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(57) ABSTRACT 
The present invention is directed to novel polypeptides and 
to nucleic acid molecules encoding those polypeptides. Also 
provided herein are vectors and host cells comprising those 
nucleic acid Sequences, chimeric polypeptide molecules 
comprising the polypeptides of the present invention fused 
to heterologous polypeptide Sequences, antibodies which 
bind to the polypeptides of the present invention and to 
methods for producing the polypeptides of the present 
invention. 

></usr/seqdb2/s st/DNA/DnaseqS. min/s S. DNAl25.219 
><subunit 1 of 1, 283 aa, 1 St Op 
><MW: 31175, pI: 7.51, NX (S/T) : 0 
MADPHOLFDDTSSAQSRGYGAQRAPGGLSYPAASPTPHAAFLADPVSNMAMAYGSSLAAQ 
GKELVDKNIDRFIPITKLKYY FAVDTMYVGRKLGLLFFPYLHQDWEVOYOODTPVAPRED 
WNAPDLY I PAMA FITYWLVAGLALGTODRFSPDLLGLQASSALAWLTLEVLAILLSLY LV 
TVNTDLTTIDLVAFLGYKYVGMIGGVLMGLLEGKIGYYLVLGWCCVAIFVEMIRTLRLKI 
LADAAAEGV PVRGARNOLRMYLTMAVAAAQPMLMYWLTFHLVR 

Important features of the protein: 
Transmembrane domain : 
Amino acids 126-142; 164-179; 215-233 

N-myristoylation sites: 
Amino acids 54 - 6 O; 14 1-147; 15 6-1 62; 20-2O7; 205-211; 209-215 

Amidation site: 
Anino acids 89-93 
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FIGURE 1A 
GCAGCCCTAGCAGGGATGGACATGATGCTGTTGGTGCAGGGTGCTTGTTGCTCGAACCAGTG 
GCTGGCGGCGGTGCTCCTCAGCCTGTGCTGCCTGCTACCCTCCTGCCTCCCGGCTGGACAGA 
GTGTGGACTTCCCCTGGGCGGCCGTGGACAACATGATGGTCAGAAAAGGGGACACGGCGGTG 
CTTAGGTGTTATTTGGAAGATGGAGCTTCAAAGGGTGCCTGGCTGAACCGGTCAAGTATTAT 
TTTTGCGGGAGGTGATAAGTGGTCAGTGGATCCTCGAGTTTCAATTTCAACATTGAATAAAA 
GGGACTACAGCCTCCAGATACAGAATGTAGATGTGACAGATGATGGCCCATACACGTGTTCT 
GTTCAGACT CAACATACACCCAGAACAATGCAGGTGCATCTAACTGTGCAAGTTCCTCCTAA 
GATATATGACATCT CAAATGATATGACCGTCAATGAAGGAACCAACGTCACTCTTACTTGT 
TGGCCACTGGGAAACCAGAGCCTTCCATTTCTTGGCGACACATCTCCCCATCAGCAAAACCA 
TTTGAAAATGGACAATATTTGGACATTTATGGAATTACAAGGGACCAGGCTGGGGAATATGA 
ATGCAGTGCGGAAAATGATGTGTCATTCCCAGATGTGAGGAAAGTAAAAGTTGTTGTCAACT 
TTGCTCCTACTATTCAGGAAATTAAATCTGGCACCGTGACCCCCGGACGCAGTGGCCTGATA 
AGATGTGAAGGTGCAGGTGTGCCGCCTCCAGCCTTTGAATGGTACAAAGGAGAGAAGAAGCT 
CTTCAATGGCCAACAAGGAATTATTATTCAAAATTTTAGCACAAGATCCATTCT CACTGTTA 
CCAACGTGACACAGGAGCACTTCGGCAATTATACTTGTGTGGCTGCCAACAAGCTAGGCACA 
ACCAATGCGAGCCTGCCTCTTAACCCTCCAAGTACAGCCCAGTATGGAATTACCGGGAGCGC 
TGATGTTCTTTTCTCCTGCTGGTACCTTGTGTTGACACTGTCCTCTTTCACCAGCATATTCT 
ACCTGAAGAATGCCATTCTACAATAAATTCAAAGACCCATAAAAGGCTTTTAAGGATTCTCT 
GAAAGTGCTGATGGCTGGATCCAATCTGGTACAGTTTGTTAAAAGCAGCGTGGGATATAATC 
AGCAGTGCTTACATGGGGATGATCGCCTTCTGTAGAATTGCTCATTATGTAAATACTTTAAT 
TCTACTCTTTTTTGATTAGCTACATTACCTTGTGAAGCAGTACACATTGTCCTTTTTTTAAG 
ACGTGAAAGCTCTGAAATTACTTTTAGAGGATATTAATTGTGATTTCATGTTTGTAATCTAC 
AACTTTTCAAAAGCATTCAGTCATGGTCTGCTAGGTTGCAGGCTGTAGTTTACAAAAACGAA 
TATTGCAGTGAATATGTGATTCTTTAAGGCTGCAATACAAGCATTCAG"I'CCCTGTTTCAAT 
AAGAGT CAATCCACATTTACAAAGATGCATTTTTTTCTTTTTTGATAAAAAAGCAAATAATA 
TTGCCTTCAGATTATTTCTTCAA AATATAACACATATCTAGATTTTTCTGCTCGCATGATAT 
TCAGGTTTCAGGAATGAGCCTTGTAATATAACTGGCTGTGCAGCTCTGCTTCTCTTTCCTGT 
AAGTTCAGCATGGGTGTGCCTTCATACAATAATATTTTTCTCTTTGTCTCCAACTAATATAA 
AATGTTTTGCTAAATCTTACAATTTGAAAGTAAAAATAAACCAGAGTGATCAAGTTAAACCA 
TACACTATCTCTAAGTAACGAAGGAGCTATTGGACTGTAAAAATCTCTTCCTGCACTGACAA 
TGGGGTTTGAGAATTTTGCCCCACACTAACTCAGTTCTTGTGATGAGAGACAATTTAATAAC 
AGTATAGTAAATATACCATATGATTTCTTTAGTTGTAGCTAAATGTTAGATCCACCGTGGGA 
AATCATTCCCTTTAAAATGACAGCACAGTCCACT CAAAGGATGCCTAGCAATACAGCATCT 
TTTCCTTTCACTAGTCCAAGCCAAAAATTTTAAGATGATTT GTCAGAAAGGGCACAAAGTCC 
TATCACCTAATATTACAAGAGTTGGTAAGCGCTCATCATTAATTTTATTTTGTGGCAGCTAA 
GTTAGTATGACAGAGGCAGTGCTCCTGTGGACAGGAGCATTTTGCATATTTTCCATCTGAAA 
GTATCACTCAG"I"TGATAGTCTGGAATGCATGTTATATATTTTAAAACTTCCAAAATATATTA 
TAACAAACATTCTATATCGGTATGTAGCAGACCAATCTCTAAAATAGCTAATTCTTCAATAA 
AATCTTTCTATATAGCCATTTCAGTGCAAACAAGTAAAATCAAAAAAGACCATCCTTTATTT 
TTCCTTACATGATATATGTAAGATGCGATCAAATAAAGACAAAACACCAGTGATGAGAATAT 
CTTAAGATAAGTAATTATCAAATTATTGTGAAT G"'TAAATTATTTCTACTATAAAGAAGCAA 
AACTACATTTTTGAAGGAAAATGCTGTTACTCTAACATTAATTTACAGGAATAGTTTGATGG 
TTTCACTCTTTACTAAAGAAAGGCCAT CACCTTGAAAGCCATTTTACAGGTTTGATGAAGTT 
ACCAATTTCAGTACACCTAAATTTCTACAAATAGTCCCCTTTTACAAGTTGTAACAACAAAG 
ACCCTATAATAAAATTAGATACAAGAAATTTTGCAGTGGTTATACATATTTGAGATATCTAG 
TATGTTGCCCTAGCAGGGATGGCTTAAAAACTGTGATTTTTTTTCTTCAAGTAAAACTTAGT 
CCCAAAGTACATCATAAATCAATTTTAATTAGAAAAATGAATCTTAAATGAGGGGACATAAG 
TATACTCTTTCCACAAAATGGCAATAATAAGGCATAAAGCTAGTAAATCTACTAACTGTAAT 
AAATGTATGACATTATTTTGATTGATACATTAAAAAAGAGTTTTTAGAACAAATATGGCATT 
TAACTTTATTATTTATTTGCTTTTAAGAAATATTCTTTGTGGAATTGTTGAATAAACTATAA 
AATATTATTTTGTATTGCAGCTTTAAAGTGGCACACTCCATAATAATCTACTTACTAGAAAT 
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FIGURE 1B 
AGTGGTGCTACCACAAAAAATGTTAACCATCAGTACCATTGTTTGGGAGAAAGAAACAGATC 
AAGAATGCATATTATTCAGTGACCGCTTTCCTAGAGTTAAAATACCTCCTCTTTGTAAGGTT 
TGTAGGTAAATTGAGGTATAAACTATGGATGAACCAAATAATTAGTTCAAAGTGTTGTCATG 
ATTCCAAATTTGTGGAGTCTGGTGTTTTTACCATAGAATGTGACAGAAGTACAGTCATAGCT 
CAGTAGCTATATGTATTTGCCTTTATGTTAGA AGAGACTTTCTTGAGTGACATTTTTAAATA 
GAGGAGGTATTCACTATGTTTTTCTGTATCACAGCAGCATTCCTAGTCCTTAGGCCCTCGGA 
CAGAGTGAAATCATGAGTATTTATGAGTTCAATATTGTCAAATAAGGCTACAGTATTTGCTT 
"I'TTTGTGTGAATGTATTGCATATAATGTTCAAGTAGATGATTTTACATTTATGGACATATAA 
AATGTCTGATTACCCCATTTTATCAGTCCTGACTGTACAAGATTGTTGCAATTTCAGAATAG 
CAGTTTTATAAATTGATTTATCTTTTAATCTATAACAATTTGTGTTAGCTGTTCATTTCAGG 
ANTATATTTTCTACAAGTTCCACTTGTGGGACTCCTTTTGTTGCCCCTATTTTTTTTTAAAG 
AAGGAAGAAAGAAAAATAAGTAGCAGTTTAAAAATGAGAATGGAGAGAAAAGAAAAAGAATG 
AAAAGGAAAGGCAGTAAAGAGGGAAAAAAAAGGAAGGATGGAAGGAATGAAGGAAGGAAGGG 
AGGAAGGGGAGAAGGTAGGAAGAAAGAAAGGATGAGAGGGAAGGAAGAATCAGAGTATTAGG 
GTAGTTAACTTACACATTTGCATTCTTAGTTTAACTGCAAGTGGTGTAACTATGTTTTTCAA 
TGATCGCATTTGAAACATAAGTCCTATTATACCATTAAGTTCCTATTATGCAGCAATTATAT 
AATAAAAAGTACTGCCCAAGTTATAGTAATGTGGGTGTTTTTGAGACACTAAAAGATTTGAG 
AGGGAGAATTTCA AACTTAAAGCCACTTTTGGGGGGTTTATAACTTAACTGAAAAATTAATG 
CTTCATCATAACATTTAAGCTATATCTAGAAAGTAGACTGGAGAACTGAGAAAATTACCCAG 
GTAATTCAGGGAAAAAAAAAAATATATATATATATAAATACCCCTACATTTGAAGTCAGAAA 
ACTCTGAAAAACTGAA'''TATCAAAGTCAATCATCTATAATGATCAAATTTACTGAACAATTG 
TTAATTTATCCATTGTGCTTAGCTTTGTGACACAGCCAAAAGTTACCTATTTAATCTTTTCA 
ATAAAAA'''I'GTTTTTTGAAATCCAGAAATGATTTAAAAAGAGGTCAGGTTTTTAACTATTTA 
TTGAAGTATGTGGATGTACAGTATTTCAAT AGATATGAATATGAATAAATGGTATGCCTTAA 
GATTCTTTGAATATGTATTTACTTTAAAGACTGGAAAAAGCTCTTCCTGTCTTTTAGTAAAA 
CATCCATATTTCATAACCTGATGTAAAATATGTTGTACTGTTTCCAATAGGTGAATATAAAC 
TCAGTTTATCAATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 2 
></usr/seqdb2/s st/DNA/Dna seqs. full / ss. DNA92259 
><subunit l of 1, 354 aa, l stop 
><MW: 38719, pI: 6.12, NX (S/T) : 6 
MDMMLLVQGACCSNOWLAAVLLSLCCLLPSCLPAGOSVDFPWAAVDNMMVRKGDTAVLRCYL 
EDGASKGAWLNRSSIIFAGGDKWSVDPRVSISTLNKRDYSLQIQNVDVTDDGPYTCSVOTOH 
TPRTMQVHL.TVOVPPKIYDISNDMTVNEGTNVTLTCLATGKPEPSISWRHISPSAKPFENGO 
YLDIYGITRDOAGEYECSAENDVSFPDVRKWKVVVNFAPTIOETKSGTVTPGRSGLERCEGA 
GVPPPAFEWYKGEKKLFNGOOGIIIONFSTRSILTVTNVTOEHFGNYTCVAANKLGTTNASL 
PLNPPSTAQYGITGSADVLFSCWYLVLTLSSFTSIFYLKNAILQ 

Important features of the protein : 
Signal peptide : 
amino acids 1-33 

Transmembrane domain : 
amino acids 322-343 

N-glycosylation sites. 
amino acids 73-77, 155-159, 275-279, 286-290, 294-298, 307-31 

Tyrosine kinase phosphorylation site. 
amino acids 18O-188 

N-myristoylation sites. 
amino acids 9-15, 65-71, 69-75, 153-159, 241-247, 293–299, 
304-31 O, 321-327 

Myelin P0 protein. 
amino acids 94-123 
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FIGURE 3 
CACTGCCCGTCCGCTCTTCAGCAGCCGGTCGCGGGCGGTGGAAAAGCGAGTGAAGAGAGCGC 
GACGGCGGCGGCGGCGGCGGCGCAGCTATTGCTGGACGGCCAGTGGGAGAGCGAGGCCTGAG 
CCTCTGCGTCTAGGATCAAAATGGTTTCAATCCCAGAATACTATGAAGGCAAGAACGTCCTC 
CTCACAGGAGCTACCGGTTTTCTAGGGAAGGTGCTTCTGGAAAAGTTGCTGAGGTCTTGTCC 
TAAGGTGAATTCAGTATATGTTTTGGTGAGGCAGAAAGCTGGACAGACACCACAAGAGCGAG 
TGGAAGAAGTCCTTAGTGGCAAGCTTTTTGACAGATTGAGAGATGAAAATCCAGATTTTAGA 
GAGAAAATTATAGCAATCAACAGCGAACT CACCCAACCTAAACTGGCTCTCAGTGAACAAGA 
TAAAGAGGTGATCATAGATTCTACCAATATTATATTCCACTGTGCAGCTACAGTAAGGTTTA 
ATGAAAATTTAAGAGATGCTGTTCAGTTAAATGTGATTGCAACGCGACAGCTTATTCTCCTT 
GCACAACAAATGAAGAATCTGGAAGTGTTCATGCATGTATCAACAGCATATGCCTACTGTAA 
TCGCAAGCATATTGATGAAGTAGTCTATCCACCACCTGTGGATCCCAAGAAGCTGATTGATTCT 
TTAGAGTGGATGGATGATGGCCTAGTAAATGATATCACGCCAAAATTGATAGGAGACAGACC 
TAATACATACATATACACAAAAGCATTGGCAGAATATGTTGTACAACAAGAAGGAGCAAAAC 
TAAATGTGGCAATTGTAAGGCCATCGATTGTTGGTGCCAGTTGGAAAGAACCTTTTCCAGGA 
TGGATTGATAACTTTAATGGACCAAGTGGTCTCTTTATTGCGGCAGGGAAAGGAATTCTTCG 
AACAATACGTGCCTCCAACAATGCCCTTGCAGATCTTGTTCCTGTAGATGTAGTTGTCAACA 
TGAGTCTTGCGGCAGCCTGGTATTCCGGAGT'TAATAGACCAAGAAACATCATGGTGTATAAT 
TGTACA ACAGGCAGCACTAATCCTTTCCACTGGGGTGAAGTTGAGTACCATGTAATTTCCAC 
TTTCAAGAGGAATCCTCTCGAACAGGCCTTCAGACGGCCCAATGTAAATCTAACCTCCAATC 
ATCTTTTATATCATTACTGGATTGCTGTAAGCCATAAGGCCCCAGCATTCCTGTATGATATC 
TACCTCAGGATGACTGGAAGAAGCCCAAGGATGATGAAAACAATAACTCGTCTTCACAAAGC 
TATGGTGTTTCTTGAATATTTCACAAGTAATTCTTGGGTTTGGAATACTGAGAATGTCAATA 
TGTTAATGAATCAACTAAACCCTGAAGATAAAAAGACCTT CAATATTGATGTACGGCAGTTA 
CATTGGGCAGAATATATAGAGAACTACTGCTTGGGAACTAAGAAGTACGTATTGAATGAAGA 
AATGTCTGGCCTCCCTGCAGCCAGAAAACATCTGAACAAGTTGCGGAATATACGTTATGGTT 
TTAATACTATCCTTGTGATCCTCATCTGGCGCATTTTTATTGCAAGAT CACAAATGGCAAGA 
AATATCTGGTACTTTGTGGTTAGTCTGTGTTACAAGTTTTTGTCATACTTCCGAGCATCCAG 
CACTATGAGATACTGAAGACCAAGGATTCAGCATTAGAACATCTATACATATGGTGATC'TAA 
ATGTACAAAATGTAAAATGTATAAGTCATCTCACTTTTTGTCAAGACATTAAACCATCTTAG 
ATCGGAGTGTGAAGTAAATTATGGTATATTTTATGTAACATTTTAATGTTTATGCTCATAAA 
ACTTAGTGAACACACTGTGTTATGCCAGCT CAAATCTACAGTAGCCACCAAAACCATGACTT 
AATATTTTGAGCCCTAGAAGAAAGGGGTGTGCTGAGGACAAGAGTGGGGAAATAGGAACACT 
GACCAGTATAACTGTGCAATTCTGGAACATATTAATAAAATAATATGCCTTAACATATAGT 
GAATTTCTAATTCTAATGTTCAGTGCAATGGAAGACATTTATTTGGACAGTATACTAGCAAA 
GTTGGTAGATATTTGATTCTTCATTTTTTGTTTTTTTCATTAGTTGAAGTGGGTTTTAGTTT 
TGTTTAAAATTATAACCAGCGTATTTTCACATCATTCTGTAAGTTAAATGATATCAAACATG 
AAAGAGATGTTCTCATTTTTCTTTTTCTGATTAAACGTCTGATGCATATCATTTTTCTATAA 
GTAATCAGTTGCTTTTAAAATCAGAAGGCTATATTATTCTAATGACCCTATTCGATCTAAAT 
GGGTTTGAGAATCCATATCAGCAA CATACGTGTTTTTTGACAGAAAGTGAAAACAAATTCCG 
TAAAACTGTTAGTATCAAAAAGAATAGGAATACAGTTTTCTTTTCCACATTATGATCAAATAAA 
AATCTTGTGAGATTGTTAAAAA 



Patent Application Publication May 22, 2003 Sheet 5 of 246 US 2003/0096967 A1 

FIGURE 4 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA94849 
><subunit 1 of 1, 515 aa, 1 stop 
><MW: 59357, pI: 9. 40, NX (S/T) : 3 
MVSIPEYYEGKNVLLTGATGFLGKVLLEKLLRSCPKVNSVYVLVRQKAGQTPQERVEEVL 
SGKLFDRLRDEN PDFREKI IAINSELTOPKLALSEEDKEVIIDSTNIIFHCAATVRENEN 
LRDAVOLNVIATROLILLAQQMKNLEVFMHVSTAYAYCNRKHIDEVVYPPPVDPKKLIDS 
LEWMDDGLVNDITPKLIGDRPNTYIYTKALAEYVVQQEGAKLNVAIVRPSIVGASWKEPF 
PGWIDNFNGPSGLFAAGKGILRTIRASNNALADLVPWDVVVNMSLAAAWYSGVNRPRNI 
MVYNCTTGSTNPFHWGEVEYHVISTFKRNPLEQAFRRPNVNLTSNHLLYHYWIAVSHKAP 
AFLYDIYLRMTGRSPRMMKTITRLHKAMVFLEYFTSNSWVWNTENVNMLMNOLNPEDKKT 
FNIDVROLHWAEY IENYCLGTKKYVLNEEMSGLPAARKHLNKLRNIRYGFNTILVILIWR 
IFIARSQMARNIWYFVVSLCYKFLSY FRASSTMRY 

Important features of the protein: 
Transmembrane domain : 
Amino acids 469-488 

N-glycosylation sites : 
Amino acids 283-287; 304-308; 341-345 

Tyrosine kinase phosphorylation site: 
Amino acids 160-169 

N-myristoylation sites: 
Amino acids 219-225; 252-258; 260-266; 452-458 

Leucine zipper pattern : 
Amino acids 439-4 61 
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FIGURE 6 
></usr/seqdb2/s st/DNA/Dnasegs. Imin / ss. DNA96883 
><subunit 1 of l, 514 aa, 1 stop 
><MW: 55.687, pI : 8 - 78, NX (S/T) : 2 
MPAVSGPGPLFCLLLL LLDPHSPETGCPPLRREEYKLSFKGPRLALPGAGIPFWSHHGDA 
ILGLEEVRLTPSMRNRSGAVWSRASVPFSAWEVEVOMRVTGLGRRGAOGMAVWYTRGRGH 
VGSVLGGLASWDGIGIFFDSPAEDTODS PAIRVLASDGHIPSEQPGDGASOGLGSCHWDF 
RNRPHS FRARITYWGORLRMSINSGLTPSDPGEFCVDVGPLLLVPGGFFGVSAATGTLAG 
EDPTGQVPPQPFLEMOQLRLARQLEGLWARLGLGTREDVTPKSDSEAQGEGERLFDLEET 
LGRHRRILOALRGLSKQLAQAERQWKKQLGPPGQARPDGGWALDASCQIPSTPGRGGHLS 
MSLNKDSAKVGALLHGOWTLLQALOEMRDAAVRMAAEAQVSYLPVGIEHHFIELDHILGI, 
LQEELRGPAKAAAKAPRPPGQPPRASSCLQPGIFLFYLLIOTVGFFGYVHFRQELNKSLQ 
ECLSTGSLPLGPAPHT PRALGILRROPLPASMPA 

Important features of the protein: 
Signal peptide: 
Amino acids 1-23 

Transmembrane domain : 
Amino acids 25-232; 4 5 O-4 65 

N-glycosylation sites : 
Amino acids 75-79; 47 6-48O 

Glycosaminoglycan attachment site: 
Amino acids 5-9 

N-myristoylation sites : 
Amino acids 78-84; 122-128; 126-132; 168-174; 172-178; 

2O5-211; 22 6-232; 23 O-236; 236-242; 356-362 

Amidation site: 
Amino acids 1 O2-106 
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FIGURE 8 

></usr/seqdb2/s st/DNA/Dnas eqs. min / ss. DNA96894 
><subunit 1 of l, 361 aa, 1 stop 
><MW: 40747, pI: 9. 20, NX (S/T) : 1 
MAWQGWPAAWOWVAGCWLLLVLVLVLLVSPRGCRARRGLRGLLMAHSQRLL FRIGYSLYT 
RTWLGYLFYROQLRRARNRYPKGHSKTQPRLFNGVKVLPIPVLSDNYSYLIIDTQAQLAV 
AVDPSDPRAVQASIEKEGVTLVAILCTHKHWDHSGGNRDLSRRHRDCRVYGSPODGIPYL 
THPLCHQDVVSVGRLQIRALATPGHTQGHLVYLLDGEPYKGPSCI, FSGDLL FLSGCGRTF 
EGNAETMLSSLDTVLGLGDDTLLWPGHEYAEENLGFAGVVEPENLARERKMQWVQRQRLE 
RKGTCPSTLGEERSYNPFLRTHCLALQEALGPGPGPTGDDDYSRAOLLEELRRLKDMHKS 
K 

Important features of the protein: 
Signal peptide : 
Amino acids 1-35 

N-glycosylation site: 
Amino acids O 6-110 

Glycosaminoglycan attachment site: 
Amino acids 234 - 238 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Anino acids 301-305 

Tyrosine kinase phosphorylation site: 
Amino acids 162-171 

N-myristoylation sites: 
Amino acids 41 - 47; 235-241; 242-248; 303-309 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 6 - 7 

cAMP phosphodiesterases class-II proteins: 
Anino acids 14 4-161. 



Patent Application Publication May 22, 2003. Sheet 10 of 246 US 2003/0096967 A1 

FIGURE 9 

GCTGACAATCCCCTTGACGTTCTATCCCGGAAGCTCCACCTGGGGCCCAATGTTGGGCGTGA 
TGTTCCTCGCCTGTCTCTGCCTGGAAAACTGGTCTTCCCAAGCTCCACTGGCAGCCACTTCT 
CCATGTTGGGCATCGGAGACATCGTTATGCCTGGTCTCCTACTATGCTTTGTCCTTCGCTAT 
GACAACTACAAAAAGCAAGCCAGTGGGGACTCCTGTGGGGCCCCTGGACCTGCCAACATCTC 
CGGGCGCATGCAGAAGGTCTCCTACTCTCACTGCACCCT CATCGGATACTTTGTAGGCCTGC 
TCACTGC''AC"I'GTGGCGTCTCGCATTCACCGGGCCGCCCAGCCCGCCCTTCTCTAT"I'TGGTG 
CCATTTACTTTATTGCCACTCCTCACGATGGCCTATTTAAAGGGCGACCTCCGGCGGATGTG 
GTCTGAGCCTTTCCACTCCAAGTCCAGCAGCTCCCGATTCCTGGAAGTATGATGGATCACGT 
GGAAAGTGACCAGATGGCCGTCATAGTCCTTTTCTCTCAACTCATGGTTTGTTTCCTCTTAG 
AGCTGGCCTGGTACT CAGAAATGTACCTGTGTTTAAGGAACTGCCGTGTGACTGGATTTGGC 
ATTGAAAGGGAGCTCGTTTGCAGGAGAGAGGTGCTGGAGCCCTGTTTGGTTCCTTCTCTTCC 
TGCGGATGTAGAGGTGGGGCCCCTTCCAAGAGGGACAGGCCTCTCCCCAGCGCGCCTTCCTC 
CCACGTTTTTATGGATCTGCACCAGACTGTTACCTTCTGGGGGAGATGGAGATTTGACTGTT 
TAAAAACTGAAAACAGCGAGGAGTCTTTCTAGAACTTTTGAACACTAAAAGGATGAAAAAAT 
TAGC 
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FIGURE 10 

></usr/seqdb2/s st/DNA/Dnasegs - min / ss. DNAl00272 
><subunit l of 1, 108 aa, 1 Stop 
><MW: 12055, pI: 4. 69, NX (S/T) : O 
MMDHVESDOMAVI VLFSQLMVCFLLELAWYSEMYLCLRNCRVTGFGIERELVCRREVLEP 
CLVPSLPADVEVGPPRGTGLS PARL PPTFLWICTRLLPSGGDGDLTV 

Important features of the protein: 
Signal peptide : 
Amino acids 1-3 O 

N-myristoylation site: 
Amino acids 8 O-86 
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FIGURE 11 
TCGCACACTGGTGGCTTCAGAAGAAATTCTCAACACCTAGCTCGCCAGAGAGTCTATGTATG 
GGATTGAACAATCTGTAAACTAAAGGATCCTAATCATGAAAATAAGTATGATAAATTATAAG 
TCACTATTGGCACTGTTGTTTATATTAGCCTCCTGGATCATTTTTACAGTTTTCCAGAACTC 
CACAAAGGTTTGGTCTGCTCTAAACTTATCCATCTCCCTCCATTACTGGAACAACTCCACAA 
AGTCCTTATTCCCTAAAACACCACTGATATCATTAAAGCCACTAACAGAGACTGAACT CAGA 
ATAAAGGAAATCATAGAGAAACTAGATCAGCAGATCCCACCCAGACCTTTCACCCACGTGAA 
CACCACCACCAGCGCCACACATAGCACAGCCACCATCCT CAACCCTCGAGATACGTACTGCA 
GGGGAGACCAGCTGCACATCCTGCTGGAGGTGAGGGACCACTTGGGACGCAGGAAGCAATAT 
GGCGGGGATTTCCTGAGGGCCAGGATGTCTTCCCCAGCGCTGATGGCAGGTGCTTCAGGAAA 
GGTGACTGACTTCAACAACGGCACCTACCTGGTCAGCTTCACTCTGTTCTGGGAGGGCCAGG 
TCTCTCTGTCTCTGCTGCTCATCCACCCCAGTGAAGGGGTGTCAGCTCTCTGGAGTGCAAGG 
AACCAAGGCTATGACAGGGTGATCTTCACTGGCCAGTTTGTCAATGGCACTTCCCAAGTCCA 
CTCTGAATGTGGCCTGATCCTAAACACAAATGCTGAATTGTGCCAGTACCTGGACAACAGAG 
ACCAAGAAGGCTTCTACTGTGTGAGGCCTCAACACATGCCCTGTGCTGCACTCACTCACATG 
TATTCTAAGAACAAGAAAGTTTCTTATCTTAGCAAACAAGAAAAGAGCCTCTTTGAAAGGTC 
AAATGTGGGTGTAGAGATTATGGAAAAATTCAATACAATTAGTGTCTCCAAATGCAACAAAG 
AAACAGTTGCAATGAAAGAGAAATGCAAGTTTGGAATGACATCCACAATCCCCAGTGGGCAT 
GTCTGGAGAAACACATGGAATCCTGTCTCCTGTAGTTTGGCTACAGTCAAAATGAAGGAATGC 
CTGAGAGGAAAACTCATATACCTAATGGGAGATTCCACGATCCGCCAGTGGATGGAATACTT 
CAAAGCCAGTATCAACACACTGAAGTCAGTGGATC"GCATGAATCTGGAAAATTGCAACACC 
AGCTTGCTGTGGATTTGGATAGGAACATCAACATCCAGTGGCAAAAATATTGTTATCCCTTG 
ATAGGATCAATGACCTATTCAGTCAA AGAGATGGAGTACCT CACCCGGGCCATTGACAGAAC 
TGGAGGAGAAAAAAATACTGTCATTGTTATTTCCCTGGGCCAGCATTTCAGACCCTTTCCCA 
TTGATGTTTTTATCCGAAGGGCCCT CAATGTCCACAAAGCCATTCAGCATCTTCTTCTGAGA 
AGCCCAGACACTATGGTTATCATCAAAACAGAAAACATCAGGGAGATGTACAATGATGCAGA 
AAGATTTAGTGACTTTCATGGTTACATTCAATATCTCATCATAAAGGACATTTTCCAGGATC 
TCAGTGTGAGTATCATTGATGCCTGGGATATAACAATTGCATATGGCACAAATAATGTACAC 
CCACCTCAACATGTAGTCGGAAATCAGATTAATATATTATTAAACTATATTTGTTAAATAACAA 
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FIGURE 12 

></usr/seqdb2/s st/DNA/Dnas eqS. min / ss. DNA108696 
> <subunit 1 of 1, 544 aa, l stop 
><MW: 62263, pI: 9. 17, NX (S/T) : 7 
MKISMINYKSLLALL FILASWIIFTV FQNSTKVWSALNLSISLHYWNNSTKSLFPKTPLI 
SLKPLTETELRIKEIIEKLDQQ PPRPFTHVNTTTSATHSTATILNPRDTYCRGDOLHIL 
LEVRDHLGRRKQYGGDFLRARMSSPALMAGASGKVTDFNNGTYLVSFTLFWEGQVSLSLL 
LIHPSEGVSALWSARNQGYDRVIFTGQFVNGTSQVHSECGLILNTNAELCQYLDNRDQEG 
FYCVRPQHMPCAALTHMYSKNKKVSYLSKQEKSLFERSNVGVEIMEKFNTISVSKCNKET 
VAMKEKCKFGMTSTIPSGHVWRNTWNPVSCSLATVKMKECLRGKLIYLMGDSTIROWMEY 
FKASINTLKSVDLHESGKLOHOLAVDLDRNINTQWOKYCYPLIGSMTYSVKEMEYLTRAI 
DRTGGEKNTVIVISLGOHFRPFPIDV FIRRALNVHKAIQH LLLRSPDTMVIIKTENIREM 
YNDAERFSDFHGYIQYLIIKDIFQDLSVSIIDAWDITIAYGTNNVHPPOHVVGNOINILL 
NYIC 

Important features of the protein : 
Signal peptide : 
Amino acids - 22 

N-glycosylation sites : 
Anino acids 29-33; 38-42; 47-5; 48-52; 92-96; 16 O-1 64; 21 O-214 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 262-266 

Tyrosine kinase phosphorylation site : 
Amino acids 236-243; 486-494 

N-myristoylation sites : 
Amino acids 2O6-212; 22 O-226; 31 O-316; 424 - 430; 533-539 

Amidation site: 
Amino acids 127-131 

Cell attachment sequence: 
Amino acids 113-116 
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FIGURE 13 
GCAAAGAGAAGACTGAAAGACAAACCTGGGTGCAGCCAGAGAGGTCCAGATAGATGAGCTTG 
TGGCATCCATTCCCCAAGTTCAGCCTAGGGACTCCACGTACCCCAGCTGGGTCTCATTGTTC 
CAGAACTGCATTAGTTAAGATTACCCAGACTTGGATTTCAAAGGAATACTTTCATTGTTCCG 
TCTGTAACACGAAGTAATTGGGGCCAGCTGGATGTCAGGATGCGTGTGGTTACCATTGTAAT 
CTTGCTCTGCTTTTGCAAAGCGGCTGAGCTGCGCAAAGCAAGCCCAGGCAGTGTGAGAAGCC 
GAGTGAATCATGGCCGGGCGGGTGGAGGCCGGAGAGGCTCCAACCCGGTCAAACGCTACGCA 
CCAGGCCTCCCGTGTGACGTGTACACATATCTCCATGAGAAATACTTAGATTGTCAAGAAAG 
AAAATTAGTTTATGTGCTGCCTGGTTGGCCTCAGGATTTGCTGCACATGCTGCTAGCAAGAA 
ACAAGATCCGCACATTGAAGAACAACATGTTTTCCAAGTTTAAAAAGCTGAAAAGCCTGGAT 
CTGCAGCAGAATGAGATCTCTAAAATTGAGAGTGAGGCGTTCTTTGGTTTAAACAAACT CAC 
CACCCTCTTACTGCAGCACAACCAGATCAAAGTCTTGACGGAGGAAGTGTTCATTTACACAC 
CTCTCTTGAGCTACCTGCGTCTTTATGACAACCCCTGGCACTGTACTTGT'GAGATAGAAACG 
CTTATTTCAATGTTGCAGATTCCCAGGAACCGGAATTTGGGGAACTACGCCAAGTGTGAAAG 
TCCACAAGAACAAAAAAATAAAAAACTGCGGCAGATAAAATCTGAACAGTTGTGTAATGAAG 
AAAAGGAACAATTGGACCCGAAACCCCAAGTGTCAGGGAGACCCCCAGTCATCAAGCCTGAG 
GTGGACT CAACTTTTTGCCACAATTATGTGTTTCCCATACAAACACTGGACTGCAAAAGGAA 
AGAGTTGAAAAAAGTGCCAAACAACATCCCTCCAGATATTGTTAAACTTGACTTGTCATACA 
ATAAAATCAACCAACTTCGACCCAAGGAATTTGAAGATGTTCATGAGCTGAAGAAATTAAAC 
CTCAGCAGCAATGGCATTGAATTCATCGATCCTGCCGCTTTTTTAGGGCT CACACATTTAGA 
AGAATTAGATTTATCAAACAACAGTCTGCAAAACTTTGACTATGGCGTATTAGAAGACTTGT 
ATTTTTTGAAACTCTTGTGGCTCAGAGATAACCCTTGGAGATGTGACTACAACATTCACTAC 
CTCTACTACTGGTTAAAGCACCACTACAATGTCCATTTTAATGGCCTGGAATGCAAAACGCCT 
GAAGAATACAAAGGATGGTCTGTGGGAAAATATATTAGAAGTTACTATGAAGAATGCCCCAA 
AGACAAGTTACCAGCATA"CCTGAGTCATTTGACCAAGACACAGAAGATGATGAATGGGAAA 
AAAAACATAGAGATCACACCGCAAAGAAGCAAAGCGTAATAATTACTATAGTAGGATAAGGT 
AGAAATTGTTCTGATTGTAATTAGTTTTGTATTTTCTATACTGGTGTTAGAAAACATATGTT 
TACATTTGATTAACTGTGTTGCCTATTTATGCAGGGTAATCCACCTIAAAGGAAGCTTTCTTT 
AATTATAAGTATTATTGTGACTATTATAGTAATCAAGAGAATGCTATCATCCTGCTTGCCTG 
TCCATTTGTGGAACAGCATCTGGTGATATGCAATTCCACACTGGTAACCTGCAGCAGTTGGG 
TCCTAATGATGGCATTAGACTTTCATAATGTCCTGTATAAATGTTTTTACTGCTTTTAGAAA 
ATAAAGAAAAAAAACTTGGTTCATGTTTAAAA 
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FIGURE 14 
></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNAll 7935 
> <subunit l of 1, 440 aa, l stop 
><MW: 51670, pI : 8 - 70, NX (S/T) : 2 
MRVVTIVILLCFCKAAELRKASPGSVRSRVNHGRAGGGRRGSNPVKRYAPGLPCDVYTYL 
HEKYLDCQERKLVYVLPGWPQDLLHMLLARNKIRTL KNNMFSKFKKLKSLDLQQNEISKI 
ESEAFFGLNKLTTLL.LOHNOIKVLTEEVFIYTPLLSYLRLYDNPWHCTCEIETLISMLOI 
PRNRNLGNYAKCESPOEQKNKKLRQIKSEQLCNEEKEQLDPKPQVSGRPPVIKPEVDSTF 
CHNYVFPIQTLDCKRKELKKVPNNTPPDIVKLDLSYNKINOLRPKE FEDVHELKKLNLSS 
NGIEFIDPAAFLGLTHLEELDLSNNSLONFDYGVLEDLY FILKLLWLRDNPWRCDYNIHYL 
YYWLKHHYNVHFNGLECKTPEEYKGWSVGKYIRSYYEECPKDKLPAYPESFDQDTEDDEW 
EKKHRDHTAKKQSVIITIVG 

Important features of the protein: 
Signal peptide: 
Amino acids 1-15 

N-glycosylation sites : 
Amino acids 297-301; 324-328 

cAMP- and cGMP-dependent protein kinase phosphorylation sites: 
Amino acids 19-23; 39-43; 43 O-434 

N-myristoylation sites : 
Amino acids 24 - 30; 37-43 

Amidation site: 
Amino acids 37-41 
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FIGURE 16 
></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNA119474 
><subunit 1 of 2, 141 aa, 1 stop 
><MW: 1524 O, pI: 8.47, NX (S/T) : 1 
MWVLGIAATFCGLFLLPGFALQIQCYQCEEFQLNNDCSSPEFIVNCTVNVODMCQKEVME 
OSAGIMYRKSCASSAACLIASAGYOS FCSPGKLNSVCISCCNTPLCNGPRPKKRGSSASA 
LRPGLRTTIL FILKALFSAHC 

Important features of the protein: 
Signal peptide: 
Amino acids 1-22 

N-glycosylation site: 
Amino acids A 5-49 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 13-117 

N-myristoylation sites: 
Amino acids 5-11; 115-121 ; 12 4-130 

Ly-6 / u-PAR domain proteins: 
Amino acids 94 - 1 O7 
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FIGURE 17 
CGCAAAGCCGCCCTCGGGGCGCTCATGGCGGGACGCCTCCTGGGAAAGGCTTTAGCCGCGGT 
GTCTCTCTCTCTGGCCTTGGCCTCTGTGACTATCAGGTCCTCGCGCTGCCGCGGCATCCAGG 
CGTTCAGAAACTCGTTTTCATCTTCTTGGTTTCATCTTAATACCAACGTCATGTCTGGTTCT 
AATGGTTCCAAAGAAAATTCT CACAATAAGGCTCGGACGTCTCCTTACCCAGGTTCAAAAGT 
TGAACGAAGCCAGGTTCCTAATGAGAAAGTGGGCTGGCTTGTTGAGTGGCAAGACTATAAGC 
CTGTGGAA''ACACTGCAGTCTCTGTCTTGGCTGGACCCAGGTGGGCAGATCCTCAGATCAGT 
GAAAGTAATTTTTCTCCCAAGTTTAACGAAAAGGATGGGCATGTTGAGAGAAAGAGCAAGAA 
TGGCCTGTATGAGATTGAAAATGGAAGACCGAGAAATCCTGCAGGACGGACTGGACTGGTGG 
GCCGGGGGCTTTTGGGGCGATGGGGCCCAAATCACGCTGCAGATCCCATTATAACCAGATGG 
AAAAGGGATAGCAGTGGAAATAAAATCATGCATCCTGTTTCTGGGAAGCATATCTTACAATT 
TGTTGCAATAAAAAGGAAAGACTGTGGAGAATGGGCAATCCCAGGGGGGATGGTGGATCCAGGA 
GAGAAGATTAGTGCCACACTGAAAAGAGAATTTGGTGAGGAAGCTCTCA ACTCCTTACAGAA 
AACCAGTGCTGAGAAGAGAGAAATAGAGGAAAAGTTGCACAAACTCTTCAGCCAAGACCACC 
TAGTGATATATAAGGGATATGTTGATGATCCTCGAAACACTGATAATGCATGGATGGAGACA 
GAAGCTGTGAACTACCATGACGAAACAGGTGAGATAATGGATAATCTTATGCTAGAAGCTGG 
AGATGATGCTGGAAAAGTGAAATGGGTGGACATCAATGATAAACTGAAGCTTTATGCCAGTC 
ACTCTCAATTCATCAAACTTGTGGCTGAGAAACGAGATGCACACTGGAGCGAGGACTCTGAA 
GCTGACTGCCATGCGTTGTAGCTGATGGTCTCCGTGTAAGCCAAAGGCCCACAGAGGAGCAT 
ATACTGAAAAGAAGGCAGTATCACAGAATTTATACTATAAAAAGGGCAGGGTAGGCCACTTG 
GCCTATTTACTTTCAAAACAATTTGCATTTAGAGTGTTTCGCATCAGAATAACATGAGTAAG 
ATGAACTGGAACACAAAATTTTCAGCTCTTTGGTCAAAAGGAATATAAG'TAATCATATTTTG 
TATGTATTCGATTTAAGCATGGCTTAAATTAAATTTAAACAACTAATGCTCTTTGAAGAATC 
ATAATCAGAATAAAGATAAATTCTTGATCAGCTATA 
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FIGURE 18 
></usr/seqdb2/s st/DNA/Dnas eqs. min/s S. DNA 1 19498 
><subunit 1 of 1, 350 aa 1 stop 
><MW: 39 125, pI: 8.53, NX (S/T) : 2 
MAGRLLGKALAAVSLSLALASVTIRSSRCRGIOAFRNSFSSSWFHLNTNWMSGSNGSKEN 
SHNKARTSPYPGSKVERSOVPNEKVG WILVEWQDYKPVEYTAVSVLAGPRWADPOISESNF 
SPKFNEKDGHVERKSKNGLYE ENGRPRN PAGRTGLVGRGLLGRWGPNHAADP ITRWKR 
DSSGNKIMHPVSGKHILOFVAIKRKDCGEWAIPGGMVDPGEKISATLKREFGEEALNSLO 
KTSAEKREIEEKLHKLFSODHLVIYKGYVDDPRNTDNAWMETEAVNYHDETGEIMDNLML 
EAGDDAGKVKWVDINDKLKLYASHSOFIKLVAEKRDAH WSEDSEADCHAL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-20 

N-glycosylation site: 
Amino acids 55-59 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 179-183 

N-myristoylation sites: 
Amino acids 53-59; 56-62 

mut domain signature : 
Amino acids 215-235 
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FIGURE 20 

></usr/seqdb2/s st/DNA/Dna seq.S. min/ss. DNA119502 
><subunit 1 of l, 667 aa, 1 stop 
><MW: 74810, pI: 9.55, NX (S/T) : 3 
MGSSRLAALLLPLL LIVIDLSDSAGIGFRHLPHWNTRCPLASHTDDS FTGSSAYIPCRTW 
WALFSTKPWCWRVWHCSRCLCOHLLSGGSGLORGLFHLLVOKSKKSSTFKFYRRHKMPAP 
AQRKLL PRRHLSEKSHHISIPSPDISHKGLRSKRTQPSDPETWESL PRLDSQRHGGPEFS 
FDLLPEARAIRVTISSGPEVSWRLCHOWALECEELSSPYDVOKIVSGGHTVELPYEFLLP 
CLCIEASYLOEDTVRRKKCPFOSWPEAYGSDFWKSVHFTDYSOHTOMVMALTLRCPLKLE 
AALCQRHDWHTLCKDLPNATARESDGWYVLEKVDLHPQLCFKFSFGNSSHVECPHQTCSL 
TSWNVSMDTQAQQLILHFSSRMHATFSAAWSLPGLGODTLVPPVYTVSOARGSSPVSLDL 
IIPFLRPGCCVLVWRSDVOFAWKHLLCPDVSYRHLGLLILALLALLTLLGVVLALTCRRP 
OSGPGPARPVLLLHAADSEAQRRLVGALAELLRAALGGGRDVIVDLWEGRHVARVGPLPW 
LWAARTRVAREOGTVLLLWSGADLRPVSGPDPRAAPLLALLHAAPRPLLLLAYFSRLCAK 
GDI PPPLRAL PRYRLLRDI, PRLLRALDARPFAEATSWGRLGARORROSRLELCSRLEREA 
ARLADLG 

Important features of the protein : 
Signal peptide : 
Amino acids 1-23 

Transmembrane domain : 
Amino acids 455 - 4 72 

N-glycosylation sites: 
AIllino acids 318-322; 347-351; 364-368 

Glycosaminoglycan attachment site: 
Amino acids 482-486 

cAMP- and ccMP-dependent protein kinase phosphorylation sites: 
Amino acids 104 -108; 645 - 6 49 

Tyrosine kinase phosphorylation site: 
Amino acids 322-329 

N-myristoylation sites : 
Amino acids 90-96, 358-3 64; 47 O-476 

Eukaryotic cobalamin-binding proteins: 
Amino acids 453-4 62 
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FIGURE 22 

></usr/seqdb2/s st/DNA/DnaseqS. min / ss. DNA 1 19516 
><subunit 1 of 1, 172 aa, l stop 
><MW: 18470, pI : 5.45, NX (S/T) : 0 
MSSSGGAPGASASSIAPPAQEEGMT W WYRWLCRLSGVLGAVSCAISGLFNCITIHPLNIAA 
GVWMIMNAFILLLCEA PFCCQFIEFANTWAEKVDRLRSWOKAVFYCGMAVWPIVISLTLT 
TLLGNAIAFATGVLYGLSALGKKGDAISYARIQQORQQADEEKLAETLEGEL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-42 

Transmembrane domains : 
Amino acids 64-77; 1 O 9-128 

Tyrosine kinase phosphorylation site : 
Amino acids 142 - 15 O 

N-myristoylation sites : 
Amino acids 5-11; 6-12; 9-15; 35 - 4 1; 38-44; 46-52; 124-130; 132-138 

Amidation site : 
Anino acids 14 O-1 4 A 
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FIGURE 23 
GTGAAACACCCATGGTTTTATGCTCTATTTCTCTTTTCCTCATCTTCTTCCACATCCTCTTT 
CTGAATGTATCAAACTACTTCCTTGAAGTGGGGCACCAGGAGGGCCACTCCAGTCTCCAATG 
CAGGGACTCAGGGGCAGGGATCTCTGAGAAAGTGGCCATCTCGTTATTAAAGCTCTGTCCTC 
TGCTTCCCTCTCACCTCAGAAGCAGCCCGTTTATTCAACAGAGCTCCAGGTTGCCAGCTAGG 
GGTTTTCGGGACCATAGACCAAGCAACCCCGAGAGACTGAGTACTGACCTGCAGTTGTTCCAG 
AAACTCTGCTGGGAATTAGGTTGTGACCTAGAAGTGAACTGACACTAACAGTGAGAAGGCAG 
GGTAAGAATGCAGTCTAGAGCGCAACCTTTCTCCACTAGACTTGTAAGTAATTTAAGTGAAT 
CCTGTCCCCCTGGGGTTCTATCCTGGCTGGCTCTGCTGGTGAACTTGACTGGCCAGCATAGG 
GCACTTGATGAGACCCTGGAATGCTGAGGCCAGTGGGCAGCAAGCTTTCACCT CATCCTTC 
TGCCCATCTATCCAGCCATTCAAACATTCATTCGCCTGAAGACATTTATCAAGCTCCTGCAA 
TGGGTCAGGCATCTGCTAGGCACTGGGGACACAGAGCT CACAGTCTCCTGGAGGGGGTGAGA 
GATGACTGACAGGTGGTCTGTGGTGCAGTGTGACCTGGGAATGCACACAGTACTGTGGAAAC 
ACGGGAGAGGCATCTAGCACAACCTGAGAGGGCCAGGGGAGGCTTCCTGGCAGGTTTCCCTT 
TAACCATCTTAAGGGAAAGAGGCACTAGGTAGGAAAATAAAGGGACAGTGGTGTCCCAGACA 
GAGGGCACTCTACATGGAA 
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FIGURE 24 

></usr/seqdb2/s st/DNA/Dnased s. min / ss. DNA119530 
><subunit 1 of 1, 113 aa, 1 stop 
><MW: 12799, pI: 7.53, NX (S/T) : 1 
MVLCSISL FLIFFHILFLNVSNY FLEVGHQEGHSSLOCRDSGAGISEKVAISLLKLCPIL 
PSHLRSSPFIOOSSRLPARGFRDHRPSNPERLSTDLOLFOKLCWELGCDLEVN 

Important features of the protein: 
Signal peptide : 
Amino acids 1-18 

N-glycosylation site: 
Amino acids 19-23 

Glycosaminoglycan attachment site: 
Amino acids 41 - 45 

N-myristoylation site : 
Amino acids 42-48 
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FIGURE 25 
CGGGCTCCGCGCGGTCCCACTTCCCGGCTCCCTTCGCCTCCAGGATGCGCTGAGCCCTACAA 
CACCCCCAGCGGCCGCCGGCTCCCCCACGAGGTGTGAATGACAGAGGTGGTGCCATCCAGCG 
CGCTCAGCGAGGTCAGCCTGCGCCTCCTCTGCCACGATGACATAGACACTGTGAAGCACCTG 
TGTGGCGACTGGTTCCCCATCGAGTACCCAGACTCATGGTATCGTGATATCACATCCAACAA 
GAAGTTCTTTTCCCTTGCTGCAACCTACAGAGGTGCCATTGTGGGAATGATAGTAGCTGAAA 
TTAAGAACAGGACCAAAATACATAAAGAGGATGGAGATATTCTAGCAACCAACTTCTCTGTT 
GACACACAAGTCGCGTACATCCTAAGTCTGGGCGTCGTGAAAGAGTTCAGGAAGCACGGCAT 
AGGTTCCCTCTTACTTGAAAGTTTAAAGGATCACATATCAACCACCGCCCAGGACCACTGCA 
AAGCCATTTACCTGCATGTCCT CACCACCAACAACACAGCAATAAACTTCTATGAAAACAGA 
GACTTCAAGCAGCACCACTATCTCCCCTATTACTACTCCATTCGAGGGGTCCTCAAAGATGG 
CTTCACCTATGTCCTCTACATCAACGGCGGGCACCCTCCCTGGACGATTTTGGACTACATCC 
AGCACCTGGGCTCTGCACTAGCCAGCCTGAGCCCCTGCTCCATTCCGCACAGAGTCTACCGC 
CAGGCCCACAGCCTGCTCTGCAGCTTCCTGCCATGGTCGGGCATCTCTTCCAAGAGTGGCAT 
CGAGTACAGCCGGACCATGTGATGTCGGCTGGGCAGCCGCCACCAGGCCCCACCCTTCAGCC 
GCCCGCAGAGCCCGCCTTCCTGTCCATCTGACCCCTTCTGTTTTCTGCAAGGAGCTGCCAGC 
CATCTAACTGGGCTCGTCGGCCTGCCCCAGCTGCAGGCCCGGTGCTACACGGGCTCGGGAAC 
AGAACATCGTGGGCATGCGCAGAGCATGCCCATCCGTGGCAGGCTCTTCAGCTCCCCTCCCT 
GCTTCTGGAAACCTCTGCCTGCTGCCCTGGCCCTGCCCCCCTGCGCATGCACCATCCCCAGG 
GCTGACCCAGTGTGGCTGCATTCACTGGGAGGGGCCTGCCCTCACTGGGCCTCTCCCACTCCG 
CTGCCTGTTCTTGCAGCTCCTTCCTGGAAAGCTGGAGGGGACTTTCTCCTGCAAGGGAGGAA 
CGCAAGTATTATGGACACACTTGACCGTAAAGGCACAGGAGCCTCGGAACAAGGGGGCGCAA 
TAAAGGGAATGGCCCGTCCCCTTCCAGAACCAGCCCAAAGAAGCCTGGGGGGTGAGGAGTGG 
CCCCCACTCCTCCATGAGGGGCTGATGAGGGGTGGGCAGCCTGGGGGAGGCTTTCCTCGCAA 
GCACAGAGCTCTGAGGCTCAGCCCCCTGGCACAGGCGGTCACGCATCAGGACGGTTCCTACT 
CCT CAGCACCTTCCGTGCAGTTACCAGTGCCCTGGGAGGTCACACTGCCCGTCGGACCTTGG 
CAT GCTCCATTCAGCTGACCTGCTGAGGACAGGCATCGCCGAGACTCCTTGGGTCCTCCCCG 
CCCTCCCT CATGCTGCCACAAGCTGCTGCTCCAAGGCCTGGCCACATGCAGACAGGAGGAAG 
CTGAGCTCGACATTAGGCCTCAAGGCTGCCATCTGTCTTGTAGGGCCTGGCCTTGTGGGCAG 
GGGGCAGTCCTGTGCCTTGTGGGCCCTCAGCCTCTGAGGGCAGAGATGCTGTCAGTGCCGCA 
GGTGCATCACATACTTCTAGCATCCTCTCCACCCTGCATTCCAAATGCTGCTTGCTGCCTGC 
CCTGCCCTCCGATGCAGGGGTGGGGTGGGGGGCGGAGTCCCGCCCAGCATAGCTGCAGTGTC 
ACAAAGCCATGGCAGAGGGTCCTAGCGGCGCCACCCTGCCCCAGCCTGAGGAGGAGGGAGAG 
GGAGGAACAACCCTGGGCAGACGGGGTCTCAGGGACCTGTGTCCTTCCGCCTCCAGAGCTGC 
CCAGCCACGGGCTCTCAGGGTGCTGGGGCAGCCCCAGGTCCCCTCTTGAACTCAGCTGGGGC 
CAGGGGCCCTCAGAATGAAGGCAGGCACCAGGCAGGAGCAGCATCCCCCTCCTTGACGGTGC 
TGGCAGGAGGGCCGCGCCATGCTGACTGCTTGAACCTCTGCTGACCTGACAGTGCTGGCGGG 
AGGGCCGCACCATGCTGACTGCCTGAATCTCTGCTGAGGCTGCCTGCCTGCCGGGCCCAGCT 
CAGCGCCCTCTCCACTGCGAATCAGTGGCGATCATGTGATTTCTATTTCTGCCCCACAGGGT 
AAGGGACGAGTCTTCTGGAAGGCTCTGCCATGGACATTTGTCCTCGGGCTCAGAGGCCCCAC 
CCTGCCCCACACCTGCCCCTAATCACTGCAGTGTCCAGCCCAGTGTTGAACAGATTGTAGCG 
TTCTGTCTCATTACGAGCAAATAAATAGACTTTCATTGGGAAAAAAAAAAAAA 
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FIGURE 26 

></usr/seqdb2/s st/DNA/Dnas eqs.min / ss. DNA121772 
><subunit 1 Of 1, 242 aa, 1 stop 
> <MW: 27465, pI: 7. 72, NX (S/T) : 3 
MTEVV PSSALSEVSLRLLCHDDIDTVKHLCGDWFPIEYPDSWYR DITSNKKFFSLAATYR 
GAIWGMIVAEIKNRTKIHKEDGDILATNFSVDTOVAYILSLGVVKE FRKHGIGSLLLESI 
KDHISTTAODHCKAIYLHVLTTNNTAIN FYENRDFKQHHYLPYYYSIRGVLKDGFTYWLY 
INGGHPPWTILDYIQHLGSALASLSPCSIPHRVYROAHSLLCSFLPWSGISSKSGIEYSR 
TM 

N-glycosylation sites : 
Amino acids 73-77; 88-92; 143-147 

N-myristoylation sites: 
Amino acids 61-67; 65-71; 198-204; 235-24. 

Matrixins cysteine switch motif: 
Amino acids 18-3. 
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FIGURE 27 
GTTGGGCAGCAGCCACCCGCTCACCTCCATCCCCAGGACTTAGAGGGACGCAGGGCGTTGGG 
AACAGAGGACACTCCAGGCGCTGACCCTGGGAGGCCAGGACCAGGGCCAAAGTCCCGTGGGC 
AAGAGGAGTCCTCAGAGGTCCTTCATTCAGCGGTTCCGGGAGGTCTGGGAAGCCCACGGCCT 
GGCTGGGGCAGGGTCAACGCCGCCAGGCCGCCATGGTCCTGTGCTGGCTGCTGCTTCTGGTG 
ATGGCTCTGCCCCCAGGCACGACGGGCGTCAAGGACTGCGTCTTCTGTGAGCT CACCGACTC 
CATGCAGTGTCCTGGTACCTACATGCACTGTGGCGATGACGAGGACTGCTTCACAGGCCACG 
GGGTCGCCCCGGGCACTGGTCCGGTCATCAACAAAGGCTGCCTGCGAGCCACCAGCTGCGGC 
CTTGAGGAACCCGT CAGCTACAGGGGCGT CACCTACAGCCT CACCACCAACTGCTGCACCGG 
CCGCCTGTGTAACAGAGCCCCGAGCAGCCAGACAGTGGGGGCCACCACCAGCCTGGCACTGG 
GGCTGGGTATGCTGCTTCCTCCACGTTTGCTGTGACCAACAGGGAGGACAGGGCCTGGGACT 
GTTCTCCCAGATCCGCCACTCCCCATGTCCCCATGTCCTTCCCCCACTAAATGGCCAGAGAG 
GCCCTGGACAACCTCTTGCGGCCCTGGCTTCATCCCTTCTAAGGCTGTCCACCAGGAGCCCG 
GTGCTAGGGGAAGCATCCCCAGGCCTGACTGAGCGGCAGGGGAGCACGGCCCGTGGGTTTGA 
TTGTATTACTCTGTTCCACTGGTTCTAAGACGCAGAGCTTCTCACATCTCAATCAGGATGCT 
TCTCTCCATTGGTAGCACTTTAGAGTCCATGAAATATGGTAAAAAATATATATATATCATAA 
TAAATGACAGCTGATGTTCATGGGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 28 

></usr/seqdb2/s st/DNA/Dna seqS. min/ss. DNA 125 48 
><subunit 1 of 1, 124 aa, 1 St Op 
><MW: 13004, pI : 5. 70, NX (S/T) : 0 
MVLCWLLLLVMALPPGTTGVKDCVFCELTDSMQCPGTYMHCGDDEDCFTGHGVAPGTGPW 
INKGCLRATSCGLEEPVSYRGVTYSLTTNCCTGRLCNRAPSSOTVGATTSLALGLGMLLP 
PRL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-13 

N-myristoylation sites : 
Amino acids 9-2 5 ; 52-58; 64 - 7 O; 81-87; 106-112 

Ly-6 / u-PAR domain proteins: 
Amino acids 84-97 
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FIGURE 29 
GGCATTTTGAAAGCCCAGTGTTGCCCAGGGGGCATCTCCTTTGTGTTTATGAGAGACCTGCA 
TTCTCCCTGGCTCAGTTCTCTCAGGCTCTCCAGAGCTCAGGACCTCTGAGAAGAATGGAGCC 
CTCCTGGCTTCAGGAACTCATGGCT CACCCCTTCTTGCTGCTGATCCTCCTCTGCATGTCTC 
"IGCTGCTGTTTCAGGTAATCAGGTTGTACCAGAGGAGGAGATGGATGATCAGAGCCCTGCAC 
CTGTTTCCTGCACCCCCTGCCCACTGGTTCTATGGCCACAAGGAGTTTTACCCAGTAAAGGA 
GTTTGAGGTGTATCATAAGCTGATGGAAAAATACCCATGTGCTGTTCCCTTGTGGGTTGGAC 
CCTTTACGATGTTCTTCAGTGTCCATGACCCAGACTATGCCAAGATTCTCCTGAAAAGACAA 
GATCCCAAAAGTGCTGTTAGCCACAAAATCCTTGAATCCTGGGTTGGTCGAGGACTTGTGAC 
CCTGGATGGTTCTAAATGGAAAAAGCACCGCCAGATTGTGAAACCTGGCTTCAACATCAGCA 
TTCTGAAAATATTCATCACCATGATGTCTGAGAGTGTTCGGATGATGCTGAACAAATGGGAG 
GAACACATTGCCCAAAACTCACGTCTGGAGCTCTTTCA ACATGTCTCCCTGATGACCCTGGA 
CAGCATCATGAAGTGTGCCTTCAGCCACCAGGGCAGCATCCAGTTGGACAGTACCCTGGACT 
CATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCTCCAACCAGCGCATGAACAATTTTCTA 
CATCACAACGACCTGGTTTTCAAATTCAGCTCTCAAGGCCAAATCTTTTCTAAATTTAACCA 
AGAACTTCATCAGTTCACAGAGAAAGTAATCCAGGACCGGAAGGAGTCTCTTAAGGATAAGC 
TAAAACAAGATACTACTCAGAAAAGGCGCTGGGATTTTCTGGACATACTTTTGAGTGCCAAA 
AGCGAAAACACCAAAGATTTCTCTGAAGCAGATCTCCAGGCTGAAGTGAAAACGTTCATGTT 
TGCAGGACATGACACCACATCCAGTGCTATCTCCTGGATCCTTTACTGCTTGGCAAAGTACC 
CTGAGCATCAGCAGAGATGCCGAGATGAAATCAGGGAACTCCTAGGGGATGGGTCTTCTATT 
ACCTGGGAACACCTGAGCCAGATGCCTTACACCACGATGTGCATCAAGGAATGCCTCCGCCT 
CTACGCACCGGTAGTAAACATATCCCGGTTACT CGACAAACCCAT CACCTTTCCAGATGGAC 
GCTCCTTACCTGCAGGAATAACTGTGTTTATCAATATTTGGGCTCTTCACCACAACCCCTAT 
TTCTGGGAAGACCCTCAGGTCTTTAACCCCTTGAGATTCTCCAGGGAAAATTCTGAAAAAAT 
ACATCCCTATGCCTTCATACCATTCTCAGCTGGATTAAGGAACTGCATTGGGCAGCATTTTG 
CCATAATTGAGTGTAAAGTGGCAGTGGCATTAACTCTGCTCCGCTTCAAGCTGGCTCCAGAC 
CACTCAAGGCCTCCCCAGCCTGTTCGTCAAGTTGTCCT CAAGTCCAAGAATGGAATCCATGT 
GTTTGCAAAAAAAGTTTGCTAATTTTAAGTCCTTTCGTATAAGAATTAATGAGACAATTTTCCT 
ACCAAAGGAAGAACAAAAGGATAAATATAATACAAAATATATGTATATGGTTGTTTGACAAA 
TTATATAACTTAGGATACTTCTGACTGGTTTTGACATCCATTAACAGTAATTTTAATTTCTT 
TGCTGTATCTGGTGAAACCCACAAAAACACCTGAAAAAACT CAAGCTGACTTCCACTGCGAA 
GGGAAATTATTGGTTTGTGTAACTAGTGGTAGAGTGGCTTTCAAGCATAGTTTGATCAAAAC 
TCCACTCAGTATCTGCATTACTTTTATCTCTGCAAATATCTGCATGATAGCTTTATTCTCAG 
TTATCTTTCCCCATAATAAAAAATATCTGCCAAA 
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FIGURE 30 

></usr/seqdb2/s st/DNA/Dna SeqS. min/SS. DNA125150 
><subunit l of 1, 505 aa, l St Op 
><MW: 59086, pI: 9.50, NX (S/T) : 3 
MEPSWLOELMAHPFLLLILLCMSLLL FOVIRLYORRRWMIRALHLFPAPPAHWFYGHKEF 
Y PVKEFEVYHKLMEKYPCAVPLWVGPFTMFFSV HDPDYAKILLKRODPKSAVSHKILESW 
VGRGLVTLDGSKWKKHROIVKPGFNISILKIFITMMSESVRMMLNKWEEHIAONSRLELF 
OHVSLMTLDSIMKCAFSHQGSIQLDSTLDSYLKAVFNLSKISNORMNNFLHHNDLVFKFS 
SQGQI FSKFNQELHOFTEKVIQDRKESLKDKLKODTTQKRRWDFLDILLSAKSENTKDFS 
EADLQAEVKTFMFAGHDTTSSAISWILYCLAKYPEHQQRCRDEIRELLGDGSSITWEHLS 
QMPYTTMCIKECLRLYAPVVNISRLLDKPITFPDGRSLPAGITVFINIWALHHNPYFWED 
POVFN PLRFSRENSEKIHPYAFI PFSAGLRNCIGQHFAIIECKVAVALTLLRFKLAPDHS 
RPPOPVROWVLKSKNGIHVFAKKVC 

Important features of the protein : 
Signal peptide : 
Amino acids 1 - 28 

Transmembrane domain : 
Amino acids 451 - 47 O 

N-glycosylation sites : 
Amino acids 145-149; 27-22 ; 381-385 

cAMP- and cQMP-dependent protein kinase phosphorylation site: 
Amino acids 264 - 268 

N-myristoylation sites: 
Amino acids 243-249; 351-357; 4 48 - 454; 454 - 460 

Cytochrome P450 cysteine heme-iron ligand signature : 
Amino acids A 4 5 - 455 

Cytochrome P450 cysteine heme-iron ligand proteins: 
Amino acids 4. A 2-473 

FAD-dependent glycerol-3-phosphate dehydrogenase proteins: 
Amino acids 124 - 141 
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TCCGCTGTCGCCCAGTCCCGGCCGCTGGCGGGAACTGACCTGGAGCAAGCAGGACCTTCCCT 
CCCACCTCTCCCGCCTGGCCTCCGCGGGAGTCCCCTACGATCCCGCTCAGCAGTGGGGCACT 
CGCTGAGGACAGCGAGTCCTGGGAGTGAGCCCAAGGCCACCCCTGGCCAGCCCAGGAGAGAT 
AGCCAGGGCAGGCCCAGCAGCCCGAGGCCAGGCTCTGGCCACGGCGGTCTCCGACATGGAGA 
GACATTGTCTGCTTTTTATCCTGTTAACCTGTCTTCGGTGGTTGTGCCACGACATTCCCCAG 
GGTTCAGGTGCCCGGTGGCCGAGGGTCAGTCCAGTGGTAGAGCCTTGCTCTCCTAGGCT CAT 
CCTGCTGGCGGTCCTCCTGCTTCTGCTGTGTGGTGTCACAGCTGGTTGTGTCCGGTTCTGCT 
GCCTCCGGAAGCAGGCACAGGCCCAGCCACATCTGCCACCAGCACGGCAGCCCTGCGACGTG 
GCAGTCATCCCTATGGACAGTGACAGCCCTGTACACAGCACTGTGACCTCCTACAGCTCCGT 
GCAGTACCCACTGGGCATGCGGTTGCCCCTGCCCTTTGGGGAGCTGGACCTGGACTCCACGG 
CTCCTCCTGCCTACAGCCTGTACACCCCGGAGCCTCCACCCTCCTACGATGAAGCTGTCAAG 
ATGGCCAAGCCCAGAGAGGAAGGACCAGCACTCTCCCAGAAACCCAGCCCTCTCCTTGGGGC 
CTCGGGCCTAGAGACCACTCCAGTGCCCCAGGAGTCGGGCCCCAATACT CAACTACCACCTT 
GTAGCCCTGGTGCCCCTTGAAGGAGGTAGGAGAACGGACCAGAGCTTGGAGAACTAATGCTT 
GGAGCCAAGGGCCCCAGCCCACCCCACCGTCCCACACATTGCTGTGGCCCCAACCTCGGTGC 
CATGTTACACCGGCCCCTGGCGTCACCCACTAGGCAGGCTGCTGCTTTCAGCCT CAGCCCCT 
GGCCCAGCCCCAGCAGGCCCT CAGCCTGGAAGAGGCCCCTTGGGCCTAAGCCTCGGGTGGGA 
GCTCAGGGCCACCTGTGACGTCTGCATCTTCTTGGAGAGAGAATAAAGTTTGTATTTAAGTGGT 
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FIGURE 32 

></usr/seqdb2/s st/DNA/Dna seqs. Inin / ss. DNA 125151 
><subunit 1 of 1, 194 aa 1 stop 
><MW: 2O882, pI: 6.44, NX (S/T) : 0 
MERHCLLFILLTCLRWLCHDIPOGSGARWPRVSPVVEPCSPRLILLAVLLL LLCGVTAGC 
VRFCCLRKOAQAQPHLPPARQPCDVAVIPMDSDSPVHSTVTSYSSVOY PLGMRLPLPFGE 
LDLDSTAPPAYSLYT PEPPPSYDEAVKMAKPREEGPALSQKPSPLLGASGLETTPvPQES 
GPNTOL PPCSPGAP 

Important features of the protein: 
Signal peptide : 
AImino acids 1 - 2 O 

Transmembrane domain : 
Amino acids 39-58 

N-myristoylation site: 
Amino acids 55-61 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 5 O-61 
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FIGURE 33 
CCTTGCTTGGTGCTTGGCACACACAAATCCAGTGGGCTACACAGGTTTTCCAGAAGCCCCAC 
GAGGTGGTAATGGTGCTGCTGATTCAGACCCTGGGGGCCCTCATGCCCTCGCTGCCCTCCTG 
CCT CAGCAACGGCGTGGAGAGGGCAGGGCCCGAGCAGGAGCTCACCAGGCTGCTGGAGTTCT 
ACGACGCCACCGCCCACTTCGCCAAGGGCTTGGAGATGGCACTGCTCCCCCACCTACATGAA 
CACAATCTGGTAAAAGTCACGGAGCTGGTGGATGCTGTGTATGATCCATACAAACCCTACCAG 
CTGAAGTATGGCGACATGGAAGAGAGCAACCTCCTCATCCAGATGAGTGCTGTGCCTCTGGA 
GCATGGGGAAGTGATTGACTGTGTGCAGGAGCTGAGCCACTCCGTGAACAAGCTGTTTGGTC 
TGGCGTCTGCAGCCGTTGACAGATGCGTCAGATTCACCAATGGCCTGGGGACCTGCGGCCTG 
TTGTCAGCCCTGAAATCCCTCTTTGCCAAGTATGTGTCTGATTTCACCAGCACTCTCCAGTC 
CATACGAAAGAAGTGCAAACTGGACCACATTCCTCCCAACTCCCTCTTCCAGGAAGATTGGA 
CGGCTTTTCAGAACTCCATTAGGATAATAGCCACCTGTGGAGAGCTTTTGCGGCATTGTGGG 
GACTTCGAGCAGCAGCTAGCCAACAGGATTTTGTCCACAGCTGGGAAGTATCTATCTGATTC 
CTGCAGCCCCCGGAGCCTGGCTGGTTTTCAGGAGAGCATCTTGACAGACAAGAAGAACTCTG 
CCAAGAACCCATGGCAAGAATATAATTACCTCCAGAAAGATAACCCTGCTGAATATGCCAGT 
TTAATGGAAATACTTTATACCCTTAAGGAAAAAGGGTCAAGCAACCACAACCTGCTGGCTGC 
ACCTCGAGCAGCGCTGACTCGGCTTAACCAGCAGGCCCACCAGCTGGCTTTCGATTCCGTGT 
TCCTGCGCATCAAACAACAGCTGTTGCTTATTTCGAAGATGGACAGCTGGAATACGGCTGGC 
ATCGGAGAAACCCT CACAGATGAACTGCCCGCCTTTAGTCTCACCCCTCTCGAGTACATCAG 
CAACATCGGGCAGTACATCATGTCCCTCCCCCTGAATCTTGAGCCATTTGTGACTCAGGAGG 
ACT CTGCCTTAGAGTTGGCATTGCACGCTGGAAAGCTGCCATTTCCTCCTGAGCAGGGGGAT 
GAATTGCCCGAGCTGGACAACATGGCTGACAACTGGCTGGGCTCGATCGCCAGAGCCACAAT 
GCAGACCTACTGTGATGCGATCCTACAGATCCCTGAGCTGAGCCCACACTCTGCCAAGCAGC 
TGGCCACTGACATCGACTATCTGATCAACGTGATGGATGCCCTGGGCCTGCAGCCGTCCCGC 
ACCCTCCAGCACATCGTGACGCTACTGAAGACCAGGCCTGAGGACTATAGACAGGTCAGCAA 
AGGCCTGCCCCGTCGCCTGGCCACCACCGTGGCCACCATGCGGAGTGTGAATTACTGACCCC 
ACCACACACCGGACCACCAAGAGAGCCAGGGCTGCTGTTTCGTGACT CACCAGCACAGATTT 
GCT CAGAAACTCTGCCCAAGATTGGGCAGAAGTTACTTTAAAAAGACTTGGTTCAGCTGGTC 
ACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGCCAGATGGATCATGAGGCC 
AGGAGTTCGAGACCAGCCTGACCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAT 
TAACAGCAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAAAAGACTTGGTTCATTTGTATAA 
TCAAAAAGAGTTGTAAATTAAAGATGTATTATTTATCAGAGAAGACTTTTTAGATAATTTTT 
TTAAAGGATCAGATCTTGAAAATGGAATAAATAACTACTGTGAAATGCAAAAA 
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FIGURE 34 

></usr/seqdb2/s st/DNA/Dna seqS. min / ss. DNA1251.81 
><subunit 1 of 1, 491 aa, 1 stop 
> <MW: 54759, pI : 5. 61, NX (S/T) : 0 
MVLLIOTLGALMPSLPSCLSNGVERAGPEQELTRLLEFYDATAH FAKGLEMALLPHILHEH 
NLVKVTELVDAVY DPYKPYOLKYGDMEESNLLIQMSAVPLEHGEVIDCVOELSHSVNKLF 
GLASAAVDRCVRFTNGLGTCGLLSALKSLFAKYVSDFTSTLQSIRKKCKLDHI PPNSL FQ 
EDWTAFONSIRI IATCGELLRHCGDFEQQLANRILSTAGKYLSDSCSPRSLAGFOESILT 
DKKNSAKNPWQEYNYLQKDNPAEYASLMEILYTLKEKGSSNHNLLAAPRAALTRLNQQAH 
QLAFDSVFLRIKQQLLLISKMDSWNTAGIGETLTDELPAFSLTPLEYISNIGQYIMSLPL 
NLEPFWTQEDSALELALHAGKLPFPPEQGDELPELDNMADNWLGSIARATMQTYCDAILQ 
IPELSPHSAKOLATDIDYLINVMDALGLQPSRTLQHIVTLLKTRPEDYROVSKGLPRRLA 
TTVATMRSVNY 

Important features of the protein: 
Signal peptide : 
Amino acids -2O 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 2 A 2-2 4 6 

N-myristoylation sites : 
Amino acids 22-28; 48-54; 121-127; 136-142; 14 1-1 47; 328-334; 

A 47-453 

Leucine zipper pattern : 
Amino acids 295 - 37 
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FIGURE 35 
GCAAGTGCCACCATGCTAGTGTGATTTGGACTTCAGTAAAAGTTAGTTTGCTTCCTTCCCGT 
TGTCCCATCTCACTCCTGGGCCACCCATGGGGCTGCTGGTAGCTGGTGTGTGGCTGCTGCTG 
GACTGTGTGGCAGTCCATCCATCTGTCAGCAGCCACTGCGGGCCTACTTGCTGGGTGCCCAG 
CACCGCACTCACCACTGCAGGCGTGGCCAGGAGCGTGAGATCCCCAGAGCCCATGGCCAGTG 
AGAGGCGGCCAGGGATAGGTACCCAGGGAATGCCACAGGAGTTTGCTGGGCTCACGGAGCTC 
TTTCACTGGTCAGAGAGGAGTGTGTGTAGGAGAGGACTTCTACTTGGTGTTGAAGGACAGAT 
GGGGTTTGGCTGGGAGAGAGGAGGAATGTGGGCGGGCCTTATAGGCAGGCGAGAAGGTGAGA 
GCCAAGGCCCTCTGTGGGCAGGGCGAGGTGGCGTGTTGAGGAGACTCGTCCAGCTGGGCAGA 
GGCTCATGTTGAGGGATGAGGCAGAGCTGGGGGAGGAGGGAGCCCAGAAATGGCAGGTCCTT 
GAATGCAGGTTTGGAAGCAGGGACGCCCTGTGAGGGTACAGAGTCTGGGCTGTTACCTTCTG 
TGGCTTTTGCTAGAAGGTGAGATGTCAGGGAGGAAGACAGGACTCCAGGATGTCTCCTGTCTCT 
CTCTGGAAAAAGGAGGTGGGCCCCTTTCTCAGCAGTCAGCTGCTGTTTTTGAGGTCTTCTCC 
ATGGATAATCCACGGGTTGGAAGTGGTTAAGGTAATGGATCCTCATGGGCTTACCATAAAA 
ATATCTGGAGGCTGGACCATTTTCCTTAAAACGTTATAAAAGCTGGAATTGAATGCCATCGG 
TGT CACCCCTGGGAAGTGTGCTTTCTCTTGAGCTCTTTTGGCCCCGAGATAGCAGTCACTCC 
ATAGTTTCGTGAAGACCAGCCTGGGTTGCCTGGTTTTCTGCCATTAGGGAGCAGCTAGAGG 
TCTTCCAGTAGCTCCTGTGTAAAGTGATGAAAGAAAAGGGCTGGGTGCTGACTGCTCCTGGA 
GAAAAGCAACACACTCCCAAAGTCTTAATTGCCTGCTTCCAGGGAGCTGTGGTGGTTTCCCT 
TGGGCAGGGCACACGCCCCAGTGGTTGACTTAATAAGGATACATTTTAATCAGAGGACAAAA 
ATGTGCCCTGACTTGATTTCCGCATGGGCTTCCAGCATGGT CAAAGG 
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FIGURE 36 

></usr/seqdb2/s st/DNA/Dnase CS. Inin / ss. DNA 125192 
><subunit 1 of 1, 19 aa, l stop 
> <MW: 14841, pI: 9. 20, NX (S/T) : 0 
MGLIVAGVWLLLDCVAVHPSVSSHCGPTCWV PSTALTTAGVARSVRS PEPMASERRPGIG 
TQGMPQEFAGLTELFHWSERSVCRRGLLLGVEGQMGFGWERGGMWAGLIGRREGESQGPL 
WAGRGGVLRRLVOLGRGSC 

Important features of the protein: 
Signal peptide : 
Amino acids 1-22 

N-myristoylation sites: 
Amino acids 2-8; 4 O-46; 86-92; 102-108; 103-109 

Amidation site: 
Amino acids 109-113 



Patent Application Publication May 22, 2003 Sheet 38 of 246 US 2003/0096967 A1 

FIGURE 37 
GGCCAGGAATGGGGTCCCCGGGCATGGTGCTGGGCCTCCTGGTGCAGATCTGGGCCCTGCAA 
GAAGCCTCAAGCCTGAGCGTGCAGCAGGGGCCCAACTTGCTGCAGGTGAGGCAGGGCAGTCA 
GGCGACCCTGGTCTGCCAGGTGGACCAGGCCACAGCCTGGGAACGGCTCCGTGTTAAGTGGACA 
AAGGATGGGGCCATCCTGTGTCAACCGTACAT CACCAACGGCAGCCTCAGCCTGGGGGTCTG 
CGGGCCCCAGGGACGGCTCTCCTGGCAGGCACCCAGCCATCTCACCCTGCAGCTGGACCCTG 
TGAGCCTCAACCACAGCGGGGCGTACGTGTGCTGGGCGGCCGTAGAGATTCCTGAGTTGGAG 
GAGGCTGAGGGCAACATAACAAGGCTCTTTGTGGACCCAGATGACCCCACACAGAACAGAAA 
CCGGATCGCAAGCTTCCCAGGATTCCTCTTCGTGCTGCTGGGGGTGGGAAGCATGGGTGTGG 
CTGCGATCGTGTGGGGTGCCTGGTTCTGGGGCCGCCGCAGCTGCCAGCAAAGGGACT CAGGA 
AATGCATTCTACAGCAACGTCCTATACCGGCCCCGGGGGGCCCCAAAGAAGAGTGAGGACTG 
CTCTGGAGAGGGGAAGGACCAGAGGGGCCAGAGCATTTATTCAACCTCCTTCCCGCAACCGG 
CCCCCCGCCAGCCGCACCTGGCGTCAAGACCCTGCCCCAGCCCGAGACCCTGCCCCAGCCCC 
AGGCCCGGCCACCCCGTCTCTATGGTCAGGGTCTCTCCTAGACCAAGCCCCACCCAGCAGCC 
GAGGCCAAAAGGGTTCCCCAAAGTGGGAGAGGAGTGAGAGATCCCAGGAGACCTCAACAGGA 
CCCCACCCATAGGTACACACAAAAAAGGGGGGATCGAGGCCAGACACGGTGGCTCACGCCTG 
TAATCCCAGCAGTTTGGGAAGCCGAGGCGGGTGGAACACTTGAGGTCAGGGGTTTGAGACCA 
GCCTGGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCAG 
CCTGGGCGACAGAGTGAGACTCCGTCTCAAAAAAAAAACAAAAAGCAGGAGGATTGGGAGCC 
TGTCAGCCCCATCCTGAGACCCCGTCCTCATTTCTGTAATGATGGATCTCGCTCCCACTTTC 
CCCCAAGAACCTAATAAAGGCTTGTGAAGAAAAAAAAAAAAAAAA 
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FIGURE 38 

></usr/seqdb2/s st/DNA/Dnas eds. Imin / ss. DNA 1251.96 
><subunit 1 of 1, 278 aa, l stop 
><MW: 30319, pI: 9. 21, NX (S/T) : 3 
MGSPGMVLGLLVOIWALOEASSLSVOQGPNLLOVROGSQATLVCQVDQATAWERLRVKWT 
KDGAILCOPYITNGSISLGVCGPOGRLSWQAPSHLTLQLDPWSLNHSGAYVCWAAVE PE 
LEEAEGNITRLFVDPDDPTQNRNRIASFPGFLFVLLGVGSMGVAAIVWGAWFWGRRSCOO 
RDSGNAFYSNVLYRPRGAPKKSEDCSGEGKDQRGQSIYSTSFPQPAPROPHLASRPCPSP 
RPCPSPRPGHPVSMVRVS PRPSPTOQPRPKGFPKVGEE 

Important features of the protein: 
Signal peptide: 
Anino acids 1-22 

Transmembrane domain : 
Amino acids 149-166 

N-glycosylation sites : 
Amino acids 73-77; 105-109; 127-131 

Glycosaminoglycan attachment site: 
Amino acids 2 O 6 - 21 O 

N-myristoylation sites: 
Anino acids 5-11; 37-43; 63- 69; 1 O 8-114 

Amidation site: 
Amino acids 173-179 
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ACCAGCAGAAGGCTGGGAGTCTGTAGTTTGTTCCTGCTGCCAGGCTCCACTGAGGGGAACGG 
GGACCTGTCTGAAGAGAAGATGCCCCTGCTGACACTCTACCTGCTCCTCTTCTGGCTCTCAG 
GCTACTCCATTGCCACTCAAATCACCGGTCCAACAACAGTGAATGGCTTGGAGCGGGGCTCC 
TTGACCGTGCAGTGTGTTTACAGATCAGGCTGGGAGACCTACTTGAAGTGGTGGTGTCGAGG 
AGCTATTTGGCGTGACTGCAAGATCCTTGTTAAAACCAGTGGGTCAGAGCAGGAGGTGAAGA 
GGGACCGGGTGTCCATCAAGGACAATCAGAAAAACCGCACGTTCACTGTGACCATGGAGGAT 
CTCATGAAAACTGATGCTGACACTTACTGGTGTGGAATTGAGAAAACTGGAAATGACCTTGG 
GGTCACAGTTCAAGTGACCATTGACCCAGCACCAGT CACCCAAGAAGAAACTAGCAGCTCCC 
CAACTCTGACCGGCCACCACTTGGACAACAGGCACAAGCTCCTGAAGCTCAGTGTCCTCCTG 
CCCCTCATCTTCACCATATTGCTGCTGCTTTTGGTGGCCGCCTCACTCTTGGCTTGGAGGATG 
ATGAAGTACCAGCAGAAAGCAGCCGGGATGTCCCCAGAGCAGGTACTGCAGCCCCTGGAGGG 
CGACCTCTGCTATGCAGACCTGACCCTGCAGCTGGCCGGAACCTCCCCGCGAAAGGCTACCA 
CGAAGCTTTCCTCTGCCCAGGTTGACCAGGTGGAAGTGGAATATGTCACCATGGCTTCCTTG 
CCGAAGGAGGACATTTCCTATGCATCTCTGACCTTGGGTGCTGAGGATCAGGAACCGACCTA 
CTGCAACATGGGCCACCTCAGTAGCCACCTCCCCGGCAGGGGCCCTGAGGAGCCCACGGAAT 
ACAGCACCATCAGCAGGCCTTAGCCTGCACTCCAGGCTCCTTCTTGGACCCCAGGCTGTGAG 
CACACTCCTGCCTCATCGACCGTCTGCCCCCTGCTCCCCTCATCAGGACCAACCCGGGGACT 
GGTGCCTCTGCCTGATCAGCCAGCATTGCCCCTAGCTCTGGGTTGGGCTTGGGGCCAAGTCT 
CAGGGGGCTTCTAGGAGTTGGGGTTTTCTAAACGTCCCCTCCTCTCCTACATAGTTGAGGAG 
GGGGCTAGGGATATGCTCTGGGGCTTTCATGGGAATGATGAAGATGATAATGAGAAAAATGT 
TATCATTATTATCATGAAGTACCATTATCATAATACAATGAACCTTTATTTATTGCCTACCA 
CATGTTATGGGCTGAATAATGGCCCCCAAAGATATCTGTGTCCTAATCCT CAGAACTTGTGA 
CTGTTACC'C'GTGGCAGAAAGGGACAGTGCAGATGTATGTAAGTTAAGGACTTTGAGATA 
GAGAGGTTATTCTTGCTGATTCAGGTGGGCCCAAAATAT CACCACAAGGGTCCTCATAAGAA 
AGAGGCCAGAAGGT CAAAGAGGTAGAGACAAAGTGATGATGGAAGTGGACGTGGGTGTGACG 
TGAGCAGGGGCCATGAATGCCGCAGCCTTCAGATGCCAGAAAGGGAAAGGAATGGATTCCCC 
TGCCTGGAGCCTCCAAAAGAAACCAGCCCTGCCCACGCCTTGACTTGAGCCCATTGAAACTG 
ATCTTGAGCTCCTGGCCTCCAGAATTGCAGGAGAATAAATTTGTGTTGTTTTTAATGAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 
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FIGURE 40 

></usr/seqdb2/s st/DNA/Dnased S. min / ss. DNA 125200 
><subunit l of 1, 290 aa, 1 Stop 
><MW: 32335, pI : 5.82, NX (S/T) : 1 
MPLLTLYLLLFWLSGYSIATOITGPTTVNGLERGSLTVOCVYRSGWETYLEKWWCRGAIWR 
DCKILVKTSGSEQEVKRDRVSIKDNQKNRTFTWTMEDLMKTDADTYWCGIEKTGNDLGVT 
VOVTIDPAPVTOEETSSSPT LTGHHLDNRHKLLKLSVILLPLIFTILLL LLWAASLLAWRM 
MKYQQKAAGMSPEQVLQPLEGDLCYADLTLOLAGTSPRKATTKISSAQVDOVEVEYVTMA 
SLPKEDISYASLTLGAEDOEPTYCNMGHI, SSHI, PGRGPEEPTEYSTISRP 

Important features of the protein: 
Signal peptide: 
Amino acids 1 - 15 

Transmembrane domain : 
Amino acids 155-174 

N-glycosylation site: 
Amino acids 88-92 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 28-222 

Tyrosine kinase phosphorylation site: 
Amino acids 276-285 

N-myristoylation sites : 
AIllino a Cids 3O-36; 109-115; 114-120 
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AAGAACACTGTTGCTCTTGGTGGACGGGCCCAGAGGAATTCAGAGTTAAACCTTGAGTGCCT 
GCGTCCGTGAGAATTCAGCATGGAATGTCTCTACTATTTCCTGGGATTTCTGCTCCTGGCTG 
CAAGATTGCCACTTGATGCCGCCAAACGATTTCATGATGTGCTGGGCAATGAAAGACCTTCT 
GCTTACATGAGGGAGCACAATCAATTAAATGGCTGGTCTTCTGATGAAAATGACTGGAATGA 
AAAACTCTACCCAGTGTGGAAGCGGGGAGACATGAGGTGGAAAAACTCCTGGAAGGGAGGCC 
GTGTGCAGGCGGTCCTGACCAGTGACT CACCAGCCCTCGTGGGCTCAAATATAACATTTGCG 
GTGAACCTGATATTCCCTAGATGCCAAAAGGAAGATGCCAATGGCAACATAGTCTATGAGAA 
GAACTGCAGAAATGAGGCTGGTTTATCTGCTGATCCGTATGTTTACAACTGGACAGCATGGT 
CAGAGGACAGTGACGGGGAAAATGGCACCGGCCAAAGCCATCATAACGTCTTCCCTGATGGG 
AAACCTTTTCCT CACCACCCCGGATGGAGAAGATGGAATTTCATCTACGTCTTCCACACACTT 
GGTCAGTATTTCCAGAAATTGGGACGATGTTCAGTGAGAGTTTCTGTGAACACAGCCAATGT 
GACACTTGGGCCTCAACT CATGGAAGTGACTGTCTACAGAAGACATGGACGGGCATATGTTC 
CCATCGCACAAGTGAAAGATGTGTACGTGGTAACAGATCAGATTCCTGTGTTTGTGACTATG 
TTCCAGAAGAACGATCGAAATTCATCCGACGAAACCTTCCT CAAAGATCTCCCCATTATGTT 
TGATGTCCTGATTCATGATCCTAGCCACTTCCT CAATTATTCTACCATTAACTACAAGTGGA 
GCTTCGGGGATAATACTGGCCTGTTTGTTTCCACCAATCATACTGTGAATCACACGTATGTG 
CTCAATGGAACCTTCAGCCTTAACCT CACTGTGAAAGCTGCAGCACCAGGACCTTGTCCGCC 
ACCGCCACCACCACCCAGACCTTCAAAACCCACCCCTTCTTTAGCAACTACTCTAAAATCTT 
ATGATTCAAACACCCCAGGACCTACTGGTGACAACCCCCTGGAGCTGAGTAGGATTCCTGAT 
GAAAACTGCCAGATTAACAGATATGGCCACTTTCAAGCCACCATCACAATTGTAGAGGGAAT 
CTTAGAGGTTAACATCATCCAGATGACAGACGTCCTGATGCCGGTGCCATGGCCTGAAAGCT 
CCCTAATAGACTTTGTCGTGACCTGCCAAGGGAGCATTCCCACGGAGGTCTGTACCATCATT 
TCTGACCCCACCTGCGAGAT CACCCAGA ACACAGTCTGCAGCCCTGTGGATGTGGATGAGAT 
GTGTCTGCTGACT G"'GAGACGAACCTTCAATGGGTCTGGGACGTACTGTGTGAACCT CACCC 
TGGGGGATGACACAAGCCTGGCTCTCACGAGCACCCTGATTTCTGTTCCTGACAGAGACCCA 
GCCTCGCCTTTAAGGATGGCAAACAGTGCCCTGATCTCCGTTGGCTGCTTGGCCATATTTGT 
CACTGTGATCTCCCTCTTGGTGTACAAAAAACACAAGGAATACAACCCAATAGAAAATAGTC 
CTGGGAATGTGGTCAGAAGCAAAGGCCTGAGTGTCTTTCTCAACCGTGCAAAAGCCGTGTTC 
TTCCCGGGAAACCAGGAAAAGGATCCGCTACT CAAAAACCAAGAATTTAAAGGAGTTTCTTA 
AATTTCGACCTTGTTTCTGAAGCTCACTTTTCAGTGCCATTGATGTGAGATGTGCTGGAGTG 
GCTATTAACCTTTTTTTCCTAAAGATTATTGTTAAATAGATATTGTGGTTTGGGGAAGTTGA 
ATTTTTTATAGGTTAAATGTCATTTTAGAGATGGGGAGAGGGATTATACTGCAGGCAGCTTC 
AGCCATGTTGTGAAACTGATAAAAGCAACTTAGCAAGGCTTCTTTTCATTATTTTTTATGTT 
TCACTTATAAAGTCTTAGGTAACTAGTAGGATAGAAACACTGTGTCCCGAGAGTAAGGAGAG 
AAGCTACTATTGATTAGAGCCTAACCCAGGTTAACTGCAAGAAGAGGCGGGATACTTTCAGC 
TTTCCATGTAACTGTATGCATAAAGCCAATGTAGTCCAGTTTCTAAGATCATGTTCCAAGCTA 
ACTGAATCCCACTT CAATACACACTCATGAACTCCTGATGGAACAATAACAGGCCCAAGCCT 
GTGGTATGATGTGCACACTTGCTAGACT CAGAAAAAATACTACTCTCATAAATGGGTGGGAG 
TATTTTGGTGACAACCTACTTTGCTTGGCTGAGTGAAGGAATGATATTCATATATTCATTTA 
TTCCATGGACATTTAGTTAGTGCTTTTTATATACCAGGCATGATGCTGAGTGACACTCTTGT 
GTATATTTCCAAATTTTTGTACAGTCGCTGCACATATTTGAAATCATATATTAAGACTTTCC 
AAAGATGAGGTCCCTGGTTTTTCATGGCAACTTGATCAGTAAGGATTTCACCTCTGTTTGTA 
ACTAAAACCATCTACTATATGTTAGACATGACATTCTTTTTCTCTCCTTCCTGAAAAATAAA 
GTGTGGGAAGAGACA 
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FIGURE 42 
></usr/seddb2/s st/DNA/Dna seqS. min/ss. DNAl25214 
><subunit 1 of 1, 572 aa, 1 stop 
> KMW: 63953, pI: 6.55, NX (S/T) : 12 
MECLYY FLGFLLLAARLPLDAAKRFH DVLGNERPSAYMREHNOLNGWSSDENDWNEKLYP 
VWKRGDMRWKNSWKGGRVOAVLTSDSPALVGSNITFAVNLTFPRCQKEDANGNIVYEKNC 
RNEAGLSADPYWYNWTAWSEDSDGENGTGOSHHNWFPDGKPFPHHPGWRRWN FIYVFHTL 
GOY FOKLGRCSVRVSVNTANVTLGPQLMEVTVYRRHGRAYVPIAQVKDVYVVTDOIPvEv 
TMFOKNDRNSSDETFLKDLPIMFDVLIHDPSHFLNYSTINYKWSFGDNTGLFVSTNHTVN 
HTYVLNGTFSLNLTVKAAAPGPCPPPPPPPRPSKPTPSLATTLKSYDSNTPGPTGDNPLE 
LSRIPDENCQINRYGHFQATITIVEGILEVNIIQMTDVLMPVPWPESSLIDFVVTCOGSI 
PTEVCTIISDPTCEITONTVCSPVDVDEMCLLTVRRTFNGSGTYCVNLTLGDDTSLALTS 
TLISVPDRDPASPIRMANSALISVGCLAIFVTVISLLVYKKHKEYNPIENSPGNVVRSKG 
LSVFLNRAKAVFFPGNQEKDPLLKNOEFKGVS 

Important features of the protein: 
Signal peptide: 
Amino acids 1-21 

Transmembrane domain : 
Amino acids 496 -56 

N-glycosylation sites : 
Amino acids 93-97; 34-138; 14 6-150; 2 OO-2O4; 249-253; 275-279; 

296-3OO; 3 OO-3O4; 306–31 O; 312-316; 459 - A 63; A 67 - 471 

N-myristoylation sites: 
Amino acids 91-97; 147-153; 29 O-296; 418-424 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids A 96-5 OT 

Cell attachment sequence: 
Amino acids 64 - 67 
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FIGURE 44 

></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA125219 
><subunit 1 of 1, 283 aa, l stop 
><MW: 31175, pI: 7. 51, NX (S/T) : 0 
MADPHQLFDDTSSAQSRGYGAQRAPGGLSYPAASPTPHAAFLADPVSNMAMAYGSSLAAQ 
GKELVDKNIDRFI PIT KI, KYY FAVDTMYVGRKLGLLFFPYLHQDWEVOYOODTPVAPRFD 
VNAPDLY I PAMAFITYWLVAGLALGTQDRFSPDLLGLOASSALAWLTLEVLAILLSLYLV 
TVNTDLTTIDLWAFLGYKYVGMIGGVLMGLLEGKIGYYLVLGWCCVAIFVEMIRTLRLKI 
LADAAAEGVPVRGARNOLRMYLTMAVAAAQPMLMYWLTFHLVR 

Important features of the protein: 
Transmembrane domain : 
Amino acids 126-142; 164-179; 215-233 

N-myristoylation sites: 
Amino acids 54 - 60; 14 1-1 47; 15 6-1 62; 20-2O7; 2 O5-211; 2 O 9-215 

Amidation site: 
Amino acids 89-93 
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FIGURE 46 

></usr/seqdb2/s st/DNA/Dnas eqs. min / ss. DNA128309 
><subunit 1 of , 91 aa, l stop 
><MW: 101 12, pI: 8. 64, NX (S/T) : 0 
MSHSSCSGSPRKLLRGVASLILALSSLAAHATPAWAFCSLMLDEPLPPQCFSKTDPPEAS 
LNVKTAEVS WILHISCRKGGWDGPGAPRGPS PT.AAFG, 

Important features of the protein: 
Signal peptide : 
Amino acids 1-31 
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FIGURE 48 

></usr/seqdb2/s st/DNA/DnaseqS. min/SS. DNA1295.35 
><subunit l of , 222 aa, 1 Stop 
><MW: 23566, pI: 6.70, NX (S/T) : 0 
MRVGLALILVGHVNLLLGAVLHGTVLRHVANPRGAVTPEYTVANVISVGSGLLSVSVGLV 
ALLASRNLLRPPLHWVLLALALVNLLLSVACSLGLL LAWSJTWANGGRRLIADCHPGT,L,I) 
PLVPLDEGPGHTDCPFDPTRIYDTALALWIPSLLMSAGEAALSGYCCVAALTLRGVGPCR 
KDGLOGOLEEMTELESPKCKROENEQLLDONQETRASORSWV 

Important features of the protein: 
Signal peptide: 
Amino acids 1-18 

Transmembrane domain : 
Amino acids 44 - 6 O; 76-96 

N-myristoylation sites : 
Aini no acids 94 - 1 OO ; 175-181 

Amidation site: 
Amino acids 106-10 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 81-92 
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FIGURE 49 
CGTCAGTCTAGAAGGATAAGAGAAAGAAAGTTAAGCAACTACAGGAAATGGCTTTGGGAG 
TTCCAATATCAGTCTATCTTTTATTCAACGCAATGACAGCACTGACCGAAGAGGCAGCCG 
TGACTGTAACACCTCCAATCACAGCCCAGCAAGCTGACAACATAGAAGGACCCATAGCCT 
TGAAGTTCTCACACCTTTGCCTGGAAGATCATAACAGTTACTGCATCAACGGTGCTTGTG 
CATTCCACCATGAGCTAGAGAAAGCCATCTGCAGGTGTTTTACTGGTTATACTGGAGAAA 
GGTGTGAGCACTTGACTTTAACTTCATATGCTGTGGATTCTTATGAAAAAT ACATTGCAA 
TTGGGATTGGTGTTGGATTACTATTAAGTGGTTTTCTTGTTATTTTTTACTGCTATATAA 
GAAAGAGGTATGAAAAAGACAAAATATGAAGTCACTTCATATGCAATCGTTTGACAAATA 
GTTATTCAGGCCCTATAATGTGTCAGGCACTGACATGTAAAATTTTTTTAATTAAAAAAG 
AGCTGTAATCTGGCAAAAAGTTTCTATGTAATATTTTTCATGCCTTTTCTCATAAACCCA 
GACGAGTGGTAAAAATTTGCCTTCAGTTGTAATAGGAGAGTTCAAACGTACAGTCTCCCT 
TCAACCTATCTCTGTCTGCCCATATCAAAATTATAAATGAGGAGGACAGCAGGCCCCAAG 
AAAGTAGGGACTAAGTATGTCTTGTTCAAAATTGTATATTCAGTGACTTACACTATGCCT 
AGCACACAACACACACTGAGTAAATATTTGTTGAGTGAAATAAAATCAAGAAACAAGTAA 
AAACTGA 
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FIGURE SO 
></usr/seqdb2/s st/DNA/Dnaseqs. Iain / ss. DNA129549 
><subunit 1 of l, 133 aa, 1 stop 
><MW: 14792, pI : 5.97, NX (S/T) : 0 
MALGVPISVYLLFNAMTALTEEAAVTVTPPITAQOADNIEGPIALKFSHLCLEDHNSYCI 
NGACAFHHELEKAICRCFTGYTGERCEHLTLTSYAVDSYEKYIAIGIGVGLLLSGFLVIE 
YCYIRKRYEKDKI 

Important features of the protein: 
Signal peptide : 

1-20 (weak) 

Transmembrane domain : 

O3-117 

N-myristoylation site. 
4-10; 1 O 6-1.12; 11 O-116 

EGF-like domain cysteine pattern signature. 
75-87 

Integrins beta chain cysteine-rich domain proteins 
66-88 
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FIGURE S1 
GGCTCGAGCTTGGCTCTCAGACCATCCTGGTGGAAGAAACACTAGCAGTCTGCCCAATCTGA 
ATGCAAATCCAGAATAATCTTTTCTTTTGTTGTTACACAGTTATGAGTGCAATTTTTAAATG 
GCTGCTACTCTACAGCCTGCCTGCCTTATGCTTTCTCCTGGGCACGCAGGAAAGTGAGAGCT 
TCCACTCCAAAGCAGAGATCCTAGTGACACTAAGTCAGGTAATAATCTCTCCAGCTGGACCT 
CATGCACTCACATGGACAACACACTTCTCTCCTTCAGTGATCATCATCCTTGTACCATGTTG 
GTGGCATGCTGTAATCGTGACT CAACATCCGGTTGCCAA'''GCTATGTAACAAACCACCTCA 
ACATTCAGTGGCTTGAATTGAAAGCAGGGTCTTGAAGAGATATTTGCACATTTCATCCTCCC 
AGCAGCATTATTCACAACAGCCAATAGGCAGAAGCAACCCAATGTCCAACCATAGATGAGTG 
GATAACCAAAATGTAGTCCATCCATACAATGAAATATGATTCAGCCTTAACAAGGAAGGAAG 
TCCCGCCACGTGCTACAACATGGATGGACCTTGAGGACACTATGCTAAGTGAAGTAAGCCAG 
GCACAAAAGGACAAATACTCTATGATTCCATTTTATAGGGTACCAAAGAGAATCAAACT CAC 
AGAGATAGAAAGTAGACTGGGGTGGCCAGGGACTCGGGGAGAGAGGAAAGGGCAGTTATTGT 
TTAAAAGGTACAGAGTTTCAGTTTGGGAAGATGAAAATGTTCTGGAAACGGTTAATGGTGAT 
TTTACATTGTTTATGTTACCACGATTTGTAAAAGAGCAGCTGCGCTGAGAATGAGCATGCTT 
GTCATTGGCAGCTCTCTGAGATTTTCAGTGCCTCTTACTGGCTTGTTAAGAAGACGGCAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE S2 
></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNAl295.80 
><subunit 1 of l, ll 4 aa, 1 stop 
> <MW: 12886, pI: 7. 04, NX (S/T) : 0 
MQIONNLFFCCYTVMSAIFKWLLLYSLPALCFLLGTQESESFHSKAEILVTLSOVIISPA 
GPHALTWTTH FSPSVIIILVPCW WHAVIVTOHPVANCYVTNHLNIQWLELKAGS 

Important features of the protein: 
Signal peptide: 
Anino acids 1-33 

Transmembrane domain : 
Amino acids 71-86 

N-myristoylation site: 
Amino acids 35 - 4 1 
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FIGURE 53 
TTTTGAAATGGTTTATGACCTCTTCCCCACTTCCCCGCTTGCTTTGCTCATTAGTGTTCCTA 
GGTGGCTGCTGGGTGACGGGCTTTTCATCATCTCTGATGTGGGCCAGTGCGAAAGAGCAGCT 
GCAACATCTGTTTCTAATTGGGTCGTGCCTTTATAAATACTTCTTGCCTATTTGTCACATTG 
CTTCCCTCCCACCCTGTCTTCCTTGGAGTACTGCAGAATCTGTAAGCGTCCCTGGAATGCAC 
ACGTGGACCTTGTCATTCCCAAACAGACTTTCTGCTGGTCAGCACTTTGTAATGTTCGGCTG 
TTACAGGCATTAGTCACTTGTGCTCAGAGAGAGACTGTGGTCTTTGGAAACTGAAGAAAATGTC 
TTTTTTGTTGTTGTTAATTCTTGGCATCCAGTTAGATT'TAACTTCTCAAGAGTTTACACAGA 
CTTTTAGAAAAACATTCTGTCTCTAAGAAAAAAGTGCTCTAGCTTTGTACAGTTTTTGGATT 
TTCACACTTGGTGGTTGTTTGCTGAAATGCTGTTTTGCTAGTGATTCCCCTCCTCCCCCTAT 
CTGGGGTTGTAAGCAGCTCTGGGGCTCTGTTCACTTCGGATACCTGTTTCTGGGGACTGCTT 
TTCAACAGCGTTTTTCCTAAGGGCATATGAGAAATTTAATTTCTGATGGAATGAAGGTGAAA 
CTCTAGTCCCAGGTAAACCTGGGTAGGCTGTAGAGACAGAAAGGGGGCTGCAGGTCTAGGTG 
GAAGAACGAGAACGAATGCAGCATGGTATTTCCAGGCCTTTTAGATTCGGCTTCATCCACAA 
CCAATGTGAGTTCTTATCTGCAAAGCGGGCCTAAGTGTAATGGAGGGAAGGTGGGCCAGGCA 
CCAGGGTCCTGGGTTCTCCCGCGCCT CACTCTGTCTCCACCTGGCCCATGCATAAAGAACAC 
TAGTCAAGTAGCCATTGTACCTGTTTCCTTATCTGAAAATGAGAAGGTTGGAGAGTATGACT 
TCTGTTGAAACAACAAGGCGCTTACAAATTTTGGTGAAGTCGAATGAGGGCAGCGTTA AGAG 
AAATATCAAAGTTAGTCATTGGATTTCAGGGCTTAGGGATGGAAACCAGCTGGTAGTAGACT 
GGTTGTAGTTATGTCCAAAGGGCAGAGTGGGAAAAATTTGGCCGAAAAGAGTGTGGTGGGTG 
ACCAGCAAATGTTAGAGGTATACATCAGGGCACAGAGGAGAAAAGCTAACATGATACTGATG 
ACTTCAAGTCTTCACTGTCCAATTCAGAGGATAGGGGAGGGTTTAAGCTGATTAAACAGTGG 
GCTTTTTTTCTCCTGCA AGAGGGTGGAGGTCTATAACTGTGCAGATTTTATCAGATGCATGC 
TAATACATGTTATTCTGGGGGACTCTCTTATACCTTGAAGTAGACATTGCTGCTATTTGCGT 
GAAAAAAATAGGAGGACTTATTTGAATTGAGAA''GGGGATAGGCTGAGTTCCACCGAGATGT 
TGGCTTAGAGATGCCTGGGCCATGCTGTACAGTAGGAAGCCCAGCAGAGGAGATTGGGCTGT 
GTGGGTCATGACAAAGGGAGTTGTTAGCTTATGGTTGGCTATTAAAGTCATGGGCAAGGATG 
GGCAAGAAAAGTGTGTAAAATGAGCTGACAAAAGATAAATATGTTAATTA 
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FIGURE 54 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNAl297.94 
><subunit 1 of 1, 102 aa, l stop 
> <MW: 11382, pI: 8.72, NX (S/T) : 0 
MTSSPLPRLLCSLVFLGGCWVTGFSSSLMWASAKEOLOHL ELIGSCLYKYFLPICH ASL, 
PPCLPWSTAESVSVPGMHTWTLSFPNRLSAGOHFVMFGCY RH 

Important features of the protein: 
Signal peptide : 
Amino acids 1-21 

N-myristoylation site: 
Amino acids 18-24 

Prokaryotic membrane lipoprotein lipid attachment sites: 
AIllino acids 9-20; 36-47; 

89-100 
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FIGURE S6 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA131590 
><subunit 1 of 1, 497 aa, l Stop 
><MW: 55906, pI: 8.43, NX (S/T) : 4 
MSCVLGGVIPLGLL FLVCGSQGYLLPNVTLLEELLSKYOHNFSHSRVRRAIPREDKEEIL 
MLHNKLRGOVQPQASNMEYMTWDDELEKSAAAWASOCIWEHGPTS LLVSIGONLGAHWGR 
YRSPGFHVOSWYDEVKDYTYPYPSECNPWCPERCSGPMCTHYTQIVWATTNKIGCAVNTC 
RKMTVWGEWWENAVY FVCNYSPKGNWIGEAPY KNGRPCSECPPSYGGSCRNNICYREETY 
TPKPETDEMNEVETAPIPEENHVWLQPRVMRPTKPKKTSAVNYMTQVVRCDTKMKDRCKG 
STCNRYQCPAGCLNHKAKIFGSLFYESSSSICRAAIHYGILDDKGGLVDITRNGKVPFFV 
KSERHGVOSLSKYKPSSSFMVSKVKVQDLDCYTTVAQLCPFEKPATHCPRIHCPAHCKDE 
PSYWAPVFGTNIYADTSSICKTAVHAGVISNESGGDVDVMPVDKKKTYVGSLRNGVOSES 
LGT PRE)GKAFRIFAVRO 

Important features of the protein: 
Signal peptide : 
Amino acids - 22 

N-glycosylation sites : 
Amino acids 27-31; 41-45; .451 - 455 

cAMP- and ccMP-dependent protein kinase phosphorylation sites: 
Amino acids 181-185; 276-280; 464 - 468 

Tyrosine kinase phosphorylation site: 
Amino acids 385 - 393 

N-myristoylation sites: 
Amino acids 111-117; 115-121; 17 4-18 O; 2 O 4-210; 227-233; 300-306; 

447-453; 47 O-476 

Extracellular proteins SCP/Tpx-1/Ag5/PR-1/Sc7 signature 2 : 
Amino acids 195-2O7 

SCP-like extracellular protein : 
Amino acids 56-208 



Patent Application Publication May 22, 2003 Sheet 58 of 246 US 2003/0096967 A1 

FIGURE 57 
GCACGAGGCCAAACACAGCAGCCTCAACATGAAGGTGGTTATGGTCCTCCTGCTTGCTGCCC 
TCCCCCTTTACTGCTATGCAGGTTCTGGTTGCGTTCTTCTGGAGAGCGTCGTGGAAAAGACC 
ATCGATCCATCGGTTTCTGTGGAGGAATACAAAGCAGATCTTCAGAGGTTCATCGACACTGA 
GCAAACCGAAGCAGCTGTAGAGGAGTTCAAGGAGTGCTTCCTCAGCCAGAGCAATGAGACTC 
TGGCCAACTTCCGAGTCATGGTGCATACGATATATGACAGCCTTTACTGTGCTGCGTATTAA 
CTGTCACAAGAACTTTGGCTCAGAGGAATCCAGACGATGCTCACAACCCGACTGTGGACTGG 
CAGAAATCTCAACTTTTCCTTTTGACTTTCCCCTTTGATCAGTAATATGGAAGACGTTGT TO 
AAACCTGAAGTATAGTTAATTTAAATAAACCCACTGCAAGAAAAAAAAAAAA 
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FIGURE 58 

></usr/seqdb2/s st/DNA/Dnaseqs. min/s S. DNA135 l73 
><subunit 1 of 1, 93 aa, 1 stop 
> <MW: 10456, pI: 4.37, NX (S/T) : 1 
MKVVMVLLLAALPLYCYAGSGCVLLESVVEKTIDPSVSVEEYKADLQRFIDTEQTEAAVE 
EFKECFLSQSNETLANFRVMVHTIYDSLYCAAY 

Important features of the protein: 
Signal peptide : 
Anino acids 1-18 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 12-23 
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FIGURE 59A 
CAAGTCCGTTGAGGCTGCCAGGCGAGTCAGGTCTCTCTGGACCTCGCCTGACTCGGCTGGGC 
TGTGCCTGAAATTGACCCAGCTCCACCATACTCCTTGATTATGAGAAAACAAGGAGTAAGCT 
CAAAGCGGCTGCAATCTTCCGGCCGCAGCCAGTCTAAGGGGCGGCGCGGGGCCTCCCTCGCC 
CGGGAGCCGGAGGTAGAGGAGGAGGTGGAAAAGTCGGTCCTAGGCGGCGGGAAACTGCCAAG 
GGGCGCCTGGAGGTCCTCCCCGGGGAGGATCCAAAGTCTGAAAGAGCGAAAAGGCTTGGAGC 
TAGAGGTGGTGGCCAAGACCTTTCTTCTCGGCCCCTTCCAGT"I'CGTCCG'TAATTCCCTGGCG 
CAGCTCCGGGAAAAGGTGCAGGAACTGCAGGCGCGGCGGTTCTCCAGCAGAACCACTCTCGG 
CATCGCTGTCTTTGTGGCAATTTTACATTGGTTACATTTAGTAACACTTTTTGAAAATGATC 
GTCATTTCTCTCACCTCTCATCTTTGGAACGGGAGATGACTTTTCGCACTGAAATGGGACT 
TATTATTCATACTTCAAGACCATTATTGAAGCACCTTCGTTTTTGGAAGGACTGTGGATGAT 
TATGAATGACAGGCTTACTGAATATCCTCTTATAATTAATGCAATAAAACGCTTCCATCTTT 
ATCCAGAGGTAATCATAGCCTCCTGGTATTGCACATTCATGGGAATAATGAATTTATTTGGA 
CTAGAAACTAAGACCTGCTGGAATGT CACCAGAATAGAACCTCTTAATGAAGTTCAAAGCTG 
TGAAGGATTGGGAGATCCTGCTTGCTTTTATGTTGGTGTAATCTTTATTTTAAATGGACTAA 
TGATGGGATTGTTCTTCATGTATGGAGCATACCTGAGTGGGACT CAACTGGGAGGTCTIATT 
ACAGTACTGTGCTTCTTTTTCAACCATGGAGAGGCCACCCGTGTGATGTGGACACCACCTCT 
CCGTGAAAGTTTTTCCTATCCTTTCCTTGTACTTCAGATGTGTATTTTAACTTTGATTCTCA 
GGACCT CAAGCAATGATAGAAGGCCCTTCATTGCACTCTGTCTTTCCAATGTTGCTTTTATG 
CTTCCCTGGCAATTTGCTCAGTTTATACTTTTTACACAGATAGCATCATTATTTCCCATGTA 
TGTTGTGGGATACATTGAACCAAGCAAATTTCAGAAGATCATTTATATGAACATGATTTCAGTT 
ACCCTTAGTTTCATTTTGATGTTTGGAAATTCAATGTACTTATCTTCTTATTATTCTTCATC 
TTTGTTAATGACGTGGGCAATAATTCTAAAGAGAAATGAAATTCAAAAACTGGGAGTATCTA 
AACT CAACTTTTGGCTAATTCAAGGTAGTGCCTGGTGGTGTGGAACAATCATTTTGAAATTT 
CTGACATCTAAAATCTTAGGCGTTTCAGACCACATTCGCCTGAGTGATCTTATAGCAGCCAG 
AATCTTAAGGTATACAGATTTTGATACTTTAATATATACCTGTGCTCCCGAATTTGACTTCA 
TGGAAAAAGCGACTCCGCTGAGATACACAAAGACATTATTGCTTCCAGTTGTTATGGTGATT 
ACATGTTTTATCTTTAAAAAGACTGTTCGTGATATTTCATATG'I'TTTAGCTACAAACATTTA 
TCTAAGAAAACAGCTCCTTGAACACAGTGAGCTGGCTTTTCACACATTGCAGTTGTTAGTGT 
TTACTGCCCTTGCCATTTTAATTATGAGGCTAAAGATGTTTTTGACACCGCACATGTGTGTT 
ATGGCTTCCTTGATATGCTCTCGACAGCTCTTTGGCTGGCTTTTTCGCAGAGTTCGTTTTGA 
GAAGGTTATCTTTGGCATTTTAACAGTGATGT CAATACAAGGTTATGCAAACCTCCGTAATC 
AATGGAGCATAATAGGAGAATTTAATAATTTGCCTCAGGAAGAACTTTTACAGTGGATCAAA 
TACAGTACCACATCAGATGCTGTCTTTGCAGGTGCCATGCCTACAATGGCAAGCATCAAGCT 
GTCTACACTTCATCCCATTGTGAATCATCCACATTACGAAGATGCAGACTTGAGGGCTCGGA 
CAAAAATAGTTTATTCTACATATAGTCGAAAA"I'CTGCCAAAGAAGTAAGAGATAAATTGTTG 
GAGTTACATGTGAATTATTATGTTTTAGAAGAGGCATGGTGTGTTGTGAGAACTAAGCCTGG 
TTGCAGTATGCTTGAAATCTGGGATGTGGAAGACCCTTCCAATGCAGCTAACCCTCCCTTAT 
GTAGCGTCCTGCTCGAAGACGCCAGGCCTTACTTCACCACAGTATTTCAGAATAGTGTGTAC 
AGAGTATTAAAGGTTAACTGAGAAGGATACTACCCATTTTACTATGGCACAATGCCGTGTGT 
CAAAAACAATCACCCTTTGGCTTATTCACATTAATAAAAATCACAAGCTTTAATAACAGACA 
CTTAAAAATAAGATAAAAATGGATTGGAAATTTTTCTGATTACTAAAAGGTAAATTACTTTT 
CTGTTCATTGAATGTCAGCCTTATTAAGCTTGTCATATAAGTTATTAAATCATTCATGTCAT 
ACTGCATAAACAAATGTTCATTTCAGAATTTTAAAGAGAAATGTATATAAAGAACMATGATT 
TTAATAATCAGGGGTATGTAAGTCC'I'TTTTCATCCAACTAGGTGAATTGCTTCAGATTTTCT 
CTAGTACCAGAGGGTACCTCCT CAAACTCTTTGAACCACTTAAGGCAGAAGAATGCAAGCTC 
TGAAATGACATCCTTAAAATGCTGATACTGGTCACAGCCTCTTTACCTCTGTGAGGAAATTG 
TAACAGTGTGTCTTTTAAGGTGTTTTTATTTTACCAGCCCTTAAGAAAGATCTCTAATACCT 
TTTAATACTTTTTTTTAATAATTTCAAGTTGAAGTGTTTTTAAAAACACTTTGTTTTGTAAT 
GTTTTGAATCTCTTGAGATGTGTTTACCCCACTAGATACATATTTGCCACTGGTTAGTTCTC 
CATCTAAGCTCAAGAGGTTATTCATCTCTCTTTAGATTCCAGTGGCTTTTCTTTTAACATCC 
AGGTAAAACAGAAACTGCTATGGTATACAACCAAGTTTTGGGGTTAAACATAATCAGAAAAG 
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FIGURE S9B 
AAAATCCAGTTAAATTTATGAAGTGAGATTTTCAGATCCTAGATCTTGAATAAAGGAAAGGT 
CTTTTCATCTTGATGGCCCCAAAGCTTGTTGGTCATGGTCTTTATTTCTGGCCACTATCTTC 
TTAAATAATATATTTTTAAGCCCTCATTTATTTTTGGTTTTGGGTGAGGAAAGTCATGTTTT 
CTAAGTCCTCTCCCCTAATAAAACCTACCCAACAATAGTGCTTTGAAAAGTGGTAGTTATCT 
TGAAGATACTCTTGCCAAATGCAAAGATAAACATTCTTTTTGTCTGCTTTATAAATATGAAA 
TATGCCAGATCTATAGTATTTTAATGTGCATCTACTTTAAATGAGTCATCTTGGGGTTTTTA 
TAAT"I'CCCT"TATGTTCTTGCCCCTCTACACTTGAAATAACAAAATGCCT''TAATTTTATGGAT 
TAGTTCTCTTATAGTAGACAGGCAGCTATATGCAGCAAAACCAATAAAGTTATTTTTCAACT 
TTCATAGTTGTAAAATATCTTATACCAGAATACAAAACAGCTAAGAAAACATGCCACATTTTAT 
TTTAGCATTTT CAAATAATTTGTTTTTGGTGTAAGCACAGGATAAAAAAGGAGAGCGT CAAA 
GAAAAGAGACATAACACCTAACATTCATAAAAATTAACAAAGTATATTTTGGATGATGTTTT 
TACAGGAAATATTTTAAATAAGTTGGTAGAACTTTTAAAATGGTACTGTATTAGCTAATAAA 
ATATTCAGTACAAATATATGTTTGGATTTATGCATTAAAAAACTAATAAAATTATTTCCAAC 
TTTA 
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FIGURE 60 

></usr/seqdb2/s st/DNA/DnaseqS. min / ss. DNA138039 
><subunit 1 of 1, 758 aa, 1 stop 
> <MW: 87354, pI: 9. 36, NX (S/T): 1 
MRKOGVSSKRLOSSGRSQSKGRRGAS LAREPEVEEEVEKSVLGGGKL PRGAWRSSPGRIQ 
SLKERKGLELEVVAKTFLLGPFOFVRNSLAOLREKVOELOARRFSSRTTLGIAVEVAILH 
WLHLVTL FENDRH FSHLSSLEREMT FRTEMGLYYSY FKTIIEAPSFLEGLWMIMNDRLTE 
YPLIINAIKRFHLY PEVIIASWYCTFMGIMNLFGLETKTCWNVTRIEPLNEVOSCEGLG D 
PACFYVGVIFILNGLMMGLFFMYGAYLSGTQLGGILITVLCFFFNHGEATRVMWTPPLRES 
FSYPFLVIQMCILTLILRTSSNDRRPFIALCLSNVAFMLPWOFAQFILFTQIASLFPMYV 
VGYIEPSKFOKIIYMNMISVTLSFILMFGNSMYLSSYYSSSLLMTWAIILKRNEIOKLGV 
SKLNFWLIOGSAWWCGTIILKFLTSKILGVSDHIRLSDLIAARILRYTDFDTLIYTCAPE 
FDFMEKATPLRYTKTLLLPVVMVITCFIFKKTVRDISYVLATNIYLRKOLLEHSELAFHT 
LQLLVFTALAILIMRLKMFLTPHMCVMAS LICSRQLFGWLFRRVRFEKVIFGILTVMSIQ 
GYANLRNQWSIIGEFNNT, POEELLOWIKYSTTSDAVFAGAMPTMASIKLSTLHPIVNHPH 
YEDADLRARTKIVYSTYSRKSAKEVRDKLLELHVNYYVLE EAWCVVRTKPGCSMLEIWDV 
EDPSNAANPPLCSVILLEDARPYFTTV FONSWYRVLKVN 

Important features of the protein: 
Transmembrane domain : 
Amino acids 1 O 9-124; 197-213; 241-260; 2 66-283; 302-315; 336-356; 

376-39); 430 - 45 O; 495 - 5 O 9; 5 4 1-5 6.O; 584 - 599; 634 - 647 

N-glycosylation site: 
Amino acids 222-226 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 102-106 

Tyrosine kinase phosphorylation site: 
Anino acids 5 - 519 

N-myristoylation sites: 
Amino acids 24-30; 5 O-56; 151-157; 25 4-2 60; 264-27 O; 269-275; 

273-279; 639 - 645 

Amidation site: 
Amino acids 20-24 
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FIGURE 61 
GGCGCGGCCACATCCTTTAAATATGGTCTTTCTTGGGCGCGCGCGACAATGTGAGGAGTGGG 
GTGGAGCGTGTGTGGTGTGTGGCTGCGGCCTGGGCAAGAGCCGCCGCGGACCATGAGCTGAG 
TAAGTTCTGGAGGGATCCTGCCTCTTGGAGCCTTCGCAGCCAGGCAGCTGTGAACTGTGAGC 
TAGAGTGAAGCAGAAATCTAGGAAGATGAGCTCCAAGATGGTCATAAGTGAACCAGGACTGA 
ATTGGGATATTTCCCCCAAAAATGGCCTTAAGACATTTTTCTCTCGAGAAAATTATAAAGAT 
CATTCCATGGCTCCAAGTTTAAAAGAACTACGTGTTTTATCCAACAGACGTATAGGAGAAAA 
TTTGAATGCCTCAGCAAGTTCTGTAGAAAATGAGCCGGCAGTTAGTTCAGCAACT CAAGCAA 
AGGAAAAAGTTAAAACCACAATTGGAATGGTTCTTCTTCCAAAACCAAGAGTTCCTTATCCT 
CGTTTCTCTCGTTTCTCACAGAGAGAGCAGAGGAGTTATGTGGACTTGTTGGTTAAATACGC 
AAAGATTCCTGCAAATTCCAAAGCTGTTGGAATAAATAAAAATGACTACTTGCAGTACTTGG 
ATATGAAAAAACATGTGAACGAAGAAGTTACTGAGTTCCTAAAGTTTTTGCAGAATTCTGCA 
AAGAAATGTGCGCAGGATTATAATATGCTTTCTGATGATGCCCGTCTCTTCACAGAGAAAA' 
TTTAAGAGCTTGCATTGAACAAGTGAAAAAGTATTCAGAATTCTATACTCTCCACGAGGTCA 
CCAGCTTAATGGGATTCTTCCCATTCAGAGTAGAGATGGGATTAAAGTTAGAAAAAACTCTT 
CTCGCATTGGGCAGTGTAAAATATGTGAAAACAGTATTTCCCTCAATGCCTATAAAGTTGCAG 
CTGT CAAAGGACGATATAGCTACCATTGAAACGTCAGAACAAACAGCTGAAGCTATGCATTA 
TGATATTAGTAAAGATCCAAATGCAGAGAAGCTTGTTTCCAGATATCACCCTCAGATAGCTC 
TAACTAGTCAGTCATTATTTACCTTATTAAATAATCATGGACCAACGTACAAGGAACAGTGG 
GAAATTCCAGTGTGTATTCAAGTAATACCTGTTGCAGGTTCAAAACCAGTTAAAGTAATATA 
TATTAATTCACCACTTCCCCAAAAGAAAATGACTATGAGAGAGAGAAATCAAATCTTTCATG 
AAGTTCCATTAAAATTTATGATGTCCAAAAACACATCTGTTCCAGTCTCTGCAGTCTTTATG 
GACAAACCTGAAGAGTTTATATCTGAAATGGACATGTCCTGTGAAGTCA ACGAGTGCCGAAA 
AATTGAGAGTCTTGAAAACTTGTATTTGGATT"I"I'GATGATGATGT CACAGAACTTGAAACTT 
TTGGAGTAACCACCACCAAAG''ATCAAAATCACCAAGTCCAGCAAGTACT'TCCACAGTACCT 
AACATGACAGATGCTCCTACAGCCCCCAAAGCAGGAACTACAACTGTGGCACCAAGTGCACC 
AGACATTTCTGCTAATTCTAGAAGTTTATCTCAGATTCTGATGGAACAATTGCAAAAGGAGA 
AACAGCTGGTCACTGGTATGGATGGTGGCCCTGAGGAATGCAAAAATAAAGATGATCAGGGA 
TTTGAATCATGTGAAAAGGTATCAAATTCTGACAAGCCTTTGATACAAGATAGTGACTTGAA 
AACATCTGATGCCTTACAGTTAGAAAATTCTCAGGAAATTGAAACTTCTAATAAAAATGATA 
TGACTATAGATATACTACATGCTGATGGTGAAAGACCTAATGTTCTAGAAAACCTAGACAAC 
TCAAAGGAAAAGACTGTTGGATCAGAAGCAGCAAAAACTGAAGATACAGTTCTCTGCAGCAG 
TGATACAGATGAGGAGTGTTTAATCATTGATACAGAATGTAAAAAAACCAGTTATAACAGTG 
TTTAATTTAGATAAGTTTGAGGGAAAATAATCAGTAGGCAAGAGGAACATTTTTCCTGTAGT 
AGCTAGAGTGCCTTGAAAAAATGTGTTGGCTATGTGAAGGAATATTTCAACTAAAATGGAAT 
GGTATGCTTTTCACCCTTAAAGTTTGAGGAGGATCTTGATATGTTTTAACATTATCATGGCA 
GGGAAATATATAAAGAAGAAAAATATTTTTACATTAAACCTTTTCTAAAAATTGTAAATAGA 
AAAATAATTTGGTTTTTTATCAAGAACAACACTTATCGTTATGTATTGTGTTAGTTATATTG 
CCAGTCTGTTGCGACTGACT CAAAAAGTTAAATGTTGCCACTGCTGAAGA"I'GATTAGAGCA 
TCGCAAACTTTGTTTCTGACCCATTTTGACAGTTTTTATATACTCCTTTAAAATGATGAATG 
TTACAGGTTAATAAAGTTAATACCTTTAAA 
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FIGURE 62 
></usr/seqdb2/s st/DNA/Dnaseqs, min/ss. DNAl395.40 
><subunit l of 1, 592 aa, 1 stop 
><MW: 66453, pI : 5. 42, NX (S/T) : 3 
MSSKMVISEPGLNW DISPKNGLKTFFSRENYKDHSMAPSLKELRVLSNRRIGENLNASAS 
SVENEPAVSSATOAKEKVKTTIGMVLLPKPRVPYPRFSRFSQREQRSYVDLLVKYAKIPA 
NSKAVGINKNDYLQYLDMKKHVNEEVTEFLKELONSAKKCAQDYNMLSDDARLFTEKILR 
ACIEQVKKYSE FYTLHEVTSLMGFFPFRVEMGLKLEKTLLALGSVKYWKTVFPSMPIKLQ 
LSKDDIATIETSEQTAEAMHYDISKDPNAEKLVSRYHPQIALTSQSL FTLLNNHGPTYKF 
QWEIPVCIQVIPVAGSKPVKVIYINSPLPQKKMTMRERNOIFHEVPLKEMMSKNTSVPVS 
AVFMDKPEEFISEMDMSCEVNECRKIESLENLYLDFDDDVTELETFGVTTTKVSKSPS PA 
STSTVPNMTDAPTAPKAGTTTVAPSAPDISANSRSLSOILMEOLOKEKOLVTGMDGGPEE 
CKNKDDQGFESCEKVSNSDKPLIQDSDLKTSDALQLENSOEIETSNKNDMTI DILHADGE 
RPNVLENLDNSKEKTVGSEAAKTEDTVLCSSDTDEECLIIDTECKKTSYNSW 

Important features of the protein: 
N-glycosylation sites: 
Amino acids 56-60; 354-358; 427 - 431 

cAMP- and cqMP-dependent protein kinase phosphorylation sites: 
Amino acids 187-191; 331-335; 585-589 

N-myristoylation sites: 
Ami Iho acids 126-132; 4 O7 - 4 13; 557-5 63 
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FIGURE 64 
></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA13.9602 
><subunit 1 of 1, 159 aa, l stop 
><MW: 15900, pI: 8.07, NX (S/T) : 0 
MGRPRPFCPRSLVWSAOALLSHITCVVGPGPPVPGHRCGRPRPSCPGPPVOVTGV VGPGP 
SWPGHLCGRPRALLYHVTVEGLALEEGRDLALVGAGFQGVACQQEGAGGMGPGGTOGWGA 
TAGDCPEAPPGHLATA TVAHGHLVPFOGTRGGSDAAGHD 

Important features of the protein: 
Signal peptide : 
AIaino acids 1-25 

N-myristoylation sites: 
Amino acids 109-115; 113-ll 9; 119-125; 148-154; 151-157; 152- .58 
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FIGURE 65 
GGCGACCACCGCCGCCTCCT CACCTGGCCATTGGTGCAGCCCGTTCCCGGCGGCGAGAGAAG 
GCAGGCGCGCTCCTTGCGCCACGCCACACCGTCGGGCCCCCGTCGGGTCCCCCTCGGGCCGCA 
ATGGTGGGCTCCGCGCGGCTGGGTCCGGCACTCTTGACCCCCTTTGTAACCACCGCGGCGGG 
CACCCAGGGAGTTCGAGCAACGAAGTTGGTGACCTGCCCCGCTCCCAGGCAGTTTGCTGTTG 
GGGCTTTCACGGCTGCTGGAAGGGCATGGCTGTTTGTCCCATCACTGGGCGCCAGCTTCTCA 
AAGCTACGTTCACAGCAACGCAGTAGGGACTTTCGTGGCAGGCTTTTTTTAAGAGCTGAAAG 
AAGGGCGGGAGGGTTTACGTCCTAGGGTGATGATTTCCT CACCAGACAGCGAAGTATCTATT 
GGGAAACTCCAGGTGACCGCACCTCCTTCCGACAGTTCGCCCCGGGGCAAGTTTACCAGCTG 
CGTCAGAAAGCAGGTTTGCAAAATCCTTGGAGAACGGCCTGAGCTAAGGACTGGGGTCAGGA 
GGGTTTTAAACTCATTCTGATTTTCTTGCAATCATATCTCTTGAAAGTTTTTATATTTTCCC 
CAATATTTTTCTGAGTTGCTATATCCAATGAAAACAATGCTGATGTAGAGGTCCACCAGCCA 
ATGCTTTATTGGAAGTCAACGAATGAGACCGAGGGTGGCCCATAATCAATC'I'CGGCACGCCG 
GAATGTGAACCTCTTCCAAGGTCTGGGCGAGTCCCTAGAGTTACGCAGATGAAGGACATTGG 
CCCTCGAGAATCTCACACCAGCAAAGAAGAGCACAACGAAGCGCAAACTACTTATGATCATT 
GTGGCTTTGGGCAAGTTGTTGTAGCTCCCAGCAACAATTTCTTCACCTGGAGTGCAGCAATA 
AATGATACTGGTGCTGCAGGGCAGCTAATAAGCTTCTGAATAATATATGCAAAGTACTTGGC 
ACCATGAGCAGAACTCAGTATACCGTCACTGAAGAAATAGCTTATTTAATGATTACACTTTT 
CATATGTGCAAGTAAAAGTTTGACTTTTAGGGAGAGCCT CACCTACGGAATGTCTTTTTTAA 
ATTTCTTTTTTAATTATACTTTAAGTTCTGGGATACATGTGCAGAACGTGCAGGTTT GTTAC 
ACAGGTATACATGTGCCATGGTGGTTTGCAGCACCCATCAACCCTTCATCTAGGTTTTAAGC 
TCCGCATGCATTAGTTATTTGTCCTAATGCTCTCCCTCCCCTTGTCCCCCACCCCCCAACAG 
GCCTCAGGGTGTGATGTTCCCCTCCCTGGGTCCATATGTTCTCATTGTTCAACTCCCACTTA 
TGATGAGAACATGCAGTGTTTGGTTTTCTGTTCCTGTGTTAGTTTGCTGAGAATGATGGTTT 
CCACCATCATCCACGTCCCTGCAAAGGACATGAATTCATTCTTTTTTATGGCTGCATGGTAT 
TCCATGGTGTATATGTGCCACATTTTCTTCATCCAGTCTATCATTGATGGGCACTTGGGTTG 
GTTCCAAG ACTTTGTTAT"TGTGAACAGTGCTGCAATAAACATACGTTTGTATGTGT CAAAAA 
AAAAAAAAAAAAAAAA 
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FIGURE 66 

></usr/seqdb2/s st/DNA/Dnased s. min / ss. DNAl39632 
><subunit 1 of 1, 90 aa, 1 stop 
><MW: 9586, pI: 12. 18, NX (S/T) : 0 
MVGSARLGPALLTPFWTTAAGTOGVRATKLVTCPAPROFAVGAFTAAGRAWLFV PSLGAS 
FSKLRSQQRSRDFRGRLFLRAERRAGGFTS 

Important features of the protein: 
Signal peptide: 
Amino acids 1-24 

N-myristoylation sites: 
Amino acids 24-3 O; 42-48; 58-64 
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FIGURE 67 
CATGTCTAGACTGGGAGCCCTGGGTGGTGCCCGTGCCGGGCTGGGACTGTTGCTGGGTACCG 
CCGCCGGCCTTGGATTCCTGTGCCTCCTTTACAGCCAGCGATGGAAACGGACCCAGCGTCAT 
GGCCGCAGCCAGAGCCTGCCCAACTCCCTGGACTATACGCAGACTTCAGATCCCGGACGCCA 
CGTGATGCTCCTCCGGGCTGTCCCAGGTGGGGCTGGAGATGCCTCAGTGCTGCCCAGCCTTC 
CACGGGAAGGACAGGAGAAGGTGCTGGACCGCCTGGACTTTGTGCTGACCAGCCTTGTGGCG 
CTGCGGCGGGAGGTGGAGGAGCTGAGAAGCAGCCTGCGAGGGCTTGCGGGGGAGATTGTTGG 
GGAGGTCCGATGCCACATGGAAGAGAACCAGAGAGTGGCTCGGCGGCGAAGGTTTCCGTTTG 
TCCGGGAGAGGAGTGACTCCACTGGCTCCAGCTCTGTCTACTTCACGGCCTCCTCGGGAGCC 
ACGTTCACAGATGCTGAGAGTGAAGGGGGTTACACAACAGCCAATGCGGAGTCTGACAATGA 
GCGGGACTCTGACAAAGAAAGTGAGGACGGGGAAGATGAAGTGAGCTGTGAGACTGTGAAGA 
TGGGGAGAAAGGATTCTCTTGACTTGGAGGAAGAGGCAGCTTCAGGTGCCTCCAGTGCCCTC 
GAGGCTGGAGGTTCCTCAGGCTTGGAGGATGTGCTGCCCCTCCTGCAGCAGGCCGACGAGCT 
GCACAGGGGTGATGAGCAAGGCAAGCGGGAGGGCTTCCAGCTGCTGCTCAACAACAAGCTGG 
TGTATGGAAGCCGGCAGGACTTTCTCTGGCGCCTGGCCCGAGCCTACAGTGACATGTGTGAG 
CT CACTGAGGAGGTGAGCGAGAAGAAGTCATATGCCCTAGATGGAAAAGAAGAAGCAGAGGC 
TGCTCTGGAGAAGGGGGATGAGAGTGCTGACTGT CACCTGTGGTATGCGGTGCTTTGTGGTC 
AGCTGGCTGAGCATGAGAGCATCCAGAGGCGCATCCAGAGTGGCTTTAGCTTCAAGGAGCAT 
GTGGACAAAGCCATTGCTCTCCAGCCAGAAAACCCCATGGCTCACTTTCTTCTTGGCAGGTG 
GTGCTATCAGGTCTCTCACCTGAGCTGGCTAGAAAAAAAAACTGCTACAGCCTTGCTTGAAA 
GCCCTCTCAGTGCCACIGIGGAAGATGCCCTCCAGAGCTTCCTAAAGGCTGAAGAACTACAG 
CCAGGATTTTCCAAAGCAGGAAGGGTATATATTTCCAAGTGCTACAGAGAACTAGGGAAAAA 
CTCTGAAGCTAGATGGTGGATGAAGTTGGCCCTGGAGCTGCCAGATGTCACGAAGGAGGATT 
TGGCTATCCAGAAGGACCTGGAAGAACTGGAAGTCATTTTACGAGACTAACCACGTTTCACT 
GGCCTTCATGACTTGATGCCACTATTTAAGGTGGGGGGGCGGGGAGGCTTTTTTCCTTAGAC 
CTTGCTGAGATCAGGAAACCACACAAATCTGTCTCCTGGGTCTGACTGCTACCCACTACCAC 
TCCCCATTAGTTAATTTATTCTAACCTCTAACCTAATCTAGAATTGGGGCAGTACTCATGGC 
TTCCGTTTCTGTTGTTCTCTCCCTTGAGTAATCTCTTAAAAAAATCAAGATTCACACCTGCC 
CCAGGATTACACATGGGTAGAGCCTGCAAGACCTGAGACCTTCCAATTGCTGGTGAGGTGGA 
TGAACTT CAAAGCTATAGGAACAAAGCACATAACTTGTCACTTTAATCTTTTTCACTGACTA 
ATAGGACTCAGTACATATAGTCTTAAGATCATACCTTACCTACCAAGGTAAAAAGAGGGATCA 
GAGTGGCCCACAGACATTGCTTTCTTATCACCTATCATGTGAATTCTACCTGTATTCCTGGG 
CTGGACCACTTGATAACTTCCAGTGTCCTGGCAGCTTTTGGAATGACAGCAGTGGTATGGGG 
TTTATGATGCTATAAAACAATGTCTGAAAAGTTGCCTAGAATATATTTTGTTACAAACTTGA 
AATAAACCAAATTTGATGTT 
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FIGURE 68 

></usr/seqdb2/s st/DNA/Dna seqs. Iain / ss. DNAl396.86 
><subunit 1 of 1, 470 aa, l stop 
> KMW: 52 118, pI : 5.06, NX (S/T) : 0 
MSRLGALGGARAGLGLLLGTAAGLGFLCLLYSORWKRTORHGRSQSLPNSLDYTOTSDPG 
RHVMLLRAVPGGAGDASVLPSLPREGOEKVLDRLDFVLTSLVALRREVEELRSSLRGLAG 
EIVGEVRCH MEENQRVARRRRFPFVRERSDSTGSSSVYFTASSGATFTDAESEGGYTTAN 
AESDNERDSDKESEDGE DEVSCETVKMGRKDSLDLEEEAASGASSALEAGGSSGLEDVLP 
LLOOADELHRGDEQGKREGFQLLLNNKLWYGSRQDFLWRLARAYSDMCELTEEVSEKKSY 
ALDGKEEAEAALEKGDESADCHLWYAVLCGQLAEHESIORRIQSGFSFKEHVDKAIALOP 
ENPMAHFLLGRWCYQVSHLSWLEKKTATALLESPLSATVEDALOSFLKAEELOPGFSKAG 
RVY ISKCY RELGKNSEARWWMKLALELPDWTKEDIAIOKDLEELEVILRD 

Important features of the protein: 
Signal peptide : 
AI nino acids -32 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
AIllino acids 209-213 

N-myristoylation sites : 
Amino acids 5-11; 8-14; 9-15; 15-21; 19-25; 72-78; 164-17 O; 

174 - 18 O; 222-228; 230-236 

Amidation sites : 
Amino acids 2O7-211; 254 - 258 

Cell attachment sequence: 
Amino acids 25 O-253 
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FIGURE 69 - 
CCCACGCGTCCGAAACACTTTAAACCTGACCAGCTAAATGGATAAACCTAGCCTGCATAGCT 
TTTAAACTGGGGTCTCATACAGCACAGGAGGCCTACTTGCTTCAAGAACTGAAAATCCAGAG 
GATGAATTGCTTTATCTGGGAATGGCAAAAGCCAGCACAATAAGGAATGCCAGT'T''GTATGG 
GGCTACTAGCTCACATGCGGGATCAGAATGGTGTGAATGACAGCCGCACTGTGTCATGAAGG 
TGGTGGTGGTTTCCGCACAAGAGACCAAATAAGAAGAAAGCTGAGAGAGGGGGGAAACGTTTTT 
GGATGACAAAGGATGGGTTTCCATTTAATTACGCAGCTGAAAGGCATGAGTGTGGTGCTGGT 
GCTACTTCCTACACTGCTGCTTG'i'l'ATGCTCACGGGTGCTCAGAGAGCTTGCCCAAAGAACT 
GCAGATGTGATGGCAAAATTGTGTACTGTGAGTCTCATGCTTTCGCAGATATCCCTGAGAAC 
ATTTCTGGAGGGTCACAAGGCTTATCATTAAGGTTCAACAGCATTCAGAAGCT CAAATCCAA 
TCAGTTTGCCGGCCTTAACCAGCTTATATGGCTTTATCTTGACCATAATTACATTAGCTCAGTG 
GATGAAGATGCATTTCAAGGGATCCGTAGACTGAAAGAATTAATTCTAAGCTCCAACAAAAT 
TACTTATCTGCACAATAAAACATTTCACCCAGTTCCCAATCTCCGCAATCTGGACCTCTCCT 
ACAATAAGCTTCAGACATTGCAATCTGAACAATTTAAAGGCCTTCGGAAACTCATCATTTTG 
CACTTGAGATCTAACT CACTAAAGACTGTGCCCATAAGAGTTTTTCAAGACTGTCGGAATCT 
TGATTTTTTGGATTTGGGTTACAATCGTCTTCGAAGCTTGTCCCGAAATGCATTTGCTGGCC 
TCTTGAAGTTAAAGGAGCTCCACCTGGAGCACAACCAGTTTTCCAAGATCAACT'''GC"I'CAT 
TTTCCACGTCTCTTCAACCTCCGCTCAATTTACTTACAATGGAACAGGATTCGCTCCATTAG 
CCAAGGTTTGACATGGACTTGGAGTTCCTTACACAACTTGGATTTATCAGGGAATGACATCC 
AAGGAATTGAGCCGGGCACATTTAAATGCCTCCCCAATTTACAAAAATTGAATTTGGATTCC 
AACAAGCT CACCAATATCT CACAGGAAACTGT CAATGCGTGGATATCATTAATATCCAT CAC 
ATTGTCTGGAAATATGTGGGAATGCAGTCGGAGCATTTGTCCTTTATTTTATTGGCTTAAGA 
ATTTCAAAGGAAATAAGGAAAGCACCATGATATGTGCGGGACCTAAGCACATCCAGGGTGAA 
AAGGTTAGTGATGCAGTGGAAACATATAATATCTGTTCTGAAGTCCAGGTGGTCA ACACAGA 
AAGAT CACACCTGGTGCCCCAAACTCCCCAGAAACCTCTGATTATCCCTAGACCTACCATCT 
TCAAACCTGACGTCACCCAATCCACCTTTGAAACACCAAGCCCTTCCCCAGGGTTTCAGATT 
CCTGGCGCAGAGCAAGAGTATGAGCATGTTTCATTTCACAAAATTATTGCCGGGAGTGTGGC 
TCTCTTTCTCTCAGTGGCCA''GATCCTCTTGGTGATCTATGTGTCTTGGAAACGCTACCCAG 
CCAGCATGAAACAACTCCAGCA ACACTCTCTTATGAAGAGGCGGCGGAAAAAGGCCAGAGAG 
TCTGAAAGACAAATGAATTCCCCTTTACAGGAGTATTATGTGGACTACAAGCCTACAAA CTC 
TGAGACCATGGATATATCGGTTAATGGATCTGGGCCCTGCACATATACCATCTCTGGCTCCA 
GGGAATGTGAGATGCCACACCACATGAAGCCCTTGCCATATTACAGCTATGACCAGCCTGTG 
ATCGGGTACTGCCAGGCCCACCAGCCACTCCATGT CACCAAGGGCTATGAGACAGTGTCTCC 
AGAGCAGGACGAAAGCCCCGGCCTGGAGCTGGGCCGAGACCACAGCTTCATCGCCACCATCG 
CCAGGTCGGCAGCACCGGCCATCTACCTAGAGAGAATTGCAAACTAACGCTGAAGCCAACTC 
CT CACTGGGGAGCTCCATGGGGGGGAGGGAGGGCCTTCATCTTAAAGGAGAATGGGTGTCCA 
CAATCGCGCAATCGAGCAAGCTCATCGTTCCTGT'TAAAACATTTATGGCATAGGGAAAAAAA 
AAAAAAAAAAAAAA 
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FIGURE 70 
></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA142392 
><subunit 1 of 1, 590 aa, l stop 
><MW: 67217, pI: 9. 26, NX (S/T) : 4 
MGFHLITQLKGMSVVLVLLPTLLLVMLTGAQRACPKNCRCDGKIVYCES HAFADIPENIS 
GGSOGLSLRFNS TOKI, KSNOFAGLNOLIWLYLDHNYISSVDEDAFQGIRRLKELILSSNK 
ITYLHNKTFHPVPNLRNLDLSYNKLQTLOSEQFKGLRKLIILHLRSNSLKTVPIRVFODC 
RNLDFLDLGYNRLRSLSRNAFAGLLKLKEL HLEHNQFSKINFAHFPRLFNLRSIYLOWNR 
IRSISQGLTWTWSSLHNLDLSGNDIQGIEPGTFKCLPNLQKLNLDSNKLTNISOETVNAW 
ISLISITLSGNMWECSRSICPI, FYWLKNFKGN KESTMICAGPKHIQGEKVSDAVETYNIC 
SEVQVVNTERSHLVPOTPOKPLIIPRPTIFKPDVTQST FETPSPSPGFQIPGAEQEYEHV 
SFHKIIAGSVAL FLSVAMILLVIYVSWKRYPASMKQLQQHSLMKRRRKKARESERQMNSP 
LQEYYVDYKPTNSETMDISVNGSGPCTYTISGSRECEMPHHMKPLPYYSYDQPVIGYCOA 
HQPLHVTKGYETVSPEQDESPGLELGRDHSFIATIARSAAPAIYLERIAN 

Important features of the protein: 
Signal peptide : 
Amino acids 1-3 O 

Transmembrane domain : 
AIllino acids 425 - 4 4 3 

N-glycosylation sites: 
Amino acids 58-62; 126-130; 291-295; 501-505 

Tyrosine kinase phosphorylation site: 
Amino acids 13 6-1 4 3 

N-myristoylation sites: 
Amino acids 29-35; 61-67; 24 7-253; 267-273; 271-277; 331-337; 

5 O2- 508; 512-518; 562-568 

Glycosyl hydrolases family: 
Amino acids 31 O-319 
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FIGURE 71 
TTCCAGTCAGAGTTAAGTTAAAACAGAAAAAAGGAAGATGGCAAGAATATTGTTACTTTTCC 
TCCCGGGTCTTGTGGCTGTATGTGCTGTGCATGGAATATTTATGGACCGTCTAGCTTCCAAG 
AAGCTCTGTGCAGATGATGAGTGTGTCTATACTATTTCTCTGGCTAGTGCTCAAGAAGATTA 
TAATGCCCCGGACTGTAGATTCATTAACGTTAAAAAAGGGCAGCAGATCTATGTGTACT CAA 
AGCTGGTAAAAGAAAATGGAGCTGGAGAATTTTGGGCTGGCAGTGTTTATGGTGATGGCCAG 
GACGAGATGGGAGTCGTGGGTTATTTCCCCAGGAACTTGGTCAAGGAACAGCGTGTGTACCA 
GGAAGCTACCAAGGAAGTTCCCACCACGGATATTGACTTCTTCTGCGAGTAATAAATTAGTT 
AAAACTGCAAATAGAAAGAAAACACCAAAAATAAAGAAAAGAGCAAAAGTGGCCAAAAAATG 
CATGTCTGTAATTTTGGACTGACGT 
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FIGURE 72 

></usr/seqdb2/s st/DNA / Dna seqS. min/ss. DNA 143076 
><subunit 1 of l, 128 aa, 1 stop 
><MW: 14332, pI: 4.83, NX (S/T) : 0 
MARILLL FLPGLVAVCAVHGIFMDRLASKKLCADDFCWYTISLASAOEDYNAPDCRFINV 
KKGQQIYVYSKLVKENGAGEFWAGSVYGDGQDEMGVVGYF PRNLVKEQRVYOEATKEVPT 
TD IDFFCE 

Important features of the protein: 
Signal peptide : 
Amino acids 1-4 

N-myristoylation site: 
Amino acids 84 - 9 O 
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FIGURE 73 
CTCAGATTTGCCATGGAGAAATTTTCAGTCTCGGCAATCCTGCTTCTTGTGGCCATCTCTGG 
TACTCTGGCCAAAGACACCACAGTCAAATCTGGATCCAAAAAGGACCCAAAGGACTCTCGAC 
CCAAACTACCCCAGACCCTGTCCAGAGGTTGGGGAGATCAGCTCATCTGGACT CAGACTTAC 
GAAGAAGCCTTATACAAATCCAAGACAAGCAACAGACCCTTGATGGTCATTCATCACTTGGA 
CGAATGCCCGCACAGTCAAGCTTTAAAGAAAGTGTTTGCTGAAAATAAGGAGATCCAGAAATTG 
GCAGAGCAGTTTGTTCTCCTCAACTTGATCTATGAAACAACTGACAAGCACCTTTCTCCTGA 
TGGCCAGTACGTCCCCAGAATTGTGTTTGTGGACCCTTCCCTGACGGTGAGGGCAGACATCA 
CCGGAAGATACT CAAACCGTCTCTACGCTTATGAACCTTCTGACACAGCTCTGTTGCACGAC 
AACATGAAGAAAGCTCTCAAGTTGCTGAAGACAGAGTTGTAGAGTCAACTGTACAGTGCCTC 
AGGAGCCGGGAAGGCAGAAGCACTGTGGACCTGCCGATGACATTACAGTTTAATGTTACAAC 
AAATGTATTTTTTAAACACCCACGTGTGGGGAAACAATATTATTATCTACTACAGACACATG 
ATTTTCTAGAAAATAAAGTCTTGTGAGAACTCCAAA 
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FIGURE 74 
></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNAl43294 
><subunit 1 of l, 175 aa, 1 stop, 1 unknown 
>KMW: 19888.97, pI: 9.08, NX (S/T) : 0 
MEKFSVSAILLLVAISGTLAKDTTVKSGSKKDPKDSRPKLPQTLSRGWGDQLIWTOTYEE 
ALYKSKTSNRPLMVIHHLDECPHSOALKKVEAENKEIOKLAEOFVLLNLIYETTDKHLSP 
DGOYVPRIVFVDPSLTVRADIT GRYSNRLYAYEPSDTALLHDNMKKALKLLKTEL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-20 
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FIGURE 75 
GCCGGCGCCAGGGCAGGCGGGCGGCTGGCAGCTGTGGCGCCGACATGGCTGCGCTGGTGGAG 
CCGCTGGGGCTGGAGCGGGACGTGTCCCGGGCGGTTGAGCTCCTCGAGCGGCTCCAGCGCAG 
CGGGGAGCTGCCGCCGCAGAAGCTGCAGGCCCTCCAGCGAGTTCTGCAGAGCCGCTTCTGCT 
CCGCTATCCGAGAGGTGTATGAGCAGCTTTATGACACGCTGGACAT CACCGGCAGCGCCGAG 
ATCCGAGCCCATGCCACAGCCAAGGCCACAGTGGCTGCCTTCACAGCCAGCGAGGGCCACGC 
ACATCCCAGGGTAGTGGAGCTACCCAAGACGGATGAGGGCCTAGGCTTCAACATCATGGGTG 
GCAAAGAGCAAAACTCGCCCATCTACATCTCCCGGGTCATCCCAGGGGGTGTCGCTGACCGC 
CATGGAGGCCT CAAGCGTGGGGATCAACTGTTGTCGGTGAACGGTGTGAGCGTTGAGGGTGA 
GCAGCATGAGAAGGCGGTGGAGCTGCTGAAGGCGGCCCAGGGCTCGGTGAAGCTGGTTCTCC 
GTTACACACCGCGAGTGCTGGAGGAGATGGAGGCCCGGTTCGAGAAGATGCGCTCTGCCCGC 
CGGCGCCAACAGCATCAGAGCTACTCGTCCTTGGAGTCTCGAGGTTGAAACCACAGATCTGG 
ACGTTCACGTGCACTCTCTTCCTGTACAGTATTTATTGTTCCTGGCACTTTATTTAAAGATA 
TTTGACCCT CAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 76 
></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA143514 
><subunit 1 of l, 207 aa, 1 stop 
> <MW: 22896, pI: 8.93, NX (S/T) : 0 
MAALVEPLGLERDVSRAVELLERLQRSGEL PPQKLQALQRVLQSRFCSAIREVYEOLYDT 
LDITGSAEIRAHATAKATVAAFTASEGHAHPRVVELPKTDEGLGFNIMGGKEQNSPIYIS 
RVIPGGVADRHGGLKRGDOLLSVNGVSVEGEOHEKAVELLKAAQGSVKLVVRYTPRVLEE 
MEARFEKMRSARRRQQHQSYSSLESRG 

Tyrosine kinase phosphorylation site: 
Amino acids 51-59 

N-myristoylation sites: 
Amino acids 102-108; 133-139 

Cell attachment sequence: 
Amino acids 13 6-39 

PDZ domain (Also known as DHR or GLGF) : 
Anino acids 93-174 
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FIGURE 77 
CTGTCAGCTGAGGATCCAGCCGAAAGAGGAGCCAGGCACTCAGGCCACCTGAGTCTACT CAC 
CTGGACAACTGGAATCTGGCACCAATTCTAAACCACTCAGCTTCTCCGAGCTCACACCCCGG 
AGAT CACCTGAGGACCCGAGCCATTGATGGACTCGGACGAGACCGGGTTCGAGCACTCAGGA 
CTGTGGGTTTCTGTGCTGGCTGGTCTGCTGGGAGCCTGCCAGGCACACCCCATCCCTGACTC 
CAGTCCTCTCCTGCAATTCGGGGGCCAAGTCCGGCAGCGGTACCTCTACACAGATGATGCCC 
AGCAGACAGAAGCCCACCTGGAGATCAGGGAGGATGGGACGGTGGGGGGCGCTGCTGACCAG 
AGCCCCGAAAGTCTCCTGCAGCTGAAAGCCTTGAAGCCGGGAGTTATTCAAATCTTGGGAGT 
CAAGACATCCAGGTTCCTGTGCCAGCGGCCAGATGGGGCCCTGTATGGATCGCTCCACTTTG 
ACCCTGAGGCCTGCAGCTTCCGGGAGCTGCTTCTTGAGGACGGATACAATGTTTACCAGTCC 
GAAGCCCACGGCCTCCCGCTGCACCTGCCAGGGAACAAGTCCCCACACCGGGACCCTGCAcc 
CCGAGGACCAGCTCGCTTCCTGCCACTACCAGGCCTGCCCCCCGCACTCCCGGAGCCACCCG 
GAATCCTGGCCCCCCAGCCCCCCGATGTGGGCTCCTCGGACCCTCTGAGCATGGTGGGACCT 
TCCCAGGGCCGAAGCCCCAGCTACGCTTCCTGAAGCCAGAGGCTGTTTACTATGACATCTCC 
TCTTTATTTATTAGGTTATTTATCTTATTTATTTTTTTATTTTTCTTACTTGAGATAATAAAGA 
GTTCCAGAGGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAG 
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FIGURE 78 
></usr/seqdb2/s st/DNA/Dnas eqs. min / ss. DNAll 44 841 
><subunit 1 of 1, 208 aa, l stop 
><MW: 22187, pl.: 5. 08, NX (S/T) : 1 
MDSDETGFEHSGLWVSVLAGLLGACQAHPIPDSSPLLQFGGOVRORYLYTDDAQQTEAHL, 
EIREDGTVGGAADOSPESLLQLKALKPGVIQILGVKTSRFLCQRPDGALYGSLHFDPEAC 
SFRELLLEDGYNVYQSEAHGLPLHLPGNKSPHRDPAPRGPARFLPLPGLPPAL PEPPCIL 
APOPPDVGSSDPLSMVGPSOGRSPSYAS 

Important features of the protein : 
Signal peptide : 
Amino acids - 27 

N-myristoylation sites: 
AImino acids 12-18; 20-26; 23-29; 66-72; 94-100; 107-113; 168-174 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 15-26 

HBGF/FGF family proteins: 
Amino acids 57-73; 80-31 
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FIGURE 80 
Protein File: 
MW: 73502.97, p I: 9. 26 
MSSOPAGNOTSPGATEDYSYGSWYIDEPQGGEELQPEGEVPSCHTSIPPGLYHACLASLS 
ILVLLLLAMLVRRROLWPDCVRGRPGLPSPVDFLAGDRPRAVPAAVFMVLLSSLCLLLPD 
EDAL PFLTLASAPSQDGKTEAPRGAWKILGLFYYAALYY PLAACATAGHTAAHLLGSTLS 
WAHLGVQVWQRAECPQVPKIYKYYSLLASLPLLLGLGFLSLWYPVOLVRSFSRRTGAGSK 
GLOSSYSEEYLRNLLCRKKLGSSYHTSKHGFLSWARVCLRHCIYT POPGFHLPLKLVLSA 
TLTGTAIYOVALLLLVGVVPTIQKVRAGVTT DVSYLLAGFGIVLSEDKQEVVELVKHHLW 
ALEVCYISALVLSCLLTFLVLMRSLVTHRTNLRALHRGAALDLSPLHRSPHPSRQAIFCW 
MSFSAYOTAFICLGLLVOOI IFFLGTTALAFLVLMPVLHGRNLLE, FRSLESSWPFWLTLA 
LAV ILQNMAAHWVFLETHDGHPQLTNRRVLYAATFLLEPLNVLVGAMVATWRVLLSALYN 
AIHLGQMDLSLLPPRAATLDPGYYTYRNFLKIEVSOSHPAMTAFCSLL.LOAQSLLPRTMA 
APODSLRPGEEDEGMQLLQTKDSMAKGARPGASRGRARWGLAYTLLHNPTLOVFRKTALL 
GANGAOP 

Important features of the protein: 
Transmembrane domains : 
Amino acids 54 - 69; 102-119; 148-166; 207-222; 3 Ol-32 (); 

364-380; 431 - 451; 474 - 489; 512-531 

N-glycosylation site: 
Amino acids 8-12 

N-myristoylation sites : 
Amino acids SO-56; 176-182; 241-247; 317-323; 341-347 : 525-531; 

627-633; 631-637; 64 0-646; 661-667 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 364-375 

ATP/GTP-binding site motif A (P-loop) : 
AItalino acids 132-1 4 0 
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FIGURE 81 
AAAAAATACAGCAGGTGAAGGAGGTTGGAGAGTAGGGGGTGGAGGGCCCACGCAGCACTTGT 
CCTTCACCCTGGAGGGGATCTGTTACATGCCCCAGATTGCTGGTCCCCTAGAAATGTTACTG 
AGGCAGCCTCTGCATTTTTGCAGGGATTGTTTTCTACTGTTTGACATTCACGTAACCTCCTA 
ACGCTGTCTGGGGAAGATGCTACCCCCTGCTCTCCCCGTCTTTCCTGCACTCTCAGCAATGG 
GATGGGCTGACTGATGCCCTGTGGGCTGGAAAGCTGACCACAGTTGCTGCAGACCAGACCCC 
CT CACATAGTGAGTGCTGGGCTGAGGAATCCAGGAGAGCCCGAGGGGGGACACTGAAGGTGT 
ATCGTTGGCCCTGCCAGCTGCAAGTGAACTGCTTCTGATGAATTTTAATAGGGAGAAAGAAG 
TAT"I"TGCTAAGAATGGCAATCCTGACGCTCAGCCTTCAACTCATCTTGTTATTAATACCATC 
AATATCCCATGAGGCTCATAAAACGAGTCTTTCTTCTTGGAAACATGACCAAGATTGGGCAA 
ACGTCTCCAACATGACTTTCAGCAACGGAAAACTAAGAGTCAAAGGCATTTATTACCGGAAT 
GCCGACATTT GCTCTCGACATCGCGTAACCTCAGCAGGCCTAACTCTGCAGGACCTTCAGCT 
ATGGTGTAATTTGAGGTCAGTGGCCAGAGGACAGATCCCGTCTACATTATGAGTGAAGCGGAGA 
GCTACTGCAGGGTTCTGAGCAGAGTCCTAATTTATATTTTAGAAGAATCATCATGGCTCCTA 
GATTAGGAATAAAACGAAGGGGCCCAGGGATGGAAACGATGAGTCCAGTTGGGTTACTGCAA 
AGATCCAGGCCAGAAATCCAGGCACAGTGGCACACACCTGAGTCCCAGATAATTCCACCTAC 
TGGTCCTGCTCTGTGGCCTACTGGTCCGAGTCCAGCCCCGACTGATTTCTGGGCCTGTAATG 
TCTAAAAACGCTCCCTGCTGATGTTTTGCAAGTGACTGTGTTACTTGAAGGCAGTTCCTAGG 
ATAAACTAGTCGCTTTATCATTACAGAATCATTCACTGAGCATCAACTATGTAACCAGCATT 
GGGTTGGGTGCCAGAGATCCAAAGCTAAGACACCAAAACCTGCCCCAGGAAACGAGAGGC 
TGAGAA 
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FIGURE 82 
></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA149995 
><subunit 1 of 1, 95 aa, l stop 
><MW: 10704, pI : 10.00, NX (S/T) : 2 
MAILTLSLQLILLLIPSIS HEAHKTSLSSWKHDQDWANVSNMTFSNGKLRVKGIYYRNAD 
ICSRHRVTSAGLTLQDLQLWCNLRSVARGOIPSTL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-19 

N-glycosylation sites : 
Altino acids 38-42; 41-45 

N-myristoylation site: 
Amino acids 89-95 
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FIGURE 84 
></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA167678 
><subunit 1 of 1, 304 aa, 1 Stop 
><MW: 329 45, pI: 4.69, NX (S/T) : 3 
MLPPPRPAAALALPVLLLLLVVLTPPPTGARPSPGPDYLRRGWMRLLAEGEGCAPCRPEE 
CAAPRGCLAGRVRDACGCCWECAN LEGQLCDLDPSAH FYGHCGEQLECRLDTGGDLSRGE 
VPEPLCACRSQSPLCGSDGHTYSQICRLQEAARARPDANLTVAHPGPCESGPOIVSHPYD 
TWNVTGQ DVI FGCEVFAYPMASIEWRKDGLDIQLPGDDPHISVQFRGGPQRFEVTGWIOI 
QAVRPSDEGTYRCLGRNALGOVEA PASLTVLTPDOLNSTGIPOLRSLNLVPEEEAESEEN 
DDYY 

Important features of the protein : 
Signal peptide : 
Amino acids 1-30 

N-glycosylation sites : 
Amino acids 1.59-163; 183-187; 277-281 

Tyrosine kinase phosphorylation site: 
Amino acids 244-252 

N-myristoylation sites : 
Amino acids 52-58; 66-72; 113-119; 249-255 

Kazal-type serine protease inhibitor domain : 
Amino acids 121-168 

Immunoglobulin domain : 
Amino acids 186-255 

Insulin-like growth factor binding proteins : 
Anino acids 53- 9 O 
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FIGURE 85 
CAAAGCGGCGGCTGTCCGCGGTGCCGGCTGGGGGCGGAGAGGCGGCGGTGGGCTCCCTGGGG 
TGTGTGAGCCCGGTGATGGAGCCGGGCCCGACAGCCGCGCAGCGGAGGTGTTCGTTGCCGCC 
GTGGCTGCCGCTGGGGCTGCTGCTGTGGTCGGGGCTGGCCCTGGGCGCGCTCCCCTTCGGCA 
GCAGTCCGCACAGGGTCTTCCACGACCTCCTGTCGGAGCAGCAGTTGCTGGAGGTGGAGGAC 
TTGTCCCTGTCCCTCCTGCAGGGTGGAGGGCTGGGGCCTCTGTCGCTGCCCCCGGACCTGCC 
GGATCTGGATCCTGAGT'GCCGGGAGCTCCTGCTGGACTTCGCCAACAGCAGCGCAGAGCTGA 
CAGGGTGTCTGGTGCGCAGCGCCCGGCCCGTGCGCCTCTGTCAGACCTGCTACCCCCTCTTC 
CAACAGGTCGICAGCAAGATGGACAACATCAGCCGAGCCGCGGGGAATACTTCAGAGAGTCAG 
AGTTGTGCCAGAAGTCTCTTAATGGCAGATAGAATGCAAATAGTTGTGATTCTCTCAGAATT 
TTT'TAATACCACATGGCAGGAGGCAAATTGTGCAAATTG'T'I'TAACAAACAACAGTGAAGAA' 
TATCAAACAGCACAGTATATTTCCTTAATCTATTTAATCACACCCTGACCTGCTTTGAACAT 
AACCTTCAGGGGAATGCACATAGTCTTTTACAGACAAAAAATTATTCAGAAGTATGCAAAAA 
CTGCCGTGAAGCATACAAAACTCTGAGTAGTCTGTACAGTGAAATGCAAAAAATGAATGAAC 
TTGAGAATAAGGCTGAACCTGGAACACATTTATGCATTGATGTGGAAGATGCAATGAACATC 
ACTCGAAAACTATGGAGTCGAACTTTCAACTGTTCAGTCCCTTGCAGTGACACAGTGCCTGT 
AATTGCTGTTTCTGTGTTCATICTCTTTCTACCTGTTGTCTTCTACCTTAGTAGCTTTCTTC 
ACT CAGAGCAAAAGAAACGCAAACT CATTCTG CCCAAACGTCT CAAGTCCAGTACCAGTTTT 
GCAAATATTCAGGAAAATTCAA ACTGAGACCTACAAAATGGAGAATTGACATATCACGTGAA 
TGAATGGTGGAAGACACAACTTGGTTTCAGAAAGAAGATAAACTGTGATTTGACAAGTCAAG 
CTCTTAAGAAATACAAGGACTTCAGATCCATTTTTAAATAAGAATTTTCGATTTTTCTTTCC 
TTTTCCACTTCTTTCTAACAGATTTGGATATTTTTAATTTCCAG 
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FIGURE 86 

></usr/seqqb2/s st/DNA/Dnasegs. min/ss. DNA168028 
><subunit 1 of 1, 334 aa, l St Op 
><MW: 37257, pI : 5.95, NX (S/T) : 10 
MEPGPTAAQRRCSLPPWLPLGLLLWSGLAL.GAL PFGSSPHRVFHDLLSEQOLLEVEDLSL 
SLLQGGGLGPLSLPPDLPDLDPECRELL.L. DFANSSAELTGCLVRSARPVRLCQTCYPLFQ 
OVVSKMDNISRAAGNTSESOSCARSLLMADRMQIVVILSEFFNTTWQEAN CANCLTNNSE 
ELSNSTVYFLNLFNHTLTCFEHNLOGNAHSLLQTKNYSEVCKNCREAYKTLSSLYSEMOK 
MNELENKAEPGTHLCIDWE DAMNITRKLWSRTFNCSVPCSDTVPVIAVSVFILFLPVVEY 
LSSFLHSEQKKRKLILPKRLKSSTSFANIQENSN 

Important features of the protein: 
Signal peptide : 
Amino acids - 31 

Transmembrane domain : 
Amino acids 278 - 3 OO 

N-glycosylation sites: 
Amino acids 93-97; 128-132; 135-139; 163-167; 177-181; 

184 - 188; 194 - 198; 216-22 O; 263-267; 274 - 278 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 1 O-14 

N-myristoylation sites: 
Amino acids 27-33; 20 6-212; 251-257 

Leucine zipper pattern : 
Amino acids 190-212 
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FIGURE 88 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA 173894 
><subunit l of 1, 202 aa, l stop 
><MW: 21879, pI: 9.30, NX (S/T) : 2 
MLVAGFLLALPPSWAAGAPRAGRRPARPRGCADRPEELLEQLYGRLAAGVLSAFHHTLQL 
GPREQARNASCPAGGRPGDRRFRPPTNLRSVSPWAYRISYDPARY PRYI, PEAYCLCRGCL 
TGLEGEEDVRFRSAPVYMPTVVLRRTPACAGGRSVYTEAYV"'I PVGCTCV PEPEKDADSI 
NSSIDKOGAKLLLGPNDAPAGP 

Important features of the protein: 
Signal peptide : 
Amino acids 1-15 

N-glycosylation sites : 
Amino acids 68-72; 181-185 

Tyrosine kinase phosphorylation site: 
Amino acids 97 - O 6 

N-myristoylation sites: 
Amino acids 17-23; 49-55; 7 4-80; 18.124 

Amidation site: 
Amino acids 21-25 
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FIGURE 89 
CCGGGGCCTCCGGAGAACGCTGTCCCATGAACGTGCGGGGAGCGGCCCCCGGCGTCCGCGCG 
TCCCCGCGTCCCTGGCAATTCCCGACTTCCCAACGGCTTCCCGCTGGCAGCCCCGAAGCCGC 
ACCATGTTCCGCCTCTGGTTGCTGCTGGCCGGGCTCTGCGGCCTCCTGGCGTCAAGACCCGGT 
TTTCAAAATTCACTTCTACAGATCGTAATTCCAGAGAAAATCCAAACAAATACAAATGACAC 
TTCAGAAATAGAATATGAACAAATATCCTATATTATTCCAAT AGATGAGAAACTGTACACTG 
TGCACCTTAAACAAAGATATTTTTTAGCAGATAATTTTATGATCTATTTGTACAATCAAGGA 
TCTATGAATACTTATTCTTCAGATATTCAGACT CAATGCTACTATCAAGGAANTATTGAAGG 
ATATCCAGATTCCATGGTCACACTCAGCACGTGCTCTGGACTAAGAGGAATACTGCAATTTG 
AAAATGTTTCTTATGGAATTGAGCCTCTGGAATCTGCAGTTGAATTTCAGCATGTTCTTTAC 
AAATTAAAGAATGAAGACAATGATATTGCAATTTTTATTGACAGAAGCCTGAAAGAACAACC 
AATGGATGACAACATTTTTATAAGTGAAAAATCAGAACCAGCTGTTCCAGATTTATTTCCTC 
TTTATCTAGAAATGCATATTGTGGTGGACAAAACTTTGTATGATTACTGGGGCTCTGATAGC 
ATGATAGTAACAAATAAAGTCATCGAAATTGTTGGCCTTGCAAATTCAATGTTCACCCAATT 
TAAAGTTACTATTGTGCTGTCATCATTGGAGTTATGGTCAGATGAAAATAAGATTTCTACAG 
TTGGTGAGGCAGATGAATTATTGCAAAAATTTTTAGAATGGAAACAATCTTATCTTAACCTA 
AGGCCTCATGATATTGCATATCTACTAATTTATATGGATTATCCTCGTTATTTGGGAGCAGT 
GTTTCCTGGAACAATGTGTATTACTCGTTATTCTGCAGGAGTTGCATTGTACCCCAAGGAGA 
TAACTCTGGAGGCATTTGCAGTTATTGT CACCCAGATGCTGGCACTCAGTCTGGGAATATCA 
TATGACGACCCAAAGAAATGT CAATGTTCAGAATCCACCTGTA'IAATGAATCCAGAAGTTG'' 
GCAATCCAATGGTGTGAAGACTTTTAGCAGTTGCAGTTTGAGGAGCTTTCAAAATTTCATTT 
CAAATGTGGGTGT CAAATGTCTTCAGAATAAGCCACAAATGCAAAAAAAATCTCCGAAACCA 
GTCTGTGGCAATGGCAGATTGGAGGGAAATGAAATCTGTGATTGTGGTACTGAGGCT CAATG 
TGGACCTGCAAGCTGTTGTGATTTTCGAACTTGTGTACTGAAAGACGGAGCAAAATGTTATA 
AAGGACTGTGCTGCAA AGACTGT CAAATTTTACAATCAGGCGTTGAATGTAGGCCGAAAGCA 
CATCCTGAATGTGACATCGCTGAAAATTGTAATGGAAGCT CACCAGAATGTGGTCCTGACAT 
AACTTTAATCAATGGACTTTCATGCAAAAATAATAAGTTTATTTGT''A' GACGGAGACTGCC 
ATGAC'? CGATGCACGTTGTGAGAGTGTATTTGGAAAAGGTTCAAGAAATGCTCCATTT GCC 
TGCTATGAAGAAATACAATCT CAATCAGACAGATTTGGGAACTGTGGTAGGGATAGAAATAA 
CAAATATGTGTTCTGTGGATGGAGGAATCTTATATGTGGAAGATTAGTTTGTACCTACCCTA 
CTCGAAAGCCTTTCCATCAAGAAAATGGTGATGTGATTTATGCTTTCGTACGAGATTCTGTA 
TGCATAACTGTAGACTACAAATTGCCTCGAACAGTTCCAGATCCACTGGCTGT CAAAAATGG 
CTCTCAGTGTGATATTGGGAGGGTTTGTGTAAATCGTGAATGTGTAGAATCAAGGATAATTAAG 
GCTTCAGCACATGTTTGTTCACAACAGTGTTCTGGACATGGAGTGTGTGATTCCAGAAACAA 
GTGCCATTGTTCGCCAGGCTATAAGCCTCCAAACTGCCAAATACGTTCCAAAGGATTTTCCA 
TATTTCCTGAGGAAGATATGGGTTCAATCATGGAAAGAGCATCTGGGAAGACTGAAAACACC 
TGGCTTCTAGGTTTCCTCATTGCTCTTCCTATTCTCATTGTAACAACCGCAATAGTTTTGGC 
AAGGAAACAGTTGAAAAAGTGGTTCGCCAAGGAAGAGGAATTCCCAAGTAGCGAATCTAAAT 
CGGAAGGTAGCACACAGACATATGCCAGCCAATCCAGCTCAGAAGGCAGCACTCAGACATAT 
GCCAGCCAAACCAGATCAGAAAGCAGCAGTCAAGCTGATACTAGCAAATCCAAATCAGAAGA 
TAGTGCTGAAGCATATACTAGCAGATCCAAATCACAGGACAGTACCCAAACACAAAGCAGTA 
GTAACTAGTGATTCCTTCAGAAGGCAACGGATAACATCGAGAGTCTCGCTAAGAAATGAAAA 
TTCTGTCTTTCCTTCCGTGGTCACAGCTGAAAGAAACAATAAATTGAGTGTGGATC 
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FIGURE 90 
></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA176775 
><subunit l of l, 787 aa, 1 stop 
> <MW: 87934, pI: 5. 49, NX (S/T) : 4 
MFRLWLLLAGLCGLLASRPGFQNSLLQIVIPEKIOTNTNDSSEIEYEQISYII PIDEKLY 
TVHLKORY FLADNFMIYLYNOGSMNTYSSDIOTOCYYQGNIEGYPDSMVTLSTCSGLRGI 
LQFENVSYGIEPLESAVE FOHVLY KLKNEDNDIATFIDRSLKEOPMDDNIFISEKSEPAV 
PDLFPLYLEMHIVVDKTLYDYWGSDSM IVTNKVIEIWGLANSMFTQFKVTVLSSLELWS 
DENKISTVGEADELLOKFLEWKQSYLNLRPHDIAYLLTYMDY PRYLGAVFPGTMCITRYS 
AGVALYPKEITLEAFAVIVTQMLALSLGISYDDPKKCQCSESTCIMNPEVVQSNGVKTFS 
SCSLRSFONFISNVGVKCLONKPQMQKKSPKPVCGNGRLEGNETCDCGTEAQCGPASCCD 
FRTCVLKDGAKCYKGLCCKDCOILOSGVECRPKAHPECDIAENCNGSSPECGPDITLING 
LSCKNNKFICYDGDCHDLDARCESVFGKGSRNAPFACYEEIQSQSDRFGNCGRDRNNKYV 
FCGWRNLICGRLVCTYPTRKPFHOENGDVIYAFVRDSVCITVDYKLPRTVPDPLAVKNGS 
QCDIGRVCVNRECVESRIIKASAHVCSQQCSGHGVCDSRN KCHCSPGYKPPNCOIRSKGF 
SIFPEEDMGSIMERASGKTENTWLLGFLIALPILIVTTAIVLARKOLKKWFAKEEEFPSS 
ESKSEGSTOTYASQSSSEGSTQTYASQTRSESSSQADTSKSKSEDSAEAYTSRSKSQDST 
OTOSSSN 

Important features of the protein: 
Signal peptide : 
Amino acids 1-16 

Transmembrane domain : 
Amino acids 309-326; 68 - 7 O 5 

N-glycosylation sites : 
Amino acids 39-43; 125-129; 4 65 - 469; 598 - 602 

Glycosaminoglycan attachment site: 
AIaino acids 63 - 635 

Tyrosine kinase phosphorylation site: 
Amino acids 269-276 

N-myristoylation sites : 
Amino acids 13-19; 82-88; 99-105 ; 2 18-224; 4 O - 4 O7; 634 – 640; 

726-732; 739 - 745 

EGF-like domain proteins : 
Amino acids 642 - 654 

Disintegrins proteins : 
Amino acids 4 OO - 4 O7; 422 - 472; 4 O3- A 53; 4 67-517; 634 - 684 

Reprolysin (M12B) family zinc metalloprotease: 
Amino acids 186-383 

Reprolysin family propeptide : 
Amino acids 63-176 
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FIGURE 91 
CACCAGACAGCACTCCAGCACTCTGTTTGGGGGGCATTCGAAACAGCAAAATCACTCATAAA 
AGGCAAAAAATTGCAAAAAAAAATAGTAATAACCAGCATGGCACTAAATAGACCATGAAAAG 
ACATGTGTGTGCAGTATGAAAATTGAGACAGGAAGGCAGAGTGTCAGCTTGTTCCACCT CAG 
CTGGGAATGTGCATCAGGCAACTCAAGTTTTTCACCACGGCATGTGTCTGTGAATGTCCGCA 
AAACATTCTCTCTCCCCAGCCTTCATGTGTTAACCTGGGGATGATGTGGACCTGGGCACTGTGG 
ATGCTCCCTTCACTCTGCAAATTCAGCCTGGCAGCTCTGCCAGCTAAGCCTGAGAACATTTC 
CTGTGTCTACTACTATAGGAAAAATTTAACCTGCACTTGGAGTCCAGGAAAGGAAACCAGTT 
ATACCCAGTACACAGTTAAGAGAACTTACGCTTTTGGAGAAAAACATGATAATTGTACAACC 
AATAGTTCTACAAGTGAAAATCGTGCTTCGTGCTCTTTTTTCCTTCCAAGAATAACGATCCC 
AGATAATTATACCATTGAGGTGGAAGCTGAAAATGGAGATGGTGTAATTAAATCTCATATGA 
CATACTGGAGATTAGAGAACATAGCGAAAACTGAACCACCTAAGATTTTCCGTGTGAAACCA 
GTTTTGGGCATCAAACGAATGATTCAAATTGAATGGATAAAGCCTGAGTTGGCGCCTGTTTC 
ATCTGATTTAAAATACACACTTCGATTCAGGACAGTCAACAGTACCAGCTGGATGGAAGTCA 
ACTTCGCTAAGAACCGTAAGGATAAAAACCAAACGTACAACCTCACGGGGCTGCAGCCTTTT 
ACAGAATATGTCATAGCTCTGCGATGTGCGGTCAAGGAGT CAAAGTTCTGGAGTGACTGGAG 
CCAAGAAAAAATGGGAATGACTGAGGAAGAAGCTCCATGTGGCCTGGAACTGTGGAGAGTCC 
TGAAACCAGCTGAGGCGGATGGAAGAAGGCCAGTGCGGTTGTTATGGAAGAAGGCAAGAGGA 
GCCCCAGTCCTAGAGAAAACACTTGGCTACAACATATGGTACTATCCAGAAAGCAACACTAA 
CCT CACAGAAACAATGAACACTACTAACCAGCAGCTTGAACTGCATCTGGGAGGCGAGAGCT 
TTTGGGTGTCTATGATTTCTTATAATTCTCTTGGGAAGTCTCCAGTGGCCACCCTGAGGATT 
CCAGCTATTCAAGAAAAATCATTTCAGTGCATTGAGGTCATGCAGGCCTGCGTTGCTGAGGA 
CCAGCTAGTGGTGAAGTGGCAAAGCTCTGCTCTAGACGTGAACACTTGGATGATTGAATGGT 
TTCCGGATGTGGACT CAGAGCCCACCACCCTTTCCTGGGAATCTGTGTCTCAGGCCACGAAC 
TGGACGATCCAGCAAGATAAATTAAAACCTTTCTGGTGCTATAACATCTCTGTGTATCCAAT 
GTTGCATGACAAAGTTGGCGAGCCATATTCCATCCAGGCTTATGCCAAAGAAGGCGTTCCAT 
CAGAAGGTCCTGAGACCAAGGTGGAGA ACATTGGCGTGAAGACGGTCACGATCACATGGAAA 
GAGATTCCCAAGAGTGAGAGAAAGGGTATCATCTGCAACTACACCATCTTTTACCAAGCTGA 
AGGTGGAAAAGGATTCTGTAAGCACGCCCATAGCGAAGTGGAAAAAAACCCCAAGCCCCAGA 
TAGATGCTATGGATAGACCTGTTGTAGGCATGGCTCCCCCATCTCATTGTGACTTGCAACCT 
GGCATGAATCACTTAGCTTCTTTAAATCTCTCTGAAAATGGGGCCAAGAGCACCCACCTTTT 
GGGGTTTTGGGGGTTAAATGAGAGTGAAGTGACAGTACCTGAGAGGAGAGTCCTGAGGAAAT 
GGAAGGAGTTGTTATAATTTGTCCTGGTTAGGCCCTGAATTGACCTCCCGGGAGCTCCCCGA 
CCATCATTCCCAGGAATGGCGTGCCTGGCTTAAAGAGTGAGGAGGAACAGACCCTGT CACCA 
TGACTTCTACTGCCCCTGCCAAATCATGCTTTTGTTTTTCAGTCCACCTTATCTCCTGACATCT 
TAAATACTGGGCAAGGCTTGGATTCTTGCTTAGGCTAAATAATTTTTTCTTATGGTAAAATA 
CACGTAAAATATTTTTCCAGTTTAAACATTTGAAAGTGTACAATTTAGTGGCATTAGAAGCA 
TTCACAATATTGTGCAACCAT CACCACTATTTCCAGAACTCTTCTATTTCTGCCCAAAT AGA 
AGCCCTATACCCATTCATTAGTCACTCCCCATTCCTCTCCTCCCACAGCCCCTGGCAACTAC 
CAAACTGCTTTGTGTCTCTATGGATTGCCTATTTTGGATATTTCATATACATAGAATCATAA 
ANTAAAAAAAAAAAAAAAAAAAA 
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FIGURE 92 
></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA177313 
><subunit l of 1, 582 aa, l stop 
><MW: 66605, pI: 8.14, NX (S/T) : 15 
MCIROLKFFTTACVCECPONILSPOPSCVNLGMMWTWALWMLPSLCKFSLAALPAKPENI 
SCVYYYRKNLTCTWSPGKETSYTQYTVKRTYAFGEKHDNCTTNSSTSENRASCSFFL PRI 
TIPDNYTIEVEAENGDGVIKSHMTYWRLENIAKTEPPKIFRVKPVLGIKRMIOIEWIKPE 
LAPVSSDLKYTLRFRTVNSTSWMEVNFAKNRKDKNOTYNLTGLOPFTEYVIALRCAVKES 
KFWSDWSQEKMGMTEEEAPCGLELWRVLKPAEADGRRPVRLLWKKARGAPVLEKTLGYNI 
WYYPESNTNLTETMNTTNQQLEL HLGGESFWVSMISYNSLGKSPVATLRIPAIQEKSFQC 
IEVMQACVAEDQLVVKWQSSALDVNTWMIEWFPDVDSEPTTLSWESVSQATNWTIQQDKL 
KPFWCYNISVYPMLHDKVGEPYSIOAYAKEGVPSEGPETKVENIGVKTVTITWKEIPKSE 
RKGIICNYTIFYQAEGGKGFCKHAHSEVEKNPKPQIDAMDRPVVGMAPPSHCDLQPGMNH 
LASLNLSENGAKSTHLLGFWGLNESEVTV PERRVLRKWKELL 

Important features of the protein: 
Signal peptide : 
Amino acids - 46 

N-glycosylation sites : 
Amino acids 59-63; 69-73; 99-103; 103-107; 125-129; 198-202, 

215-219; 219-223; 309-313; 315-319; 4 12-4 16; 
427 – 431; 487 - 491; 5 45-549; 563-5 67 

N-myristoylation sites: 
Amino acids 32-38; 137-143; 483-489; 550-556; 561 - 567 

Amidation site: 
Amino acids 274 - 278 

Growth factor and cytokines receptors family signature 1: 
AIaino acids 62-75 

Fibronectin type III domain : 
Amino acids 54 - 1.44; 15 4-2 47 
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FIGURE 93 
ATTCTCCTAGAGCATCTTTGGAAGCATGAGGCCACGATGCTGCATCTTGGCTCTTGTCTGCT 
GGATAACAGTCTTCCTCCTCCAGTGTTCAAAAGGAACTACAGACGCTCCTGTTGGCTCAGGA 
CTGTGGCTGTGCCAGCCGACACCCAGGTGTGGGAACAAGATCTACAACCCTTCAGAGCAGTG 
CTGTTATGATGATGCCATCTTATCCTTAAAGGAGACCCGCCGCTGTGGCTCCACCTGCACCT 
TCTGGCCCTGCTTTGAGCTCTGCTGTCCCGAGTCTTTTGGCCCCCAGCAGAAGTTTCTTGTG 
AAGTTGAGGGTTCTGGGTATGAAGTCTCAGTGTCACTTATCTCCCATCTCCCGGAGCTGTAC 
CAGGAACAGGAGGCACGTCCTGTACCCATAAAAACCCCAGGCTCCACTGGCAGACGGCAGAC 
AAGGGGAGAAGAGACGAAGCAGCTGGACATCGGAGACTACAGT"TGAACTTCGGAGAGAAGCA 
ACTTGACTTCAGAGGGATGGCT CAATGACATAGCTTTGGAGAGGAGCCCAGCTGGGGATGGC 
CAGACTTCAGGGGAAGAATGCCTTCCTGCTTCATCCCCTTTCCAGCTCCCCTTCCCGCTGAG 
AGCCACTTTCATCGGCAATAAAATCCCCCACATTTACCATCT 
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FIGURE 94 

</usr/seqdb2/s st/DNA/Dnasegs. Inin / ss. DNA57700 
<subunit 1 of 1, 125 aa, l stop 
<MW: 14 198, pI: 9. O1, NX (S/T) : 1 
MRPRCCILALVCWITVFLLQCSKGTTDAPVGSGLWLCQPTPRCGNKIYNPSEQCCYDDAI 
LSLKETRRCGSTCTFWPC FELCCPESFGPQQKELVKLRVLGMKSQCHLSPISRSCTRNRR 
HVLYP 

Important features: 
Signal peptide: 
Amino acids 1-21 

N-myristoylation sites: 
Amino acids 33-39; 7 O-7 6 

Anaphylatoxin domain proteins: 
Amino acids 5 O - 6 O 
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FIGURE 95 
GCATTTTTGTCTGTGCTCCCTGATCTTCAGGTCACCACCATGAAGTTCTTAGCAGTCCTGGT 
ACTCTTGGGAGTTTCCATCTTTCTGGTCTCTGCCCAGAATCCGACAACAGCTGCTCCAGCTG 
ACACGTATCCAGCTACTGGTCCTGCTGATGATGAAGCCCCTGATGCTGAAACCACTGCTGCT 
GCAACCACTGCGACCACTGCTGCTCCTACCACTGCAACCACCGCTGCTTCTACCACTGCTCG 
TAAAGACATTCCAGTTTTACCCAAATGGGTTGGGGATCTCCCGAATGGT AGAGTGTGTCCCT 
GAGATGGAATCAGC'I"TGAGTCTTCTGCAATTGGTCACAACTATTCATGCTTCCTGTGATTTC 
ATCCAACTACTTACCTTGCCTACGATATCCCCTTTATCTCTANTCAGTTTATTTTCTTTCAA 
ATAAAAAATAACTATGAGCAACATAAAAAAAAAAAAA 
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FIGURE 96. 
</usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA62872 
<subunit 1 of 1, 90 aa, l stop 
<MW: 9039, pI : 4.37, NX (S/T) : 1 
MKFLAVLVLLGVSIFLVSAQNPTTAAPADTYPATGPADDEAPDAETTAAATTATTAAPTT 
ATTAASTTARKDIPVLPKWVG DLPNGRVCP 

Important features : 
Signal peptide : 
Amino acids 1-19 
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FIGURE 97 
GGACTCTGAAGGTCCCAAGCAGCTGCTGAGGCCCCCAAGGAAGTGGTTCCAACCTTGGACCC 
CTAGGGGTCTGGATTTGCTGGTTAACAAGATAACCTGAGGGCAGGACCCCATAGGGGAATGC 
TACCTCCTGCCCTTCCACCTGCCCTGGTGTTCACGGTGGCCTGGTCCCTCCTTGCCGAGAGA 
GTGTCCTGGGTCAGGGACGCAGAGGACGCTCACAGACTCCAGCCCTTTGTTACCGAGAGGAC 
ACTTGGCAAGGTCCAGCGATGGTCCGGAGTCCACACACAGACTGGCGGCAGGGCAGGAGGGG 
GACAGTTCTGTTGTGCTTGGTTGGACAGTAAGAGGGTCTTGGCCAGTCCAGGGTGGGGGGCG 
GCAAACTCCATAAAGAACCAGAGGGTCTGGGCCCCGGCCACAGAGTCATC'I'GCCCAGCTCCT 
CTGCTGCTGGCCAGTGGGAGTGGCACGAGGTGGGGCTTTGTGCCAGTAAAACCACAGGCTGG 
ATTTGCCTGCGGGCCATGGTCCCTGTCTAGGGCAGCAATTCTCAACCTTCTTGCTCTCAGGA 
CCCCAAAGAGCTTTCATTGTATCTATTGATTTTTACCACATTAGCAATTAAAACTGAGAAAT 
GGGCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGAT 
CACCTGAGATCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCTTGTCTACTAAAAA 
TACAAAAAATTAGCCAGGCACAGTGGTGTGCACTGGTAGTCCCAGTTACTCGGGAGGCTGAG 
GCAGGAAAATCGCTTGAACCCAGGAGGCGGACGTTGCGGTGAGCCGAGATCGCGCCGCTGAT 
TCCAGCCTGGGCGACAAGAGTGAGACTCCATCT CACACA 


































































































































































































































































































































































































































