu, Aib, AcSc, Lys, Arg, T=& Uo]aL;

[0045] aa;re HFASEAY, ®=E Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc, H=+= Uo]ii;
[0046] aage HFASEAY, ®=E Arg, hArg, Ala, Aib, Acdc, AcSc, T Uo]aL;

[0047] aa F-AsHAY, ®E Ala, Val, Aib, Acdc, Acbe, H=+x= Uo]ii;

[0048] aag< HF-AsAY, ®=x Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc, H=+x Uo]il;
[0049] aan< FASAY, =+ Asp, Glu, Leu, Aib, Acdc Acbe, =+ Uo]al;

[0050] aag F-ASAY, ®=E Phe, Trp, Nal2, Aib, Acdc, AcSc, T+ Uo]aL;

[0051] aage FASAY, ®=E Val, Ile, Aib, Acdc, Acbe, H=+= Uo]ii;

[0052] aans F-AE ALY, EE Gln, Ala, Glu, Cit, TEE Uo]aL;

[0053] aant WASAY, T Trp, Nal2, & Uo]il;

[0054] aage FASAY, B Leu, F+ Uo]al;

[0055] aaye FASAY, T Met, Val, Nle, Lys, T Uolal;

[0056] aage FASAY, T+ Asn, Lys, =& Uo]aL;

[0057] aans FASHAY, wE Thr, Gly, Aib, Acdc, Acbe, HE Uo]iL;

[0058] aas< HFAsAY, ®=E Lys, Aib, Acdc, Acbe, Tx Uo]aL;

[0059] aan> F-ASAY, T Arg, Aib, Acde, Ace, Hi= Uolar;

[0060] aap™ F-ASAY, T Asn, Aib, Acde, Achce, T Uo]ar;

[0061] aape F-ASAY, T Arg, Aib, Acde, Ace, Hi= Uolar;

[0062] aag’= F-ASAY, T Asn, Aib, Acde, Achce, T Uo]ar;

[0063] aaips= A AY, T Asn, Aib, Acde, Ache, T Uo]ar;

[0064] aap> F-ASAY, = Ile, Aib, Acdc, AcSC, TE& Uo]aL;

[0065] aagge F-ASAY, Ti= Ala, Aib, Acdc, Ac5C, T+ Uo]aL;

[0066] aaz< FASHAU, HE Uolal;

[0067] U AMEAA Xello] i Aol AMSH= 28715 36t 2 e v opnligbo]ar;
[0068] 71X, aaaay 5 9O B2 deJAHoR 19 FHE T dstgoRM SF 2SS FAskaL
[0069] o, aap-aay & ofH, Ei 1 o] Xl I AdE FA ofwst Ueltt.



[0070]

[0071]

[0072]

[0073]
[0074]

[0075]

[0076]

[0077]

[0078]

[0079]

[0080]

[0081]

[0082]

[0083]

[0084]

[0085]

[0086]

S=50d 10-2011924

A AA G A, nd 1o}, IF AAGEA, nd& 20|31, Al FYIAEE Al FEIAI=] Wk A2
FeaA =g R, R ®E R % ol s} Abo]e] A%L Ba) A2 A =o] Rt

A, ne 3013, Al TEPIAEE Al 2 IA =] Vob A2 2eAA=9] R, R EE = ojv sk
Atele] Ajbs Fall A2 S@IA=e BRI, A2 SYIAEE A2 SYIAE=e] W29Jr A3 S A =9
0R”, OR" T R % oln ah} Apole] Adte Ea A2 FelmA s R

b AR Sl A, SHEA(1-0) 9] FES X7 317] 3219 725 7HA = FitEolth:

<ahsb2)(1)>

[~ 1

R W2 0 w

\R2

RY0 OR™

i A 884 (1)
OR1C

A7) Al A
R'E H, B87], A8 e wATE 0y $A7), E 2ERE 3] g wololElo]1;
PR m R 2zt =AM ow zbzte] ASA H, KB, il XaE = 0 X 88 C-Cyp o7 7]o]a;

Ve Sydo=r 747t Z9dA, -CHy-, -CH-0-, -(C=0), -(C=0)-0-, -(C=0)-NH-, -(C=S)-, -(C=S)-NH-,

RE A, CCrol, C-C-27], EE ~(Cly),-2ao] v =o] iL;

me 1-100]t}.

T UE AAGEHA, s (1-A) 9] st X7t &) FRE T shEEelth
R'2W2 o] ngi

RMO OR'®
OR1 c

wEkA, 7] Zled AAIGECAA, R 2ol

dZ Sol, A7l 71%d Xo] Txo] BH dAH AAFHA, V& -C (S0NH-°]3, RE W HE|= o]
obu) sl 7] Ul AT, MEIE Fo 2Asks gl B7]9] Za F ofulny])she] Adto|rt,

F7be] AAFEAA, FA (-0 BFELe W 7] FEE AAE syt

REWZ_ O wi_ Rz:‘t;

RYQO OR'™

OR'e

_16_



[0087]

[0088]

[0089]

[0090]
[0091]

[0092]

[0093]

[0094]

[0095]

[0096]

[0097]

[0098]

[0099]
[0100]

[0101]

[0102]

[0103]

[0104]

[0105]

s=s4

oE ol 47l 71%H Xl Fxol e ANHel AN FHeAA, W CHoolw, RE X Ao &

>
>,
=
‘O,
[
N
oy
o
o -
o =
N
rr

= X ] eelm =gl g EleolHEE FAdRH).

= FE= e opvimal 7] Ue] A KojojElel] F-HE o] k(e

F7ke] B uhE AAGEHlA, sk (1-4) 9] stES X7t 8] sekA(D) o x5 T shebeEelth:

<3}k (1)>

— —
R1e W2 O W
\ 2
R
RG OR™
| | o} (1)
OR1C
71 Aol A,

R', R, 2 R': 27 Sgxoz 2A7e] B9olA, I, Bav], T g8 = 0XE C-Cyp ©

W& —(C=0)-NH-0] iL;
2
= -0-9]1L;

2

R

s

Al
F7be) AAFHAA, FSA1-0 HFEL 0F 7] FA(D FEE AXE 3
<she}4 (1)>

e
ot
i)
e
o
o

ta W2 o) w
R W g

RG OR™
| | o} (1)
OR1C

_17_
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[0106]

[0107]

[0108]

[0109]

[0110]

[0111]

[0112]

[0113]

[0114]

[0115]

[0116]

[0117]

S=54d 10-2011924

o

7] B Eel vled A AA GO, R = AgkE s A EHE GGy A7)0l

A (1-4) 9] X7F 8b7] 725 7HA = thAl AAGH 3 LdolAM FAE:

E‘LZWZ ° W1\R2

RMQ OR™

a2 Sol, A7) J1%H Xo| Tz Bak oMl ArFE A, W& -s-o]1, R (-Cp AT, W= S

ol3, R'= Wb ME= o] ofunat 27 A3 moloE] Alole] Ato|rh(o]At), HWE=S] A2~
A7) Fol B2 xoh §7 Bodues d4ga.

7] New xe] Fxe BE E g dAge ta AAFEA, W -0-0]3, RE (-Cyp FA7)0T, Wit
0ol3, R'E= Web MEI= o] opmat 7] Ue] A mololE] Alole] Adtolrh(dAY), WE|=o] A ®
= By 2] Fo sol=2av]= xst #7 oH2s e

A AAGEHAA, U= Xello] & Aol AREEAL, ol o9V A Hm v obuedt, HEs X9
St A T v ot Ny 7S Eehs WA opnedt, ofAERIVIE Eeshs WA ofveat,
E= NH-C(=0)~Clo-Br Hx= ~(Cl)y= el o= (714, m& 1-108) & ks v opn|ieitolt,

E)

A= AR A AxGEelA, ANEAA X 1-ololmA WE-D-FEFEA, 1-SEHA WE-D-2F
B LAY AED-FFREY, HEARDAY DEREL, R Wg DIRREd, 10
HDFRFEL, 16T AEDIRPEL, Lofolad ME-D-UFRTEY, 1-GEAY DT e
S 1A WED-CE R, 1A e DT R, e WD 2R, 1-e]
2 DU ERTES, 15y WD RRRES, £ A aE Leolnd Ak ) 2Ras, 1o

FU

MERD-2 a2, 1-SAb A HE-D-2Fa s, HERNA HE-D-2Ras, 1A HE-D-2Ras, 1
0 WEbD-2 s, 1-SY WE-D-2 R, 1ol nd MEHD-REAS, 1-Sehd WE--REAS, 1-
SAd MED-BEAS, 1A WED-REAS, 10 WE-D-REA S, 1-58 He-D-REAS 58

sgen, M= AES 4 Awd s WEselAn, 4 w7 F -G sl Fe=s)
obvlrr]) 3ol 7] Abole] AF P 93] Az,

W= B A% AAFEA A, U AE=0] W ojvliitolh, WE|= GBS AY A FeeIA, U
© oAE e WEe obvlxtolth. WEE AR A% AAFHAA, U A D- i Lol eitolth,
B AR 2% AAGHGIN, U WA ofvlealolth, WEIS AgEe 9w AAFEelA, UL Lys,
Cys, Orn, = ARIAA Xelol F6 Afol Ao 28715 Egshs WA opvitonyy Agac,

AE= BB QR ANFRAA, Ao ARTAHA Xelo) T AFel AT AE71E M, -SH,
“OH, -N;, BEOMIE, ~(Cll),-ZeelM = (e]714, m 1-108), & obAgal7]ol,

A FH ol A, Zoldt 7 ofn| At 7] S4 ﬂ&ﬂ% AAduo] Ato]E8 #gehE P dFE 5o,

FeHoll A, Lys SH= Glud S8 7 ApolEy o & %

AW, Glu B Lys=5E J4dct. 47 oT°ﬂH, 27 de 2%e Jgu=E 5 4 A

ot 3N 7= Ao dA JH(EF [Condon, S.M., et al. (2002) Bioorg Med Chem 10:731-736]; [Murage,

E.N., et al (2008) Bioorg Med Chem 16: 10106-12]; [Murage, E.N., et al. (2010) J Med Chem 53: 6412-
Do g5 AAFHl A, A=HS A7l fAE FE e °‘z41?ﬂﬂ1 TE5S @5, UAE 72 A4S AY

3171 Y8 devs gAS T8 AZ2=E = JU(EH [Li, Y., et al. (2011) Peptides 32: 1400-14071).
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[0118]

[0119]

[0120]
[0121]

[0122]

[0123]

[0124]

[0125]

[0126]

[0127]

[0128]

[0129]

[0130]

[0131]

[0132]

[0133]

[0134]

[0135]

[0136]

[0137]

[0138]

[0139]

[0140]

[0141]

[0142]

olu] At F7]9 &4 F8U)= SAFSE FE

lo
hinss
S
e ok
Nl

=
44317 %:5]], Adgo=H Z4 ofX =t U7l FL7] Ao ]4 "
e ZA o] S-S A3 [Le Chevalier Isaad A.,

et al.

on

=50l 10-2011924

ol
olo b

2 obgsiE Al
2 o A4

AR A el A% 44 YRS TS RS AYES FhEoE WFY IR ©
£ a9 fAbelth, 7] AAGH F QelM, WES PYBE TH ARE 1-0-201 pD-FETELS I
foba, AEEE 2EAEe Aol

AR AAFHNN, FH AFE AW FHANEE wYSHE WS AYES FHHOE WIH (LP-1, Ei
a9 fApelTh. 47l AAYE F ARAlA, BES AYRE FTH AT 1-0-97 BD-FEFELS T
s, PE|SE GLP-19] fAHAIel

AR AAFHANA, (-0 W= BHEL 3] FSAA(11-A)9] F2E Tk

<3}e}2 (111-4)>

ddj—ddp—dds—dd4—adds—ddsg—ddy—addgTddg—ddip—ddil—ddizTddiz—ddis—addis—ddieddiz—ddigTddig—ddgo T dde]—ddge—ddgs—ddes—ddgs T

ddgg—dda7—ddgg—ddag ™

Z(AE A3 2)

7] Al A,

2= OH, i NE-R'©|3, of7]4, R'& H Ei (-Cp, AFE E nX3a 9, £x
al;

aa; His, N-Ac-His, pGlu-is, ¥ N-R-Hiso]i

aasx= Ser, Ala, Gly, Aib, Acdc, HE+ Acbcolal

aaz> Gln, T+ Citolx

aa; Gly, T+ D-Alaclx

aasx Thr, ®=+¥ Sero|il

aag> Phe, Trp, F2Phe, Me2Phe, H+= Nal20]il

aa;> Thr, ®=+¥ Sero|al

aag Ser, W+ Aspol|il

aag Asp, T+ Gluolxl

aa > Tyr, Leu, Met, Nal2, Bip, T+ Bip2EtMeOo]aL

aan< Ser, Asn, H& Uo]aL

aapi= Lys, Glu, Ser, Arg, T& U(X)olaL

aaze FASAY, =& Tyr, Gln, Cit, =& UX)o]xL

aay> A AY, =+ Leu, Met, Nle, =& U(X)o]aL

aas= FAE ALY, EE Asp, Glu, TE UX)eolx

aa A ALY, =+ Ser, Gly, Glu, Aib, Acbc, Lys, Arg, =& U(X)o]aL
aap> FAsEAY, EE Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc, T+ U(X)o]laL
aaig F-ASAY, == Arg, hArg, Ala, Aib, Acdc, Acbe, B+ UX)olaL

_19_
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[0143]

[0144]

[0145]

[0146]

[0147]

[0148]

[0149]

[0150]

[0151]

[0152]

[0153]

[0154]

[0155]

[0156]
[0157]

[0158]

[0159]

[0160]

[0161]

[0162]

[0163]

[0164]

[0165]

[0166]

[0167]

[0168]

[0169]

[0170]

SS50d 10-2011924

aas TASHA,

k
rr
=
o

, Val, Aib, Acdc, Acbc, T U(X)olar;

k
s
o
=

aaxne FABHAL, , Lys, Arg, Cit, Glu, Aib, Acdc, Acbe, T=¥ U(X)o]aL;

5
e

aay< FASAL, Asp, Glu, Leu, Aib, Acdc, Acbc, =¥ U(X)o]aL;

5
e

aagps FASHAY, Phe, Trp, Nal2, Aib, Acdc, Acbc, T+ U(X)o]aL;

5
s

aayne FASAL, Val, Ile, Aib, Acdc, Acbc, TE¥ U(X)o]iL;

k
rr
o
=
=
o

aay= FASHAY, , Glu, Cit, ==+ U(X)o]x;

aapse FASAL,

5
s

Trp, Nal2, &&= U(X)o]aL;

5
s

aag FASHAY, Leu, =& U(X)e]x

t
s

aay< FASAL, Met, Val, Nle, Lys, =& U(X)o]aL

t
s

aayS F-A A, Asn, Lys, T U(X)o]aL

5
s

aa = HA AL Thr, Gly, Aib, Acdc, Acbc, T& U(X)o]aL

o
rio

tlo

3714, aa;aan = Aol B& JojHoz 9 =2 Ed dPoun e AFS A s,

©F, aais, aayy, aa, aay, adyg, Ady, Adyp, Ady, Ady, Ady, Ady, Ady, Adg T aay o ofHf, W 1 o
Xl & 238 A == vjdd opbneak voltt.

A5 AAFE A, B2 (1-A) 9] FE= AHELS sH7] 3pehA(1T11-B) 9] 725 7Ht:

<3}k (111-B)>
His—aay—aa;—-Glys—Thrs—aas—Thr;—Sers—Aspg—aajp—aaj;—aaj;—aa;z—aa—aajs—aae—aa;z—ads—aag—adzp—ads~adzy—adss™
Z(A¥E M3 3)

A7) AolA

2 O, B NIR©3, o714, R'e H ®i A8he i ux88 (-, 07, Ei 10 Da 1wke] PEG o]
al;

aasx= Ser, Ala, Gly, Aib, Acdc, HE+ Acbcolal

aas= Gln, =+ Citolal

aag= Phe, Trp, F2Phe, Me2Phe, MePhe, X3+ Nal29]il
aa; > Tyr, Leu, Met, Nal2, Bip, %=+ Bip2EtMeO;
aa;<> Ser, Asn, T U(X)o]aL;

aaps Lys, Glu, Ser, T¥ U(X)olaL

aa;s> FASEAY, =& Tyr, Gln, Cit, =& U(X)o]aL
aap~ FASAY, =+ Leu, Met, Nle, =& U(X)o]aL
aaiss FASAY, ®=E Asp, Glu, == U(X)o]aL

aa> FAsEAY, =F Ser, Gly, Glu, Aib, Acdc, AcSc, Lys, R, E=+ UX)o]aL
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[0171]

[0172]

[0173]

[0174]

[0175]

[0176]

[0177]

[0178]

[0179]

[0180]

[0181]

[0182]

[0183]

[0184]

[0185]

[0186]

[0187]

[0188]

[0189]

[0190]

[0191]

[0192]

[0193]

[0194]

[0195]

[0196]

=250l 10-2011924
aa;< HFASEAY, ®=E Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbe, HE+= U(X)o]aL;
aape A AY, ®=+ Arg, hArg, Ala, Aib, Acdc, Acbe, E+ UX)o]aL;
aaps FASAY, ®=+= Ala, Val, Aib, Acdc, Acbe, T+ U(X)o]aL;
aane FASAY, ®=+= Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Ac5c, T+ U(X)o]aL;
aan< FASAY, =+ Asp, Glu, Leu, Aib, Acdc, Acbe, HE+ U(X)o]aL;
aap A8 A, T Phe, Aib, Acdc, Acbe, HE U(X)o]aL;

aage FASAY, ®=+= Val, Ile, Aib, Acdc, Acbe, T+ UX)o]aL;

o714, aamaay = Yoo E& gfHow 1o ZH2 E3 dstgonn gy AFS A,
th, aa, aay, aaig, aaw, aayp, ads, ads, ady, LT adu & 7_5}1/}, TE 1 o2 X I 2d3E Hd =

HIH S opv] sl Ueltt,

sFebA(1-A), (T11-A), (IT11-B) Hi= 3k (V)] i AAlgeel A, U= 9ol 7Ied ol @7 ofpv|wat
ot}

sFehA (1-4), (I11-A), (IT1-B) Hi= SpebA(V)o] A AAFE M, aapi= 2alolth. 3 (1-A), (111-4),
(IT1-B) = st (V) o] A3 AAFE M, aau= FAlolt

s}

3pskA(1-4), (I11-4), (I1I-B) T 3g2(V)e AF AA SN, aas Xo| F&Ho e il

SHEA(1-A), (IT11-A), (I11-B) = Shebaj(V)o] A% AAFH M, aayS T2 (hArg) &7]oltt.
sFehA (1-4), (I11-A), (I11-B) Hi= 3k (V) o] A5 AAFH A, aap 224 7)ot
3F(1-A), (111-A), (I11-B) = speh2j(V)o] AN AAFEl el M, aas= Aib = Acde 710t

AN A FEeA, HEI=E S o] Aib A7 T

3leA (1-4), (I11-A), (I11-B) T& 332 (V) 9
o}

4

>
>
o2
)
=
>

3}8FA1(1-A), (I11-A), (III-B) =& Fa-2(V)e] o . AE| == ¢ Dedo] ) o)Akl Aib 7

S}hAI(1-4), (I11-4), (I11-B) HE& s (V)e] di AAYGEoA, FEHE AHES 37 F2E 7T
Hisi—aas~Glns—Gly,~Thrs—Phes—Thr,—Sers—Aspy-Tyrio-Ser11-Lysio=Tyris-Leu—Aspis—Aibig—aa;~Lys(N-Q2.H| 7}-1'-<Z
HE-D-FFF249) s-aa- N, (A E HE 318)

&7 Aol A,

aa; = Aib & Acdcolil

aa;r< Arg, hArg T=& Glno]al

aair= Aib, Acdc TXE Acbeolal
AL Cy WA Cop A & ol

ssh2(1-4), (I11-A), (III-B) Hx eal(V)eo] dF AAj e, FE = AFEL 37 F2&E 7
His;—aas~Glns—Gly,~Thrs—Phes—Thr,~Sers—Aspy-Tyro-Ser11—Lysis=Tyris-Leu—Aspis—Aibig—aa;—Lys(N-2.H| 7}-1'-<Z
H EF-D-2FF 2 ) g-aag—aan-NH,(A 8 HE 319)
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[0197]

[0198]

[0199]

[0200]

[0201]

[0202]

[0203]

[0204]

[0205]

[0206]

[0207]

[0208]

[0209]

[0210]

[0211]

[0212]

[0213]

[0214]

[0215]

[0216]

[0217]

[0218]

[0219]

[0220]

[0221]

[0222]

sE50d 10-2011924
7] Ao,
aa, = Aib & Acdcoli
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=
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W71~ HERD-2FF29) 15-Aibig-Aiby N (A€ WS 324)

A7) Aol

e

3

il

aap 2 aape 19 &3l SkstEomA ok Adts It

aa; Arg B+ hArgelal

AL Cpp, Cu, C, EE Cs A3 &4 o)),

shebA(1-A), (IT11-A), (III-B) = steh2(V) o] A AAlFHdA, = BP= b7 725 7t
His—aas~Glns—Gly,—Thrs—Phes—Thr,—Sers—Aspy-Tyro-Ser1—aas~Tyris-Leus—Aspis—aag—aa;—Lys(N-2.H| 7}-1'-<Z
W E-D-ZFF29) s-aag-aanNl(A € W3 325)

&7 Al A,

aap 2 aap> 47 NEHCRE Lys T Gluo]al;

S,
o
e
o
M
1o,
A
Lo
Ll
ol
:Cé
et
Lot
il
[o
fr
B
n
o
i)
%
to
2
oY
ol
=2

aap
aarrS Arg BEE hArgo|dl; aap % aanS NEZA O E Aib, Acdc EE Acheold; 1'-g47|E= Lojal, HEDY
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(1999) J Med Chem 42: 400-404]; [Negri, L., et al. (1998) Br J Pharmacol 124: 1516-1522]; [Rocchi, R.,
et al. (1987) Int J Pept Protein Res 29: 250-261]; [Filira, F., et al. (1990) Int J Biol Macromol 12:
41-49]; [Gobbo, M., et al. (1992) Int J Pept Protein Res 40: 54-61]; [Urge, L., et al. (1992) Biochem
Biophys Res Commun 184: 1125-1132]; [Djedaini-Pilard, F., et al. (1993) Tetrahedron Lett 34: 2457-
2460]; [Drouillat, B., et al. (1997) Bioorg Med Chem Lett 7: 2247-2250]; [Lohof, E., et al. (2000)
Angew Chem Int Ed Engl 39: 2761-2764]; [Gruner, S.A., et al. (2001) Org Lett 3: 3723-3725; Pean, C, et
al. (2001) Biochim Biophys Acta 1541:150-160]; [Filira, F., et al. (2003) Org Biomol Chem 1:3059-
3063]; [Grotenbreg, G.M., et al. (2004) J Org Chem 69: 7851-7859]; [Biondi, L., et al. (2007) J Pept
Sci 13: 179-189]; [Koda, Y., et al. (2008) Bioorg Med Chem 16: 6286-6296]; [Lowery J.J., et al. (2011)
J Pharmacol Exptl Therap 336: 767-78]; [Yamamoto, T., et al. (2009) J Med Chem 52: 5164-5175]).
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HThe Q& F&A9 MF BAE T3 d&d AT g F Adv AW MEY FTHo| faFH i,
A7) FEAS} FaT AXU Asdg AlAHe AEHo] FAE e AN AEd AFAHS FEg). Ay
JHE F7EE ws 2 1373 #E3y 2494E xdete AEQlEd AYY, 18, S3eHAss ) T
]l "girf FE"E FEST. FEgh 7] Al dEd A TS wA HAoH, d4 28 daue o
W AdE g 3, A B Age ZRY AAF 2 AT FAE BEE A Ha, FE AR5E 5
3 9 2dS AAststad Al Ak, 279 FAHQ) AYS daske AR stol=eelelxE B ek, @
S s IS dstad o HRE 9AGkH XY 28 Inns A ew fEshA Ko uhE
B aQldle A @ AAA g, D a5 AH, ol8ksd dEdn e HeA W Uy ==
o] g}, ZYe 7ed HEHE H/EE ol AAES ojYd A-E S5 fg Ao® fAlE A
ojt}.

I E A%

RIFHEE e ATHoR AgH FFIL FaFe] AU R Fojd Fde 2RI FeEET E4 ¢
B deds BHEH HE @S ViEste d ARgET. olee & gdl L Al o3 EHEE 2F
ool CladHE T o ui/EY. EFIZA EA JdEd ¥ ZZFMEI=(GIP: Glucose-dependent
insulinotropic polypeptide) ¥ ZF7}< A} FMEI= 1(GLP-1: glucagon-like peptide 1)o] 217 EQA Ao
2 A, A% JAE dFHY a2 HE 1o A JIEdA 6] jEEo] HY 709714 FEE F
AE Aoz AgAXG

BE dadd WE == AFH ke digh vhgos deo wap BdEa, YPgeEd fHEvhA IV(DPP-4:
dipeptidyl peptidase IV) &aol og #ao] 7|dste] & 7 w7 & 7Hv. 28 Juds e AMg
8%, GLP-1o] tigh #7 kAol &= AW, A&d ] vhg-2 oFg|dhA &%) Izt GLP-1= 3|54
ATH(EE [Kieffer, T.J., et al. (1995) Endocrinology 136: 3585-35961). F7}=, GLP-1& wg} A3E Al
2 HES ERAAZIG(EE [Aaboe, K., et al. (2008) Diabetes Obes Metab 10: 994-1003]). GLP-1& oA
, A 71l skl Fr1e foldk kS mHt: dE B, olE A A NA HHA Vs FHA

ACHEZ [Sokos, G.G., et al. (2006) J Card Fail 12: 694-699]). GLP-1& 3l <I7toA 9 wi&S A 43}
7 &5 Z—}E]/\]{h?}(ftﬂ [Toft-Nielsen, M.B., et al. (1999) Diabetes Care 22: 1137-1143]).

Eoé‘h

>
K

e s 717 Agshe GLP-19 AR A Behe A
[Drab, S.R. (2010) Pharmacotherapy 30: 609-624]c 7|%¥ o] le=dl, o] o84 L,] %Ql*éi}
2oddd, oA, AFAe] A8 "2 AdAgTS 22 FAES A4 v GLP-1
Fas Y ASE Awsta, AE3Te Ade ARG FhE, 8] 7]50}‘“ 3}9]' #
o gt BP-’FQ] d ABU2 AT S7HE FEshs W, GLP-1 FARAE E=uk 8 A AT e
wpeba], AR AAGE A, EdolAs AV AHHI, ASFer Fojgor d ey ddd P8
& 7 ]‘: GLP-1 FAHAIE Ale 3t

YA om QrgHol

te] FEE AP 2 F0] AES ™3t Ao® A Avh(EA [Sanger, G.J. and Lee, . (2008) Nat
Rev Drug Discov 7: 241-254]1). =09 A= T T2 FZIT F42F YA EY %2 EolA a4 T2 A
(23525 AW7}A: PC: prohormone convertase)ZFE FE=FHH: 1 o= oA 372, GLP-1, 2%
FHE-FAE FEE-2(GLP-2), =AY 2 SAEREAOXNDO] AvH(EH  [Drucker, D.J. (2005) Nat Clin
Pract Endocrinol Metab 1:22-31]; [Sinclair, E.M. and Drucker, D.J. (2005) Physiology (Bethesda) 20:
357-3651). GLP-1, GLP-2, ZgA¢ 2@ XM AAel] that whsox Faoa L ATERE 5oz Zuldrt,
HyoR, ZYZIFFIEE ZRAYE(PC2) AE &It AN SFItEE AAET. 0] TERE 22
o= grfe] 7R o]FofR ¢ Ut AFE JHH= FFIke|.

dl

e A B STk oA Qlad EH] A oo, GLP-1 H 19] kg muA (i, uholol e
(Byetta)) T3t 5% Xd(Mack, CM., et al. (2006) Int J Obes (Lond) 30: 1332-1340)° A, % 2% Ti=H
SxH(EH  [DeFronzo, R.A., et al. (2005) Diabetes Care 28: 1092-1100]; [Buse, J.B., et al. (2010)
Diabetes Care 33: 1255-1261])°14 &3 A= AT HAaE o, 27712 TS ‘{Zloﬂl\i‘“ SAE A
HE FaA7lE vk L(wﬂ [Geary, N., et al. (1992) Am J Physiol 262: R975-980]1), A% Z o] tha+ A%
el FFIE A BE w3 2 —r?SH(—cTﬂ [Heckemeyer, CM., et al. (1983) Endocrinology 113: 270-276])
2 AE A (EE [Salter, J.M., et al. (1960) Metabolism 9: 753-768]; [Chan, E.K., et al. (1984) Exp
Mol Pathol 40: 320-327])E& FHXAIth. 257kt olyA] diatel diste] FHeld 9Fe v (23
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i

[Heppner, .M., et al. (2010) Physiol Behav]). 57}, & A= dA1Z¥Q0 A3 vhild dislo]
Re2 AMSdE Q. welA, ZYEZ 2SR Gl e] pC TR AR AAE F 27HA] ool
T 2 giA} geF Ako] gl

AAFA, ZEZraFIke] AMA A=) O

[

Wele] MR Fod AL txwn vams
Dakin, C.L., et al. (2004) Endocrinology 145: 2687-

mlo

—

¥ 24 g4 9 AT ey #dHe] i (d
26951) . 0xm—8— Aoy £ Fo] Bk A AF A7kl uisko 19 3 SAE AFHE AL, o
= 79 F 12 hr JM 7178 59 ALHJGH(EZ [Cohen, M.A., et al. (2003) J Clin Endocrinol
Metab 88: 4696-4701]). 45-7ke] 71zt F<toll A APAE X853 27, 29 59 2 AT 24hE A5

QL o= AA 71*5 Wk 3o (E3 [Wynne, K., et al. (2005) Diabetes 54: 2390-2395]).

OXM-2 GLP-1 %
= F3ATIA
el oxmel A

7 4 ogle

LJ
u
Y
rid
=
-
B
0%

Fedela, ol %7k F8A(GCR) 2 GLP-1 F&A(GLPIR), & X7
} ®(eponymous) B|ZF=RT; 71 &2 10 WA 1008 o Wb, 7k, GLPIR

| B3 A5 F, OXM2 GLP-13} Hlatsto] wle}l ot~ selol dtisto] ol dFS
[Jorgensen, R., et al. (2007) J Pharmacol Exp Ther 322: 148-154]), o]&X "H3kHA"
AEEA A o] AlRFE ATt Az OXMel W H5T FE&AE A FPAN, o}HhA] wE
2 vk glow, 7hg#d), GLPIR 2 GOGR B 25 3l &3t 2 FEA . wEb, EdelM = 2
=, AT A4, dad AN 93 /s ded AS oA Frorel g Ao dojd
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¥ [Adelhorst, K., et al. (1994) J Biol Chem 269: 6275-

o
&
N
o
=
~—

GLPIR 2 GLCRel AgE = 9li= baﬂol Q= 7vlE FARIE GLP-1Z5E 9] ¢ e 7|8 2Tt N 2d
Aol o] AR oA o] E o7 Yehgth(E3 [Hjorth, S.A., et al. (1994) J Biol Chem 269:
30121-30124]). 3% 91A <] J7](GLP1 = A Glu B8 372 == 0XM 5 54 Gln)= GIPIRY g &%
FF22 (3 [Runge, S., et al. (2003) J Biol Chem 278: 28005-28010]) X+= OXM(E# [Pocai, A., et al.

(2009) Diabetes 58: 2258-2266])9] S TAAZTE. 3 A9 Glns 7HA= 257 & XM, &
GLP-1¢] <¢tA3ld fAMAZ A 85 e 559 ti Zzydd s v 532 A3sAU(EA  [Day,

J.W., et al. (2009) Nat Chem Biol 5: 749-757]; [Druce, M.R., et al. (2009) Endocrinology 150: 1712-
1722]; [Pocai, A., et al. (2009) Diabetes 58: 2258-22661). 7] €A}AS GLPIR 2 GCGR, & =T s}
of A5A 488 & 4 JEF YARISHITHUS 2010/0190701 Al((Day, J.W). 5)).

Fllel fAAlE 18] SgAll diste] Agahvl, whebd, 9w GLP-IR % GLR, ¥ Wl
woeh fAE mAl EEEe whgAd vk AW Re, 2 FFEd /0% A% i
o Sy QR Ul W LGS Ak Bef. 2wl e e AR g0l $49l Ao

2l X | =A%,
HlvE 25 glojA] Fag B HAl= £E hﬂr A el =, e—r7}j‘ 2 OXMell &k 7o) frAHA
= 77 GLP—lR ‘;‘ GLCR, = Bl dial I3 71 AR, AT

, Age 99 A
R Ay oqzm, S R
AE AR AvE 7] 98] ARG QA EE L/EE PV AGHE DA ol Tl F RS s
HE|= (A, GLP, OXN, FFAE B)9 fAAE AFH
OXN #4F BAE olgdtel Bt FFE R Fuue ARdE Askd Aol BF Foiel At Am A%
%R FRAE Aol B Aol o F o, (-1 W FEIE FEAON ke Zasel)s @4
SATE FAE Asee Amw, 1 Ash APEE WP am A F9 S+ AADER [Day, ]

» fE.
W., et al. (2009) Nat Chem Biol 5: 749-757]), ol X% AAY <FF= SHAZD ¢ JoH (&3

[Kosinski, J.R., et al. (2012) Obesity (Silver Spring): doi: 10.1038/0by.2012.67]), °]+= A7] F-F{olA
= Aoz nghAskA] 3k Ao}, oE £, (Kosinski, J.R.) T2 A =& 2w, A 2% Oxm
S dAE(Alzet) VUBEZZRE 149 g9t & Fost Ay, AWaEe 30% @astela, AALZF(ZTS)E 7%
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sk

FF7RE A8 FESAEE, A 28, 2 A di e ST AoR deA e, o B
2% dal olsh 24 mw vbebd 5 ik GP-1 % 2RI AEON TEI)S 2 AgAS A
Fole ARl Asme Az Rk A& A2k A GLP-1 FAbAl ¥R 5 Aehe S
2 o dadl s JHoR fustelol & Jlojnt. R, Avleh 2 AEAE HEA0R Agehd,
ARG 4 AnsteliA, ALEE GaAgeRd 0 AR d&ee] ATs gayle v E 9
F EZRAds Aed & dS Aolnh. EdelM= GP-1 % O Zgo] nigAsAl xFHol S Bt
obdel, (el 5ol WAt S5, G=n, wint 5o) 2ol HHom Akgd 5 QA sk 7PAAS oFE

b AANGE A, A (1-4), (I11-4), (III-B) ® &3t2(V) 9] &S FF7 A €4 = GLP-1
Ab BE ATstESs bARlE slolvk. kel AAFH A, stekA(1-A), (I11-A), (III B) 9 382 (V)9
SEHES 7P S AT, «oF B, dEA, 24 71%% FE= AAE(AAY, = 19 % 1
9 % 20 ¥ 29 FIFE)S FFEIE, @ GLP-1, B 2T sk F&ANA oF 500 nM w]g, urEAE A, ok
50 nM wlRk o9 v sHAE 20 oM ko] ECyS ZFXITh. E}% Ao A, ol Ved FH= YIE

(AW, = 19 F 1 2 = 29 F 29 3E)S GLP-1 F&Ao) sl o & 552 7HA (A, 10 nM ul
whoulg A A, 5 M v, 98 vk e A, 9 1Ml ECy), EFIFE F&A dalE o AL 2%S 7
Aok, 50 oM wF, wpgbAStA, ek 20 oM W)W, oS upgbA kA, <F 5 nMQl ECx). ol sk P A A
2 gAS EME iy FRIA E24 % Folgh aate fFAHEA, Az
F oA, olZH AW oA

A<

T

84 (GCGR) % GLP-1
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Proteln—coupled Receptor))el]l 2% 2 Zuel R==2 19 &Aoo 235} o7 4¥A Ak, GLP-1¢
A, ey U AR g 99)d AFske &7 18H oF A7) 1670K 9 N dd 4, 2 589
2 AEL] N Oyt AAR(ECD)o AgslsE 175E 3174419 YAE ¢ Bk gddo] &A= Aoz FHEY
A7) = A3, 7] FHE = Ngdo] AFE FARTE 849 deElE ECD G Fel disiA e
At 43 J3d @ A8AAE s BT ¢ Jdus AR FHS £9. a28EE N 2d 9L 8
A ddstE ddsts W, C 29 992 AFS Fdeke e® ARMEAY. Hol= GLP-19] #H2 N g
FAMAIZE 84 &4 AR oA, AEs AEIAY 7 vt HEHHU(ES [Mapelli, C, et al. (2009) J

Med Chem 52: 7788-7799]; [Haque, T.S., et al. (2010) Peptides 31:950-955]; [Haque, T.S., et al. (2010)
Peptides 31:1353-1360]).

Z7h%, GLPIRS) N Wk gjojo] AFe, GLP-1 Bibale] AFd A4 FAAE ol &8, GLPIRY N 2¢ o
et A(EE [Runge, S., et al. (2008) J Biol Chem 283: 11340-7]1)& &3l ECD &
Zad U0 4% 99 AR 254l Flo] WIAT(E 3). NAW-49 Glul5 o] Fe] ALe I

ox 1o 12

193 22% 5% 26% - - -
gHozM Ao FasAd @ (Val, Phe’, Trp ., Leu )7b A& Agat, o %‘/‘1‘*3101]/\1 GLP-1 <=
=77k ASE N 2d 92 GLCRY ZAdetes Wy o, AddgdAed e Addn. AdddAe] &
T4 1 -9 FE2 O 3ES PRiEe] C oY 99S mWeta, as EH’\J'S‘}D%, %EE]E 59, 5% % %
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HiSl—Serz—Gln;;—G1y4—Thr5 Pheg— Thr7—Ser8— Aspg—Tyr10—Ser11—Lyslg—Tyr13—Leu14—ASp15—Ser15—Arg17—Arg18—A1alg—Glngo—

Aspzi~Phey—Val 5=Glnas=Trpos—Leuss—Met s~Asnss=Thryg (A8 M5 331)

[0388]

—Ser 16—Arg17—Arglg—A 1 alg_G 1 Noop~

—Phes—Thr;—Serg—Aspg—Tyro-Ser11—-Lysi»—Tyris-Leun—Aspis

5

His;—Sers,—Glns—Gly,~Thr:

[0390]

=l

Asp21—Phezz—Va 1 23_G 1 n24—Trp25—Leu26—Met27—Asn28—Thr29—Ly530—Arggl—Asngz—Arggg—Asn34—Asn35—I 1 e%—AI 8.37(}\'1 %

332)

Hi Sl_Al az_G 1 ng‘G 1 y4—Thr5—PheG—Thr7—Serg—Asp9—Va 1 10_561" 11_561" 12—Tyr 13_L6L114_G 1 U15_G 1 ym—G 1 1’117_A1 alg_Al alg_LYSZO_

[0392]

G l u21—Phezz—I 1 ezg_Al 8.24_TI'D25_L€L125_V8 1 27_LYS23_G l YQg_Al’ggo(}q % Eﬁi 333)

I EIOEIEES s

[0393]

<8}5H4 (V)>

[0394]
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[0395]

[0396]
[0397]

[0398]

[0399]

[0400]

[0401]

[0402]

[0403]

[0404]

[0405]

[0406]

[0407]

[0408]

[0409]

[0410]

[0411]

[0412]

[0413]

[0414]

[0415]

[0416]

[0417]

[0418]

[0419]

[0420]

[0421]

[0422]

[0423]

S=54d 10-2011924

dd)—addp—adsz—adads—dds—ddsg—ddy—addgTddg—addjp—ddil—addlgTddiz—ddis—adls—addigaddiz—addigTaddig—ddgp T dde]—ddoe—ddgz—ddes—ddgs T

aays—aay—aas—adsy—aay—ads—adyp-aas—aay-aasp-aazg-aay (A8 ME 334)

A7) Aol

U A obmaAbolaL;

pul

X= U9 Sl d2€ Adgddale]laL;

7= O, = -NH-R'o]i, o714, R'e I ®= C,-Cp X3 &

aa;< His,
aa,v Ser,
aas< Gln,
aasi- Gly,
aasi= Thr,
aag> Phe,
aa;< Thr,
aag> Ser,

aagi= Asp,

N-Ac-Hlis, pGlu-His S+ N-R™-Hiso] L;
Ala, Gly, Aib, Ac4c T+ AcbcolL;
EE Cite]aL;

T D-Alao]aL;

& Sero|il;

Trp, F2Phe, Me2Phe, H=+ Nal(2)o]aL;
& Sero|il;

= AspolaL;

= Gluola;

aape Tyr, Leu, Met, Nal(2), Bip, E=+% Bip2EtMeO;

aa;< Ser

aap Lys

, Asn, =& U(X)o]aL;

, Glu, Ser, Arg, ¥+ U(X)o]aL;

aaige FAsEAY, Tyr, Gln, Cit, T=x UX)o]aL;

aau= FASEAY, Leu, Met, Nle, T+ U(X)o]aL;

aais= FASEAY, Asp, Glu, E+= U(X)o]aL;

aaige HFASAY, Ser, Gly, Glu, Aib, Acbe, Lys, Arg, & U(X)o]aL;

i
jur)
=
rlet
i

aa;r< HFASFAY, Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbe, HE+= U(X)o]aL;

aag HFASAY, Arg, hArg, Ala, Aib, Acdc, Acbec, T+ U(X)o]aL;

aai= F-ASFAY, Ala, Val, Aib, Acdc,Acbe, HE+= U(X)o]aL;

aag> HFAsAY, Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbe, HE+= U(X)o]aL;

aagn< HF-ASAY, Asp, Glu, Leu, Aib, Acdc, Acbc, Tx= UX)o]aL;

aag= F-ASFAY, Phe, Trp, Nal(2), Aib, Acdc, Acbc, TEE U(X)o]aL;

aag HF-AsAY, Val, Ile, Aib, Acdc, Acbe, HE+= U(X)o]aL;

aag= FASEAY, Gln, Ala, Glu, Cit, & UX)o]aL;
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[0424]

[0425]

[0426]

[0427]

[0428]

[0429]

[0430]

[0431]

[0432]

[0433]

[0434]

[0435]

[0436]

[0437]

[0438]

[0439]

[0440]
[0441]

[0442]

[0443]

[0444]

[0445]

[0446]

[0447]

[0448]

[0449]

[0450]

SE50] 10-2011924
aass FASAY, Trp, Nal(2), T=&= UX)o|x;
aape FABHAL, Leu, UX)o]aL;
aayS FAEAY, Met, Val, Nle, Lys, E=X U(X)o]aL;
aae F-ASAY, Asn, Lys, BT+ U(X)o]aL;

aags F-ASAY, Thr, Gly, Aib, Acdc, Acbc, =& U(X)o]aL;

aas< HF-AsAY, Lys, Aib, Acdc, Acbe, TE U(X)o]aL;
aas < F-A3AY, Arg, Aib, Acdce, Acbe, E+ UX)o]ar;
aaps FASAY, Asn, Aib, Acdc, AcSc, ¥ U(X)olx

aase HASEAY, Arg, Aib, Acbe, T=E UX)o]laL

aax’= FASAY, Asn, Aib, Acdc, Acbe, EE U(X)olx
aass= FASAY, Asn, Aib, Acdc, Acbe, EE UX)olx
aase FASAY, Ile, Aib, Acdc, AcsSC, EE UX)olx
aagg F-ASAY, Ala, Aib, Acde, AcSC, E+ UX)o]aL

aag A AY, £ U(X)e]aL

o, aap—aay & Sh4, EE 1 o2 UX)oltt.

TAAA AAFE A, A ofu| =t U= tlobu i, o Ad], Lys & Ornolal, Xi= Uol d4% 1-44 =
FIAE HHFERE AR AWSAACL, 7 O, EE MR, o714, RS H B (-Cpi %= 10
Da w%ke] PEG #fo]t}.

A5 AA G A, 2ol 7Ied JAHE BPYEL 517] 3 (111-B) 9] 725 7HxIt:

<sg}e2 (111-B)>
His;—aa,—aas;—Gly,—Thrs—aas—Thr;—Sers—Aspg—aajp—aa;;—aaj;—aajz—aay—aajs—aadg—aaj;—aais—aag—adsg—ads—ady—adss—
2(XE HE 3)

&7] Al A,

7= OH, = -NH-Ro]iL, 7], R& H &

fr
ot
i
HR
fr
3
ot
i
-
e
i)
H
rlr

10 Da w]%ke] PEG 0]
al;

aas= Ser, Ala, Gly, Aib, Acdc, T=X Acbcolal

aaz> Gln, & Cito]al

aag> Phe, Trp, F2Phe, Me2Phe, MePhe, T+ Nal2o]il

aape Tyr, Leu, Met, Nal2, Bip, E=+ Bip2EtMeOo]aL

aa;< Ser, Asn, & Uo]aL

aapt™ Lys, Glu, Ser & U(X)olaL
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[0451]

[0452]

[0453]

[0454]

[0455]

[0456]

[0457]

[0458]

[0459]

[0460]

[0461]

[0462]

[0463]

[0464]

[0465]

[0466]
[0467]

[0468]

[0469]

[0470]

[0471]

[0472]

[0473]

[0474]

SE53d 102011924

aape FASAY, T Tyr, Gln, Cit, EE UX)o]aL;

aaus= FASAY, =+ Leu, Met, Nle, =+ U(X)o]aL;

aas FASAY, = Asp, Glu, E=E UX)o]aL;

aage HFASEAY, ®=E Ser, Gly, Glu, Aib, Acdc, Ac5c, Lys, R, & U(X)o]aL;

aa;< HFASEAY, ®=E Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbe, HE+ U(X)o]aL;

aage HFASEAY, TE Arg, hArg, Ala, Aib, Acdc, Acbe, T=x U(X)o]aL;

aas FASHAY, ®=E Ala, Val, Aib, Acdc, Acbe, HE+= U(X)o]aL;
aage HF-AsAY, ®=E Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc, == U(X)o]aL
aan< HFASEAY, ®=E Asp, Glu, Leu, Aib, Acdc, AcSe, T+ UX)olaL
aan= FAsAY, TE Phe, Aib, Acdc, Acbe, = UX)
aaS FASAL, B Val, Ile, Aib, Acde, Acbe, Ei U(X)olx

3714, aamaan & Y9 B2 dogHo=w 9o FHHE T Fsldo=H g AFES PAshaL,

©h, aa, aay, aa, aayp, aax, ady, ady, T aay o oftf, EE 1 o2 X T AFE o] JdE HA of
IR I h=
3}shA(111-A), 38k (111-B) % sk (V)] AR FAZ < AAUe oA, X= &}7] gsh2(1)e +x25 717
t}:
<88k (1)>

- .

R1e W2 (0] wl
\R2
RYo OR™
| o} (1)
OR1C

371 Aol A,
R Xohg w0 X388 C-Cy A7)0l aL;
Rlb, Rlc o Rld Ho) a1

2 -(C=0)-NH-°]aL;

= -0-°]aL;
R Aot
A7) 7ed AAGEH T dFolA, R = CCyp &ZA7], CCyp &2A7], CpCis &7 EE CyCs EA7] 0],
S (T11-B) Y] 44 AAIGHAA, U 2o 7€ A9 #HA ofrjxitolt)y, = 19 ¥ 1 % & 29 ®
201 = 2 Zlsd AWEAA T Z2E 549 FHE o7 BAH Q).



[0475]

[0476]

[0477]

[0478]

[0479]

[0480]

[0481]

[0482]

[0483]

[0484]

[0485]

[0486]

S5S0dl 10-2011924

3}

1o

FA1(1-A), 3Feha)(111-4), 3FeH2)(111-B) =& 3a4(V)e AE = AAERA, 74, A= YL 3]
, B 1 23] AMEAA Z1(dAdg, sskl(1)e] FRE A= X 7DE X¥ste, 3k (1-4), ﬂﬁ“‘
), BFEA(I11-B) = 38h2{(V) o] e = gAEo] welolA Arjd HAY

W}
(IT1-A Fefo] W el M aefett,
g AA gl M, BHEFA(1-A), SFEA(T11-0), SFEA(TI11-B) H= 332 (V)e] fE = Ydwe oMA A
244 715 2. £ o AAGHAA, S (1-A), SEHA(ITT-A), SFEA(111-B) = 313H2 (V) 9]
e = S 2700 AMIAA 715 2RI, F7he] B o2 AAGHAA, st (1-4), sHRA(TIT-A),
SHERA(III-B) B S (V)9 FEE= Qe 3709 A4 718 233

ded AP H/EE Ay WS d¥e] gl WHEE A8se dl A9 W3 3319 54 F47t o8
= Zlo] wdddlA gt mebd, 2dde day ARE AR s WA A5H fawel, A9
W3 3319 oAt 7] agrraaps EFEE ST FAHAIE Foste dAE EPshe, 9l AsE I

Z7ke] A FEel A, 2ol A

WA W) aacaand EPFE FEAT HAAIE Foldh @A £PEE, Y

A2s Bew ot MANA A=A

3 5
F HAPIE ot AR EdEe, v

W A8E deZ sk AAdA X84 #
I FAAE Foele 9AE 288, T

F7ke] AAGE A, 7] 71 7] S5 A AR AFS A |

AW AP /e A8n ¥E Bdol g WSS ARsE d AE WE 19 54 47 st
Aol oA AAHTE, meha, EdoME Gul X858 ZoR i AAdA 54 fFade, A9 ds
19] opw]:=Ait 7] aamaapys EFee SRS FARAIE Foste dAE EFsteE, @M A5E 8= )

= A Bas A zsks WS Al

F7hel AxFHelA, Eelol At P

g Do o AAGA A5d Faze], Ad AL 19 o
A A7) aamaaws Eeehs TR A 5 2

=
Az Todets wAE TaeE, 9

A=
e Amske WS Aled.

A G 3}

T 2 AAGEHgA], EYAE day X282 dow st= AAdA X8Ed fa%e, A48 ¥lE 19 o
A ZA7) aaraans EFSE SFIE ARIE Foste dAE Edsie =Y X855 Fa7 = A
AA WS A=t WHE AlFd

T 02 AAGHdA], EHdAE Gy X85 o= st AMAdA X854 Fa¥%9, A8 W35 19 o
w2b 7] aaraans XFshE FI FARAIE Tt 9AE X EE) =Y X858 da=w 3= A
A FnwE A=t WHE AlFd
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[0487]

[0488]
[0489]

[0490]

[0491]

[0492]

[0493]

[0494]

[0495]
[0496]
[0497]

[0498]

[0499]
[0500]

[0501]

[0502]

[0503]

[0504]

SS90l 10-2011924

<s}sh2(1)>

ta yy2 o wl
R™ W ~

) OR™

544 (1)
- OR'® o

R, R, 2R = 7474 SH4es A7 F9oA, 43, H, Age Ex= HAGE -Gy &27], A8d =

Ve Egror 7tz A9l A, —Cly=, -CH=0-, -(C=0), -(C=0)-0-, - (C=0)-NH-, -(C=S)-, -(C=S)-NH-, &

W -0-, ~CHr EE -S-o]x
RE Sgdom zzke] ASoA, Ul A, H, Xag Ex HX8H -Cyp 227], A3y £ 089

JEAloley], EE AEE ER uA @ of2AY], Ny, -SH, C-Cr@Al, GG, -NH(C=0)-CHy-Br,

TAA]D AA G AA, 7] SFIE AR 8] sekA(D o] T EE T AW A X2 W

<g}8k (1)>
— T
a w2 1
R W 0 W\ )
R
Rt OR™®
| _ g3k (1)

OR1C
7] AeA,
R & X3e e HX3E C-C &A7]o]aL;

1b lc

R, RS, 2 R“:= Hola;
W& —(C=0)-NH-0] iL;

2
= -0-°]x;
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10-2011924

s==5

7], Cip=Cis

ol

@6

L
T

.

[0505]
[0506]

A g ER Ol

A
(I1I-B) /== 3sk2(V) Y 3}

=K

[0507]

(ITI-A),

ZAA A sk (1),

o)1=
%=

J

KN
=

(IT1-A),

hS

iy
o

AA AN A SFEA (11,

=
P

I

2
=

SN

—

w3

(cale

(I11-B) ®/m+= a2 (V)9 33

ol
ToH
=)
ofp
S

wﬁ
"o
w-
ojp
ol
iy

o)
o}

oF

Ag W3 3319 opr=t 117

o,

[0508]

B
%

FRAE FAIE Rl

e

o -
= X%

aaj—aaiy

Ag W3 3319 opr=t 117

9,

[0509]

B

Ag W3 3319 opn=t 117

ZFl,

ol

[0510]

B

A8 W3 3319 opr=t 117

Frage,

3|

s
=)

=
=

[0511]

TRA| ) A

st

=

iz
Y

frou

B

Ho

K

QW3 19 ofm|eit 47 aar-

QW3 19 ofmeit 47 aar-

QW3 19 ofmeit 47 aar-
slo] HE4 A}

AE W3 19 opr it 7] aa-
sk7] shetA(1) o] A X W

el
el
el
e,

[e]
R

3|

s

&7 FFIE A4
— 41 -

g S el A FEelA,

el FofHtt.

[
=

[0513]
[0514]
[0515]
[0516]
[0518]



[0519]

[0520]
[0521]

[0522]

[0523]

[0524]

[0525]

[0526]

[0527]
[0528]
[0529]

[0530]

[0531]
[0532]

[0533]

[0534]

[0535]

[0536]

SS90l 10-2011924

<s}sh2(1)>

ta yy2 o wl
R™ W ~

) OR™

544 (1)
- OR'® o

R, R, 2R = 7474 SH4es A7 F9oA, 43, H, Age Ex= HAGE -Gy &27], A8d =

Ve Egror 7tz A9l A, —Cly=, -CH=0-, -(C=0), -(C=0)-0-, - (C=0)-NH-, -(C=S)-, -(C=S)-NH-, &

W -0-, ~CHr EE -S-o]x
RE Sgdom zzke] ASoA, Ul A, H, Xag Ex HX8H -Cyp 227], A3y £ 089

JEAloley], EE AEE ER uA @ of2AY], Ny, -SH, C-Cr@Al, GG, -NH(C=0)-CHy-Br,

TAA]D AA G AA, 7] SFIE AR 8] sekA(D o] T EE T AW A X2 W

<g}8k (1)>
— .
a w2 1
R W 0 W\ )
R
Rt OR™®
| _ g3k (1)

OR1C
7] AeA,
R & X3e e HX3E C-C &A7]o]aL;

1b lc

R, RS, 2 R“:= Hola;
W& —(C=0)-NH-0] iL;

2
= -0-°]x;
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[0537]

[0538]

[0539]

[0540]

[0541]

[0542]

[0543]

[0544]

[0545]

[0546]

SEE5 10-2011924

L
A7) 7% AAGEH F AR, R E (-G A7), Ci-Co D27, Cp-Cs GZ7] EE 0-Cyy 7] o)t}

ofu| i W FHEA "dedAe] HE L QlojHom FME (Y, SFIE e LP-DE EYE F ATHE
& [Nestor, J. J., Jr. (2009) Current Medicinal Chemistry 16: 4399-4418]). <& E9o], HE =+ N Ut
Aol A AFEAL, oldstd & gla, o|EH4 dF FE = giE] #AEEE Akel 2, 9 5%, FaA<d
% 2 4% @4E& Ry HEHE FAHAE 75 7 Ak (EA [Gourlet, P., et al. (19 J
Pharmacol 354: 105-111], [Gozes, I. and Furman, S. (2003) Curr Pharm Des 9: 483-494]) (A7) &3<9 W&
EdollA a2 23E)). dF £, bPTHY A 6719 z7|e A4S Fd 43 fARAE 758 &
A (FH [Mahaffey, J.E., et al. (1979) J Biol Chem 254: 6496-6498]; [Goldman, M.E., et al. (1988)
Endocrinology 123: 2597-2599]), &4l 7|&H HE =l st FAg 28-S &8l 483 434 FAAE +
5 g vk, 2ol Vlsd Wy, 7Y, A 4 SYIANER A E ¥ 2

%0, rlo

F[

S S
, oA, D-olux=at, oA, D-Phed] A4 EE TS EIAME T FHsm FU7 AEHE &
A 5T 5 Uk, A7|eF 2o a%A 2 Z2I3A w3 FAH w8

e E = AA G W el E3hE

HE = FAHCl o 2Eel de AMSEAZA, 4714, aF JH=x= obds), o}dst, PEGSE, ADP &
sl opm=s), AH e AA FEAY I Ad;, EaXEHolwAEY] T4 A, vt A, $hs), o
=y A% JA, gvlgst, AlzERlY I 7t F49 FA, dEZSFEECIE IA4, 2293, vt ghE
Az, st PI FA FA, stel==4dst, eecs), vds}, vjg|aEds, 45t g Ba) ZR /H]“ Sl
ctsb, zEdst, gpAmsl, @l Ad 52, ks, 3 2719 v s, stel=543t 9 ADP €
s, Awxedst, 34kst, &9k RNAE wilE 3 ofw|mqbe] W oo b oy, of=7|dst, 9 fH
Adstel ofsf WRPE = AQ, g ZAA AAE HAAGEHS WHF delA aedEn. dE 5o, &3
[Nestor, J.J., Jr. (2007) Comprehensive Medicinal Chemistry II 2: 573-601], [Nestor, J.J., Jr. (2009)
Current Medicinal Chemistry 16: 4399-4418], [Creighton, T.E. (1993, Wold, F. (1983) Posttranslational
Covalent Modification of Protein 1-12], [Seifter, S. and Englard, S. (1990) Methods Enzymol 182: 626-
646], [Rattan, S.I., et al. (1992) Ann N Y Acad Sci 663: 48-62]5 =3 4 Q. A3} & A 3}5

e ogt

o R

A e, $AF wE A2 WEE EF oA ANE AxGHe WF UlelA] et Ae] 2
A% 2 BAY 83 PESE WY F A9 Sesny g4Ex, o £d 4TS G4 Wl s A
2 Q% AAGEA, Bo] V)%H doje] PHE YYRE 47 71ED BUS GFAAES TP, o
= ojoln 97 FelIAE AWBAA mololEld] Ff AgETH,

Age Aol BN FTE FAAY Ado] s, aAd, @A opulmAl AelAe] dF Eo, Lys?
g XA 2 oAt 93] AWk, oA, SERE, Ik, Z2dFkest, HEZH IR, A YT
SEH 7 A, 3-EldEZ RSN SoR wE ¥3 wE B¥id O7 2 X338 FHE= H(EH [Zhang, L.
and Bulaj, G. (2012) Curr Med Chem 19: 1602-1618]) w3+ E oA AAE AASE Y HF oA
T ECE. 7] A digk vl Rl oA deElEE
Hisi—Aiby~Glns—Glys—Thrs—Pheg—Thr,—Sers—Aspy-Tyrio-Ser1i-Lysio=Tyris-Leu—Aspis— Serig— Argi-Lys(N-§A 2-%
7= ) -Aibi-NH. (A E ¥M1E 335)

His—Aiby~Glns—Gly,~Thrs—Pheg—Thr,—Sers—Aspy-Tyrio-Ser11-Lysio=Tyris-Leus—Aspis— Serig—Argi—Lys(N-I A EZ-g| E
El— E“ 7]'}4_;?2] ) 18_AC4C19_NH2 ( }"] % Eﬂi 336)

His,=Aiby~Glny~Gly,~Thrs—Phes—Thr,~Serg-Aspe=Tyr 1g-Ser11-Lysio~Tyr5-Leuy~Aspis—Ser 1s-Ar g ;~Lys (N- 12 &~ A}

7= ) 15-Aibie-NH (A€ W& 337)

H151 Albg Gll’l3 GIY4 Thl"D Ph€5 Thl"7 Sel"g_ASDg Tyrlo Ser11—Lyslg—Tyr13—Leu14—Aspb—A1b16 Arg17—Lys(N RUES E ']

Tt ) s-NH(AE HE 338)

Hi Sl_A 1 bz_G l 1’13_G l y.,rThr5—Pheg—Thr7—Serg—Asp9—Tyr 10_561' 11—Ly512—Tyr 13‘L€U1./1_ASD15_ Al blg—Argn—Lys (N_ (ﬂ )\a] %_ Eﬂ E
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[0547]

[0548]

[0549]

[0550]

[0551]

[0552]

[0553]

[0554]

[0555]

[0556]

[0557]

SsE50d 10-2011924
Z 7= ) 15 NH(AE HE 339)

Hi Sl_A i bg_G 1 ng_G 1 erhr5—PheG—Thr7—SerS—Aspg—Tyr 10_861' 11—Ly512—Tyr 13_LGU1,1_ASD15_ Al b16_Arg17_Ly5 ( N- O)ﬂ /\a] S @—]' /\]'

A7) N (A E HE 340)

Hi Sl_A 1 bg_G l ng_G 1 y,rThI‘5_Ph€5_ThI‘7_S€I‘8_ASD9_TyI‘ 10_561‘ 11—Ly512—Tyr 13_L€L114_ASD15_S€I' 16—Arg17—Lys ( N- Oﬂ é_J_ %_( 71:}-1:']'

—=FEFE)-N-G - Eetul 7F= ) 5-Aib-NH, (AE HE 341) 5.

Foel NG, BE= HE ATE AN FA obrleat, B Fol, Cyso Exso|= Aol Ae
Wl o8 2ol R a4 Rolofe], Ay, sHze|= d, oF Fol, FezHS molojEle] s ¢
JHow AfHTh, 47 AAGE F ARelA, WP WESE Fohw s} olgel PEG AE XA A7)
Bl g HlABA e

Hi S]‘A 1 bg_G l 1’13_G 1 y4—Thr5—PheG—Thr7—Ser8—ASpg—Tyr 10—Ser 11—Ly512—Tyr 13_L€L114_ASD15_Ai b](;_AI'gn_CYS ( S- ( 3- ( PEG4_O]’

v ool Eolu| E-F | 28 F)) ) jg-Aibg-NH (A E HE 342),

Hi Sl_Ai b2_G 1 Hg_G 1 y4—Thr5—Phee—Thr7—Ser8—Asp9—Tyr 10_561'11_}\}0] == ( Gl U12_Tyr 13—Leu14—ASp15—Ly315)—Arg17—CyS ( S- ( 3-
(PEG4-o}r] ol ol Eolu]| =-F-2 AH|E) ) ) 15-NL,(AE W3S 343).

20%9 BT ofv]:2t oo %, thgre] "HIEE oW :Alt HEE HIHA ofu|iAte] WAl FA O i,
ol 471 7l wieh o], Edd Vi sgEe] =dE & vk ohE HEE obv AR AFAlel S
e vk S 2 WP G(EF [Gauthier, M.A. and Klok, H.A. (2008) Chem Commun (Camb) 2591-26111;
[de Graaf, A.J., et al. (2009) Bioconjug Chem 20: 1281-1295]). & Z<-ollA, 7H=FE tRNA/tRNA AlE|EbA]l
v AS AL, ol W AZHA F=d o Ld EZEkavsoA I HEUTHEE [Deiters, A, et al.

(2004). Bio-org. Med. Chem. Lett. 14, 5743-5]). & E9o], p-olXdddads FE= Yz =943 F,
"F 2~ (Huisgen) [3+2] ARl S2H7E U4 e fF7] S SHA717] 98] 94 2 T o] &
Azt A Hsste AALGA, T opAEd KololHE 7HAE PEG THAS} WHEAIZT. oiAEd wWEH
47 FYIANE EE PEG A8 EH FYIANEE FHste Bl 71Ed A S ALEdE FAEE dEe] vheS
3 PEGstE T 47 ZEIAE WEgd FEEE £5 5 Aok oF 5071 wnke] |2 o] Foid HE =
o AS-, A T g3k Xl Arle) vsA olveAt AVE sk W BE wAA dAdRe] AbgH. A
7] AREAAZ AgE FE = F/mE de dhx] PEGYHY] Eo 2 WEy FE=ohs Aol AHE
oFg]shA ul okH EAE AFer)

P ARG el el AFe] AEEE, W, oblwit AGE =
fol 71%E ANBYA AP Y= PP v 5HL A

oA AgEE B shb (et R a)ehe AS
(2)914 ALguE o, "EFsEoleks wolsh 7l Abgd W, "shir(Ta ®
o A oiplgth, WoA ALgEE v " thErelehs Ae Aolm F oA 2l Ei 1 o)y

Boo|A] AlEE = b, ZhEe] guk ojmjxAbel] ek 1 W 3%E2Z ¥ ko] E3F [Pure Appl. Chem. 31, 639-
645 (1972) and 40, 277-290 (1974)]9lA AxE &= wpe} 23, o]& 37 CFR § 1.822(55 FR 18245, 1990 5€¢

1d)E F=Fd0h. D- B DL o] @ AFHA F= &, ool L opriibs vehinh, A 3 wjd e
EA olu| Ak ¥]7)ZH(achiral), dAW, 24, Ca-tldgdZE 2 (Deg), a-o}vx-o|AFEZAFAib), 1-
ofu) Aol F R R E-1-7HE A A (Acde),  1-otn| wAto]| F R HE-1-F} 22 A (Acbe), 1-oFF] Aol F R A-1-71E
A2F(Ac6e)oltt. FFEHIY FAMZE AEEYU(Cit)S Eg3t. FEHE HME9e BF FHZ9 N U ofn]x

ARl AR §-5e] C B ofmitoz A E o] §)

A= ARS e 718 it vl digh dusks A2 "xskd 4t Bl/Es "Exskd o
Are Y. ZIRIA e EXIQIA ks Auglel, &A= B4, A, B Atol2Y & EIE
o "AgE Y= sk o]l Fkel TI(E)= AfE Zelv. 54 AAGEHNA, s o] e F7He]
71(E)e MEder 8 sy ow oinj= oxHa, 47, Alelgxdd, uadd, o, sH 2ok, 3
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[0566] Bdoll A ARgH = v, "AHEAAA" = & AEe]

=]
hl
wahy shtel Wi R sl A5y ) w9
hva

FEA, B, 2 ERAl L ol PRAl e Hom, ANYAE 2eoldE

Beobnl, GEF 298 LdolE, GEF geazeels, dhdelvlmzes e, AR, Qahi=cta,

AsplzolEF W FAY LwsdotdolS; % ALY FTA, AU, Eeud 42, FeudunEE,

DAY TR0, ARAMGAERE JEF, WPAE2s, olusAvdagzs, solusAega
5 = ) :lj_

= =
Egs 9 Fpo|EEAZRIAEZ A L o7 FEFAE
24 ARGGAdAY, ¢4 SYIAE

Al o]t

[0567)  wSlolA AREEE vk, "ol ZelmAEtE gl BASe) gl vhek gol, Aol os) Qeje) 25y o
7o) AAd qdele] Be ouath. A5 HNE Asks 254 U BF wololge] A5Ael met Yol
S 2712 AuE 5 Arh @ SUelA, 97 e WA 1WA 304 Ba A5 EE 6 WA 1679 @

2 Ak ool

[(0568]  welolx AREEE vl RRIE A4 E

2 AYES TEXA TDEEFQA TEHEHQA S22 EY

[0569] Hoo|A AlRHE v, "FIRA o aFHE"E XHALY] L RA oA Eo|t), FIARA JAHEE, SR
2 FolE WkEo] o]g= = i Fol=FAV|I} 8 EAEtAL, olAElo]EcRE AR wgE 5 gl
= RT 33 g W78 X o2 7|71 wE XA 77 EAEE v, B EHE HT § At of
S AL We AME 9 #BEUI7F ARSEHE AW BEolojEo] vxste] AHgtsE £ e AS
oujgit}t, AR JdiEHEE A4 2 HAE 85, 53], AWEGA 2 fF3AEA e §EE THAH, A,
S, AWEAgA @ AE HIMAOlA Y 19 A8 AA FUstn ATk ol AAESIAgela, v,
o= £t

[0570] B Ag= = vf, "HEe 4 FIA=EE AL H5A 2 Hlo]24l AL ou|dit), dF A9
A, Age ¢ SYIAEE W, v, HF, AeE, J35, §Y BERE B, v FAF A2 g3, o7
o, d3k, S5, B AWy A2 & gEe] FAHUS uw, S5HEe] WAy £ $H1S FAaAT
3, 9] Ao LES ST

[0571] YA olulal'e Bt AWIAA ] FH At ALgEHE, WA HEU]E e golo HA T

0]

(6]
= ) HA ofn|=alo]tH(EE [de Graaf, A.J., et al. (2009) Bioconjug Chem 20: 1281-1295]). d# =, ¥
EARS bk ze7] NI, ZEsE Lys, B Orn; e 9k 287 -SHE £
Bl Lys; B WA 2H87] -C(=0)-0HZ ¥3slE= Asp & Gluolth. dd=, A3 o2 AA %A, FA
H 7], oAz, -0H, -N;, E2olME T H3siA s AW gdAete] ¥/ A

skl AR E = obERIVIE sk fo]o] opn|Atolty
[0572] HooA ALgEHE v, "wssty AUSA"E HA oAty T AFstE W AdsteE weAd 7S xd
gl Aot ddz, 4% A g, Bssd g

A7), 0NH, 7], B ~(Cllo)-Aolv = 7], oA, (W34 69 AN ukst gol) Wl 6w A
2 B AN, BesE AWILAE
gelmom, A% FAH AAFHAA, o AVBYAL TH

A, AWBAAR AYE WEsE GA obmlmiel skt o4l olwile wAHoR WG

o
fru
X
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=, e BE S, 2-1le) bk EsHE WES), F1 A BES(15-507) E
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A8 WEE (AN, BuA)E wgad. A=, TRLs, 33
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2H(Tic), &4std sddeid, oAz d-dddeid, popE-sdgdeid, p-opd-dddeld, p-wlx

g, p-eee-dddeid, prHERAESe, pop=-Hdded, ® olhzed-dddad &

Fub, ololl A=A derh. WAHE FARA tAleA ALEEE OE HEFE Ee H o

g-o] X gke ofm Al oA, Aib, Ca-toldZFH A (Deg), oFv|=Ate] S 2 e

Fub, oledl SHAEA eFerh. Ve 22 oluxAks B HIWEAE &Y 27

TZ22 BEFEH(ES [Kaul, R. and Balaram, P. (1999) Bioorg Med Chem 7: 105-117]
gh A7) BIRA opwmAtel] gk Frte] 2 SRotEI|U(Har) Fol AT
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[0595]

[0596]

[0597]

[0598]

[0599]

[0600]

[0601]

[0602]

271 71" B o] AR AAGHAAN, A gz WEdE fE= g/ems dud(dd, sk (I-A),

2]
(I11-4), (I1I-B) &= shal(V)e] FE= AFE)S FIuamAl, FuvAl, FudedAl, F5435974 354
9 A BeAS ¥3elE FowiE MEUHE giA} LTS A askE tE g iy 3 Beste] =

b, g2, 2ol 7sE AUNSgAE Wyge HE s 2/nE gl AAED 3 WEste] FoEE o
Aeet Fash dgngAEE BlFold=, sxdol, FFAATA JAA PPAR y &SA, PPAR a/y ©
= &% A, aP2 AAA, DPP4 JAA, A& AA|, GLP-1 FAH, & 2 WIZYey=s £33, 7
o] dEe WEXR, SYHEgs, vy s, SHYs, SR, FrREZEgGN s FEFA =, of

JtRs, vEEE, veIEeE, ERFEE, @A ZgEE, FaEEERt, dEY, (1-262570, oA E
& JIT-501, NN-2344, 1895 645, YM-440, R-119702, A19677, #@ZFzY=, veE|Fgy=, KAD 1129, AR-HO
39242, GW-40 1 5 44, KRP2 I 7, AC2993, LY3 I 5902, NVP-DPP-728A & 22 HE-S ¥ 33},

7] 71eE B o] AR AAGHAA, AUEgAE WyE FE= 9/xE (oA
[11-4), (I11-B) Z=& Fsha(V)9 HE = AFE)S Fa3 gujvha] Fo2RE Agss
s o2 Am Wy @4 Beste] FojEt. dEE, 2o VEw AuSgAE Wy HEs 2/5E
4 e 7 Heste] FoEe d HEd Fad dvvkalzs we 3 ol=dddd asA, gyl
AA, AZED(E =o7) AS W =8 wEl 3lgE, (B-1 AFA, NPY-Y2 2 NPY-Y4 58
A &25A 2 ASAAAE TS, V] FRO FAALA FAYeRE QLEIYXAEE, AfL-962, A19671,
L750355, CP331648, Al% Edgol e, olizlel, waguey, e, dAdEasizolyl, ] mubul
E(SRI 417164), % vyl

—~
e
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12 b
1=
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11}(e3
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ki)

7] %R B owppel Q¥ AxGElA, ANSHAZ WEE AEE W/wE uiA A, S8k (1-4)
(1110, (I11-B) E& FeH4 (o] AEE A48 f8 A2 oA #onvy duss i 52 A
Rk e AR s @ Wese FoHEt Qelw, el J1&E ANBLAz wEE fEs W/me
Sl AR @ Beste] Felnt ul AU & A AL WP A, Te2HE oxHZ A
of WA, MG Cod LEA AR, AT AHERA oAA, MHAM FEA, LIL FEA DY A2
A, BEAAGA AAA, W AT JAAZ o)Fol Fozyy MuHt 4eAE wgdd. 47 PRzy
Hel FAMQ dmi Zeplavte, zuiieie, Aulsed, ohE=ulsEd, Aelused, R,

=
YzutAaete | HjAlAElE . HxevBEolE, Avned, F2y)
52941 4, @ LY295 4278 Z 33T},

I
v}
o
i

olupAIMI H ) TS-962, MD-700, CP-

A7) 7led B oo

g /e eA (gAY, 382 (1-A),
(IT1-A), (I1I-B) ®+= 3}

T
ENS e a34E Hele A
e}

B
71=E FE = Ad=

oz

AAGEH A, AHSGAZ HFE FE=
(V)Y AEHE AFE)S 55 232 9

< 484 U=, FH 2, 9 a9 fAMAS A Wgste] FojETh, 24
T A58 GV AEHY EZRHt ZAFEAY x3rE] B AAlE AAGE e HE Yol mEE. 4]
He 393k 28419 ez GLP-1, A7 2 =PP), FUAZEZ]I(CK), FE = YY(PYY), ofdwl, Z+
AEY, OXM, AFHEI= YINPY), © 29 FAME 88t (3 [Bloom, S.R., et al. (2008) Mol Interv
8: 82-98]; [Field, B.C., et al. (2009) Br J Clin Pharmacol 68: 830-843]).
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EFolar, A%, AHlZ~, R AE el g AgETh. mEkA, olE YA E FoAHSl FRE Ailste
Aol FWL A9 FAI7F Hol gk, 4 v]EoR ol Alele d A W 3 FA, o] & EFUt
ol &= & A [Park, D.W., et al. (2000) Biotechnology Letters 22: 951-956]1). A7] &7 =8 FA]
e HEAA 24 Jled FRAeE ¥dEd JHE 9/ gid JAAS A FHAE FUrE A4
T Atk wEbA, AFAe EAjte] HRESH 54 9 WEgE Fu) AL -l WE-D-FFIA =S 6H 9
A AR oR AstgoRN AFER ASe 2FTEN AHAE AAdSe Aoz dEA ArH(Ed

1—’0
2ot

[van Bekkum, H. (1990) Carbohydrates as Organic Raw Materials 289-310]). ¥ SFIAE=9 61 X
12 GEFS AstA7]= Sk st wo) o] 8Tkttt olE B, IHEEFEAR &
2(o}AEAN) S O =Wl (BAIB) # 3 ZwjZe] 2,2,6,6-ElEgHE-1-7F 2] t] 422 (TEMP0) & A}-8-80 24
(& [De Mico, A., et al. (1997) J Org Chem 1997: 6974-6977]) 13 sfo]=F4le] Atslel o&] wFEa A
=5 -FEAMNS Hold 82 559 (E3 [Epp, J.B. and Widlanski, T.S. (1999) J Org Chem 64:

lo
o
N
24
Lot
2
=

293-295]). o]# 3t Akste= AR thE 23 0}015%@101 HH S H A E 12 sto]=FAdd gisjre b
el o)th(#3& [Codee, J.D., et al. (2005) J Am Chem Soc 127: 3767-37731). A g WAo= & = 3lator
24 A3 AEA KBr @ zfold A ERFS AFEsle] TEMPOES o] &3lo] AaAIzl o 24 (F3& [Milkereit, G.,

et al. (2004) Chem Phys Lipids 127: 47-63]) 1-Zd|%d B-D-2FIZIH=A=, 1-HEZHAE B-D-25F3H
geA s 1-AAEA B-D-2F I H=AE, I-SEHA B-D-2FIIH=AE 2 -9 o3 B-D-ZF
HGeAEE FSete FEAHI-EUA B-D-2FF &4, -HEGHA B-D-2FFE4E, - HA 3-D-25F
T2 1-LEHA B-D-FFFEA, 1-do):A B-D-FFFELN R AFAIZTE. (TolAEAI L =) wA

(BAIB2 &## gl DAIB)& AM&she 23tk Akst R AA|dol] AAEo] vk, A7) SFFEA A
T 549 2 FgHer o8rtssta(dE E°l, §8 b-D-=FF &% ﬂiNE(Carbosynth: R
T 07928)), WAIHES Q&= vkef o], §39 Wl 98 (& [Schamann, M. and Schafer, . (2003) Eur
J Org Chem 351—358], [Van den Bos, L.J., et al. (2007) Eur J Org Chem 3963-3976]) X+ 3_74/\]01], !
A FEGARZEEH] Azl FHLAEA AFEETE. A" vie} o], d17] REEA] 26E B Ted SA
/= A okS AZxste H] AREEE, WA ZH87IEA -C00H 71E Edtete 54 dsstE AWGAAA S
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[e]
oH t ) o

H
H o 0
i HO

Ry
0. \/\ HO H
HO. - 2 \ H oH /R1
H H P ~y—R H o
\ PR
X=0,8,N,CH, , NHCO &
34 3. ol2¢Z EE EZAHE AWZAA RoloH Y gANAA FAL

it

=2
o
:Czlji
hialg
X

_(

T2 FFY FAE olvx=At S, o7dl, Lyse el 2ES f¢ 2F AZHA

stelth. whebA, 37 g

Azl Al S HE-D-FFFEAT REAITL F, o]olA], O-TMS HEV|E 74 F5 vhgolA

A Fmoc-Lys(1-%9 ®E-D-ZFF B0 E)E 53 & Ak, 7] Ak &9 N

g4 HololElE EYste o] nteEAdd AS, iF AEY ZEEFS AL

Yok dl AREE 5 Ak 23F sle| =S4T
A

i
B3EA & AH IR fAAZ
3

ot —
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Vv

B=CH: WA Gyl 1. Fmoc-Lys-O-TMS
2LASZA
3. H,0, KHCD;
Q

08

N

NH-Fraac

HE = APAES A3 g A 2/EE e 7
H HA opm At AEEE gt e, 3 A
, WestE AAEEAZE FA otu ke S (A, #Al ]9 of
ofulAtel] Fado g 4 HFE=E H YR =9jd ¢
58 g e AF Ao R FdE, 3 HEEE
. 294 VlEd WEyE PEE /s wdds 3y
Green, P. G. M. Wuts, Protective Groups in Organic

19 JHAHE2 EdolA Faz

g
e

Synthesis, Wiley-Interscience, New York, 1999, 503-507, 736-739](A}7]
xEeh o 7= 3l

T U2 AAGHA A, Ede] Ve FEE AHES HEE A F FA olv| At Aol A #EUE F
ot ATl el Fel=ole] T4 Aol o4 HH.

Ao R, #este AMGAAE FH=o A A4 HF < grREstEE 97 oAt Sajel HrkE
F ot dE®, 97 SEFRIV)E QY= nAd A 5o A omwdt S (oA, 2ruEsE Lys
Sl HAR H7ME 4 dnh. odE B9, MERFYUEZA Fnoc-Lys(Alloc)-OHE Al&3to=x, FE| == X
ol AR FAEAN, AALD £ e SEhud BEE AT F vk wEkd, Pd/ESviEng £ o
£ Alloc 2H53F WHS AFEate] Lys S5 HRISA7|E WS B8l ofd Bed T HRsd -5
HEH-D-2 #7284 FUES] AZES g opnnr]E =FAE F Atk ololA, w2 HE (D)9



[0626]

[0627]
[0628]

[0629]

[0630]

e Aatedl Bt = AR, 47 2 7|EF v A Soll A9 I (experience) W H & (%) TFA At
A o 2 Hog opd nosi(o7A, olAld, Ac; WIXY, Bz) v 9
A4 B33 FHIANE A Y3 BEE S 7= b AHeE o

A, 7] (NHNH,/MeOH; NHs/MeOH, NaOMe/MeOH)ol <]gt @R G385 Fal] 9l 2RI E AYES 5T &
= 9

< 43l O]-X]‘: = O—Jﬂ ‘13_&0] AFeE 42 QUH(E3 [Gauthier, M.A. and Klok, H.A. (2008) Chem Commun
(Camb) 2591-2611]). €Hs|= 287149 AA(SF, F4H AF) Ev otvx 2g7]d e A5, 344 47
3hHS {8 47 opr =] EE LUEE 87|V AHEE ¢ Sk, wEov = EE -NH-(C=0)-CHy-Br 2§
71 Cys =8 o2 SH 2879 gstdaizroz Agst 4= o). o)#dt 3o A A
Aokt g AbgE o o]Fth. FEU)e AT AFE F7] FAAAM g AAEHL

Zrol  2pg7] WFPF O UF AR # FH} EEL o]EUtEIIH(ES [Larock

"Comprehensive Organic Transformations", VCH Publishers, New York]).

uebA, o & B, 8 1-B-D-SFIAEL] 6W AR 1A} Ffo|=FAL oA = Fo| Whg oY), &
F3tE gEtolA AMEEE WRES o] 83 &St @ X Fe (A7), EASE o]o] NaNsoll J3l) ofx==
et ASske o= IEd F EEoMEAS o] &g #dd o3 (3 [Elofsson, M., et al. (1997)
Tetrahedron 53: 369-390]) & -FA}EE olmx=y] A v o8f(&3& [Stangier, P., et al. (1994)
Liquid Crystals 17: 589-595]) o}v]= 2}87|2 FUHETh. ofMEd, oln| =S A], W Lds|= Ho|ojE]|Z 9
AU Ac02 A F, 13 ofdle] 23lgt 7hiafol &, YA oz o]&rtsd SFIAANEZHE o]

2

HHsd EdobdEAl FelolA g @ SR, YY) 6-stol=RA] Pele St AuHow usE
AL, Ei EddelE Ei EuZdelERA BH5EL, NLoHl o8, Ei GEF opide el o8 A

Atk Welolme A AN uie} o] wa AR Bal, Ei wiASlE, 0 EE o= A%

T &3
3, gk FdAe FA| nkeh o], @At sto]=x4do A
=i3 I

FAA FA o da, o=
Cl)E Abgsto 7R o B3

sk 4= QJur(F3 [Cudic, M. and Burstein, G.D. (2008) Methods Mol Biol 494: 187- 208] [Vill, V., et
al. (2000) Chem Phys Lipids 104: 75-91]1(%~ i
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[0632]

[0633]
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[0635]

[0636]
[0637]

[0638]
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GAeE B ARE E2A)8H(E3 [von Minden, H.M., et al. (2000) Chem Phys Lipids 106:
157-179](“¢7] &8 MANES EYolA Fuz ¥shEoh)). 7o 2o Jds= 287] 45 AdS B4
A

at7] WA 6ol el Vsd ghdem MPdE A= g/Es gd el {89 54 sete 3 Al
efo] @] Slt}. opvliitel tid @Y A= @ ool AbgetE BE WWHol ARgET
<®k-4 6>

K
Yo bR{OY

ORse OR¢

Rla=Cl1-C30
R1b-d = H, Ac, Bz, Bn, OMe o

o} O-Ria //( 0. ORa
HN
H N-O N
H /
o

8r 9} g o] o] = +(HC)m

',
“1OR ¢

ORyc ORqc OR1¢

Wg 6. F7h Aol B o

e 44 FPIA=E AW, 3 [Rosevear, P., et al. (1980) Biochemistry 19: 4108-4115]1, [Li,
Y.T., et al. (1991) J Biol Chem 266: 10723-10726] %+ [Koeltzow and Urfer, J. Am. 0il Chem. Soc,
61:1651-1655 (1984)]1, ul=F E3 W& A3,219,656% 2 vl £3 W3 #)3,839,318% 0 7|&wd ule} o]
FAE W o) FAE F AV, == oOAd, &d [Li, Y.T., et al. (1991) J Biol Chem 266: 10723
107261, [Gopalan, V., et al. (1992) J Biol Chem 267: 9629-9638]¢l 7]<¥ wHie} o] gxd o= JAE +

ATk A oAb, o, Serole] 0 €2 AL HolMEESFAZAE AFEEEe] Fmoc-Ser-OHoll Al S8 | o

24 Na-Fnoc-4-0-(2,3,4,6-H Egt-0-oD-P-D-2F 9] ehidd)-L-AM S 58 5 stk 7] =4 7]
7148 vkel ol Al va AAH6EW) oA AEHos BwFEE L, TEMPO/BAIBE AMgste] AeEld o=z Jhg)
BomA Agshe AL 8018 F5U S AR, ol A4 bl AZYRowA A ¥iel blo)
e AMBAA 2 AKE AR ¢ ATHE g 7).

<®k-g4 7>

1. MeOH/NaOMe
2. TEMPO/BAIB
3.DCC/CsHi N

AllocHN G

OBy OtBu

W32 7. Hlo] 23 AMBAGA Aokl @A A o

2 dAR A R Aol A¥orE e Ve AE FollAR FEIAE, HeFHIAE, ofn=
(#% [Carbohydrates as Organic Raw Materials, F. W. Lichtenthaler ed., VCH Publishers, New York,
1991]), S-dlo|m(Q2~Eg o} E3] 386,414 (1988); [Chem. Abstr. 110: 137536p (1989)]; [Gruber, H. and
Greber, G., "Reactive Sucrose Derivatives" in Carbohydrates as Organic Raw Materials, pp. 95-116]
HFx) £ J2HZ2 AIH(E3H [Sugar Esters: Preparation and Application, J. C. Colbert ed., (Noyes
Data Corp., New Jersey), (1974)])<& *¥3sk 4= Qlt}.

Alekollo] WMEe e B 7edH APES AAS ] s Ao Mud 5
o] dEE 47 FFIAE, d7Add, SEY-, wd-, dd-, $dd-, Zd4d-, E A
A- dxha-, FEA-, B SENA-D-REAIE, -FFRIAE EBE -FARANE(S

2)((Koeltzow) % (Urfer); o}HEdolx SlmaH e olE]=(Anatrace Inc.: Tl Q3fo]e Xul); Zn}
(Calbiochem: W= A E o} Ar]olar); ZE}7} Alu|ol (Fluka Chemie: 2=9]z2)el upel g4d); <44
EAE=, 7Y, dd, SE, Zud-, Efud-, 2 HEHUA-B-D-HLUEAE(EY [Defaye, J. and
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[0639]

[0640]

[0641]

[0642]

[0643]

[0644]

[0645]
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Pederson, C, "Hydrogen Fluoride, Solvent and Reagent for Carbohydrate Conversion Technology" in
Carbohydrates as Organic Raw Materials, 247-265 (F. W. Lichtenthaler, ed.) VCH Publishers, New York
(1991)1; [Ferenci, T., J. Bacteriol, 144:7-11 (1980)7o we} §H4); &4 Ele@FIA =, o7, 1-=d
A- EE I-59-He o- B B-D-EFaIfmA=(olEH ] ol = Hw Q&to]l o5 Ru];
& [Saito, S. and Tsuchiya, T. Chem. Pharm. Bull. 33:503-508 (1985)] %x); €7 EleFazA(d5 &
, & [Binder, T. P. and Robyt, J. F., Carbohydr. Res. 140:9-20 (1985)]°l uleg} &A4); 47 UEET
1= ((Koeltzow) Z (Urfer)ol wel ¢€4); AR ojn|wm-d7 ofe|29] A AW JFEAF ojn| = (o
Eglo} E3] 382,381 (1987); [Chem. Abstr., 108: 114719 (1988)] = [Gruber and Greber pp. 95-116]°] uw}
o ) & Ao ofnl= Ajtel] oa AdAE TEE s H olhTENY FEAGEY [Kunz, M.,
"Sucrose-based Hydrophilic Building Blocks as Intermediates for the Synthesis of Surfactants and
Polymers" in Carbohydrates as Organic Raw Materials, 127-153]¢l w2} Ad); $dolol] o] & o o
AE o] ATEoY FEA((Kunz)ol weh 3H4d); 22 ofu|:-u o229 2 AuE JHEAE $-go]
E(:&3 [Gruber and Greber, pp. 95-116]o] mWe} 34d); @ FAZ 2 ofn| -7 AHES A4 XW= 712
Al oln|=E( Q. A~E ol E3] 382,381 (1987), [Chem. Abstr., 108: 114719 (1988)] % [Gruber and Greber, pp.
95-116]°l weh 4d)ES EII

mfo 2 M

Wel=ole] S AT WY BHE EYSHES Fhz wd & Qe A AT FYaAERe 2
g mE ol AR 6 6, 8, 10, 12, 14, EE 16709 W Az olFojxl 27 el ddd
SR WES, foze Rms 9 2REs ddd, 4, SY- dd-, wod-, dEsdd- 2 as
QA-BEAS, FARAE, FRAAE U AREASE EgAth Y7] PRANA, oF FemAse uE

=
= = —_—
g ooE me AP R 2elud £t GRE At 7] di B9 F9ss Eel Ased o
o =}

& oA et

AnHoz, oldfd AWBAA(AAT, 22 FeEIAS)E W= JBHY E4S WA A8, o3
o, AAIEE, W), 8 ey, B4, BARE, H84, gy, dnm, 94, ALesE, s
HA, mAH Falol dF ARH 5, A4 L ZRANS 9% 54, PR 54, B 54, S99 2/ws
et 54, S0 24, A8 Y A9, A, FHA E= WFRAC0R GE A Bsd & At %
g 52 245 98 QoHoR OAAgAY, e

ARGHA

ARBA N golt TEW BAAGE ol wHomyE A4 Zolth Ak HgolH, ANBYAE
NA A AAAA KA, THEEA, W FEAZN AFHEA, ole) W BHo Ego] st uh A Ao
AANA 83T, FEAE DG4 EE TEHoR a4l B4 FeAL st s o
s 2AZe Aol HEAS FMA, BAE 4 b $EE FIAL. GeAs fA9 2 29e i
AA, 7 AR BW M 47 rE S YRS fFEsel Aot AR EAS "HRHAIE 2
9 shehy AbAlelTh. GaAlE Al AAZE AFeA Bt Y mE oe ®u Pels adsl 453 4
S s kg A AAel AT WA, AVHAAE DE= 3 AA) SAL WA E A B
oljel, Relol 71&E AHE AR AAE FAHAIE W AT F8F AL F 9l

FAH AAFHelN, FHHoR HIAEH dW FYIAE, A, dA FYaAE 2, 2w

0 oHEEd BEAE B FFIAE B9 opd, Fa2s EFhcdols, EddshudolE, % HEw

dobolol B B 7% vhsh o, WEITelS] FH A AT A, FSeE dAYeF

sAEE AA TS 98 HEHE, ey, LR ATbs ARBHA G

ARBAA(AAY, DD FLRAL) S A4 E= D54 Qe As) WD oS FHF B

4 54 W ANBAA BHS 94T £ Jr. A Sol, Edd FEA=ONY olFF BYE =8 2T
TE B, A5 WU Lok FAFAE BTk, Diel o] DGl Anch

SAEDG) ] A Huss A
]

Hu:
ol
3,
x
A
o

[Lopez, 0., et al. (2002) Colloid Polym Sci 280: 352-357]). ©]
o] ololdlEIE] (0] FR/ o] @dF)7F AWMEdA As FFS v,
AP E ddd ARLEAY B9, HAEHE GG wg dA EAed o
Aok, wEkA, EEF 54 9 AHEGA 5SS 4o =ZH E A
2 Aok EAS @ o}.

% BEE Aol dold, 4 ¢

[ex09}
[oXx#}
M e

sH]

fu

F

oX, e
o
o
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y
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X o
A mg_‘( ]I
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[0647]

[0648]

[0649]

[0650]

[0651]
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, 2 VEsd AUNSAAR ByE PEE YLAES F7F WS T3 S o] PEG B
A t}h(F3 [Veronese, F.M. and Mero, A. (2008) BioDrugs 22: 315-329]). Y 7A$-olA,
& PEG 3 =g A AFAA FE =Tt AFEA] XIEF FoRM AVA AT FAEHA FEES
S (E3  [Nestor, J.J., Jr. (2009) Current Medicinal Chemistry 16: 4399-4418], [Caliceti, P. an
Veronese, F.M. (2003) Adv Drug Deliv Rev 55:1261-1277]). 4 AA|Fefol A, 2|22l PEG A A=
A, BTk g 9l & FEFIAE BolojE EQjor AFAstE HEE= e g vhgA B =8
de] dFo] o]FofA & JYEF & F U},
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v AETH A4S A9E SAANE F 3, ol Fo| R F&Ad g it=et #yEE g vk A
A5-olA, 7kA PEGSIel freldh 4 ATH(EE [Peleg-Shulman, T., et al. (2004) J Med Chem 47: 4897-
4904], [Greenwald, R.B., et al. (2003) Adv Drug Deliv Rev 55:217-250], [Roberts, M.J. and Harris, J.M.

(1998) J Pharm Sci 87: 1440—1445]).
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F7t2, 19 284 54 HAg e 93 244 ed SREY 34 g2 AV AR

2-5ALEY) AFANEE 2§ A& Vb AAA717] S8 HHA] &
7S 7FACHES [Mero, A., et al. (2008) J Control Release 125: 87-951). A7) 349 &7
S T3, 294 V=d FEE g/EE o wyge) Algste o AEs AWEGA FRE 5T

i

Yol =gF e 19 #AesE S8 FEHE g/xE wid ) e g vl AFAleldd S
ATk, AHAYN ZALr= ZEdEd FEF 2 o }\o]'ool"” FHEA, olni EE WM E V|(E)E F3
FE = o] ofm, JHEA T HX3lo|=F 7|9} ukS J=5 gtth, gk AAFEfAN A, PEGE Cio-Caoo
He 23 E G2 AAGEOl A, PEGY AT 40,000 BE Zypolth, FrFe] ® ThE A A ke oA,
PEGS] A} 10,000 DE w]gtelch, gl @%EEAH PEG= BhA A= i, T8 gk <%
Eof, 1% 535 Hu xﬂ ,640,8355; A4,496,689%; Al4,301,144%; A|4,670,417%; A4,791,1925; 2L A
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HAEA Q] 389 PEG = A dEelA FEAAQA Ao 3}
4 @9, dAd, APt dzEE g oge 2 dEs o = Wgg = 9n. dF 5o,
[Miller, M.A., et al. (2006) Bioconjug Chem 17: 267-274]1; US 6,309,633(Ekwuribe %); US
6,815,530(Ekwuribe 5); US 6,835,802(Ekwuribe )& 3= 4 vt ©fidoo] 7] &&EAd PEG ZA7A 0
Ex Ay AT AACI&ES F7HA7IV] S8 LR &%W“J, I G YA E dHez a3t fict.
e, g El=ebe] ] $FAd PEG AFACIEE ARESHA dlol ARShe AP oo R A%
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M) E T Fol 8l A5, AAE G599 EE ofd 7l2Y" Frtd o3 Fxd
L HY Tl g AlA §, oXddl, sHolE2EF 2T T 1A EE &d9Y & 9o, dE
5, AULAHA, 1 m 7] ¢t F5 o FEX e d2Edy) ge kAsE 9 £ 3%
T IAY, e HAMA e A 2xde] FHE ARESH] A% 74 Q
=
=

= =
2HobzAt g, A"HolEA v, dast dE F

o P

oX, jaied
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1

fir)
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=4l
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N
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o OE

T

o ool § & o om 4
S -3

HIY Folgom AAstE o, v HoS = 2}
oF 250 WU & AHGAGA, dE B, =YIZFAL, F4
SAIFAL, vEte| =2 A, S A USA =l
2% At g5 o & 555 Ho
7, Ao, HEJUADEA=TH(ES [Arnold, J.
[Ahsan, F., et al. (2001) Pharm Res 18: 1742-1746])
oA Fuz EFHE).

e
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N
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o
o
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ais
i,
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|al
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Oi:
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o
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o

5 Aggoz AASEHIS u], B AAEe FHES A, 4 HE=E GA BAEHE 1A, J9Ad,
OAEAH (S 5o, H A=A 0] (Technosphere) YAF; (3 [Pfutzner, A. and Forst, T. (2005)
Expert Opin Drug Deliv 2: 1097-1106]) T A} FxAd SZA7H, 82AY 471 27 w24 o] F
AXE AAE 5 ¢ vk, 4 e =, 2 BYAS dfsts sAARE 24, 53, 94 A= A
Aol EER Hof ddsl= o F83tn, oE 5o, deuEt ((Slo]AH(Plizer) B oPHlE] 2~ SulrE|ZZ Q1=
| o]E]=(Aventis Pharmaceuticals Inc.)9] SUE A&EH)E #xT & Jo. Y & A =E A3}
E F7te] Al2"e #3 [Mandal, T.K., An. J. Health Syst. Pharm. 62: 1359-64 (2005)]°] 7]& 5 o] v},

FTach @4 AES FReEE WE 2dY AaES dike WHE VI B 9 FoFgoEa Edd ved
FTHAHoz Wy e = /s gildS AV gl AA, odE 5o, 157 WA 1d Bt FJFAAA A
gdat 5= v, U HE 2 Y 2", oAd, 9dA B AFAY vlolarfe, HE JZ2IE, F¢
A stolERA, AR f3x, &ax, vAd, FEF, A9E A, ol2Yds FX 9L A FAME Fol FErE G
7] 54 S AHEE F Ak e 2dy B A =g F 23] BE 18] FogoR AAHJL, odF B
of, HE® JHZE FTFA A|=®(FF [Castillo, G.M., et al. (2012) Pharm Res 29: 306-18])&
A, & wyol A} e AFA T AFA WAow Wy HAE = giE) AREE = . 34 AR
o] Mg daF v FHYE FHgete o] dF WE -y FX9 FUhY §Ao] HY, §A FAE A
g3l d YoM fo3 ez JdFE =

WE 248 AAe 3 el (Kent), (Lewis), (Sanders), % (Tice)d AFH el gl vz &3] HE A
4,675,1895. (0] B4 Fa=m ZFHETH V|eEo] & Akt o], AHoR FIE=, HEA, HEgd
A A, dnd, I EEFHEF e E4tEol A, Tgtel] JEsiEo] v HEHE Ee 19 ¢
S FFEh BEE, B 29 gL T3 ZYaHE B gE XE mEgA A8 B AgaEY mEY
2 AEHER AASE F k. FUHY AE BEY, dx JZSHE EE FAE AAE GEAA A
ZAoltk., o So], &3 [Sustained and Controlled Release Drug Delivery Systems, J. R. Robinson ed.,

Marcel Dekker, Inc., New York, 1978], ¥ [R. W. Baker, Controlled Release of Biologically Active
Agents, John Wiley & Sons, New York, 1987]& %% <= 3t}

WE 24y AR F7b dels AARSNE TFA, ddd, ZIYEEA/ S B HEAN 9 PEGY]
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[0691]

[0692]

[0693]

[0694]

[0695]

[0696]

sE59d 10-2011924
A, &, HolAl" e Jﬂﬂ d 1-59 B-D-SFFEAS AREEF] Al9F9] Ac, EE Bz HoE FE (4
A, Ac0 Hzloll o3 FAH 2,3, 4-Egz=olME 1- %‘é B-D-=2FFEA 5)E FEIUT. ] AFe F
A 2HEEH 4bd Aot B FAE TUMAALL, ol BRI} Fok Bl HEFHJS wol AFEH AT
(3 [Kihlberg, J., et al. (1997) Methods Enzymol 289: 221-245] = A}7] &3 U] 7|&<3d o & 3
x). Ad &, 7] 71sd vk} o], MeOH/NH;, MeOH/NaOMe, MeOH/NHNH, S AF838le] 7] ZvfslE o 2~HE

WS FYPFoRM 7] APES HTHoE SR

), d WS BHEE ol nAkS S 3. B
T AHA ofu Al B wkSAd S V]9 ojv: EE A Ve BEEth. oJojA, A7 REH obuweibs
& | o2 o]gsta, opv= AFS HA I & = s o
T3 AgsiA Row o] g oAl 4
¥ Tl Bar] B gl A AAAE AAS X HEE=E F5IT. HEE=E @A, ARvE
Tl ofs) A gt

oF 507 wRke] ojm|AbS THA =, AEEd @4 AT PEI =] FAMAE Alxdhe vrEA e e aA
 FEE RAHS 23S 3] WRelA, a-ol=(Na) 2E7] 2 Aol wkgAd SHe A B 97
74 7ol o) REHEY. HEv)E dEske FEHE o= TS vAA oA *1741 AL = A&7
Ao, MEI= Ao e tiste] ehgAolojol gty AFE a- ol HIV|EE -§F-5A 7R (Boc),
HASA 7R (Chz), o-F2E2MASAIZIR Y, HgdolAZ2 I A 7tR Y, t-obdSA7FE H (Amoc), O] &K
2UEAZIRY o, a-UHE-3,5-UHEAMIA A7t Y, o-HERAIEHY, 2-Aote-t-§F-FA 7R,
9-ZF2 o Hd-wEX 7R Y (Fmoc) 5, ¥F&ASHA, Boc ¥ O v&AsHA, FnocE XE3s}, o]d A5 A
=t} At 4 H37|2%  opAd, WA (Bz1), Wl A LA vl & (Bom) , Boc, t-54g,
o-BERHASAZRY t-1d (-REguedd 2-F22WA(Cl-z), 2,6-HUFR2dd, Alo]EF2dA A}
ol2wdd, olihxzd vy HEZsto|l=wmdd-2-d, EA(Tos), 2,2,4,6,7—@&13&1%\—40}015@35*%

(&)

-=XH((Pbl), EgvEAdd 9 EES X3, o)d A=A @ttt SFE Aol uiEA e Na-RE
71% Fmoc 7]o|t}. wpHAlg =3 ®B3E7]E Glu, Tyr, Thr, Asp ¥ Sero] thsirE O-t-F-€7]o]al; Lys %
Trp &4 o A= Boc 7]o]aL; Argoll thsiA = Pbf 7]o]al; Asn, Gln, 2 Hisol tisir+= Trt 7]°]t}. Lys
Ao Meld WS 93, Fmoc T t-5FEA BoV|E Hdddts Ao o8 AAHEA e HI7E o
g e2hmd BETt vigAeit). Lys S WEd dis] vigAg d2e gdlgide] ofd skl o) A
A¥E= A dE 5o, 1-(4,4-tHE-2,6-t] S o] E el 2-1-d 2 d)-3-m P F-EH (ivDde) = 1-(4,4-t]v]
g-2,6-t Aol 28 ~-1-dd)d e (Dde) 2 EESAFFE L (Alloc) s XEF3I, old FA=HA Fert.
4 2 PAol wEAF 79, Fmoc-Lys(ivDde) I+ Fmoc-Lys(Dde) ®Z7] wWao] nlzrzahe (&3
[Houston, M.E., Jr., et al. (1995) J Pept Sci 1:274-282]; [Murage, E.N., et al. (2010) J Med Chem]),
olggt Aol Fmoc-Glu(0-24) 2 Fmoc-Lys(Alloc)7} dAIHel HFE 3 =dF . AFEHE 5 o],
Lys(Dde) o7& FF AAE 98 FA=L, I3t AHDAA LG b33 A4 S8 A4S A8 25
sshd = Q7] wiiEo|t).

= e PAo] wEHd 4%, PFmoc-Lys(ivDde) i+ Fmoc-Lys(Dde) RZ7] wWajo] njghzghe|(Ed
[Houston, M.E., Jr., et al. (1995) J Pept Sci 1:274-282]; [Murage, E.N., et al. (2010) J Med Chem]),
o]y st Aol Fmoc-Glu(0-24) 2 Fmoc-Lys(Alloc)7} dAAIHel HFE 3 =dF AFEHE 5 o]&,
Lys(Dde) E?J]‘C '71:31’: AAE A8l FA=L, Teste AHSAA L} e A4 S A4S A8 2R

01

01

al =

A 2] EL < & 2,

o AdHoez o]8r1Ed A9 d2E veA V2 My & @/ﬂﬂlérmxﬂ FA, oﬂirﬂ, 2z g3}

d1 3Z-Z2g-(x cE2AvEstE Z-ZE-(2gd-tuduldl) TS E33.

stol=5Alv e stE dldolAdEctu el (PAM) FA7F HEI= AF Alzdl] npshAsith. g43kE9] C |

= A9, A g A5 p-ugilzsto] =g ol - T -E 2 (LE -t H Al 7R, 2,4 oA =8

ol=dolu Al X ("Rink ofv|E") Foltt, But F FE = FAd 5] vigA e (XA = vE SFA ME
2 Ao agZeE PEG MBS it dYPEoR ol 8U)F oA, Rink o}v]=-PEG % PAL-PEG-
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4>é—‘1
2L

¢



[0697]

[0698]

[0699]

[0700]

[0701]

[0702]

[0703]

Al

FA (o] Fgo]= vlo] QA 2~E = (Applied Biosystems)) & Fmoc ZREZFS AlEste JE = ofn|= A
= A

[e)
o TARlE A FA7E Gtk mebAl, 54 B9olA, PEG Aol olvE A% AAE ol gAY
ek, 7] F9AA, NFnoc-obv] w-PEG-7HE A S 7)9] o= g A (AW, Rink obvl= 5
Sol AAAIE Ao] Aesith. Aol AMA o] aAke N-Fnoc-obv]wbo 2 4] PEG #9] obvlxabe] ol
4870 AZYAL 5 Ak, AF9] GuERE B Ashs Ve SNEPIG-CONE, HES FET F 9

av Pr@%obo?é

=
o oft
o

24 ¢k 40T WA 60T, vrEASIA, oF 50CoNA F 12 WA 72A17F, upbAE}A|, o 4817} N

3] |2 S9°], Boc-olu|:=AtS oEFE | oA EYUEZ, N N-UH|dEEolu|=(DNF) % )

', A, EFdEdis, 1,5-HolA|AlolE2-[5.4.0]49-5-9, "HEGHEILE, T FAF Goz2A,
25, IF & MEF Fo=A Tﬂsﬂr HESAI o 24 PAM 3¢ F-2A1 4 ). HEHo 2= b

T FEE A ALE, B opike 3 $ ofn=E 5354 2 Aol

o 10C WA 50C, vrEAsHAl, 25Ce XAl &F 2 A oF 24A17F, ubAshAl, <F 2A17F Bk &v) &
d AW, CHCl, =X DWF, vlE328HA], CHgClg Zo| A o & Eo], NN'-tlo]AZ&F7tHr]o]n| = (DIC)/1-3F0] =
ZEZolE(HBt) w7l AZ-H 93l Na-Boc-ol]|=AiHs Wl=slol=golql F=Xof] A 4= Q).

Ju

=

Al

oo
o
o
N
=
&
il
fm
iy
(o}
e

B9, AFAorE A5 JAHE FA7INA GdAll FAE el o5 HoE ofv
A&Este] AZEPAZA F Ark. Egeldoln], N N-t]-o]iAxZHo|dolRl(DIEA), N-HEEEZHNM), F

A VIR S 5, ZAAZbe] BHed obv| ks g oF 1.5 WX 2.5u)9] & IFo T mY3}
: Hl=A, A &), olAT, CHCl,, DNF, N-"l@3]Z8E(NP), N N-tHEolAE
U2 2dgt ToA AZHE FY3}h. Fmoc 7|8 ZREZF Q]
W AE ARSE X ARE, dRbH o R = 1Y), ulEASAlE DIEA e NMMe]l A
o Aoz DNF, NMP, DMA T+ &3} &, w&z 1A, DNF FolA 43
Eo®  FEE HOBt, 0-o}d S-dof, WREZolE-1-4-FAEL (I &Y
PyBop), N-gfo]=FA|sAlolH| =, T N-3lo]EZAJoH| = = 4]
]=(DCC), NN'-to]AZzd- ﬂit] o =(DIC) HE& tE JtEToln
24 dzHE(ANAY p-HERSY, AgEFeEAd F) e gF
FEol A SR AEE ofw/FTEE(FTIHATE AMgete EA) FR, o319, 2-
(IH-AxEgo}E- FHEZGH o F FAEF L ZEAFH O E(HBIU), 0-(7-ofxlZEg}o]o}&E-1-
24)-1,1,3,3-HEZHLH 2 F SALZ T 0 2 X A5 0] E (HATU), 2-(6-Z 2 E-1-HFEEg oo} Z&-1-4Y)-
1,1,3,3-H Egmdolug ALEF 2 X2 O] E(HCTU) so] AUArt.
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Fmoc-PAL-PEG-PS %]l H-ZA71= ulda s WS DIF F=olA 20% dHedoz 4% HAS 2R I3A
% 5 min, 75C AU AZY Ao]FE wlo|axy Bx ME T A 74 DIF 2 HBIU: T 2
(DIEA)(1:2)& AF&3le] N-a-Fmoc H&® ofni=it, oF 58 B 28Fo] N-a-Fmoc-ofu|=4ke] WhEol o3| &
g 4 ot

vto]l A 23 Hx JHE FA7|dA FAEE 4719 Fnoe 7WE ZREZFO A, Ao 2=F 75CE HAAT
el A 30 sec EoF, o]oIA, 3 min B¢ WAE = olF @HITI TREFZ N-a-Fnoc ot HIVE
0.1 M 1-3fo] == Al = E o} (HOBt ) S SHfrales DNF 59 20% HHAHHS o] &&te] AAZTH. HOBtE €HE
3t goo] HIste] ofzmEc|mE S FAAIITE. ololA, thE ofu|x=ike] FAEHY S 5 min, 75T HH
olF AZH Alo]ZFE HBTU:DIEA(1:2)E AM&3te] 5ul & 2gFe o] &3ht),

A Y TAA, 943 Bod HE=EE FARFE AAEG. FA QA A 9] Ajte] wMlF g xHE &
P o, e ok -10T WA 50C, vlgAsA, < 25T =oA oF 12 WA 24A12F, ulFA A, < 184
7t 9t Eolv= ¢ Bas Edete FE= A9, gyl e TR FZ LIS o] &g ofn| 3o
o, ke oE Eo, HAZE opn= ¢ BHES XFtele WE=C] A, hEUo/wEhE = ghRo}/of
EES o] &%k Zhtryol Eaflel o3 FaAHE ¢ AUrh. Fol=FA] C BehS 7= PFE == HFell o3 Ee
o2 b gEss 9y o], EE dlrste] o) dddE 4 k. HHoeR, NE=E d7d), WEEs
o] &3k o~ ZaLskol] o]ojA], ofw|witE] H= WSt o FARRE AAE £ Avt. Hod FEHE==
A7 A w94 1PLCAl o8 AAlE 4 ok

2 BE7l= 9F -10C WA +10C, v sHAl, oF 0T =%l oF 1565 WA 2A1%F, whghAabAl, oF 1.54]
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[0705]

[0706]

[0707]

[0708]

[0709]

[0710]

[0711]

SS90l 10-2011924

rlr

ok ofn R AHES oF Hol, ohE T e Auy ol EAA S At dF Sol, ¥4 o
Bo5aE AYTORA, BAEL/AY BPAR AeFOoEH, EA(EUETORINE ¥ E
ohHEAL 2 ﬂwow S g B BeE Eb EedYEECR BAANYODA,
grucl F HEFOR, mEAsAE A Bakis 2 ohlEE BANYORA WE R A

IR Y
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PAL-PEG-PS 71 ¢] 7%, wgAgh e wf3)
sk, o, TFA/:f/ El ° i—ﬁi%@ /3,6~
mlo] A= Bz MNE= i YH & o]F PRI TREFS ALEFoRA ofFohnt. TRA/
H7} 9/1 WA 19/1 W9l T' E% g A, 94 FYIANE T BH9 HuolA 4 S FA
A YR §XHE Aoz Jehth, A3 A 7 U 94% TFA:2% EDT; 2% H.0; 2% TISolth. A3 A

og, ¢ds dRTE APdES FHATIAL, F(70T WA 4T) HeldolH2= Axstal, 2ol &3

9~*} 1,8-2-8bt) €] 2 (DODT) (92.5/2.5/2.5/2.5)& At

QL
_&0‘1)1*

(M oo n@ tt ° (&

FEE GAS (A, vlo] = AG3® Fol& mE FAE olgste]) A s <
9 o EFE ARESte] ddef AmviEady] @Al s AE =S AAL ¢ vk oMlEHelE ¥
FAGAA G o2 wgh; WfEAshE F-F (SE -G, G2

A ARmEade; degh A S ARvtEI Y JheAEAE RS e o] w4

ZupEoy; o, AREAe 625 FelAe] Zu) ARetEaE; AF 2x; 29

7.

B EE IPLC, 58], SH- wE Setaldagdes00s) AT 2 A7 49l 9 IPLC,
o 4G 1A AAA dolA wEE opweAle wAHoR HFAE WA, wis] Y A
AAANE AAKE WA, 2 AR AASt] Bl J1e8 IHYOR WHE PUS B/wE @A 4
gbd B TR B4 % fAHY FAPIE SESE @S Tse, B0l V%8 TRY0R WY
f fEE 9/EE wud 2 o) fEow FgEE 9o Axss S AU Q% A Geel A,
welo] /1%E FHAHCR WEH W= Qs gude 47 gold ulsh ge o4 FelmAs wge =
@k, ® e Swe vlolamst wa wAd FAW VN P, e A7 Aol uke o), 4 54
AAA FANA RER obrleite EAHOR FHAE WA, BB/ D A AAAE AAdE @A, 2 4
HES At AASY Y BESY FAIE FESE EF AEUS G4 TZERS AgE A X
Fohe, Beol 7148 FHEoR WHE WEE W/EE wud @ o) ofEow HgHE 92 Axshs
ol wa Zlolth

AAld 3. S8 ojgh sk s w
20 mLe] oINEYEZ H 20 mL94 DI & ¥ 1-=4& B—D—%—?i«qi‘r‘—/\]c(7}1’\15)[2.0 g, 5.74 mmol]2]

Lolo]  (HolAEAN L E)HA(ZSFIHFluka))[4.4 g, 13.7 ol] 2 TEMPO(AlZLm}  &d=g]H
(SigmaAldrich))[0.180 g, 1.15 mmoll]& A7}, A= i@’%% /‘E% oA 20 h =<t wykslgct, Hk$-
Z}ES B2 FgHota, TAARAA B FEEA 1.52 g(& 78 73.19)9 = A=, 1-Eud g-D-=2F

B nan, oF 48 A%l A A A7 ARG, A A EH D st 2ol
ASAZA NaOCIE AHE3re] Al Wl ola) 37] MBS ¥A Axstm, wok FHe] s daA =
o1 w3 AHEIAAT. Bl J1EE AYE L NS Axse O AgHE A5 9 GF FEHS 44
# oz Az,

bR MAoR, W, (ohbEdel A(Anatrace: TF odle]oF EDEVE T Fehs 1-HEeuA,
s, 3 1-Sehed BD-FFaslehe oS Algstel Belol J1EE AR D AkS Az d A
$HE Ashs 192 IR SRS Az,

AAd 4: FAHA] EU-A387 A ZF

Ao 16 7] bkl o] N-&3-Fmoc HoH ofv|its FapH o= H7bsle] Fmoc-His-Aib-Gln-Gly-Thr-
Phe-Thr-Ser-Asp-Bip-Ser-Lys-Tyr-Leu-Glu-Ser-Lys(Alloc)-Rink o}H]= X A 8EE A Xd 1, Aoi] A&
st WA =5 DMF/CHCl2(1:1) 5 Pd(PPh3),(0.5 eq) 2 DMBA(20 eq)9t AiFH|o]AAI RO 2H Lys-N-FAE ¢

x| Ao A gRF3IAZATE. DMF/CH.CL,E AZ s 3 DIC/HOBtE AF&-3}e] DMF/CHLl, & 1'-%FdA B-D-25F
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[0712]

[0713]

[0714]

[0715]

[0716]

S=50d 10-2011924

Lys S4E obdshizint. 71&5%W 5= ds|=ve os) Al=sta, (LL2 Bdes st Al

ANE FAE HEHoR PdrF3sta, A2 A 240 min B¢ AYr ZFHY(94% TFA: 2% EDT; 2% H.0; 2%

H
Z)
HU
_YE,
o
s
_1
D)
fr
£
An)
i,

et R B0 Aelste] A4ES AN, EL0Z FUAEA A
589l

AAH(C18) hplcoll &l 2 A= AAS F33}¥TF. 156 mL/min 522 4.1 x 25 cm hple Z8 Aol % g
= =

)

£ 2d98ta(15% 71 MAA; ofMEA &FA), 50TelAM 60 mineZ  15-45% $HEAl Be FHlE

b
O
o
K
)
ol
=2
x
N,
N
>
)
o

= ®A4 FE= A=

mlo

SYAAT. AAE 23S sAARAA FA AHE FEHEE 5 THEA hplc(18.6 min; 0.1% TFA F
30-60% CH,CN)/ A= E210 (W1 3= = 2,382.14)°] 9|3 <% 98.03%).
FAE Ao R, @ Aok 1'-dE BD-FEFEN B 18" BD-FETENMFIEAE)S AHEEte] A
sgEe] Agshs 1-ud 2 1-9d fARE AT A7) 71EE v 2ol Axd s FRTed
& Abgelel gl a1, HEaEd, e, 1-gE A 2 oA i Al
sk, MwoR, WA 9nssE w FEAon sty HE=E FAF F,ooox, sk $EA
Aefell ef3) ohdstgtomy 1-97) FRIRY, Ei e 24 oldsE fAAE ART S AT
37 mol ANE SA THE Agste] ol mER HPLC/AH BAM o8] A4S Fast)
IFHE B} Wt 3} Wt HPLC
33 A5 al (min; 8-])

EU-A387 2379.66 2380.14 18.6[b]

EU-A388 2393.69 2393.74 1600 |

EU-A391 2317.62 2318.26 11.2 [b]

EU-A455 2988.36 2988.00 115 [b]

EU-A474 2570.86 2570.54 11.3 [b]

EU-A478 2459.75 2459.74 111 [b]

EU-A484 2544.86 2545.06 96[b] |

EU-A501 29042 2903.34 7.9 [b]

EU-A502 2776.07 2776.14 8.0 [b]

EU-A503 2704.98 2704.40 8.0 [b]

EU-A504 2548.80 2548.00 9.1 [b]

EU-A505 2392.61 2392.40 10.5 [b]

EU-A506 2305.53 2305.06 10.7 [b)

EU-A507 3763.23 3762.66 9.0 [b]

EU-A521 2303.56 2303.60 8.2 [c]

EU-A522 2315.60 2315.60 14.2 [d]

EU-A523 2615.94 2616.00 8.1 [b]

EU-AS24 2459.75 2459.74 12.7 [d]

EU-A525 2459.75 2459.06 6.0 [c]

EU-A526 2473.75 2473.60 12,7 [d]

EU-A527 2390.64 2390.40 14.6 [d}

EU-A529 2546.83 2546.80 9.5 [b]

EU-A531 2546.83 2546.80 9.5 [b]

EU-A532 2559.00 2558.66 9.6 [b]

EU-A533 2560.96 2560.66 9.5 [b]

EU-A534 2544.99 2544.94 9.7 [b]

EU-A335 2573.05 2574.00 12.0 [b]

EU-A536 2602.96 2603.46 14.3 [b]

EU-A538 2516.99 2516.40 10.3 [b]

EU-A539 2657.20 2656.80 10.8 [b]

EU-A540 268520 2684.94 9.8 [c]

EU-A541 2713.20 2712.80 13.0 [¢]

EU-A544 2631.94 2632.26 10.8 [b]

EU-A546

EU-A549 2388.67 2388.66 6.3 [e]

EU-A551 2444.67 2445.20 11.4 [¢]

EU-A552
| EU-A554 2560.86 2560.40 10.3 [c]

EU-A556 2616.86 2616.40 11.7 [e]

EU-A560 2570.86 2571.06 8.3 [c]

EU-A562 2626.86 2626.66 9.9 [e]

EU-A563
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[0717]
[0718]

[0719]

[0720]

[0721]
[0722]

[0723]

[0724]

SS90 10-2011924

EU-A565 2542.80 2542.54 9.5 [c]
EU-A567 2598.80 2599.06 12.0 [e]
EU-A 568

0.1% TFA % HPLC T-8)

[2.] 30 min & ¢Ftoll Z ] 35 7] 65% CH;CN

[b.] 20 min B <rell 2 A 30 WA 60% CH3CN

[e.] 20 min & <toll A A 35 WA 65% CH;CN

[d.} 20 min & <¢tell 2 A 25 WA 55% CH;CN

[e.] 20 min 5-<Fell 2 A 40 WA 70% CH;CN
v ¥l A 21} C18 5 tm 250x4.6 mm “32) HPLC

AAld 5: 3i3tE] didt AXE HAHH

SES UEF 1 mge Yoz AHIsHA Sotal, BF AX gAYoR AUt AE X SA(Cerep SA)). &
EXE A% £E 434 RER H2E FEER AE AFEdA A" AP ol AlgE AR ZF
F7h2 R GLP-1 Al AAR A AP 5 A=eldoh. AN &3 [Chicchi, G.G., et al. (1997) J
Biol Chem 272: 7765-7769] ¥ [Runge, S., et al. (2003) Br J Pharmacol 138: 787-794]¢ 7]|&% o]

35S REU-A3919] A9, GLCR A X ¥F2o= wdlo] ¢ GLPIR A wh&& FA438] F53t3laL, ECse 420
nMo] At
[- | ECs ECso
[ GLP-1R FFIHER
G8g 72w @m
EU-A391 =g [ 40 ne. |
EU-A455 1-=d 59 770
_ EU-A474 1-=04 3000 nc.
k EU-A478 1-5 84 ne. I ne
\ EU-A484 EEa ne. [ ne
| EU-ASOT -S4 20000 | 12000
—— EU-A502 1-E o4l 9400 —+ ne. |
' EU-A503 1-5E 4] n.c. L ne |
L BU-A504 1-502] 3100 | 1100
L LU-AS505 1= 8500 6100
I EU-A506 1-Eu4l 4600 1300
[ EU-A507 -4 18 1
[ EU-AS521 1-E o4 n.c. n.c.
[ " EUA2 =5 ne. 9000 |
L ‘1@52 -5 __nc. n.c.
[ EU-A524 [—_‘iﬂ]/é n.c. n.c.
B EU-A525 =a4 [ ne | ne |
EU-A526 1 ‘:E]]/\' ne ! n.c
| EBUAR2T | imea | ae 5000
B EU-AS29 | g | ne 7000 |
T TIUAS 1o 2100 100 |
EU-A532 LEeA [ sp00 2600 |
B EU-AS33 1294 770 780
| _EU-AS34 1-5:6l4 290 1900 |
EU-A535 1-8| Ex oA §4800 2100
B 1:0-A536 134w >10000 4400
| LU-ASE Ledd | a0 1T e
EU-A539 Lxdd T 860 [ 2300 |
| _EU-AS40 1B E g n.c. 8800
EU-A541 1-FAL A 800 5000

.. ECS0 AlMo] YA SR TE AS oju] ghek
$E FHETAS ou)si},

AAld 6: 3i3tE] digk WA A

o] F24d H|RkQl C57BL/6] 7 wh9-2= ol=(60) vt & 14 wkAloll JAX AP =5 E woprh. AHS 98 vt
F2 Aol AskaL, -2 VD 1hE]e] wheAv) His ks "ER HEPA o3 $71E EFels AR
9 377 2 Hie ZE7tRolE g S-AAAT. 12 h B/ AelER 2EE AF BT ALE
sto] AAH R FE ARG =Wt §= AGAY] AN &x 9 dd FE Hee 47 22 £ 4T ¥
50 + 15%%th. pH 2.8 WA 3.1 AA3E oaty FXE, 2 ux2(60 kcal %S Yoz AFstATt.

27 et =& 13§, ATl wote] dake AT wSlddl e 40vte] o] whe-E MYsta, vhesE )
o Ze wH(n=10)2.2 Qle] FZEaQIth. 1w, W3 E At 2. AEF H2E campd; 3. S €% HAE
cmpd; 47, 18 HAE cmpd. 289 ok wid SCE &3 u}%i of Fofallth. AT 2 8 & #F AnE
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, 0.5 WA 10 mg/mLe] A

[0730]
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FITE,
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3}3tE EU-A300 WA] EU-A425¢] o
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L
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=

=

4-129

<

-3 2 A4 W3E 318-3439] o]
727k Md W
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1ol AA]
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=
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KeN
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)
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f

Mg
=R 5 10 15 20

EUA0| 4 |[H|Ab[Q|G|T]| F [T[S |D L Lys(Ca)#

EUANT| 5 |H|AbJQ|G|T]| F [T[S |D L Lys(C12)-#

EUA302| 6 |H[Ab[Q|G[T| F [T|S [D L Lys(C16)#

EUA03| 7 |H|Ab|Q|G|T| F [T[S [D Bip Lys(C8)#

EUA304| 8 |H|AD|Q|G[T| F |T| S |D Bip Lys(C12)#

EUA05| 9 |H|Ab|Q|G|T| F _[T[S |D Bip Lys(C16)-#

EUA306] 10 |[H|Ab|Q|G|T| F [T S |D| Na@ | LysiCo)#

EUA7 | 1 |H|Ab|lQ|G|T| F [T]S D] Na(@2 | LsCi2#

EUA308| 12 |[H|Ab|Q|G|T| F [T]S |D| Na(2 | LysCle)#

EUA309 | 13 |H|Ab| Q|G |T [ 26FF [T| S |D|Bip?E@MeO | Lys(C8)#

EUAXO| 14 | H | Ab| Q|G |T| 26FF [T| S |D|Bip2EdMe0 | Lys(C12)-#

EUA311| 15 |H | Ab| Q|G [T | 26FF [T| S |D|Bip2EdMe0 | Lys(C16)-#

EUA312[ 16 |H[Ab[Q|G|T| F [T|S [D L S K__[Y[ L Lys(C8)#

EUA3 | 17 |[H|Ab|Q|G[T]| F [T[S |D L S K__|[Y] L [Lys(Ci#

EUA314 | 18 |H[Ab[Q|G|T| F _[T| s [D L S K__[Y] L |LysCle)#

EUA3I5 | 19 [H|Ab[Q|G|T]| F [T[S |D Bip S K__[Y[ L Lys(C8)#

EUA316 | 20 |H[Ab|Q|G|T| F _[T]| s [D Bip S K__[Y] L |LysCiz#

EUAXT| 21 |[H|Ab|Q|G|T| F [T]| S |D Bip S K [Y[ L [Lys(Cle)#

EUA318 | 22 |[H [Ab|Q|G[T| F [T]| S [D] N9 S K_[Y] L Lys(C8)#

EUA3IG| 23 [H|AD|[Q|G|T| F [T[S [D] Na@ S K__[Y[ L [Lys(Ci2#

EUA0| 24 [H|Ab|[Q|G|T| F [T]S [D] Na@ S K_[Y[ L [Lys(Cle)#

EUA31 | 25 |H|Ab|[ Q|G| T | 26FF [T] S |D|Bip2EdMe0 S K__[Y][ L Lys(C8)#

EUA322 | 26 |H |Ab| Q|G| T | 26FF [T S |D]Bip2EdMe0 S K__[Y[ L [Lys(Ci2#

EU-A323 | 27 | H [Ab|[ Q| G [T | 26FF |[T| S |D|Bip2EdMe0 S K__[Y[ L |LysCle)#

EUAR4 | 28 [H|Ab|Q|G|T| F [T[S |D v S K__ Y] L D G R Lys(C8)#
EUA35 | 20 [H|Ab|Q|G[T] F [T] S |D L S K |v][ L D G R Lys(C8)#
EUA36| 30 |[H|Ab|Q|G|T| F _[T[S [D L S K__[Y][ L D G R__|Lys(CI2#
EUA327 | 31 |[H|Ab|lQ|G|T]| F [T[S |D L S K__ Y] L D G R |Lys(CIo)#
EUA328 | 32 |[H|Ab|Q|G|T| F [T| s [D Bip S K_ Y] L D G R Lys(CB)#
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E1 Az
MNg
s | 5 10 15 2

EUA39| 38 [H|Ab|Q[G|T| F [T[ S D Bip S K_[Y[ L D G R |Lys(C121#
EUA330 | 34 [H|Ab|Q|[G|T| F |T| S |D Bip S K Y| L D G R |Lys(C16)#
EUA331| 35 [H|Ab[Q|G|T| F |T| S [D] Nal@) S K Y[ L D G R Lys(C8)#
EUA332| 36 |[H|Ab[Q[G|T[ F |T] S [D] Nal?) S K__ Y[ L D G R__[Lys(Ci2)#
EUA33 | 37 |H|Ab|Q|G|T| F |[T|S [D| Nal?) S K Y] L D G R |Lys(C16)#
EU-A334 | 38 [H [Ab [ Q[ G |T [ 26FF [T| S |D| Bip2EMeO S K__[Y[ L D G R Lys(C8)#
EUA335| 39 [H |Ab[Q[G|T [ 26FF [T| S |D]| Bip?EdMeO S K_ Y[ L D G R |[Lys(C12}#
EU-A336 | 40 | H |Ab | Q|G |T | 26FF [T| S |D| Bip?Et4MeO S K_|Y[ L D G R__|Lys(C16}#
EUA37| &1 [H|Ab|Q[G|T| F [T[s |D L Lys(C8)#

EUA338 | 42 [H|Ab|Q|G|T| F [T[ s |D L Lys(C12)#

EUA339 | 43 |H|Ab|Q|G|T| F [T s |p L Lys(C16)#

EUA340 | 44 [H|Ab|Q[G [T F [T] S |D Bip Lys(C8)#

EUA31| 45 [H|Ab|Q[G|T| F [T[ S |D Bip Lys(C12)#

EUAM2| 46 [H|Ab|Q|G|T]| F [T s |D Bip Lys(C16)#

EUA3 | 47 [H|Ab[Q[G|T[ F [T| S [D] Na?) Lys(C8)#

EUA34 | 48 |H [Ab|Q [G|T| F [T] S |D| Na(@ [ Lys(C12)#

EUA5| 49 |[H|Ab|Q|G|T| F [T] S |D| Na2) | Lys(Ci6)#

EU-A346 | 50 | H [Aib | Q [ G | T | 26FF |T| S |D| Bip?Et4MeO | Lys(C8)#

EUA347 | 51 [ H [Ab|Q |G |T | 26FF [T| S |D| BipeEtiMeO | Lys(C12)#

EUA348 | 52 |H | Ab | Q|G| T | 26FF |T| S |D| Bip2EdMeO | Lys(C16)%

EU-A349 | 53 |H|Ab|Q[G|T|26MsF[T| S |D Bip Lys(C8)#

EU-A350 | 54 |H |Ab|Q |G |T|26MeF[T[ S [D Bip Lys(C12)#

EU-A351 | 55 | H [Ab | Q|G| T |26MeF[T| S |D Bip Lys(C16)#

EU-A352 | 56 |H |Ab|Q|G|T| MeF |T| S |D L S K__ Y[ L Lys(C8)#

EU-A353 | 57 |H|Ab|Q[G|T| MeF [T S |D L S K_[Y][ L |Lys(Ci2)#

EU-A354 | 58 |[H [Ab|Q[G|T| MeF [T S |D L S K__|[Y[ L [LysCle)#

EU-A355 | 59 [H [Ab|Q[G|T| MeF [T] S |D Bip S K__[Y[ L Lys(C8)#

EU-A356 | 60 |H |Ab|Q |G |T| MeF [T| S |D Bip S K_ Y] L |LysiCio)#

EUA357 | 61 |H|Ab| Q|G| T | MeF |T]| S |D Bip S K Y] L |Lys(C16)#

EU-A358 | 62 |H |Ab| Q|G| T | Mer |T| S |D]_ Nal2) S K_[v[ L Lys(C8)#
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EUA359 | 83 [H [Ab Q|G [T | MeF [T S [D| Nalk2) S K__[Y] L [LsCia®

EUA360 | 84 |[H |Ab|Q|G [T | MeF [T S [D| Nald) S K__[Y] L [LsCle#

EU-A361 | 85 [H [Ab Q|G [T | MeF [T| S |D|Bip2EMeO S K__[Y] L Lys(C8)#

EU-A362 | 66 |H |Ab | Q|G| T | MeF |T| S | D] Bip2Et4MeO S K__[Y] L |Lsici2#

EUA363 | 67 |[H|Ab|Q|G|T| MeF [T| S |D]Bip2EtiMeO S K Y] L [Ls(cles#

EUA364 | 68 [H[Ab|Q|G[T| F [T S [D v S K [Y] L E S | Lys(C8)#
EUA365 | 69 [H|Ab|Q|G[T| F [T[ s [D L B K [Y] L E S | Lys(C8)#
EUA366 | 70 [H[Ab|Q|G[T| F [T S [D L S K_ Y] L E S |Lys(C12)#
EUA%7 | 71 [H|Ab Q|G [T F [T[s D L S K [v] L E S |Lys(C16)#
EUA368 | 72 [H[Ab|Q|G[T| F [T S [D B K_ Y] L E S | Lys(C8)#
EUA369 | 73 [H|Aab|a |G [T F [T[s [D Bip S K [Y] L E S |Lys(C12)#
EUA370 | 74 [H[Ab|Q|G[T| F [T[S [D Bip B K [Y] L E S |Lys(C16)#
EUA371 | 75 [H[Ab|Q|G|T| F [T S [D] Nak2) S K__[Y] L E S | Lys(C8)#
EUA372 | 76 [H[Ab|Q|G|T| F [T S [D] Nal) B K [Y] L E S |Lys(C12)#
EUA33 | 77 [H|Ab|Q|G|T| F [T[ S [D] Nal) B K_ Y] L E S |Lys(C16)%
EUA374 | 78 [H [Ab |Q |G | T | 26FF [T| S |D|Bip2EtMeD S K [Y] L E S | Lys(C8)}#
EUA375 | 79 |H [Ab | Q| G| T | 26FF [T| S | D] Bip2EiMeD B K_ Y] L E S |Lys(C12)%
EUA376 | 80 |H [Ab | Q|G| T | 26FF [T| S | D] Bip2EiMeD B K [Y] L E S |Lys(C16)%
EUA377 | 81 [H|Ab|Q|G|T| F [7[ S |D Bip B K |[Y] L D S | Lys(CB)1#
EUA378 | 82 [H[Ab|lQ|G[T| F [T[S |D Bip B K__ Y] L D S |Lys(C12)%
EUA379 | 83 [H|Ab|Q|G|T| F [T[S |D S K [Y] L D S _|Lys(C16)#
EUA380 | 84 [H[Ab|Q|G[T| F [T[S [D B K__ Y] L D R_| Lys(C8)}#
EUA381 | 85 |[H|Ab|Q|G[T| F [T][S |D S K_ Y] L D R_|Lys(C12)%
EUA382 | 86 [H[Ab|lQ|G[T| F [T[S |D B K__ Y] L D R_|Lys(C16)%
EUA383 | 87 [H|Ab|lQ|G|T| F [T]S |D Y S K_ Y] L D R_| Lys(C8)}#
EUA384 | 88 [H|Ab|Q|G|T| F [T S |D Y B K_ Y] L D R |Lys(C12)%
EUA385 | 89 [H[Ab|Q|G[T| F [T[S [D Y B K__|[Y] L D R_|Lys(C16)%
EUA386 | 90 [H|Ab|Q|G[T| F [T[S |D Y S K_ Y] L D Har | Lys(C12)#
EUA387 | o1 [H|Ab|Q|G|T| F [T[S |D Bip B K__[Y[ L E S [Lys(C1D#
EUA383 | 92 [H|Ab|Q|G [T | MeF [T] S |D Bip S K_ (Y] L E S |Lys(C12)%
EUA389 | 93 [H[Ab| Q|G [T | MeF [T] S |D Bip S Ab_ Y] L E S |Lys(C12)#
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EUA390 | 94 [H|Ab|Q|G|T| MeF |T| S |D Bip S K_[Y] L E Lys(C12)#
EUA391 | 95 [H|Ab|Q|G|T| MeF |T| S |D Y S K_ Y] L D Lys(C12)#
EUA392 | 96 [H |[Ab|Q|G|T| MeF |T| S |D Y Aib K [Y] L D Lys(C12)3#
EUA393 | 97 [H [Ab| Q|G| T| MeF |T| S |D Y Ab | Lys(C12)%
EUA394 | 98 [H [Ab| Q|G| T| MeF |T| S [D]| Na2) Ab | Lys(C12)#
EUA395 | 99 [H [Ab|Q |G| T| MeF |T| s [D Y B K [v[ L D Lys(C12) | Ab#
EU-A396 | 100 [H [Ab|Q |G | T| MeF |T| s [D] Na2) S K [v] L D Lys(C12) | Aib#
EU-A397 [101 [H [Ab|Q |G| T| MeF |T| S [D Y Aib K_ Y] L D Lys(C12)#
EU-A398 [102 [H [Ab|Q |G| T| MeF |T| S [D Y Aib K [Y] L D Lys(C12) | Ab#
EU-A399 [ 103 [H [Ab|Q |G| T| MeF |T| S [D Y S K [Y] L D Lys(C12) | Ab#
EU-A400 [104 [H [Ab | Q|G| T| MeF |T| s [D Y S K_ Y] L D Aib
EU-A401 [105 [H [Ab| Q|G| T | MeF |T| S |D Y Aib K |[Y] L D Ab
EU-A402 [ 106 [H [Aib | Q|G| T | MeF |T| S [D Y Aib K_[Y] L D Aib
EUA403 [107 [H [Ab| Q|G| T | MeF |T| S |[D]| Na@) Aib K_ Y] L E Aib
EUAd04 [108 [H [Ab|Q|G|T| F |T| s |D Y B K Y] L D Aib
EUAd05 [109 [H[Ab|Q|G|T| F |T| s |D Y S K |[v] L D Ab
EUA06 [110 [H[Ab|Q|G|T| F |T| S |D Y S K |[Y] L D Aib
EUA407 [111 [H [Ab| Q|G| T| MeF |T| S |D Y Aib K |Y|Lys(C12%
EUA408 [112 [H [Ab| Q|G| T | MeF |T| S |D Y Aib K__ Y[ Lys(C12) | -NHE
EUA400 [113 [H [Ab| Q|G [T | MeF |T] 5 |D Y Aib K |V Lys(C12) | Ab#
EUA410 [114 [H [Ab| Q[ G [T | MeF |T] S |D Y Aib K Y| Lys(C12) | _Aib _|-NHEt
EUA4T1 [115 [H [Ab| Q|G| T | MeF |T| S |D Y Aib K__ |Y| Lys(C12) | Acbc#
EUA412 [ 116 |[H [Ab| Q|G | T | MeF |T| S |D Y S K_ Y] L D Lys(CB)#
EUAMI3 [117 [H |Ab| Q|G| T| MeF |T| S |D Y S K_ || L D Lys(C16)#
EUAM14 [118 [H|Ab|Q|G|T| F |T| S |D Y S K_ Y] L D Lys(C8)#
EUAT5 [119 [H|Ab|Q|G|T| F |T| S |D Y S K [Y] L D Lys(C12)3
EUA416 [120 [H [Ab|Q|G|T| F |T| s |D Y S K [Y] L D Lys(C16)#
EUA417 [121 [H [Ab| Q|G| T | MeF |T| S |D Y B K [Y] L D Ab__|Lys(C8)
EUA418 [122 [H[Ab| Q|G| T| MeF |T| S |D Y S K |[v] L D Ab_ |Lys(C12)
EUA419 [123 [H [Ab | Q|G [T | MeF |T| S |D Y S K__[v] L D Ab__|Lys(C16)
EU-A420 [124 |[H |Ab| Q|G| T | MeF |T| S |D Y S K_ Y] L D Ab__|Lys(C8)
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EU-A421 | 125 |H|Ab | Q|G |T| MeF |T| S [D Y S K Y L D S Aib Lys(C12) [AcSc#
EU-A422 1126 |H |Ab |Q[G | T| MeF [T| S |D Y S K Y L D S Aib Lys(C16) [ Achc#
EU-A423 1127 |[H[AD Q|G| T F TS |D Y S K Y L D S Aib Lys(C8)  [AcSc#
EU-A424 | 128 [H | Ab[Q[G | T E TS |D Y S K Y L D S Aib Lys(C12) |AcSc#
EUA425 | 129 |HIAD Q|G| T F T S |D Y S K Y L D S Aib Lys(C16) [AcSc#
MeFE= C-2 WtMe—Phe S 2|0I16t1; Har2 SEArgE 2l016t12; 2,6F-F=
2',6'-LIE222-PheE2|0I5t11; Bip2Et4MeO= 2 -0l -4'-MeO-HIHIZ 22t S 2|0IBHCE.
Lys(C12)= N-JAZ2-(1'"-CHA HE-D-2FR2Y)-L-2I4E 2051, [HE Ca+Xl= 48dt= 1’-22 22AZLIES 2|08t

#2 Ot0IE C 2HS Q018

_73_



102011924

s==4

=
10 15 20 25
Mgl
BHa
EU-A426 130 [H]Ab|Q |G| T |MeF|[T|S|D|Y|[S]K|[Y]L]D S R Lys(C8) Aib-#
EU-A427 131 |HJAb| Q|G| T |MeF| TS |DJY|[S]K|Y|[L|D S R ys(C12) |Aib-#
EU-A428 132 |HIAb| Q |G| T |MeF|[ T|S[D]Y]S]K]|Y]L]|D S R ys(C16) |Aib#
EU-A429 133 [H]Ab[Q |G| T |MeF[T|S|D|Y|[S]K|[Y]L]D S R (C8) Achc-#
EU-A430 134 |HIAB| Q|G| T |MeF|[ T|S|ID|Y]|S]K|Y]|L]|D S R (C12)  |Achc-#
EU-A431 135 |H]Ab| Q|G| T |MeF|[ T|S|ID|Y]|S]|K|Y]|L|D S R ys(C16) |AcSc-#
EU-A432 136 [H|Ab| Q|G| T F T{S|D|IY]|S|K|[Y]|]L|D S R (C8) Aib-#
EU-A433 137 |HJAB[Q |G| T F TIS[D|Y|[S]|K]Y]LI[D N R Lys(C12) |Aib#
EU-A434 138 |H|AB| Q|G| T F T|IS|D|Y|[S|K|[Y|[L]|D S R Lys(C16) |Aib-#
EU-A435 13 |H|Ab| Q|G| T |MeF|[T|S|ID|IY]|S]|K|Y]|L|D S R Ala Q Aib-#
EU-A436 140 |HJAb| Q|G| T|MeF|[T|S|ID|IY]|S|K]|Y D S R Aib Ala Q Aib-#
EU-A437 141 Aib MeF Aib Ala Q Aib-#
EU-A438 142 Aib MeF Aib Ala Q Aib-#
EU-A439 143 Aib MeF Aib Ala Q Aib-#
EU-A440 144 Aib MeF Aib Ala Q Aib-#
EU-A441 145 Aib MeF Aib Ala Q Achc-#
EU-A442 146 Abl Q | G MeF Aib Ala Q AcSc-#
EU-A443 147 Abl Q| G MeF Aib Ala Q Ache-#
EU-A435 148 Abl Q | G MeF Aib Ala Q Aib-#
EU-A436 149 Abl Q|G MeF Aib Ala Q Aib-#
EU-A437 150 Abl Q|G MeF Aib Ala Q Aib-#
EU-A438 151 Aib MeF Aib Ala Q Achc-#

=2
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EU-A439 152 |H [Ab | Q MeF Y E? Dl K R Aib Ala Q  |Lys(C1 AcSc-#
EU-A440 153 |H |Ab| Q MeF Y Ef D| K R Aib Ala Q m“mﬁoé Achc#
EU-A441 154 |H |Ab| Q E Y = D| K R Aib Ala Q w\mﬁg Acbe-#
EU-Ad42 155 |H |Ab| Q F Y E? D| K R Aib Ala Q _v,vig Acbe-#
EU-A443 156 |H [Ab| Q E Y E? D| K R Aib Ala Q Ww\mﬁo._ Achc#
EU-Ad44 157 |H |Ab| Q F Y E? D| K R Aib Ala Q wﬁOm Aib-#
EU-A445 158 |H [Ab| Q F Y Et Dl K R Aib Ala Q H_LFAQ Aib-#
EU-A446 159 |H |Ab| Q F Y E} D| K R Aib Ala Q w\mﬁo._ Alb-#
EU-Ad47 160 [H |Ab| Q MeF Y K D| E R Aib Ala K* w\mﬁg Alb#
EU-A448 161 |H |Ab| Q MeF Y K D| E R Aib Ala K* V_LFAQ Aib-#
EU-A449 162 |H |Ab| Q MeF Y K D| E R Aib Ala K* w\mﬁoé Alb#
EU-A450 163 |H |Ab| Q MeF Y K D| E R Aib Ala K* meAOm Achc#
EU-A451 164 |H |Ab| Q MeF Y K D| K R Aib Ala K* w_.vio._ Acbo-#
EU-A452 165 |H |Ab| Q MeF Y K D| K R Aib Ala K* mw\mﬁoé Acbo-#
EU-A447 166 [H |Ab| Q F Y K D] E R Aib Ala K* mv«.mAOm Aib+#
EU-Ad48 167 |H [Ab| Q F Y K D| E R Aib Ala K* VEQQ Aib-#
EU-A449 168 [H |Ab| Q F Y K D] E R Aib Ala K* m“«io‘_ Aib-#
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EU-A450 168 [HlAb(Q |G| T | F | T[S |D|]Y|[S|K|Y]|L|D]|E R Aib Ala K* |Lys(C8| F | Acbc-#
)

EU-Ad51 170 |HJAB| Q|G| T| F [T]S|D|Y|S|K]Y|L|D|K R Alb Ala K*  [Lys(C1] F | AcSc-#
2)

EU-A452 171 |HJAb| Q|G| T| F [T]S|D|Y|S|K]Y|L]|D|K R Aib Ala K*  [Lys(C1] F | AcSc#
6)

EU-A453 172 |HJAb| Q|G| T| F [T|S|D|Y|S|K]|]Y|L]|D|E Q A A K* [Lys(C1| F | Aib+#
2)

EU-A454 173 |HJAB| Q|G| T| F [T|S8|D|Y|S|K|]Y|L|D|E Q A A K*  [Lys(C1| F | Aib#
6)

EU-A455 174 [HlAb[Q |G| T | F | T[S |D|JY|[S|K|Y|L|D]|E R A A K* |Lys(C1|F | Aib-#
2)

EU-A456 175 [H|Ab(Q |G| T | F | T[S |D|Y|[S|K|Y]|]L|D]|E R A A K* |Lys(C1[F [ Aib-#
6)

EU-A457 176 |HJAB| Q|G| T| F [ TS |D|Y|S|K]|]Y|L|D|E R A A K*  [Lys(C1] F | Acbc#
2)

EU-A458 177 |HJAb| Q|G| T| F [T|S|D|Y|S|K]|]Y|L]|D|E R A A K*  |Lys(C1| F | AcSc#
6)

EU-A459 178 |HJAL[Q |G [T | F | T|S|D|Y|S|K]Y]|L]|D]|E" Q A A K*  |Lys(C1|F | Achc-#
2)

EU-A460 179 [H|Ab[Q |G| T | F | T[S |D|]Y|[S|R|Y]|L|D]|E R A A K* |Lys(C1|F [ Aib#
2)

EU-A461 180 |H|AbfQ|G | T | F ITIS|DJ]Y[S|K]|Y]L|D] S Aib | Lys(C12) Aib-#

EU-A462 181 |[H|Ab[Q|G | T | F | T[S |D]JY[S|K|JY]L|D] S R Lys(C12) Aib-#

EU-A463 182 |[HJAb| Q|G| T F [T|S|DIY]|S]KJY|]L|DJ[ S R Lys(C12) Ache-#

EU-AdG4 183 |[HIAP]| Q|G| T[F [T|S|DIY]|]S]K]Y|L|DJ[ S R Lys(C8) Ab-#

EU-A465 184 |HIAB[ Q|G |T | F |TIS|D]JY[S|K|JY]L|D] S R Lys(C16) Aib-#

EU-A466 185 |H|Ab[ Q|G | T | F | TIS|D]JY[S|K|JY]L|D] S Aib | Lys(C12) Aib-#

EU-A467 186 |[H]Ab]| Q|G | T| F [T|S8S|D[Y]|S]K]Y|]L|D[ S Aib Lys(C8) Ab-#

EU-A468 187 |[H|Ab[Q |G | T | F ITIS|DJ]Y[S|K|Y]L|D] S Aib Lys(C1) Aib-#

EU-A469 18 |H|Ab[Q |G | T | F | T[S |D]JY[S|K|Y]L|D] S Aib | Lys(C18) Aib-#

EU-A470 189 |[HJAb]| Q|G| T F [T|]S|D|JY|S|K]Y|L|D|E Aib | Lys(C16) Alb-#

EU-A4T71 19 [HIJAb[Q |G| T| F T[S |D]JY|[S|K]Y]|]L[D]|E Aib | Lys(C12) Aib-#

EU-A472 19 [HIAb[Q|G|T]| F [TIS|DJY|S|K]Y]L[D] E Aib Lys(C8) Aib-#
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EUA473 | 192 [H[AD|Q |G | T | F [T[S|D[Y[S|K[Y|L|[D|E | R [Lyscie | Ab#
EUA74 | 193 [H[Ab| Q|G| T|F [T[S|D[Y[S|K[Y|L|[D|E | R |LsCi2 | Ab#
EU-A475 | 194 [H[AD| Q|G | T | F [T[S|D[Y[S|K[Y|L|[D|E | R | Lys(C8 | Ab#
EUA476 | 195 |H|Ab| Q |G | T| F [ T[S DY |S|K[Y|L|ID]| E | R | Lys(Ci2) | Acsc#
EUA477 | 196 |[H|Ab| Q|G | T| F [T[S|D[Y[|S|K[Y[L[D| R | Ab | LysC8 %
EUA78 | 197 [H|Ab| Q|G | T| F [T[S|D[Y[|S|K[Y|L|ID]| R | Aib | Lys(C12) 4
EUM79 | 198 [H]Ab|Q G| T F [T[S|D[Y[S|K[Y[|L[D] R | aib | LysiClg) 4
EUAB0 | 199 [H]Ab| Q|G| T|F [T[S|OD[Y|S|[K[Y|L|[D|S R Alb Lys(C8) | #
EUABI | 200 [H[Ab| Q|G |T| F [T[S|D[Y|S|K[Y|L[D]|S R Aib Lys(C12) | #
EUAB2 | 201 [H|Ab| Q|G |T| F [T[S|D[Y|S|[K[Y|L|[D]|sS |R Aib Lys(C16) | #
EUABS | 202 [H]Ab| Q|G| T|F [T[S|D[Y|S|[K[Y|L[D|[AB]| R Aib Lys(CB) | #
EUAB4 | 203 [H]Ab| Q|G| T| F [T[S|D[Y|S|K[Y|L[D|[AD]| R Alb Lys(C12) | #
EU-A485 | 204 |[H|Ab| Q|G| T| F [T[S|D[Y|S|K[Y|L|D|Ab]| R Alb Lys(C16) | #
EU-A486 | 205 |[H|Ab| Q|G |T| F [T[S|D[V]|S|[S[Y|L|IE| R | Ab | LysC8 4
EUAB7 | 206 [H|Ab| Q|G |T| F [T[S|D[V]|S|S[Y|LJIE]| R | Ab | Lys(C1) [
EUAB8 | 207 [H|Ab| Q|G | T | F [ T[S|D[V]|S|S[Y|LJE]| R | Aib | Lys(Clg) 4
EU-A489 | 208 |[H|Ab| Q |G | T| F [ T[S D[Vv]|S|S|Y[L|E]|Ab]| R | LysC8 | LysiCB) | #
EUAS0 | 209 [H[AB| Q|G | T| F [ T[S D[V]|S|S[Y[LIE][Ab]| R |Lys(Cl2 |LysiCi2) | #
EUAMOT | 210 [H[Ab| Q|G | T| F [ T[S D[Vv]S|sS[Y[LIE]|Ab]| R | Lys(Cl6 |Lys(Cle) | #
EUM%2 |21 [H]Ab| QG [T F [T[S|D[Y[S[K[Y]L][D|narg| aib | LyscC8 4
EUAM3 | 212 [H|Ab| QG | T | F [ T[S|D[Y[|S|K[Y|LJ|D|nAg| Ab | Lys(C12) #
EUA94 | 213 [H|AB| Q[ G | T | F [ T[S DY [|S|K[Y|L]|D|hAg| Ab | Lys(Cle) [
EUAMD | 214 [H[AB| Q[ G | T| F [T[S|D[Y[S|K[Y|L|D]Ab|hAg Alb Lys(C8) | _#
EUAM% | 215 [H[AB| Q[ G | T | F [T[S|D[Y[|S|K[Y|L|D]Ab |hAg Alb Lys(C12) | #
EUMS7 | 216 [H]AD| Q|G | T | F [ T[S|D[Y|S|K[Y|L]|D]|Ab|hAg Alb Lys(Cl6) | #
EUA98 | 217 |[H|Ab| Q|G |T| F [T[S|D[V]|S|[S|Y]|LJ|E |nag| Ab | Lys(C8 4
EUA499 | 218 |[H]Ab| Q|G | T| F | T[S D[V]|S|S|Y]|LJ|E |hAg| Ab | Lys(Cl2) [
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EUAS01 |218|H| & |Q|G|T|F|T|S|D|Y|S|K|Y|L] D S R R A Q  |Lys(C1[Ab| #
2)
EUA502 [220[H| 8 [Q|G|T[F|[T[s|D[Y[S|K|Y[L] D S R R A |LysC12) | Ab | #
EUA503 |221|H| 8 |Q|G|T|F|T[S|D|Y[S|K|Y[L] D S R R_ [ LysC12) | Aib #
EUAS04 [222|H| S [Q|G|T|F|T[S|D|Y|S|K|Y[L] D S R_ | LsC12) | Ab #
EUAS05 |223|H] S |Q|G|T|F|T[S|D|[Y[S|K|Y[L] D S | Lys(C12) | Ab #
EUAS506 [224[H] S |[Q|G|T|F|T[S|D[Y[S|K|Y|L|] D [LysCi2)| Ab #
EUAS07 |225|H| Ab |Q |G |T|F|T|S|D|Y|S|[K[Y[L|] D £ Q A A K E [F [T [Lys(
c12)
EUAS09 |226|H| S |Q|G|T|F|T|S|D|Y|S|K|Y|L]| D S R R A Q  |LsCl| #
2)
EUAST0 227 |H| s Q|G |T[F|T[s|D|Y[S[K|Y[L] D s R R A |Lys(c12) | #
EUAST1 |228[H] 8 Q|G| T|F|T[S[D[Y[S|K|Y[L] D S R R |LysCl2) | #
EUA512 [228|H| 8 |[Q|G|T|F|T[S|D|Y[S|K|Y[L] D S R |LsC12) | #
EUA513 [230[H] S [Q|G|T|F|[T[S|D|[Y[S|K|Y[L] D S |Ls(Cly) | #
EUAS14 [231[H] S [Q|G|T|F|T|S|D[Y[S|K|Y[L| D |Lscl)| #
EUAS15 |232[H] A |E|G|T|F|T|S|D|[V][S|S|Y|L] E G Q A A |LysCl2) | Ab | #
EUAS16 |233|H| A |E|G|T|F|T|[S|D[V[S|[S|Y[L] E G Q A | Lys(C12) | Aib #
EUA517 234 [H| A |E|G|T|F|T|[S|D|V][S|sS|Y|[L| E G Q_ [Ls(C12) | Ab #
EUAS18 |235|H] A |[E|G|T|F|T|Ss|D|V][S|sS|Y[L] E G |Lys(Cl12) [ Ab #
EUAST9 236 [H] A |E|[G|T|F|T[S|D[V[S[S|Y[L] E [Lys{CI2)| Ab #
EUA520 [237[H| A [E|[G|T|F|T|S|D[V[S|S|Y[L|Ls(C2| Ab #
EUA521 238 [H] Ab [Q |G| T[F | T[S[D[Y[S|K|Y[L] D |Lys(Ci2)| Aib #
EUA522 [239[H| Ab [Q G [T |F T s DY [S[K|Y[L] D |LysC12)| Acde #
EUA523 240 [H| Ab |Q |G| T |F | T[S|D|Y[S|K|Y|L] D |LsC@)| R R Ab #
EUA524 |28 [H| Ab [Q |G| T|F | T[S |D[Y[S|K|Y[L] D [LysC12)| Ab R #
EUA525 [242[H| Ab Q|G |T|F|T|S|D|[Y[S|K|Y[L] D |LsCR)| R A #
EUA526 |243[H| Ab [Q |G |T|F |[T|S|D[Y[S|K|[Y[L| D |LysCR)| hAg Ab #
EUA527 244 [H| Ab |Q[G|T[F|T[S|D|Y[S|K|Y[L] D S |12 | Ab #
EUA528 |245[H| Ab [Q |G |T|F|T[S|D[Y|[S|K|Y[L] D S | Lys(C12) | Acke #
EUA529 |246[H| Ab [Q |G |T|F|T|[S|D|[Y[S|K|Y[L] D S |usci)| R Aib #
EUA530 |247[H| Ab [Q |G |T[F|T[S|D[Y[S|K|Y[L] D S | Lys(C12) | hArg Aib #
EUA531 248 [H| Ab [Q |G| T[F|T[S|D[Y[S|K|Y[L] D S R_ | LysC12) | _Ab #
EUA532 (249 [H| Ab Q|G| T[F[T[s|D|[Y[S[K[Y[L] D S R | Lys(C12) | Acde #

EH2
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s==4

H2 A%
Sk
s 5 10 15 20 2
285 [H| Ab | Q F DY dEa Q  |LysCB) | A
286 [H| Ab | O |G F DY dNan Q  |LysC18) | A
287 [H| Ab | Q|G F DY dEae Q [LysC0)[ A
288 [H| Ab [ Q|G F DY ElY[L R Lys(C12) [ Al
289 [H| Ab | Q|G F DY Elv[L R LsC14) | A
280 [H] Ab [ Q|G F DY E[Y[L R LysC16) | A
291 [H| Ab [ Q|G F DY ElY[L R Lys(C18) [ A
282 [H| Ab | Q|G F DY YL R Lys(C20) | A
3[H[ Ab Q|G F DY YL Ag | Lys(C12) | A
4[H[ Ab |Q |G F DY YL Arg | Lys(C14) | A
5[H] Ab [Q |G F DY Y[ L Arg | Lys(C18) | A
6[H] Ab |Q |G F DY ¥ L Arg | Lys(C18) | A
H[ Ab [Q]G F DY YL Arg | Lys(C20) | A
H| Acdc [Q |G F DY YL R LysC12) | A
H| Acdc [Q [ G F DY YL R LysC14) | A
H[ Ackc [Q [ G F DY Y [T R LysC16) | A
H| Acdc [Q |G F DY YL R LysC18) | A :
H[ Actc [Q ]G F D|Y Iy lc R Lys(C20) | A #
H| Ackc [Q |G F DY YL Arg | Lys(C12) | A #
H| Ackc [Q [ G F DY YL Arg | Lys(C14) | A #
H| Acdc [Q |G F DY KIY [T Arg | Lys(C18) | A
H| Acdc [Q [ G F DY Ky L Arg | Lys(C18) | A
H| Acdc [Q [ G F DY Kv [T Arg | Lys(C20) | A
H| Ackc [Q [ G F DY E YL R LysC12) | Aib
H[Acdc [Q [G[T[F DY E Y [L R Lys(C14) | Aib
310 [H| Adde [0 | G F DY ElY (L R Lys(C16) | A
311 [H[ Adde [Q [ G F DY ElY[L R LysC18) | A
312 [H[ Ade [Q [ G F plY ElvY (L R Lys(C20) | A A
313 [H| Ade [Q [ G F DY ElY[L hArg | Lys(C12) | A A 3
314 [H| Addc [Q [ G F DY ElY[L hArg | Lys(C14) | A A
315 [H| Addc [Q | G F DY E YL hArg | Lys(C16) | A A 3
316 [H] Addc [Q [ G F DY ElY[L hArg | Lys(C18) | A A
317 [A| Adde [Q [ G F plv Elv[L hArg | Lys(C20) | A A E
(1) MeF= C-2UtMe-PheS 2/0I&tLtH.
W/m Lys(C12)= N-A2-(1"-ZH& HE-D-2FF2Y)-L-2MS 2015+, [HE CLXE 480t= 1'-22 2RIZUEE 018
; 4702 ZJI8H3 01T Of U OOl & B0 ExKe = Kx,Ex= &D| OLOIL&F &0 4 HEI| ALOI0| BHE =4 2t 28S UEHHL

4 2 0HIS ¢ 2BE ANIsD
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SEQUENCE LISTING

<110> MEDERIS DIABETES, LLC

<120> IMPROVED PEPTIDE PHARMACEUTICALS FOR INSULIN RESISTANCE

<130> 38617-703.601

<140> PCT/US2012/038434

<141> 2012-05-17

<150> 61/543,716

<151> 2011-10-05
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<150> 61/487,640

<151> 2011-05-18

<160> 344

<170> PatentIn version 3.5
<210> 1

<211> 38

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

polypeptide
<220><221> MOD_RES

<222> (1)..(1)

<223> pGlu or absent

<220><221> MOD_RES

<222> (2)..(2)

<223> His, N-Ac-His, or N-R3-His
<220><221> MOD_RES

<222> (3)..(3)

<223> Ser, Ala, Gly, Aib, Ac4c or Acbc
<220><221> MOD_RES

<222> (4)..(4)

<223> Gln or Cit

<220><221> MOD_RES

<222> (5)..(5)

<223> Gly or D-Ala

<220><221> MOD_RES

<222> (6)..(6)

<223> Thr or Ser

<220><221> MOD_RES

<222> (7). .(7)

<223> Phe, Trp, F2Phe, Me2Phe or Nal2
<220><221> MOD_RES

<222> (8)..(8)

<223> Thr or Ser

<220><221> MOD_RES
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<222> (9)..(9)

<223> Ser or Asp

<220><221> MOD_RES

<222> (10)..(10)

<223> Asp or Glu

<220><221> MOD_RES

<222> (11)..(11)

<223> Tyr, Leu, Met, Nal2, Bip or Bip2EtMeO

<220><221> MOD_RES

<222> (12)..(12)

<223> Ser, Asn or U; wherein "U" is a natural or unnatural
amino acid comprising a functional group used for
covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (13)..(13)

<223> Lys, Glu, Ser, Arg or U, wherein "U" is a natural or

unnatural amino acid comprising a functional group used

for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent or Tyr, Gln, Cit or U, wherein "U" is a natural
or unnatural amino acid comprising a functional group
used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (15)..(15)

<223> Absent or Leu, Met, Nle or U; wherein "U" is a natural
or unnatural amino acid comprising a functional group
used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (16)..(16)
<223> Absent or Asp, Glu or U; wherein "U" is a natural or

unnatural amino acid comprising a functional group
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used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (17)..(17)

<223> Absent or Ser, Gly, Glu, Aib, Acbc, Lys, Arg or U;
wherein "U" is a natural or unnatural amino acid
comprising a functional group used for covalent
attachment to the surfactant X

<220><221> MOD_RES

<222> (18)..(18)

<223> Absent or Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc or

U; wherein "U" is a natural or unnatural amino acid
comprising a functional group used for covalent attachment
to the surfactant X

<220><221> MOD_RES

<222> (19)..(19)

<223> Absent or Arg, hArg, Ala, Aib, Acdc, Acbc or U; wherein
"U" is a natural or unnatural amino acid comprising a
functional group used for covalent attachment to the
surfactant X

<220><221> MOD_RES

<222> (20)..(20)

<223> Absent or Ala, Val, Aib, Ac4c, Acdc or U; wherein "U"

1S a natural or unnatural amino acid comprising a

functional group used for covalent attachment to the
surfactant X

<220><221> MOD_RES

<222> (21)..(21D)

<223> Absent or Gln, Lys, Arg, Cit, Glu, Aib, Ac4c, Acbc or U;
wherein "U" is a natural or unnatural amino acid
comprising a functional group used for covalent
attachment to the surfactant X

<220><221> MOD_RES

<222> (22)..(22)

_84_

10-2011924



oin
]
Jm
el

<223> Absent or Asp, Glu, Leu, Aib, Acd4c, Acbc or U; wherein
"U" is a natural or unnatural amino acid comprising

a functional group used for covalent attachment to

the surfactant X

<220><221> MOD_RES

<222> (23)..(23)

<223> Absent or Phe, Trp, Nal2, Aib, Ac4c, Acbc or U, wherein
"U" is a natural or unnatural amino acid comprising a
functional group used for covalent attachment to the
surfactant X

<220><221> MOD_RES

<222> (24)..(24)

<223> Absent or Val, Ile, Aib, Ac4c, Acbc or U; wherein "U"
1s a natural or unnatural amino acid comprising a
functional group used for covalent attachment to the

surfactant X

<220><221> MOD_RES

<222> (25)..(25)

<223> Absent or Gln, Ala, Glu, Cit or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (26)..(26)

<223> Absent or Trp, Nal2 or U; wherein "U" is a natural or
unnatural amino acid comprising a functional group used
for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (27)..(27)

<223> Absent or Leu or U; wherein "U" is a natural or unnatural

amino acid comprising a functional group used for covalent
attachment to the surfactant X

<220><221> MOD_RES
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<222> (28)..(28)

<223> Absent or Met, Val, Nle, Lys or U; wherein "U" is a natural
or unnatural amino acid comprising a functional group
used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (29)..(29)

<223> Absent or Asn, Lys or U; wherein "U" is a natural or
unnatural amino acid comprising a functional group

used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (30)..(30)

<223> Absent or Thr, Gly, Aib, Ac4c, Acbc or U; wherein "U"
1S a natural or unnatural amino acid comprising a
functional group used for covalent attachment to the
surfactant X

<220><221> MOD_RES

<222> (31)..(31)

<223> Absent or Lys, Aib, Ac4c, Acbc or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (32)..(32)
<223

> Absent or Arg, Aib, Ac4c, Acbc or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (33)..(33)

<223> Absent or Asn, Aib, Ac4c, Acbc or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (34)..(34)
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<223> Absent or Arg, Aib, Ac4c, Acbc or U, wherein "U" is a

natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (35)..(35)

<223> Absent or Asn, Aib, Ac4c, Acbc or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (36)..(36)

<223> Absent or Asn, Aib, Ac4c, Acbc or U; wherein "U" is a

natural or unnatural amino acid comprising a functional

group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (37)..(37)

<223> Absent or Ile, Ala, Aib, Ac4c, AcdC or U; wherein "U" is a
natural or unnatural amino acid comprising a functional
group used for covalent attachment to the surfactant X

<220><221> MOD_RES

<222> (38)..(38)

<223> Absent or U; wherein "U" is a natural or unnatural amino
acid comprising a functional group used for covalent
attachment to the surfactant X

<220><223> C-term OH, -NH-R3, wherein R3 is H or C1-C12 substituted

or unsubstituted alkyl or a PEG chain of less than 10Da
<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments
<400> 1
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
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20 25 30
Xaa Xaa Xaa Xaa Xaa Xaa
35
<210
> 2
<211> 30
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (1)..(D)
<223> pGlu or absent
<220><221> MOD_RES
<222> (2)..(2)
<223> His, N-Ac-His or N-R3-His
<220><221> MOD_RES
<222> (3)..(3)
<223> Ser, Ala, Gly, Aib, Ac4c or Acbc
<220><221> MOD_RES
<222> (4)..(4)
<223> Gln or Cit
<220><221> MOD_RES
<222> (5)..(5)
<223> Gly or D-Ala
<220><221> MOD_RES
<222> (6)..(6)

<223> Thr or Ser

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe, Trp, F2Phe, Me2Phe or Nal2
<220><221> MOD_RES

<222> (8)..(8)

<223> Thr or Ser
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<220><221> MOD_RES

<222> (9)..(9)

<223> Ser or Asp

<220><221> MOD_RES

<222> (10)..(10)

<223> Asp or Glu

<220><221> MOD_RES

<222> (11)..(11)

<223> Tyr, Leu, Met, Nal2, Bip or BipZ2EtMeO

<220><221> MOD_RES

<222> (12)..(12)

<223> Ser, Asn or U; wherein "U" is a natural or unnatural amino
acid comprising a functional group used for covalent

attachment to the surfactant X

<220><221> MOD_RES

<222> (13)..(13)

<223> Lys, Glu, Ser, Arg or U(X); wherein "U(X)" is a natural or
unnatural amino acid comprising a functional group
covalently attached to the surfactant X

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent or Tyr, Gln, Cit or U(X); wherein "UX)" is a
natural or unnatural amino acid comprising a functional
group covalently attached to the surfactant X

<220><221> MOD_RES

<222> (15)..(15)

<223> Absent or Leu, Met, Nle or U(X); wherein "U(X)" is a

natural or unnatural amino acid comprising a functional
group covalently attached to the surfactant X
<220><221> MOD_RES
<222> (16)..(16)
<223> Absent or Asp, Glu or U(X); wherein "U(X)" is a natural

or unnatural amino acid comprising a functional group
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covalently attached to the surfactant X

<220><221> MOD_RES

<222> (17)..(17)

<223> Absent or Ser, Gly, Glu, Aib, Acbc, Lys, Arg or U(X);
wherein "U(X)" is a natural or unnatural amino acid

comprising a functional group covalently attached to

the surfactant X

<220><221> MOD_RES

<222> (18)..(18)

<223> Absent or Arg, hArg, Gln, Glu, Cit, Aib, Acdc, Acbc or
U(X); wherein "U(X)" is a natural or unnatural amino acid
comprising a functional group covalently attached to the
surfactant X

<220><221> MOD_RES

<222> (19)..(19)

<223> Absent or Arg, hArg, Ala, Aib, Ac4c, Acbc or U(X);
wherein "U(X)" is a natural or unnatural amino acid
comprising a functional group covalently attached to

the surfactant X

<220><221> MOD_RES

<222> (20)..(20)

<223> Absent or Ala, Val, Aib, Ac4c, Acbc or U(X); wherein
"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant
X

<220><221> MOD_RES

<222> (21)..(21D)

<223> Absent or Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc or
U(X); wherein "U(X)" is a natural or unnatural amino
acid comprising a functional group covalently attached
to the surfactant X

<220><221> MOD_RES
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<222> (22)..(22)
<223> Absent or Asp, Glu, Leu, Aib, Acdc, Ac5c or U(X); wherein
"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant X
<220><221> MOD_RES
<222> (23)..(23)
<223> Absent or Phe, Trp, Nal2, Aib, Ac4c, Acbc or U(X); wherein
"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant X
<220><221> MOD_RES
<222> (24)..(24)

<223> Absent or Val, Ile, Aib, Ac4c, Acbc or U(X); wherein

"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant
X

<220><221> MOD_RES

<222> (25)..(25)

<223> Absent or Gln, Ala, Glu, Cit or U(X); wherein "U(X)" is
a natural or unnatural amino acid comprising a functional
group covalently attached to the surfactant X

<220><221> MOD_RES

<222> (26)..(26)

<223> Absent or Trp, Nal2 or U(X); wherein "U(X)" is a natural

or unnatural amino acid comprising a functional group

covalently attached to the surfactant X

<220><221> MOD_RES

<222> (27)..(27)

<223> Absent or Leu or U(X); wherein "U(X)" is a natural or
unnatural amino acid comprising a functional group
covalently attached to the surfactant X

<220><221> MOD_RES

<222> (28)..(28)

<223> Absent or Met, Val, Nle, Lys or U(X); wherein "U(X)"
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1s a natural or unnatural amino acid comprising a
functional group covalently attached to the surfactant X
<220><221> MOD_RES

<222> (29)..(29)

<223> Absent or Asn, Lys or U(X); wherein "U(X)" is a natural
or unnatural amino acid comprising a functional group
covalently attached to the surfactant X
<220><221> MOD_RES
<222> (30)..(30)
<223> Absent or Thr, Gly, Aib, Ac4c, Acbc or "U(X)" is a natural
or unnatural amino acid comprising a functional group
covalently attached to the surfactant X
<220><223> C-term OH, or -NH-R3, wherein R3 is H, or C1-C12 substituted

or unsubstituted alkyl, or a PEG chain of less than 10 Da

<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments
<400> 2
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
1 5 10 15
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
20 25 30
<210> 3
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES
<222> (2)..(2)
<223> Ser, Ala, Gly, Aib, Ac4c or Acbc

<220><221> MOD_RES
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<222> (3)..(3)

<223> Gln or Cit

<220><221> MOD_RES

<222> (6)..(6)

<223> Phe, Trp, F2Phe, Me2Phe, MePhe or Nal2

<220><221> MOD_RES

<222> (10)..(10)

<223> Tyr, Leu, Met, Nal2, Bip or Bip2EtMeO

<220><221> MOD_RES

<222> (11)..(11)

<223> Ser, Asn or U(X); wherein "U(X)" is a natural or
unnatural amino acid comprising a functional group

covalently attached to the surfactant X
<220

><221> MOD_RES

<222> (12)..(12)

<223> Lys, Glu, Ser or U(X); wherein "U(X)" is a natural
or unnatural amino acid comprising a functional group
covalently attached to the surfactant X

<220><221> MOD_RES

<222> (13)..(13)

<223> Absent or Tyr, Gln, Cit or U(X); wherein "UX)" is a
natural or unnatural amino acid comprising a functional
group covalently attached to the surfactant X

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent or Leu, Met, Nle or U(X); wherein "U(X)" is a

natural or unnatural amino acid comprising a functional
group covalently attached to the surfactant X

<220><221> MOD_RES

<222> (15)..(15)

<223> Absent or Asp, Glu or U(X); wherein "U(X)" is a natural
or unnatural amino acid comprising a functional group

covalently attached to the surfactant X
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<220><221> MOD_RES

<222> (16)..(16)

<223> Absent or Ser, Gly, Glu, Aib, Acbc, Lys, Arg or U(X);
wherein "U(X)" is a natural or unnatural amino acid

comprising a functional group covalently attached

to the surfactant X

<220><221> MOD_RES

<222> (17)..(17)

<223> Absent or Arg, hArg, Gln, Glu, Cit, Aib, Ac4c, Acbc
or U(X); wherein "U(X)" is a natural or unnatural
amino acid comprising a functional group covalently
attached to the surfactant X

<220><221> MOD_RES

<222> (18)..(18)

<223> Absent or Arg, hArg, Ala, Aib, Ac4c, Acbc or U(X);
wherein "U(X)" is a natural or unnatural amino acid
comprising a functional group covalently attached to

the surfactant X

<220><221> MOD_RES

<222> (19)..(19)

<223> Absent or Ala, Val, Aib, Acdc, Acbc or U(X); wherein
"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant
X

<220><221> MOD_RES

<222> (20)..(20)

<223> Absent or Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc or
U(X); wherein "U(X)" is a natural or unnatural amino
acid comprising a functional group covalently attached
to the surfactant X

<220><221> MOD_RES

<222> (21)..(21)
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<223> Absent or Asp, Glu, Leu, Aib, Acdc, Ac5c or U(X);
wherein "U(X)" is a natural or unnatural amino acid
comprising a functional group covalently attached to
the surfactant X

<220><221> MOD_RES

<222> (22)..(22)

<223> Absent or Phe, Aib, Acdc, Acbc or U(X); wherein
"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant
X

<220><221> MOD_RES

<222> (23)..(23)

<223> Absent or Val, Ile, Aib, Ac4c, Acbc or U(X); wherein

"U(X)" is a natural or unnatural amino acid comprising
a functional group covalently attached to the surfactant
X
<220><223> C-term OH, or -NH-R3, wherein R3 is H or substituted or
unsubstituted C1-C12 alkyl; or a PEG chain of less than 10Da
<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments
<400> 3
His Xaa Xaa Gly Thr Xaa Thr Ser Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa

1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Xaa
20
<210> 4
<211> 11
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES
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<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide

<400> 4

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys
1 5 10
<210> 5

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 5

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys

1 5 10

<210> 6

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

. Synthetic

. Synthetic
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<220><221> MOD_RES
<222> (11)..(11)
<223> Lys(C16)

<220><223> C-term amide

<400> 6

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys

1 5 10

<210> 7

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11D)

<223> Lys(C8)

<220><223> C-term amide

<400> 7

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 8

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

. Synthetic

. Synthetic
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<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 8

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
1 5 10
<210> 9

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (11)..(11D)
<223> Lys(C16)
<220><223> C-term amide
<400> 9
His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
1 5 10
<210> 10
<211> 11

<212> PRT

_98_



S=S0dl 10-2011924

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide

<400> 10

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys

1 5 10

<210> 11

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11D)

<223> Lys(C12)

<220><223> C-term amide

<400> 11
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His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys

1 5 10

<210> 12

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 12

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys

1 5 10

<210> 13

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

. Synthetic

. Synthetic
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<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide

<400> 13

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
1 5 10
<210> 14

<211> 11
<

212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 14

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 15

<211> 11

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 15

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 16

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (15)..(15)
<223> Lys(C8)
<220><223> C-term amide

<400> 16
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His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys

1 5 10 15

<210> 17

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (15)..(15)

<223

> Lys(C12)

<220><223> C-term amide

<400> 17

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys

1 5 10 15

<210> 18

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 18

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys
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1 5 10 15

<210> 19

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 19

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 20

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)
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<223> Lys(C12)

<220><223> C-term amide

<400> 20

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys
1 5 10 15
<210> 21

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 21

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 22

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)

<223> Aib
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<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 22

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys

1 5 10 15

<210> 23

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220><223> C-term amide

<400> 23

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys
1 5 10 15
<210> 24

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 24

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys

1 5 10 15

<210> 25

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0
<220><221> MOD_RES
<222> (15)..(15)
<223> Lys(C8)

<220><223> C-term amide
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<400> 25

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 26

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220><223> C-term amide

<400> 26

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 27

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220><221> MOD_RES
<222> (6)..(6)
<223> 2,6F-Phe
<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 27

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 28

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220><223> C-term amide

<400

> 28

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Lys Tyr Leu Asp Gly

1 5 10 15

Arg Lys

<210> 29

<211> 18
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Qi

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220><223> C-term amide

<400> 29

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Asp Gly

1 5 10 15

Arg Lys

<210> 30

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 30

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Asp Gly

1 5 10 15

Arg Lys
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<210> 31
<211> 18
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><223> C-term amide

<400> 31

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Asp Gly

1 5 10 15

Arg Lys

<210> 32

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)
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<220><223> C-term amide

<400> 32

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly
1 5 10 15

Arg Lys

<210> 33

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 33

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly
1 5 10 15

Arg Lys

<210> 34

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES
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<222> (2)..(2)
<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe
<220><221> MOD_RES
<222> (18)..(18)

<223> Lys(C16)
<220><223> C-term amide

<400> 34

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly

1 5

Arg Lys

<210> 35
<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223
> Nal(2)
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><223> C-term amide

<400> 35

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Asp Gly

1 5

10

10
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Arg Lys

<210> 36

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 36

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Asp Gly
1 5 10 15

Arg Lys

<210> 37

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)
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<223> Nal(2)

<220><221> MOD_RES

<222> (18)..(18)

<223

> Lys(C16)

<220><223> C-term amide

<400> 37

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Asp Gly
1 5 10 15

Arg Lys

<210> 38

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220><223> C-term amide

<400> 38

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly

1 5 10 15

Arg Lys
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<210> 39

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 39

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly
1 5 10 15

Arg Lys

<210> 40

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220><221> MOD_RES
<222> (6)..(6)
<223> 2,6F-Phe

<

220><221> MOD_RES
<222> (10)..(10)

<223> Bi-Phe2Et4Me0
<220><221> MOD_RES
<222> (18)..(18)

<223> Lys(C16)
<220><223> C-term amide

<400> 40

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Gly

1 5 10

Arg Lys

<210> 41

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide

<400> 41

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys
1 5 10
<210> 42

<211> 11
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 42

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys

1 5 10

<210> 43

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (11)..(11D)

<223> Lys(C16)

<220><223> C-term amide

<400> 43

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Lys

1 5 10

<210> 44

<211> 11

<212> PRT

<213> Artificial Sequence

. Synthetic

. Synthetic
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide

<400> 44

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 45

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe
<220><221> MOD_RES
<222> (11)..(11D)

<223> Lys(C12)
<220><223> C-term amide
<400> 45

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
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1 5 10

<210> 46

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 46

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 47

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)
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<223> Lys(C8)

<220><223> C-term amide

<400> 47

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys

1 5 10

<210> 48

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11D)

<223> Lys(C12)

<220><223> C-term amide

<400> 48

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys

1 5 10

<210> 49

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence

peptide
<220><221> MOD_RES
<222> (2)..(2)

<223> Aib

. Synthetic

. Synthetic
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<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 49

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Lys

1 5 10

<210> 50

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-PheZ2Et4Me0

<220><221> MOD_RES

<222> (11)..(11D)

<223> Lys(C8)

<220><223> C-term amide

<400> 50

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys
1 5 10
<210> 51

<211> 11
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 51

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 52

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<

. Synthetic

. Synthetic
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222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 52

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 53

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223

> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C8)

<220><223> C-term amide

<400> 53

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 54

<211> 11

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Lys(C12)

<220><223> C-term amide

<400> 54

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 55

<211> 11

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

. Synthetic

: Synthetic
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<220><221> MOD_RES
<222> (11)..(11)

<223> Lys(C16)

<220><223> C-term amide

<400> 55

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Lys

1 5 10

<210> 56

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 56

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys

1 5 10 15

<210> 57

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES
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<222> (2)..(2)

<223> Aib

<220><221> MOD_RES
<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES
<222> (15)..(15)

<223> Lys(C12)
<220><223> C-term amide
<400> 57

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys

1 5 10 15

<210> 58

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 58

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Lys

1 5 10 15

<210> 59

<211> 15

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 59

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 60

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)
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<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220><223> C-term amide

<400> 60

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys
1 5 10 15
<210> 61

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 61

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 62

<211> 15

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 62

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys

1 5 10 15

<210> 63

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

- 130 -



<223> Nal(2)

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220><223> C-term amide

<400> 63

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys
1 5 10 15
<210> 64

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 64

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Lys

1 5 10 15

<210> 65

<211> 15

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C8)

<220><223> C-term amide

<400> 65

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 66

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)
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<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220><223> C-term amide

<400> 66

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys
1 5 10 15
<210> 67

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (15)..(15)

<223> Lys(C16)

<220><223> C-term amide

<400> 67

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Lys

1 5 10 15

<210> 68

<211> 17

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 68

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Lys Tyr Leu Glu Ser

1 5 10 15

Lys

<210> 69

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 69

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys
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<210> 70

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<

220><223> C-term amide

<400> 70

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 71

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 71

His Xaa Gln Gly Thr Phe Thr Ser Asp Leu Ser Lys Tyr Leu Glu Ser
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Lys

<210> 72
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C8)
<220><223> C-term amide

<400> 72

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5 10

Lys

<210> 73
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib

<220><221> MOD_RES
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<222> (10)..(10)

<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C12)
<220><223> C-term amide

<400> 73

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5

Lys

<210> 74

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C16)
<220><223> C-term amide

<400> 74

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5

Lys

<210> 75

<211> 17
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 75

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Glu Ser

1 5 10 15

Lys

<210> 76

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Nal(2)
<220><221> MOD_RES

<222> (17)..(17)
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<223> Lys(C12)

<220><223> C-term amide

<400> 76

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 77

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 77

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 78

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220

><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 78

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 79

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222

> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4MeO
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<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 79

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 80

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> 2,6F-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe2Et4Me0

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 80

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 81
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<211> 17
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C8)
<220><223> C-term amide
<400> 81
His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Ser
1 5 10 15

Lys

<210> 82

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe

<220><221> MOD_RES
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<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 82

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Ser
1 5 10 15

Lys

<210> 83

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
<220

><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 83

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Ser
1 5 10 15

Lys

<210> 84

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe
<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C8)
<220><223> C-term amide

<400> 84

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Arg

1 5 10

Lys

<210> 85

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide

<400> 85
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His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Arg
1 5 10 15

Lys

<210> 86

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 86

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Asp Arg
1 5 10 15

Lys

<210> 87

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220><221> MOD_RES
<222> (17)..(17)

<223> Lys(C8)
<220><223> C-term amide
<400> 87

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

Lys

<210> 88

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 88

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15

Lys

<210> 89

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 89

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Lys

<210> 90

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (16)..(16)
<223> hArg
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide
<400> 90
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Lys

<210> 91
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<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 91

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 92

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
<220

><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe

<220><221> MOD_RES
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<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 92

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 93

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (12)..(12)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide

<400> 93

- 149 -



His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Xaa Tyr Leu Glu Ser
1 5 10 15

Lys

<210> 94

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (10)..(10)
<223> Bi-Phe
<220><221> MOD_RES
<222> (16)..(16)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide
<400> 94
His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Xaa
1 5 10 15

Lys

<210> 95

<211> 17

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 95

His Xaa GIn Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Lys

<210> 96
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe
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<222> (11)..(11)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide

<400> 96

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Leu Asp Xaa
1 5 10 15

Lys

<210> 97

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Aib

<220><221> MOD_RES

<222> (12)..(12)

<223> Lys(C12)

<220><223> C-term amide
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<400> 97

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys
1 5 10

<210> 98

<211> 12

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (10)..(10)

<223> Nal(2)

<220><221> MOD_RES

<222> (11)..(11)

<223> Aib

<220><221> MOD_RES

<222> (12)..(12)

<223> Lys(C12)

<220><223> C-term amide

<400> 98

His Xaa GIn Gly Thr Phe Thr Ser Asp Ala Xaa Lys

1 5 10

<210> 99

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (16)..(16)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220><221> MOD_RES
<222> (18)..(18)
<223> Aib
<220><223> C-term amide
<400> 99
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Lys Xaa

<210> 100

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe
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<220><221> MOD_RES
<222> (10)..(10)
<223> Nal(2)
<220><221> MOD_RES
<222> (16)..(16)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220><221> MOD_RES
<222> (18)..(18)
<223> Aib
<220><223> C-term amide

<400> 100

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Lys Xaa

<210> 101

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Aib

<220><221> MOD_RES
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<223> Aib

<220><221> MOD_RES

<222> (17)..(17)
<223> Lys(C12)
<220><223> C-term amide

<400> 101

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Leu Asp Xaa

1 5

Lys

<210> 102
<211> 18
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (11)..(11)

<223> Aib

<220><221> MOD_RES
<222> (16)..(16)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)

<220><221> MOD_RES

10
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<222> (18)..(18)

<223> Aib

<220><223> C-term amide

<400> 102

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Leu Asp Xaa
1 5 10 15

Lys Xaa

<210> 103

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<

222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><221> MOD_RES

<222> (18)..(18)

<223> Aib

<220><223> C-term amide

<400> 103

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Lys Xaa
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<210> 104

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220><221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term amide
<400> 104
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Xaa Lys Xaa

<210> 105

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (11)..(11)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220><221> MOD_RES
<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 105

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Leu Asp Arg

1 5

Xaa Lys Xaa

<210> 106
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)

<223> Aib
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<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (11)..(11)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)

<220><221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 106

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Leu Asp Arg

1 5

Xaa Lys Xaa

<210> 107
<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe

<220><221> MOD_RES
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<223> Nal(2)
<220><221> MOD_RES
<222> (11)..(11)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220><223> C-term amide

<400> 107

His Xaa Gln Gly Thr Phe Thr Ser Asp Ala Xaa Lys Tyr Leu Glu Arg

1 5

Xaa Lys

<210> 108
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221
> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (16)..(16)
<223> hArg
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib

<220><221> MOD_RES
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<222> (18)..(18)

<223> Lys(C8)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 108

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Xaa Lys Xaa

<210> 109
<211> 19
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> hArg

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 109
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His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Xaa Lys Xaa

<210> 110

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> hArg

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 110

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15

Xaa Lys Xaa

<210> 111

<211> 14
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Aib

<220><221> MOD_RES

<222> (14)..(14)

<223> Lys(C12)

<220><223> C-term amide

<400> 111

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Lys

1 5 10

<210> 112

<211> 14

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (11)..(11)
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<223> Aib

<220><221> MOD_RES

<222> (14)..(14)

<223> Lys(C12)

<220><223> C-term NHEt

<400> 112

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Lys

1 5 10

<210> 113

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Aib

<220><221> MOD_RES

<222> (14)..(14)

<223> Lys(C12)

<220><221> MOD_RES

<222> (15)..(15)

<223> Aib

<220><223> C-term amide

<400> 113

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Lys Xaa

1 5 10 15
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<210> 114

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (11)..(11)

<223> Aib

<220><221> MOD_RES

<222> (14)..(14)

<223> Lys(C12)

<220><221> MOD_RES

<222> (15)..(15)

<223> Aib

<220><223> C-term NHEt

<400> 114

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Lys Xaa

1 5 10 15

<210> 115

<211> 15

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220><221> MOD_RES
<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES
<222> (11)..(11)

<223> Aib

<220><221> MOD_RES
<222> (14)..(14)

<223> Lys(C12)
<220><221> MOD_RES
<222> (15)..(15)

<223> Acbc

<220><223> C-term amide
<400> 115

His Xaa GIn Gly Thr Phe Thr Ser Asp Tyr Xaa Lys Tyr Lys Xaa

1 5 10 15

<210> 116

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)
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<220><223> C-term amide
<400> 116
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Lys

<210> 117

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 117

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Lys

<210> 118

<211> 17

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C8)

<220><223> C-term amide

<400> 118

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Lys

<210> 119

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220><223> C-term amide
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His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Lys

<210> 120
<211> 17
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(C16)

<220><223> C-term amide

<400> 120

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Lys

<210> 121

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220><221> MOD_RES
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<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><221> MOD_RES
<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 121

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Xaa Lys Xaa

<210> 122
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES

<222> (17)..(17)
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<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 122

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa

<210> 123

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib
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<220><223> C-term amide
<400> 123

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa

<210> 124
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><221> MOD_RES
<222> (19)..(19)
<223> Acbc

<220><223> C-term amide

<400> 124
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa
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<210> 125

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 125

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 126

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES
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<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (6)..(6)
<223> Me-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 126

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 127

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib

<220><221> MOD_RES
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<222> (18)..(18)

<223> Lys(C8)

<220><221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 127

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 128

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 128

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa
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<210> 129

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220><221> MOD_RES
<222> (19)..(19)
<223> Acbc
<220><223> C-term amide
<400> 129
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 130

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>

<221> MOD_RES
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<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (19)..(19)
<223> Lys(C8)
<220>

<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220><223> C-term amide

<400> 130

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5
Arg Xaa Lys Xaa
20

<210> 131

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)

<223> Aib
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<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (19)..(19)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220><223> C-term amide
<400> 131

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Xaa Lys Xaa
20
<210> 132
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES
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<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (19)..(19)
<223> Lys(C16)
<220>

<221> MOD_RES

<222> (20)..(20)

<223> Aib
<220><223> C-term amide

<400> 132

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Lys Xaa
20

<210> 133

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)

<223> Me-Phe
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<220>
<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Acbc

<220><223> C-term amide

<400> 133

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Lys Xaa
20

<210> 134

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES

<222> (2)..(2)

<223> Aib
<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe

<220>
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<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (19)..(19)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (20)..(20)
<223> Acbc
<220><223> C-term amide

<400> 134

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Lys Xaa
20

<210> 135

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>
<221> MOD_RES

<222> (18)..(18)
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<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Acbc

<220><223> C-term amide
<400> 135

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Lys Xaa
20
<210> 136
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<291> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Lys(C8)

<220>
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<221> MOD_RES

<222> (20)..(20)

<223> Aib

<220><223> C-term amide

<400> 136

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Lys Xaa
20
<210> 137
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220><223> C-term amide
<400> 137

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
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Arg Xaa Lys Xaa
20
<210> 138
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<291> MOD_RES
<222> (19)..(19)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220><223> C-term amide
<400> 138
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Lys Xaa
20
<210> 139

<211> 23
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21D)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 139

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 140
<211> 23
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 140
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 141
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe

<

220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 141

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
20

<210> 142

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>
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<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C8)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide

<400> 142

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Ala Gln Lys Phe Xaa

20

<210> 143
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES

<222> (2)..(2)
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<223> Aib

<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide

<400> 143

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Ala Gln Lys Phe Xaa

20
<210> 144
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>
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<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C16)
<220>

<221> MOD_RES

<222> (23)..(23)
<223> Aib
<220><223> C-term amide

<400> 144

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Ala Gln Lys Phe Xaa

20
<210> 145
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES

<222> (6)..(6)
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<223> Me-Phe
<

220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 145

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
20

<210> 146

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)

<223> Me-Phe
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<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide

<400> 146

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Xaa Ala Gln Lys Phe Xaa

20

<210> 147
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> MOD_RES
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<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 147

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 148
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<291> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>
<221> misc_feature
<222> (12)..(16)

<223> Cyclic
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<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<291> MOD_RES

<222> (21)..(21D)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 148

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
20

<210> 149

<211> 23

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222

> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (23)..(23)
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<223> Aib
<220><223> C-term amide
<400> 149
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 150

<211> 23
<212

> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220
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<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 150

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
20

<210> 151

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>

<221> misc_feature
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<222> (12)..(16)
<223> Cyclic
<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 151

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5

Arg Xaa Ala Gln Lys Phe Xaa

20
<210> 152
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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S550l 10-2011924



S550l 10-2011924

<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES

<222> (6)..(6)
<223> Me-Phe

<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Acbc

<220><223> C-term amide
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<400> 152
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 153
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe
<220>
<221> misc_feature
<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)
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<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide
<400> 153

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 154
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<291> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage

<220>
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<221> MOD_RES
<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 154

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Xaa Ala Gln Lys Phe Xaa
20

<210> 155

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>

<221> misc_feature
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<223> Cyclic
<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc
<220><223> C-term amide

<400> 155

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5

Arg Xaa Ala Gln Lys Phe Xaa

20
<210> 156
<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<291> MOD_RES

<222> (21)..(21D)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 156

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa

20

<210> 157
<211> 23

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21D)
<223> Lys(C8)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 157

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
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1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 158
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>

<221> MOD_RES

<222> (2)..(2)
<223> Aib

<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<291> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)

<220>
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<221> MOD_RES
<222> (23)..(23)
<223> Aib

<220><223> C-term amide

<400> 158
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa
20
<210> 159
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES
<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
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<223> Aib

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 159

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Gln Lys Phe Xaa

20

<210> 160

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic
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<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C8)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 160
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 161
<211> 23
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>
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<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (6)..(6)
<223> Me-Phe

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide
<400> 161

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
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1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 162
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21D)

<223> Lys(C16)

<220>
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<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide
<400> 162

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20

<210> 163

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
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<222> (18)..(18)
<223> Aib
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C8)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 163
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20

<210> 164

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe
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<220>

<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 164
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 165
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>
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<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (6)..(6)

<223> Me-Phe

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES

<222> (21)..(21D)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400

> 165

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa

20
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<210> 166

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (21)..(21D)
<223> Lys(C8)
<220>

<221> MOD_RES
<222> (23)..(23)

<223> Aib
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<220><223> C-term amide

<400> 166

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Xaa Ala Lys Lys Phe Xaa

20

<210> 167

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<291> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
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<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 167
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 168
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>

<221> MOD_RES
<

222> (2)..(2)
<223> Aib

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)
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<223> Aib

<220>

<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (21)..(21)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (23)..(23)
<223> Aib

<220><223> C-term amide

<400> 168
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 169
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>
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<221> MOD_RES
<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C8)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 169
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20

<210> 170

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
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<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 170
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
1 5 10 15
Arg Xaa Ala Lys Lys Phe Xaa
20
<210> 171
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES

<222> (21)..(21D)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 171

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

1 5 10 15

Arg Xaa Ala Lys Lys Phe Xaa
20

<210> 172

<211> 23

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (21)..(21D)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 172
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
GIn Ala Ala Lys Lys Phe Xaa
20

<210> 173
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<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<

222> (2)..(2)

<223> Aib

<220>

<221> misc_feature
<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES

<222> (21)..(21D)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide
<400> 173

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
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GIn Ala Ala Lys Lys Phe Xaa
20

<210> 174

<211> 23

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<291> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Aib

<220><223> C-term amide

<400> 174
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His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 175
<211> 23
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<291> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (21)..(21D)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (23)..(23)

<223> Aib
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<220><223> C-term amide

<400> 175

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 176
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<291> MOD_RES
<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)

<220>
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<221> MOD_RES
<222> (23)..(23)
<223> Acbc
<220><223> C-term amide
<400> 176
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 177
<211> 23
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES

<222> (21)..(21)
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<223> Lys(C16)
<220>
<221> MOD_RES

<222> (23)..(23)

<223> Acbc
<220><223> C-term amide
<400> 177
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 178
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>
<221

> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

- 230 -
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<220>

<221> MOD_RES

<222> (21)..(21)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (23)..(23)

<223> Acbc

<220><223> C-term amide

<400> 178

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

GIn Ala Ala Lys Lys Phe Xaa

20
<210> 179
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<291> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
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<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220
>
<221> MOD_RES
<222> (21)..(21)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (23)..(23)
<223> Aib
<220><223> C-term amide
<400> 179
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Arg Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 180
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222>
(2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>
<221> MOD_RES

<222> (18)..(18)

- 232 -



<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 180

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 181

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<291> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term amide
<400> 181
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys Xaa
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<210> 182

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 182

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys Xaa

<210> 183

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220

>

<221> MOD_RES
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<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 183

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys Xaa

<210> 184

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (19)..(19)

<223> Aib
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<220><223> C-term amide

<400> 184

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys Xaa

<210> 185

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221

> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 185

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa
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<210> 186

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220>
<291> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term amide
<400> 186
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Xaa Lys Xaa

<210> 187

<211> 19

<212> PRT

<213> Artificial Sequence
<220><223

> Description of Artificial Sequence: Synthetic
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C1)
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term amide

<400> 187

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Xaa Lys Xaa

<210> 188

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>
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<221> MOD_RES
<222> (17)..(17)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term amide

<400> 188

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Xaa Lys Xaa

<210> 189
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
<221> misc_feature

<222> (16)..(20)
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<223> Cyclic
<220>

<221> MOD_RES
<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220

>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 189

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Xaa Lys Xaa

<210> 190

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
<222> (2)..(2)

<223> Aib
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<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223

> C-term amide

<400> 190

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Xaa Lys Xaa

<210> 191
<211> 19
<212> PRT

<213> Artificial Sequence

- 241 -



<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide
<400> 191

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

- 242 -

SS50l 10-2011924



Xaa Lys Xaa

<210> 192

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib

<220><223> C-term amide

- 243 -
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<400> 192
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa

<210> 193

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223

> Lys 1s cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)
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1]
Jm
el

<223> Aib

<220><223> C-term amide

<400> 193

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

Arg Lys Xaa

<210> 194

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220

>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)
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<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term amide

<400> 194

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa

<210> 195

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
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<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Acbc

<220><223> C-term amide

<400> 195

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

Arg Lys Xaa

<210> 196

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220><223> C-term amide

<400> 196

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15
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Xaa Lys

<210> 197

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 197

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15

Xaa Lys

<

210> 198

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>
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<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><223> C-term amide

<400> 198

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Xaa Lys

<210> 199
<

211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)
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<223> Lys(C8)

<220><223> C-term amide

<400> 199

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Xaa Lys

<210> 200

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<291> MOD_RES

<222> (19)..(19)

<223> Lys(C12)

<220><223> C-term amide

<400> 200

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Lys

<210> 201

<211> 19

<212

- 250 -
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> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C16)

<220><223> C-term amide

<400> 201

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Xaa Lys

<210> 202
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES
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<222> (16)..(16)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<221> MOD_RES
<222> (19)..(19)

<223> Lys(C8)

<220><223> C-term amide

<400> 202

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1

Arg Xaa Lys

<210> 203
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)

<223> Aib
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<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C12)

<220><223> C-term amide

<400> 203

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Arg Xaa Lys

<210> 204

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C16)

<220><223> C-term amide

<400> 204

- 253 -



SS50l 10-2011924

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Arg Xaa Lys

<210> 205

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C8)

<220><223> C-term amide

<400> 205

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Arg

1 5 10 15

Xaa Lys

<210> 206

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220><223> C-term amide
<400> 206
His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Arg
1 5 10 15

Xaa Lys

<

210> 207

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>
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<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><223> C-term amide

<400> 207

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Arg
1 5 10 15

Xaa Lys

<210> 208
<

211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(19)

<223> Lys(C8)

<220><223> C-term amide

<400> 208

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Xaa

1 5 10 15

Arg Lys Lys

<210> 209
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<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(19)

<223> Lys(C12)

<220><223> C-term amide

<400> 209

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Xaa

1 5 10 15

Arg Lys Lys

<210> 210

<211> 19

<212

> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib
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<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(19)

<223> Lys(C16)

<220><223> C-term amide

<400> 210

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Xaa
1 5 10 15

Arg Lys Lys

<210> 211
<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> hArg

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES
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<222> (18)..(18)

<223> Lys(C8)

<220><223> C-term amide

<400> 211

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
1 5 10 15

Xaa Lys

<210> 212

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> hArg

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 212

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg
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<210> 213

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> hArg

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220><223> C-term amide

<400> 213

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Arg

1 5 10 15

Xaa Lys

<210> 214

<211> 19
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C8)

<220><223> C-term amide

<400> 214

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Arg Xaa Lys

<210> 215
<211> 19
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C12)

<220><223> C-term amide

<400> 215

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Arg Xaa Lys

<210> 216

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Aib

<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Lys(C16)
<220><223> C-term amide

<400> 216

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5

Arg Xaa Lys

<210> 217
<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>

<221> MOD_RES
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<222> (2)..(2)
<223> Aib

<220>
<221

> MOD_RES

<222> (16)..(16)
<223> hArg
<220>

<221> MOD_RES
<222> (17)..(17)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C8)
<220><223> C-term amide

<400> 217

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Arg

1 5

Xaa Lys

<210> 218
<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>

<221> MOD_RES

<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES

<222> (16)..(16)
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<223> hArg

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220><223> C-term amide

<400> 218

His Xaa Gln Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Arg
1 5 10 15

Xaa Lys

<210> 219

<211> 22

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<291> MOD_RES
<222> (21)..(21D)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (22)..(22)
<223> Aib
<220>
<223> C-term amide
<400> 219
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
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Arg Arg Ala Gln Lys Xaa
20

<210> 220

<211> 21

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221>

MOD_RES

<222> (20)..(20)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (21)..(21)

<223> Aib

<220>

<223> C-term amide

<400> 220

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Arg Ala Lys Xaa
20
<210> 221
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (19)..(19)

<223> Lys(C12)
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<220>
<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 221
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15
Arg Arg Lys Xaa
20
<210> 222
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>
<291> MOD_RES
<222> (19)..(19)
<223
> Aib
<220>
<223> C-term amide
<400> 222
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys Xaa

<210> 223

<211> 18
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>

<223> C-term amide

<400> 223

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

Lys Xaa

<210> 224

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>
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<223> C-term amide
<400> 224
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

1 5 10 15

Xaa

<210> 225

<211> 29

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (24)..(24)
<223> Lys(C12)

<220>

- 269 -

SS50l 10-2011924



<223> C-term amide

<400> 225

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15
GIn Ala Ala Lys Glu Phe Ile Lys Trp Leu Met Asn Thr
20 25
<210> 226
<211> 21
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (21)..(21)

<223> Lys(C12)

<220>
<223> C-term amide

<400> 226

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Arg Ala Gln Lys
20
<210> 227
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys(C12)

<220>
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<223> C-term amide
<400> 227

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15
Arg Arg Ala Lys
20
<210> 228
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (19)..(19)
<223> Lys(C12)
<220>
<223> C-term amide
<400> 228
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Arg Lys

<210> 229

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)
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<223> C-term amide

<400> 229

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Arg Lys

<210> 230

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220>

<223> C-term amide

<400> 230

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Lys

<210> 231

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)
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<223> C-term amide
<400> 231

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

1 5 10 15

<210> 232

<211> 21

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (21)..(21D)

<223> Aib

<220>

<223> C-term amide

<400> 232

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly

1 5 10 15

GIn Ala Ala Lys Xaa

20
<210> 233
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>
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<221> MOD_RES
<222> (19)..(19)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 233
His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly
1 5 10 15
GIn Ala Lys Xaa
20
<210> 234

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 234

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly

1 5 10 15

Gln Lys Xaa
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<210> 235

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<223> C-term amide
<400> 235
His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly
1 5 10 15

Lys Xaa

<210> 236

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (16)..(16)
<223

> Lys(C12)

<220>

- 275 -



<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<223> C-term amide

<400> 236

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Lys
1 5 10 15

Xaa

<210> 237

<211> 16

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (15)..(15)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<

220>

<223> C-term amide

<400> 237

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Lys Xaa
1 5 10 15
<210> 238

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>

<223> C-term amide

<400> 238
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
1 5 10 15

Xaa

<210> 239

<211> 17

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)
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<221> MOD_RES
<222> (17)..(17)
<223> Acdc

<220>

<223> C-term amide
<400> 239

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

Xaa

<210> 240

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 240

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
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Arg Arg Xaa

<210> 241

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)

<220>

<291> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<223> C-term amide

<400> 241

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

1 5 10 15

Xaa Arg

<210> 242

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Aib
<220>
<223> C-term amide
<400> 242
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys
1 5 10 15

Arg Xaa

<210> 243

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys(C12)
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<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Aib

<220>

<223> C-term amide
<400> 243

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Lys

1 5 10 15

Arg Xaa

<210> 244

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Aib

<220>
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<223> C-term amide

<400> 244

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15

Lys Xaa

<210> 245

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Acdc

<220>

<223> C-term amide

<400> 245

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Lys Xaa

<210> 246

<211> 19
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 246

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Lys Arg Xaa

<210> 247

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

- 283 -



<221> MOD_RES
<222> (17)..(17)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (18)..(18)
<223> hArg
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide

<400> 247

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Lys Arg Xaa

<210> 248
<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>

<221> MOD_RES
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<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 248

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 249

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Acdc

<220>

<223> C-term amide

<400> 249

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa
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<210> 250

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 250

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 251
<211> 19
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 251

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Arg Lys Xaa

<210> 252

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)
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<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide
<400> 252

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 253

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib
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<220>

<223> C-term amide

<400> 253

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 254

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C18)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 254

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 255
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<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<291> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 255

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Gln Lys Xaa

<210> 256

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>

<291> MOD_RES
<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
<223> C-term amide
<400> 256
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Gln Lys Ala Lys
20
<210> 257
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>
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<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)

<

223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>
<291> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<223> C-term amide
<400> 257
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Gln Lys Ala Lys
20
<210> 258
<211> 20
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>
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<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<223> C-term amide
<400>
258
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Gln Lys Ala Lys
20
<210> 259
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>

<221> MOD_RES
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<222> (2)..(2)
<223> Aib

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)
<220>
<221> MOD_RES
<222> (20)..(20)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<223> C-term amide
<400> 259
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
GIn Lys Ala Lys
20
<210> 260
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<221> MOD_RES
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<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C20)

<220>

<221> MOD_RES

<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<223> C-term amide

<400> 260

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

GIn Lys Ala Lys
20
<210> 261
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES

<222> (2)..(2)
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<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide
<400> 261

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa Xaa
20
<210> 262
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>
<221> MOD_RES
<222> (19)..(20)

<223> Aib
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<220>

<223> C-term amide

<400> 262

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa Xaa
20
<210> 263
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>
<291> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 263
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa Xaa
20

<210> 264
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<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 264

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa Xaa
20
<210> 265
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)

<223> Aib
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<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide
<400> 265

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa Xaa
20
<210> 266
<400> 266
000
<210> 267
<211> 18
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (16)..(17)
<223> Aib
<220>

<221> MOD_RES
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<222> (18)..(18)

<223> Lys(C12)

<220>

<223> C-term amide

<400> 267

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys

<210> 268

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<291> MOD_RES

<222> (16)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C14)

<220>

<223> C-term amide

<400> 268

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys
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<210> 269

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<223> C-term amide

<400> 269

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys

<210> 270

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES
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<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)

<220>

<223> C-term amide

<400> 270

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Xaa Lys

<210> 271

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (16)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)
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<223> Lys(C20)

<220>

<223> C-term amide

<400> 271

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Xaa Lys

<210> 272

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<291> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 272

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
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Xaa Lys Xaa Xaa
20
<210> 273
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 273
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa Xaa
20

<210> 274
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<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (17)..(17)

<223> Aib

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<291> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 274

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa Xaa
20
<210> 275
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>

<221> MOD_RES
<222> (17)..(17)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide

<400> 275

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa Xaa
20
<210> 276
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>
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<221> MOD_RES
<222> (17)..(17)
<223> Aib

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide

<400> 276

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Xaa Lys Xaa Xaa

20
<210> 277
<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (17)..(17)
<223> Aib
<220>

<221> MOD_RES
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<222> (18)..(18)

<223> Lys(C22)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 277

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa Xaa
20
<210> 278
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES

<222> (16)..(16)
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<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 278

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa

<210> 279

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature

<222> (16)..(20)
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<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide
<400> 279

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

Arg Lys Xaa

<210> 280

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
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<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223>

Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 280

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa

<210> 281

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>
<221> MOD_RES
<222> (2)..(2)

<223> Aib
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<220>

<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)
<220>

<291> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide
<400> 281

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

Arg Lys Xaa

<210> 282

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

-312 -



SS50dl 10-2011924

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223>

Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C20)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 282

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa

<210> 283
<211> 19
<212> PRT

<213> Artificial Sequence
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<220><223> Description of Artificial Sequence

peptide

<220>

<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>

<291> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide

<400> 283

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10

Gln Lys Xaa

. Synthetic
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SS50l 10-2011924



<210> 284
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage

<

220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C14)

<220>

<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 284

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Gln Lys Xaa

<210> 285
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<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<

220>

<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<291> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (19)..(19)
<223> Aib

<220>

<223> C-term amide
<400> 285

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
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Gln Lys Xaa

<210> 286

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220

>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)
<220>

<221> MOD_RES
<222> (19)..(19)

<223> Aib
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<220>

<223> C-term amide

<400> 286

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Gln Lys Xaa

<210> 287

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220

>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C20)

<220>
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<221> MOD_RES

<222> (19)..(19)

<223> Aib

<220>

<223> C-term amide

<400> 287

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

Gln Lys Xaa

<210> 288

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220

>
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<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 288
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 289
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
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<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide
<400> 289

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15
Arg Lys Xaa Xaa
20
<210> 290
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES

<222> (12)..(12)
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<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 290
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 291
<211> 20
<212> PRT
<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature

<222> (12)..(16)
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<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 291

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 292
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)

<223> Aib

- 323 -



S550l 10-2011924

<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES
<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>
<291> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 292
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 293
<211> 20
<212> PRT

<213> Artificial Sequence
<220><223

> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223

> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 293

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15

Arg Lys Xaa Xaa
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20
<210> 294
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<291> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C14)

<220>

<221> MOD_RES

<222> (19)..(20)
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<223> Aib

<220>

<223> C-term amide
<400> 294

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15
Arg Lys Xaa Xaa
20
<210> 295
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (17)..(17)
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<223> hArg
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 295
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 296
<211> 20
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Aib

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
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<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 296
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 297
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Aib

<220>
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<221> misc_feature

<222> (12)..(16)

<223> Cyclic
<220>
<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>

<291> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide

<400> 297

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5

Arg Lys Xaa Xaa
20

<210> 298

<211> 20

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C12)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 298

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15

Arg Lys Xaa Xaa

20
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<210> 299

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<291> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide

<400> 299
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His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 300
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> misc_feature

<222> (16)..(20)

<223> Cyclic
<220>

<291> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (19)..(20)

<223> Aib

- 333 -

SS50l 10-2011924



oin
1]
Jm
el

<220>
<223> C-term amide
<400> 300
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 301
<211> 20
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<291> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)

<220>
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<221> MOD_RES

<222> (19)..(20)

<223> Aib
<220>
<223> C-term amide
<400> 301
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 302
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> MOD_RES
<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
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<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 302
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20

<210> 303

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<291> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES
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<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 303
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 304
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES

<222> (2)..(2)

<223> Acdc
<220>

<221> MOD_RES

- 337 -



<222>

<223>

<220>

<221>

<222>

<223>

<220>

<221>

<222>

<223>

<220>

<221>

<222>

<223>

<220>

<221>

<222>

<223>

<220>

<221>

<222>

<223>

<220>

<223>

<400>

(12)..(12)

Lys is cyclized through side chain to form a lactam linkage

misc_feature
(16)..(20)

Cyclic

MOD_RES
(16)..(16)

Glu is cyclized through side chain to form a lactam linkage

MOD_RES
(17)..(17)

hArg

MOD_RES
(18)..(18)

Lys(C14)

MOD_RES
(19)..(20)

Aib

C-term amide

304

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1

5 10 15

Arg Lys Xaa Xaa

<210>

<211>

<212>

<213>

20
305
20
PRT

Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
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peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg

<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide
<400> 305

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5 10 15

- 339 -



Arg Lys Xaa Xaa

20

<210> 306

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)

<220>
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<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 306
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 307
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES

<222> (2)..(2)

<223> Acdc
<220>
<291> MOD_RES

<222> (12)..(12)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> misc_feature
<222> (16)..(20)
<223> Cyclic

<220>

<221> MOD_RES

<222> (16)..(16)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
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<222> (17)..(17)
<223> hArg
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>

<221> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide

<400> 307

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu

1 5

Arg Lys Xaa Xaa
20

<210> 308

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES

<222> (12)..(12)
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<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 308
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 309
<211> 20
<212> PRT

<213> Artificial Sequence
<220><223

> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> misc_feature

<222> (12)..(16)
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<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C14)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib
<220>
<223> C-term amide
<400> 309
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 310
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)

<223> Acdc
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<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (18)..(18)
<223> Lys(C16)
<220>
<291> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 310
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210
> 311
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
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<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C18)
<220>
<221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term amide
<400> 311
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 312
<211> 20

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220>

<221> MOD_RES

<222> (2)..(2)

<223> Acdc

<220>

<221> misc_feature

<222>

(12)..(16)

<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>

<291> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C20)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 312

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Lys Xaa Xaa
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20
<210> 313
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>
<221> MOD_RES
<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C12)
<220>

<221> MOD_RES

<222> (19)..(20)

- 348 -



<223> Aib
<220>
<223> C-term amide
<400> 313
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 314
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<221> MOD_RES
<222> (2)..(2)
<223> Acdc

<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES
<222> (17)..(17)

<223> hArg
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<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C14)
<220>

<221> MOD_RES
<222> (19)..(20)

<223> Aib

<220>
<223> C-term amide
<400> 314
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 315
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<291> MOD_RES
<222> (2)..(2)
<223> Acdc
<220>
<221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220>
<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage
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<220>

<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES

<222> (17)..(17)

<223> hArg

<220>

<221> MOD_RES

<222> (18)..(18)

<223> Lys(C16)

<220>

<221> MOD_RES

<222> (19)..(20)

<223> Aib

<220>

<223> C-term amide

<400> 315

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Lys Xaa Xaa
20
<210> 316
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220>
<221> MOD_RES
<222> (2)..(2)
<223> Acdc

<220>
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<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES

<222> (12)..(12)

<223> Glu is cyclized through side chain to form a lactam linkage

<220>
<221> MOD_RES

<222> (16)..(16)

<223> Lys is cyclized through side chain to form a lactam linkage

<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg
<220>

<221> MOD_RES
<222> (18)..(18)
<223> Lys(C18)
<220>

<291> MOD_RES
<222> (19)..(20)
<223> Aib

<220>

<223> C-term amide

<400> 316

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10
Arg Lys Xaa Xaa
20
<210> 317
<211> 20
<212> PRT

<213> Artificial Sequence

- 352 -

15

S550l 10-2011924



SSS0dl 10-2011924

<220><223> Description of Artificial Sequence: Synthetic

peptide

<220>

<221> MOD_RES
<222> (2)..(2)
<223> Acdc

<220>

<221> misc_feature
<222> (12)..(16)
<223> Cyclic

<220>

<221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220>

<221> MOD_RES
<222> (17)..(17)
<223> hArg

<220>

<291> MOD_RES
<222> (18)..(18)
<223> Lys(C20)
<220>

<221> MOD_RES
<222> (19)..(20)

<223> Aib

<220>
<223> C-term amide

<400> 317
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His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Arg Lys Xaa Xaa
20
<210> 318
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib or Acdc
<220><221> MOD_RES
<222> (16)..(16)
<223> Aib
<220><221> MOD_RES
<222> (17)..(17)

<223> Arg, hArg or Gln

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib, Ac4c or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 318

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys Xaa
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<210> 319

<211> 20

<212> PRT

<213

> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg, hArg or Gln

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (19)..(20)

<223> Aib, Acdc or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of

substitutions and preferred embodiments
<400> 319
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15
Xaa Lys Xaa Xaa
20

<210> 320
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<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib or Acdc

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg, hArg or Gln

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib, Acdc or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 320

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys Xaa

<210> 321

<211> 29

<212> PRT
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<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220><221> MOD_RES

<222> (16)..(16)

<223> Lys or Glu and are cyclized through their side chains
to form a lactam linkage

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg, hArg or Gln

<220><221> MOD_RES

<222> (20)..(20)

<223> Lys or Glu and are cyclized through their side chains

to form a lactam linkage

<220><221> MOD_RES

<222> (24)..(24)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (27)..(27)

<223> Met or Nle

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 321

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

- 357 -
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Xaa Ala Ala Xaa Glu Phe Ile Lys Trp Leu Xaa Asn Thr

20 25
<210> 322
<211> 29
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib or Acdc
<220><221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220><221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220><221> MOD_RES
<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage

<220><221> MOD_RES

<222> (24)..(24)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (29)..(29)

<223> Thr, Aib, Acdc or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 322

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
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1 5 10 15
GIn Ala Ala Lys Glu Phe Ile Lys Trp Leu Met Asn Xaa

20 25

<210> 323

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220><221> MOD_RES

<222> (12)..(12)

<223> Lys or Glu and are cyclized through their side chains
to form a lactam linkage

<220><221> MOD_RES

<222> (16)..(16)

<223> Lys or Glu and are cyclized through their side chains

to form a lactam linkage

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg or hArg

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)
<220><221> MOD_RES

<222> (19)..(20)

<223> Aib, Ac4c or Acbc

<220>
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<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 323

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Xaa Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys Xaa Xaa

20

<210> 324
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Acdc
<220><221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220><221> MOD_RES
<222> (12)..(12)
<223> Glu is cyclized through side chain to form a lactam linkage
<220><221> MOD_RES
<222> (16)..(16)
<223> Lys is cyclized through side chain to form a lactam linkage
<220><221> MOD_RES

<222> (17)..(17)

<223> Arg or hArg
<220><221> MOD_RES
<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)
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<220><221> MOD_RES
<222> (19)..(20)
<223> Aib
<220>
<223> C-term NH2
<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments
<400> 324
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys
1 5 10 15
Xaa Lys Xaa Xaa
20
<210> 325

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Ser, Ala, Gly, Aib, Ac4c or Acbc

<220><221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220><221> MOD_RES

<222> (12)..(12)

<223> Lys or Glu and are cyclized through their side chains
to form a lactam linkage

<220><221> MOD_RES

<222> (16)..(16)

<223> Lys or Glu and are cyclized through their side chains

to form a lactam linkage
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<222> (17)..(17)

<223> Arg or hArg

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (19)..(20)

<223> Aib, Ac4c or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 325

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Xaa Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys Xaa Xaa

20
<210> 326
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib or Acdc
<220><221> MOD_RES
<222> (6)..(6)
<223> Me2Phe, MePhe or Phe
<220><221> MOD_RES
<222> (17)..(17)

<223> Aib
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<220><221> MOD_RES
<222> (18)..(18)

<223> Lys(N-omega—-1'-dodecyl beta-D-glucuronyl)

<220><221> MOD_RES
<222> (19)..(19)

<223> Aib, Acdc or Acbc
<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 326

His Xaa Gln Gly Thr Xaa Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa

<210> 327

<211> 20

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> MOD_RES

<222

> (6)..(6)

<223> Me2Phe, MePhe or Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg or hArg

<220><221> MOD_RES
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<222> (18)..(18)

<223> Lys(N-omega—-1'-dodecyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (19)..(20)

<223> Aib, Ac4c or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 327

His Xaa Gln Gly Thr Xaa Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Xaa Lys Xaa Xaa
20
<210> 328
<211> 23
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> misc_feature
<222> (16)..(20)
<223> Cyclic
<220><221> MOD_RES
<222> (16)..(16)
<223> Glu is cyclized through side chain to form a lactam linkage
<220><221> MOD_RES
<222> (20)..(20)

<223> Lys is cyclized through side chain to form a lactam linkage
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<220><221> MOD_RES

<222> (21)..(21)
<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)
<220><221> MOD_RES
<222> (23)..(23)
<223> Aib, Ac4c or Acbc
<220>
<223> C-term NH2
<220>
<223> see specification as filed for detailed description of
substitutions and preferred embodiments
<400> 328
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Glu
1 5 10 15
Arg Ala Ala Lys Lys Phe Xaa
20
<210> 329

<211> 23
<212

> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib or Acdc

<220><221> MOD_RES

<222> (6)..(6)

<223> Me2Phe, MePhe or Phe

<220><221> MOD_RES

<222> (12)..(12)

<223> Lys, Glu, Ser or U(X); wherein "U(X)" is a natural
or unnatural amino acid comprising a functional group

covalently attached to the surfactant X
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<220><221> misc_feature

<222> (16)..(20)

<223> Cyclic

<220><221

> MOD_RES

<222> (16)..(16)

<223> Absent or Ser, Gly, Glu, Aib, Acbc, Lys, Arg or U(X);
wherein "U(X)" is a natural or unnatural amino acid
comprising a functional group covalently attached
to the surfactant X

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg, hArg or Gln

<220><221> MOD_RES

<222> (18)..(18)

<223> Aib or Ala

<220><221> MOD_RES

<222> (20)..(20)

<223> Absent or Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc or

U(X); wherein "U(X)" is a natural or unnatural amino

acid comprising a functional group covalently attached
to the surfactant X

<220><221> MOD_RES

<222> (21)..(21)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)

<220><221> MOD_RES

<222> (23)..(23)

<223> Aib, Ac4c or Acbc

<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 329
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His Xaa Gln Gly Thr Xaa Thr Ser Asp Tyr Ser Xaa Tyr Leu Asp Xaa

1 5 10 15

Xaa Xaa Ala Xaa Lys Phe Xaa
20
<210> 330
<211> 20
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib or Acdc
<220><221> misc_feature
<222> (12)..(16)
<223> Cyclic
<220><221> MOD_RES
<222> (12)..(12)
<223> Lys or Glu and are cyclized through their side chains
to form a lactam linkage
<220><221> MOD_RES
<222> (16)..(16)

<223> Lys or Glu and are cyclized through their side chains

to form a lactam linkage

<220><221> MOD_RES

<222> (17)..(17)

<223> Arg or hArg

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-omega-1'-alkyl beta-D-glucuronyl)
<220><221> MOD_RES

<222> (19)..(20)

<223> Aib, Ac4c or Acbc
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<220>

<223> C-term NH2

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 330

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Xaa Tyr Leu Asp Xaa

1 5 10 15

Xaa Lys Xaa Xaa
20
<210> 331
<211> 29
<212> PRT
<213> Unknown
<220><223> Description of Unknown: Glucagon peptide
<400> 331
His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15
Arg Arg Ala Gln Asp Phe Val Gln Trp Leu Met Asn Thr
20 25
<210> 332
<211> 37
<212> PRT
<213> Unknown
<220><223> Description of Unknown: Oxyntomodulin peptide

<400> 332

His Ser Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser
1 5 10 15
Arg Arg Ala Gln Asp Phe Val Gln Trp Leu Met Asn Thr Lys Arg Asn
20 25 30
Arg Asn Asn Ile Ala
35

<210> 333
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<211> 30
<212> PRT

<213> Unknown

<220><223> Description of Unknown: Glucagon-like peptide 1

<400> 333

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly

1 5 10

GIn Ala Ala Lys Glu Phe Ile Ala Trp Leu Val Lys Gly Arg
20 25 30

<210> 334

<211> 38

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
polypeptide

<220><221> MOD_RES

<222> (1)..(1)

<223> pGlu or absent

<220><221> MOD_RES

<222> (2)..(2)

<223> His, N-Ac-His, or N-R3-His

<220><221> MOD_RES

<222> (3)..(3)

<223> Ser, Ala, Gly, Aib, Ac4c or Acbc
<220><221> MOD_RES

<222> (4)..(4)

<223> Gln or Cit
<220><221> MOD_RES
<222> (5)..(5)
<223> Gly or D-Ala
<220><221> MOD_RES

<222> (6)..(6)
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<223> Thr or Ser

<220><221> MOD_RES

<222> (7)..(7)

<223> Phe, Trp, F2Phe, Me2Phe or Nal(2)
<220><221> MOD_RES

<222> (8)..(8)

<223> Thr or Ser

<220><221> MOD_RES

<222> (9)..(9)

<223> Ser or Asp

<220><221> MOD_RES

<222> (10)..(10)

<223> Asp or Glu

<220><221> MOD_RES

<222> (11)..(11)

<223> Tyr, Leu, Met, Nal(2), Bip or Bip2EtMeO
<220><221> MOD_RES

<222> (12)..(12)

<223> Ser, Asn or U(X); wherein "U" is any linking
amino acid and "X" is a surfactant-linked to
the side chain of "U"

<220><221> MOD_RES

<222> (13)..(13)

<223> Lys, Glu, Ser, Arg or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant—Ilinked
to the side chain of "U"

<220><221> MOD_RES

<222> (14)..(14)

<223> Absent or Tyr, Gln, Cit or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant—Ilinked

to the side chain of "U"

<220><221> MOD_RES

<222> (15)..(15)
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<223> Absent or Leu, Met, Nle or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked
to the side chain of "U"

<220><221> MOD_RES

<222> (16)..(16)

<223> Absent or Asp, Glu or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked

to the side chain of "U"

<220><221> MOD_RES
<222> (17)..(17)
<223> Absent or Ser, Gly, Glu, Aib, Ac5c, Lys, Arg or U(X);

wherein "U" is any linking amino acid and "X"

1s a surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (18)..(18)

<223> Absent or Arg, hArg, Gln, Glu, Cit, Aib, Ac4c, Acbc
or U(X); wherein "U" is any linking amino acid and

"X" 1s a surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (19)..(19)

<223> Absent or Arg, hArg, Ala, Aib, Ac4c, Acbc or U(X);
wherein "U" is any linking amino acid and "X"
is a surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (20)..(20)

<223> Absent or Ala, Val, Aib, Acdc,Ac5c or U(X); wherein
"U" 1s any linking amino acid and "X" is a
surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (21)..(21)
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<223> Absent or Gln, Lys, Arg, Cit, Glu, Aib, Acdc, Acbc
or U(X); wherein "U" is any linking amino acid
and "X" is a surfactant—linked to the side chain

Of ||U||

<220><221> MOD_RES
<222> (22)..(22)
<223> Absent or Asp, Glu, Leu, Aib, Acdc, Ac5c or U(X);

wherein "U" is any linking amino acid and "X"

1s a surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (23)..(23)

<223> Absent or Phe, Trp, Nal(2), Aib, Acdc, Acbc or U(X);
wherein "U" is any linking amino acid and "X"
is a surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (24)..(24)

<223> Absent or Val, Ile, Aib, Acdc, Acbc or U(X); wherein
"U" is any linking amino acid and "X" is a
surfactant-linked to the side chain of "U"

<220><221> MOD_RES

<222> (25)..(25)

<223> Absent or Gln, Ala, Glu, Cit or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant—Ilinked
to the side chain of "U"

<220><221> MOD_RES

<222> (26)..(26)

<223> Absent or Trp, Nal(2) or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant—Ilinked
to the side chain of "U"

<220><221> MOD_RES

<222> (27)..(27)
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<223> Absent or Leu, U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked

to the side chain of "U"

<220><221> MOD_RES

<222> (28)..(28)

<223> Absent or Met, Val, Nle, Lys or U(X); wherein "U"
1s any linking amino acid and "X" is a surfactant-
linked to the side chain of "U"

<220><221> MOD_RES

<222> (29)..(29)

<223> Absent or Asn, Lys or U(X); wherein "U" is any linking
amino acid and "X" is a surfactant-linked to
the side chain of "U"

<220><221> MOD_RES

<222> (30)..(30)

<223> Absent or Thr, Gly, Aib, Ac4c, Ac5c or U(X); wherein "U"

1s any linking amino acid and "X" is a surfactant-linked

to the side chain of "U"

<220><221> MOD_RES

<222> (31)..(3D)

<223> Absent or Lys, Aib, Ac4c, Acbc or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked
to the side chain of "U"

<220><221> MOD_RES

<222> (32)..(32)

<223> Absent or Arg, Aib, Ac4c, Acbc or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant—Ilinked
to the side chain of "U"

<220><221> MOD_RES

<222> (33)..(33)

<223> Absent or Asn, Aib, Ac4c, Acbc or U(X); wherein "U" is any

linking amino acid and "X" is a surfactant—Ilinked
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to the side chain of "U"

<220><221> MOD_RES

<222> (34)..(34)

<223> Absent or Arg, Aib, Ac5c or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked
to the side chain of "U"

<220><221> MOD_RES

<222> (35)..(35)

<223> Absent or Asn, Aib, Ac4c, Acbc or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked
to the side chain of "U"

<220><221> MOD_RES

<222> (36)..(36)

<223> Absent or Asn, Aib, Acdc, Acbe or U(X); wherein "U" is any
linking amino acid and "X" is a surfactant-1inked
to the side chain of "U"

<220><221> MOD_RES

<222> (37)..(37)

<223> Absent or Ile, Ala, Aib, Acdc, Ac5C or U(X); wherein "U"
1s any linking amino acid and "X" is a surfactant-linked
to the side chain of "U"

<220><221> MOD_RES

<222> (38)..(38)

<223> Absent or U(X); wherein U(X); wherein "U" is any

linking amino acid and "X" is a surfactant—Ilinked

to the side chain of "U"

<220><223> C-term OH, or -NH-R3, wherein R3 is H or C1-C12 substituted
or unsubstituted alklyl

<220>

<223> see specification as filed for detailed description of
substitutions and preferred embodiments

<400> 334

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa
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1 5 10 15
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa

20 25 30

Xaa Xaa Xaa Xaa Xaa Xaa
35
<210> 335
<211> 19
<212> PRT
<213> Artificial Sequence
<220><223> Description of Artificial Sequence: Synthetic
peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(N-epsilon-dodecanoyl)
<220><221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term NH2
<400> 335
His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 336

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES
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<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-epsilon-tetradecanoyl)
<220><221> MOD_RES

<222> (19)..(19)

<223> Acdc

<220><223> C-term NH2

<400> 336

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

Arg Lys Xaa

<210> 337
<211> 19
<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic

peptide
<220><221> MOD_RES
<222> (2)..(2)
<223> Aib
<220><221> MOD_RES
<222> (18)..(18)
<223> Lys(N-epsilon-hexadecanoyl)
<220><221> MOD_RES
<222> (19)..(19)
<223> Aib
<220><223> C-term NH2

<400> 337

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5

10

10
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Arg Lys Xaa

<210> 338

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-epsilon-dodecanoyl)

<220><223> C-term NH2

<400> 338

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Arg Lys

<210> 339

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)
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<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-epsilon-tetradecanoyl)

<220><223> C-term NH2

<400> 339

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Arg Lys

<210> 340

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-epsilon-hexadecanoyl)

<220><223> C-term NH2

<400> 340

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa

1 5 10 15

Arg Lys

<210> 341

<211> 19
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<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Lys(N-epsilon—-(gamma-glutamyl)-N-alpha-tetradecanoyl))

<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term NH2

<400> 341

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Ser

1 5 10 15

Arg Lys Xaa

<210> 342

<211> 19

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (16)..(16)

<223> Aib

<220><221> MOD_RES

<222> (18)..(18)

<223> Cys(S-(3-(PEG4-aminoethylacetamide-Cholesterol)))
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<220><221> MOD_RES

<222> (19)..(19)

<223> Aib

<220><223> C-term NH2

<400> 342

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Lys Tyr Leu Asp Xaa
1 5 10 15

Arg Cys Xaa

<210> 343

<211> 18

<212> PRT

<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> misc_feature

<222> (12)..(16)

<223> Cyclic

<220><221> MOD_RES

<222> (18)..(18)

<223> Cys(S-(3-(PEG4-aminoethylacetamide-Cholesterol)))

<220><223> C-term NH2

<400> 343

His Xaa Gln Gly Thr Phe Thr Ser Asp Tyr Ser Glu Tyr Leu Asp Lys

1 5 10 15

Arg Cys

<210> 344

<211> 17

<212> PRT
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<213> Artificial Sequence

<220><223> Description of Artificial Sequence: Synthetic
peptide

<220><223> N-term Fmoc

<220><221> MOD_RES

<222> (2)..(2)

<223> Aib

<220><221> MOD_RES

<222> (10)..(10)

<223> Bi-Phe

<220><221> MOD_RES

<222> (17)..(17)

<223> Lys(Alloc)

<220><223> C-term Rink amide resin

<400> 344

His Xaa Gln Gly Thr Phe Thr Ser Asp Phe Ser Lys Tyr Leu Glu Ser

1 5 10 15

Lys
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