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B GuE

[0001] AR B FRAL 1 ¥ K BR B STPD-LIFUIR R A A1) L0510« SEEARHSR UL, A% B 12
7 5PD-L1Z5 &1 AUk BES 45 A PD-L1E FIrid 744 v BO R AT A4 0 35 Pk i B PD—
LIS G TEZ Mk 2t &, AR WIR AL T 9ibd Frid TR IR, f ik v R RT B 2
RS 5 AT I 2 BRE AU » i 3% i AR A 7 BURCL AT AR S 22 BRI T3 i DA R A B
RPUE U B S RTAE AN 2 IR T3 i, AR 1R T BUS W B AT PD-LLAH QB0 BOR AR
(ELH5 B b A PRI A5 R AE) FX B

HREAKR

[0002]  FR/FIEFETSEARL (PD-L1) f240kDaf) 55— 2#5 45 11 . PD-L1 (A 2EPD-L1cDNAH
EMBL/GenBank Acc.No.NM_001267706 i B /> 51 2 i, s B PD-L1cDNAFHINM_021893 1775
(IR e B AL R A& PD- 1 BCAK , ZE38 T P 8370 i 52 00 40 . (O8] Gar sl P 0422 4 MR % 4
JL) v o 3 A A i ) TAR L2 A B B2 3o 15 3 o5 M S B U5 A S M LA 0, BLPD-L1s il it
5PD-1 13 R LM 75 F A G 5 B 5 — R I, PD-L 132 I R | R A PD- 11 T
VPR L R S (A i 1 B 55 o5 M 4 L DR A ) PD-L 1 R IAABIE SE AN AT AE T )%
T PRGN, B AT AR T R R A R (5 R 4R 3 P A 4 AR U AR
A & IR E RS 40 &RV UR B R 400 40 B &R, DA AR B LR M 40 )
(Nature Immunology (2001) ,vol.2,issue 3,p.261-267.),

[0003]  FEFPPEFETCL (PD-1) #2CD2832 AR SR (19.45CD28 CTLA-4 . 1COS PD-LIMIBTLA) ] Bt
5 %GR B AT) L 5 CD 28 52 R L AE V8 N 86 B B2 A4 S 47 DR T4 L 364 5 P B 8 28 2 i 4 4 B
) (Hutloff et al. (1999) Nature 397:263-266;Hansen et al. (1980) Immunogenics 10:
247-260) o IR H 25X PD-1 ) 40 i 22 [ B £ 3 B A4, BEDPD-L1AMIPD-L2, #5 & BH., 24 EAT)
H5PD-14 &0, 6869 T VAT 40 Mo 8ys A gl fig [N+ 43 s (Freeman et al. (2000)
J.Exp.Med.192:1027-34;Latchman et al. (2001)Nat.Immunol.2:261-8;Carter et al.
(2002) Eur. J.Immunol.32:634-43;0higashi et al. (2005)Clin.Cancer Res.11:2947-
53) oPD-L1 (B7T-H1) FPD-1.2 B7-DC) #i 2 5PD- 1454 HIBTH 4o 4 & B, PD-L 1 48 40 o 2 1
Ry ERIE W AT PLE L TEN- v ek i

[0004]  7E K0 B 2RI S AE P 35 R I T PD-L L, A0 455 A s « O 55598 | 485 M e R 45 b i
J8 (Iwai et al. (2002) Proc.Natl.Acad.Sci.USA 99:12293-7;0higashi et al. (2005)
Clin.Cancer Res.11:2947-53) .PD-L1 7] §& i 39 b i e = P T4 M e R I T, 2 5
T MR 9% (Dong et al. (2002) Nat.Med.8:793-800) ,PD-L1IER A BEZS 5 T Mk e 285 , I
HIPD-L1REFI 15 25 B S A K #E9 (Kanai et al. (2003) J. Immunol.171:4156-63) o

XHAR
[0005] AR BHHRAE— Pl 5PD-L1ZAr 454 Has A op APk 2 2 N 107MIK TG4 A fidsk , H
R AR Y] 5%k 8 T P R IR 75 22 /095 % AHIF : SEQ ID NO.1.SEQ ID NO.3.SEQ



w B

CN 104736168 B

2/72 T

1D

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ
17.SEQ ID NO.19.SEQ ID NO.21.SEQ
29.5EQ ID NO.31.SEQ ID NO.33.SEQ
41.SEQ ID NO.43.SEQ ID NO.45.SEQ
53.5EQ ID NO.55.SEQ ID NO.57.SEQ
65.5EQ 1D NO.67.SEQ ID NO.69.SEQ
77.SEQ ID NO.79.SEQ ID NO.81.SEQ ID NO.
89.5EQ ID NO.91.SEQ ID NO.93.SEQ ID NO.
101.SEQ ID NO.103.SEQ ID NO.105.SEQ ID

1D
1D
1D
1D
1D
1D

NO.
NO.
NO.
NO.
NO.
NO.

11.SEQ
23.SEQ
35.5EQ
47.SEQ
59.5EQ
71.SEQ
83.SEQ ID NO.85.SEQ ID
95.5EQ ID NO.97.SEQ ID
NO.107.SEQ ID NO.109.SEQ

1D
1D
1D
1D
1D
1D

NO.
NO.
NO.
NO.
NO.
NO.

13.SEQ
25.5EQ
37.SEQ
49.SEQ
61.SEQ
73.SEQ

ID
ID
ID
ID
ID
ID

SEQ ID NO.113.SEQ ID NO.115.SEQ ID NO.117.SEQ ID NO.119.SEQ ID NO.

NO.123.SEQ ID NO.125.SEQ ID NO.127.SEQ ID NO.129.SEQ ID NO.131.SEQ

SEQ ID NO.135.SEQ ID NO.137.SEQ ID NO.139.SEQ ID NO.141.SEQ ID NO.

NO.145.SEQ ID NO.147.SEQ ID NO.149.SEQ ID NO.151.SEQ ID NO.153.SEQ
SEQ ID NO.157.SEQ ID NO.159.SEQ ID NO.161.SEQ ID NO.163.SEQ ID NO
NO.167.SEQ ID NO.169.SEQ ID NO.171.SEQ ID NO.173.SEQ ID NO.175.SEQ

SEQ ID NO.179.SEQ ID NO.181.SEQ ID NO.183.SEQ ID NO.185.SEQ ID NO.

NO.189.SEQ ID NO.191.SEQ ID NO.193.SEQ ID NO.195.SEQ ID NO.197.SEQ

SEQ ID NO.201.SEQ ID NO.203.SEQ ID NO.205.SEQ ID NO.207.SEQ ID NO.

NO.211.SEQ ID NO.213.SEQ ID NO.215.SEQ ID NO.217.SEQ ID NO.219.SEQ
SEQ ID NO.223.SEQ ID NO.225.SEQ ID NO.227.SEQ ID NO.229.SEQ ID NO
NO.233.SEQ ID NO.235.SEQ ID NO.237.SEQ ID NO.239.SEQ ID NO.241, /&

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
ID

NO.

18.SEQ
30.SEQ
42.SEQ
54.SEQ

ID NO.20.SEQ
ID NO.32.SEQ
ID NO.44.SEQ
ID NO.56.SEQ

ID NO.22.5EQ
ID NO.34.SEQ
ID NO.46.5EQ
ID NO.58.5EQ
66.SEQ ID NO.68.SEQ ID NO.70.SEQ ID NO.72.SEQ ID NO.74.SEQ
78.SEQ ID NO.80.SEQ ID NO.82.SEQ ID NO.84.SEQ ID NO.86.SEQ
90.SEQ ID NO.92.SEQ ID NO.94.SEQ ID NO.96.SEQ ID NO.98.SEQ 1D
NO.102,SEQ ID NO.104.SEQ ID NO.106.SEQ ID NO.108.SEQ ID NO.
112.SEQ ID NO.114.SEQ ID NO.116.SEQ ID NO.118.SEQ ID NO.120.SEQ

ID NO.24.SEQ
ID NO.36.5EQ
ID NO.48.5EQ
ID NO.60.5EQ

ID NO.26.5EQ
ID NO.38.5EQ
ID NO.50.5SEQ
ID NO.62.5EQ

SEQ ID NO.124.SEQ ID NO.126.SEQ ID NO.128.SEQ ID NO.130.SEQ ID NO.

NO.134.SEQ ID NO.136.SEQ ID NO.138.SEQ ID NO.140.SEQ ID NO.142,SEQ
SEQ ID NO.146.SEQ ID NO.148.SEQ ID NO.150.SEQ ID NO.152.SEQ ID NO
NO.156.SEQ ID NO.158.SEQ ID NO.160.SEQ ID NO.162.SEQ ID NO.164.SEQ

SEQ ID NO.168.SEQ ID NO.170.SEQ ID NO.172.SEQ ID NO.174.SEQ ID NO.

NO.178.SEQ ID NO.180.SEQ ID NO.182.SEQ ID NO.184.SEQ ID NO.186.SEQ

SEQ ID NO.190.SEQ ID NO.192.SEQ ID NO.194.SEQ ID NO.196.SEQ ID NO.

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

o

BN AR A Sk B R IR SRR P 51 2 /095 % A IH) : SEQ 1D NO.2.SEQ ID NO.4.SEQ
6.SEQ ID NO.8.SEQ ID NO.10.SEQ ID NO.12.SEQ ID NO.14.SEQ ID NO.16.SEQ
ID NO.28.SEQ
ID NO.40.SEQ
ID NO.52.SEQ
ID NO.64.SEQ
ID NO.76.SEQ
ID NO.88.SEQ

15.5EQ
27.SEQ
39.5EQ
o1.SEQ
63.5EQ
75.5EQ
87.SEQ 1D
99.5EQ 1D
ID NO.111.
121.SEQ ID
ID NO.133.
143.SEQ ID
ID NO.155,
.165.5EQ ID
ID NO.177.
187.SEQ 1D
ID NO.199.
209.SEQ 1D
ID NO.221.
.231.SEQ ID
R
1D
1D
1D
1D
ID
ID
ID
ID
NO.100.SEQ
110.SEQ ID
ID NO.122,
132.SEQ ID
ID NO. 144,
.154.SEQ ID
ID NO.166+
176.SEQ ID
ID NO.188.
198.SEQ ID

1D
1D
1D
1D
1D
1D
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NO.200.SEQ ID NO.202.SEQ ID NO.204.SEQ ID NO.206.SEQ ID NO.208.SEQ ID NO.210.
SEQ 1D NO.212.SEQ ID NO.214.SEQ ID NO.216.SEQ ID NO.218.SEQ ID NO.220.SEQ 1D
NO.222.SEQ ID NO.224.SEQ ID NO.226.SEQ ID NO.228.SEQ ID NO.230.SEQ ID NO.232.
SEQ 1D NO.234.SEQ ID NO.236.SEQ ID NO.238.SEQ ID NO.240.SEQ ID NO.242, }z H:4H
Aokt , Z e ANPuig A RS, Hohixduiem B8/ R BT Ik B A
%):SEQ ID NO.1/SEQ ID NO.2 (ACHRNE6) JSEQ 1D NO.3/SEQ 1D NO.4 (ARSCHRNETD) |
SEQ ID NO.5/SEQ ID NO.6 (ASSZHRNE9) JSEQ ID NO.7/SEQ ID NO.8 (ASCH#AELL) .SEQ
ID NO.9/SEQ ID NO.10 (ASCHRNF1) JSEQ ID NO.11/SEQ ID NO.12 (ASCHRNF4) JSEQ 1D
NO.13/SEQ ID NO.14 (ASCH#NFT) WSEQ ID NO.15/SEQ ID NO.16 (A SZHRNFS) \SEQ 1D
NO.17/SEQ ID NO.18 (A&SCHRANF11) WSEQ ID NO.19/SEQ ID NO.20 (A CH#KNG4) LSEQ 1D
NO.21/SEQ ID NO.22 (A&SCHRNGI) WSEQ 1D NO.23/SEQ ID NO.24 (A 3C#RNG11) WSEQ 1D
NO.25/SEQ 1D NO.26 (A&CH#NG12) WSEQ ID NO.27/SEQ ID NO.28 (A CH#KNHL) LSEQ 1D
NO.29/SEQ ID NO.30 (A<SZ#kJYH3) WSEQ ID NO.31/SEQ ID NO.32 (A SZ#kJyH4) \SEQ 1D
NO.33/SEQ ID NO.34 (A3C#kJYH5) WSEQ ID NO.35/SEQ ID NO.36 (A< SZ#kJyH6) .SEQ 1D
NO.37/SEQ ID NO.38 (A SZ#7JYH10) WSEQ ID NO.39/SEQ 1D NO.40 (A< 3CHRANH12) (SEQ 1D
NO.41/SEQ ID NO.42 (A SCH#NPDL-D2) \SEQ ID NO.43/SEQ 1D NO.44 (A 3Z# ANPDL-
D11) \SEQ ID NO.45/SEQ ID NO.46 (A3 #APDL-H1) \SEQ ID NO.47/SEQ ID NO.48 (A3
FRNRB4) \SEQ ID NO.49/SEQ ID NO.50 (ASSCHRNRBIL) SEQ ID NO.51/SEQ ID NO.52 (4
CHRNRC5) SEQ ID NO.53/SEQ ID NO.54 (A SCHNRF5) LSEQ ID NO.55/SEQ ID NO.56
(A SCHRNRGY) VSEQ ID NO.57/SEQ ID NO.58 (A SC# NRD1) \SEQ ID NO.59/SEQ 1D
NO.60 (AR ARFLL) \SEQ ID NO.61/SEQ 1D NO.62 (A C#k NRH11) WSEQ ID NO.63/SEQ
ID NO.64 (A SCH#RARD9) WSEQ ID NO.65/SEQ ID NO.66 (AL #ARE10) LSEQ ID NO.67/
SEQ ID NO.68 (AL # NRA3) .SEQ ID NO.69/SEQ ID NO.70 (A CHKNRGL) \SEQ 1D
NO.71/SEQ ID NO.72 (ASCHRNRB1) WSEQ ID NO.73/SEQ ID NO.74 (< SCHRNRGT) (SEQ 1D
NO.75/SEQ ID NO.76 (A SCH#RNRA6) WSEQ ID NO.77/SEQ ID NO.78 (A< SLHRNRAS) \SEQ 1D
NO.79/SEQ ID NO.80 (A SZ#NRA9) \SEQ ID NO.81/SEQ ID NO.82 (A< SLHFKNRB5) \SEQ 1D
NO.83/SEQ ID NO.84 (A Z#NRB8) \SEQ ID NO.85/SEQ ID NO.86 (A= SLHFKNRCS) \SEQ 1D
NO.87/SEQ ID NO.88 (AL AHRC10) WSEQ ID NO.89/SEQ ID NO.90 (4= 3L # YRD2) . SEQ
ID NO.91/SEQ ID NO.92 (A CHKNRES) WSEQ ID NO.93/SEQ ID NO.94 (A SCHRNRE9) . SEQ
ID NO.95/SEQ ID NO.96 (< X NRG12) WSEQ ID NO.97/SEQ ID NO.98 (A SCHKNRSAL) .
SEQ ID NO.99/SEQ ID NO.100 (A CHRANR2A7) WSEQ ID NO.101/SEQ ID NO.102 (4 CHFRA
R2B12) \SEQ ID NO.103/SEQ ID NO.104 (A3CHKNR2C9) \SEQ ID NO.105/SEQ ID NO.106
(AR SCHRONR2D5) WSEQ ID NO.107/SEQ ID NO. 108 (A CH7AR2D7) LSEQ 1D NO.109/SEQ 1D
NO. 110 (A3 FRNR2F4) \SEQ ID NO.111/SEQ ID NO.112 (A X# NR2A10) .SEQ ID
NO.113/SEQ ID NO.114 (A SCHRNR2E2) \SEQ ID NO.115/SEQ ID NO. 116 (A< 3L F% AR3BS) .
SEQ ID NO.117/SEQ ID NO.118 (A& C#RNR3C3) WSEQ ID NO.119/SEQ ID NO. 120 (4 SCHK
NR3E9) SEQ 1D NO.121/SEQ ID NO.122 (AR CHAR3EL0) ~SEQ ID NO.123/SEQ 1D
NO. 124 (AR SCHRNR3FT) WSEQ ID NO.125/SEQ ID NO.126 (A CHKAR3IF10) SEQ 1D
NO.127/SEQ ID NO.128 (A& C# HNR4B10) .SEQ ID NO.129/SEQ ID NO.130 (& CHFR N
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R4H1) \SEQ ID NO.131/SEQ ID NO.132 (ACHAR4ALL) \SEQ ID NO.133/SEQ ID NO.134
(ASCHRCNR3D2) WSEQ ID NO.135/SEQ ID NO. 136 (ASCH%AR5B8) LSEQ 1D NO.137/SEQ 1D
NO. 138 (AL H#RASHIALQ) SEQ ID NO.139/SEQ ID NO.140 (ASCH#JYSHIB7B (K)) ~SEQ 1D
NO.141/SEQ ID NO.142 (< CHRASHICL) \SEQ ID NO.143/SEQ ID NO.144 (R CFRA
SH1C8) \SEQ ID NO.145/SEQ ID NO.146 (ACHKSHIEL0) \SEQ ID NO.147/SEQ 1D
NO.148 (A SCHRASHIE2) VSEQ ID NO.149/SEQ ID NO.150 (A SC#KNSHIA9) (SEQ 1D
NO.151/SEQ ID NO.152 (ACFKNSHIBI1) .SEQ ID NO.153/SEQ ID NO.154 (A& CH A
SH1E4) .SEQ ID NO.155/SEQ ID NO.156 (ASC#ASHIB3) LSEQ 1D NO.157/SEQ ID NO.158
(A SCHRASHIDL) WSEQ ID NO.159/SEQ ID NO.160 (ASCHRASHID2) \SEQ ID NO.161/SEQ
ID NO.162 (AL ASHIDI2) WSEQ ID NO.163/SEQ ID NO. 164 (ASCH#RYSHIEL) JSEQ 1D
NO.165/SEQ ID NO.166 (A C#R ASHIGI) \SEQ ID NO.167/SEQ ID NO.168 (A LHR A
SH1A11) .SEQ ID NO.169/SEQ ID NO.170 (ACH# ASHIC2) \SEQ ID NO.171/SEQ ID
NO.172 (A SCHRASHIGS) vSEQ ID NO.173/SEQ ID NO.174 (A SC# NSHIH2) \SEQ 1D
NO.175/SEQ ID NO.176 (AL HFrASHIB10) .SEQ ID NO.177/SEQ ID NO.178 (A LHFR A
SHIB7A (L)) \SEQ ID NO.179/SEQ ID NO.180 (ACH#rJNSHIE6) .SEQ ID NO.181/SEQ 1D
NO. 182 (AL #ASHIC11) SEQ ID NO.183/SEQ ID NO.184 (AL H#RJANSHIA2) \SEQ 1D
NO.185/SEQ ID NO.186 (A< C#K ASHIBL) \SEQ ID NO.187/SEQ ID NO.188 (A& XHF A
R6B2) LSEQ ID NO.189/SEQ ID NO.190 (A< 3Z#JYR6B7) .SEQ ID NO.191/SEQ ID NO.192
(A SCHRNR6B11) SEQ ID NO.193/SEQ ID NO.194 (A CHRANRED1) SEQ ID NO.195/SEQ
ID NO.196 (4 CFRAR6CS) \SEQ ID NO.197/SEQ ID NO.198 (A CHNRIGS) LSEQ 1D
NO.199/SEQ ID NO.200 (A 3CFKNR7D1) SEQ ID NO.201/SEQ ID NO.202 (A LHRNRTD2) .
SEQ ID NO.203/SEQ ID NO.204 (Z<CHRNRTET) WSEQ ID NO.205/SEQ ID NO.206 (A< SCHK
JNRTF2) \SEQ ID NO.207/SEQ ID NO.208 (A #7ARTF7) SEQ ID NO.209/SEQ ID NO.210
(A SCHRONRIH2) WSEQ ID NO.211/SEQ ID NO.212 (A3 #% AR9H6) LSEQ ID NO.213/SEQ ID
NO.214 (A3 FRNH6B1IL) WSEQ ID NO.215/SEQ ID NO.216 (A3 # NH6AL) SEQ 1D
NO.217/SEQ ID NO.218 (A 3CHRNHEB1) SEQ ID NO.219/SEQ ID NO.220 (ALK NHEB2) |
SEQ ID NO.221/SEQ ID NO.222 (A SCHRAH19C) WSEQ ID NO.223/SEQ ID NO. 224 (A SCHE
JNH110D) WSEQ ID NO.225/SEQ ID NO.226 (A& CH NHI1F) \SEQ ID NO.227/SEQ 1D
NO. 228 (A LR AHLICL) WSEQ ID NO.229/SEQ ID NO.230 (A X AGPG1A2) .SEQ ID
NO.231/SEQ ID NO.232 (A CHFK NGPGGS) «SEQ 1D NO.233/SEQ 1D NO.234 (A CHH
GPGG10) vSEQ 1D NO.235/SEQ ID NO.236 (A& CHNGPGHT) \SEQ ID NO.237/SEQ 1D
NO. 238 (A 3L # HGPGH10) \SEQ ID NO.239/SEQ ID NO.240 (A X H#RNGPGH11) \SEQ ID
NO.241/SEQ ID NO.242 (A SCHRNGPGHLOP) , J H2H A

[0006] Ak B #RAL—NFab Afufk v B, HH A KRB BN n] AR AR B B2 5ER AT A2
s, Hodp, R R AR T A Sk B N P & R R T 51 222095 % AHIR] < SEQ 1D NO.1.SEQ 1D
NO.3.SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ ID NO.11.SEQ ID NO.13.SEQ ID
NO.15.SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ ID NO.23.SEQ ID NO.25.SEQ ID
NO.27.SEQ ID NO.29.SEQ ID NO.31.SEQ ID NO. 33.SEQ ID NO.35.SEQ ID NO.37.SEQ
ID NO.39.SEQ ID NO.41.SEQ ID N0.43.SEQ ID NO.45.SEQ ID NO.47.SEQ ID NO.49.SEQ
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ID NO.51.SEQ ID NO.53.SEQ ID NO.55.SEQ 1D NO.57.SEQ ID NO.59.SEQ ID NO.61.SEQ
ID NO.63.SEQ ID NO.65.SEQ ID NO.67.SEQ 1D NO.69.SEQ ID NO.71.SEQ ID NO.73.SEQ
ID NO.75.5EQ ID NO.77.SEQ ID NO.79.SEQ 1D NO.81.SEQ ID NO.83.SEQ ID NO.85.SEQ
ID NO.87.SEQ ID NO.89.SEQ ID NO.91.SEQ 1D NO.93.SEQ ID NO.95.SEQ ID NO.97.SEQ

ID NO.99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID NO.105.SEQ ID NO.
NO.109.SEQ ID NO.111.SEQ ID NO.113.SEQ ID NO.115.SEQ ID NO.117.SEQ

SEQ ID NO.121.SEQ ID NO.123.SEQ ID NO.125.SEQ ID NO.127.SEQ ID NO.

NO.131.SEQ ID NO.133.SEQ ID NO.135.SEQ ID NO.137.SEQ ID NO.139.SEQ

SEQ ID NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ ID NO.149.SEQ ID NO.

NO.153.SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.159.SEQ ID NO.161.SEQ

SEQ ID NO.165.SEQ ID NO.167.SEQ ID NO.169.SEQ ID NO.171.SEQ ID NO.

NO.175.SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.181.SEQ ID NO.183.SEQ

SEQ ID NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ ID NO.193.SEQ ID NO.

NO.197.SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.203.SEQ ID NO.205.SEQ

SEQ ID NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ ID NO.215.SEQ ID NO.

NO.219.SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO.225.SEQ ID NO.227.SEQ
SEQ ID NO.231.SEQ ID NO.233.SEQ ID NO.235.SEQ ID NO.237.SEQ ID NO
NO.

NO.2.SEQ ID NO

241, fHAH A HHEREER A P8 5% 3 T 2 H &3 751 2 /095 % M A : SEQ
.4.SEQ ID NO.6.SEQ ID NO.8.SEQ ID NO.10.SEQ ID NO.12.SEQ

107.SEQ ID
ID NO.119.
129.SEQ ID
ID NO.141.
151.SEQ ID
ID NO.163.
173.SEQ ID
ID NO. 185,
195.SEQ ID
ID NO.207.
217.SEQ 1D
ID NO. 229,
.239.SEQ 1D
1D
1D

NO.
NO.
NO.
NO.
NO.
NO.
NO.

14.SEQ
26.5EQ
38.SEQ
50.SEQ
62.5EQ
74.SEQ
86 SEQ

ID
ID
ID
ID
ID
ID
ID

NO
NO
NO
NO
NO
NO
NO

.16.SEQ
. 28.SEQ
.40.SEQ
.02.SEQ
.64.SEQ
.76, SEQ
.88.SEQ

1D
1D
1D
1D
1D
1D
1D

NO
NO
NO
NO
NO
NO
NO

. 18.SEQ
.30, SEQ
.42.SEQ
.54.SEQ
.66.5EQ
. 78.SEQ
.90.SEQ

1D
1D
1D
1D
1D
1D
1D

NO
NO
NO
NO
NO
NO
NO

. 20.SEQ
.32.5EQ
.44 .SEQ
.56.5EQ
.68.5EQ
.80.SEQ
.92.5EQ

1D
1D
1D
1D
1D
1D
1D

NO
NO
NO
NO
NO
NO
NO

. 22.5EQ
.34.SEQ
.46.SEQ
.08.5EQ
.70.SEQ
.82.5EQ
.94.SEQ

ID
ID
ID
ID
ID
ID
ID

NO.24.SEQ
NO.36.SEQ
NO.48.SEQ
NO.60.SEQ
NO.72.SEQ
NO.84.SEQ
NO.96.5SEQ

1D
1D
1D
1D
1D
1D
ID

NO.98.SEQ
SEQ ID NO.
NO.120.SEQ ID NO.122.SEQ ID NO.124.SEQ ID NO.126.SEQ ID NO.128.SEQ

ID NO.100.SEQ ID NO.102.SEQ ID NO.104.SEQ ID NO.106.SEQ

SEQ ID NO.132.SEQ ID NO.134.SEQ ID NO.136.SEQ ID NO.138.SEQ ID NO.

NO.142.SEQ ID NO.144.SEQ ID NO.146.SEQ ID NO.148.SEQ ID NO.150.SEQ

SEQ ID NO.154.SEQ ID NO.156.SEQ ID NO.158.SEQ ID NO.160.SEQ ID NO.

NO.164.SEQ ID NO.166.SEQ ID NO.168.SEQ ID NO.170.SEQ ID NO.172.SEQ

SEQ ID NO.176.SEQ ID NO.178.SEQ ID NO.180.SEQ ID NO.182.SEQ ID NO.

NO.186.SEQ ID NO.188.SEQ ID NO.190.SEQ ID NO.192.SEQ ID NO.194.SEQ

SEQ ID NO.198.SEQ ID NO.200.SEQ ID NO.202.SEQ ID NO.204.SEQ ID NO.

NO.208.SEQ ID NO.210.SEQ ID NO.212.SEQ ID NO.214.SEQ ID NO.216.SEQ
SEQ ID NO.220.SEQ ID NO.222.SEQ ID NO.224.SEQ ID NO.226.SEQ ID NO
NO.230.SEQ ID NO.232.SEQ ID NO.234.SEQ ID NO.236.SEQ ID NO.238.SEQ

110.SEQ ID NO.112,SEQ ID NO.114.SEQ ID NO.116.SEQ ID NO.

ID NO.108,
118.SEQ ID
ID NO.130.
140.SEQ ID
ID NO.152.
162.SEQ ID
ID NO.174,
184 .SEQ ID
ID NO.196+
206.SEQ 1D
ID NO.218.
.228.SEQ ID
ID NO. 240,
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SEQ ID NO.

SEQ ID NO
NO. 15/SEQ
NO.21/SEQ
NO.27/SEQ
NO. 33/SEQ
NO.39/SEQ
NO.45/SEQ
NO.51/SEQ
NO.57/SEQ
NO.63/SEQ
NO.69/SEQ
NO.75/SEQ
NO. 81/SEQ
NO. 87/SEQ
NO.93/SEQ
NO.99/SEQ
SEQ ID NO.

SEQ 1D NO.

SEQ ID NO.

SEQ ID NO.

SEQ ID NO.

SEQ ID NO.

SEQ ID NO.

SEQ ID NO.

SEQ ID NO.

SEQ ID NO.

242, fkHH A

.10.SEQ ID NO.11/SEQ ID NO.
ID NO.16-SEQ ID NO.17/SEQ 1D
ID NO.22.SEQ ID NO.23/SEQ 1D
ID NO.28.SEQ ID NO.29/SEQ 1D
ID NO.34.SEQ ID NO.35/SEQ 1D
ID NO.40.SEQ ID NO.41/SEQ 1D
ID NO.46.SEQ ID NO.47/SEQ 1D
ID NO.52.SEQ ID NO.53/SEQ 1D
ID NO.58.SEQ ID NO.59/SEQ 1D
ID NO.64.SEQ ID NO.65/SEQ 1D
ID NO.70.SEQ ID NO.71/SEQ 1D
ID NO.76.SEQ ID NO.77/SEQ 1D
ID NO.82.SEQ ID NO.83/SEQ 1D
ID NO.88.SEQ ID NO.89/SEQ 1D
ID NO.94.SEQ ID NO.95/SEQ 1D

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

18.SEQ
24.SEQ
30.SEQ
36.SEQ
42 .SEQ
48.SEQ
54.SEQ
60.SEQ
66.SEQ
72.SEQ
78.SEQ
84.SEQ
90.SEQ
96.SEQ

1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D

NO.
NO.
.31/SEQ
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
.97/SEQ

NO

NO

19/SEQ
25/SEQ

37/SEQ
43/SEQ
49/SEQ
55/SEQ
61/SEQ
67/SEQ
73/SEQ
79/SEQ
85/SEQ
91/SEQ

ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID

6.SEQ ID NO.7/SEQ ID NO.8.SEQ ID NO.
12.SEQ 1D NO.13/SEQ ID NO.14.SEQ
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

ID NO.100.SEQ ID NO.101/SEQ ID NO.102.SEQ ID NO.103/SEQ
.108.SEQ ID NO.
NO.110.SEQ ID NO.111/SEQ ID NO.112.SEQ ID NO.113/SEQ ID NO.114.SEQ
.119/SEQ 1D NO.
NO.121/SEQ ID NO.122.SEQ ID NO.123/SEQ ID NO.124.SEQ ID NO.125/SEQ
.130.SEQ ID NO.
NO.132.SEQ ID NO.133/SEQ ID NO.134.SEQ ID NO.135/SEQ ID NO.136.SEQ
.141/SEQ 1D NO.
NO.143/SEQ ID NO.144.SEQ ID NO.145/SEQ ID NO.146.SEQ ID NO.147/SEQ
.152.SEQ ID NO.
NO.154.SEQ ID NO.155/SEQ ID NO.156.SEQ ID NO.157/SEQ ID NO.158.SEQ
.163/SEQ 1D NO.
NO.165/SEQ ID NO.166.SEQ ID NO.167/SEQ ID NO.168.SEQ ID NO.169/SEQ
.174.SEQ ID NO.
NO.176.SEQ ID NO.177/SEQ ID NO.178.SEQ ID NO.179/SEQ ID NO.180.SEQ
.185/SEQ 1D NO.
NO.187/SEQ ID NO.188.SEQ ID NO.189/SEQ ID NO.190.SEQ ID NO.191/SEQ
.196.SEQ ID NO.
NO.198.SEQ ID NO.199/SEQ ID NO.200.SEQ ID NO.201/SEQ ID NO.202.SEQ
.207/SEQ 1D NO.
NO.209/SEQ 1D NO.210.SEQ ID NO.211/SEQ ID NO.212.SEQ ID NO.213/SEQ ID NO.214,

105/SEQ ID NO.106.SEQ ID NO.107/SEQ ID NO

116.SEQ ID NO.117/SEQ ID NO.118.SEQ ID NO

127/SEQ ID NO.128.SEQ ID NO.129/SEQ ID NO

138.SEQ ID NO.139/SEQ ID NO.140.SEQ ID NO

149/SEQ ID NO.150.SEQ ID NO.151/SEQ ID NO

160.SEQ ID NO.161/SEQ ID NO.162.SEQ ID NO

171/SEQ ID NO.172.SEQ ID NO.173/SEQ ID NO

182,SEQ ID NO.183/SEQ ID NO.184.SEQ ID NO

193/SEQ 1D NO.194.SEQ ID NO.195/SEQ ID NO

204.SEQ ID NO.205/SEQ ID NO.206.SEQ ID NO

oMLk, 1% 4 N PR Fab v BUE AT 58 A ARIOR e B ] AR, 3L
PR ) R /R RE R AR IR 503% 5 R B RR 1 SEQ TD NO.1/SEQ TD NO. 2, SEQ
NO.3/SEQ ID NO.4.SEQ ID NO.5/SEQ ID NO.

D
9/
D
D
D
D
D
D
D
D
D
D
D
D
D

20.SEQ
26.5EQ
32.5EQ
38.5EQ
44 .SEQ
50.SEQ
26.SEQ
62.5EQ
68.5EQ
74.SEQ
80.5EQ
86.5EQ
92.5EQ 1D
98.5EQ 1D
ID NO.104.
109/SEQ 1D
ID NO.115/
120.SEQ 1D
ID NO.126+
131/SEQ 1D
ID NO.137/
142.SEQ ID
ID NO. 148,
153/SEQ 1D
ID NO. 159/
164.SEQ 1D
ID NO.170+
175/SEQ 1D
ID NO.181/
186.SEQ ID
ID NO.192.
197/SEQ 1D
ID NO.203/
208.SEQ 1D
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SEQ 1D NO.215/SEQ ID NO.216.SEQ ID NO.217/SEQ ID NO.218.SEQ ID NO.219/SEQ 1D
NO.220.SEQ 1D NO.221/SEQ ID NO.222.SEQ ID N0O.223/SEQ ID NO.224.SEQ ID NO.225/
SEQ 1D NO.226.SEQ ID NO.227/SEQ ID NO.228.SEQ ID NO.229/SEQ ID NO.230.SEQ 1D
NO.231/SEQ ID NO.232.SEQ ID N0.233/SEQ ID NO.234.SEQ ID NO.235/SEQ ID NO.236.
SEQ ID NO.237/SEQ ID NO.238.SEQ ID NO.239/SEQ ID NO.240.SEQ ID NO.241/SEQ 1D
NO.242, Je HAH 4

[0007] AR BgR it — AN B A fudd , H H Aok B B BER R AR IR ok B R RER A AR I i b
AR R AR I R R, Horh, EARE R AR T A 5k B B B s B R A & 95 %6 Al
[7:SEQ ID NO.1.SEQ ID NO.3.SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ ID NO.11.
SEQ ID NO.13.SEQ ID NO.15.SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ ID
NO.23.SEQ ID NO.25.SEQ ID NO.27.SEQ ID NO.29.SEQ ID NO.31.SEQ ID NO.33.SEQ ID
NO.35.SEQ ID NO.37.SEQ ID NO.39.SEQ ID NO.41.SEQ ID NO.43.SEQ ID N0O.45.SEQ ID
NO.47.SEQ ID N0.49.SEQ ID NO.51.SEQ ID NO.53.SEQ ID NO.55.SEQ ID NO.57.SEQ ID
NO.59.SEQ ID NO.61.SEQ ID NO.63.SEQ ID NO.65.SEQ ID NO.67.SEQ ID NO.69.SEQ ID
NO.71.SEQ ID NO.73.SEQ ID NO.75.SEQ ID NO.77.SEQ ID NO.79.SEQ ID NO.81.SEQ ID
NO.83.SEQ ID NO.85.SEQ ID NO.87.SEQ ID NO.89.SEQ ID NO.91.SEQ ID NO.93.SEQ ID
NO.95.SEQ ID NO.97.SEQ ID NO.99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID NO.105.SEQ
ID NO.107.SEQ ID NO.109.SEQ ID NO.111.SEQ ID NO.113.SEQ ID NO.115.SEQ ID
NO.117.SEQ ID NO.119.SEQ ID NO.121.SEQ ID NO.123.SEQ ID NO.125.SEQ ID NO.127.
SEQ ID NO.129.SEQ ID NO.131.SEQ ID NO.133.SEQ ID N0O.135.SEQ ID NO.137.SEQ ID
NO.139.SEQ ID NO.141.SEQ ID NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ ID NO. 149,
SEQ ID NO.151.SEQ ID NO.153.SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.159.SEQ ID
NO.161.SEQ ID NO.163.SEQ ID NO.165.SEQ ID NO.167.SEQ ID NO.169.SEQ ID NO.171.
SEQ ID NO.173.SEQ ID NO.175.SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.181.SEQ ID
NO.183.SEQ ID NO.185.SEQ ID NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ ID NO.193.
SEQ ID NO.195.SEQ ID NO.197.SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.203.SEQ ID
NO.205.SEQ ID NO.207.SEQ ID NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ ID NO.215.
SEQ ID NO.217.SEQ ID NO.219.SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO.225.SEQ ID
NO.227.SEQ ID NO.229.SEQ ID NO.231.SEQ ID NO.233.SEQ ID NO.235.SEQ ID NO.237.
SEQ ID NO0.239.SEQ ID NO.241, A & R A7 7 51k B TR Z 5L R T 5 2
/195% #H[Fl : SEQ ID NO.2.SEQ ID NO.4.SEQ ID NO.6.SEQ ID NO.8.SEQ ID NO.10.SEQ
ID NO.12.SEQ ID NO.14.SEQ ID NO.16.SEQ ID NO.18.SEQ ID NO.20.SEQ ID NO.22.SEQ
ID NO.24.SEQ ID NO.26.SEQ ID NO.28.SEQ ID NO.30.SEQ ID NO.32.SEQ ID NO.34.SEQ
ID NO.36.SEQ ID NO.38.SEQ ID N0O.40.SEQ ID NO.42.SEQ ID NO.44.SEQ ID NO.46.SEQ
ID NO.48.SEQ ID NO.50.SEQ ID NO.52.SEQ ID NO.54.SEQ ID NO.56.SEQ ID NO.58.SEQ
ID NO.60.SEQ ID NO.62.SEQ ID NO.64.SEQ ID NO.66.SEQ ID NO.68.SEQ ID NO.70.SEQ
ID NO.72.SEQ ID NO.74.SEQ ID NO.76.SEQ ID NO.78.SEQ ID NO.80.SEQ ID NO.82.SEQ
ID NO.84.SEQ ID NO.86.SEQ ID NO.88.SEQ ID NO.90.SEQ ID NO.92.SEQ ID NO.94.SEQ
ID NO.96.SEQ ID NO.98.SEQ ID NO.100.SEQ ID NO.102.SEQ ID NO.104.SEQ ID
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NO.106.SEQ ID NO.108.SEQ ID NO.110.SEQ ID NO.112.SEQ ID NO.114.SEQ
SEQ ID NO.118.SEQ ID NO.120.SEQ ID NO.122.SEQ ID NO.124.SEQ ID NO.
NO.128.SEQ ID NO.130.SEQ ID NO.132.SEQ ID NO.134.SEQ ID NO.136.SEQ
SEQ ID NO.140.SEQ ID NO.142.SEQ ID NO.144.SEQ ID NO.146.SEQ ID NO.
NO.150.SEQ ID NO.152.SEQ ID NO.154.SEQ ID NO.156.SEQ ID NO.158.SEQ
SEQ ID NO.162.SEQ ID NO.164.SEQ ID NO.166.SEQ ID NO.168.SEQ ID NO.
NO.172.SEQ ID NO.174.SEQ ID NO.176.SEQ ID NO.178.SEQ ID NO.180.SEQ
SEQ ID NO.184.SEQ ID NO.186.SEQ ID NO.188.SEQ ID NO.190.SEQ ID NO.
NO.194.SEQ ID NO.196.SEQ ID NO.198.SEQ ID NO.200.SEQ ID NO.202.SEQ
SEQ ID NO.206.SEQ ID NO.208.SEQ ID NO.210.SEQ ID NO.212.SEQ ID NO.
NO.216.SEQ ID NO.218.SEQ ID NO.220.SEQ ID NO.222.SEQ ID NO.224.SEQ
SEQ ID NO.228.SEQ ID NO.230.SEQ ID NO.232.SEQ ID NO.234.SEQ ID NO
NO.238.SEQ ID NO.240.SEQ ID NO.242, e H4H & ikt , %4 N Bk ik B

AN

ID NO.116+
126.SEQ ID
ID NO. 138,
148.SEQ 1D
ID NO. 160+
170.SEQ ID
ID NO. 182,
192.SEQ ID
ID NO.204.
214.SEQ ID
ID NO.226.
236.SEQ 1D
A HEEEN AR

Sl A A i R AR I, H Tz B SR A AU R B /R B T AR A E R B R B SEQ D

NO.1/SEQ 1D NO.2.SEQ ID NO.3/SEQ ID NO.4.SEQ ID NO.5/SEQ ID NO.6.SE
SEQ ID NO.8.SEQ ID NO.9/SEQ ID NO.10.SEQ ID NO.11/SEQ ID NO.12.SEQ
SEQ ID NO.14.SEQ ID NO.15/SEQ ID NO.16.SEQ ID NO.17/SEQ ID NO.
NO.19/SEQ 1D NO.20.SEQ ID NO.21/SEQ 1D NO.22.SEQ ID NO.23/SEQ 1D
NO.25/SEQ 1D NO.26.SEQ ID NO.27/SEQ 1D NO.28.SEQ ID NO.29/SEQ 1D
NO.31/SEQ 1D NO.32.SEQ ID NO.33/SEQ ID NO.34.SEQ ID NO.35/SEQ 1D
NO.37/SEQ 1D NO.38.SEQ ID NO.39/SEQ ID NO.40.SEQ ID NO.41/SEQ 1D
NO.43/SEQ 1D NO.44.SEQ ID NO.45/SEQ 1D NO.46.SEQ ID NO.47/SEQ 1D
NO.49/SEQ 1D NO.50.SEQ ID NO.51/SEQ ID NO.52.SEQ ID NO.53/SEQ 1D
NO.55/SEQ 1D NO.56.SEQ ID NO.57/SEQ ID NO.58.SEQ ID NO.59/SEQ 1D
NO.61/SEQ ID NO.62.SEQ ID NO.63/SEQ ID NO.64.SEQ ID NO.65/SEQ 1D
NO.67/SEQ ID NO.68.SEQ ID NO.69/SEQ ID NO.70.SEQ ID NO.71/SEQ 1D
NO.73/SEQ ID NO.74.SEQ ID NO.75/SEQ ID NO.76.SEQ ID NO.77/SEQ ID
NO.79/SEQ ID NO.80.SEQ ID NO.81/SEQ ID NO.82.SEQ ID NO.83/SEQ ID
NO.85/SEQ ID NO.86.SEQ ID NO.87/SEQ ID NO.88.SEQ ID NO.89/SEQ ID
NO.91/SEQ ID NO.92.SEQ ID NO.93/SEQ ID N0O.94.SEQ ID NO.95/SEQ ID
NO.97/SEQ 1D NO.98.SEQ ID NO.99/SEQ ID NO.100.SEQ ID NO.101/SEQ ID
ID
NO.108.SEQ ID NO.109/SEQ ID NO.110.SEQ ID NO.111/SEQ ID NO.112.SEQ
SEQ ID NO.114.SEQ ID NO.115/SEQ ID NO.116.SEQ ID NO.117/SEQ ID NO.
NO.119/SEQ ID NO.120.SEQ ID NO.121/SEQ ID NO.122.SEQ ID NO.123/SEQ
SEQ ID NO.125/SEQ ID NO.126.SEQ ID NO.127/SEQ ID NO.128.SEQ ID NO.
NO.130.SEQ ID NO.131/SEQ ID NO.132.SEQ ID NO.133/SEQ ID NO.134.SEQ
SEQ ID NO.136-SEQ ID NO.137/SEQ ID NO.138.SEQ ID NO.139/SEQ ID NO.
NO.141/SEQ ID NO.142.SEQ ID NO.143/SEQ ID NO.144.SEQ ID NO.145/SEQ

10

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

Q ID NO.7/
ID NO.13/
18.SEQ ID
24.SEQ ID
30.SEQ 1D
36.SEQ 1D
42.SEQ ID
48.SEQ ID
54.SEQ ID
60.SEQ 1D
66.5EQ 1D
72.SEQ ID
78.SEQ ID
84.SEQ ID
90.SEQ ID
96.SEQ ID
NO.102.SEQ

NO.103/SEQ ID NO.104.SEQ ID NO.105/SEQ ID NO.106.SEQ ID NO.107/SEQ ID

ID NO.113/
118.SEQ ID
ID NO.124,
129/SEQ 1D
ID NO. 135/
140.SEQ ID
ID NO. 146+
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SEQ ID NO.147/SEQ ID NO.148.SEQ ID NO.149/SEQ 1D NO.150.SEQ ID NO.

NO.152.SEQ ID NO.153/SEQ ID NO.154.SEQ ID NO.155/SEQ ID NO.156.SEQ

SEQ ID NO.158.SEQ ID NO.159/SEQ ID NO.160.SEQ ID NO.161/SEQ ID NO.

NO.163/SEQ 1D NO.164.SEQ ID NO.165/SEQ 1D NO.166.SEQ ID NO.167/SEQ

SEQ ID NO.169/SEQ ID NO.170.SEQ ID NO.171/SEQ ID NO.172.SEQ ID NO.

NO.174.SEQ ID NO.175/SEQ 1D NO.176.SEQ ID NO.177/SEQ ID NO.178.SEQ

SEQ ID NO.180.SEQ ID NO.181/SEQ ID NO.182.SEQ ID NO.183/SEQ ID NO.

NO.185/SEQ 1D NO.186.SEQ ID NO.187/SEQ ID NO.188.SEQ ID NO.189/SEQ

SEQ ID NO.191/SEQ ID NO.192.SEQ ID NO.193/SEQ 1D NO.194.SEQ ID NO.

NO.196.SEQ ID NO.197/SEQ ID NO.198.SEQ ID NO.199/SEQ ID NO.200.SEQ

SEQ TID NO.202.SEQ ID NO.203/SEQ ID NO.204.SEQ ID NO.205/SEQ ID NO.

NO.207/SEQ 1D NO.208.SEQ 1D NO.209/SEQ 1D NO.210.SEQ ID NO.211/SEQ

SEQ ID NO.213/SEQ ID NO.214.SEQ ID NO.215/SEQ 1D NO.216.SEQ ID NO.

NO.218.SEQ ID NO.219/SEQ 1D NO.220.SEQ ID NO.221/SEQ ID NO.222.SEQ

SEQ TD NO.224.SEQ ID NO.225/SEQ 1D NO.226.SEQ 1D NO.227/SEQ 1D NO.

NO.229/SEQ 1D NO.230.SEQ ID NO.231/SEQ 1D NO.232.SEQ ID NO.233/SEQ

SEQ TID NO.235/SEQ ID NO.236.SEQ ID NO.237/SEQ 1D NO.238.SEQ ID NO.

NO.240.SEQ ID NO.241/SEQ ID NO.242, }HH 4,
[0008] Ak EHEE—

151/SEQ 1D
ID NO.157/
162.SEQ ID
ID NO. 168,
173/SEQ 1D
ID NO.179/
184.SEQ ID
ID NO.190.
195/SEQ 1D
ID NO.201/
206.SEQ 1D
ID NO.212,
217/SEQ 1D
ID NO.223/
228.SEQ 1D
ID NO.234.
239/SEQ 1D

R — Bl TG TR FL SRR B TE 2 PERRE AT B SR PRI

TS AR LAIPD-L1 2 BRI AT RGT & 45 20, H P Ird 4iPD-L1 2 KI5 . — F5PD-L1

HE5 AR M BN E D107 M 1gGe 4 A druid B AT SEE FT AR AR mT

Fhr 44 H

AR [ Fab

S NPUE A B AR B S ER) ] ARISORIR B 4 BE R n] A2 I LR B I i A R ] AR

BRAER IR PEE AN DU, ML 5
[0009]
SEQ ID NO.1.SEQ ID NO.3.SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ
ID NO.13.SEQ ID NO.15.SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ
ID NO.25.SEQ ID NO.27.SEQ ID NO.29.SEQ ID NO.31.SEQ ID NO.33.SEQ
ID NO.37.SEQ ID NO.39.SEQ ID NO.41.SEQ ID NO.43.SEQ ID NO.45.SEQ
ID NO.49.SEQ ID NO.51.SEQ ID NO.53.SEQ ID NO.55.SEQ ID NO.57.SEQ
ID NO.61.SEQ ID NO.63.SEQ ID NO.65.SEQ ID NO.67.SEQ ID NO.69.SEQ
ID NO.73.SEQ ID NO.75.SEQ ID NO.77.SEQ ID NO.79.SEQ ID NO.81.SEQ
ID NO.85.SEQ ID NO.87.SEQ ID NO.89.SEQ ID NO.91.SEQ ID NO.93.SEQ

o, pridk & NG I B P AR IR 5153 BT S 2R IR e 1) 5 2095 96 A A -
ID NO.
ID NO
ID NO.
ID NO.
ID NO
ID NO.
ID NO.
ID NO

11.SEQ
.23.SEQ
35.5EQ
47.SEQ
.59.SEQ
71.SEQ
83.SEQ
.95.SEQ

ID NO.97.SEQ ID NO.99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID NO.105.SEQ ID
NO.107.SEQ ID NO.109.SEQ ID NO.111.SEQ ID NO.113.SEQ ID NO.115.SEQ ID NO.117.
SEQ ID NO.119.SEQ ID NO.121.SEQ ID NO.123.SEQ ID NO.125.SEQ ID NO.127.SEQ ID
NO.129.SEQ ID NO.131.SEQ ID NO.133.SEQ ID NO.135.SEQ ID NO.137.SEQ ID NO.139.
SEQ ID NO.141.SEQ ID NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ ID NO.149.SEQ ID
NO.151.SEQ ID NO.153.SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.159.SEQ ID NO.161.
SEQ ID NO.163.SEQ ID NO.165.SEQ ID NO.167.SEQ ID NO.169.SEQ ID NO.171.SEQ ID

11
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NO.173.SEQ ID NO.175.SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.181.SEQ ID NO. 183,
SEQ 1D NO.185.SEQ ID NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ ID NO.193.SEQ ID
NO.195.SEQ ID NO.197.SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.203.SEQ ID NO.205.
SEQ 1D NO.207.SEQ ID NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ ID NO.215.SEQ 1D
NO.217.SEQ ID NO.219.SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO.225.SEQ ID NO.227.
SEQ 1D NO.229.SEQ ID NO.231.SEQ ID NO.233.SEQ ID NO.235.SEQ ID NO.237.SEQ 1D
NO.239.SEQ 1D NO.241, R HAH A H BBy 5 5iE 8 N AR )T 72D
95% #H[H : SEQ ID NO.2.SEQ ID NO.4.SEQ ID NO.6.SEQ ID NO.8.SEQ ID NO.10.SEQ ID
NO.12.SEQ ID NO.14.SEQ ID NO.16.SEQ ID NO.18.SEQ ID NO.20.SEQ ID NO.22.SEQ ID
NO.24.SEQ ID NO.26.SEQ ID NO.28.SEQ ID NO.30.SEQ ID N0.32.SEQ ID NO.34.SEQ ID
NO.36.SEQ ID NO.38.SEQ ID NO.40.SEQ ID NO.42.SEQ ID N0.44.SEQ ID NO.46.SEQ ID
NO.48.SEQ ID NO.50.SEQ ID NO.52.SEQ ID NO.54.SEQ ID NO.56.SEQ ID NO.58.SEQ ID
NO.60.SEQ ID NO.62.SEQ ID NO.64.SEQ ID NO.66.SEQ ID NO.68.SEQ ID NO.70.SEQ ID
NO.72.SEQ ID NO.74.SEQ ID NO.76.SEQ ID NO.78.SEQ ID NO.80.SEQ ID NO.82.SEQ ID
NO.84.SEQ ID NO.86.SEQ ID NO.88.SEQ ID N0O.90.SEQ ID N0.92.SEQ ID NO.94.SEQ ID
NO.96.SEQ ID NO.98.SEQ ID NO.100.SEQ ID NO.102.SEQ ID NO.104.SEQ ID NO.106.
SEQ ID NO.108.SEQ ID NO.110.SEQ ID NO.112.SEQ ID NO.114.SEQ ID NO.116.SEQ ID
NO.118.SEQ ID NO.120.SEQ ID NO.122.SEQ ID NO.124.SEQ ID NO.126.SEQ ID NO. 128,
SEQ ID NO.130.SEQ ID NO.132.SEQ ID NO.134.SEQ ID NO.136.SEQ ID NO.138.SEQ ID
NO.140.SEQ ID NO.142.SEQ ID NO.144.SEQ ID NO.146.SEQ ID NO.148.SEQ ID NO. 150,
SEQ ID NO.152.SEQ ID NO.154.SEQ ID NO.156.SEQ ID NO.158.SEQ ID NO.160.SEQ ID
NO.162.SEQ ID NO.164.SEQ ID NO.166.SEQ ID NO.168.SEQ ID NO.170.SEQ ID NO.172,
SEQ ID NO.174.SEQ ID NO.176.SEQ ID NO.178.SEQ ID NO.180.SEQ ID NO.182.SEQ ID
NO.184.SEQ ID NO.186.SEQ ID NO.188.SEQ ID NO.190.SEQ ID NO.192.SEQ ID NO.194.
SEQ ID NO.196.SEQ ID NO.198.SEQ ID NO.200.SEQ ID NO.202.SEQ ID NO.204.SEQ ID
NO.206.SEQ ID NO.208.SEQ ID NO.210.SEQ ID NO.212.SEQ ID NO.214.SEQ ID NO.216.
SEQ ID NO.218.SEQ ID NO.220.SEQ ID NO.222.SEQ ID NO.224.SEQ ID NO.226.SEQ ID
NO.228.SEQ ID NO.230.SEQ ID NO.232.SEQ ID NO.234.SEQ ID NO.236.SEQ ID NO.238.
SEQ ID NO.240.SEQ ID NO.242,  HAH 4,

[0010]  Jiop, Frik 4 AJifkFab by B H 85 v] AR 3807 5 5k 3 R A 5L 7 51 2 D
95% AHIA : SEQ ID NO.1.SEQ ID NO.3.SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ ID
NO.11.SEQ ID NO.13.SEQ ID NO.15.SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ ID
NO.23.SEQ ID NO.25.SEQ ID NO.27.SEQ ID NO.29.SEQ ID NO.31.SEQ ID NO.33.SEQ ID
NO.35.SEQ ID NO.37.SEQ ID NO.39.SEQ ID NO.41.SEQ ID N0.43.SEQ ID NO.45.SEQ ID
NO.47.SEQ ID NO.49.SEQ ID NO.51.SEQ ID NO.53.SEQ ID N0.55.SEQ ID NO.57.SEQ ID
NO.59.SEQ ID NO.61.SEQ ID NO.63.SEQ ID NO.65.SEQ ID NO.67.SEQ ID NO.69.SEQ ID
NO.71.SEQ ID NO.73.SEQ ID NO.75.SEQ ID NO.77.SEQ ID NO.79.SEQ ID NO.81.SEQ ID
NO.83.SEQ ID N0.85.SEQ ID NO.87.SEQ ID NO.89.SEQ ID NO.91.SEQ ID N0O.93.SEQ ID
NO.95.SEQ ID N0.97.SEQ ID NO.99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID NO.105.SEQ
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ID NO.107.SEQ ID NO.109.SEQ ID NO.111.SEQ ID NO.113.SEQ ID NO.
NO.117.SEQ ID NO.119.SEQ ID NO.121.SEQ ID NO.123.SEQ ID NO.125.5EQ

SEQ ID NO.129.SEQ ID NO.131.SEQ ID NO.133.SEQ ID NO.135.SEQ ID NO.

NO.139.SEQ ID NO.141.SEQ ID NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ

SEQ ID NO.151.SEQ ID NO.153.SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.

NO.161.SEQ ID NO.163.SEQ ID NO.165.SEQ ID NO.167.SEQ ID NO.169.5EQ

SEQ ID NO.173.SEQ ID NO.175.SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.

NO.183.SEQ ID NO.185.SEQ ID NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ

SEQ ID NO.195.SEQ ID NO.197.SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.

115.SEQ ID
ID NO.127,
137.SEQ ID
ID NO.149.
159.SEQ ID
ID NO.171.
181.SEQ ID
ID NO.193.
203.SEQ 1D

NO.205.SEQ ID NO.207.SEQ ID NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ ID NO.215.
SEQ ID NO.217.SEQ ID NO.219.SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO.225.SEQ ID
NO.227.SEQ ID NO.229.SEQ ID NO.231.SEQ ID NO.233.SEQ ID NO.235.SEQ ID NO.237.
SEQ ID NO.239.SEQ 1D NO.241, &I 4 H R A8 7 5 5% 5 T S0 2 58 75
%2 /195 % FH[A] : SEQ ID NO.2.SEQ ID NO.4.SEQ ID NO.6.SEQ ID NO.8.SEQ ID NO.10.SEQ
ID NO.12.SEQ ID NO.14.SEQ ID NO.16.SEQ ID NO.18.SEQ ID NO.20.SEQ ID NO.22.SEQ
ID NO.24.SEQ ID NO.26.SEQ ID NO.28.SEQ ID NO.30.SEQ ID NO.32.SEQ ID NO.34.SEQ
ID NO.36.SEQ ID NO.38.SEQ ID NO.40.SEQ ID NO.42.SEQ ID NO.44.SEQ ID NO.46.SEQ
ID NO.48.SEQ ID NO.50.SEQ ID NO.52.SEQ ID NO.54.SEQ ID NO.56.SEQ ID NO.58.SEQ
ID NO.60.SEQ ID NO.62.SEQ ID NO.64.SEQ ID NO.66.SEQ ID NO.68.SEQ ID NO.70.SEQ
ID NO.72.SEQ ID NO.74.SEQ ID NO.76.SEQ ID NO.78.SEQ ID NO.80.SEQ ID NO.82.SEQ

ID NO.84.SEQ ID NO.86.SEQ ID NO.88.SEQ ID NO.90.SEQ ID NO.92.SEQ ID NO.
ID NO.96.SEQ ID NO.98.SEQ ID NO.100.SEQ ID NO.102.SEQ ID NO.
NO.106.SEQ ID NO.108.SEQ ID NO.110.SEQ ID NO.112.SEQ ID NO.114.SEQ

SEQ ID NO.118.SEQ ID NO.120.SEQ ID NO.122.SEQ ID NO.124.SEQ ID NO.

NO.128.SEQ ID NO.130.SEQ ID NO.132.SEQ ID NO.134.SEQ ID NO.136.SEQ

SEQ ID NO.140.SEQ ID NO.142.SEQ ID NO.144.SEQ ID NO.146.SEQ ID NO.

NO.150.SEQ ID NO.152.SEQ ID NO.154.SEQ ID NO.156.SEQ ID NO.158.SEQ

SEQ ID NO.162.SEQ ID NO.164.SEQ ID NO.166.SEQ ID NO.168.SEQ ID NO.

NO.172.SEQ ID NO.174.SEQ ID NO.176.SEQ ID NO.178.SEQ ID NO.180.SEQ

SEQ ID NO.184.SEQ ID NO.186.SEQ ID NO.188.SEQ ID NO.190.SEQ ID NO.

NO.194.SEQ ID NO.196.SEQ ID NO.198.SEQ ID NO.200.SEQ ID NO.202.,SEQ

SEQ ID NO.206.SEQ ID NO.208.SEQ ID NO.210.SEQ ID NO.212.SEQ ID NO.

NO.216.SEQ ID NO.218.SEQ ID NO.220.SEQ ID NO.222.SEQ ID NO.224.SEQ
SEQ ID NO.228.SEQ ID NO.230.SEQ ID NO.232.SEQ ID NO.234.SEQ ID NO

NO.238.SEQ ID NO.240.SEQ ID NO.242, } HH 4
[0011]

94.SEQ
104.SEQ ID
ID NO.116+
126SEQ 1D
ID NO.138.
148.SEQ ID
ID NO.160+
170.SEQ ID
ID NO.182.
192.SEQ ID
ID NO. 204,
214.SEQ 1D
ID NO. 226+
.236.SEQ ID

Horp, P e AN SUiA ) B BE R ARy 51 53k B R SR &R IR 7 51 2 /095 % A

[@]: SEQ ID NO.1.SEQ ID NO.3.SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ ID NO.11,
SEQ ID NO.13.SEQ ID NO.15.SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ ID
NO.23.SEQ ID NO.25.SEQ ID NO.27.SEQ ID NO.29.SEQ ID NO.31.SEQ ID NO.33.SEQ ID
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NO.
NO.
NO.
NO.
NO.
NO.
1D

NO.

35.5EQ ID
47.SEQ 1D
59.5EQ ID
71.SEQ ID
83.SEQ ID
95.SEQ ID NO.97.SEQ ID NO.99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID
NO.107.SEQ ID NO.109.SEQ ID NO.111.SEQ ID NO.113.SEQ ID NO.
117.SEQ ID NO.119.SEQ ID NO.121.SEQ ID NO.123.SEQ ID NO.125.SEQ

SEQ ID NO.129.SEQ ID NO.131.SEQ ID NO.133.SEQ ID NO.135.SEQ ID NO.

NO.139.SEQ ID NO.141.SEQ ID NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ

SEQ ID NO.151.SEQ ID NO.153.SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.

NO.161.SEQ ID NO.163.SEQ ID NO.165.SEQ ID NO.167.SEQ ID NO.169.SEQ

SEQ ID NO.173.SEQ ID NO.175.SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.

NO.183.SEQ ID NO.185.SEQ ID NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ

SEQ ID NO.195.SEQ ID NO.197.SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.

NO.205.SEQ ID NO.207.SEQ ID NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ
SEQ ID NO.217.SEQ ID NO.219.SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO
NO.227.SEQ ID NO.229.SEQ ID NO.231.SEQ ID NO.233.SEQ ID NO.235.5EQ

NO.37.SEQ ID NO.39.SEQ ID NO.41.SEQ ID NO.43.SEQ ID NO.45.SEQ ID
NO.49.SEQ ID NO.51.SEQ ID NO.53.SEQ ID NO.55.SEQ ID NO.57.SEQ ID
NO.61.SEQ ID NO.63.SEQ ID NO.65.SEQ ID NO.67.SEQ ID NO.69.SEQ ID
NO.73.SEQ ID NO.75.SEQ ID NO.77.SEQ ID NO.79.SEQ ID NO.81.SEQ ID
NO.85.5EQ ID NO.87.SEQ ID NO.89.SEQ ID NO.91.SEQ ID NO.93.SEQ ID

NO.105.SEQ
115.SEQ ID
ID NO.127,
137.SEQ ID
ID NO.149.
159.SEQ ID
ID NO.171.
181.SEQ ID
ID NO.193.
203.SEQ 1D
ID NO.215,
.225.SEQ 1D
ID NO.237,

SEQ ID NO.239.SEQ ID NO.241, KH A& HHB B 25 5% 8 T YK R ER 5

% /095% A «
ID NO.12.SEQ
ID NO.24.SEQ
ID NO.36.SEQ
ID NO.48.SEQ
ID NO.60.SEQ

SEQ ID NO.2.SEQ
ID NO.14.SEQ ID
ID NO.26.SEQ ID
ID NO.38.SEQ ID
ID NO.50.SEQ ID
ID NO.62.SEQ ID
ID NO.72.SEQ ID NO.74.SEQ ID NO.

1D

NO.
NO.
NO.
NO.
NO.

NO.4.SEQ ID NO.6.SEQ ID NO.8.SEQ
16.SEQ ID NO.18.SEQ 1D NO.20.SEQ
28.5EQ 1D NO.30.SEQ ID NO.32.SEQ
40.SEQ ID NO.42.SEQ ID NO.44.SEQ
52.SEQ ID NO.54.SEQ ID NO.56.SEQ
64.SEQ ID NO.66.SEQ ID NO.68.SEQ
76.SEQ ID NO.78.SEQ ID NO.80.SEQ
ID NO.84.SEQ ID NO.86.SEQ ID NO.88.SEQ ID NO.90.SEQ ID NO.92.SEQ
ID NO.96.SEQ ID NO.98.SEQ ID NO.100.SEQ ID NO.102.SEQ ID NO.
NO.106.SEQ ID NO.108.SEQ ID NO.110.SEQ ID NO.112.SEQ ID NO.114.SEQ

SEQ ID NO.118.SEQ ID NO.120.SEQ ID NO.122.SEQ ID NO.124.SEQ ID NO.

NO.128.SEQ ID NO.130.SEQ ID NO.132.SEQ ID NO.134.SEQ ID NO.136.SEQ

SEQ ID NO.140.SEQ ID NO.142.SEQ ID NO.144.SEQ ID NO.146.SEQ ID NO.

NO.150.SEQ ID NO.152.SEQ ID NO.154.SEQ ID NO.156.SEQ ID NO.158.SEQ

SEQ ID NO.162.SEQ ID NO.164.SEQ ID NO.166.SEQ ID NO.168.SEQ ID NO.

NO.172.SEQ ID NO.174.SEQ ID NO.176.SEQ ID NO.178.SEQ ID NO.180.SEQ

SEQ ID NO.184.SEQ ID NO.186.SEQ ID NO.188.SEQ ID NO.190.SEQ ID NO.

NO.194.SEQ ID NO.196.SEQ ID NO.198.SEQ ID NO.200.SEQ ID NO.202.,SEQ

SEQ ID NO.206.SEQ ID NO.208.SEQ ID NO.210.SEQ ID NO.212.SEQ ID NO.

NO.216.SEQ ID NO.218.SEQ ID NO.220.SEQ ID NO.222.SEQ ID NO.224.SEQ

14

ID
ID
ID
ID
ID
ID
ID
ID

NO.
NO.
NO.
NO.
NO.
NO.

10.SEQ
22.5EQ
34.SEQ
46, SEQ
28.SEQ
70.SEQ
NO.82.SEQ
NO.94.SEQ
104.SEQ ID
ID NO.116+
126.SEQ ID
ID NO.138.
148.SEQ ID
ID NO.160+
170.SEQ ID
ID NO.182.
192.SEQ ID
ID NO. 204,
214.SEQ 1D
ID NO. 226+
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SEQ ID NO.228.SEQ ID NO.230.SEQ ID NO.232.SEQ ID NO.234.SEQ ID NO.236.SEQ ID
NO.238.SEQ ID NO.240.SEQ ID NO.242, }x H4 4

[0012]  fiLifeth, Brid 4 A\ Bt B S8 e 8 , I b B SuAd i 258 / 42 8 ml AR 7 711
LA R 5% :SEQ 1D NO.1/SEQ ID NO.2 (A SCH#NE6S) WSEQ 1D NO.3/SEQ ID NO.4 (A SCH#K
SNET) \SEQ ID NO.5/SEQ ID NO.6 (A& SCH#ANE9) JSEQ ID NO.7/SEQ ID NO.8 (ASCH# A
E11) \SEQ ID NO.9/SEQ ID NO.10 (ASCHNF1) JSEQ ID NO.11/SEQ ID NO.12 (& THRA
F4) \SEQ ID NO.13/SEQ ID NO.14 (ASCH#NF7) WSEQ ID NO.15/SEQ ID NO.16 (4 CHRA
F8) .SEQ ID NO.17/SEQ ID NO.18 (ASCH#kJYF11) .SEQ ID NO.19/SEQ ID NO.20 (A CH#k Ny
G4) \SEQ ID NO.21/SEQ ID NO.22 (A&C#:HG9) ~SEQ ID NO.23/SEQ ID NO.24 (ASCHRN
G11) \SEQ ID NO.25/SEQ ID NO.26 (A&3C#NG12) .SEQ ID NO.27/SEQ ID NO.28 (4% SC#K
J9H1) WSEQ ID NO.29/SEQ ID NO.30 (A& C#kAHH3) .SEQ ID NO.31/SEQ ID NO.32 (ASCHK
J9H4) WSEQ ID NO.33/SEQ ID NO.34 (A& C#kAH5) SEQ ID NO.35/SEQ ID NO.36 (ASCHK
J9H6) \SEQ ID NO.37/SEQ ID NO.38 (A&CH#NHL0) .SEQ ID NO.39/SEQ ID NO.40 (ALK
J9H12) \SEQ ID NO.41/SEQ ID NO.42 (A SCHRNPDL-D2) \SEQ ID NO.43/SEQ ID NO.44 (4
SCHRAPDL-D11) SEQ ID NO.45/SEQ ID NO.46 (4 SCHRNPDL-HL) .SEQ ID NO.47/SEQ ID
NO. 48 (A SCHNRB4) LSEQ ID NO.49/SEQ ID NO.50 (AX3ZHKNRB11) WSEQ ID NO.51/SEQ
ID NO.52 (4 SC#KARC5) WSEQ ID NO.53/SEQ ID NO.54 (A C#H% YRF5) \SEQ ID NO.55/SEQ
ID NO.56 (4 TR ARGY) WSEQ ID NO.57/SEQ ID NO.58 (A C#%YRD1) \SEQ ID NO.59/SEQ
ID NO.60 (A&SCHRNYRFLL) WSEQ ID NO.61/SEQ ID NO.62 (ASCH#KYRHLL) JSEQ ID NO.63/
SEQ ID NO.64 (ASCHKNRDI) SEQ ID NO.65/SEQ ID NO.66 (AL HFKNREL0) \SEQ ID
NO.67/SEQ ID NO.68 (ASCHkNRA3) \SEQ ID NO.69/SEQ ID NO.70 (A&SCHNRGL) SEQ ID
NO.71/SEQ ID NO.72 (A&CH%NRBL) <SEQ ID NO.73/SEQ ID NO.74 (A&SCHRNRGT) SEQ ID
NO.75/SEQ ID NO.76 (A&CHkNRA6) \SEQ ID NO.77/SEQ ID NO.78 (A&SCHNRAS) \SEQ ID
NO.79/SEQ ID NO.80 (ACH%NRA9) \SEQ ID NO.81/SEQ ID NO.82 (A& CH#NRB5) SEQ ID
NO.83/SEQ ID NO.84 (A&CH%NRBS) .SEQ ID NO.85/SEQ ID NO.86 (A& CHNRCS) SEQ ID
NO.87/SEQ ID NO.88 (ACHJYRCL0) \SEQ ID NO.89/SEQ ID NO.90 (A SLH{NRD2) . SEQ
ID NO.91/SEQ ID NO.92 (ASCHRNRES) WSEQ ID NO.93/SEQ ID NO.94 (A< SCH#KARE9) . SEQ
ID NO.95/SEQ ID NO.96 (A SCH#KARG12) <SEQ ID NO.97/SEQ ID NO.98 (A SCH#KNRSAL) -
SEQ 1D NO.99/SEQ ID NO.100 (ASCHKAR2A7) SEQ ID NO.101/SEQ ID NO.102 (A& CH AN
R2B12) \SEQ ID NO.103/SEQ ID NO.104 (A3CHRNR2C9) \SEQ ID NO.105/SEQ ID NO.106
(A SCHRAR2D5) WSEQ 1D NO.107/SEQ ID NO. 108 (ASCHENR2D7) WSEQ ID NO.109/SEQ ID
NO.110 (A SCHRNR2F4) \SEQ ID NO.111/SEQ ID NO.112 (ASCHEAR2A10) WSEQ 1D
NO.113/SEQ ID NO.114 (ASCHRNR2E2) WSEQ ID NO.115/SEQ ID NO.116 (ASZHRNR3BS) .
SEQ ID NO.117/SEQ ID NO.118 (A SCH#RAR3C3) \SEQ ID NO.119/SEQ ID NO.120 (A< 3CHk
NR3E9) SEQ 1D NO.121/SEQ ID NO.122 (AR CHAR3EL0) ~SEQ ID NO.123/SEQ 1D
NO. 124 (AR SCHRNR3FT) WSEQ ID NO.125/SEQ ID NO.126 (A CH#KAR3F10) SEQ 1D
NO.127/SEQ ID NO.128 (ACH#NR4B10) \SEQ ID NO.129/SEQ ID NO.130 (ALHRA
R4H1) SEQ ID NO.131/SEQ ID NO.132 (ASC#RAR4AL1) JSEQ ID NO.133/SEQ ID NO.134
(A SCFRAR3D2) WSEQ ID NO.135/SEQ ID NO. 136 (A< 3CFKAR5BS) WSEQ ID NO.137/SEQ ID
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NO. 138 (A X #7 ASH1A1Q) L SEQ ID NO.139/SEQ ID NO.140 (A CHFKNSHIB7B (K)) .SEQ ID
NO.141/SEQ ID NO.142 (A SCHFRASHICL) \SEQ ID NO.143/SEQ 1D NO.144 (AR CFRA
SH1C8) .SEQ ID NO.145/SEQ ID NO.146 (A& #NSHIEL0) .SEQ ID NO.147/SEQ ID
NO. 148 (A= XL # ANSHIE2) .SEQ ID NO.149/SEQ ID NO.150 (A C# NSHIA9) .SEQ ID
NO.151/SEQ ID NO.152 (ASCHFRASHIBI1) JSEQ ID NO.153/SEQ ID NO.154 (ASLHFR A
SHIE4) \SEQ ID NO.155/SEQ ID NO.156 (A< 3CHRNSHIB3) LSEQ ID NO.157/SEQ ID NO.158
(A CFRNSHIDL) WSEQ ID NO.159/SEQ ID NO.160 (A 3 #% ASH1D2) LSEQ ID NO.161/SEQ
ID NO.162 (A H& ANSHID12) LSEQ ID NO.163/SEQ ID NO.164 (A X # ASHIEL) .SEQ ID
NO.165/SEQ ID NO.166 (A< C#R ASHIGI) \SEQ ID NO.167/SEQ ID NO.168 (A LHFR A
SHIA11) \SEQ ID NO.169/SEQ ID NO.170 (4 FKASH1C2) .SEQ ID NO.171/SEQ ID
NO. 172 (A C#ANSHIGS) SEQ ID NO.173/SEQ ID NO.174 (A C# NSHIH2) \SEQ ID
NO.175/SEQ ID NO.176 (A CHFKASHIB10) .SEQ ID NO.177/SEQ ID NO.178 (A LHFR A
SH1B7A (L)) \SEQ ID NO.179/SEQ ID NO.180 (A #NSHIE6) \SEQ ID NO.181/SEQ ID
NO. 182 (A # ASHIC11) SEQ ID NO.183/SEQ ID NO.184 (A& FrNSHIA2) .SEQ ID
NO.185/SEQ ID NO.186 (A< C#K ASHIBL) \SEQ ID NO.187/SEQ ID NO.188 (A& LHFK A
R6B2) \SEQ ID NO.189/SEQ ID NO.190 (A X # AR6B7) .SEQ ID NO.191/SEQ ID NO.192
(A CHRNR6B11) WSEQ ID NO.193/SEQ ID NO.194 (AR NR6D1) LSEQ ID NO.195/SEQ
ID NO.196 (A& FNR6C8) \SEQ ID NO.197/SEQ ID NO.198 (AL # NRIG8) \SEQ ID
NO.199/SEQ ID NO.200 (A 3CFKNR7D1) SEQ ID NO.201/SEQ ID NO.202 (A CHRNRTD2) .
SEQ ID NO.203/SEQ ID NO.204 (A SCHRARTET) WSEQ ID NO.205/SEQ ID NO.206 (A SCFK
NRTF2) SEQ ID NO.207/SEQ ID NO.208 (AR NRTFT) .SEQ ID NO.209/SEQ ID NO.210
(A CFRNRIH2) WSEQ ID NO.211/SEQ ID NO.212 (A SCHRARIH6) WSEQ ID NO.213/SEQ 1D
NO.214 (A FRAH6BIL) WSEQ ID NO.215/SEQ ID NO.216 (A CH ANH6AL) SEQ ID
NO.217/SEQ ID NO.218 (A 3CHKNHEB1) SEQ ID NO.219/SEQ ID NO.220 (AL FR NHEB2) |
SEQ ID NO.221/SEQ ID NO.222 (A CHRAH19C) LSEQ ID NO.223/SEQ ID NO.224 (A SCFR
JJH110D) SEQ ID NO.225/SEQ ID NO.226 (ASCHLANHILF) W SEQ ID NO.227/SEQ 1D
NO. 228 (A XCFRAHICL) W SEQ ID NO.229/SEQ ID NO.230 (A& L FRAGPGIA2) \SEQ ID
NO.231/SEQ ID NO.232 (A CFRAGPGGS) \SEQ ID NO.233/SEQ 1D NO.234 (KRR A
GPGG10) vSEQ 1D NO.235/SEQ ID NO.236 (A CHNGPGHT) \SEQ ID NO.237/SEQ 1D
NO. 238 (A X F NGPGH10) \SEQ ID NO.239/SEQ ID NO.240 (A NGPGH11) \SEQ 1D
NO.241/SEQ 1D NO.242 (ARSCHRNGPGHIOP) s fiLikth , Brid 4> AFifkFab fr B B B BE R AR
SR ] AR I, e rp TR A4 ) LR/ AR T AR Bk B R B3 % SEQ 1D NO. 1/SEQ
ID NO.2 (ACHRNE6) WSEQ ID NO.3/SEQ ID NO.4 (A CHRNE7) .SEQ ID NO.5/SEQ 1D
NO.6 (AL NE9) JSEQ ID NO.7/SEQ ID NO.8 (A CHNE11) .SEQ ID NO.9/SEQ 1D
NO. 10 (AR SCFRNFL) WSEQ 1D NO.11/SEQ ID NO.12 (ACH#NF4) \SEQ 1D NO.13/SEQ ID
NO. 14 (AR SCFRNET) WSEQ 1D NO.15/SEQ ID NO. 16 (A H#HF8) \SEQ 1D NO.17/SEQ 1D
NO. 18 (A CFRAF11) \SEQ ID NO.19/SEQ ID NO.20 (A HrAG4) .SEQ ID NO.21/SEQ 1D
NO. 22 (A CFRAHG9) WSEQ ID NO.23/SEQ ID NO.24 (A< CHRAG11) WSEQ ID NO.25/SEQ 1D
NO. 26 (A SCHRANGL2) WSEQ 1D NO.27/SEQ 1D NO. 28 (A SCHFKHHL) (SEQ 1D NO.29/SEQ 1D
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NO. 30 (A SC#RNH3) WSEQ 1D NO.31/SEQ ID NO.32 (ACH#kJ9H4) \SEQ 1D NO.33/SEQ 1D
NO. 34 (A CHRNH5) WSEQ 1D NO.35/SEQ ID NO.36 (43 H#kJgH6E) WSEQ 1D NO.37/SEQ 1D
NO. 38 (A SCHRNH10) WSEQ 1D NO.39/SEQ ID NO.40 (ASC#RAHLI2) SEQ 1D NO.41/SEQ 1D
NO.42 (A SCH#RNPDL-D2) VSEQ 1D NO.43/SEQ ID NO.44 (ASCHRAPDL-D11) .SEQ 1D
NO.45/SEQ 1D NO.46 (ASZ#NPDL-HL) \SEQ ID NO.47/SEQ ID NO.48 (A3C#%ARB4) L SEQ
ID NO.49/SEQ ID NO.50 (A SCH#ARB11) JSEQ ID NO.51/SEQ 1D NO.52 (A SLH#RARCH) -
SEQ ID NO.53/SEQ ID NO.54 (A& CH#NRF5) .SEQ ID NO.55/SEQ ID NO.56 (A SCHR A
RG9) \SEQ ID NO.57/SEQ ID NO.58 (AXCHKNRD1) JSEQ ID NO.59/SEQ ID NO.60 (ASCHK
JYRF11) JSEQ ID NO.61/SEQ ID NO.62 (ASSZ#JYRHLL) JSEQ ID NO.63/SEQ ID NO.64 (4
SCHRNRDY) LSEQ 1D NO.65/SEQ 1D NO.66 (A SCHRNREL0) LSEQ ID NO.67/SEQ ID NO.68
(A TR NRA3) VSEQ ID NO.69/SEQ ID NO.70 (A SC#NRGL) \SEQ ID NO.71/SEQ 1D
NO.72 (A SCHRNRBL) WSEQ ID NO.73/SEQ ID NO.74 (ASCH#RARGT) LSEQ 1D NO.75/SEQ 1D
NO.76 (A SCHRNRA6) WSEQ ID NO.77/SEQ ID NO.78 (ASC#RARAS) LSEQ ID NO.79/SEQ 1D
NO. 80 (A TR NRA9) \SEQ 1D NO.81/SEQ ID NO.82 (AL #ARB5) SEQ ID NO.83/SEQ 1D
NO. 84 (A SCHRNRBS) \SEQ ID NO.85/SEQ ID NO.86 (A3C#ARCS) SEQ ID NO.87/SEQ 1D
NO. 88 (AL #NRC10) WSEQ ID NO.89/SEQ ID NO.90 (< #KNRD2) .SEQ ID NO.91/SEQ
ID NO.92 (Z< SCHRNRES) \SEQ ID NO.93/SEQ ID NO.94 (A 3C#KARE9) JSEQ ID NO.95/SEQ
ID NO.96 (A HRNRG12) \SEQ ID NO.97/SEQ ID NO.98 (AL #ARSAL) WSEQ ID N0O.99/
SEQ ID NO.100 (A C#%AR2A7) LSEQ ID NO.101/SEQ ID NO.102 (A& CHRAR2B12) JSEQ 1D
NO.103/SEQ ID NO.104 (A SZHRNR2C9) \SEQ ID NO.105/SEQ ID NO. 106 (AL FR AR2D5) .
SEQ ID NO.107/SEQ ID NO.108 (A&CHRNR2D7) \SEQ ID NO.109/SEQ ID NO.110 (ASCHK
JNR2F4) \SEQ ID NO.111/SEQ ID NO.112 (A CHKAHR2A10) JSEQ ID NO.113/SEQ ID
NO. 114 (RCHRAR2E2) LSEQ 1D NO.115/SEQ ID NO.116 (A< SZHFKNR3BS) \SEQ ID NO.117/
SEQ ID NO.118 (ACH#AR3C3) \SEQ ID NO.119/SEQ ID NO.120 (Z<3C#RANR3E9) .SEQ 1D
NO.121/SEQ ID NO.122 (A< CH#RNR3EL0) \SEQ ID NO.123/SEQ ID NO.124 (KA
R3F7) \SEQ ID NO.125/SEQ ID NO.126 (A3C#ANR3F10) \SEQ ID NO.127/SEQ ID NO.128
(A CHRNR4B10) SEQ ID NO.129/SEQ ID NO. 130 (AR ANR4H1) \SEQ ID NO.131/SEQ
ID NO.132 (A C#AR4A11) SEQ ID NO.133/SEQ ID NO.134 (A Z# AR3D2) LSEQ 1D
NO.135/SEQ ID NO.136 (A3 H#RNR5B8) .SEQ ID NO.137/SEQ ID NO.138 (A XH A
SHIA1Q) vSEQ ID NO.139/SEQ 1D NO.140 (A&3CH#ASHIBTB (K)) vSEQ 1D NO.141/SEQ 1D
NO.142 (A CHRASHICL) SEQ ID NO.143/SEQ ID NO.144 (A # NSHIC8) .SEQ 1D
NO.145/SEQ ID NO.146 (ACFKANSHIEL0) SEQ ID NO.147/SEQ ID NO.148 (A& C# A
SH1E2) \SEQ 1D NO.149/SEQ ID NO.150 (42 3C#xASH1A9) LSEQ 1D NO.151/SEQ ID NO.152
(AR SCHRONSHIBLL) (SEQ ID NO.153/SEQ ID NO. 154 (A7 NSHIE4) JSEQ ID NO.155/SEQ
ID NO.156 (A< 3 ASHIB3) \SEQ ID NO.157/SEQ ID NO.158 (A< 3 # ASHID1) \SEQ 1D
NO.159/SEQ ID NO.160 (4 SCHR NSHID2) \SEQ 1D NO.161/SEQ ID NO.162 (A CHH
SH1D12) vSEQ ID NO.163/SEQ ID NO.164 (A CHASHIEL) SEQ ID NO.165/SEQ 1D
NO. 166 (A SZ#AHSHIG9) JSEQ ID NO.167/SEQ ID NO.168 (A CHKJYSHIALL) LSEQ ID
NO.169/SEQ ID NO.170 (A SCHRNSHIC2) <SEQ 1D NO.171/SEQ ID NO.172 (A CFH

17
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SH1G8) ~SEQ ID NO.173/SEQ ID NO.174 (A SCRRASHIH2) ~SEQ 1D NO.175/SEQ 1D NO.176
(A SCFRNSHIB10) WSEQ ID NO.177/SEQ 1D NO.178 (A SCH ANSHIBTA (L)) ~SEQ 1D
NO.179/SEQ ID NO.180 (A CHANSHIES) <SEQ ID NO.181/SEQ ID NO.182 (A CHR N
SHIC11) SEQ ID NO.183/SEQ ID NO.184 (A SCHANSH1A2) .SEQ ID NO.185/SEQ 1D
NO.186 (A SCFRASHIBL) <SEQ 1D NO.187/SEQ ID NO.188 (A CHEKAR6B2) .SEQ 1D
NO.189/SEQ ID NO.190 CARCHANR6B7) SEQ ID NO.191/SEQ ID NO.192 (AR N
R6B11) ~SEQ ID NO.193/SEQ ID NO.194 CASCHERARED1) <SEQ 1D NO.195/SEQ 1D NO.196
(AR SCHRAR6CS) W SEQ 1D NO.197/SEQ 1D NO.198 (A SCHRARIGS) <SEQ 1D NO.199/SEQ 1D
NO. 200 CASCFRNRTDL) <SEQ 1D NO.201/SEQ ID NO.202 CASCHFRANRTD2) WSEQ 1D NO.203/
SEQ ID NO.204 CASCFRANRTET) SEQ 1D NO.205/SEQ ID NO.206 (A SCFRANRTF2) JSEQ 1D
NO.207/SEQ 1D NO.208 (A& SCFRARTET) SEQ 1D NO.209/SEQ 1D NO.210 (K SCHARIHD) -
SEQ ID NO.211/SEQ ID NO.212 CASCRRARIHG) <SEQ 1D NO.213/SEQ ID NO.214 CASCHR
AH6BIL) SEQ ID NO.215/SEQ 1D NO.216 (A SCHFRAH6A1) WSEQ 1D NO.217/SEQ 1D
NO. 218 (A SCHFRNHEBT) <SEQ 1D NO.219/SEQ 1D NO.220 (A SCHRH6B2) WSEQ 1D NO.221/
SEQ ID NO.222 (AR SCHRANHI9C) SEQ 1D NO.223/SEQ 1D NO.224 (ASCHFRANHI10D) WSEQ 1D
NO.225/SEQ 1D NO.226 (A& SCFRAH11F) W SEQ 1D NO.227/SEQ 1D NO. 228 (K CHAHICL) «
SEQ ID NO0.229/SEQ ID NO.230 (ASCFRAGPG1A2) WSEQ 1D NO.231/SEQ 1D NO.232 (A
FRNGPGGS) <SEQ 1D NO.233/SEQ 1D NO.234 (A CHRAGPGG10) <SEQ 1D NO.235/SEQ 1D
NO. 236 (AR CHNGPGHT) <SEQ 1D NO.237/SEQ ID NO.238 (K CHRANGPGH10) .SEQ 1D
NO.239/SEQ 1D NO.240 (A CHANGPGH11) vSEQ 1D NO.241/SEQ 1D NO.242 (ARSCFR A
GPGH1O0P) , e H AL s fllizetth , rids 4 N\ SR BE DU B AT S ] AR ORI ] AR 05, 2 b T ik
B NPUMR I BB/ R B R AR 81k B R A1 PR - SEQ 1D NO.1/SEQ ID NO.2.SEQ ID
NO.3/SEQ 1D NO.4.SEQ ID NO.5/SEQ ID NO.6.SEQ ID NO.7/SEQ ID NO.8.SEQ ID NO.9/
SEQ ID NO.10.SEQ ID NO.11/SEQ ID NO.12.SEQ ID NO.13/SEQ ID NO.14.SEQ 1D
NO.15/SEQ ID NO.16.SEQ ID NO.17/SEQ ID NO.18.SEQ ID NO.19/SEQ ID NO.20.SEQ ID
NO.21/SEQ ID NO.22,.SEQ ID NO.23/SEQ ID NO.24.SEQ ID NO.25/SEQ ID NO.26.SEQ 1D
NO.27/SEQ 1D NO.28.SEQ ID NO.29/SEQ ID NO.30.SEQ ID NO.31/SEQ ID NO.32.SEQ ID
NO.33/SEQ ID NO.34.SEQ ID NO.35/SEQ ID NO.36.SEQ ID NO.37/SEQ ID NO.38.SEQ ID
NO.39/SEQ ID NO.40.SEQ ID NO.41/SEQ ID NO.42.SEQ ID NO.43/SEQ ID NO.44.SEQ 1D
NO.45/SEQ 1D NO.46.SEQ ID NO.47/SEQ ID NO.48.SEQ ID NO.49/SEQ ID NO.50.SEQ ID
NO.51/SEQ ID NO.52,.SEQ ID NO.53/SEQ ID NO.54.SEQ ID NO.55/SEQ ID NO.56.SEQ 1D
NO.57/SEQ ID NO.58.SEQ ID NO.59/SEQ ID NO.60.SEQ ID NO.61/SEQ ID NO.62.SEQ ID
NO.63/SEQ 1D NO.64.SEQ ID NO.65/SEQ ID NO.66.SEQ ID NO.67/SEQ ID NO.68.SEQ 1D
NO.69/SEQ 1D NO.70.SEQ ID NO.71/SEQ ID NO.72.SEQ ID NO.73/SEQ ID NO.74.SEQ 1D
NO.75/SEQ 1D NO.76.SEQ ID NO.77/SEQ ID NO.78.SEQ ID NO.79/SEQ ID NO.80.SEQ ID
NO.81/SEQ ID NO.82.SEQ ID NO.83/SEQ ID NO.84.SEQ ID NO.85/SEQ ID NO.86.SEQ 1D
NO.87/SEQ ID NO.88.SEQ ID NO.89/SEQ ID NO.90.SEQ ID NO.91/SEQ ID NO.92.SEQ 1D
NO.93/SEQ 1D NO.94.SEQ ID NO.95/SEQ ID NO.96.SEQ ID N0O.97/SEQ ID NO.98.SEQ 1D
NO.99/SEQ ID NO.100.SEQ ID NO.101/SEQ ID NO.102.SEQ ID NO.103/SEQ ID NO.104.

18



w B

CN 104736168 B

17/72 L

SEQ ID NO.105/SEQ ID NO.106.SEQ ID NO.107/SEQ ID NO
NO.110.SEQ ID NO.111/SEQ ID NO.112.SEQ ID NO.113/SEQ ID NO.114.SEQ
SEQ 1D NO.116.SEQ ID NO.117/SEQ ID NO.118.SEQ ID NO
NO.121/SEQ ID NO.122.SEQ ID NO.123/SEQ ID NO.124.SEQ ID NO.125/SEQ
SEQ ID NO.127/SEQ ID NO.128.SEQ ID NO.129/SEQ ID NO
NO.132.SEQ ID NO.133/SEQ ID NO.134.SEQ ID NO.135/SEQ ID NO.136.SEQ
SEQ 1D NO.138.SEQ ID NO.139/SEQ ID NO.140.SEQ ID NO
NO.143/SEQ ID NO.144.SEQ ID NO.145/SEQ ID NO.146.SEQ ID NO.147/SEQ
SEQ ID NO.149/SEQ ID NO.150.SEQ ID NO.151/SEQ ID NO
NO.154.SEQ ID NO.155/SEQ ID NO.156.SEQ ID NO.157/SEQ ID NO.158.SEQ
SEQ ID NO.160.SEQ ID NO.161/SEQ ID NO.162.SEQ ID NO
NO.165/SEQ ID NO.166.SEQ ID NO.167/SEQ ID NO.168.SEQ ID NO.169/SEQ
SEQ ID NO.171/SEQ ID NO.172.SEQ ID NO.173/SEQ ID NO
NO.176.SEQ ID NO.177/SEQ ID NO.178.SEQ ID NO.179/SEQ ID NO.180.SEQ
SEQ ID NO.182.SEQ ID NO.183/SEQ ID NO.184.SEQ ID NO
NO.187/SEQ ID NO.188.SEQ ID NO.189/SEQ ID NO.190.SEQ ID NO.191/SEQ
SEQ ID NO.193/SEQ ID NO.194.SEQ ID NO.195/SEQ ID NO
NO.198.SEQ ID NO.199/SEQ ID NO.200.SEQ ID NO.201/SEQ ID NO.202.SEQ
SEQ ID NO.204.SEQ ID NO.205/SEQ ID NO.206.SEQ ID NO
NO.209/SEQ ID NO.210.SEQ ID NO.211/SEQ ID N0O.212.SEQ ID NO.213/SEQ
SEQ ID NO.215/SEQ ID NO.216.SEQ ID NO.217/SEQ ID NO.218.SEQ ID NO
NO.220.SEQ ID NO.221/SEQ ID NO.222.SEQ ID NO.223/SEQ ID NO.224.SEQ
SEQ ID NO.226.SEQ ID NO.227/SEQ ID NO.228.SEQ ID NO.229/SEQ ID NO
NO.231/SEQ ID NO.232.SEQ ID NO.233/SEQ ID NO.234.SEQ ID NO.235/SEQ
SEQ ID NO.237/SEQ ID NO.238.SEQ ID NO.239/SEQ ID NO.240.SEQ ID NO
NO.242, k HA A

[0013]

.108.SEQ ID NO.

.119/SEQ 1D NO.

.130.SEQ ID NO.

.141/SEQ 1D NO.

.152.SEQ ID NO.

.163/SEQ 1D NO.

.174.SEQ ID NO.

.185/SEQ 1D NO.

.196.SEQ ID NO.

.207/SEQ 1D NO.

109/SEQ 1D
ID NO.115/
120.SEQ ID
ID NO.126.
131/SEQ 1D
ID NO.137/
142.SEQ ID
ID NO.148.
153/SEQ 1D
ID NO. 159/
164.SEQ ID
ID NO.170.
175/SEQ 1D
ID NO.181/
186.SEQ 1D
ID NO.192.
197/SEQ 1D
ID NO.203/
208.SEQ 1D
ID NO.214.
.219/SEQ 1D
ID NO.225/
.230.SEQ ID
ID NO.236.
.241/SEQ 1D

DLadet, Fridk BLRER T ) 1 AL Sh )R ARG 1 - B0 S0 45 W  FLIRIEE S A |

B REJE S B dn e BEAA D PR CNSYRE A% 400 Mk 11 100955 B P8 19 0395 T AR (9 57 < B

0 B 2 e T R 2 e R K 4 L 2 e A 2

AN

o flikth, Frid B B e BEVERIR K

RYEDIRLE B < kR 58 45 W KA RER « 2 R VEREARIE L 4 B PELL BERJE I B0
e IR TR VERTTR ARG P B (Cohn” s disease) MIIAETERA -

Bff 135 BR

[0014]  E[1J@7R T HiPD-L1FuARH6 FIHL0-5 AR EE 40 B - APD-L145 & L AE100pmit [
P HIECso Il 5E

[0015] W2/ R T Ak B I HPD-L1 Bk 5 AR E 4145 A I FASCAr i s 737

[0016]  K[3J@ R T HiPD-L1LAAHI L HO FITHL 0N bk C8 40 o 34 ) #1

[0017]  E4JE7R T AR B v kT 470PD—L 1 A4S H 1 O %) NK 20 i 38508 F1 47701 o

[0018] &5/ R 1 A K B b i 47PD-L 1 i A4 HE FHH 1O 335 40 M 383, LA S o 152 Fit bk 2 4 i
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T INKZ i o

[0019] 6 JE/R T FLPD-L1FAARHE AIH10 %] 5 AR 7 22 % PEREALE (MS) 1 797 3F e 1 52
M

[0020] &7/ 7R T ECH04H fu & & umt 240 B SOk M 30 1) 25 3L, oAb J@ 7R 7 JiPD-L1fdk
G125 %L T 4= KPD-L1 [ CHOZH i 2 I A9 P A s 45 & 7 2k

[0021] [ 8JE 7R T ECH04H Mo &h it ZN 40 B SOk WA 30 1) 25 3L, oAb J@ 7R 7 JiPD-L1fudk
G125ES-2 51 50 240 M 38 110 (IR FE A 1t 45 577 20, Horp IR ES-250 SLg 40 LATEN v 5 &
SR Ingm it b A PD-L1RIA Ko

[0022] 9@ R T HUPD-LIHUARGL 2% CHOAN MY - 3R IA 1 FZH APD-1 A1 APD-L1Z [H] [ #H HL
B FIIBE W TCH0 K4 .

[0023] P 10/@7~ T HTVPAN B A4 4o bk E 285052 4 B o vk 28 200 e 3% A 1 s el (19 V5 AR 2 24
ML B2 MLR) o FEAFAEBUANAEAESIPD-LI N SR SRR HUAR BB L L I 5 TL-2434 o BT IR 444
ARG 2P0k, 5 A FFRIHTAR10A5 11204 Bristol-Myers/Medarex) AHLL %L, By
RS A TR 2 R B AT PR 7] GEE £ R H1E2009/0055944, iZ A H W 2
FESERA 5| I 77 O AN AR SO 7ESE50= H RIS 21 .

[0024]  E11/@7R T T s 48 SCHr A 25 I B PD- L1 A4 % Ik E2 280 82 48 e () PD-L 1 /PD- 13
% FT BEL BT 4 FH (%) VB A5 VbR E2 40 B SO RE (MLR) o ZEAFAE A AFAEPTPD-L 1A B S A4 (1) 155 40
T, S TPN=y 4 Wb o BT FH I PR S AR R IR G L2444, 5 7R A FF B HuAk 10A5 Bristol -
Myers/Medarex) AL, BTk BIrid 78 56 A FF B Bu g e iR 4 72 6 A FF I Sk 7 71 (G [ % F)
H112009/0055944 , %A FF W ARAESLLA 51 I 5 300 F AAR SO 7ES2 30 % F HlA3 21 .

[0025]  [E12f@ R T FT s AR SCHT 91 25 IR S PD—L L Hu A oy vk 2 R0 97 200 e F) bk £ 4 v
(¥ 1E I VR A IR EL A S R. MLR) o FEAFAEBUAATAESIPD-LIA B SRR HU AR HIAE L R, W T
S0 MBS o BT B i id 2 AR K I GL2HAE , 57658 A I HIR 10A5 A 12A4 (Bristol-
Myers/Medarex) FHELEE , TR 7556 A FF R B & AR 7220 A FF I ik 7 71 GEE LRI H1 15
2009/0055944 , Z 2~ H W AL ML 51 -HE 77 203F AR SO L5302 J Hl4F 211

[0026] W 13JEIR T F-T R /n AR SCHT 7 55 IR AL PD—L LU A Xof vk B2 R0 02 200 g ok £ 00 i
[ R M IR VR A IR EL A0 S R. MLR) o FEAFAEBUANATFAESIPD-LIA B SRR FU AR B AE 0, W T
S s M o T P P44 2 45 % B R HEB 1L W RSAL \RA3 . RC5 . SH1E2, SHIE4, SH1B1 1 FISH1 C8%7i
&, SRS A3 10A5 Bristol-Myers/Medarex) F1YW243.55570 (Roche/Genentech)
FHEC AR , B HT 2 RIS A2 AR B A0 6 2 FF I B 7 31 (3R 1 H1152009/0055944 1 3% [
LRIH1E2010/0203056 , Z A FF W ARLELCEL 51 R 7 X0 AR SO 7ESL 50 = H HilfF 211
[0027] 14 f&7R 1 T R 7 B A4 ol bk 2 2850 150 4 P b O 200 o v A ) sl (1) V8 5 AR 28 4
S RE (MLR) o FEAFAEBUANAEAESIPD-LI A SR SL R HUAR B A5 00, I 58 TL-243- 4 o BT FR 444
S AR B[ HEB1L \RSA1 \RA3RC5. SHIE2.SHIE4 , SH1B1 1 FISHI C8¥FAk , 5 78 4 A FF R ik
10A5 Bristol-Myers/Medarex) f1YW243.55570 (Roche/Genentech) AHEL %¢ , i 46 55 A
[ i Ads & MR 78 5 A FF R B 7 31 (R &R HR I 2009/0065944 K0 3 [ £ FH 152010/
0203056, iZ A F A B AEILEL 5 7 :03F NSO RS2 30 = | RIS 211 .

[0028]  E[15/@7R T FHT J7n A% SCH 9128 B i PD—L LT A4 o) vk 2 20 B 4t i (¥ PD-L 1 /PD- 118
6% P BEL W8T 1 T 1740 VR A5 Vb L 40 B SO B2 (MLR) o 78 A7 AE BUAAFAEFUPD-L TN B 7 o 4 140 155 4
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N, I 5E TEN-y 43 b o i FH ARG $0 44 2 45 % B AUH6B1L \RSAT \RA3RC5 . SHIE2 . SH1E4 . SH1B11 £
SHIC8HUAE , 5AEH A FFHIPTE10A5 (Bristol-Myers/Medarex) f1YW243.55S70 (Roche/
Genentech) AHELER , BT IR 7056 A FF I BT AR PR 58 AR Pk 7 51 G2 B L FIH1152009/
0055944 F13E E % FI H1E2010/0203056 , 1% A F A 2 AE LR BB 7 2R ANAR SO 7SR50 =

SEaEGEE
[0029] AR HIFRAE— A HPD-LIRALL & H A G oR M 10 ML T I Te628 4 A bk,

HER] A FY 5% 8 T F R EAELER 72 2095 % 1[5 : SEQ 1D NO.1.SEQ ID NO. 3.
SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ ID NO.11.SEQ ID NO.13.SEQ ID NO.15.

SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ ID NO.23.SEQ ID NO.25.SEQ
ID NO.37.SEQ
ID NO.49.SEQ
ID NO.61.SEQ
ID NO.73.SEQ
ID NO.85.SEQ
ID NO.97.SEQ

NO.
NO.
NO.
NO.
NO.
NO.
NO.

27.SEQ
39.5EQ
51.SEQ
63.SEQ

ID NO.29.SEQ
ID NO.41.SEQ
ID NO.53.SEQ
ID NO.65.SEQ

ID NO.31.SEQ
ID NO.43.SEQ
ID NO.55.SEQ
ID NO.67.SEQ
75.SEQ ID NO.77.SEQ ID NO.79.SEQ ID NO.81.SEQ ID NO.83.SEQ
87.SEQ ID NO.89.SEQ ID NO.91.SEQ ID NO.93.SEQ ID NO.95.SEQ
99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID NO.105.SEQ ID NO.107.SEQ

ID NO.33.SEQ
ID NO.45.5EQ
ID NO.57.SEQ
ID NO.69.SEQ

ID NO.35.SEQ
ID NO.47.SEQ
ID NO.59.SEQ
ID NO.71.SEQ

SEQ ID NO.I111.SEQ ID NO.113.SEQ ID NO.115.SEQ ID NO.117.SEQ ID NO.

NO.121.SEQ ID NO.123.SEQ ID NO.125.SEQ ID NO.127.SEQ ID NO.129.SEQ

SEQ ID NO.133.SEQ ID NO.135.SEQ ID NO.137.SEQ ID NO.139.SEQ ID NO.

NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ ID NO.149.SEQ ID NO.151.SEQ

SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.159.SEQ ID NO.161.SEQ ID NO.

NO.165.SEQ ID NO.167.SEQ ID NO.169.SEQ ID NO.171.SEQ ID NO.173.SEQ

SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.181.SEQ ID NO.183.SEQ ID NO.

NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ ID NO.193.SEQ ID NO.195.SEQ

SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.203.SEQ ID NO.205.SEQ ID NO.

NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ ID NO.215.SEQ ID NO.217.SEQ
SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO.225.SEQ ID NO.227.SEQ ID NO

NO.231.SEQ ID NO.233.SEQ ID NO.235.SEQ 1D NO.237.SEQ ID NO.239.SEQ
M IHH A H
ID NO.4.SEQ ID NO.6.SEQ ID NO.8.SEQ
NO.16.SEQ ID NO.18.SEQ ID NO.20.SEQ
NO.28.SEQ ID NO.30.SEQ ID NO.32.SEQ
NO.40.SEQ ID NO.42.SEQ ID NO.44.SEQ
NO.52.SEQ ID NO.54.SEQ ID NO.56.SEQ
NO.64.SEQ ID NO.66.SEQ ID NO.68.SEQ
NO.76.SEQ ID NO.78.SEQ ID NO.80.SEQ ID NO.
NO.88.SEQ ID NO.90.SEQ ID NO.92.SEQ ID NO0.94.SEQ ID NO.96.SEQ ID
NO.100.SEQ ID NO.102.SEQ ID NO.104.SEQ ID NO.106.SEQ ID NO.108.SEQ

SEQ ID NO.112.SEQ ID NO.114.SEQ ID NO.116.SEQ ID NO.118.SEQ ID NO

1D
1D
1D
1D
1D
1D

NO.
NO.
NO.
NO.
NO.
NO.

10.SEQ
22.SEQ
34.SEQ
46 SEQ
58.5EQ
70.SEQ
82.SEQ ID NO.84.SEQ ID

1D
1D
1D
1D
1D
1D

NO.
NO.
NO.
NO.
NO.
NO.

12.SEQ
24.SEQ
36.SEQ
48.SEQ
60.SEQ
72.SEQ

ID
ID
ID
ID
ID
ID

21

1D
1D
1D
1D
1D
1D
1D
ID NO.109,
119.SEQ 1D
ID NO.131.
141.SEQ ID
ID NO.153.
163.SEQ 1D
ID NO.175,
185.SEQ 1D
ID NO.197.
207.SEQ 1D
ID NO.219.
.229.SEQ ID
ID NO.241,

FHE N AR T A SR E R PR SRR 7 5 2 095 % IR : SEQ 1D NO. 2. SEQ
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

14.SEQ
26.SEQ
38.SEQ
50.SEQ
62.SEQ
74.SEQ
86.SEQ ID
98.SEQ ID
ID NO.110+
.120.SEQ ID

ID
ID
ID
ID
ID
ID
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NO.122.SEQ ID NO.124.SEQ ID NO.126.SEQ ID NO.128.SEQ ID NO.130.SEQ ID NO.132.
SEQ ID NO.134.SEQ ID NO.136.SEQ ID NO.138.SEQ ID NO.140.SEQ ID NO.142.SEQ ID
NO.144.SEQ 1D NO.146.SEQ ID NO.148.SEQ ID NO.150.SEQ ID NO.152.SEQ ID NO.154.
SEQ ID NO.156.SEQ ID NO.158.SEQ ID NO.160.SEQ ID NO.162.SEQ ID NO.164.SEQ ID
NO.166.SEQ 1D NO.168.SEQ ID NO.170.SEQ ID NO.172.SEQ ID NO.174.SEQ ID NO.176.
SEQ ID NO.178.SEQ ID NO.180.SEQ ID NO.182.SEQ ID NO.184.SEQ ID NO.186.SEQ ID
NO. 188.SEQ ID NO.190.SEQ ID NO.192.SEQ ID NO.194.SEQ ID NO.196.SEQ ID NO.198.
SEQ ID NO.200.SEQ ID NO.202.SEQ ID NO.204.SEQ ID NO.206.SEQ ID NO.208.SEQ ID
NO.210.SEQ ID NO.212.SEQ ID NO.214.SEQ ID NO.216.SEQ ID NO.218.SEQ ID NO.220.
SEQ ID NO.222.SEQ ID NO.224.SEQ ID NO.226.SEQ ID NO.228.SEQ ID NO.230.SEQ ID
NO.232.SEQ 1D NO.234.SEQ ID NO.236.SEQ ID NO.238.SEQ ID NO.240.SEQ ID NO.242,
M A AR Z A NP B ERE AR BE , bz puAk ) B R /R T AR T ik B
TFFF):SEQ ID NO.1/SEQ ID NO.2 (A8 SCH#RAE6S) WSEQ ID NO.3/SEQ ID NO.4 (ASCHRN
E7) .SEQ ID NO.5/SEQ ID NO.6 (ASCHRAE9) JSEQ ID NO.7/SEQ ID NO.8 (A SCHRNELL .
SEQ ID NO.9/SEQ ID NO.10 (A&SC#AF1) WSEQ ID NO.11/SEQ ID NO.12 (RCH#AFL) .
SEQ ID NO.13/SEQ ID NO.14 (A&C#AFT) JSEQ ID NO.15/SEQ ID NO.16 (ASCHRNES) .
SEQ ID NO.17/SEQ ID NO.18 (A& C#kAF11) \SEQ ID NO.19/SEQ ID NO.20 (A&ICH#NGA) -
SEQ ID NO.21/SEQ ID NO.22 (A& C#5G9) ~SEQ ID NO.23/SEQ ID NO.24 (4 CH#RAGLL) -
SEQ ID NO.25/SEQ ID NO.26 (A& C#HG12) JSEQ ID NO.27/SEQ ID NO.28 (ASCHKHHL) -
SEQ ID NO.29/SEQ ID NO.30 (A&3C#kAH3) SEQ ID NO.31/SEQ ID NO.32 (ASCHRNHA) .
SEQ ID NO.33/SEQ ID NO.34 (A&C#kAH5) SEQ ID NO.35/SEQ ID NO.36 (ASCHRNHS) -
SEQ ID NO.37/SEQ ID NO.38 (4 CH#kNHLO0) WSEQ ID NO.39/SEQ ID NO.40 (A THRH
H12) \SEQ ID NO.41/SEQ ID NO.42 (A&CHNPDL-D2) \SEQ ID NO.43/SEQ ID NO.44 (A3
FRNPDL-D11) \SEQ ID NO.45/SEQ ID NO.46 (A SC#RNPDL-HL) \SEQ ID NO.47/SEQ ID
NO.48 (A& 3CH#NRB4) \SEQ ID NO.49/SEQ ID NO.50 (A& CHRNRB11) \SEQ ID NO.51/SEQ
ID NO.52 (A SCH#RAIRCS) WSEQ 1D NO.53/SEQ ID NO.54 (A SC#kNRF5) LSEQ 1D NO.55/SEQ
ID NO.56 (A SCH#RARGY) WSEQ ID NO.57/SEQ ID NO.58 (A SCH#kRDL) LSEQ ID NO.59/SEQ
ID NO.60 (A< CHRNRF11) JSEQ ID NO.61/SEQ ID NO.62 (AL #kJRH11) LSEQ ID NO.63/
SEQ ID NO.64 (ACHKNRDI) SEQ ID NO.65/SEQ ID NO.66 (AL HFKNREL0) \SEQ 1D
NO.67/SEQ ID NO.68 (ASCHkNRA3) \SEQ ID NO.69/SEQ ID NO.70 (ASCHNRGL) SEQ ID
NO.71/SEQ ID NO.72 (A&CH%NRBL) ~SEQ ID NO.73/SEQ ID NO.74 (A&SCHRNRGT) \SEQ ID
NO.75/SEQ ID NO.76 (A&CHkNRA6) \SEQ ID NO.77/SEQ ID NO.78 (ASCHNRAS) \SEQ ID
NO.79/SEQ ID NO.80 (ACH%NRA9) \SEQ ID NO.81/SEQ ID NO.82 (A& CH#JNRB5) SEQ ID
NO.83/SEQ ID NO.84 (AC#H%NRBS) .SEQ ID NO.85/SEQ ID NO.86 (A CHNRCS) SEQ ID
NO.87/SEQ ID NO.88 (ALHNYRCL0) \SEQ ID NO.89/SEQ ID NO.90 (A SLHRNRD2) . SEQ
ID NO.91/SEQ ID NO.92 (ASCHENRES) LSEQ ID NO.93/SEQ ID NO.94 (A SCH#KARE9) . SEQ
ID NO.95/SEQ ID NO.96 (A& C#ARG12) JSEQ ID NO.97/SEQ ID NO.98 (A SCHKARSAL) .
SEQ ID NO.99/SEQ ID NO.100 (Z<3CHRAR2A7) SEQ ID NO.101/SEQ ID NO.102 (A& SCHR AN
R2B12) \SEQ ID NO.103/SEQ ID NO.104 (4 C#kNR2C9) LSEQ ID NO.105/SEQ ID NO.106

22
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(A SCHRAR2D5) WSEQ ID NO.107/SEQ ID NO. 108 (ASCHRNR2D7) WSEQ ID NO.109/SEQ ID
NO.110 (A SCHRNR2F4) WSEQ ID NO.111/SEQ ID NO.112 (ASCHEANR2A10) WSEQ ID
NO.113/SEQ ID NO.114 (ASCHRNR2E2) WSEQ ID NO.115/SEQ ID NO.116 (ASCHRNR3BS) .
SEQ ID NO.117/SEQ ID NO.118 (A&CHRNR3C3) \SEQ ID NO.119/SEQ ID NO.120 (ASCHR
JNR3E9) WSEQ ID NO.121/SEQ ID NO.122 (ASCH#NR3EL0) WSEQ ID NO.123/SEQ ID
NO. 124 (A SCHRNR3FT) WSEQ ID NO.125/SEQ ID NO.126 (A SCHEANR3FL0) W SEQ 1D
NO.127/SEQ ID NO.128 (A C# NR4B10) \SEQ ID NO.129/SEQ ID NO.130 (A LHk A
R4HL) \SEQ ID NO.131/SEQ ID NO.132 (ASC#RAR4ALL) WSEQ ID NO.133/SEQ ID NO.134
(A SCHRAR3D2) WSEQ ID NO.135/SEQ ID NO. 136 (ASCHENR5B8) WSEQ ID NO.137/SEQ ID
NO. 138 (A SCH#kHSHIALQ) WSEQ ID NO.139/SEQ ID NO. 140 (ASCHRNSHIBTB (K)) WSEQ ID
NO.141/SEQ ID NO.142 (ASCH#NSHICL) JSEQ ID NO.143/SEQ ID NO.144 (ARCHFH
SH1C8) vSEQ ID NO.145/SEQ ID NO.146 (A&SC#NSHIEL0) SEQ ID NO.147/SEQ ID
NO. 148 (A CHANSHIE2) \SEQ ID NO.149/SEQ ID NO.150 (A& CHKASHLIA9) \SEQ ID
NO.151/SEQ ID NO.152 (ASCHRNSHIBLL) JSEQ ID NO.153/SEQ ID NO.154 (AKSLHA
SHIE4) \SEQ ID NO.155/SEQ ID NO. 156 (4 C#%ASHIB3) LSEQ ID NO.157/SEQ ID NO.158
(A SCHRNSHIDL) WSEQ ID NO.159/SEQ ID NO.160 (4 SC#kASHID2) \SEQ ID NO.161/SEQ
ID NO.162 (ASCHRNSHIDL2) WSEQ ID NO.163/SEQ ID NO. 164 (A& C#KASHIEL) (SEQ ID
NO.165/SEQ ID NO.166 (A SCH#NSHIGY) \SEQ ID NO.167/SEQ ID NO.168 (A SLHkA
SH1A11) \SEQ ID NO.169/SEQ ID NO.170 (A& CH#RJMSHIC2) WSEQ ID NO.171/SEQ ID
NO.172 (A SCHRASHLIGS) \SEQ ID NO.173/SEQ ID NO.174 (A& CHRASHIH2) \SEQ ID
NO.175/SEQ ID NO.176 (A3CH#NSHIBL0) SEQ ID NO.177/SEQ ID NO.178 (AKLHA
SHIB7A (L)) \SEQ ID NO.179/SEQ ID NO.180 (A3 #JYSHIE6E) \SEQ ID NO.181/SEQ ID
NO. 182 (A SC#AHSHICL1) SEQ ID NO.183/SEQ ID NO. 184 (A #kASHIA2) LSEQ 1D
NO.185/SEQ ID NO.186 (A SCH#NSHIBL) \SEQ ID NO.187/SEQ ID NO.188 (A LHk A
R6B2) \SEQ ID NO.189/SEQ ID NO.190 (ASCHRNR6B7) WSEQ ID NO.191/SEQ ID NO.192
(A SCHRNREBIL) WSEQ ID NO.193/SEQ ID NO.194 (A&SCHRAR6D1) WSEQ ID NO.195/SEQ
ID NO.196 (4 CHFRAR6CS) \SEQ ID NO.197/SEQ ID NO.198 (A LHNRIGS) LSEQ 1D
NO.199/SEQ ID NO.200 (ASZHRNRTDL) WSEQ ID NO.201/SEQ ID NO.202 (ASLFRNRTD2) .
SEQ ID NO.203/SEQ ID NO.204 (A& CH#RNRTET) WSEQ ID NO.205/SEQ ID NO. 206 (42 SCHR
JNR7F2) \SEQ ID NO.207/SEQ ID NO.208 (AR CHRNRTFT) \SEQ 1D NO.209/SEQ ID NO.210
(A SCHRARIH2) WSEQ ID NO.211/SEQ ID NO.212 (ASCHENRIHE) WSEQ ID NO.213/SEQ ID
NO.214 (A SCHRJNHEBIL) WSEQ ID NO.215/SEQ ID NO.216 (A SCH#AH6AL) SEQ 1D
NO.217/SEQ ID NO.218 (ASCHRNHEB1) WSEQ ID NO.219/SEQ ID NO.220 (ASLHRNH6B2) .
SEQ ID NO.221/SEQ ID NO.222 (A& C#RNH19C) WSEQ ID NO.223/SEQ ID NO.224 (4 SCHR
JNH110D) W SEQ ID NO.225/SEQ ID NO.226 (A CFNHI1F) LSEQ ID NO.227/SEQ 1D
NO. 228 (A CHRAYHICL) SEQ ID NO.229/SEQ ID NO.230 (A LHENGPGLA2) \SEQ 1D
NO.231/SEQ ID NO.232 (A CH#NGPGGS) VSEQ ID NO.233/SEQ ID NO.234 (AR SLHA
GPGG10) vSEQ ID NO.235/SEQ ID NO.236 (4 3C#AGPGHT) \SEQ ID NO.237/SEQ 1D
NO. 238 (A SCHHGPGH10) <SEQ ID NO.239/SEQ ID NO. 240 (A CFRNGPGH11) \SEQ 1D
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NO.241/SEQ 1D NO.242 (A CHRHGPGHLOP) , K HZH 4

[0030] Ak EHRAE—NFabd Afufd B, HE A KB EHER n] AR AR B R 8ER) ) AR
s, Horp, EEERT ARG T B 5k H N AN AR T 5 % /095 % AHIA] : SEQ TD NO.1.SEQ 1D
NO.3.SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ ID NO.11.SEQ ID NO.13.SEQ ID
NO.15.SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ ID NO.23.SEQ ID NO.25.SEQ ID
NO.27.SEQ ID NO.29.SEQ ID NO.31.SEQ ID NO.33.SEQ ID NO.35.SEQ ID NO.37.SEQ ID
NO.39.SEQ ID NO.41.SEQ ID NO.43.SEQ ID NO.45.SEQ ID NO.47.SEQ ID NO.49.SEQ ID
NO.51.SEQ ID NO.53.SEQ ID NO.55.SEQ ID NO.57.SEQ ID NO.59.SEQ ID NO.61.SEQ ID
NO.63.SEQ ID NO.65.SEQ ID NO.67.SEQ ID NO.69.SEQ ID NO.71.SEQ ID NO.73.SEQ ID
NO.75.SEQ ID NO.77.SEQ ID NO.79.SEQ ID NO.81.SEQ ID NO.83.SEQ ID NO.85.SEQ ID
NO.87.SEQ ID NO.89.SEQ ID NO.91.SEQ ID NO.93.SEQ ID NO.95.SEQ ID NO.97.SEQ ID
NO.99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID NO.105.SEQ ID NO.107.SEQ ID NO.109.
SEQ ID NO.111.SEQ ID NO.113.SEQ ID NO.115.SEQ ID NO.117.SEQ ID NO.119.SEQ ID
NO.121.SEQ ID NO.123.SEQ ID NO.125.SEQ ID NO.127.SEQ ID NO.129.SEQ ID NO.131.
SEQ ID NO.133.SEQ ID NO.135.SEQ ID NO.137.SEQ ID NO.139.SEQ ID NO.141.SEQ ID
NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ ID NO.149.SEQ ID NO.151.SEQ ID NO.153.
SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.159.SEQ ID NO.161.SEQ ID NO.163.SEQ ID
NO.165.SEQ ID NO.167.SEQ ID NO.169.SEQ ID NO.171.SEQ ID NO.173.SEQ ID NO.175.
SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.181.SEQ ID NO.183.SEQ ID NO.185.SEQ ID
NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ ID NO.193.SEQ ID NO.195.SEQ ID NO.197.
SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.203.SEQ ID NO.205.SEQ ID NO.207.SEQ ID
NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ ID NO.215.SEQ ID NO.217.SEQ ID NO.219.
SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO.225.SEQ ID NO.227.SEQ ID NO.229.SEQ ID
NO.231.SEQ ID NO.233.SEQ ID NO.235.SEQ ID NO.237.SEQ ID NO.239.SEQ ID NO.241;
HH BRI 7 71 5% B B 2§ 2 518 7 71 22 /095 % AH[A] : SEQ 1D NO.2,SEQ ID NO.4,
SEQ ID NO.6.SEQ ID NO.8.SEQ ID NO.10.SEQ ID NO.12.SEQ ID NO.14.SEQ ID NO.16.
SEQ ID NO.18.SEQ ID NO.20.SEQ ID NO.22.SEQ ID NO.24.SEQ ID NO.26.SEQ ID
NO.28.SEQ ID NO.30.SEQ ID NO.32.SEQ ID NO.34.SEQ ID NO.36.SEQ ID NO.38.SEQ ID
NO.40.SEQ ID NO.42.SEQ ID NO.44.SEQ ID NO.46.SEQ ID NO.48.SEQ ID NO.50.SEQ ID
NO.52.SEQ ID NO.54.SEQ ID NO.56.SEQ ID NO.58.SEQ ID NO.60.SEQ ID NO.62.SEQ ID
NO.64.SEQ ID NO.66.SEQ ID NO.68.SEQ ID NO.70.SEQ ID NO.72.SEQ ID NO.74.SEQ ID
NO.76.SEQ ID NO.78.SEQ ID NO.80.SEQ ID NO.82.SEQ ID NO.84.SEQ ID NO.86.SEQ ID
NO.88.SEQ ID NO.90.SEQ ID N0.92.SEQ ID NO.94.SEQ ID NO.96.SEQ ID NO.98.SEQ ID
NO.100.SEQ ID NO.102.SEQ ID NO.104.SEQ ID NO.106.SEQ ID NO.108.SEQ ID NO.110.
SEQ ID NO.112.SEQ ID NO.114.SEQ ID NO.116.SEQ ID NO.118.SEQ ID NO.120.SEQ ID
NO.122.SEQ ID NO.124.SEQ ID NO.126.SEQ ID NO.128.SEQ ID NO.130.SEQ ID NO.132.
SEQ ID NO.134.SEQ ID NO.136.SEQ ID NO.138.SEQ ID NO.140.SEQ ID NO.142.SEQ ID
NO.144.SEQ ID NO.146.SEQ ID NO.148.SEQ ID NO.150.SEQ ID NO.152.SEQ ID NO.154.
SEQ ID NO.156.SEQ ID NO.158.SEQ ID NO.160.SEQ ID NO.162.SEQ ID NO.164.SEQ ID
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W B P
NO.166.SEQ ID NO.168.SEQ ID NO.170.SEQ ID NO.172.SEQ ID NO.174.SEQ ID NO.176.
SEQ ID NO.178.SEQ ID NO.180.SEQ ID NO.182.SEQ ID NO.184.SEQ ID NO.186.SEQ ID
NO.188.SEQ ID NO.190.SEQ ID NO.192.SEQ ID NO.194.SEQ ID NO.196.SEQ ID NO.198.
SEQ ID NO.200.SEQ ID NO.202.SEQ ID NO.204.SEQ ID NO.206.SEQ ID NO.208.SEQ ID
NO.210.SEQ ID NO.212.SEQ ID NO.214.SEQ ID NO.216.SEQ ID NO.218.SEQ ID NO.220.
SEQ ID NO.222.SEQ ID NO.224.SEQ ID NO.226.SEQ ID NO.228.SEQ ID NO.230.SEQ ID
NO.232.SEQ ID NO.234.SEQ ID NO.236.SEQ ID NO.238.SEQ ID NO.240.SEQ ID NO.242,
MHA G A, %4 NPiiEFab Fr Br B A B4 n] AR IO B2 5 mT A, Ho iz Ak i 55/
BT AR B % 1 R B8 s SEQ ID NO.1/SEQ ID NO.2.SEQ ID NO.3/SEQ ID NO.4.
SEQ ID NO.5/SEQ ID NO.6.SEQ ID NO.7/SEQ ID NO.8.SEQ ID NO.9/SEQ ID NO.10.SEQ
ID NO.11/SEQ ID NO.12.SEQ ID NO.13/SEQ ID NO.14.SEQ ID NO.15/SEQ ID NO.16.SEQ
ID NO.17/SEQ ID NO.18.SEQ ID NO.19/SEQ ID NO.20.SEQ ID NO.21/SEQ ID NO.22.SEQ
ID NO.23/SEQ ID NO.24.SEQ ID NO.25/SEQ ID NO.26.SEQ ID NO.27/SEQ ID NO.28.SEQ
ID NO.29/SEQ ID NO.30.SEQ ID NO.31/SEQ ID NO.32.SEQ ID NO.33/SEQ ID NO.34.SEQ
ID NO.35/SEQ ID NO.36.SEQ ID NO.37/SEQ ID NO.38.SEQ ID NO.39/SEQ ID NO.40.SEQ
ID NO.41/SEQ ID NO.42.SEQ ID NO.43/SEQ ID NO.44.SEQ ID NO.45/SEQ ID NO.46.SEQ
ID NO.47/SEQ ID NO.48.SEQ ID NO.49/SEQ ID NO.50.SEQ ID NO.51/SEQ ID NO.52.SEQ
ID NO.53/SEQ ID NO.54.SEQ ID NO.55/SEQ ID NO.56.SEQ ID NO.57/SEQ ID NO.58.SEQ
ID NO.59/SEQ ID NO.60.SEQ ID NO.61/SEQ ID NO.62.SEQ ID NO.63/SEQ ID NO.64.SEQ
ID NO.65/SEQ ID NO.66.SEQ ID NO.67/SEQ ID NO.68.SEQ ID NO.69/SEQ ID NO.70.SEQ
ID NO.71/SEQ ID NO.72.SEQ ID NO.73/SEQ ID NO.74.SEQ ID NO.75/SEQ ID NO.76.SEQ
ID NO.77/SEQ ID NO.78.SEQ ID NO.79/SEQ ID NO.80.SEQ ID NO.81/SEQ ID NO.82.SEQ
ID NO.83/SEQ ID NO.84.SEQ ID NO.85/SEQ ID NO.86.SEQ ID NO.87/SEQ ID NO.88.SEQ
ID NO.89/SEQ ID NO.90.SEQ ID NO.91/SEQ ID NO.92.SEQ ID NO.93/SEQ ID NO.94.SEQ

CN 104736168 B 23/72 %

ID NO.95/SEQ 1D NO.96.SEQ ID NO.97/SEQ 1D NO.98.SEQ ID NO.99/SEQ

SEQ ID NO.101/SEQ ID NO.102.SEQ ID NO.103/SEQ 1D NO.104.SEQ ID NO.

NO.106.SEQ ID NO.107/SEQ ID NO.108.SEQ ID NO.109/SEQ ID NO.110.SEQ

SEQ ID NO.112.SEQ ID NO.113/SEQ ID NO.114.SEQ ID NO.115/SEQ ID NO.

NO.117/SEQ ID NO.118.SEQ ID NO.119/SEQ ID NO.120.SEQ ID NO.121/SEQ

SEQ ID NO.123/SEQ ID NO.124.SEQ ID NO.125/SEQ ID NO.126.SEQ ID NO.

NO.128.SEQ ID NO.129/SEQ ID NO.130.SEQ ID NO.131/SEQ ID NO.132,SEQ

SEQ ID NO.134.SEQ ID NO.135/SEQ ID NO.136.SEQ ID NO.137/SEQ ID NO.

NO.139/SEQ ID NO.140.SEQ ID NO.141/SEQ ID NO.142.SEQ ID NO.143/SEQ

SEQ ID NO.145/SEQ ID NO.146.SEQ ID NO.147/SEQ ID NO.148.SEQ ID NO.

NO.150.SEQ ID NO.151/SEQ ID NO.152.SEQ ID NO.153/SEQ ID NO.154.SEQ

SEQ ID NO.156.SEQ ID NO.157/SEQ ID NO.158.SEQ ID NO.159/SEQ ID NO.

NO.161/SEQ ID NO.162.SEQ ID NO.163/SEQ ID NO.164.SEQ ID NO.165/SEQ

SEQ ID NO.167/SEQ ID NO.168.SEQ ID NO.169/SEQ ID NO.170.SEQ ID NO.

NO.172.SEQ ID NO.173/SEQ ID NO.174.SEQ ID NO.175/SEQ ID NO.176.SEQ
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ID NO.111/
116.SEQ ID
ID NO.122,
127/SEQ 1D
ID NO.133/
138.SEQ ID
ID NO. 144,
149/SEQ 1D
ID NO. 155/
160.SEQ ID
ID NO.166+
171/SEQ 1D
ID NO.177/
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SEQ ID NO.178.SEQ ID NO.179/SEQ ID NO.180.SEQ ID NO.181/SEQ ID NO.182.SEQ ID
NO.183/SEQ ID NO.184.SEQ ID NO.185/SEQ ID NO.186.SEQ ID NO.187/SEQ ID NO.188.
SEQ ID NO.189/SEQ ID NO.190.SEQ ID NO.191/SEQ ID NO.192.SEQ ID NO.193/SEQ ID
NO.194.SEQ ID NO.195/SEQ ID NO.196.SEQ ID NO.197/SEQ ID NO.198.SEQ ID NO.199/
SEQ ID NO.200.SEQ ID NO.201/SEQ ID NO.202.SEQ ID NO.203/SEQ ID NO.204.SEQ ID
NO.205/SEQ ID NO.206.SEQ ID NO.207/SEQ ID NO.208.SEQ ID NO.209/SEQ ID NO.210.
SEQ ID NO.211/SEQ ID NO.212.SEQ ID NO.213/SEQ ID NO.214.SEQ ID NO.215/SEQ ID
NO.216.SEQ ID NO.217/SEQ ID NO.218.SEQ ID NO.219/SEQ ID NO.220.SEQ ID NO.221/
SEQ ID NO.222.SEQ ID NO.223/SEQ ID NO.224.SEQ ID NO.225/SEQ ID NO.226.SEQ ID
NO.227/SEQ ID NO.228.SEQ ID NO.229/SEQ ID NO.230.SEQ ID NO.231/SEQ ID NO.232.
SEQ ID NO.233/SEQ ID NO.234.SEQ ID NO.235/SEQ ID NO.236.SEQ ID NO.237/SEQ ID
NO.238.SEQ ID NO.239/SEQ ID NO.240.SEQ ID NO.241/SEQ ID NO.242, & H4H 4.

[0031] A Bt —N B A fidd, HBAG Sk B BB T AR IR R B BB P AR I g 4
AR BRI I IR, e, R R AR IUT A 51k B T AR 7 51 A 295 % A
[ :SEQ ID NO.1.SEQ ID NO.3.SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ ID NO.11.
SEQ ID NO.13.SEQ ID NO.15.SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ ID
NO.23.SEQ ID NO.25.SEQ ID NO.27.SEQ ID NO.29.SEQ ID NO.31.SEQ ID NO.33.SEQ ID
NO.35.SEQ ID NO.37.SEQ ID NO.39.SEQ ID NO.41.SEQ ID NO.43.SEQ ID NO.45.SEQ ID
NO.47.SEQ ID NO.49.SEQ ID NO.51.SEQ ID NO.53.SEQ ID NO.55.SEQ ID NO.57.SEQ ID
NO.59.SEQ ID NO.61.SEQ ID NO.63.SEQ ID NO.65.SEQ ID NO.67.SEQ ID NO.69.SEQ ID
NO.71.SEQ ID NO.73.SEQ ID NO.75.SEQ ID NO.77.SEQ ID NO.79.SEQ ID NO.81.SEQ ID
NO.83.SEQ ID NO.85.SEQ ID NO.87.SEQ ID NO.89.SEQ ID NO.91.SEQ ID NO.93.SEQ ID
NO.95.SEQ ID NO.97.SEQ ID N0.99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID NO.105.SEQ
ID NO.107.SEQ ID NO.109.SEQ ID NO.111.SEQ ID NO.113.SEQ ID NO.115.SEQ ID
NO.117.SEQ ID NO.119.SEQ ID NO.121.SEQ ID NO.123.SEQ ID NO.125.SEQ ID NO.127.
SEQ ID NO.129.SEQ ID NO.131.SEQ ID NO.133.SEQ ID NO.135.SEQ ID NO.137.SEQ ID
NO.139.SEQ ID NO.141.SEQ ID NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ ID NO.149.
SEQ ID NO.151.SEQ ID NO.153.SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.159.SEQ ID
NO.161.SEQ ID NO.163.SEQ ID NO.165.SEQ ID NO.167.SEQ ID NO.169.SEQ ID NO.171.
SEQ ID NO.173.SEQ ID NO.175.SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.181.SEQ ID
NO.183.SEQ ID NO.185.SEQ ID NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ ID NO.193.
SEQ ID NO.195.SEQ ID NO.197.SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.203.SEQ ID
NO.205.SEQ ID NO.207.SEQ ID NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ ID NO.215,
SEQ ID NO.217.SEQ ID NO.219.SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO.225.SEQ ID
NO.227.SEQ ID NO.229.SEQ ID NO.231.SEQ ID NO.233.SEQ ID NO.235.SEQ ID NO.237.
SEQ ID NO0.239.SEQ ID NO.241, A & R A7 7 518 B TR ZEER 75 2
71395 % HH[F : SEQ 1D NO.2.SEQ ID NO.4.SEQ ID NO.6.SEQ ID NO.8.SEQ ID NO.10.SEQ
ID NO.12.SEQ ID NO.14.SEQ ID NO.16.SEQ ID NO.18.SEQ ID NO.20.SEQ ID NO.22.SEQ
ID NO.24.SEQ ID NO.26.SEQ ID NO.28.SEQ ID NO.30.SEQ ID NO.32.SEQ ID NO.34.SEQ
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ID NO.36.SEQ ID NO.38.SEQ ID NO.40.SEQ ID NO.42.SEQ ID NO.44.SEQ ID NO.46.SEQ
ID NO.48.SEQ ID NO.50.SEQ ID NO.52.SEQ ID NO.54.SEQ ID NO.56.SEQ ID NO.58.SEQ
ID NO.60.SEQ ID NO.62.SEQ ID NO.64.SEQ ID NO.66.SEQ ID NO.68.SEQ ID NO.70.SEQ
ID NO.72.SEQ ID NO.74.SEQ ID NO.76.SEQ ID NO.78.SEQ ID NO.80.SEQ ID NO.82.SEQ
ID NO.84.SEQ ID NO.86.SEQ ID NO.88.SEQ ID NO.90.SEQ ID NO.92.SEQ ID NO.94.SEQ
ID NO.96.SEQ ID NO.98.SEQ ID NO.100.SEQ ID NO.102.SEQ ID NO.104.SEQ ID
NO.106.SEQ ID NO.108.SEQ ID NO.110.SEQ ID NO.112.SEQ ID NO.114.SEQ ID NO.116.
SEQ ID NO.118.SEQ ID NO.120.SEQ ID NO.122.SEQ ID NO.124.SEQ ID NO.126.SEQ ID
NO.128.SEQ ID NO.130.SEQ ID NO.132.SEQ ID NO.134.SEQ ID NO.136.SEQ ID NO.138.
SEQ ID NO.140.SEQ ID NO.142.SEQ ID NO.144.SEQ ID NO.146.SEQ ID NO.148.SEQ ID
NO.150.SEQ ID NO.152.SEQ ID NO.154.SEQ ID NO.156.SEQ ID NO.158.SEQ ID NO.160.
SEQ ID NO.162.SEQ ID NO.164.SEQ ID NO.166.SEQ ID NO.168.SEQ ID NO.170.SEQ ID
NO.172.SEQ ID NO.174.SEQ ID NO.176.SEQ ID NO.178.SEQ ID NO.180.SEQ ID NO.182,
SEQ ID NO.184.SEQ ID NO.186.SEQ ID NO.188.SEQ ID NO.190.SEQ ID NO.192.SEQ ID
NO.194.SEQ ID NO.196.SEQ ID NO.198.SEQ ID NO.200.SEQ ID NO.202.SEQ ID NO.204.
SEQ ID NO.206.SEQ ID NO.208.SEQ ID NO.210.SEQ ID NO.212.SEQ ID NO.214.SEQ ID
NO.216.SEQ ID NO.218.SEQ ID NO.220.SEQ ID NO.222.SEQ ID NO.224.SEQ ID NO.226.
SEQ ID NO.228.SEQ ID NO.230.SEQ ID NO.232.SEQ ID NO.234.SEQ ID NO.236.SEQ ID
NO.238.SEQ ID NO.240.SEQ ID NO.242, J HAH A AL hh , %4 N R diih A E i n] AR
S RN A2 B T AR S, R SR A N BRI BB /R BE T AR T BE H R B F 51 SEQ 1D
NO.1/SEQ ID NO.2.SEQ ID NO.3/SEQ ID NO.4.SEQ ID NO.5/SEQ ID NO.6.SEQ ID NO.7/
SEQ ID NO.8.SEQ ID NO.9/SEQ ID NO.10.SEQ ID NO.11/SEQ ID NO.12.SEQ ID NO.13/
SEQ ID NO.14.SEQ ID NO.15/SEQ ID NO.16.SEQ ID NO.17/SEQ ID NO.18.SEQ ID
NO.19/SEQ ID NO.20.SEQ ID NO.21/SEQ ID NO.22.SEQ ID NO.23/SEQ ID NO.24.SEQ ID
NO.25/SEQ ID NO.26.SEQ ID NO.27/SEQ ID NO.28.SEQ ID NO.29/SEQ ID NO.30.SEQ ID
NO.31/SEQ ID NO.32.SEQ ID NO.33/SEQ ID NO.34.SEQ ID NO.35/SEQ ID NO.36.SEQ ID
NO.37/SEQ ID NO.38.SEQ ID NO.39/SEQ ID NO.40.SEQ ID NO.41/SEQ ID NO.42.SEQ ID
NO.43/SEQ ID NO.44.SEQ ID NO.45/SEQ ID NO.46.SEQ ID NO.47/SEQ ID NO.48.SEQ ID
NO.49/SEQ ID NO.50.SEQ ID NO.51/SEQ ID NO.52.SEQ ID NO.53/SEQ ID NO.54.SEQ ID
NO.55/SEQ ID NO.56.SEQ ID NO.57/SEQ ID NO.58.SEQ ID NO.59/SEQ ID NO.60.SEQ ID
NO.61/SEQ ID NO.62.SEQ ID NO.63/SEQ ID NO.64.SEQ ID NO.65/SEQ ID NO.66.SEQ ID
NO.67/SEQ ID NO.68.SEQ ID NO.69/SEQ ID NO.70.SEQ ID NO.71/SEQ ID NO.72.SEQ ID
NO.73/SEQ ID NO.74.SEQ ID NO.75/SEQ ID NO.76.SEQ ID NO.77/SEQ ID NO.78.SEQ ID
NO.79/SEQ ID NO.80.SEQ ID NO.81/SEQ ID NO.82.SEQ ID NO.83/SEQ ID NO.84.SEQ ID
NO.85/SEQ ID NO.86.SEQ ID NO.87/SEQ ID NO.88.SEQ ID NO.89/SEQ ID NO.90.SEQ ID
NO.91/SEQ ID NO.92.SEQ ID NO.93/SEQ ID NO.94.SEQ ID NO.95/SEQ ID NO.96.SEQ ID
NO.97/SEQ ID NO.98.SEQ ID NO0.99/SEQ ID NO.100.SEQ ID NO.101/SEQ ID NO.102.SEQ
ID NO.103/SEQ ID NO.104.SEQ ID NO.105/SEQ ID NO.106.SEQ ID NO.107/SEQ ID
NO.108.SEQ ID NO.109/SEQ ID NO.110.SEQ ID NO.111/SEQ ID NO.112.SEQ ID NO.113/
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SEQ ID NO.114.SEQ ID NO.115/SEQ ID NO.116.SEQ ID NO
NO.119/SEQ ID NO.120.SEQ ID NO.121/SEQ ID NO.122.SEQ ID NO.123/SEQ
SEQ ID NO.125/SEQ ID NO.126.SEQ ID NO.127/SEQ 1D NO
NO.130.SEQ ID NO.131/SEQ ID NO.132.SEQ ID NO.133/SEQ ID NO.134.SEQ
SEQ ID NO.136.SEQ ID NO.137/SEQ ID NO.138.SEQ ID NO
NO.141/SEQ 1D NO.142.SEQ 1D NO.143/SEQ ID NO.144.SEQ ID NO.145/SEQ
SEQ ID NO.147/SEQ ID NO.148.SEQ ID NO.149/SEQ 1D NO
NO.152.SEQ ID NO.153/SEQ ID NO.154.SEQ ID NO.155/SEQ ID NO.156.SEQ
SEQ ID NO.158.SEQ ID NO.159/SEQ ID NO.160.SEQ ID NO
NO.163/SEQ 1D NO.164.SEQ ID NO.165/SEQ ID NO.166.SEQ ID NO.167/SEQ
SEQ TID NO.169/SEQ ID NO.170.SEQ ID NO.171/SEQ ID NO
NO.174.SEQ 1D NO.175/SEQ 1D NO.176.SEQ ID NO.177/SEQ ID NO.178.SEQ
SEQ ID NO.180.SEQ ID NO.181/SEQ ID NO.182.SEQ ID NO
NO.185/SEQ 1D NO.186.SEQ ID NO.187/SEQ ID NO.188.SEQ ID NO.189/SEQ
SEQ ID NO.191/SEQ ID NO.192.SEQ ID NO.193/SEQ ID NO
NO.196.SEQ ID NO.197/SEQ 1D NO.198.SEQ ID NO.199/SEQ ID NO.200.SEQ
SEQ TD NO.202.SEQ ID NO.203/SEQ ID NO.204.SEQ ID NO
NO.207/SEQ 1D NO.208.SEQ 1D NO.209/SEQ 1D NO.210.SEQ ID NO.211/SEQ
SEQ TD NO.213/SEQ ID NO.214.SEQ ID NO.215/SEQ ID NO.216.SEQ ID NO
NO.218.SEQ ID NO.219/SEQ 1D NO.220.SEQ ID NO.221/SEQ ID NO.222.SEQ
SEQ TID NO.224.SEQ ID NO.225/SEQ 1D NO.226.SEQ ID NO.227/SEQ 1D NO
NO.229/SEQ 1D NO.230.SEQ ID NO.231/SEQ 1D NO.232.SEQ ID NO.233/SEQ
SEQ TID NO.235/SEQ ID NO.236.SEQ ID NO.237/SEQ ID NO.238.SEQ ID NO

NO.240.SEQ ID NO.241/SEQ ID NO.242, & HH A
[0032]

.117/SEQ 1D NO.

.128.SEQ 1D NO.

.139/SEQ 1D NO.

.150.SEQ ID NO.

.161/SEQ 1D NO.

L172.SEQ 1D NO.

.183/SEQ 1D NO.

.194.SEQ ID NO.

.205/SEQ 1D NO.

118.SEQ ID
ID NO.124,
129/SEQ 1D
ID NO. 135/
140.SEQ ID
ID NO.146.
151/SEQ 1D
ID NO.157/
162.SEQ ID
ID NO. 168,
173/SEQ 1D
ID NO.179/
184.SEQ ID
ID NO.190.
195/SEQ 1D
ID NO.201/
206.SEQ 1D
ID NO.212,
.217/SEQ 1D
ID NO.223/
.228.SEQ 1D
ID NO.234.
.239/SEQ 1D

AR BB A — Bl VG T FL A AR B TR AR ER B B S R PR DO

T3 B FEABIPD-L1 2 SR RGR & 45 25, L ik HiPD-L1 2 k& 5 « — Rl 5PD-L1RAL

= AN
ey

HLA AR 2 D 107MI) TeG 284 A Fuid s AT o8 B AR SRR B ] AR B 1K) 4 At

fRFab Fr B B ok B ELBE R T A28 R B AR AR W] AR I P i A N S T AR B i

Bk 1) S AT 2%
[0033]
SEQ ID NO.1.SEQ ID NO.3.SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ
ID NO.13.SEQ ID NO.15.SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ
ID NO.25.SEQ ID NO.27.SEQ ID NO.29.SEQ ID NO.31.SEQ ID NO.33.SEQ
ID NO.37.SEQ ID NO.39.SEQ ID NO.41.SEQ ID NO.43.SEQ ID NO.45.SEQ
ID NO.49.SEQ ID NO.51.SEQ ID NO.53.SEQ ID NO.55.SEQ ID NO.57.SEQ
ID NO.61.SEQ ID NO.63.SEQ ID NO.65.SEQ ID NO.67.SEQ ID NO.69.SEQ
ID NO.73.SEQ ID NO.75.SEQ ID NO.77.SEQ ID NO.79.SEQ ID NO.81.SEQ
ID NO.85.SEQ ID NO.87.SEQ ID NO.89.SEQ ID NO.91.SEQ ID NO.93.SEQ
ID NO.97.SEQ ID NO.99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID NO.

HL 4

SN
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o, Bk 4 NG ) SERE T 22807 51 553 B BRI e 51 2 /095 96 Al A -
ID NO
ID NO
ID NO.
ID NO.
ID NO
ID NO.
ID NO.
ID NO

.11.SEQ
.23.SEQ
35.5EQ
47.SEQ
.59.SEQ
71.SEQ
83.SEQ
.95.SEQ
105.SEQ ID
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NO.107.SEQ ID NO.109.SEQ ID NO.111.SEQ ID NO.113.SEQ ID NO.115.SEQ
SEQ 1D NO.119.SEQ ID NO.121.SEQ ID NO.123.SEQ ID NO.125.SEQ ID NO
NO.129.SEQ ID NO.131.SEQ ID NO.133.SEQ ID NO.135.SEQ ID NO.137.SEQ

SEQ ID NO.141.SEQ ID NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ ID NO.

NO.151.SEQ ID NO.153.SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.159.5EQ

SEQ ID NO.163.SEQ ID NO.165.SEQ ID NO.167.SEQ ID NO.169.SEQ ID NO.

NO.173.SEQ ID NO.175.SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.181.SEQ
SEQ 1D NO.185.SEQ ID NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ ID NO
NO.195.SEQ ID NO.197.SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.203.SEQ

SEQ ID NO.207.SEQ ID NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ ID NO.

NO.217.SEQ ID NO.219.SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO.225.5EQ
SEQ 1D NO.229.SEQ ID NO.231.SEQ ID NO.233.SEQ ID NO.235.SEQ ID NO

ID NO. 117,
L127.SEQ 1D
ID NO.139.
149.SEQ ID
ID NO.161.
171.SEQ ID
ID NO.183.
.193.SEQ 1D
ID NO. 205,
215.SEQ 1D
ID NO.227,
.237.SEQ 1D

NO.239.SEQ ID NO.241, kHAE, BB DI FH 5% 8 TN E LR F 5] 2 /D>

95% AH[A] : SEQ 1D
NO.12.SEQ ID NO.
NO.24.SEQ ID NO.
NO.36.SEQ ID NO.
NO.48.SEQ ID NO.
NO.60.SEQ ID NO.

NO.2.SEQ ID NO.4.SEQ ID NO.6.SEQ ID NO.8.SEQ
14.SEQ ID NO.16.SEQ ID NO.18.SEQ ID NO.20.SEQ
26.SEQ ID NO.28.SEQ ID NO.30.SEQ ID NO.32.SEQ
38.SEQ ID NO.40.SEQ ID NO.42.SEQ ID NO.44.SEQ
50.SEQ ID NO.52.SEQ ID NO.54.SEQ ID NO.56.SEQ
62.SEQ ID NO.64.SEQ ID NO.66.SEQ ID NO.68.SEQ
NO.72.SEQ ID NO.74.SEQ ID NO.76.SEQ ID NO.78.SEQ ID NO.80.SEQ ID
NO.84.SEQ ID NO.86.SEQ ID NO.88.SEQ ID NO.90.SEQ ID NO.92.SEQ ID
NO.96.SEQ ID NO.98.SEQ ID NO.100.SEQ ID NO.102.SEQ ID NO.104.SEQ
SEQ ID NO.108.SEQ ID NO.110.SEQ ID NO.112.SEQ ID NO.114.SEQ ID NO
NO.118.SEQ ID NO.120.SEQ ID NO.122.SEQ ID NO.124.SEQ ID NO.126.SEQ

ID
ID
ID
ID
ID

SEQ ID NO.130.SEQ ID NO.132.SEQ ID NO.134.SEQ ID NO.136.SEQ ID NO.

NO.140.SEQ ID NO.142.SEQ ID NO.144.SEQ ID NO.146.SEQ ID NO.148.SEQ

SEQ ID NO.152.SEQ ID NO.154.SEQ ID NO.156.SEQ ID NO.158.SEQ ID NO.

NO.162.SEQ ID NO.164.SEQ ID NO.166.SEQ ID NO.168.SEQ ID NO.170.SEQ
SEQ ID NO.174.SEQ ID NO.176.SEQ ID NO.178.SEQ ID NO.180.SEQ ID NO
NO.184.SEQ ID NO.186.SEQ ID NO.188.SEQ ID NO.190.SEQ ID NO.192.,SEQ

SEQ ID NO.196.SEQ ID NO.198.SEQ ID NO.200.SEQ ID NO.202.SEQ ID NO.

NO.206.SEQ ID NO.208.SEQ ID NO.210.SEQ ID NO.212.SEQ ID NO.214.SEQ
SEQ ID NO.218.SEQ ID NO.220.SEQ ID NO.222.SEQ ID NO.224.SEQ ID NO
NO.228.SEQ ID NO.230.SEQ ID NO.232.SEQ ID NO.234.SEQ ID NO.236.SEQ

SEQ 1D NO.240.SEQ 1D NO.242, } HAH 4 s
[0034]

ID NO
NO
NO
NO
NO
NO
NO
NO

1D
1D
1D
1D
1D
1D

.10.SEQ
.22.5EQ
.34.SEQ
.46.SEQ
.08.5EQ
.70.SEQ
.82.5EQ 1D
.94.SEQ ID
ID NO.106-
.116.SEQ ID
ID NO.128,
138.SEQ 1D
ID NO.150.
160.SEQ ID
ID NO.172.
.182.SEQ ID
ID NO. 194,
204.SEQ 1D
ID NO.216+
.226.SEQ ID
ID NO. 238,

Horb, pridFabss Npudk i Bo i S 8E ] AR 21 53k B h 51 &AL 1R e 51 & /b

95% AHIA] : SEQ 1D NO.1.SEQ ID NO.3.SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ ID
NO.11.SEQ ID NO.13.SEQ ID NO.15.SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ ID
NO.23.SEQ ID NO.25.SEQ ID NO.27.SEQ ID NO.29.SEQ ID NO.31.SEQ ID NO.33.SEQ ID

29
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NO.
NO.
NO.
NO.
NO.
NO.
1D

NO.

35.5EQ ID
47.SEQ 1D
59.5EQ ID
71.SEQ ID
83.SEQ ID
95.SEQ ID NO.97.SEQ ID NO.99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID
NO.107.SEQ ID NO.109.SEQ ID NO.111.SEQ ID NO.113.SEQ ID NO.
117.SEQ ID NO.119.SEQ ID NO.121.SEQ ID NO.123.SEQ ID NO.125.SEQ

SEQ ID NO.129.SEQ ID NO.131.SEQ ID NO.133.SEQ ID NO.135.SEQ ID NO.

NO.139.SEQ ID NO.141.SEQ ID NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ

SEQ ID NO.151.SEQ ID NO.153.SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.

NO.161.SEQ ID NO.163.SEQ ID NO.165.SEQ ID NO.167.SEQ ID NO.169.SEQ

SEQ ID NO.173.SEQ ID NO.175.SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.

NO.183.SEQ ID NO.185.SEQ ID NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ

SEQ ID NO.195.SEQ ID NO.197.SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.

NO.205.SEQ ID NO.207.SEQ ID NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ
SEQ ID NO.217.SEQ ID NO.219.SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO
NO.227.SEQ ID NO.229.SEQ ID NO.231.SEQ ID NO.233.SEQ ID NO.235.5EQ

NO.37.SEQ ID NO.39.SEQ ID NO.41.SEQ ID NO.43.SEQ ID NO.45.SEQ ID
NO.49.SEQ ID NO.51.SEQ ID NO.53.SEQ ID NO.55.SEQ ID NO.57.SEQ ID
NO.61.SEQ ID NO.63.SEQ ID NO.65.SEQ ID NO.67.SEQ ID NO.69.SEQ ID
NO.73.SEQ ID NO.75.SEQ ID NO.77.SEQ ID NO.79.SEQ ID NO.81.SEQ ID
NO.85.5EQ ID NO.87.SEQ ID NO.89.SEQ ID NO.91.SEQ ID NO.93.SEQ ID

NO.105.SEQ
115.SEQ ID
ID NO.127,
137.SEQ ID
ID NO.149.
159.SEQ ID
ID NO.171.
181.SEQ ID
ID NO.193.
203.SEQ 1D
ID NO.215,
.225.SEQ 1D
ID NO.237,

SEQ ID NO.239.SEQ ID NO.241, KH A& HHB B 25 5% 8 T YK R ER 5

% /095% A «
ID NO.12.SEQ
ID NO.24.SEQ
ID NO.36.SEQ
ID NO.48.SEQ
ID NO.60.SEQ

SEQ ID NO.2.SEQ
ID NO.14.SEQ ID
ID NO.26.SEQ ID
ID NO.38.SEQ ID
ID NO.50.SEQ ID
ID NO.62.SEQ ID
ID NO.72.SEQ ID NO.74.SEQ ID NO.

1D

NO.
NO.
NO.
NO.
NO.

NO.4.SEQ ID NO.6.SEQ ID NO.8.SEQ
16.SEQ ID NO.18.SEQ 1D NO.20.SEQ
28.5EQ 1D NO.30.SEQ ID NO.32.SEQ
40.SEQ ID NO.42.SEQ ID NO.44.SEQ
52.SEQ ID NO.54.SEQ ID NO.56.SEQ
64.SEQ ID NO.66.SEQ ID NO.68.SEQ
76.SEQ ID NO.78.SEQ ID NO.80.SEQ
ID NO.84.SEQ ID NO.86.SEQ ID NO.88.SEQ ID NO.90.SEQ ID NO.92.SEQ
ID NO.96.SEQ ID NO.98.SEQ ID NO.100.SEQ ID NO.102.SEQ ID NO.
NO.106.SEQ ID NO.108.SEQ ID NO.110.SEQ ID NO.112.SEQ ID NO.114.SEQ

SEQ ID NO.118.SEQ ID NO.120.SEQ ID NO.122.SEQ ID NO.124.SEQ ID NO.

NO.128.SEQ ID NO.130.SEQ ID NO.132.SEQ ID NO.134.SEQ ID NO.136.SEQ

SEQ ID NO.140.SEQ ID NO.142.SEQ ID NO.144.SEQ ID NO.146.SEQ ID NO.

NO.150.SEQ ID NO.152.SEQ ID NO.154.SEQ ID NO.156.SEQ ID NO.158.SEQ

SEQ ID NO.162.SEQ ID NO.164.SEQ ID NO.166.SEQ ID NO.168.SEQ ID NO.

NO.172.SEQ ID NO.174.SEQ ID NO.176.SEQ ID NO.178.SEQ ID NO.180.SEQ

SEQ ID NO.184.SEQ ID NO.186.SEQ ID NO.188.SEQ ID NO.190.SEQ ID NO.

NO.194.SEQ ID NO.196.SEQ ID NO.198.SEQ ID NO.200.SEQ ID NO.202.,SEQ

SEQ ID NO.206.SEQ ID NO.208.SEQ ID NO.210.SEQ ID NO.212.SEQ ID NO.

NO.216.SEQ ID NO.218.SEQ ID NO.220.SEQ ID NO.222.SEQ ID NO.224.SEQ

30

ID
ID
ID
ID
ID
ID
ID
ID

NO.
NO.
NO.
NO.
NO.
NO.

10.SEQ
22.5EQ
34.SEQ
46, SEQ
28.SEQ
70.SEQ
NO.82.SEQ
NO.94.SEQ
104.SEQ ID
ID NO.116+
126.SEQ ID
ID NO.138.
148.SEQ ID
ID NO.160+
170.SEQ ID
ID NO.182.
192.SEQ ID
ID NO. 204,
214.SEQ 1D
ID NO. 226+
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SEQ ID NO.228.SEQ ID NO.230.SEQ ID NO.232.SEQ ID NO.234.SEQ ID NO.236.SEQ ID
NO.238.SEQ ID NO.240.SEQ ID NO.242, } H4H 4

[0035]  Hivpr, Frodk B E N A I H R AT AR M7 31 S5k B T P ) s By 51 295 % AH
[ :SEQ ID NO.1.SEQ ID NO.3.SEQ ID NO.5.SEQ ID NO.7.SEQ ID NO.9.SEQ ID NO.11.
SEQ ID NO.13.SEQ ID NO.15.SEQ ID NO.17.SEQ ID NO.19.SEQ ID NO.21.SEQ ID
NO.23.SEQ ID NO.25.SEQ ID NO.27.SEQ ID NO.29.SEQ ID NO.31.SEQ ID NO.33.SEQ ID
NO.35.SEQ ID NO.37.SEQ ID NO.39.SEQ ID NO.41.SEQ ID NO.43.SEQ ID N0O.45.SEQ ID
NO.47.SEQ ID N0.49.SEQ ID NO.51.SEQ ID NO.53.SEQ ID NO.55.SEQ ID NO.57.SEQ ID
NO.59.SEQ ID NO.61.SEQ ID NO.63.SEQ ID NO.65.SEQ ID NO.67.SEQ ID NO.69.SEQ ID
NO.71.SEQ ID NO.73.SEQ ID NO.75.SEQ ID NO.77.SEQ ID NO.79.SEQ ID NO.81.SEQ ID
NO.83.SEQ ID NO.85.SEQ ID NO.87.SEQ ID NO.89.SEQ ID NO.91.SEQ ID NO.93.SEQ ID
N0.95.SEQ ID NO.97.SEQ ID N0.99.SEQ ID NO.101.SEQ ID NO.103.SEQ ID NO.105.SEQ
ID NO.107.SEQ ID NO.109.SEQ ID NO.111.SEQ ID NO.113.SEQ ID NO.115.SEQ ID
NO.117.SEQ ID NO.119.SEQ ID NO.121.SEQ ID NO.123.SEQ ID NO.125.SEQ ID NO.127.
SEQ ID NO.129.SEQ ID NO.131.SEQ ID NO.133.SEQ ID NO.135.SEQ ID NO.137.SEQ ID
NO.139.SEQ ID NO.141.SEQ ID NO.143.SEQ ID NO.145.SEQ ID NO.147.SEQ ID NO.149.
SEQ ID NO.151.SEQ ID NO.153.SEQ ID NO.155.SEQ ID NO.157.SEQ ID NO.159.SEQ ID
NO.161.SEQ ID NO.163.SEQ ID NO.165.SEQ ID NO.167.SEQ ID NO.169.SEQ ID NO.171.
SEQ ID NO.173.SEQ ID NO.175.SEQ ID NO.177.SEQ ID NO.179.SEQ ID NO.181.SEQ ID
NO.183.SEQ ID NO.185.SEQ ID NO.187.SEQ ID NO.189.SEQ ID NO.191.SEQ ID NO.193.
SEQ ID NO.195.SEQ ID NO.197.SEQ ID NO.199.SEQ ID NO.201.SEQ ID NO.203.SEQ ID
NO.205.SEQ ID NO.207.SEQ ID NO.209.SEQ ID NO.211.SEQ ID NO.213.SEQ ID NO.215.
SEQ ID NO.217.SEQ ID NO.219.SEQ ID NO.221.SEQ ID NO.223.SEQ ID NO.225.SEQ ID
NO.227.SEQ ID NO.229.SEQ ID NO.231.SEQ ID NO.233.SEQ ID NO.235.SEQ ID NO.237.
SEQ ID NO.239.SEQ 1D NO.241, K41 A5 H A R8EnT A8 7 51 5k 5 T S0 2 L8R 75
% /1:95% AH[F : SEQ ID NO.2.SEQ ID NO.4.SEQ ID NO.6.SEQ ID NO.8.SEQ ID NO.10.SEQ
ID NO.12.SEQ ID NO.14.SEQ ID NO.16.SEQ ID NO.18.SEQ ID NO.20.SEQ ID NO.22.SEQ
ID NO.24.SEQ ID NO.26.SEQ ID NO.28.SEQ ID NO.30.SEQ ID NO.32.SEQ ID NO.34.SEQ
ID NO.36.SEQ ID NO.38.SEQ ID NO.40.SEQ ID NO.42.SEQ ID NO.44.SEQ ID NO.46.SEQ
ID NO.48.SEQ ID NO.50.SEQ ID NO.52.SEQ ID NO.54.SEQ ID NO.56.SEQ ID NO.58.SEQ
ID NO.60.SEQ ID NO.62.SEQ ID NO.64.SEQ ID NO.66.SEQ ID NO.68.SEQ ID NO.70.SEQ
ID NO.72.SEQ ID NO.74.SEQ ID NO.76.SEQ ID NO.78.SEQ ID NO.80.SEQ ID NO.82.SEQ
ID NO.84.SEQ ID NO.86.SEQ ID NO.88.SEQ ID N0.90.SEQ ID NO.92.SEQ ID NO.94.SEQ
ID NO.96.SEQ ID NO.98.SEQ ID NO.100.SEQ ID NO.102.SEQ ID NO.104.SEQ ID
NO.106SEQ ID NO.108.SEQ ID NO.110.SEQ ID NO.112.SEQ ID NO.114.SEQ ID NO.116.
SEQ ID NO.118.SEQ ID NO.120.SEQ ID NO.122.SEQ ID NO.124.SEQ ID NO.126.SEQ ID
NO.128.SEQ ID NO.130.SEQ ID NO.132.SEQ ID NO.134.SEQ ID NO.136.SEQ ID NO.138.
SEQ ID NO.140.SEQ ID NO.142.SEQ ID NO.144.SEQ ID NO.146.SEQ ID NO.148.SEQ ID
NO.150.SEQ ID NO.152.SEQ ID NO.154.SEQ ID NO.156.SEQ ID NO.158.SEQ ID NO.160-.

31
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SEQ ID NO.162.SEQ ID NO.164.SEQ ID NO.166.SEQ ID NO.168.SEQ ID NO.
NO.172.SEQ ID NO.174.SEQ ID NO.176.SEQ ID NO.178.SEQ ID NO.180.SEQ
SEQ ID NO.184.SEQ ID NO.186.SEQ ID NO.188.SEQ ID NO.190.SEQ ID NO.
NO.194.SEQ ID NO.196.SEQ ID NO.198.SEQ ID NO.200.SEQ ID NO.202.SEQ

170.SEQ ID
ID NO. 182,
192.SEQ ID
ID NO.204.

SEQ ID NO.206.SEQ ID NO.208.SEQ ID NO.210.SEQ ID NO.212.SEQ ID NO.214.SEQ ID

NO.216.SEQ ID NO.218.SEQ ID NO.220.SEQ ID NO.222.SEQ ID NO.224.SEQ

ID NO.226.

SEQ ID NO.228.SEQ ID NO.230.SEQ ID NO.232.SEQ ID NO.234.SEQ ID NO.236.SEQ ID

H

N

NO.238.SEQ ID NO.240.SEQ ID NO.242, } H4H 4.

[0036]

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
ID
NO.107/SEQ ID NO.108.SEQ ID NO.109/SEQ ID NO.110.SEQ ID NO.111/SEQ
SEQ ID NO.113/SEQ ID NO.114.SEQ ID NO.115/SEQ ID NO.116.SEQ ID NO.
NO.118.SEQ ID NO.119/SEQ ID NO.120.SEQ ID NO.121/SEQ ID NO.122,SEQ
SEQ ID NO.124.SEQ ID NO.125/SEQ ID NO.126.SEQ ID NO.127/SEQ ID NO.
NO.129/SEQ 1D NO.130.SEQ ID NO.131/SEQ ID NO.132.SEQ ID NO.133/SEQ
SEQ ID NO.135/SEQ ID NO.136.SEQ ID NO.137/SEQ ID NO.138.SEQ ID NO.
NO.140.SEQ ID NO.141/SEQ ID NO.142.SEQ ID NO.143/SEQ ID NO.144.SEQ
SEQ ID NO.146.SEQ ID NO.147/SEQ ID NO.148.SEQ ID NO.149/SEQ ID NO.
NO.151/SEQ ID NO.152.SEQ ID NO.153/SEQ ID NO.154.SEQ ID NO.155/SEQ
SEQ ID NO.157/SEQ ID NO.158.SEQ ID NO.159/SEQ ID NO.160.SEQ ID NO.
NO.162.SEQ ID NO.163/SEQ ID NO.164.SEQ ID NO.165/SEQ ID NO.166SEQ
SEQ ID NO.168.SEQ ID NO.169/SEQ ID NO.170.SEQ ID NO.171/SEQ ID NO.

6.SEQ ID NO
12.SEQ ID NO.
18.SEQ ID NO.
24.SEQ ID NO.
30.SEQ ID NO.
36.SEQ 1D NO.37/SEQ
42.SEQ 1D NO.43/SEQ
48.SEQ 1D NO.49/SEQ
54.SEQ 1D NO.55/SEQ
60.SEQ 1D NO.61/SEQ
66.SEQ 1D NO.67/SEQ
72.SEQ 1D NO.73/SEQ
78.SEQ 1D NO.79/SEQ
84.SEQ 1D NO.85/SEQ
90.SEQ ID NO.91/SEQ
96.SEQ

1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D

NO.
NO.
NO.
NO.

15/SEQ
21/SEQ
27/SEQ
33/SEQ
NO.39/SEQ
NO.45/SEQ
NO.51/SEQ
NO.57/SEQ
NO.63/SEQ
NO.69/SEQ
NO.75/SEQ
NO. 81/SEQ
NO. 87/SEQ
NO.93/SEQ

1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID

13/SEQ
19/SEQ
25/SEQ
31/SEQ

1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

14.SEQ
20.SEQ
26.SEQ
32.SEQ
38.SEQ
44, SEQ
50, SEQ
56, SEQ
62.5SEQ
68.5SEQ
74.SEQ
80, SEQ
86.SEQ
92.5EQ

16.SEQ
22.5EQ
28.5EQ
34.SEQ
40.SEQ
46 .SEQ
52.5EQ
58.5EQ
64 .5EQ
70.SEQ
76.SEQ
82.5EQ
88.SEQ
94.SEQ

NO

NO

32

NO.
NO.
NO.
NO.
NO.
NO.

flizest, Pridas Npuih B ERERGREE , b Frd S s 0 S 8E / e m] AR e 713
[ AR 731):SEQ 1D NO.1/SEQ 1D NO.2.SEQ ID NO.3/SEQ ID NO.4.SEQ ID NO.5/SEQ
.7/SEQ 1D NO.8.SEQ ID N0.9/SEQ ID NO.10.SEQ ID NO.
NO.
NO.
NO.
NO.
NO.
NO.

1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D

11/SEQ
17/SEQ
23/SEQ
29/SEQ
35/SEQ
41/SEQ
47/SEQ
.53/SEQ
59/SEQ
65/SEQ
71/SEQ
77/SEQ
83/SEQ
89/SEQ
.95/SEQ

ID NO.97/SEQ ID NO.98.SEQ ID N0.99/SEQ ID NO.100.SEQ ID NO.101/SEQ
NO.102,SEQ ID NO.103/SEQ ID NO.104.SEQ ID NO.105/SEQ ID NO.106.SEQ ID

ID NO.112.
117/SEQ 1D
ID NO.123/
128.SEQ ID
ID NO. 134,
139/SEQ 1D
ID NO. 145/
150.SEQ ID
ID NO.156+
161/SEQ 1D
ID NO.167/
172.SEQ ID
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NO.173/SEQ ID NO.174.SEQ ID NO.175/SEQ ID NO.176.SEQ ID NO.177/SEQ
SEQ ID NO.179/SEQ ID NO.180.SEQ ID NO.181/SEQ ID NO.182.SEQ ID NO.
NO.184.SEQ ID NO.185/SEQ ID NO.186.SEQ ID NO.187/SEQ ID NO.188.SEQ
SEQ ID NO.190.SEQ ID NO.191/SEQ ID NO.192.SEQ ID NO.193/SEQ ID NO.
NO.195/SEQ 1D NO.196.SEQ ID NO.197/SEQ ID NO.198.SEQ ID NO.199/SEQ

ID NO.178,
183/SEQ 1D
ID NO.189/
194.SEQ ID
ID NO.200.

SEQ TID NO.201/SEQ ID NO.202.SEQ ID NO.203/SEQ ID NO.204.SEQ ID NO.205/SEQ 1D

NO.206.SEQ ID NO.207/SEQ 1D NO.208.SEQ ID NO.209/SEQ ID NO.210.SEQ

ID NO.211/

SEQ ID NO.212.SEQ ID NO.213/SEQ ID NO.214.SEQ ID NO.215/SEQ ID NO.216.SEQ 1D

NO.217/SEQ 1D NO.218.SEQ ID NO.219/SEQ ID NO.220.SEQ ID NO.221/SEQ

ID NO.222,

SEQ TID NO.223/SEQ ID NO.224.SEQ 1D NO.225/SEQ ID NO.226.SEQ ID NO.227/SEQ 1D

NO.228.SEQ 1D NO.229/SEQ 1D NO.230.SEQ ID NO.231/SEQ ID NO.232.SEQ

ID NO.233/

SEQ TID NO.234.SEQ ID NO.235/SEQ 1D NO.236.SEQ ID NO.237/SEQ ID NO.238.SEQ 1D

NO.239/SEQ ID NO.240.SEQ ID NO.241/SEQ ID NO.242, }z H4H 4 s Priktth, pr
Fab fr Bt B A 5 8 n] AR o 285 m] AR, Horb Brid Sk it B 4/ B 58 n] AR 3507 71

wa Nk
wH T

%1 :SEQ 1D NO.1/SEQ ID NO.2.SEQ ID NO.3/SEQ ID NO.4.SEQ ID NO.5/SEQ ID NO.6.

SEQ ID NO.7/SEQ ID NO.8.SEQ ID NO.9/SEQ ID NO.10.SEQ ID NO.11/SEQ
SEQ 1D NO.13/SEQ ID NO.14.SEQ ID NO.15/SEQ ID NO.16.SEQ ID NO.

NO.18.SEQ ID NO.19/SEQ ID NO.20.SEQ ID NO.21/SEQ ID NO.22.SEQ ID NO.
NO.24.SEQ ID NO.25/SEQ ID NO.26.SEQ ID NO.27/SEQ 1D NO.28.SEQ ID NO.
NO.30.SEQ ID NO.31/SEQ ID NO.32.SEQ ID NO.33/SEQ ID NO.34.SEQ ID NO.
NO.36.SEQ ID NO.37/SEQ ID NO.38.SEQ ID NO.39/SEQ ID N0.40.SEQ ID NO.
NO.42.SEQ ID NO.43/SEQ ID N0.44.SEQ ID NO.45/SEQ ID N0.46.SEQ ID NO.
NO.48.SEQ ID NO.49/SEQ ID N0O.50.SEQ ID NO.51/SEQ ID NO.52.SEQ ID NO.
NO.54.SEQ ID NO.55/SEQ ID N0O.56.SEQ ID NO.57/SEQ ID NO.58.SEQ ID NO.
NO.60.SEQ ID NO.61/SEQ ID NO.62.SEQ ID NO.63/SEQ ID NO.64.SEQ ID NO.
NO.66.SEQ ID NO.67/SEQ ID NO.68.SEQ ID NO.69/SEQ ID NO.70.SEQ ID NO.
NO.72.SEQ ID NO.73/SEQ ID NO.74.SEQ ID NO.75/SEQ ID NO.76.SEQ ID NO.
NO.78.SEQ ID NO.79/SEQ ID NO.80.SEQ ID NO.81/SEQ ID NO.82.SEQ ID NO.
NO.84.SEQ ID NO.85/SEQ ID N0.86.SEQ ID NO.87/SEQ ID NO.88.SEQ ID NO.
NO.90.SEQ ID NO.91/SEQ ID NO.92.SEQ ID N0.93/SEQ ID NO.94.SEQ ID NO.

ID NO.12.
17/SEQ 1D
23/SEQ 1D
29/SEQ 1D
35/SEQ 1D
41/SEQ 1D
47/SEQ 1D
53/SEQ 1D
59/SEQ 1D
65/SEQ 1D
71/SEQ 1D
77/SEQ 1D
83/SEQ 1D
89/SEQ 1D
95/SEQ 1D

NO.96.SEQ ID NO.97/SEQ ID NO.98.SEQ ID NO.99/SEQ ID NO.100.SEQ ID NO.101/SEQ
ID NO.102.SEQ ID NO.103/SEQ ID NO.104.SEQ ID NO.105/SEQ ID NO.106.SEQ ID

NO.107/SEQ ID NO.108.SEQ ID NO.109/SEQ ID NO.110.SEQ ID NO.111/SEQ
SEQ ID NO.113/SEQ ID NO.114.SEQ ID NO.115/SEQ ID NO.116-SEQ ID NO.
NO.118.SEQ ID NO.119/SEQ ID NO.120.SEQ ID NO.121/SEQ ID NO.122.SEQ
SEQ ID NO.124.SEQ ID NO.125/SEQ ID NO.126.SEQ ID NO.127/SEQ ID NO.
NO.129/SEQ 1D NO.130.SEQ ID NO.131/SEQ ID NO.132.SEQ ID NO.133/SEQ
SEQ ID NO.135/SEQ ID NO.136.SEQ ID NO.137/SEQ ID NO.138.SEQ ID NO.
NO.140.SEQ ID NO.141/SEQ ID NO.142.SEQ ID NO.143/SEQ ID NO.144.SEQ

33

ID NO.112.
117/SEQ 1D
ID NO.123/
128.SEQ ID
ID NO. 134,
139/SEQ 1D
ID NO. 145/
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SEQ ID NO.146.SEQ ID NO.147/SEQ ID NO.148.SEQ ID NO.149/SEQ 1D NO.

NO.151/SEQ ID NO.152.SEQ ID NO.153/SEQ ID NO.154.SEQ ID NO.155/SEQ

SEQ ID NO.157/SEQ ID NO.158.SEQ ID NO.159/SEQ ID NO.160.SEQ ID NO.

NO.162.SEQ 1D NO.163/SEQ ID NO.164.SEQ ID NO.165/SEQ ID NO.166.SEQ

SEQ ID NO.168.SEQ ID NO.169/SEQ ID NO.170.SEQ ID NO.171/SEQ ID NO.

NO.173/SEQ ID NO.174.SEQ 1D NO.175/SEQ ID NO.176.SEQ ID NO.177/SEQ

SEQ ID NO.179/SEQ ID NO.180.SEQ ID NO.181/SEQ ID NO.182.SEQ ID NO.

NO.184.SEQ ID NO.185/SEQ ID NO.186.SEQ ID NO.187/SEQ ID NO.188.SEQ

SEQ ID NO.190.SEQ ID NO.191/SEQ ID NO.192.SEQ ID NO.193/SEQ ID NO.

NO.195/SEQ 1D NO.196.SEQ ID NO.197/SEQ ID NO.198.SEQ ID NO.199/SEQ

SEQ TID NO.201/SEQ ID NO.202.SEQ ID NO.203/SEQ 1D NO.204.SEQ ID NO.

NO.206.SEQ ID NO.207/SEQ 1D NO.208.SEQ ID NO.209/SEQ ID NO.210.SEQ
SEQ ID NO.212.SEQ ID NO.213/SEQ 1D NO.214.SEQ ID NO.215/SEQ ID NO
NO.217/SEQ 1D NO.218.SEQ ID NO.219/SEQ 1D NO.220.SEQ ID NO.221/SEQ
SEQ TID NO.223/SEQ ID NO.224.SEQ 1D NO.225/SEQ ID NO.226.SEQ ID NO
NO.228.SEQ 1D NO.229/SEQ 1D NO.230.SEQ ID NO.231/SEQ ID NO.232.SEQ
SEQ TID NO.234.SEQ ID NO.235/SEQ 1D NO.236.SEQ ID NO.237/SEQ 1D NO
NO.239/SEQ 1D NO.240.SEQ ID NO.241/SEQ 1D NO.242, }xHH

N

150.SEQ ID
ID NO. 156,
161/SEQ 1D
ID NO.167/
172.SEQ ID
ID NO.178.
183/SEQ 1D
ID NO.189/
194.SEQ ID
ID NO.200.
205/SEQ 1D
ID NO.211/
.216.SEQ 1D
ID NO.222,
.227/SEQ 1D
ID NO.233/
.238.SEQ 1D

o Uik, Firid 4= N

PR HL AT Sl ] AR IORT A e ] AR, L v i R e AU B S B / e B ] AR I A

THFF):SEQ 1D NO.1/SEQ 1D NO.2.SEQ 1D NO.3/SEQ 1D NO.4.SEQ ID NO.5/SEQ
.7/SEQ ID NO.8.SEQ ID NO.9/SEQ ID NO.10.SEQ ID NO.11/SEQ
NO.
NO.
NO.
NO
NO.
NO.
NO.
NO.
NO.
NO.
NO
NO.
NO.
NO.

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

6.SEQ ID NO
12.SEQ ID NO.
18.SEQ ID NO.19/SEQ
24.SEQ 1D NO.25/SEQ
30.SEQ ID NO.31/SEQ
36.SEQ 1D NO.37/SEQ
42.SEQ 1D NO.43/SEQ
48.SEQ 1D NO.49/SEQ
54.SEQ 1D NO.55/SEQ
60.SEQ 1D NO.61/SEQ
66.SEQ 1D NO.67/SEQ
72.SEQ 1D NO.73/SEQ
78.SEQ 1D NO.79/SEQ
84.SEQ ID NO.85/SEQ ID NO.86.SEQ ID NO.87/SEQ ID NO.88.SEQ ID
90.SEQ ID NO.91/SEQ ID NO.92.SEQ ID NO.93/SEQ ID NO.94.SEQ ID
96.SEQ ID NO.97/SEQ ID N0.98.SEQ ID NO.99/SEQ ID NO.100.SEQ ID
ID NO.102.SEQ ID NO.103/SEQ ID NO.104.SEQ ID NO.105/SEQ ID NO.
NO.107/SEQ ID NO.108.SEQ ID NO.109/SEQ ID NO.110.SEQ ID NO.111/SEQ
SEQ ID NO.113/SEQ ID NO.114.SEQ ID NO.115/SEQ ID NO.116.SEQ ID NO

13/SEQ 1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D

1D

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID

1D
1D
1D
1D
1D
1D
ID
ID
ID
ID
ID
ID

NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.
NO.

14.SEQ
20.SEQ
26SEQ
32.5EQ
38.5EQ
44.SEQ
50.SEQ
56.5EQ
62.SEQ
68.SEQ
74.SEQ
80.SEQ

1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D
1D

NO. 15/SEQ
NO. 21/SEQ
NO. 27/SEQ
NO. 33/SEQ
NO. 39/SEQ
NO.45/SEQ
NO.51/SEQ
NO.57/SEQ
NO.63/SEQ
NO.69/SEQ
NO.75/SEQ

NO.81/SEQ

16.5EQ
22.SEQ
28.SEQ
34.SEQ
40.SEQ
46.SEQ
52.SEQ
58.5EQ
64.SEQ
70.SEQ
76.SEQ
82.SEQ

34

1D
1D
1D
1D
1D
1D
ID
ID
ID
ID
ID
ID
ID
ID

17/SEQ
23/SEQ
29/SEQ
.35/SEQ
41/SEQ
47/SEQ
53/SEQ
59/SEQ
65/SEQ
71/SEQ
.77/SEQ
83/SEQ
89/SEQ 1D
95/SEQ 1D
NO.101/SEQ
106.SEQ 1D
ID NO.112,
.117/SEQ 1D
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NO.118.SEQ ID NO.119/SEQ ID NO.120.SEQ ID NO.121/SEQ ID NO.122.SEQ
SEQ ID NO.124.SEQ ID NO.125/SEQ ID NO.126.SEQ ID NO
NO.129/SEQ 1D NO.130.SEQ ID NO.131/SEQ ID NO.132.SEQ ID NO.133/SEQ
SEQ ID NO.135/SEQ ID NO.136.SEQ ID NO.137/SEQ 1D NO
NO.140.SEQ ID NO.141/SEQ ID NO.142.SEQ ID NO.143/SEQ ID NO.144.SEQ
SEQ ID NO.146.SEQ ID NO.147/SEQ ID NO.148.SEQ ID NO
NO.151/SEQ 1D NO.152.SEQ ID NO.153/SEQ ID NO.154.SEQ ID NO.155/SEQ
SEQ ID NO.157/SEQ ID NO.158.SEQ ID NO.159/SEQ 1D NO
NO.162.SEQ ID NO.163/SEQ ID NO.164.SEQ ID NO.165/SEQ ID NO.166.SEQ
SEQ ID NO.168.SEQ ID NO.169/SEQ ID NO.170.SEQ ID NO
NO.173/SEQ 1D NO.174.SEQ ID NO.175/SEQ ID NO.176.SEQ ID NO.177/SEQ
SEQ ID NO.179/SEQ ID NO.180.SEQ ID NO.181/SEQ ID NO
NO.184.SEQ ID NO.185/SEQ 1D NO.186.SEQ ID NO.187/SEQ ID NO.188.SEQ
SEQ ID NO.190.SEQ ID NO.191/SEQ ID NO.192.SEQ ID NO
NO.195/SEQ 1D NO.196.SEQ ID NO.197/SEQ ID NO.198.SEQ ID NO.199/SEQ
SEQ TID NO.201/SEQ ID NO.202.SEQ ID NO.203/SEQ ID NO
NO.206.SEQ ID NO.207/SEQ 1D NO.208.SEQ ID NO.209/SEQ ID NO.210.SEQ
SEQ TD NO.212.SEQ ID NO.213/SEQ ID NO.214.SEQ ID NO.215/SEQ ID NO
NO.217/SEQ 1D NO.218.SEQ 1D NO.219/SEQ ID NO.220.SEQ ID NO.221/SEQ
SEQ TID NO.223/SEQ ID NO.224.SEQ ID NO.225/SEQ ID NO.226.SEQ ID NO
NO.228.SEQ 1D NO.229/SEQ 1D NO.230.SEQ ID NO.231/SEQ ID NO.232.SEQ
SEQ TID NO.234.SEQ ID NO.235/SEQ ID NO.236.SEQ ID NO.237/SEQ 1D NO

NO.239/SEQ 1D NO.240.SEQ ID NO.241/SEQ ID NO.242, & HH A
[0037]

.127/SEQ 1D NO.

.138.SEQ ID NO.

.149/SEQ 1D NO.

.160.SEQ ID NO.

.171/SEQ 1D NO.

.182.SEQ ID NO.

.193/SEQ 1D NO.

.204.SEQ ID NO.

ID NO.123/
128.SEQ ID
ID NO.134.
139/SEQ 1D
ID NO.145/
150.SEQ ID
ID NO. 156,
161/SEQ 1D
ID NO.167/
172.SEQ ID
ID NO.178.
183/SEQ 1D
ID NO.189/
194.SEQ ID
ID NO.200.
205/SEQ 1D
ID NO.211/
.216.SEQ 1D
ID NO.222,
.227/SEQ 1D
ID NO.233/
.238.SEQ 1D

DUie it , Bk VLGRS e L s e i 14 B - B9 S0 45 e LR e

B REJE S B dn e RELA D PR ONSYRE A% 400k 11 100955 B L P8 19 095 T AR (9 157 < B
20 H PRI A S TR PRIt L AR A SR S LA o et , ik B B S PR 0 B
RYEDIRLE B - kR 2 45 W KA FER « 22 R VEREARIE L 4 B PELL BERJE I B
e IR TR VERTTR ARG B B (Cohn” s disease) MIIAETERA -

[0038]  “$fR4i A EA” R AU THAMEA SIS IR D LA, STVR
RS A REMEHE PUR S 5 O 5 E AN A S A RN SOR B 288 0 o SR 45 B 8

(5B FE AR Bk B Be (9, ORI 0 R 45 6 3 43) PR AT AR AR SR - 1%t
JR 455 A n LLERE, 1, HA A (¥ CORsBRCDRs BT AR & AR B A SR B N T30 38 B
RS BEAAFEAEAR T A8 I T RAE (B0 F T8 1 5UR 456 1 E I = 4R 45 M1 8 A2)
AR AT A SCBR , DL S A A5 an A ) el S IS I 46 S 3R - 91402 W - Korndor fer
et al.,2003,Proteins:Structure,Function,and Bioinformatics,Volume 53,Issue 1:
121-129;Roque et al.,2004,Biotechnol.Prog.20:639-654, 4k, 7] LLAE I 2 ik i A
) ("PAMs”) , LA ST DA AR 4 2 1 B 3R 70 9 SR I AR AU ) S

[0039]  #J5iss &t A LLEAT , 120, RARAFAER S 2R EE I S5 48 o “T e BREE ™ =& Y
BT AERRAFARKIRE AT, BV R H 26 A0 R 8 2 IRBEH R, B0 A — 5%
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“R7E (£125kDa) Fl—2% “E” B (£150-70kDa)  REACHEN 024 R i il - B F5 291001108k PA
FEFER T ARX, B TTHUR IR RESRRER B R v B HE X, B A TN
FIige . NREEIHIE Nk (kappa) B (lambda) 3285 s EEEIHK A (mu) « A (delta) v v
(gamma) \a (alpha) Be (epsilon) , 73 A A HUAER AL 2 UNTgM. TgD 1gG. IgAFIIgE . fE42
FEANE R, n] AR XORME E X 29120 B bL R R ) Xk, R ECEE -1
211040 L EEIEERRY D X . — i 2 W Fundamental Immunology Ch.7 (Paul,W.,ed.,
2nd ed.Raven Press,N.Y. (1989)) (fEit i H B AL 51 7 N4 3C5IN) A48/ H %
(R RTARIRAE R T IR & & 67 m, Rt — A e B e sk i 1 A 2N A7 R

[0040]  RARAFAENN) S BRE IV BE R A B AHIR] @ F 45 A AR sF B BEIX (FR) B34
A2 X (HFR A B AN R E X BLCDRS) o MN—J1it 21 C— iy , 25 8% A1 B B 25040 25 LA 480 FR1 . CDR1
FR2.CDR2.FR3.CDR3FIFR4 . &/ 1 Z HL R 9 Bt S5Kabat et al.f#FSequences of
Proteins of Immunological Interest,5'™ Ed.,US Dept.of Health and Human
Services,PHS,NIH,NIH Publication no.91-3242, 1991 Frik — 35 . HoAt (1) S 3R 85 1 B
WIS KRG B IMGT .RTM. (R EE R4 (International
ImMunoGeneTicsinformation system) ;Lefranc et al.,Dev.Comp.Immunol.29:185-203;
2005) F1AHo (Honegger and Pluckthun,]J.Mol.Biol.309 (3) :657-670;2001) .

(00411 HuAkA] DA 22 FEAk 40 5 e e PR 0% IR B 1 1940 ML 375 B0 4 S A U 45« i SR 2
PUR AT SR A4, W B B A4 52 Pt SR E e PR AT & S 04k o i oA = AR il 77
fIRT 2910 % [ BT XS 47 58 Bt SR H A e 08 45 6005 TR B P4 20 1 o 45 0 28 i 7 2 ik JL S S A4k
b, BE S 3G I ET X JE B AR € 245G 1S TR BRI B A5 o LA stk 77 = i A O o4 e o Bk o B
P PR o R SRR B A AT DL 2910 % .20 % . 30% .40 % .50% .60% 70% .75% .80 % «
85%90% +95% 97 % 99 % 599 . 9 % [ X 45 1 P HA e 45 B VR DUk 2 1
[0042]  “Hifk” fal & E A IRE A B R S BB IR N RE A M P NPURS &
HB43 5 BRAE 738 VR o PR 45 53 20 7] LA B 520 DNARE AR B 58 BEHUAR I B I B AL 2 R Ad v il
% AR S EFEATR T :FabFab’ \F (ab’) 2 Fv 4k (dAbs) , PA N B AN E X
(CDR) v Bt B BEPUAR (scFv) ik & il . R AR =5 4K I Sk 2 /05 2 LA R E Bt
55 2 K45 A I S BRE A I 2 K

[0043]  Fab Bt A2 B A Ve Vi, CLRICHi 3301 S A0 7 B F (ab”’) o B B 24MFab B —
W A B, HoFab Fr BOAESCEE X b HH ARSI RE s Fy v Be B AT g 58 9 VURIVidE s dAb v B R
A Vil VLIS AT VBBV SR 45 6 v B (BRI R R)6846634.6696245 3 £ E HHE AT
20/020251252004/0202995;2004/0038291;2004/0009507;2003/0039958; LA feWard et
al.,Nature 341:544-546,1989) .

[0044]  PRBEHUAK (scFv) f&—Ppfuik , b Vi AIVids i 7 (1t , L ER VR I 5 1T 1)
TR DAY R 22 AV, S KR RV E D8R &R B M i i 4
AL (BB Bird et al.,1988,Science 242:423-26and Huston et al., 1988,
Proc.Natl.Acad.Sci.USA 85:5879-83) . TR & W42 IREEN A iik, Hh &4
Z KBGO VORI VIS, FOZIE KR, AN VP A — 2585 I PANIR [7)
BCAT , H AR MRS 5 1 — 5 2 IKBE LI TAMEEC AT (& WLl aiHo 1 1iger et al. 1993,
Proc.Natl.Acad.Sci.USA 90:6444-48,and Poljak et al.,1994,Structure 2:1121-
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23) o A7 IRARIN 25K 22 IRBEAHI] , W FECRE BT A5 — SR A4 A7 2 AH IR I 470 i 8 i s
HA AR FeoI 2 IR T I R A 2 ARITUR S G A sl 1) =Rk R, = Ak
FARD & 3B 2 IR I 0 e B3N B P i 45 A A i (T DA R BAS [R])
KR
[0045] W] DLf#i FHKabat et al.supra;lLefranc et al.,suprafl/B{Honegger and
Pluckthun, supraFr#EIA KA & , SR IFEE € TR AN E X (CDRs) FIEZEX (FR) o —
A L BRI A S — DB ANCDRs, R AU RS A E A DR &
A AT P AAE RECK 2 IREER — 382 ICDR (s) , AT LU IZCDR (s) LM% 8 7 — > 2 Ik,
AT PAAEILAN BB TE B 1Z CDR (s) - FTIRCDRs VPR &5 A 8 A 5 I R R U - T =

SN
Gt

[0046]  FJFLAEATUEG —AHENE AN S LGB AN AN N, XA
A 23 AT DAAH RV BANR] o 4510, R SRAFAE I N i Kk g 1) e 28 b AT 24N A ) 45 A7 s, T X
e 5 BCRUE e ET SR LB A 2 AN AR 45 A7 s

[0047]  ARAE“ APUAR” AR B AT A G 5k E A 730 — A8 AS AT AR S8R 18 52 381
BT B  FE— AN, BT B AT AR SR 2 5 3 S Bk & AP 5 (A BUE) .
XL AART] DA 2 Pl 12 il &, S SO IGHEEAT T 2891, AR 5N R B AR R G
S BE, e rp /N R 2t SR IR i DA SR IA YR B N FLRE R/ B R R g A R R R A

[0048]  AVEALFUI P FIAE TR H AE AR SR 75, HE R T — B2 A%
P T AR S IR A/ SR o, EH 2 12 AR IR 0T N AT 45 25T, 513 G 88 I L (1) T
BEPEAR THE AP b A , R/ B 51 D 1 G 02 S B ™ 8 MR AR o 72— AN SERE ), JE AR
AP B RN/ B B 0 1 BRI 52 (X PP ) R R IR IR AR, DL AR N TR A 78 S — sk
it B, NPT R E X B A 2 B AR AT AR 3 o 70 S — AN SR, JE APUARI — ANk
ZANCDRF A B — DB AR TR R I O , DA AR Z AR A Buid 1a) A0 G 45 25 1 7]
BB 1) G 92 i 1, Lm0 1) U R e i B 4 0 T iz AR 5 HL i SR I S i R 45 A R BT A
O, B R P A R AR, L iZ AR IR BRE S SR EEET
ZAE N Ui 5 PR 0 45 A o T ] g A R4k B i 2R 491 T B2 LS5 [ 5 R16054297
5886152F15877293 .

[0049]  RiE“RAPE ML SGE R — M IEH— AKX FREH — A2 AN H
fh BRI — AN B2 A X PR AR — AN, — N ELZ S CDRs TR A A BTPD-L1IHuAA  7E
AN, FT A CORsHYR ) AFUPD-L1FuAE 48 5 — sl , Y5 1 24 ABiPD-L1
PUAA TR CDRs TR A #8 BOAE R A P o 49, 1% A P AAs ol A HER B 35— ABTPAR-25044 1)
BHERICDRL R H 8 AN ABIPD-L1HUAR I #2551 CDR2FICDR3 , BA Kok A 55 = AN4PD-L1#t
YT BB CDRs o HoAh 4 At 2 FTRE I

[0050]  ph Ak, BB X AT BASR E A R O FPD-LIFiAk 2 — , — AL A FUE (0 A3
) BER A N TR o 75— Mk A P 1) SE 4 v, e BB A/ B B R & H T )
VETBCRIET AR g R P4, B 8 TR e P R B SO S 0 Pidds s HBT R BE A F 4R350
AR T R T BORIET : 5 — AN ErE Wph i, B 8 T o — MRr s S R A B0 2
A AL HE B Sk A B s AEWTE TR B (B0, BB 45 S PE 5 A PD-LIFNRE 77) o
[0051] W R B PR i i EHUPD-L1F A A5G SRR 22 02920 % (ff
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WA S SE i A5 v BT (R A8 5, 5 PD-L 1 ) 2 9 7K A0S EAT A0 () A4k o 78 25 SE Tt o
PR 4 A E R EPD-LIE & F /KBS R 2 4230% .40% .50% .60 % . 70% 75 % .
80% .85% .90% .95% .97% .99% F199.9% ,

[0052]  AGURECAR N FIHEHE AR Ui B A5 1) 20T 8 AR USRI R, RR 5 75 &) th il &
PuAd ;i BEESAA) o P B B AL ) 2 2 AR v R A A vy A0 30 Dy FE 3 Dl R S a2 7 o AT A
I R IR AN/ BRI 7 TV B 5 A SEBOR N P B e, >R R0 45 M3 RN Th R 3. ]
PLAE AL I L e 7 R IR A A AE T 2 R &5 M A/ B h RE I HoAth 25 1 v 1) 7 91 38 B
TIHA S A A I . TR 3T 28 0 R = 4k 45 M & B BT U 71202 T, 2 MlBowie
et al.,1991,Science 253:164,

[0053]  “COR¥ZAZHUA” 52 & A K B R M PO AL Sk 1) — AN B2 ASCDRs FIK B AH A 5L
AR RBP4 7 — AR B B A

[0054]  “Z5 T J& B — Fhak 2 Fhb i B0 2 AN RO TR R SR — A7
R R AR, R AR BOA R SR PR AR R AL

[0055]  FFHuJR 4 & AL AP R (B0 APD-L1) i 53 B0 InMB LR, IRR I 5
PR B R ET .

[0056]  “BUJR&E & “DURE A X B DR G0 S 2R gG A ER L E A SR
FHEAE I 2 R E i A (B AL 2280 ) I R Tz i 4 6 8 A 0 i i 4 s A
SEANPE R 43 o 0 T 5 Hb e 745 A s 5, X AR H 2 D — AN CDRIEH & 2D — 38
e

[0057]  “TAr” 2o+ FiEEPURE S A EE W, i) E o R AT AR I T
AR ARUT F 4 (B0, 75 2 K, 75 2 K — 407 51 H 3 ASAH SRR AR 1% 22 IR I = o Y 25 45 14 v
R W EIE DA S A EA S G AR .

[0058] PN 22 A% H IR BN 22 JIK P B ) “AH IR B 43 EE” /& FHGAPHL il 2 /37 (GCG Wisconsin
Package,versionl0.3 (Accelrys,San Diego,Calif.) "PHI—#7) LLHENSECRLL B F
1T B 1

[0059]  R¥E“ZZEFIR” S B M KL A A S n] A2 el A, A FEDNA S+
(161 i1 c DNABY 3 K ZHLDNA)  RNAJL PR 2H (451 fimRNA) DA AZ 1 B2 25 AL A2 i [ DNA B RNAZK AL 4
(il AR BR ANAE R SRAFAEAZ H BR FAUND) S FL IR A48 A% 1 53+ 7T DA SRR BOBRERY o 7
—ANSLE G, AR B AR IR o O FE G TR B By AT AR SRR R ) B AR (1) i
FEIBCR) SEHE -

[0060] P 2% B 55 2 % T IR 1 7 1 B I [ AT X 55, AT 15 — Sk 2 TR P B %
B S N— %k 2 %R B B AMZ T BRAER , AR, B &P P05 wmakd umt ik
HABCA AL R , WIFRIX R 2% 2 0 B TN “EAME” o 5 W 5% 2 4% 0 B n] 5w S8 7 4 5%
PR A, WIFR L “HAN o[BI, — 2% 2 R 7T DAE IR0 77 BAMERIE 0L T 5 57—
22T R AN

[0061]  “BGAK” J&—Fhm] T8 5 — 4 5 2 B IR 5I N AZ IR - — Fh ik R 2
“Fk” , BT (LA MZ IR b BOE R B BT RUEEDNASY £ o 3 — PP AR S8 2 i s 4
(18] G 5 ) S5 o I 2 39 5 IR 53 FH R AE OC i ), FL R /R DNA v B AT 5| A\ s 25 PR 40
Hh SEEE AR 5N TE AN S5 REAE HEAT B R (9, A 4 TR AR A 1) 4 TR AR A A
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B InAAIES L2 A o HoAth B A4 (12, B DRI 7L S B A) 4 51 N 18 A, 85 AN 15
TR R R A, BB T R A AT B RIS e — MR AT IR E 2 R H
e SN AL

[0062] A% IR Fr 51 e 42 ) 1 45 7 B RS MR A% IR e B ) 358 (1 an R 18 7K1 VI ATL
BT 50 I, WA IZ AL H R e 31 Rl AR i BZ i Fe 51 YR 317 S Be g e 5 2
AERAE R BRI AZ R 1K 3R (B3R K I LB ) TR IR o 451 B , 4% 37 371 ol DA B
X H BT PR AR IR A E Y, 8Os — B A A 1 (B a0 5z 1 R AN/ SR IR S &
(1) 22 JIR) SRS 1 FH o V4% 5 270 O 48 B0 455 0 3 3 o A HL A S i P il o F (il 22 iR
FAAE 5) o VA B B HoAth ) 5~ iR B AE B il Goeddel ,1990,Gene Expression
Technology:Methods in Enzymology 185,Academic Press,San Diego,Calif.#Baron
et al.,1995,Nucleic Acids Res.23:3605-06 .

[0063]  “f5 - 40f0” & 7] I T-RIAIZIR (B AN A BRI AZ IR 140 . i = 40 M m] DA 5k
S, I WIE . colis B R A ML, 81 a0 B 1% 55 40 . Con e B B8 SO Ath EC TR AL 40 B (a1l
R B B 2 AR P A ) S 4 B Can N 2 L A 2 L B 0 B L L K BR T JH BRE T
S0 H) B AR PPAE L 1 3 A R 41— R A COS-7 & (ATCC CRL 1651) (Z W.Gluzman
et al.,1981,Cell 23:175) \LAHML CL274H M 3T34H /i (ATCC CCL 163) -+ [ 4 ks B 5L
(CHO) 40 sk AT A4 | (BlinVeggie CHO) FI7ETLIMLIER IR LA KIIHKRAIE R (S0
Rasmussen et al.,1998,Cytotechnology 28:31) ,BtCHOHIDX-B11 5% 5 (BR/DDHFR) (I
Urlaub et al.,1980,Proc.Natl.Acad.Sci.USA 77:4216-20) .HelLagH g .BHK (ATCC CRL
10) 418 R 5T AE NS 41 M0 RRCVI IR CVL /EBNAZI i 2 (ATCC CCL 70) (2 WMcMahan et
al.,1991,EMBO J.10:2821) AR Al (41141293 . 203EBNABRMSR 293) « AR BZA43 148 |
N Colo20540 il . HoAth 5% Ak R A SRAM M 28 L 1R A5 AR G0 I T4 A 4 3R A AR AR 1)
TR AN SR TSI L 28 JHL-60 U937 JHaK 5K, Jurka t 20 i . #1780 Hh , 75 3= 20 M2 B8 DL i h 22
IR ELBEUAE 121 32 40 rh R 3K B A% R e AL ERRS A3 B B SR 40 o ARAE “E 4 7 i m)
T 32275 B 48 B 75 2R 1A 1 % I R e A BRUFG L ) Fi 32 40 B o Fi 3240 il m DA 4880 5 1%
B2 ABAE S PP B 51N %16 T IT 522 R v AR E e LA, JE A LU R SRk K Pk
RABAZZ IR AN o B2 PR AR, ARVE “fi 0™ I A B 2 10 R , 17 A2 45 Firidk 4
JLFE) 5 AREIEAE FE AR o DR D EH T8 a0 SR AR BRIR B 520 (1) 4778, S AR AT B R AR L4405 , A
RIS AR B 5 HoRRANM I AN ), AE AT S8 T AR ST 6“1 32 40 ™ ARTE i i 25
FIVETH o

[0064]  fjpifethy, ik AR TT B ) S8 0 L s W AE 1% 1 < OF B0 L 45 Wi L RAE s |
IR SRR A 2 BRI IR A CNS R SRRz 20 1 19 I 5  BAT 1tk 19 L5 T4 B 1k 9 I 5 . B
1 L P AR i T80 P I 2 RS DR L e e S LA

[0065] A< Ha 455 ) 22 )k P A FH A Q0T 8 60 ) AT AR B D7 925 161045 o 72— DS SR 1, ik %2
Ik & LADNA B A ) U V2, S R 4 1% 2 IR AZ R 52 31 (B4, cDNA) 43 A\ B8 20 B 3044, JF
FEARHE AL 55 T RIS ZDNA T FU R Al 431

[0066] & A% 3L 2 FF ) %5 b 22 IR KT A% B8 T LA 25 6 B A o T DA G%E 3 B A0 FH R 1R
S P () SR IE o TR b A P T BT i B I 4R B 2 G E L co L AR B , DA A20RT 5L
SO M AE VDA | T BE T AR B R Al F O AR e T R T A 2 R
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Bl :Mayfield et al.,Proc.Natl.Acad.Sci.USA.2003 100 (2) :438-42;Sinclair et
al.Protein Expr.Purif.2002 (1) :96-105;Connell N D.Curr.Opin.Biotechnol.2001 12
(5) :446-9;Makrides et al.Microbiol.Rev.1996 60 (3) :512-38; f1Sharp et
al.Yeast.1991 7(7) :657-78) .

[0067]  F T MR A 00 W R FA B a0 7] 2 W : Sambrook et al. ,Molecular
Cloning:A Laboratory Manual,Vols.1-3,Cold Spring Harbor Laboratory Press,
2ed.,1989;8Ausubel et al.,Current Protocols in MolecularBiology (Green
Publishing and Wiley-Interscience:New York, 1987) f H 5E #H o 3, e LA 5| I R FF
ANARIL o Jrhh iz 2 R DNAR] $ A b 1 e 76 T L2 L o8 75 BB, MR DR ) 0 >4 8 s R 73
YT DR b o P 1 9 DR A B 5% 3 Bl PTIE ) FH T 3 il 5 s R A 17 1) i >4
mRNARZ AR 25 7 U0 7 20 DA S 358 il e S PR B 2 1B 1 7 31 o A 1 = R it AT B il s

T 2 A 2 R SR T 5, o B e s T TR B e A AR B IR SRR A

[0068] i ZHDNAILA] A4 A] G A 44k & B A FHIRAEAT B B bR i e B R 2R . SR AR 0
Bl FEFEEHA R T HZA B AR L FLAGERIC smy cFRic  HAPRICBRGSTHRIC o3& FH T 240 B 1
T Bk B M LS 40 B 1 32 10 v B MR IA 8K AT LA 22 L : Cloning Vectors:A Laboratory
Manual, (Elsevier,N.Y.,1985),

[0069]  SREUE FHT15 ML) I V5 ¥ 1% RIS S5 1 5IN1E A ARSI C A & MR T
PEAZIR FINTE FANM 735 B EARR T f 28 1L s LS ES AL B0 B R 45 . DEAE -] 5%
Wi (DEAE-dextran) B H A FU3EAT 10 % 4% ; T 22 572 (microprojectile bombardment) ;
JI S G s DA S, S LA s 7o > ik e Ji) o 3 214 () 1 3 40 X B8 D A2 40 P T R T I 7
ST H 54T T 40 o

[0070] & 41 4 A A0 6 5 == IR B PR B 2= IR FH P AR 4, 491 301, E . coliBBaci 1 lus spp. B
BEEE , L3k MySaccharomyces B B (B 1S . cerevisiae) , AT LA AT 2 ik il 4% o 2% Fhiipg L2
R RAREEFE R TTHTRAEEHAED . TR R0 6] & /MR EA
Baculovirusih &2 WEEIR : Luckow and Summers, (Bio/Technology,6:47,1988) .i& 24
(IR 2L S 40 R 1 4917 B0 P B2 41 . COS- TR ' 41 L CV- 1. LM AR . C127 . 3T3 . [H
B U R (CHO)  AJIR'E 418 JHeLa 293 , 203 T HIBHK 41 i £ o 0 1 #5553 24 10 7 3=/ B iAok Z ok
RISEHAEN, RIS 2 KA Z B, K SCA TR AL 2 IKE) N RSB43 12
E.colifRIEMMNMIERIETTIE ARG WNFG TR LB Mo e B h 2k iz e o

(00711 AR o3 FF 1Y 5 38 mT DA FH 240 8 A 2R R bl 2% o St , A 2500 S 1% 22 JIK 1)
WZBRBATAZN , LA S VAR SR 5 5% DL P A mRNAJH: 0 VR 1ZmRNAZE BT ) 5 8 T 40 o fd R (L%
(1) vy LS B T £ TAT) TG 20 B B e A R B A% (B A4 i) e A A4 %) vh EAT oAt i
e

[0072]  PD-L145 &P 2 JIKIE AT LI A 2 A iR il 46 (il , #% #8So1id Phase Peptide
Synthesis,2nd ed.,1984,The Pierce Chemical Co.,Rockford,I11."pTicEi 1) .
AT DA 2 ko) 2 A 3 AT AR i

[0073] AR B H 1 BT ik 22 JIR T LA JE ik £ 1 A 2 A0 O i B N £ 1) 3 8/ Al A T VEIEAT
A4k o AR PR 1 M R 91 0 5 < SR B EE A g L SR AT (B0, TRIR L B ER ) B0 B AT B
W B JE AT B8 28 3 2 B K Z AT IEARJE AT S SAHZE AT BRSO U VBRI IE BT R A
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B~ LUK T 3 A BCHAT B A 4liAb )5 2 KT BAAE 3 NASIR) 22 PRl , 0/ B DA AR A3 e
BN PR TT IR AT R (AR EAR T S8 BT W4

[0074]  2lifh Z IRRIE N B A 2085 % 4l JE, AR 2 BN & D95 % , el 2 S A &
198% o TR LEE MBI EUE & 2 /D, 1% 2 IR 2012 2 DL FFERR 24577

[0075]  Z KRR IE GBI

[0076]  fE—LLsLyE il , A I &5 & Tk 2 R n] DA ALRE B 1 S 50 . R e ME R B G
A ERE IR LBk B AL 7 — LS p , AR B ) 45 A 1k 2 IR ] DAL FE
PR R VE R G | I AR TR 1L . L BEL TP 364k  ADP- R AL 2 2 AL B
S RIS AL AR R AL AN N 2 PRI R B K L o B ke AR S R R
ZIRFI e A AR R By, WA AR SS L 22 MBS W | T IR o AR A I — I o TR X D e R
B Y, OB — AN B 2 AR VR R B8 70 BE R 2 T 8 22 0K o MR YRR 350 2 i v 2 1 IR R VA MR A LV
e HE Y, (R AR L AT B8 I 2 S5 .2 IRaju et al.Biochemistry.2001 3140
(30) :8868-76 ., 7] LMK AT IR JE Z SE IR il 73 % 22 SR ThRE M i s ma LA T fi@ FL X PD-L18k PD~1
Dhse s e AT (] o o T A= e B ed AR R I 4 78 FHD )

[0077] A — Mg S, i s Al 11 22 IR IRAZ Ui B 554 ik T v P 2 Ik R
BRAEEA RS T AL EEE KR T, Pridk s 27 R < B (PEG) VRN EEBUR
1%, e £ F)4640835 3 4496689 ;4301144 ;4670417 ;47911928541 79337 ik .

[0078]  PEG & RIVA T/KHIZE &Y, Hoi i A6 , BUnT LAY A Ssk fr 24 5N 1 7712 (Sandler
and Karo,Polymer Synthesis,Academic Press,New York,Vol.3,pages 138-161) it Z.
TR IR A OB | 2 T o RAE “PEG” T IR AT AR 4 A, T R /hE
PEG A s fRAE A A AAT , HL AT BL A BA R 2 20483 : X——0 (CH2CH20) n~1CH2CH20H (1) , HoHin =20~
2300 H X WHECR S A3 (B W1 Cr-afii 2) o £ — A SET 1] 1, A8 B BT PEG K — A AR U LA F4 J
B PR A L 45 R, B XN HER CHs (“FRARJEPEG”) o PEGIE AT A3 — 404 « 454 e o i b 75 i AL,
L IR T RIS B BB S I ] s BUPE iz o 00308 40 e A 0 8 14 1) B 14
5B A I, T IAPEG AT LA FH — AN B 2 SR AE — I PEGIU B 4 Bl « LA 2N PEGEE )
PEGsHR N 2 18 B 93 STPEGs o 43 SCPEGs T DAE 1t 461 41 ] % Fob 22 Tl CELAE H i - Z= 30 DU B 1L
AR IS INER A A LR il & o 492, T LA M2 1R DU i AN ER 480 bt 1) 4% 4 43 STPEG « 43 SCPEG
Z WA GNEP-A0473084 K138 [ % H1593246 2734 - PEG s (] — M2 2 AT K5 1 AN stz R Y =
A R BEREIPEGINEE (PEG2) Monfardini et al.,Bioconjugate Chem.6 (1995)62-69) .
[0079]  ELSRPEG/E BT A A AR R IRATTHT AN, 18 1 R IO 3 2 AL " n 322 Jik ] LA 4k
R FACIAR RO SS AiG M  AE — ML SR p L B 2 AL 3 2 M H A R
T LA A, JGH R 8 PEG 5 N B o 1Y) 1 I B BR 28 A o BH UL — K, A R B4 it 7 —
P LA B I 254030 12 ME R ER M 45 5 T3 2 Ik, BTk 2 I G . A 2808 41150 M
FRR " n3ig, Kb R SR B — ARBTG5 A DU, S 4 A IIPEGEE 4,
Hod iR " n3 2 ik S8 A B bR A Ko/ T 100nM H AL S35 o (0 24k 22 /T 30mL /hr/
kg o iZPEGHS 4 AT DAL 52 5 5 2 WAL R 5" n3 2 Ik 2, ) it 5 Cy shR L i Bz, Horp
ZCysHRFE AT AT T2 " n3 42 R i N B T Nosig A e N BER BARE 4 22 ) , B A7 T-1% ' " n3 £ fik
(1) Cg BUAL T Cog FH 3 Coig BB BEE BE 2 [F) o Cy sHR I AR A DA T HABA B, TH B TEAASE
AR 1A 25 A IR | PEGHR 43 2 m] A TR oA 2 07 s 3, AR IEd 5k 4 5 .
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[0080]  PEGH % Bk ER A M4 A8 W M PEGENE P L CL UG IPEGH ) A 58 & H /£
RIMBEESE S, RS5EEFNEA G, EREFHEBGIIFEEE2EEO/ 2K (S L
Abuchowski et al.,J.Biol.Chem.,252,3571 (1977)and J.Biol.Chem. ,252,3582(1977) ,
Zalipsky,et al.,bl MHarris et.al.,in:Poly (ethylene glycol)Chemistry:
Biotechnical and Biomedical Applications; (J.M.Harris ed.)Plenum Press:New
York,1992;Chap.2land 22) JER, T HPECH FHIG G HZ IR AR G EA , Kb
PEG FERIZEAMRARESEA .

[0081] A DAL Al 7 =M FMIPEG (141, 23100038 /R T (Da) ~100000Da (n=20~
2300) ) AHKERBPD-LIL G 1 2 IR . PEGHH 15 B 5 53 o4 “n” A2 AR LAIE /Ry 80467 1) 73+
= AME Rk, — DN EEEIERE T FIOPEGIH B F EE A TEH g i, f£—1
SEfE I, FTRPEG T 4T &AL 100000Da . 1120, 25 3 PEG FHEREAE BT L i
FFAPEGHF B A MR 4> 78 (12000Da, B2 N270) , BEAEHF FIPEC A S T8N
H36000Da (iny£1820)  EHAEERF FHIPECH T B AT LA, B0, /£ =1 F3
APEGH: -, Ho i Al A 24 %-5000Da (B n A £J110) F114~12000Da (n2h£)270) [KIPEG )
o

[0082] A<k BH M) — N EARSZ 4 o , PD-L 145 & M 2 R 40 3% B /e il X ——CO—— (CHa) «——
(OCH2CHz2) w—ORHJ—AM3R (& ZB9) [ b, Hodp vk 58 (2 1) FEF ) —CO0 (B BikFL) 5 P
R A B PE 2 IR — A 2T S e B2 s ROV 2 5 x 9 2803 smy £9450-2950 5 Hon Mlmff) 1%
PRAEIF T IR &5 S I L 456 11 2 IR 7 & N 29 10-40kDa o £ — P SE a6, 455 TR 2 Ik
(R R K628 2 P (B ) 2

[0083]  Fik & &4m) LA E H AR p i a8 (11) %R : P-——NHCO-~ (CHz) x— (OCH2CHz) n——O0R
(IT) , H P PO WIA ST ik i 2561 22 Ik R A (B0 Sl =X (TT) s B =1 e i i) — A~
BRI « HIH P RAYIRG eI s x 2803 smAy L1450 £ 41950, H L FRAE TR 4 &)
TR E GG TEZ D F R ZENZ110-40Da . A SCH FIFFRIK) “m “[K) 15 2 5 B 2 A 2 1)
B ARG 7 m “H R P VE FE BHPEGEE A ) 7 B g .

[0084] ARG ARN AT AL EMPECH F &, Bl TR UGS L2 IRE
1697 VTR R G IR TR 2 KR S % SR PR AR 2B & ARIR IS PEG B HLAE R
HEA M FETEP HIE, 2 WKatre,Advanced Drug Delivery Reviews 10:91-114
(1993)

[0085]  7E— SR fel AT LLBOEPEG o JF 5 45 6 PR 22 Ik b 10 2 0 SR, 491 Gt 2 IR
(Bencham et al.,Anal.Biochem.,131,25(1983) ;Veronese et al.,Appl.Biochem.,11,
141 (1985) .;Zalipsky et al.,Polymeric Drugs and Drug Delivery Systems,adrs 9-
110ACS Symposium Series 469 (1999) ;Zalipsky et al.,Europ.Polym.J.,19,1177-1183
(1983) ;Delgado et al.,Biotechnology and Applied Biochemistry,12,119-128
(1990)) .

[0086]  7E—MriE SEHE ], A FHPEG B R s KB % 3R & s S ME 2 IR 54
AT BLHIN, N - “BEHBLT BR R ES (NN ~disuccinimidylcarbonate,DSC) 5PEGJ K LA
FCT T VR - PEG— R H I IV ek IR B8 » Bt i v ™ W) 5 2 42 IR ) S Az 2 A B i 2 IR &
B f B (5 W36 £ F5281698F15932462) o 7E—FAHABLR RIS AL h, T RL AL, 17 - (Z 28 9F
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=) BRFRES (1,17 - (dibenzotriazolyl) carbonate) fil —— (2-MtIE) FREEES (di- (2—
pyridyl) carbonate) 73 |- 5PEG 2 i PAJE [ PEG- 2K JF = I FIPEG-IL e VB & ik BR lig (SE ] &
F15382657) .

[0087] W] LAMR AT P (B0 T 2ok 34T O n 3 2 BRIV 5 2 —BEAL, B Sl A 45 A 1k
Z k5 5 HEPEGs (N Shearwater Corp. ,USA,www.shearwatercorp.com) W o
AP WY IEPEG 1 9 19 AnN-F4 FE 5% B B V% P PR B (PEG-SPA) T BRI (PEG—SBA) PEG—
5% BT . i TR 2 T oy S B O N2 B R H e V% (1 imPEG2-NHS) (Monfardini et al.,
Bioconjugate Chem.6 (1995)62-69) . KT AR HI T7E45 & 1t 2 PRz iR 1 £ -2 R Ab 5L
a2 IREINm 2 A HEAT B — LA

[0088]  £E X —ANsLjafslrh , PEG o+ Al LUERAE LS & 1 2 IR #i & | (Sartore et al.,
Appl.Biochem.Biotechnol.,27,45(1991) ;Morpurgo et al.,Biocon.Chem.,7,363-368
(1996) ;Goodson et al.,Bio/Technology (1990) 8,343 ;3 H % H|5766897) ., £ H £ F|
6610281 F15766897THEAR | Pl 1E4E B Fi 1 7~ il [ REPEG R

[0089]  fE—LLsLiidsrh, PEGHr 48 A FE 45 & M 2 IR IR P Dt 2l B ik B |, i 6~ ot 2 IR Bk
FAR G A TE 2 IR R AR TR s 1 A6 H A — L S, — B A IR R R A A
I NZE G T2 K AT AR 456 VR 2 IR g e 21 5] N RAR , R 7 A e i B Bk Bk o 1X ] LA
T I A9 24— B2 AR IR IR T AR i N P R PR SR AA A T R AR D~ I IR Bk
R ORI M FE IR A L2 IR TR AR TR IR AN A o A AR o Attty , TR AR N E A
T P e A A o i E S D PRV s o FH T MR 0 22 S 91 B3 1 SRR LM Ak e 1) 8 v ] 2 i 1A ) B
VEAE ARSI R AR I R AN o AT kb, 2 DR T 45 G TR 22 IR I B v R A I SR A B
(1) s A & 0, T AT DA K LG 5 A M 22 IR 1 20 0 B W L SR L 3R T 9% 2 (Himanen et al.,
Nature. (2001) 20-27:414 (6866) :933-8) , H I 1R Jll 7 T 2 & (1) Fke Ak o £E— N SR 49 o, 2
I 2 PR VR A T N 256 1 22 IR B N A/ B Com B LB 30T, BRI ABR X

[0090]  £F—esLyifa 9 v , %58 & ZBEA A5 5 1 20 IR 45 35 AV 1 42 A0 N 2l S I 1) o — 2 A
ERIPECT ¥ o 7 s 5 5 1 AONSm I JEUR AL S S lPepinsky et al., (2001) JPET,297,1059
A% [H L F]5824784 ik . PEG—E £ 4 FH H- At P FH 2 i 2 1) 21 3 )30 JiR Jre Ak s 182 v g FH
i@, 3 E £ 4002531 Wieder et al., (1979) J.Biol.Chem.254,12579f1Chamow et
al., (1994) Bioconjugate Chem.5,13307iA .

[0091]  FEN —ASEifil, B 4 AL A 2 INEFE— AN B A SR RE G
IR RTINS 2 e PR ke i () a2 Bk R JLAN AR M PEG Ay - B iR @ 2 A HF T R [ L R 24
FH2002/0044921 F1W0094/01451+H o

[0092]  FE—ANSEEBI T, 45 1 2 IR Co 3R & B Ak o 76— MRr E SEE ], Jlad 5INC
i i - B A R M i T i ) T A% S B R -PEG- =55 R AL S, AT X B 1
MICHm BT I 2 Bk  iZComiE R )71 WICazal is et al.,Bioconjug.Chem.2004;15 (5) :
1005-1009 734 »

[0093] IR LARRAEWO 94/01451 0 Frik i — BT V2R il & B3R — L BRI 45 B TR 2 IR
WO 94/0145 143K 1 — P FH T il & 5 A3 A5 000 i ) 2R o e R a— ik S 92 2 ] 1) 7 40 22 JIR ) 7
15 AZTTIER A RO R A 2 K, 3 DL — A B2 AW 1 0T N a— 28 B2 F Coija—
FRIEI ORI L B R HOAT ORI o % 2 IR AT B J5 S5 A2 OR3P 55 S L, DA #EPE R AR 7 s 82
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M [ 5 AT 7 L AN B 8 A A8 1 - SR S5 > IZ AR W (R 3 SE 1 1) 45 3 M B R ok e % %2
R BEAT BIT, BATE R AR 37 (1) R i 2 21 PR o — ik S B BE [« DA A A8 B RRAZ AT 1 T AR 47 1
R 2 R a— Tk S B BE ] o SR e X ANV BE DR 37— R s A8 15 ) B2 95 DL 22 Ik 1 A 228 A1 A AR
3, CLIE B A v A 117 1 25 2H 5 48 D1 22 K 207 VA 20 SR B I ] DA A%, DL 1Z 2 K1
Ny A1/ B Coiy 28 A5 B HEAT 1R PR AR

[0094]  ZA i, 45 A2 K SN PEGHI LR P LLZ) M 1:0.551:50, 45 1: 1521: 30,
BRI 5 1 15 AR B, AT fSE 25 Pk MG BOR A AL PEG 22 45 6 M 22 IR 3547 e « 76
— AR, BT 2 MR oA LT 0FE9 .00 28 S —ANSE a4 v, pHAE B (B 12 1 9 [
N BT . 52285, AT LAMT FHpKadZ i i 1 pHIV) 22 M, 19 il B 2 i

[0095]  m] AT FHAS SR ) o # 3 B FnAafl AL B AR SR Al A0 TR & B A A 1 2 Ik, 41 4 RST
HERE (1]t 28 e 3ok 908) RIS 52 i J2 BTk o 1 ] DAAS FH SDS—PAGE R 73 7= 4 - 1l LA 43 5
K=Y aE A, R =R . ZEMERREZ LS &2 ik, UL EH EPEG. PEG &
YO A 3 Eo s i, mT DL Sd i A8 3 A e B RV 2R B IR SR Iz A & B HPEG H 7B
HPEGER AW H AL /E£190% , ACRE 7 B ANE MY R 474 . vl ReSHEE A S Wb ol 2
193% B 296 % [ 88 A W N BPEGRR 2R o 7E AR K B ) o — ALt g b iZ BRPEGE A W
2 N90%-96% .

[0096]  FE—ASEE B, AR HIZER 2 EEAE S M2 IREFE LA 24 B0E 2 (1 PEGHE
43 o AE— AN 5 IXPEGHS 73 T FE A 1% g 1 3R 1 1 2 AR R AR At BN/ Bz B9 1% 1 e fih
EARBCAR IR o 7E— AN SR %5 & B4 A 2 IR IPEG & H BLE 5 FE AL
3000-60000Da , 7] 1% 4 £710000-36000Da . 7E — AN SEHE B F , 5 £ B &5 A M 2 K I PEG
ST ALY ) ELEEPEG

[0097] AR — DL b, %5 4 A S A T 2 IR 9T RS R i (191 450mMEs:
fi (pH 6.5) 7RI T N8-16/N) MR 20 BE A FE B iR L /K it ok, TR b 2 Fa e 1K . 7
— AN R %A A 80 %6 AR E Y BLPEGES A TR 2 K, ALk A E /090 % , H A
ik RNZE95% .

[0098]  7E N —ANSEhEfH , AR B R G B A YR IR E S, X T KRB
E A2 25% .50% .60% . 70% 80 % 85 % .90 % 95 % 8%, 100 % ¥ A= 4075 Tk  7E — AN S
T 5, AT PR 1) 2 S5PD-L145 A (1 RE 77 LAKD  kon Bl kore SR VAt o 75— N7 18 5 it 441
LR G NG A2 IRE AT R R B 45 G M2 0K, R B9 58 K PD-L1
“diaret.

[0099]  AHXF T RAZUGLE & 1 2 MK TG FR 2, PEGAR IR I 22 JIK (1) L7575 R 28 7T DLBE (R 4
10%.20% +30% +40% 50 % 60 % 70 % 80 % B £ 4290 %  iZPEGAE M 11 22 JIk (19 - 4 4 1
(t1/2) 1] BEAHNE T ARAB UG 8 19143 B 0GE A T RAZ M 45 & M 2 IR~ HE H W, IXPEGZ
TR 22 IR 2 HE B AT DA e 2/ 10% . 20% 0 30% 240 % . 50% 60 % 70 % 80 % .90 %
100% .125% 150% . 175% .200% 250 % 300 % 400 % 5500 % , BRIEL 1000 % o /F— 5K
T A5 5 12 B 1 1 HE AR AR U 52 1, 490 S A R 7K 2% A R BT v o AE LAt ST ]
W A HE R AR P R i 8 B AR LTS B S A H 5) HEH
[0100]  yRYTFRIALANZS Zipi X

[0101] AR IR Sz — 15T, 34 7 H T30 57 0 I hIPD-L1 AR W03 1A L 1 J iE
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B TR HL T BRER o D018 () S 8] v 5 Frsk Joa B () Rr AGE AE T 98 0E BOA M3 5 30« 45 2245 12
A7) & B e TH7 5 2 BRI R T v B B RER (LB W AR SO AR N 572 75 2 1 1
SE o JBOR UL, WA LA 22 R FAE 245 0 040 2 1 1k ) 1) 1 28 A 08 (S 45 BUHGIR A4 21 AT 252 141K
Ko B2k, Z5 ) AL 2 5 FAm fI AR AN DRy H TP 3 BRI, B s MY
A IE Y WAL (B0, FDA) B R 5E 1 AT 2552 SR KO

[0102] A BRI TT ALE AT LA 5 2457 AT 12 52 R0 R0 L B0 BB TR 77 DA S 770 B — [ 25
2. 25 2y AR PR E TR 4 AT B AR R i (O Bk 5T, B RS 1 IRER A Y - A
AL AR B DRNVR 7R (fF FH SRS AR A W 22 IR AZBR) » 491 AR DNATH: 3% | B 20 RE DR A3
s VBT M ) 308 , A0 H () A N 1 R 4R S

[0103]  ZH -SRI LA LA 7f B8 R BRRR SRR 8O I T A T D IR 45 2 5 B
PAVRAR TR 20 T ik 5 2 T VRS BRI 45 25 s DLBERSR) e R B R LB RIBUR &
W REAT S 4G 245 .

[0104]  A&iidsk Hp B NRG #1787k ] BA S DL “Reming ton: The Science and Practice
of Pharmacy” (20th ed.,ed.A.R.Gennaro A R.,2000,Lippincott Williams&Wilkins,
Philadelphia,Pa.) o 7 F 45 25 ) il AL AT LA a0 A 570 o B 7K L 3h 7K S SR fe ik — i
ROl A E RN BCE A EE T LU TR AT AR G T S ERR A T
e/ AL BRI RV BUR A O~ SR A P 3L SRR A% B & MR W] LAASE FH 4R K SR 77
Y (T m] A= PR S i KR [ A I B KR i BAAS) SR il S0 Ak N 23 A o AR TS
FERI A AR i 3 IR AR RS O M- 1R R ERIL R YIRRL 2 & PR R G lg
JoAA o AZ AL B P AR FEAR 2 T DR R M AL, AR 2 M 4 25 0 25 29 38 A

[0105] Wl G, 1% % K] LA 2 27 Al 3 52 1 sh TR Kok 25 2, il sy BT 2452 7k
() T EE PRI TN A Eh B & JE 2 A0 o R IN R h i 491 045 - A HLIRR , W A e\ FLIRR V4RV
KPR TR S R IR S TUIR LR B B R 2 P R AR « 57 R /KA IR T A0 R FRVRRA TR
HREIR B = RO IRE s R AR, (R T IR R T H A 43 55 DA TR . kR IR
MBS VIR S . & B R S AR B B SESE AE SR L Tk 22 IR Y b A AE
BN, LABG I REE i P .

[01061 1 e il 24 A0 465 5 A7 i MR R 73 FH DG 53 24 2 AT 4 52 O AU VR S 0 ) v 7)o Ik IR T
FRRT LA, 90 20, S PR AR R SRV EAERE (] 4, FREAR AT L ) Ve 79 Bt 700 0 B Rl ) (437 4
T Pl R % I g PR I AR R . AR VR T B )

[01071  FIT 10 R ) il 2858 ] LA A Dy T LGS v R0 4t , B D7 R0 705 1 1 ] 44 7 7 7]
TRA BRI 3 , BUA U 5 KB iR & B R 2

[0108] Y& 7 A R B 48 I A2 0 25 25 565 G 7 A 97 B ) & W DR & B T 75 8 97 1
iE , HL AT DA B AU AN ST HE R AR R 2 A0 — Ok U, 2 2 IR 45 25 R 2
0.01ng/kg 2 £150mg/ ke, ik FyHEH0.01mg/kg 2 £)30mg /ke , L HEEHO. Img/ kg B 2
20mg/ kg o 1% 2 IR AT LLBRER 2525 (A0 BE H — R PRI IR B 7R BRI BRI 45 24
(ol , &5 JE B JE B = B HBRURRZR ) oMbk, ARGUR I 1, 7] e 7 MR R 8 R
A AR FROIR G PR R 25 25N T) 2540 RE A R R s 7 EEL R SR 4, LT DA PR AR 40
BN Fm I LI R A .

[0109] AR B i dds 5 e 2 P 1) 245 4 il 5
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[0110] AR B H I HPD-L 1S4 5 v I 1 5 1 I B B VR 7 7= S BRI 7R 5 R 3R (L B Im) P ik
FEVRTTIT R M0, AR B, $2 it 7 AR B HiPD-L1diE 5 “Neuvax” (— P AHER2/neu sy
BB AT IR A K , 5 ZIGM-CSFIL A, S [ % R 8222214 firik , oA FFAE L LA 5]
77 I oI, AR B4R 7 AR B HUPD-L1 34k S ALVAC-CEAYE 1 (558 bt 5
PRAM S22 MRS .

[0111] AR H

[0112] AR RIPD-L14S & PheE B R AR AR AR R] HI T 2 M iz i LA b, B il
s G BRE WT S5 PD-L1 R &6, DA R ) 40 . (B3 9 IS PD-L 1 I 40 B 368 326 40 e 23 PR Bl A% 5T
43 RAMGIPD-L LI A 3% M o 31X 28 43 (1) /N ST R B S5 A0 T 290 7, 0 T/ 75 IR
ST R 1 S N FH O B A P s B B S SO A TR TR R R R IS S Bk
BERET AL AR RIS R A EEME.

[0113] T HAEAPD-L1 A TE T HI I S 20 77, AR W1 2 Bk B8 9% A 206 9t 2 Rl e
LR g i 3 RE » 451 4 O RS RR OB R AR K o L% b , AR R BH (¥ PD-L1 45 A1 22 Bk mT F T8 97° BE
TR Aok 5 38 A P T 0 B DA SRR R RS A R o A R I IR HUPD-L LA (1) 10 34 385 W RE 0, 45 45
W EL Wit S 300 /N A et e« =B/ 4 B (NSCLC) AR i o AR P 3 R ol P 4] A 4
FE% e ML VBIEE B 6 B0~ FLIRTEE O T - 45 Wi B R P S e L AR B2 &5 e L e L 21
S 99 BLE ORI 0 B e B U R P A BERE U | 1B e S AL R IR
Jigi U W PR AR BT e PR R R B T

[0114] b4, 8w B A R B 40 PD-L1 &5 & M 22 BRORIB YT 2 Fh 2 PEIAE - BT I 28 e i
355 10155 5 By 9% FH DG 1K) Bl RS 28 S Y R0 « 22 R TR AL L 4= B PR BEARE s 23 MR IR
PR PRI T 28 B R 71 28 A R A ve 2 BB (Crohn” s disease) o

[0115]  PD-L145 & 2 JIKA] s 25805 — Fh B2 PPEH Iy Pk 3L R 26 7, ol ande 7 Jio?
TSIV FARBITT AL R A S 0 AT, 78 oAb VA 7 SR ms ] DA A 7B
HBhIT %

[0116]  Frak 77 VAR B e s 4o o , AT LA 3L ) (RIS BOAS [RIIEHA (R S AH4%) i — Pk 2
FhZ RIGIT RN 25 A1, 2 KV TT AT LS 55— Fh 2R B R RE VA I7 B & A R fil A 54
W%,

[0117]  fE R Be sz 451 v, A% % B 3R $70PD-L L3044 75 A B b4 o 3l , ik 245 7)) DA
5t op 35 1 2R AL (MR (¥R 7T BCTIRT B At BT e T e R L A L, BTk
JER] T RERE TR 25, SERE AR J5 52 R A R TiRT , DA BAE 9 HAR & R RE T VA e 24 o AR
RN, 5 BRI (BT T 80T D67 S S FiE AT AR) (9 & 7] DL 5 A B
2 IRIBTT R .

[0118] iR B, 2 Pl ML A A0 B A BUMIR T M X Lok A W8k R AEARTT R IR T 71,
PAVSCA SR A4S , TR % F R A TRy 3k — 2D AR K, BORA A1 1 10 o B 00 R o 0 0 M 4 e
B BRI AR TT 2 FOB MR A 2 BT 2 UM R & Y2 S 80A ERIER R R,
YL IR, EAFNGITI W97 AT R B EIAE A, RVFRE AR R R ST I &, B R AR
FACA AR R RS N AR A FBIE A o AE AR TG 51 b, T BA— Ry v2ava 77 10 %
SR ] RE 2 A B B R B EAS R T IE R AL AT ik

(01191 M2k B 1K 22 B VA7 75 BH Bl SR o AH 24k -5 FAth MR g 74 4 45 25, Bk
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BT AT B8 R AT R UK T A%, T v AR T B AR R0 ) 40 B e 2 < X R A 9k 2D 7 e 8 7
(7705, B B AR AT S5 A F SOV L g 2 e B 4l e rp 1 2077

[0120]  w] A T2 A& SR 7 VA 1 B2 AL S W B AR R IR T EE KA L 2 Ny e ooy 0 gl
e RABERGEE R AL R E R ERER AT S AR W S W, RE R
RVEFT VIR T BREIT R v P e v SR R 2 - BK A AU Bl BT 19 i AR 7 23 B o) i i
H A REE EAER RAFR.C AR . M. 2 iR . 2R E RFELE,
M B MEBE RV T VARFTITER K PG S EAS B S FUS PR L FRE T 1A S FUREEE |
2 A T AR  GUR R R ER L IR P AR R P TE B L R I B L R S e
TR I B s L SRl e I PR TR B AR A IR L SR YT LT R R
B B ZA R 32950 SRS LSS R AN B RS L 2 B R CKITIE R L R B oK
W IA M B R YD R R ASEE IR B IR (B R T R B R N T REE
Bl 28 R Z A pn B AR B R A S A5 B R JE VY S B RS |
PR R RN RR il R SR 2 R KRR KT KR SR R R
(01211 LA 7 Hi iR A6 A P mT LA FLk N\ 0 a0 Z 5L 1 16 1 FIALER AT 425 AR
FEBUA/ B ), B anms e A G- FRBEIE IR PR R B AR | 7 U4 5 AR R ) A
W2 IS ALLA) I R 7 70 7R R S 0 i 791 (SRR T S MEE R4 s =) At T A 2- S S IR e it
JEYES) ) s BUIGHE/ B 224 2450, AL AR = i AR AL AR I (KRBT KB RI B 5
) U TR NCEAZ 5t CRAZEE 2 TR BT KR KR S A IR R
YA epidipodophyllotoxins (WKFEIHEF & JEvHTF) DNAFS 77 Gl ZR A 2= 22T e B
KUY FRBR AW EMHE R8T B 2T IR PR B PRI e . B AR
R RABFEZR ZFUWE RFWE ST HERBFIAG . 7R BE % EEE.
merchlorehtamine 22 HE R OKRFERER WAHEK E RERX A REH RE BZRET G
JEIHAE . = 2 A BB R R FC I (VP16)) s I E A B E (RAEED) R4 E
R ZRNHME (MER AL E EREKITER ERER W RER OtER) L
B B (LR WRERG , 1 R PEHAC LK A BE R WIS TEVE 1 BB BOR & Bz i 2
) s BUAL /MR 259 s BU3sAE /30 22 43 Z4 AR 28 0T 28 (RO IR BB i A28 ALl L S8 1k
O VIR T EREIT) « S W FeFn R 5 = S Ul (S FR 2% R 5 UR) e ST R #h - 1 Y 2
REFEAR (R BLRTT BONU) R 2R ikt B) trazenes—iA R DTIC) s I/ Hif 445
ZLARUFE B, Bl i B 2R A (2R85B 46 A9 OEA R 8 T R EIE F 3t
JIR S K FEHE R EORER B R R (R S 55 s AR L L R B kL e B oK
5 TN 75 B AT 7). CRe i v | oo 008ty ) 5 038 551 (R 25 A B P 25 36 R0 EL A 28 oo, ity 473
F) 5 £F 2 B T AR ) (19 T 28 3 28 A s g Bt 7) S B SR AR A ) BT ) G AR G s
BLWE ST 8 L S AK B BT B UL R ) s B4 WA R (breveldin) s S ) (R 2E
e SR (FK-506) P P 5L R] (R HEE 22) DR iEng 551 B s) s P A sl fb &)
(TNP=470 G eb AT ) i1 AE A DA i 77 (8] 40 L VEGF It 351 e 41 4 41 e A= A [H -7 (FGF)
FIHFRD 5 M SR 5K 2 52 ARPEL W ) s — A U s e SCSEAZ A IR s Pidds (il 2Bk SE90) < 40
JESHAN A 4015 5 50 (EFR R smTORFIHF S $h #b A B 411l 7] (2 bk B (B R) -
TN EMR RO B S HAEE R eniposide . B E RITIHE  FHAL ERUCKICE
R PR A RE L 5 JE) L B ST B (TR S b ZE KA VR AT RO RS L R LRI AL T IR 2
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Fi SRR JEAATR) s K BRI F15 5 5 SRR 7] s 2ok 4 Dh e 5 15 S A2 R A B
A3 Rt T34

[0122]  ARYE L G720 VR 5T, v DAAE il 0 G Aty v 1 [RI i R0/ B2 5 BA i 22 IRVR 97 F 45
2 %2 RIATT RIS 25T UL e B RIE 2 77 o AE — SS ST P, 2 KGRI A 25 P UA T
W RRITE ZA 2 DEOR s AR HARSE T 1, 45 25 06 T B 5 A% Gy 7 ik Z Wi BRI
TG IERIFIR

[0123]  AE—/MSr B B SEHE ] o 5 I DAAS I 22 1780 AR s R R ik R 9 92 (1) S A8 A B
AR B A i B SUEAR ) Fr 5 A R IR R R AR e 22 IR A, AR UPD-L17KF .
IRIG B EPD-LIK- 5 IR FEAR 5iZ R0 2 PR3 045 A PD-L 17K P LE 52 . PD-L 17K F 1)
WEANE10%.20% .30% .40% 50% .60 % . 70% 80 % BL90% , Al B E & L Wifehr.
[0124]  fE—desLy i, PD-L145 & 2 ki — DI & T e gl s I b (B4, iR
A LA TR R 25 e A G4 B BT R ) o 3 PR 23 P DU JECE PR k), 461 s o
& BB E A, ALBCR AU PE B A, R VB BRBRAL I IEHL R BHA, YKL Fe
*1Co.%"Cu.*"Ga. %6 T PP T P P B Te o ] AT FTE S %0 A (0 45 A R %
], LA 2L (B0 A 20) 127 B BB R SR 45 28 , S8 SR D B ) 0 s Ao A A
A DA AR PRI R AR A2 0 L% A8 TE S J2 4 48 BRI i AR AR kA iz A8
I s A A B AR w] LA A8 I PD-L 1 A PD-L 145 A 2 IR 1) 55 28 TR R A%, SRAS DU AT/ B2 Il
SERE R R G0 B0, ATATEF X PD-L1 F 45 A1 2 ik, DLAS B o iibr 10 5 37T LA
R F T BT A8 o 0 T ARSI RN SRtk Ut , 21 55 L, 45 25 () T80 PR IR) A6 2 s B T %
JRUSH T (R A7 35 o ARSI A 53 AT LA 2R 2y AR 8 A5 P4 08 4 1) 48 0T3O 1A% 2R I B 3
Mg KTt R AN A 255 J B BL, 7045 245 P8 5500 . 1-100 22 J& B8 ), iz -
102 5, B0 HII) 2 2- 28 f5 o AL, AR B o m] FEAE B8R B 46 0 05 0 1O TS PR30
Ay FEE ] B4y, L350, 1-10022 fi , 75— SL S 491 LI N 1 - 102 i, 78 — Lo Sl ] o A i
N2-5EE R AE—Le S i 4] B AL A -5 SR

[0125]  i%PD-L1454 £ ik a] H-T- A8 2 IAPD-L 1 (1 41 Mo B4 4L 5 AN Va7 3R 1) (B
EARTZHUINAED WIT A MRBIT IS AE—ADSLHEHH , ZPD-L1IZ A2 kS
TG A AR Z AL 757 S 1a] 182528 22 3R PD-L L) Jed 4t B3 2H 2

[0126]  iZPD-L1454 2 IKn] T & PR A, BFEB T 2 WGy 7 A o 4 o, Fem] BT
43 B AN/ BRARA AR BRI 4 LA S T AL S AR 4500 (B anta ) FEhRE «

[0127]  AE—2&75 1, o] DUS H AT 22 Ph 25 A 1 22 I ke der SN BRI S PD-L 13852, 4 4 45
S 20 B (8] G IOk PN S A4 L) A PD -1 R 6 R I 4t . b 1 SRk o Rt , A T AR T 49
1 Ja 53 e AR A (F8) Gt e A RN 5 S S0 A I 43326, A T2 W Bl 9 B 1S

[0128]  7E— eyt b , Frik 45 & M 2 IREOL v B H T2 W B B9 7] DUARICBUAS BRI o
AL W PE b 7S BRGNS A T 2 K SPD-L1 2 M4 AR R B a0 . ik a5 51k %
FRECH 7 BT DA B AR n , FBL T Pidde o mT DU A S Rl , BAR AR T, U Az &
D¢ G B8 TSR0 Sl R i A R R A (Bl A 25 S B D) o AR URE AR 7 24
50155 FiOE 24 1R 3 A i (3B 5 R)3817827.3850752, 3901654, 4098876) o RFRICIKI 45 &
M2 KA T 40, B g AR 36 - RARIC I &5 A M2 KB R LS 55— Fh (—Fhak £ Fh)
AL TR 2 45 A T 2 IR 38 24 50) (B e 5% 45 A 1 22 1K I B2 ) EL b e oA sl HeAth 3
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2 @R E A ) AE .

[0129]  7E—ASEHE I, AR MR &5 5 TR 2 K] HI TR S o i, Soh ik 2 ik 5 i 4%
B M APD-LIE A W EMREAR SRR 45 6 1 2 IRPD-L LR A , 455 PR 2 Ik APD-L18
IR AL A AL —ASSEREFI , &1 FRIAPD-L 1L (A 41 (530N 52 41 AR) 1 RE A 5 BT i
U, o AE45 5 PR 22 IRRTSC R iz 45 & TR 2 IR AU RO PD-L 18 A 1 4 2 1) e A 45
o DA E A ] LRSS & ulsil th 2 &, Honl UWERr 745 & 2 40 E i &5 & 1 2 k-1
R AR A7 AL, B ANIE I AR 5 B A AZ R AL 7 AR I B A ) s 0 A2 A P I8 i
AR Ao A2 3L A SEHE B, AT BAASRRIC IR 45 & P 2 K, R I e — Al Asi 2 ik (61
A — RLAA) R PR &5 5 PE 2 AR

[0130] 7t Ty o, s ml BA il 26 I T Aer U AL WA AR rh R PD-L L8R 1 (R A7 AE k70 & P
ARG & R A% S PD-L1E A BN S AR B 38 3 AHES B HIPD-L1ES S P2 ik, BLR — Rl
Pl FH TSI 45 15 1k 22 IR 52 A i 1 BCHL 38 2 T FR) B2 D FRD A A 1 3l B A T
Z IR SV r RN BB S HAR LA R PR BN A A 5 AR TG Frid dric BOR
PRICH &5 5 PR 2 SRR/ BT Al BL S SR (B0, 22 0, B30T i s T 1R RTRAR IR £ 22 1L
T 5 77 5 W RS 511 s 4% T 7R/ B0 P B 1 o A s 1 s ) R A ARG & b Bl
4547 T 22 OR /B A R LS SRAE R SR OO PR TR 3, BORE AT BL R 406, o i A ok
Ao — Ok UL, Ird AR & BT 2 MEURIRIE 205 % E &, HiEH B8R0 hZ
IRBRHUAAIR FERI £90. 001 % B U AL 158 —Fhae i 5124 S E A 45 A I FUER, frid
PUARAE1Z33051) & b m] L i (3t A Bl i ol B A T o 1230 g G A7 A4E) — e AR
PR E RN IS RSl b2 /iR N S ES PV

(01311 ARBAh , A W AE S A 1 — b AT T Aar U A /B EPD-LIRIK I 5 ik, o, —Fb sy
AN BELRE 7 (B, B ) A SRR S S S AR T 54 SPD-LINE &1t 2
FRESCHLFR 3 AR, I g2 A5 S A A U B 45 5 1 22 B, WSR2 45 45 P 2 IRRIPD -1 18
HAR o> 2 AR T ZA W), IR T S2AR R A7 A - 2 IR -5 AU R &5 7 n] LA R T vk
I5E L B fn S e 1 o Bk 1R 75 32 o P 3 D ikl T Aes U A4 i PD-L1AE A B R55 . ml
Mets , T DAPPAG R 4 IR T b R PD-L 1 B Ak, ) il Rl AR 4R 5, HL Y i i ]
A5 2005 5l Ve  E AR EROXURS ARG

[0132] AR B FR AL 1 — ke DN 7L 20k BELE I AE ) Sy S PRI i« 28 00Tl 5 5 1% 05 1%
T 00 2L A 0] TR 0 4 g T PD-L 1M/ B 7L S A PN T PD-L - BH PR 4 Y B
111 32 Je (AP AE 1) B S o

(01331 ff FARHAER 2 7 FF B =7 B4 S KRR 2 IR P B B AR 5 A i ), 75 WU R4S 22 ik
Fr B 22 M A R Sk b, A (A P ik i 5 5 2% S BE R IR e 91 AR R 2 XUBE A% IR 1 51 1) T )
A5 S, A MRS S o 34 P DA JE 15 060 e B P 22 55 Ui B S e o 1K 22 Ik 31
[0134] R4 “PD-L 1A 751” F1 “PD-L1IE " T S B AL T, P33 25 415 B8 I AG: I s 41 ] PD—
L1 E /P D REH 731 o AH B, “PD-L LN 7™ 1 48 B U AS S B 3G 55 PD-L 1 M &2 70— il
PIRER) 705 o FHPD-L 1] 77 51 RS ) J 5 TE 5 72 58 A i), R EEIL R AL BoAs U 2 BT A o ]
LA AIPD-L1 B RE M AR AL I6 , A ST AL T —BeoR ] o BB A PD-L L4 30 77 P 41 | B4 PD- L1
Weah B SE I ETPD-L 1L D B 9 31—~ 0455 « A 40 AR B 1 (R PP PR 4l MO B 1) 4555 PD-LL
I FIAPD-L L s 1) KA 1)~ FEE AR T PD-L1 45 & 2 Ik (Bl a5 45 & 82 (n:
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PD-LIIHIHLIR S & EE) ) Pk ik v BOAGuAR T 44

[0135] R4 “JK” . “Z K M “E 7 Hia A2 B B B DL IR B S ) S R R R A
A3 IR EEARTE WS, I, RARFN TEA VEA N B EE PRI 2 kS (s 4g
qEA PR EAREAGED , LR EEmED, SOt EEEE M E A K 2 REL
EASRIEY IR NER S

[0136]  ZJIk (f5il 4, Jodds) 1 “ARAA” A8 « AT HoAth 22 IR 7 20 mn 4 N s A/ BOIUAR T
— N EE DA ERIR N A ER T O AT AR, i, faEa.

[0137]  ZKE “RTAEY £ Lk 1R 22 Ik (B0, k), a1 s 8 o — ML 3
g (B, R L, A EE, A ILE A 8D BB NUE AL BREAE S3A UL, & R
YU B TR S AN AR EREN A2 KRN UL A e aFE HATEY A2
W BUCRAREE, HoRBan T Brik .

[0138]  “BUEAAER RAHEU N KED  SHURSSIE 5 LLART e, RvFt
JREE ST REUEH PR A A EE SEAM S SRR B E3Hs RS 5 EE
[ R FE AR oA B (B, SUAR I 05 45 &80 70)  UE T E SR SR i3t
JR&E G n] LLEHE, Bl , A B ¥ CORs BRCDRs T AE M & AR B A X 28 BN 32 B8 B
AR SCERAFEEAR T A E I T RAE Bl T 18 IR 46 B =485 I R AD)
IPUARRT A S ER , LA R A5 9 A M rl M A 3R BB 46 S 38 12 W, : Korndorfer
et al.,2003,Proteins:Structure,Function,and Bioinformatics,Volume 53, Issue 1:
121-129;Roque et al.,2004,Biotechnol.Prog.20:639-654,tt4h, n] AF A 22 ik Frifde A
W "PAMS”) , LA R T DA AR 4k 8 1 R 3R B N S BRI SRR U IR S B o

[0139]  HUJR &5 E Al LA EA, filan, RIRAFAER S Bkt A I 45 . “Fyzskez 17 %2 1Y
BT AL RRAFAERERE A, B VU R H 20 AH [ ) 2 IRBEL AR, B0 h A7 — 5%
“” (£)25KkDa) FEM— 2% “H” B (£950-70kDa) o RE A% BEM 20 R v i - 45 29 100-1 108k LA
BRI A AR X, T E A TR R o BESRRER Bk R S S HAAEE X, FE AN T RN
T IhEE . N EEIHIE Hyx (kappa) BiA (lambda) F2 85 EHEVHE Jyp (mu) A (delta) .y
(gamma) \a (alpha) Be (epsilon) , 73 & HUARHI AL 2 L 1eM. 1gD 186G IgAMITgE o L1k
H, A A FF I ZBTPD-LI TR [ RRAIE AE T F B AR B 2 R R 7 31 vh 1) R AR 37 31 (Vi
VL) o LA A VK-BS (x IgGHTAA) o FEARFEAN H B p , 7] AR I AE 2 I 2912 B DL B
BRI C)7 X, KR A — N H Q10 E R, R ERE DX — KIES I
Fundamental Immunology Ch.7 (Paul,W.,ed.,2nd ed.Raven Press,N.Y. (1989)) . &EX}
B/ HEER) AR Y T PR SE A AL, R A e B S BRE L B AT 2N A A
[0140]  “ZHe FAUAR” J& W — FhE 2 Fhb i B 1 24 R A B fodd o LSRR Bk i) — A+
RN R S pUAE” , AR A R B Rl Bk BRI PRAS AR R A7

[0141]  FfrJE 4G E AL EPUE Wl APD-L1) I 5 fg e % 0 InMEL DA R, MR H 5
TR A7 .

[0142]  “PUR LG DRSS G X B RS G0 7 RIBVUES GED EEFS5HUR
FHEAE I 2 AL i it (B AL 2230 93) FFA R T % b 5 45 6 8 N0 I R e PR AT
SEAIVER S 73 o o6 T 5 Ho 5 e 45 & I DR & iIX A 65 H 2 /b —ANCDRIBUT 28 /b — 1
4o
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[0143]  “FTA” E o+ HEEIURS A EO W, Juil) BE o R AT LR IZ 2 T 1
AEARIT B 4 (a0, 78 2 IR, 48 22 I — 207 31 FF AN A ABIELAE % 22 JIR 1) = 4 R0 DU 2% 25 4
MEEWEREUHEIURS G EA S SN ERERD .

[0144] WA Z R HIREU AN 2 1K 7 51 5 “[F105 1 43 b /& FHGAPHL i #2 /7% (GCG Wisconsin
Package,versionl0.3 (Accelrys,San Diego,Calif.) "PHI—& ) LHEGASECRIL & 7
Z1) T8 7 T o

[0145]  “fi 40" & n] T RIS IR 4N ML . 15 4 n] LLZ SR AZ 4, B AIE . col 15 8K
FAZ AN M, 19 G A% B A0 A (o T R T B LA ) AL AN (49 s R B B AR A A
H) S (o A 40 B 40 BE 6 B A L /0N SR 40 HE K B 4N i B S R A ) Bk 2 R AT
15 = 40 )RR B 4HHCOS-7 & (ATCC CRL 1651) (Gluzman et al.,1981,Cell 23:
175) \L4HML . C127 40 M 3T3ZH ML (ATCC CCL 163) - 71 [0 bR YRS (CHO) 41 fus He AT A4 | (9
WiVeggie CHO) FIAELIMMIER; FH FAKMAHICY4 M R (Rasmussen et al., 1998,
Cytotechnology 28:31) ,B(CHOMIDX-B11 5k & (Ht/DHFR) (Urlaub et al., 1980,
Proc.Natl.Acad.Sci.USA 77:4216-20) .HeLa4H 1 .BHK (ATCC CRL 10) ZHfif & JE-T-AF 4k
W'E 20 S CVIKICVL/EBNAZH L & (ATCC CCL 70) (McMahan et al.,1991,EMBO J.10:
2821) AR 'S 41 (151 71293 293EBNABEMSR  293) . A £ 2 A43140 il . A.Colo20540 it . Hifth
oAb RGN R 1B F ARG IR T w04 A ZURI 0 A A MELAA (1) 4 S0 15 37 BT 4314 40 i
ZHL-60,U937 \HaKBX Jurka t 41 ffd . JiL 24 H, 75 3= 40 B /2 5 8 DA 9w 22 Ik EL R 0% 75 127 3241
M b R IA B2 R B A B YA B B R 40 o ARE “EE A TR R4 T TR RO LT &
15 B A% PR R e A B e 1 1 - 20 M o 15 E 4RI m] DL 880 B i 8, (B AE 3% 7 514 5
NiZAE F AN IT 51 Al 5 A 3 LART , I A DU 75 R I8 7KP R AR A% 2 1 4 i o 12
YRR, AR “TE E A0 A B TR BN G AN, 2t B 40 i 1 S B AR S AR
DA 9 B Tt R AR BRI BE S W () A7 AE , Ja AU Al R R AR L ez iy, R X B R R L B
HoR A M I AR AH HA R R T A S0 B “F 240 M ARAE g 55 19 Y6

[0146]  HEZE S HEH

[0147]  $Uli 25 A (Bandudg  Suik i B U T Y Iuik 5848 A g2 44) 2 5
PD-L1 (L A APD-L1) 4541 2 Ik 515 45 & A BRI HIPD-L1 A MR 3T 5 45 6 &
=B

[0148] & H—ANEEZAPUEL G EARNERY UL HIEPD-LI 5 5 R mT DL 2
I ER BRI ) R AR = RO S S R T 2 AT DA G 2 2
TR GEAMEREY, K+ — AFEIE Bk Hih T B a8 Bk FE =%
A IR = IR AR RIS VY SR A L R DY SR AR S

[0149] o — ALl fa A K FE RS, B F 2 MR AED, RERESEEEAZ
[F) )4, Rl 5 456 ERrRL G 0 2 IR0 43 2 8] B LA BRI A BLAE RO R 1
(1) o Bl it 22 IR AT BLJR 142 22 ik (IR B8 ) BROR A 5558 R MRS a3 1R B I) 22 K o — 24 22 IR W] LA{2
H5 %2 EREN PR G B AR RN, AR A R b 8 5 L8 5 Pk i 2 1k, T
T 58 N VE A AT 1A

[0150]  7E45 5 SLitafrh , X B M OFE - AN R4 4 EA BB RS S5 EA
A LLATAT T A 60 IR I, B an A8 R 8l By ARG, Pk SR FE A PD-L1
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AT TERIUR S 5EE

[0151]  AE—ASERE G, SEER YL AR B S 3R E A B 2 IR S & 1 . & A ST sk
() 22 BRI % 3 2 (RLFEF eI AH Bl A 1 5 28 Sl 2 BRI B & 22 1, HE il & 10 280 T 41
Ashkenazi et al.,1991,Proc.Natl.Acad.Sci.USA 88:10535;Byrn et al.,1990,Nature
344:677; A MHollenbaugh et al.,1992”Construction of Immunoglobulin Fusion
Proteins”,in Current Protocols in Immunology,Suppl.4,pages 10.19.1-10.19.11
i

[0152]  — AN 4545 0] — M S A7 20 Rl & ) 3R, Iirik Bl 5 B A R R — A
PD-L1HUAIPD-L145 & F Be 5 — DI i Fe X o Bl & R 3RAF 1 1% — JRAR T DUl anan
JIT ik b il £ < K g A% A5 B A RO 2R DR B S 4 OO S 1) RIS A D ZELZ A RIS B A
AL 1 4 b R Z AR R RS, O U VR A RS B B R BUn AR AR
I AEFCHR 7 L IR T R E R — s, LA3RIF 1% R 4.

[0153] R “Fe 2 K™ AAER T FUARFc X ) 22 IR IR A R AR TE 2 I B 46 & A e —
R BHEIX I ik Z IR B S AT A A & A (L H L RS2 R 1) $244%
A RAURAET, & Tl 8 A BIABCEE B G R B S8 A S i i AT 264k .

[0154]  by—Mf F T il & SE R PR 45 & B W A AR o @R hi i o o b Bk 2
e 1 HL T2 ) 5T B2 SR AN 22 IR o S 20T hr B B 41T 72 £E 26 TDNASS & 81 1 vh il H Sk
i) (Landschulz et al.,1988,Science 240:1759) , G ESFAFEE A P AL FE
R BB hBE D A R IRAFAER 2 Ik S AT A 8e % — SRAL B =R Ak o 3 T il % ] v
HREAN AR BT W0 94/10308Fi& , LA A WiHoppe et al.,1994,FEBS
Letters 344:1919 priA {5 B 3R 5 L 22 A D (SPD) B = R 7 8% . Fanslow et al.,
1994, Semin. Immunol . 6:267-78%1k | —FSfi =z B H BE , H o v 5 Rl & RY SR S B
Tt =Rk AE— P, fE1E I 1E 4 RIS S A 5o d B b R A I PiPD-L1
TUAR T BOEAT AR B RS A, I BT IR BT [RIUSCRT VA SR PD-L1 A4 A B
BATED

[0155] A BRI S 45 & 8 A RO IUAR S & A BORT RA AT AR /il 6 o Pk iy B i) 81
FAEASR T-FabA1F (ab”) 2 5 B

[0156] Ak W $R 1t 5 PD-L1 45 & i B 5 [ A4 o 55 vl B 044 AT DS AR A3 2 0 ) A AT
TR # 80 78 B H T B R e 1) e 2 DR 5y A 3 R 400 i A58 G e PR B9 9 4 o P
R A e T DA AR ST AT B A SR A TG B 385 A 451 g 55 - e 4 L it 55 DA TR i
IRATI o F T 2% Bl 8 1 1) R S TR R 1) i B e 2 M0 AN AR Ak VB G R, H
il = HE LG AN T oV AR SR AN SRR BT R RS A CRASIR) AR R I B s R A R AR K
S Do 38 P T/ 0N BSL B 45 T 40 . 2R 11 81~ F. 45 Sp—20 . P3-X63/Ag8 . P3-X63-Ag8. 653 NS1 /1 . Ag
41.Sp210-Ag14.FONSO/UMPC-11MPC11-X45-GTG 1.741S194/5XX0Bul ; HI-T K Al &1
1M R 1 ) FHER210.RCY3.Y3-Ag 1.2. 3. TRI83FFI48210 ., A] AT 41 B il 2 (1) L A 41 g
FAAU-266.GM1500-GRG2.LICR-LON-HMy2F1UC729-6

[0157]  EXFPD-L1F iR 45 & 8 3 A H T8 4 IPD-1L1 22 IR A7 A2 FO AR AP B A& A AL
FT iR P JR 45 A 2 1 I8 T A DL SR RUZ ik X PD-L LR (A BEAT 19 24k vb o B8 W8 40 41 BE 11 Fc 44
AN FIPD-LUBUE PR 245 6 8 1 RT LA AT F0 U5 T il 45 6 16 A= 0035 M o BEL B
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IR AEAR AT ARG AR I EY  BAPD-LIIS TN Dh e I rid 35 45 4 8 E
Al T8 732 WATATPD-L1 5 & e , AR T & i ie .

[0158] i J5i4h & 85 1 A FH TR A il B mdd 3 45 24 DL RIPD-L1 95 3 B9 AE P75 1 o F ]
PAGYT FHPD-L LSO I 2 B0 B (EHEA H2) B RAE , T I e 1 491 WA SOk o 76—
ANEHEG AR R T — PG T T BFE LA BEIRPD-L1 3 B A VNS TR A G &
FHPD-L1BH Wr PEHU R 25 A 85 1 N AL AT 1R N 45 25

[0159] i J5i 45 &t 1 AL AE A HIPD-L 1A PR (I i A8 A= i) B84 N B v B A

[0160] 4t J5i 45 & 22 1 W] LA R 25 i AR v A — ke /i 6 o 481 4, T DAASE PR AR 4] AR 43
BE AR, W RIRZRIE FTiA & A ) 4B b 2i Ak mi A (540, A A — Ak i e ss J vh 26
WAZPUE) , B AR B 20 R IAER 2P i 4% 1, 2 UL :Monoclonal Antibodies,Hybridomas:A
New Dimension in Biological Analyses,Kennet et al. (eds.) ,Plenum Press,New
York (1980) ;and Antibodies:A Laboratory Manual,Harlow and Land (eds.) ,Cold
Spring Harbor Laboratory Press,Cold Spring Harbor,N.Y., (1988) .

[0161] AU O AN A AT S A ZR 3] F T i & A R I B AL 22 Ik — R U, A
i h— B it /5 22 IR A DNA R B8 2 R T8 B4R B4 A 1 4 o 7T DAASE A 7 3 4 e B 465 )5 %
11, T 5 T B v A P A% A M o Ji A A A == PR R B 2 I MR T S 4
E.coliBtbacilli. S @S BAZ AR R deai e O g2 f Vs Tl LA 40 e = . i H
o L2 1 3 AR AR 49 L BRI 4 (ATCC CRL 1651) (Gluzman et al.,1981,Cell
23:175) ,L cells,293cells C1274lMl.3T340MHd (ATCC CCL 163) .+ [E 4 5 BN 3 (CHO) 41
Jfd\HeLa#flJfid \BHK (ATCC CRL 10) 405 5 I8 T AR M &Mk & 4H i R CVIRJCV1/EBNA4H i 5
(ATCC CCL 70) (McMahan et al.,1991,EMBO J.10:2821) oid FH-T 414 « 35 B « T 1 Al
LR M s B/ v fE fI R IAE AR WPouwels et al. (Cloning Vectors:A Laboratory
Manual ,Elsevier,N.Y.,1985) fffik .

[0162] B4l Jo B 40U A AR BE 2 IR RIS 2610 T 8557 , BLLUH R A 2040 7% P ok (AT
Z K o — FPTIA AL B AFE AT SR AUZ i, 40, i id B8 S5 PD-L 1L A R ELEE 2 (191 i
AP0 255 IR F ST o A TR R RELR TP S ) 22 JORED R R AR AN 5 A UL TR g S ok Y R AR [ Jo
(1) E 2L LS HPD-L1 iR 2 ik

[0163] AT RAfE A 2 b AN AR I AE — ok i 8 U 5L 45 5 £ 1 JF e JIr 75 R o o 28 4
AR Je o7 B8 b A7 O ERIN T IR 45 G 82 ) (B3, FUPD-L1444) 1 22 Ik (BHER 70) (4%
2, L H A DNABE AR B AL IR o 19 0, A AZ IR P] LA Rl & 3] 0 — JEOS BRI AR , BUE I s
T TR B — N B 2 A BRI AR R A (1914, G 5 AR B A B B A

[0164]  FRBESAR RIS 2 R MR (R R IR) ORI e S AR B m] AR I (Fv [X) 1B, B
TR — 2 JIRSE BT A B85 Fvs (scFvs) I 78 4 b5 P > A] AR 48 22 JIK (VU FI V) () DNAs 2 (7] fif
B YD IE R IR DNASK il %% o Irf5 22 IR AT DA B 537 B R TP A R 45 & 544k, BB T il % 3R
A (a0 — 28 A4 L = RAKERVY BRAE) , BRp T PN T AR el ) ) SR PR RO E (Kortt et
al.,1997,Prot.Eng.10:423;Kortt et al.,2001,Biomol.Eng.18:95-108) it iZE A
(K& VURIVRIR 22 1K, AT LB 05 AN A R A1 25 6 1 2 A scFyvs (Kriangkum et al., 2001,
Biomol.Eng.18:31-40) o Jyfill % B EEHUAK M H A B BAE W SR H % F4946778;Bird,
1988,Science242:423;Huston et al.,1988,Proc.Natl.Acad.Sci.USA 85:5879;Ward et
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al.,1989,Nature 334:544,de Graaf et al.,2002,Methods Mol.Biol.178:379-87fiA
AR

[0165]  FHT MBS BRI T AR IRAF AS R F 2R B BL M JU AR I T V5 R T AR, Bl 2K 5 4
(subclass switching) oA, 1 1m] LA TgMBTARS B TeGhudk, ) 2 TR  BERHAR fu i
il 24 BE LA R ik CEARBUER) PR Z A TR, A AT BB R A Y B 250 41
AR R S AR W 1k SRR T oA o AT DA FH 35 4 DNASS AR o i 1t 75 o ] DA FH g s ik 2
IR S B DNA , 451 2 2 b5 BT 75 0 B 3 AR 1 18 2 S DNA (Lantto et al.,2002,Methods
Mol.Biol.178:303-16) - M4k, 35 75 E M A2 1G4, i 1] Be Ay BAEBRE X 1 5l md KA
(CPSCP->CPPCP) (Bloom et al.,1997,Protein Science 6:407) , Ay 2s 550 Ak A%
G M T P BB S eGATAA SR PR

[0166]  fF— el e S i , AR B L IR 45 A B AW PD-LII &5 &2 f ik (Ka) N & /D
10° 76 S A — sz it i op , F R 45 B B A K N B 107 2105, B /107 B E A 10" 7F
B ASLHEB A, %R S AR K5 A S ] A BT G A S SR ]

[0167]  FEX —ANSEiafsld , AR B4t 7 —Fh S PD-L1 A B9 BUR It i 45 A 8 E o A
—NSRHEG R iZBURSS A E AKere A 1X 107 o B AR o 75 X —ANSEHE B 5 ZKos AHX
107 to B o 75 S AN SERA] 5 Kore 15 2% R S it 1] o BT (9 B4 S S AR D o 76 S — A
SEWE P, 3RS A EE A 5 PD-L1 45 A Ka 15 45 HA 375 S 4 o B 3 B4 4044 Sz R AR TR

[0168] A B B — DI P, SRAEHIHIPD-L UG P 3R 45 S8 A2 — DS
PR S A E A 1C0 8 1000nMBL A N o 7 X — AL, % 1C50 8 100nMEL LA R 5 75 3 —
AN EHEAH , Z1Cs0 8 1OnMBC LA N o 7 X — A SE T H 5 1221 Coo-5 A H 335 S8 it 451 v BT ik 1 471
S AR o 78 X — AN SEHE B 10 R 45 A 8 1 U PD-L LI PR %) T Cso-5 4% R 13 SI2 i 441
B il () 444 S BAHTR] o

[0169] AR 55— 7 I, 34l 5 A iR [0k M APD-L145 &l 4s A& H . H
RS AR JIHIPD-L IR A 115 536 30, A 2 B B R4 R R i PD-L1= .
AT DA A ATART T 00 5 B8Ah T 20 i 3 10 R0/ B4 i P SR I PD-L 1 & 16 7 V2 o £ JH At I i 441
W ZPUR S A B 908 B PD-LIR A A, 3K T 2975% .50 % .40 % .30 % .20 % + 15 %
10% 5% 1% 820. 1% [ 4 fe R PD-L1# ) 7 .

[0170] AR S — DT A — PR 45 G A, AR EUR A (9, X SR
REGZN) BB A 2R D LR AE— DS Z IR A R HEH I s 2 03
R AE X — AL R LS A R I ARERL e N — AN Sl 130
JR 45 & A B EHRH A8 R B L b o fE X — ALl i3 R 456 B A AT AE B
M FE 2 HE 5 RAT A BOR 2P SR 45 & S A B SR A o AE X — > S it 4]
W PR A E AR AN B A A RAR, DL NI - HE 3, 51 0W000 /09560 Fir ik
FERELA 51 77 AN

[0171]  AKHIEHtt T 2R i 46 &0, Bl sUE Rl 44 &0 (s
MAFEIR SRS A7 R BUX 8, SPD-LI PN AS R 37 25 A 85 PD-L1 R A7 A1 55— 43+
RN PR G ER) Ak, ARHE A R AU i R4 6 E A T LLEHE: ok H It
R — P BRI PD-L 125 A 47 5, BLACK B BAR R 55— Fh 3 i 55 —PD-L145 & X, ik
A B A H R T R I A A AT e b, — RS R R S S R AT L E R
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ok B IR B — Ph AR B R 455 07 i, BASCR B AR SIS T SN 53— BiPD-L L34 B LA & %0
TTEBIR T 6 4 BRI X — PR 4 G .

[0172] ARSI 50 2 Bl £ XURE s PEPUAR K 738 o Fir ik 7 i A 35 4 F 58 - R 28 08
(hybrid-hybridomas) , iMilstein et al.,1983,Nature 305:537FiA, UL B diddk B BEHY
%% (Brennan et al.,1985,Science 229:81;Glennie et al., 1987,
J.Immunol.139:2367 ;3% E L H16,010,902) o thAb, R 51 o dd vl DL o 55 20 0 42 ok il
2 9 anAd s A R B4 (BRI, >R B OLIE U i Y — AR I Fos Ml Jung 1 sKos telny
et al.,1992,]. Immunol.148:1547) BRHAh B RL TANR L 1), 035 [F % F5582996 ik . 4
AR AT B AR FE 3R E £ R]5959083 15807706 HH Ak R EE A

[0173] AN —AT7HY, R4 & E A ORI IERATEY 2T TUE R LAARE g8 18
W T 1Z P A iy 75 VR 5T AR ART 3 BV o, 9 i 76— Pks s ag A 38 in e HR O Bk AT
A AU AR AT DA H5 4 ] A ) (BROhR 25 3 (1« TEOR M L B L 0 DR T B T
) AR I ER () anwg PR B A EUE R (E2R)) (A R — o (Bl =B E R
MZ) B3+ Iy G2 W PHEER 2 (40, TR P 40 55 PR B2 2 S MR B 40 BURR % 38
U — Pl 8 F I8 (90 w0 RAN NS G452, BUHAR AR Y B A1 F %) (1938 FH RE 1
a3 F o Al T AESUE R 1B a5 & E B A LE B &) MK L (PEG) 3%
FerEn HER BRI BT AT LA AT FH AR S5 i 28 260 1 5 ARk il 2% o A8 — > SE Tt 51
i Z PR S RUIRIR Z S 3 O (TTR) BTTRASA S A B HiAth 77 :04h & o X TTRELTTRAS 44
A LA B BA R R SR A S ) BUEAT A S T R L B (N- L g e) 3R &
P BB R R IV ARt/ IR e S R R O 2 ol SR AT

[0174] &NSE

[0175] AR —AJ7 i fe it 7 T8I W R 7% T EERT B, 0, % 4 5
AT S A a8 R AR, B, P DAR e R B R g . Rl Akl , 2071 EL,
1BIT VIR B R AR S (YRITT) B R RIEBORAR CREART) < PRI IRE
ALFEFFAE APD-LIANIE 2 RIS BAIE 475 MR E o 72— LE P g hiE b, AR B P K~ ad
&1 WNGYT R AFEPD-L AU 25, Qb Fridk o Fridk 2% Y8 B30099 i S i AH DG 45 70l 2, P
e R AN T, M BN S A0 25 i A & Fig BB IR

[0176] AR B B 545 A 85 1 AT IR 7 BORT TR 45 5 9o ik A2 0 B0 46 25 FhoE A

[0177] i 4 A E AR iENE 2

[0178] A SC AT AL — S A FE FIPD-L1 45 & P h 5 45 4 5 1 1A W R 45 24, M &A1
PD-L1 5| 2 1) 25 155 58 R hE [0 AW R BE o £E 4 58 SE A, A8 R B ) 70 B A Wl MEPD-
L15PD-L145A Mt Ji 45 &t AR fik, 49 2, J8 ek ) %) 5 25 25 8ld 1o () #2248  (ex vivo)
IR/

(01791 OREE “Vay7T Ik 55 2% fiff BRI 2% VRIS 28 A0 — Bl IR B 77 10, BRsk 2 e s 7 L 7%
FESE PUR S A B IR AR AR S A0 T BN R 0 s (1) B — S IR BR B, 4 Be A B mT AT
(RINE ST 7 o WA AU A1, FIVEYR ST IR 2540 m] DAk 45 58 S 3 R A 1 7 B R JE , 1 FF AR 6
JIRR I 20 1) B — AR, RO AT R VR BV T 1) AL, TR T B 45 259697 o 7 AE 258
2 SRR o RE () R A, A BB AR SR AR T ATAT B TR ) o R A s (1) 52 (46
W, AR E U™ AR T, Bl 5 — VR T U, B A 5 — A s ) BRI
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GAR N TR R AEBUBAL I AT RE M, SR 85 T o AR W 1) — AN SERE 45 1 — P o 15, B
PD-L 1S5 T 8 45 24, FLoh 24 s 1o 2 I () 2 DA A 5 S LA 52 9 E 7 T R P2 1 48 b
SR BRI SR LR 0

[0180]  MRHEAH IR A AR, & H AR R SR KL 7 B A &1 eldE T 0
RLIE ) 75 2 A A R 4R 2 o ] LA A& Y BN Zi A S AT 46 25, BAEEAR T, 4F
W iE 25 25 HNELER RN o 5 R B, WAZ 25 W eH & mT DL G 1 9% 75 P9 S i ik o W ULIRL Y S 9
KLV IR PN B T I AR IR i ) B S SR A 2 R R4 24, W A mT A R B AR A
(R BB, VR 8 Bz 336 326 R0 MR N D 427 43 8 T3 o W N 3365326, A0 91 2 B B 228 O W ., i 0
o, MNSEHIE RIS IR, 2% o mT e JE S - IR 257K 5 1 AR 5], A H5 L 7]
T EEFNE B s AAE AR, Qe 70) S SR 7R 88 55 R AR R

[0181] AR BRI EE T DU &5 & S5 1 7 ()34 N 72 P i B ads o 61l 4, T DA 4 S (19 I
WE H AR SPD-L14 A PR SS A& S A AT R/ il P R 45 A A T L5 E 41
ANV P R ER A A SR RS

[0182]  fRikth, fi )54l &8 A I A TR AN — B & — PPEL 2 BiB a4 (1] a0 A= 28 2
A2 AR AR R SRR R (AW . v ikl 1Z 20 A Wi B RE — Rk 2 Al A 296 4
2557, B0, 55 Rh JORE TR S5 A AL AR A R BRI RS, AR R I R R T
— BB AR RR Hl PRI ] o £E 2 FhRE s S B, iS4l A Y R BRPD-L145 A M RS S B A Ah, I8
FI4E1.2.3.4.5E6 R AL BT TR 25 7)o

[0183]  FREYTIE

[0184]  7E 55— A5, AR HFRAE T —Ff FHPD-L LI P30 S5 &5 A 8 (1 0 — i 2 Fif
HAh TV AIB TR BRI T 1 o AE— AL T, BTl A7 32 18 48] 4 Bk g v g 22 A4
AL A B2 8 0, SR 3RS bR RURL B BN AN o 7T LA -5 AR e B S [ A FH  IBEA7 TA R
AL FED I BOBOE (F1E) S o Al OC I B H 1) 224N 09 s, BB e rh ) 22/ T B, B ZH 27
H ) 2 A4 R

[0185] £ X —ANSZiafslh , — A ECA VAT ik ARG R R AR 923,45 .6 B 5 £ Fif
PD-L BN BAE UL 2 o 45 X — AL 5 TR AR LS T A G B 22 Ptt (R 4
Hl RS (B2 42) PD-L 1 B[ 15 548 SR ITIE Bk 75 14 5 9] .55 48 FH B FhE A
EPD-LIIH b R &5 & & A A A PD-L UG PR3 R 45 A 8 1 f — Rhak 2 A i A Bt
S T RG34 (494, 240 B 25 2 700RN /B O 9 1 5R)) B9 4B, BRPD-L1H R MRS S 45
AP AR YR T (B, FAREERS) A5 A, 7T LUK — P2 PPt PD-L1
FURBBUARRTEY S —FiEk 2 F o7 B a7 IR, Hodb Birid Hodth 2 F0/ B0G 97 5 A
HESEREBEPD-L1, AR H 5 7 A 806 7 BB Fia I7 R AE « £ — > SERE 5, — Bl
B2 Bl /BT IEIG YT BUTRRT HH — PPERL 2 Bl T A 4 BUR YT AEIR YT JAIE 51 I E
R B O IR Z R 0 T SRR S o AR R FH 3 R0/ B A YR T I A A A
N &5 A/ B A YR ST I AT DUAEAE BN G E b, DA R 725 245, 18 ) I 25 25 L A 4k
BUTBE B R 2, R B RN AT AE— AN SERE A R, W67 T AR SE DA B — B A T
EATHE TR G, RS IR RTINS — T REAR RS T FERT UG 2 8] R
Kn] UE SO VIR TT AR A AT B, 8 R B BN BOR VBB B A R
HAF
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[0186]  {E X — st h , 1% 1A B HRE T R I —FPE 2 FHPD-L1HS SR A — R 2
oA IEST (a0, 97 A BB BT oA — MoriE B RR R A R 4G TR AR T,
R TRMGE, 25 TR TR FE I AL s e R A AR 52 31 2R 7 SR AN 72 JR BRI PR A1
BF, B0 R8T P RE I, AT LA B an (R A 4% A8 B SR 98 HAth A RS 71897 .

[0187]  sEiafs1

[0188] AR SLifa (9 H £ 1 X A B A 5 AR EL 4il My E 3RAA W APD-L1AHES & 1 5uPD-L1t
ARG RE AR o BN AP L PR A 40 M, 5 HTCD33E 35353 H SRsus A ~h JE i P Az 40 , DA 3
PD-L1 [ 2R o 38 3k (] B0 S O IR E A0 ML A I B AR 1) R PR SR VP 45 5 FE ik I
PLigE 40 S A AR e I 3T N T il kAT e 62, SR 5 fF FHFACS Ariadii sU4He{X (Becton
Dickinson,San Jose,CA) AT 43, ARSI 612 o BH T-HU A Tg il 75 BIbk E2 41 b 1y 4 0%
BREE (A N 5 DR BA 70 A CD19CD 19APC—Cy 53t 751 %o 40 7] e £, o 38 3t e CD 19 B 1k bk 2 44
HBEAT 2 RIRAGH U , A LT JHO MTHLOH AR 251 o 17 5 J) 45 &3 M , FLECs0/E 100pMiE
FEI LAY o

[0189] s fs]2

[0190]  ZRsLiEfFR 4 T A K B F I HPD-L1 34k 5 Ak EL 4B 45 A 1 s I 5 5L X 47iPD-
LIS BT 5 R WO IR AL i 45 A S0 56 B/ H JE I SR AZ A i 5 HuPD- L1344k (1ug/ml) 3
B35, B o ek o 3 R AL B B A Tl AT S 6, DU U PD-L1 BRI 45 4 .
THEA Y A, 4 FHPTCD3F T TCEL 3LCD56 APCIAR 771 6) £ o i3k 4T Fe e 1 B T3 A T2k 57)
5B A 1 G % 3R E A A OB, R BA 4T A CD19CD 19APC—Cy 5k 51X 41 g 3 [ e £ .
K] 280355 HFACS Ariaifi sC4i e/ (Becton Dickinson,San Jose,CA) 3 #7 J5HICD19RH 4
TRES I B o S0 45 SRR B, CD56 BH ENKZH Y , M FECD3+ TN , 5 HPD-L1AR R B .

[0191]  sCafs]3

[0192]  ARSZHE 6 7n T A B v (K PD - L1 74 Sof 9k B2 &4 Bt 384 50 16 2 0 o 0 52 UPD-L 1 97%
AAS T U0 E2L 24 L ey 32 B3 SR BE 7 6 1] LSRG G RHR B 3 (CFSE) At i A1 Ji L Fe A% 4
ks 52 ch A N1 Ong /m1 A HIPD-L1HTAANL JHE ATH10, 3 LLFLCD3 (Ing/m1) i - B 923 K ) »
i FHFACS AriaiiizR4NHU{X (Becton Dickinson,San Jose,CA) Il & 21 M ) 384 5L 14 o 11 3
BT I S2 86 45 5 TR T HPD—-L L3044 %o b 28 4 it B84 54 F1 41778

[0193]  SEjifs)4

[0194] AR St 461 Jj 7~ 1 NKAH f XS 4R i B AR (%) i PD— L1 e A4 £ 8 4 1 400 1 38 8 7 1 (1) 52
Mo T PUPD-L LR 56 S NKGH B 45 A, DRI 22 018 2 465 5 o 3G 1) 00 1) 5 285 P 3 AT 1 )
. 3L /8 FFACS Aria (Becton Dickinson,San Jose,CA) #E4T4H M43 3% , 3848 1 CD4+.CD8
+,CD56+ (NK) (147 28 Ak 2T M T R B A% A A o A LBl 5590, 1. 5x 10°CDA+ZI L AI3x 10" 8f%
2 o DLV INER AR INH1040PD-L1 344 (10ng/m1) [R47LCD3 (Ing/m1) #EAT H) 3k . £E &35 55
w15 i Al B SR M)A INCDS+AH L BRNK 4T e (F°83x 10%) JB5 923 H G, % 4l i b Rk
CD253EAT Gt , A Dbk U2 A M3 () & 2, DA s At M SR AT I 5 - an Bl 4 s i &5 SR 5 AT
FHI 56 B2 140 R 43 24 PBMC (1. 5% 10°) AT {945 S HEAT EL 2 o JUPD-LIFL iR Il T 24 56 BEPBMCH
B 3200 BN TN T NKAH I 55 3290w 1 o0k E 40 L R0 38005 5 (ELYE TENKEH B 0 155 40 R AN SR o
[0195]  SEjittsl5

[0196] ARS8 i 7 1 470PD-L 1A A4 5o NKH M 38 (1) 4 FH o 9 5 77 A BH I 470 PD-L LA
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R JEE V00 E2L 200 L Y8 110 8 7 o A T I 7 A% 200 L 0 L 40 9334 oF 43 5 10 0 1 vk B2 &4 Y S
FEAINECA B INPTPD-L1 A& (10ug/mD) BITESL T , HIL-2 (100U/ml) $L55 5% . 15 385 K Ja , 4
I P R CD25 R AKX HEAT Y £, /B bk L 40 MBS 1 25, AR ARl A AT D 5 » IS T
(1) &5 S4B 7 , HOFNH1 03833 1 41 M8 » L man /52 P bR E 41 B e INK M g

[0197]  sKafs6

[0198]  ZASSZjifil fE 7 1 A4S & B A (R PD-L 1 A ot B BHSE Y 22 2 PR B4k iE (MS) B 7 14
FEIIE FH A0/ 5 R R SEIOPE B e % PR TG 48 (BAE) (1973 175 3R , DAAE MSHEEAY , Il 5
FUPD-L1H A A 1% 95 15 S FL (1) P45 68 77 . I CHTBL /6 /N B VST T Bl iy 20 5% e 5 40 i b 2 1
(MOG) Z IR AN H % B2, i IR 4 . — EUR AR EIR ARG KR8 , W49 R /N B E AT —
RPTPD-LIHAA (0. 1mg) HIHE I N 33 53 Ab 3 . 6 BT o K1 45 SRR B, HUPD-L 1 i 44cH6 FIH 10T 52
M T PR R R, L He AR KR T R e R

[0199] st 517

[0200] sy 4Rt 7 AR B R HTPD-L1FTARG L2/ e PR A o {3 A AR HENHS /EDSIZE 4%
J5 15K rhPD-L L 52 FECMBIE RLES Fr b, BT A (1) JU 5 34753054 A 300 /m i n [T HBS-EPZE phif
BT BRI T2 BT A8 L2 145 588 (Langmui v 28 S04 R

[0201] K142t G120 25 A5 R

G12
Kon (M 871 1.31B+07
[0202] 22
Biacore kop(s™) 4. 90E-04
Kd (M) 3.74B-11

[0203]  sjatsls

[0204] RSl 424t TG L2BH Wi rhPD- 15 rhPD-L 1.2 [A) ¥ AH FLAE F ¥ SE 50 25 SR . 7E96 4L
BLISARR b3 Ing/uL. PDL/His,4'C R iL8E, 48 /5 Bh €84 28 £ (IPBS T DA RELEST . LR £ 20u1
RPN 275 7R 1gGs (M 20ug/mLFF4H) 12001 0.25ul/ml PD-L1/Fc, JEHIR AR 523045,
LLPBS—Tween (PBST) L1 MR 37 . 45250 IR A M B BELTSMR I, JF 3R 301 32304 b . 1]
PBSTSGHES X S HRPEE( F 41 AP (BR2E 1 1:500) , BEFITVBAENIRCA R S50 61
AN IN2M HaS04 A 25 1E S B o E450nmAb AT OD 1L HY o

[0205] 2
[0206]
G12
FELBTPD-1/PD-L1 [N (M) 1Cs0 7.288E-11

[0207]  SEjifats]9

[0208]  ARSEjE sl 7~ 1 G125 CHOAH Mok [ 1A 1) AN PD-L1 45 & (I AA S MECoo B o 12 55 it 151
IR TSGR 25 B e I, 055 40 M s K 45 5 JEATIE 31150 %6 25 B AT RE (ECs0) FIR S o AE I
Seit e, SEI6 8 AT 50000 CHO-PD-L 1 40 25 473 in N 96 7L 4% JEE AR [ FLH A 100w 1
FACSZz i (PBS+2 % FBS) H o LAFACSZR R il A 1 55 1 7 Pfr 7 R P 70 4 4 o et 282 o g 4 i
B ULIE » PAFACSEE PR G 15— 0, SR 5 DL 2501 JUAK 1A T B BV N — R =40 15 55 /i
Ji » AFACSZE MR e — IR, SRS BA50u] PEIESZII2E P N TG (v ~RE4E 7)) ik EE
7% (Southern Biotech Cat#2040-09) o 40l BRIk E5 572/, S8 5 AFACSZ2 MR i — K
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PA25u]1 FACSZE MK B V2400, SR J5 FlIntellicyt HTFCH =M M43 i 58 FL2-Hid & H i1
eI S AR

[0209]  sEEGZE IR . K T AR 3TN , FUPD-L1HTAARGL 2% CHO-PD-L 1 40 g I 40 0. 45 & EECso
N1.TIE-09M. A Intellicyt HTFCIRZNAHMLAC AR R , 378 HF Low Jo A AL 22 , HGraph
Pad PrizmblIE L& B VAHLA 7B BT o M FE IR . a0 B BT R 5500 s M BE P A 10 40 i
e IGHR B TP AL MFT) +/-FrifEin 2.

[0210] %3

[0211]

G12
YRR LA FEEC50 (W) CHO-PD-L1 1.71E-09

[0212]  sKJaf]10

[0213] RSl HE AL 7 HPD-L1FuiRG1 20 E2H APD-1 (PD-1-Fc Chimerafk & $Hifk;Sino

Biologics) FHCHOAN M1 ¥ A PD-L1 . ) AH AR FH 1 BEL I /B FH IR A4 /1 T Cao iR - 7E 1, 33X

PD-L1 ¥ CHOZH ffL /E 75 rhPD—1-Fe ik A 81 [ A, 6 56 L2785 77 85 F= IR et i , 48 A =04

M (Intellicyt HTFC;FL-4H) PAAlexa-Fluor 647HR1CHIFLPD-LIFuAASEAS -5 40 M 6 1

FIEMWIPD-L1 ir 45 A IPD-1 o AN SEJif 51 % B , HUPD-L1 v B ARG 1 288 8 47 AL i PD- 15

CHOZH 3R [ SR AKX I PD-LLAHZ &

[0214] L3625 R aniEI 8RR 47 , G124 PD-1/PD-L 1 IK) 2 e AH B s 87 ) FEL BT £ FH KT TCs0

N1.76E-09M. LA Intellicyt HTFCIR A MLAC AR E 0 , 3748 HF Llow Jo A AL 22, HGraph

Pad PrizmPAAEZPE I VATNA 723 AT 20 B M ] o i Bl s iR 20808 md 9 FL—-4HIE 8 1) 2 '

PR MFT) +/- bRl iR 2,

[0215] 4

G12

[0216] %t PD-1/PD-L1 I 4 F i B i CHO-PD-L1/
IC50 (M) thPD-1-Fe

1.76E-09

[0217]  sLjtafs|11

[0218]  ASjEfsilFR AL 1 G125ES-2 N OF 59 40 f 3 [ BT R AL IPD-L1 I 254 B AR S MECso
AR o A S B IR T Z B 5 A R I, A HE 4 P B K &G A T RS 3150 %6 45 A v RN 1
(ECs0) B} [ 5E o FEAS St v, SEBG D IR A0 R {8 FH5001U/ml IFN v Ab3EES-241 g 1 8/,
PAH R PD-L17K P 22 TR Al 1K 35 97 5 , #950000E S— 240 i 55 473 I AN 96 L AR JEAR (1) AL
(1110011 FACSZER (PBS+2%FBS) H o LAFACSZE 1Py il 45 1 25 12 9 T 7 AR 2 14 e A s 78
2 o 5 A MBS o UTE » AFACSZR MR BE I3 — IR, SR U DA 25u L AR i W B B — =y o 35
F /NI, DAFACSZE MREE I — 1K, SR G LABOM] PERERE 2EH0 A 16 (y —8E45E 7Ph) — 4%
ik BV (Southern Biotech Cat#2040-09) o2 i H 7k 5555 21 /M), SR J5 PAFACSZ2 i
Beg—IR , LA 261 FACSZE Ml T P-4, S8 5l Intellicyt HTFCURACAHMA I e FL2-H
T TE ) 5 B R AL

[0219] sz Lk B AN OFIRSFTN , FUPD-LLIARG 1 2% ES—2 B 55968 20 ff ) 40 o 45 4 FEE Cso
94 .58E-11Ms A Intel licyt HTFCIR AN MO AR AR , 3748 HIF Low Jo B AR AL 28 , HGraph
Pad PrizmPLAEZEPERNHILA 75T b AIE ] o a0 B B /s (9 5008 s P L-2HI8 38 1) 58 5%
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PR JE R ALAE MFD) +/-ARiEiR 2 - GRS BT 7~ A3 HI500TU/ml hIFN v AbFEES-2 5N S8 41 18
/N T FUPD-L1Fi4EmAb G12X%TES—2 51 508 40 i I 35 i9 A PD-L1HY 40 fn 45 & FE BIECs0.

[0220] %5
[0221]
G12
Y 45 47EC50 (M) ES-2 4.58E-11

[0222]  sgjafs]12

[0223]  ASEZHER A T T A bR L A i s R (MLR) SRePfi 7 4 o) 94k £ 20 oz 400 L w147 9K B2 41
JRLVE PR RS2 8 o FEATAEBUANAEAESIPD-LL A S s B HUAR RS D0 T, 58 TL-243 ik (K110) o 7
FH 240 CDA+T Ik 2 241 A ) o S A A 5 400 s 2 ol P 1) A S A VR A5 PR E 40 B S B2 MLR) o, T
FEHUR I ZhEE T PE BT R B BT A FFRIG L 247044 , 1 5 MR 2 56 A FF B Fu AR Fe 51 £ 52 56
= H AR A FF AR 10A5FI12A4 (Bristol-Myers/Medarex) (GEH % H 152009/
0055944 , H A FFAE LA 51 I 7 30N AR S0 FHELEE o 9 il 6 0 SR 41 MY, R il i AN I S 1 ]
(Percol 1) BB B o4l A 1 B2 4 g 5 GM-CSF (1,000U/m1) FITL-4 (500U/m1) dLE327K [
FIR] 5CD8.CD16 . CD19MICD20 Jso W 1) A M 2 Ak S ds , DA B 1Hase v o0 il 2% CDA+ 41 g o A FH A=
W25 45 A HEER , TR I N VE AN AR o 4 45 52 MR B IR LR R N4 10° AR L 9% 6 3 (CFSE) FRid
(KICDA+ZH B RO B S 40 M 7L b o 35 355 K i » WSR3, AT 40 R 1 5

[0224]  sCiafs]13

[0225] AR SEt 1R T VR A R 2 40 S B (MLR) > g 7R P~ L1 A tof 9 E2 A5 2 41 g I
[¥JPD-L1/PD—-1 18 & (1) FE Wr 7 F o ZEAFAE BUAAFAESTPD-L L B v B HUAR B R 00 T, 0 8 T4
s (B112) o 78 HH 2E A0 CDA+TAR E 200 i AR [ b S5 ks 5 240 L 2L e 140 [0 o S Ak VR A5 YRR 2 40
M BE (MLR) 1, DAl 044 (1) Zh 88 7% 7% o By RO J 4402 BT A FF U HEB 1L RSA1 RA3.RCH
SH1E2,SH1E4,SH1B11.SHIC8HuAA , H SR HE AE 56 A FF K 7 I SL 38 = 1 il 72 e A FF
PR 10A5 (Bristol-Myers—Squibb/Medarex) F1YW243.55S570 (Roche/Genentech) (G&[E & F)
HE2009/0055944F13% [E LR H11HUS 2010/0203056 , H A HAEL LA 51 I 77 IFA A0
FHEL B8 o 1y il £ B SR 4 M, K i 1 AN TESEHA 7] (Percol 1) B 1 55025 AL A B AZ 41 i 5 GM-CSF
(1,000U/m1) AITL-4 (500U/m1) $L35 7K o ff H A 5CD8. CD16. CD19FICD20 = BLF M) 2 AL
PUgA , DA PR PR32 ) 45 CDA+ 41 o 3 FHAE M 3R 45 B REBE , BB I I R VE 41 i o % i o Tk 2
MBI INZ & 10° LRI 766 F (CFSE) ARi0 M CDA+4I I AN L0 44 S8 A0 i FL AP o 15 375K
Ji > ORI, 0T CD25 IR HEAT G €4, 1 9 40 B IG5 2 o {8 FH Ot = 4 B S e 4 fw
WOE .

[0226] 21 Jit 38vis 1) 25 SR A L3P o o BT iPD-L LB AR 4088 & 1 4 e Bty o 7E T 1370, 3
P 227~ AR T e B s nmk B A5 DR 8 1 1 43 B o FH b — 2k , 49 31480 B 380 9 38K 1 4
t .

[0227]  sEjats)14

[0228] 2 S it 491 K FH VR 25 Vb 28 400 i S5 92 (ML R) S PP A 470 PD—LL 170 44 178 4 G 2 i 12 2k )
77 A RN, W E T HUPD-L I AR XS 248 M Bs AT L—-24 sl 4 o Je e L 3 A — ANt
RIS B 10728 A A CDA+EH AT A 55— AR 1 46 FIT A5 107 B R 200 i A A 2 T i, ket
FTMLR o Ay fill 24 B4 540 D, , K5 A0 1) B AZ 40 g 55GM-CSF (1,000U/m1) FTL-4 (500U/m1) 385 5%
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TR H10ug/ml (BFAE 534 U ) BHTPD-L1FuAR 8O BT I [l Rf e AAMLRE: F: 9 v . 1
BTATIRORAE S 3R A G5 R HIE W, F458 i IWELTSAIR )& (Biolegend) W5 HIL-
2. BT F B 37044 2 e A JFAUH6B 1L RSAL RA3.RC5. SHIE2 . SH1E4 . SHIB11. SHIC8%7i44, 3 541
PEALIE AT BUAR 7 21 A6 5256 = 8 il 0 7256 A FF Hi4E10A5 Bristol-Myers-Squibb/
Medarex) F1YW243.55570 (Roche/Genentech) (& &HIH11152009/0055944 F1 35 [H - | H i
US 2010/0203056 , FoAFAE LA 5] I 77 203 E A ASO) AL %L

[0229]  HUPD-LIFUAERI A INAE3E 1 TL-20%) A Al o

[0230]  sLjfs]15

[0231] AR St 515K T VR A R B2 40 S B (MLR) R g 7R FPD L1 4 tof 94 E2 205 2 41 g -
[*JPD-L1/PD— 11 6 X1 FE W 1 F o ZEAF AEBRASAEAEHUPD-L 1A B v B HLAR I 15 00 5 0 78 TFN-
Y G ilh (B 11) o 7E HH ZEAL.CDA+TIHR 2 40 B 0[] o S A g 50 200 e 2L 8 1) () A e A VS 45 A 2 48
WS BE (MLR) 1, DAl 7048 (1) Zh B8 35 T o Bir RS 44 72 T A FF I HEB 1L RSA1 \RA3.RC5
SH1E2.,SH1E4,SH1B11.SHIC8HuAA , I S5ARHE A8 56 A I FiAk 7§ A 5L 538 = B 7L SR A FF
Ak 10A5 Bristol-Myers/Medarex) F1YW243.55570 (Roche/Genentech) (EE % F|HiE
2009/0055944 F12E [H & FHEUS 2010/0203056 , HAFF£E LA 51 R 7 2 A4S0 A E
o

[0232]  hyffi] 2% B SR 20 ., 4 a0 AN I LL AT (Percol 1) 1 B 25 0o A0 A0 1) B0 4% 48 i 5 GM -
CSF (1,000U/m1) F11L-4 (500U/m1) H:¥5 327K . 4 F 7] 5CD8.CD16.CD19FICD20 [z W ) A4
RATUE , DA PR B2 R 61l % CDA+40 i o 13 FH AR W3R &5 G REEE , B2 B S M2 PR A o 5 45 72
WL HIFURININE 5 10° LR I D6 2R (CFSE) ARi0 I CDA+ I I AT L0 S B FL AP o 35975
R WOER HIEW, H AT 41 MR 05

[0233]  HUPD-LIHTARKI A D2 RE 1 IFN- v A R

[0234] %1%
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[0235]

E6

E7

2]

E11

F1

F4

F7

F8

F11

B AR
QMOQLVQSGAEVKKPGSSVKVSCKASGGTENTYAIS
WYRQAPGQGLEWMGGIIPLFGKADYAQKFQDRVT
ITADESTSTAYMELSSLRSEDTAVYYCARDKGREELG
GNYYYAVDVWGPGTTVTVSS SEQID NO. 1
QVQLOQLGPGLVYKPSQTLSLTCAISGDSYSSNSAA
WNWIRQSPSRGLEWLGRTYYRSKWYTNYAYSMRS
RITINPDTSKNQFSLOLNSVTPEDTAVYFCAGGNSSS
HDDYWGQGTLVTYSS SEQID NO. 3
EVQLVQSGAEVKKPGASVKVSCKASGYTFTSYGISW
VROAPGOGLEWMGWISAYNGNTNYAQKLQGRVT
MTTDTSTSTAYMELRSLRSDDTAVYYCARDLFPTIF

‘WEGGAFDIWGQGTMVTVSS SEQID NQ. 5

EVQILVASGAEVKKPGASLKVSCKASGYTENSYDINW
VROQAPGOQGLEWMGWINPNSGGTNYAQKFQGRY

TMTRDTSTSTVYMELSSLTSEDTAVYYCARDLFPHIY
GNYYGMDIWGQGTTVTVSS SEQIDNO. 7

QVOLVESGGGVVQPGRSLRLSCAASGFTESSYAMH

WYVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI

SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO.S
EVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMH

‘WVRQAPGOQGLEWMGWINPNSDNTGSAQKFQGR

VEMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTYSS SEQIDNO. 11
EVQLYESGGGVVQPGRSLRLSCAASGFTESSYWMS
WVRQAPGKGLEWVANIKQODGSEKYYVDSVKGRFTI
SRDNAKNSLYLQMNSLRAEDTAVYYCAREGEHDAF
DIWGQGTMVTVSS  SEQ ID NO. 13
QVQLVQSGGGVVQPGRSPRLSCAASGFTFNTYGM
HWVRQAPGKGLEWVAVISDGGNNKKYADSVKGRF
TISRDNAKNSLYLQMNSLRAEDTALYYCAKDIGESYY
YYMDVWGKGTTVTVSS SEQ IDNO. 15
QVQLOOSGPGLVKPSQSLSLTCAISGDSLSSNSAAW
NWIRQSPSGGLEWLGRTYYRSKWYNEYVESLKSRIT
INSDISRNQFSLHLNSVTPEDTAVYYCASGTGARGM
DVWGQGTTVTVSS SEQIDNO. 17

62

BRI AR X
DIVMTQTPYSVSASVGDRVTITCRASQEVSR
WVAWYQOKPGOAPKSLIYASSRLOSGVPS
RFTASGSGTDFTLVISSLQPEDFATYYCQQYS
RFPLTFGGGTKVEIK SEQIDNO.2
QPVLTQPASVSGSPGQOSITISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMVYDVSKRPSGV
SNRFSGSKSGNTASLTISGLQTEDEADYYCSS
YTSSNTRVFGTGTKLTVL SEQIDNO. 4
DIVMTQSPSTLSASVGDRYTITCRASQSFTT
YLAWYQQKPGKAPKLLIYQTSNLESGYPSRE
SGSGSGTEFTLTISSLQPDDFATYYCQQYSRY
WWSFGOGTRLEIK SEQIDNO. 6
AIOMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSSSTP
LTFGQGTKVEIK SEQIDNOQ. 8
QAVLTQPRSVSGSPGQSVTISCTGTSSDVG
GYNYVSWYQQHPGKAPKLMIYDVRTRPSG
VSDRFSGSKSGNTASLSISGLOAEDEADYYC
SSHSSSTTVIFGGGTKLTVL SEQID NO.
10
DIVMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
ITFGQGTRLEIK. SEQID NO. 12
QAVLTQPPSVSAAPGQRVTISCSGSNSNIAD
TYVSWYQQLPGTAPRLLIYDNDQRPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSGVFGTGTKVTVL SEQ.ID NOQ. 14
QSVLTQPASVSGSPGQSVTISCTGTSSDVGG
FNSVSWYQQHPGKAPKLMIYDVSKRPSEIS
DRFSGSKSGNTASLTISGLQPEDEADYYCSSY
TSSSTLVFGGGTKLTVL SEQID NO. 16
SYVLTQPPSVSVSPGQTASISCSGYKLENKYV
SWYQQRAGQSPVLVIYQDNKRPSGIPERFS
GSNSGNTASLTITGLQPEDEADYYCSAWDS
SLRAWVFGGGTQLTVL SEQID NO.18
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[0236]

G4

G9

511

G12

H1

H3

H4

H5

H6

H10

QVQLOQQSGPGLYKPSETLSLTCAISGDSYSENSAAW
NWIRQSPSGGLEWLGRTYYRSKWYNEYVESLKSRIT
INSDISRNQFSLHLNSVTPEDTAVYYCASGTGARGM
DVWGQGTTVTVSS SEQ IDNO.19
EVQLVQSGAEVKKPGASVKVSCKASGYTETGYYMH
WVROAPGOGLEWMGWINPNSDNTGSAQKFQGR
VEMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQIDNO. 21

QVALVOSGAEVKKPGSSYRVSCKASGGTFSRYGVYH

WVROQAPGQGLEWMGRLIPIVSMTNYAQKFQDRV
SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTVSS SEQ ID NO. 23
EVOLVQSGAEVKKPGASVKVSCKASGYTFTGYYMH

WVRQAPGQGLEWMGWINPNSDNTGSAQKFQGR

VEMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVYSS SEQID NO. 25

QVALVOSGAEVKKPGASVKVSCKTSGNTFTNYYMH

WVRQAPGQGLEWNMGIMNPSGGSTSYAQKFQGR

VTMTRDKSTSTVYMELSSLTSEDTAVYYCARDLFPHI

YGNYYGMDIWGQGTTVIVSS SEQIDNO.27
QVOLVOSGAEVKKPGSSYKVSCKASGETESSYAISW
VROAPGQGLEWMGGIPIFGTASYAQKFQGRVTIT

ADESTTTAYMELSSLRSEDTAVYYCAREGPEYCSGG

TCYSADAFDIWGQGTMVIVSS SEQ 1D NO. 29

QVALVASGAEVKKPGSSVKVSCKASGGTESSYAISW

VRQAPGQGLEWMGRIIPILGIANYAQKFQGRVTITA

DKSTSTAYMELSSLRSEDTAVYYCARSESGSYSHDY
WGQGTTVTVSS  SEQID NO. 31

QVQLVESGAEVKKPGASVKVSCKASGYTFTSYYIHW
VROAPGQGLEWMGHNPSGGSTTYAQKFQGRYSM
TRDTSTRTVYMELSGLISDDTAIYYCARDDDFYSGYP
GDYWGQGTLVTVSS SEQID NO. 33
QMOLVQSGAEVKKPGSSVKVSCKASGGTFSSYAIS
WVRQAPGQGLEWMGGIIPIFGTANYAQKFQGRYT
ITADESTSTAYMELSSLRSEDTAVYYCARGNIVATITP
LDYWGQGTLYTVSS SEQ.IDNO. 35
EVQLVOSGGGLVQPGGSLRLSCAASGFTESSYSMN
WVROQAPGKGLEWVSYISSSSSTIYYADSVKGRETISR
DNAKNSLYLQMNSLRDEDTAVYYCARGDYYYGMD
VWGQGTTVIVSS SEQIDNO. 37

63

QPVYLTQPPSYSVSPGQTASITCSGDELGNKY
VYWYQQKPGRSPYLYIYODSKRPSGFPARF
SGANSGNTATLTISGTQAMDEADYFCQAW
DSSTAWVFGGGTKLTVL. SEQID NO. 20
DIVMTQSPSSESASVGDRVTITCRASQSISSY
LNWYQQOKPGRAPKLLIYAASSLQSGYPSRES
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
ITFGQGTRLEIK SEQID NO. 22
LPVLTQPASVSGSPGQSVTISCTGTSSDVGG
HNYVSWYOQHPGKAPKLMIYEVNKRPSGV
PDRFSGSKSDYTASLTISGLQPDDEADYFCSS
YTATTTGVVEGTGTKVTIVL SEQID-NO.
24
LNWYQQKPGKAPKLLIYAASSLOSGVPSRFS
GSGSGTDFTLTISSLOPEDFATYYCQQSYSTP
ITFGQGTRLEIK SEQIDNO. 26
DIVMTQSPRSLSASYGDRVTITCRASQSISSY
LNWYQOKPGKAPKLLIYAASSLOSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
YTFGQGTKVEIK. SEQ 1D NO.28
QSVYVTQPPSVSAAPGQOKVTISCSGSTSNIEN
YSVSWYQOLPGTAPKLLIYDNNKRPSGIPDR
FSGSKSGTSATLGITGLQTGDEADYYCGTW:
DNRISSVVFGGGTKVTVL SEQ ID NO.30
QPVLTQPPSVSAAPGQKVTISCSGSSSNIGN
SHYSWFQQLPGTAPKLVIYDNDKRPSGIAD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSAGVFGGGTKLIVL  SEQID NO.
32
QAVVTQPPSASGTPGQRVTISCSGSSSNVG
VNHVFWYQHLPGMAPKLLIHRTNQWPSG
VPDRFSGSKSGTSATLGITGLOTGDEADYYC
GTWDSSLSAVFGGGTKLTVL SEQID NO.
34
SYELMQPPSVSYAPGKTATIACGGENIGRKT
VHWYQQKPGQAPVLVIYYDSDRPSGIPERF
SGSNSGNTATLTISRYEAGDEADYYCOVWD
SSSDHRIFGGGTKLTVL SEQIDNO. 36
EWLTOSPSSLSASIGDRVTLTCRASQSIRRFL
NWYGOKPGKAPELLIYTASSLQSGVPSRFSG
SGSGTDFTLTINSLOPEDFATYYCQQSYAVS
PYTFGQGTKVEIR. SEQID NO. 38
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[0237]

H12

PDL-D2

PDL-D11

PDL-H1

RB4

RB11

RC5

RF5

RG9S

RD1

QMOLVOSGAEVKKPGSSVKVSCKASGGTFSSYAIS
WVRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVT
ITADESTSTAYMELSSLRSEDTAVYYCARGDFWSGY
RTYYYYYGMDVWGQGTMYTVSS SEQID NO.
39

QVALVOSGAEVKKPGASVKVSCKTSGYTFTSNAIG
WVROQAPGOGLEWMGWISAYNGNTNYAQNLOGR
VIMTTDTSTSTAYMELRSLRSDDTAVFYCARKGTGL

QVALQASGEPGLVKPSOTLSLTCAISGDSYSSNSAA
WNWIRQSPSRGLEWLGRTYYRSKWYNDYAVSVKS
RITINPDTSKNQFSLOLNSVTPEDTAVYYCARGAAG
RAFDIWGQGTMVTVSS SEQID NO. 43
EVALVQSGEGLYQPGGSLRLSCAASGFTESSYSMN
WVRQAPGKGLEWVSYISSSSSTIYYADSVKGRFTISR
DNAKNSLYLQMNSLRDEDTAVYYCARGDYYYGMD
VWGOGTTVIVSS SEQID NO.45

EVOLVESGGGLVOPGGSLRLSCAASGFYLGSYWMA
WVRQAPGKGLEWVAAIRQDGSETIYVDSVKGRFIIS
RDNGGNSVTLOMTTLRAGDTAVYYCARAHYFGFD
NWGQGTLYTVSS SEQ ID NO. 47

QMQLYQSGAEVKKPGASVKISCKASGYPFRNYYIH
WVRQAPGQGLEWVGIINPDGGTITYAGKFQGRYS
MTRDTSTSTVYMELSSLTSEDTAVYYCARDLFPHIYG
NYYGMDIWGQGTTVTVSS SEQID NO. 49
EVOLLESGGGVVOPGGSLRLSCAASGFTFSSYWMS
WVRQAPGKGLEWVANIKODGSEKYYVDSYKGRFTI
SRDNSKNTVSLOMNSLRAEDTAVYYCAKDRYYNFP
LGMDVWGQGTTYTVSS SEQID NO. 51
EVQLLESGAEVKKPGSSVKVSCKSSGDTFTNFAINWI
RQAPGQGLEWMGRIIPLFGTTNYAQKFQGRVTITA
DESTSTAFMDLNSLTSEDTAVYYCARTLGGDYYDSR
GYYNWGQGTLVTVSS SEQID NO. 53
QVQALOQSGPGLYKPSQTLSLTCAISGDSYSSNSVY
WNWFRQSPSRGLEWLGRAYYRSKWYNDYAVSVKS
RITINPDTSKNQLSLOLNSYTPEDTAVYYCAKGLDY
WGQGTTVTVSS  SEQ ID NO. 55

QVQLYQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSLRSEDTAVYYCARDGIVADFQH

WGQGTLVTVSS SEQ 1D NO. 57

64

QSVVTQPPSYSAAPGOKVTISCSGSSSNIGN
NYVSWYQQLPGTAPKLLIYDNNKRPSGIPD
RESGSKSGTSATLGITGLOTGDEADYYCGT
WDSSLSAVVFGGGTKLTVL SEQID NO.
40
ALTOPASYSGSLGQSITISCTGSSSDVGGYKY
VSWYQQHPGKAPKLMIYDVINRPSGYSSRF
SGSKSANTASLTISGLOAEDEADYYCFSYSSR
STRIFGSGTKVTVL SEQID NO.42
QTVVTQPPSYSKDLGQTATLTCTGNNNNY
GNHGAAWLQQHQGHPPKLLSYRNNNRPS
GISERLSASRSGNTASLTITGLQPEDEADYYC
SAWDRSLSAWVFGGGTKLTVL SEQID
NO. 44
EIVLTQSPSSLSASIGDRVTLTCRASQSIRRFL
NWYQQKPGKAPELLIYTASSLOSGVPSRFSG
SGSGTDFTLTINSLOPEDFATYYCQQSYAVS
PYTFGQGTKVEIK SEQID NO. 46
QSVLTQPASYSGSPGQSISVSCTGTSSDVGR
YNFVSWYQQHPGKAPKLMVYEFDVSNRPSGI
SNRFSGSKSGNTASLTISGLOQAEDEADYYCS
SYTTNSTYVFGSGTKVTVL SEQID NO.
48
QPVLTQPPSYSAAPGQKVTISCSGSSSNIAN
NYVSWYQQLPGTAPKLLIFANNKRPSGIPD
RFSGSKSGTSAALDITGLOTGDEADYYCGT
WDSDLRAGVFGGGTKLTVL SEQID NO.
50
AIRMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQQKPGKAPKLLIYTTSSLKSGVPSRFS
GSGSGTDFTLTISRLOPEDFATYYCQQSYSST
WTFGRGTKVEIK SEQID NO. 52
QSVLTQPASVSGSPGQSITISCTGTSSDVGSY
NLVSWYQQYPGKAPKLMIYEVSERPSGVPD
RESGSKSGNTASLTVSGLQAEDEADYYCSSY
TDSNNFRVFGGGTKLTVL SEQ ID NO. 54
EIVMTQSPSSLYASYGDRVTITCRASQSISSY
LNWYQQKPGKVPKLLIYAASSLQSGVPSRFS
GSGSGTDFTLTISGLQPEDFATYYCQQSYTP
AWTFGQGTKLEIK  SEQ ID'NO. 56
QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQVPGTAPKLLIYDNDKRPSGIPD
RFSGSKSGTSATLAITGLQTGDEADYYCGT
WDSSLNAWVFGGGTKLTVL SEQID NO.
58
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RF11

RH11

RD9

RE10

RA3

RG1

RB1

RG7

RAG

RAS8

QVQOLVOSGAEVKKPGASVRVSCKASGGTESSYAIS
ITADESTSTAYMELSSLRSEDTAVYYCARDGIVADFQ
HWGQGTLVTYSS SEQ ID NO. 58

QMQLVQSGAEVKKPGSSVKVSCKASGGTFNSYPIS
WYROAPGQGLEWMGGIPIFGTANYAQKEQGRYT
ITADESTSTAYMELSSLRSEDTAMYYCAKNHPTATL
DYWGQGTLVTVSS SEQID'NQ. 61
QVALYQSGGNLYKPGGSLRLSCAASGFSFSSYDMN
WYRQAPGRGLEWVSSISGTGRYEYYSPSVKGRFTIS
RDNANTSLYLQMNSLTADDTAVYFCTRGDILTGASA
MDVWGQGTTVTVSS SEQ ID NO. 63
EVQLLESGGNLVKPGGSLRLSCAASGFSFSSYDMN
WYVYRQAPGRGLEWVSSISGTGRYEYYSPSVKGRETIS
RDNANTSLYLOMNSLTADDTAVYFCTRGDILTGASA
MDVWGQGTTVTYSS SEQID NO. 65
AMQLVQSGAEVKKPGSSVKVSCKASGGTFSRYGVH
WVRQAPGQGLEWMGRLIPIVSMTNYAOKFQDRY
SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTYVSS SEQIDNQ.67
EVQLYQSGAEVKKPGSSVKVSCKASGGTESRYGVH
WVRQAPGQGLEWMGRLIPIVSNM TNYAQKFQDRY
SITTDKSTGTAYMELRSLTSEDTALYYCASVGOQLP
WYFFAWGQGTLYTVSS SEQ 1D NO. 69

QMQLVQSGGGLIQPGGSLRLSCAASGFTESSYAMH
WVRQAPGKGLEWYAVISFDGSNKYYADSYRGRETI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ ID NO. 71

EVOLVESGGGVVLPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSYRGRFTI
SRONSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 73

QVQLVESGGGYVQPGRSLRLSCAASGFTFSSYAMH
WVYRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ ID NQ. 75

QVQLVESGGGYVQPGRSLRLSCAASGFTFSSYAMH

WVRQAPGKGLEWYAVISFDGSNKYYADSYRGRFTI

SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ IDNG. 77

65

QSVLTQPPSVSAAPGQKVTISCSGSSSNIEN
NYVSWYQHLPGTAPKLLIYDDFKRPSGIPDR
FSGSKSGTSATLGITGLOTGDEADYYCGTW
DSSLSAVWFGGGTKLTVL SEQ ID NO. 60
QSVLTQPPSASGSPGASVTISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYEVSKRPSGV
PDRFSGSKSGNTASLTVSGLOQAEDEADYYCS
SYAGSNNLGYFGGGTKLTVL SEQID NO.
62
DIQLTQSPSSLSASYGDRVTITCRASQGISS
WLAWYQQKPGKAPKLLIYAASSLQSGVPSR
FSGSGSGTDFTLTISSLQPEDFATYYCQQAN
SFPLTFGGGTKVEIK SEQID NO. 64
DVWMTQSPSTLSASYGDRVTITCRASQSIGT
WLAWYQQKPGKAPNLLIYKASSLESGVPSR
FSGSGSGTEFTLTISSLOQPDDFATYYCQQAN
SEPLTFGGGTKVEIK SEQID NO. 66
DIQMTQSPSSLSASVGDRVTITCQASQDISN
YLNWYQQKPGKAPKLLIYDASTLQSGVPSR
FSGSGSGTDFTLTISSLQPEDFATYYCQQSYS
SHWTFGQGTKVEIK SEQ ID NO. 68
QSYVTQPPSVSGAPGQRVTISCTGSSSNIGA
GYGVHWYQHLPGSAPKLLIYGNSNRPSGVT
DRISGSKSGTSASLAITGLOAEDEAVYYCQSY
DSSLSTSVVFGGGTKLTVL SEQ ID NO. 70
QAGLTQPASYSGSPGQSITISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYDVTKRPSGV
SNRFSGSKSGNTASLTISGLOAEDEANYYCS
SYTSRSTSVLFGGGTKLTVL SEQID NO.
72
QPVLTQPPSYSEAPRQRVTISCSGSSSNIGH
NAVTWYQQVPGKAPKLLIYYDDLLPSGVSD
RFSGSKSGTSASLAISGLQSEDEADYYCAAW
DDSLNGWVFGGGTKLTVL SEQ ID NO.
74
QAGLTQPASYSGSPGQSITISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYDVSNRPSGY
PDRFSGSKSGNTASLTISGLOQAEDDADYYCA
SYTSTSTLGVVFGGGTKLTVL SEQ.ID NO.
76
QPVLTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYQHHPGKAPKLMIFDVYNKRPSGY
SNRFSGSKSGNTASLTISGLQAEDEADYYCN
SYTTSSTYVVFGGGTKLTVL SEQID NO.
78
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RAY

RB5

RB&

RC8

RC10

RD2

RE8

RES

RG12

QVOLVESGGGYVQAPGRSLRLSCAASGFTFSSYAMH
WVYRQAPGKGLEWVAVISFDGSNKYYADSYRGRFTI
SRDNSKNTLYLOQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLYTVSS SEQID NO.79

QVQLVESGGGYVOPGRSLRLSCAASGFTFSSYAMH

WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGOQGTLVTVSS SEQIDNG.81

QVOLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WYRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ ID NQ. 83

EVQLVESGGGYVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI

SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI!

DYWGOGTLVTVSS SEQ.ID NO. 85

EVQLVESGGGYVOPGRSLRLSCAASGFTFSSYAMH

WYRQAPGKGLEWVAVISFDGSNKYYADSVRGRETI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI

DYWGQGTLVTVYSS SEQID NO..87

QVALVESGGGYVOPGRSLRLSCAASGFTFSSYAMMH
WVRQAPGKGLEWVAVISFDGSNKYYADSYRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGOGTLVTVSS SEQ ID NO. 89

QVQLVESGGGVYVOPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOGMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLYTYSS SEQID NO. 91

EVQLVESGGGYVQPGRSLRLSCAASGFTESSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTMVTYSS SEQ ID NO. 93

QVQOLVESGGGVVQOPGRSLRLSCAASGFTFSSYAMH
WYRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 95

66

QSVLTOPPSASGTPGORVTISCSGSSSNIGS
NTVHWYQQOLPGTAPKYLIYTNNQRPSGVP
DRESGSKSGTSASLAISGLOSEDEADYYCAA
WDGRLOGWVFGGGTKLTVL SEQID
NO..80
QSVVTOPPSYSAAPGOKVTISCSGSNSNIAN
NYVSWYQQLPGTAPKLLIYDSNKRPSGIPDR
FSGSKSGTSATLGITGLOQTGDEADYYCGSW
DSSISVWMFGGGTKLTVL SEQ IDNO.
82
LPVLTQPRSVSGSPGQSVTISCTGTSSDVGG
YNYVSWYQQHPGKAPKLVIYDVTKRPSGY
PDRESGSKSGNTASLTISGLOAEDEADYYCS
SYTGSSTLGPVEGGGTKLTVL SEQID NO.
84
QSVLTQPPSYSAAPGQKVTISCSGNSSNIGN
NYVSWYQQLPGTAPKLLIYDNDKRPSGIFD
RFSGSKSGTSASLAISELRFEDEADYYCAAW
DDTLSGHVFGPGTKLTVL SEQIDNQ. 86
SYELMQPPSVSYPPGETARITCGGNNIGNK
NYHWYQOKPGOQAPYLVVREDSARPAGIPE
RESGSNSGNSATLTISRVEAGDEADYYCQY
WDNTSDHVVFGGGTKLTVL. SEQID NO.
88
SYELMQPPSVSEVPGQRYTISCSGSSSNIGN
NAVNWFQULPGKAPKLLYYYDDWVPSGIS
GRESASKSGTSASLAISGLOQSGDEGDYYCAV
WDDRLSGVVFGGGTKLTYL. SEQ ID NO.
90
QSVVTQPPSYSAAPGQKVTISCSGSSSNIGN
NYVYSWYQQLPGTAPTLLIYDSNKRPSVIPDR
FSGSKSGTSATLGITGLQTGDEADYYCGTW
DDSLNGWVFGGGTKLTVL SEQ ID NO.
92
QSALTOPASVSGSPGQSITISCTGTSSDVGEG
YNYVSWYQQHPGKAPKLMIYDVSNRPSGY
SNRFSGSKSGNTASLTISGLQAEDEADYYCS
SYRSSTLGPVFGGGTKLTVL. SEQID NO.
QAGLTQPPSASGSPGQSVTISCTGTSSDVG
GYNYVSWYQQHPGKAPKLMIYDVSNRPSG
VPDRFSGSKSGNTASLTISGLOAEDEADYYC
SSYTSSSTLVVMFGGGTKLTVL SEQ (D NO.
96
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[0240]

RSA1

R2A7

R2B12

R2C9

R2D5

R2D7

R2F4

R2A10

R2E2

R3B3

EVQLVQSGGGLVQPGGSLRLSCAASGFTFSSYSMIN
WVROAPGKGLEWVSYISSSSSTIYYADSVKGRFTISR
DNAKNSLYLOMNSLRDEDTAVYYCARGDYYYGMD

VWGQGTTVTVSS SEQIDFNQ. 97

QVQaLVQSGSEVKKPGASYKVSCRASGYLFTNYGIS

‘WYRQAPGQGLEWMGWYVSAHGEFTKYAPSLQDR

VTMTSDISTTTAYMELRSLRSDDAGVYYCARDRGA
DHFDTWGQGTLVTVSS: SEQIDNG. 99
EVQLVQSGAEVKKPGASVKVSCKASGYTETSYYMH
WVRQAPGQGLEWMGMINPSSATTTYTQKFQGRY
SMTRDTSTSTVYMELSSLTSEDTAVYYCARDLFPHIY
GNYYGMDIWGQGTTVTVSS SEQ ID NO. 101

EVQLVAOSGAEVKKPGSSYKVSCKASGGTFSSHVISW
VRCAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT

ADESTSTAYMELSSMRSEDTAVYYCATSGVVAATHF

GYWGQGTLVTVSS SEQID NO. 103

QVOLVOSGAEVKKPGSSYKYSCKASGGTFSSYAISW
VROAPGQGLEWMGGIIPIFGTANYAQKFOGRVTIT
ADESTSTAYMELSSLRSEDTAVYYCARGASGSYFITT
YVDYWGQGTLVTVSS SEQID NO. 105

EVALVESGGGLVQPGGPLRLSCAASGFTLSSYWMS
WVROQAPGKGLEWVANIKYDGSETYYADSYKGRFTI
SRDNAKNSLYLOQMNRLRLEDTAVYYCAREVSSAATS
PLDRWGRGTLVTVSS SEQID'NO. 107

EVQLVQSGAEVKKPGSSVKVSCKASGGTFSRYGVH

WVROAPGQGLEWMGRLIPIVSMTNYAQKFQDRY

SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTYSS. SEQ ID NO. 109

EVQLVESGGGYVQPGGSLRLSCAASGFTFSSYAMH
WVROAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ.ID'NO. 111

EVQLVESGGGVYVQPGRSLRLSCAASGFTFSSYANMH
WVROAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 113
EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VROQAPGQGLEWMGRIIPILGIANYAQKFQGRVTITA
DKSTSTAYMELSSLRSEDTAVYYCARYGGGAQTPED
YWGQGTLVTVSS SEQ ID'NO..115

67

NIGMTQSPSSVSASVGDRVTITERASQDISR
WLAWYQOKPGKAPKLLIYAASSLQSGYPSR
FSGSGSGTDFALTISSLOPEDFATYYCQQAD
SFESITFGQGTRLEIK  SEQID NO. 98
AlQLTQSPATLSLSPGERATLSCRASQSVGVY
LAWYQQKPGQSPRLLIYDTSKRATGIPDRES
ASGSGTDFTLTISRLEPEDFAVYYCHQRHSW
PTTFGOGTRLEIK SEQ 1D NO. 100
NIQMTQSPSSLSASVGDRVTITCRASOSISSY
LNWYQOKPGKAPKLLIYAASSLOSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSYSTL
TFGGGTKVEIK SEQIDNO. 102
QSVLTQPASYSGSPGQSITISCTGTSSDVGD
YNLVSWYQQHPGKAPKLIIYEVNKRPSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
YAGYNNLYVEGTGTKVTVL SEQID NO.
104
YNYVSWYQQHPGKAPKLIIYDYNMRPSGY
PDRFSGSKSGNTASLTISGLOAEDEADYYCS
SYAGLYFPLFGGGTQLTVL SEQ.IDNO.
106
DIVMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYOQKPGKAPKLLIYAASSEQSGVPSRFS
GSGSGTDFTLTISSLQPEDFATYYCQQSHSS
RYTFGQGTKLEIK SEQID NO, 108
QSVVTQPPSYSGAPGQRVTISCTGSSSNIGA
GYGVHWYQHLPGSAPKLLIYGNSNRPSGVT
DRISGSKSGTSASLAITGLOQAEDEAVYYCQSY
DSSLSTSVWFGGGTKLTVL SEQ ID NO.
110
QSVLTQPPSASGTPGORVTISCSGSSSNIGS
NTVHWYQQLPGTAPKYLIYTNNQRPSGYP
DRFSGSKSGTSASLAISGLOSEDEADYYCAA
WDGRLQGWVFGGGTALTYL. SEQID
NO. 112
OAGLTQPPSASGTPGQRVTISCFGSSSDIGS.
NTVNWYQQVSGRAPKLLEYTNGQRPSGVP
DRFSGSKSGSSASLAISGLQSEDEADYYCAS
WDDSLKGYVFGTGTKVTVL SEQ ID NO.
114
QSVLTQPPSVSAAPGQKVTISCSGSSSNIGN
SYVSWYQHLPGTAPKLLIYDNNKRPSGIPDR
FSGSKSATSATLGITGLOTADEADYYCGTW
DSSLGVVFGGGTKLTVL SEQID NO.116
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[0241]

R3C3

R3E9

R3E10

R3F7

R3F10

R4B10

RAH1

R4A11

R3D2

R5B&

QVOLVOSGSEVKRPGASYRVSCKASGYIFSQYTIHW
VROAPGERLEWLGWINAVTIGNTKYAQKFQGRVTIT
MDSSASTAFMEMSSLRSEDAGVYFCARDMYPFGG
EIKYGEDFWGQGTMITVSS 5EQ ID NO. 117
QVQLVESGGGVYVAQPGRSLRLSCAASGFTESSYGMH
WVRQAPGKGLEWVALISYDGSNKYYADSMKGRFTI
SRDNSKNTLFLOQMNSLRAEDTAVYYCAKTLMPASI
MGYFTHWGQGTLVTVSS SEQ ID NO, 118
QVOLVOSGAEVKKPGASVRVSCRASGYTFTSYYMH

WYRQAPGQGLEWMGIHNPSDGSTSYAQKFQGRVT

MTRDTSTSTVYMELSSLRSEDTAVYYCARGYYGSGI

AMDVWGQGTTVTVSS SEQID NO. 121

QVALVQASGAEVKKPGSSVKVSCKASGGTESSYAISW

VROAPGOGLEWMGGIIPIFGTANYAQKFQGRVTIT

ADESTSTAYMELSSLRPEDTAVYYCARDNGDLGFDY
WGQGTLVTVSS SEQ 1D NO. 123
EVOLVESGGGLIOPGGSLRLSCAASGFTVSSNYMS

WVROAPGKGLEWVYSVIYSGGTIYYADSVKGRFTISR

DSSKNTLYLHMNSLRAEDTGVYYCAKGYGSWSIFD
YWGOGTLVTVSS SEQ IDNO. 125
EVQLVESGAELKKPGSSMKVSCKASGGTESSYAISW

VROAPGOGLEYIGRIIPIFGVTYYAQKFQGRVTISAD

KSTSTVYLDLRSLRSEDTAVYYCARDLGGGDGDWG
QGTLVTVSS SEQID NO. 127

EVQLVQSGAEVKKPGSSVKYSCKASGYTFTGYYMH

WVRQAPGQGLEWMGRIIPIFGTANYAQKFQGRVT

ITADESTSTAYMELSSLRSEDTAVYFCVTSAWSDWG
QGTLVTVSS SEQID NO. 129

EVQLVESGGGLVQPGGSLRLSCAASGFTFSSYWMS
WVRQAPGKGLEWVANIKQDGSEKYYVDSVKGRFTI
SRDNSKNTLYLOMNSLGAEDTAVYYCAKGFYYPDH
WGQGTLVIVSS SEQID NO. 131
EVOLVESGGGVVQPGGSLRLSCEVSGFIFSDYGMH
WVRQAPGKGLEWVSSISSSSSYIYYADSVKGRFTISR
DNAKNSLYLOMNSLRAEDTAMYYCARSWNYGRFF
DYWDQGTLVTVSS SEQ 1D NO. 133
EVQLVESGGGLVQPGGSLRLSCAASGFTSSRNWM
HWVRLAPGKGLVWVSLIAPDGSLTTYADSVKGRFTI
SRDTAKNSVQLLLNSLRAEDTGLYFCAREAGVSGGL
DVWGQGTLVTVSS  SEQ ID NO. 135

68

QSALTOPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYCOHPGKAPKLMIYNVSKRPSGY
SNRFSGSKSGNTASLTISGLOAEDEADYYCS
SYTSSSTFVEGTGTKVTVL SEQIDNQ.
118
SYELMQPPSYSVAPSETARITCGGNNIGSKS
VHWYQQKPGQAPILVIYYDSGRPSGIPERFS
GSNSGNTATLTISRAEAGDEADYYCHVWDS
YTDHVVFEGGEGTKLTVL SEQIDNO. 120
QPVLTQPPSLSVAPGKTASIACGGNNIGSKR
VHWYQOKPGQAPVLVIYYESDRPSGIPERF
SGTISQNTATLSISRVEAGDEADYYCQYWD
RSSAHVVFGGGTKVTYL BEQIDNO.122
AIQMTQSPSSLSASVGDRVTITCRASQSISTY
LNWYQQKPGKAPKLLIYAASSLONGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQSYST
FRTFGPGTKVDIK SEQID NQ. 124
DIOMTQSPSSLSASVEDRVTITCQASQDISN
YINWYQOKPGKAPKLLIFAGSNLQSGVPSR
FSGSGSGTDFTLTITSLOPEDFATYYCQOSYT
TPTFGQGTKVEIK SEQIDNO. 126
QSVVTQPASVSGSPGQOSITISCTGTSSDVGS
YNLVSWYQOQHPGKAPKLMIYEGSKRPSGVS
TRFSGSKSGNTASLTISGLQAEDESDYYCSSY
TGSAWVFGGGTKLTVL SEQ IDNQ. 128
QSVVTQPPSVSATPGQKVTISCSGSDSNIGN
NYVSWFLOLPGTAPKLLIHNNDQRPSGVPD
RESGSKSGTSASLAITGLOAEDEADYYCQSF
DDSLRGYLFGTGTKVTVL SEQID NO.
130
QAVLTQPPSVSAAPGQKVTISCSGGSSNIAN
NYVSWYQHLPGTAPKLLIYDDNKRPSGIPD
RFSGSKSGTSATLGITGLOQTGDGADYYCGT
WDNSLNSDWVFGGGTKL. SEQ ID NQ.
132.
QSVLTQPPSVSVAPGKTARITCGGNNIGSKS
VHWYQQKPGQAPYLVIYYDSDRPSGIPERF
SGSNSGNTATLTISRVEAGDEADYYCQVWD
SSSDHYVFGTGTKLTVL SEQID NO. 134
VIWMTQOSPSSLSASVGDRVTITCRASQTISS
YLNWYQQKPGKAPKLLIYAASSL:QSGVPSRF
SGSGSGTDFTLTISSLOPEDFATYYCQQANS
FPLTFGGGTKVEIK SEQ 1D NO. 136
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SHIALQ

SH1B7B(K)

SHICL

SH1C8

SH1E1O

SH1E2

SH1A9

SH1B11

SH1E4

SH1B3

EVOLVQSGAEVKKPGSSYKVSCKASGGTFSSYAISW
VROAPGOGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADKSTSTAYMELSSLRSEDTAVYYCAREGTIYDSSGY
SFDYWGQGTLVTVSS  SEQ ID NO. 137

EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VROQAPGQGLEWMGIINPSGGSTSYAQKFQGRVSM

TRDTSTSTVYMELSSLTSEDTAVYYCARDLEPHIYGN

YYGMDIWGQGTTVTVSS SEQ 1D NO. 139

QVALVOSGAEVKKPGSSYKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT

ADKSTSTAYMELSSLRSEDTAVYYCARLAVPGAFDI

WGEQGTMVTVSS SEQID NO. 141

EVOLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISYDGSNKYYADSVKGRFTI
SRDNSKNTLYLGMNSLRAEDTAVYYCARGQWLVTE
LDYWGQGTLYTVSS SEQ ID NO. 143

EVQLVESGSEVEKPGSSVKVSCKASGGTFSDSGISW
VRQAPGQGLEWMGGIIPMFATPYYAQKFQDRVTI
TADESTSTVYMELSGLRSDDTAVFYCARDRGRGHLP
WYFDLWGRGTLVTVSS SEQ.ID NO. 145
EVQLVESGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSLRSEDTAVYYCARAPYYYYYMD
VWGOGTTVTVSS  SEQ ID NQO. 147

EVQLLESGAEVKKPGSSVKVSCKASGGTLSRYALSW
VRQAPGQGPEWVGAIIPIFGTPHYSKKFQDRVITV
DTSTNTAFMELSSLRFEDTALYFCARGHDEYDISGYH
RLDYWGQGTLVTVSS SEQ ID NO. 149
QVALVQSGSELKKPGSSVKVSCKASGYSESGYYIHW
VRQAPGQGLEWMGWIDPNSGVTNYVRRFQGRVT
MTRDTSLSTAYMELSGLTADDTAVYYCARDENLWQ
FGYLDYWGQGTLVTVSS SEQIDNO. 151

QVQALVQSGAEVKKPGSSVKVSCKASGGTFSRYGVH
WVRQAPGQGLEWMGRLIPIVSMTNYAQKFQDRV
SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTVSS SEQ ID NO. 153
QVQLVESGGGVVQPGRSLRLSCAASGFTESSYAMH
WVYROAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI

69

QSVLTQPPSVSAAPGQKVTISCSGNNSNIA
NNYVSWYQOLPGTAPKLLIYDNNYRPSGIP
DRESGSKSGTSATLDITGLOTGDEADYYCGY
WDGSITTGVFGGGTKLTVL SEQID NO.
138
AlQMTQSPSSLSASYGDRVTITCRASQGISN
YLAWYQOKPGKVPKLLIYAASTLESGVPSRF
SGSGSGTDFTLTISSLQPEDLATYYCQQLHTF
PLTFGGGTKVEIK SEQIDNO: 140
QPVLTQPPSASGSPGQSVTISCTGTSSDVGA
YNFVSWYRQHPGKAPKLMIYEVNKRPSGV
PDRFSGSKSGNTASETYSGLQAEDEADYYCS
SYAGTNSLGIFGTGTKLTVL SEQID NO.
142
QSYVTQPPSYSAAPGQKVTISCSGSSSDIGN
HYVSWYQQLPGTAPKLLIYDNNQRPSGIPD
RFSGSKSGTSATLAITGLQTGDEADYYCGT
WDNSLSPHLLFGGGTKLTVL SEQID NO,
144
QSVLTQPPSVSAAPGOKVTISCSGSSSNMG
NNYVSWYKQVPGTAPKLLIYENDKRPSGIP
DRFSGSKSGTSATLGITGLQTGDEADYYCGT
WDNSLSGFVFASGTKVTYL SEQIDNO.
146
QSALTQPASVSGSLGOSVTISCTGSSSDVGS
YNLVSWYQQHPGKAPNLMIYDVSKRSGVS
NRESGSKSGNTASLTISGLQAEDEADYYCSS
YTGISTVVFGGGTKLTVL SEQ.ID'NO. 148
QSVLTQPASVSGSPGQSITISCTGTSSDVGSY
NLVSWYQQHPGKAPKLMIYEVSKRPSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
YGGFNNLLFGGGTKLTVL SEQ ID NO.
150
DIVIMTQSPSSLSASIGDRVTITCRASQRISAY
VNWYQQKPGKAPKVLIYAASSLRSGVPSRF

SGSGSGTDFTLTISSLOPEDFATYYCQQTYSS

PWTFGQGTKVEIK SEQID NO. 152
QSVLTQPPSASGSPGQSVTISCTGTSSDIGG
YDSVSWYQQHPGKAPKLMIYDVSKRPSGY
SNRFSGSKSGNTASLTISGLOQAEDEADYYCS
SYTSSSIFFYWFGTGTKVTVL SEQ 1D NO.
154
LPVLTQPASVSGSPGQSITISCTGTTSDIGGY
DYVSWYQQHPGKAPKLMIYDVSKRPSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
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SH1D1

SH1D2

SH1D12

SHLEL

SH1G9

SH1A11

SH1C2

SH1G8&

SH1H2

DYWGAGTIVTYSS: SEQID NO. 155

EVQLVESGGGYVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLYTVSS SEQID NO. 157

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFT!
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 159

EVOLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH

WYRQAPGKGLEWVAVISEDGSNKYYADSYRGRETI

SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGOGTLVTYSS: SEQIDNO. 161

EVQLVESGGGYYQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSYRGRFTI
SRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTYSS SEQ 1D NO. 163

QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAYISFDGSNKYYADSYRGRFTI
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQID NO. 165

EVOLVASGGGLVOPGGSLRLSCAASGFTFSDYGMH
WVYRQPPGRGLEWLAVISYDGSYKIHADSYQGRFTIS
RDNAKNSVFLOMNSLKTEDTAVYYCTTDRKWLAW
HEMDVWGQGTIVTVSS SEQID NG, 167
EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGOGLEWMGGIIPIFGTANYAQKFQGRVTIT
ADESTSTAYMELSSLRSEDTAVYYCARDGIVADFQH
WGQGTLVTYSS SEQIDNO. 169

EVQLVESGAEVKKPGASYKVSCKASGDTFSRYGITW

VRQAPGRGLEWMGNIVPFFGATNYAQKFQGRLTIT

ADKSSYTSYMDLSSLRSDDTAVYYCARDHFYGSGGY
FDYWGQGTLVTVSS SEQID NO. 171

EVQLLESGAEVKKPGASVKVSCKASGYTFNSYDINW
VROAPGQGLEWMGGIIPVFGTANYAESFQGRVTM
TADHSTSTAYMELNNLRSEDTAVYYCARDRWHYES
RPMDYWGQGTTVIVSS SEQID NO: 173

70

YTSSSTHVFGTGTRETVL. SEQIDNO. 156

QSALTQPASVSGSPGQSITISCTGTSSDVGG
YNYVSWYQQHPGKAPKLMIYDVSNRPSGV
SNRFSGSKSGNTASLTISGLOAEDEADYYCS
SYRSSTLGPVFGGGTKLTVL SEQID NO.
158
QAGLTOPPSYSEAPRORVTISCSGSSSNIGN
NAVNWYQOLPGKAPKLLIYYDDLLPSGVSD
RFSGSKSGTSASLAISGLQSEDEADYYCAAW
DDSLNGYVEGTGTKLTVL SEQID NO.
160
QSALTQPRSVSGSPGOSVTISCTGTSSDVGE
YNYVSWYQQHPGKAPKLMIYDVSKRPSGY
PDRFSGSKSGNTASLTISGLOAEDEADYYCS
SYTSSTTHVFGTGTKVTVL SEQID NO.
162
QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQLPGTAPKLLIYDNNKRPSGIPD
RFSGSKSGTSATLGITGLOTGDEADYYCGT
WDSSLSYWVFGGGTQLTVL SEQID NO.
164
QSVLTQPASVSGSPGASITISCTGTSSDVGG
YNYVSWYQQHPGRAPRLMIYDVSNRPSGY
SNRFSGSKSGNTASLTISGLQAEDEGDYYCS
SYTSGGTLGPVFGGGTKLTVL SEQID
NO. 166
QAGLTQPPSASGTPGQRVTISCSGSSSNIGS
NTVNWYQQLPGTAPKLLIYSNNQRPSGVP
DRFSGSKSGTSASLAISGLOSEDEADYYCAA
WDDSLNGWVFGGGTKITVL SEQ 1D NO.
168
AIRMTQSPSSLSASYGDRVTITCRASQSISNY
LNWYQQRPGKAPNLLIYAASSLOSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQTYST
PYTFGQGTKLEIK SEQID NO. 170
QSVLTOPASVSGSPGQOSITISCTGTSSDVGG
YNYVSWYRQHPGKAPKLMIYDVSYRPSGVS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
YTDSSTRYVFGTGTKLTVL SEQ ID NO.
172

QPVLTOQPPSASGTPGQRVAISCSGSRSNIEI

NSVNWYQQLPGTAPKLLIYDNNKRPSGIPD
RFSGSKSGTSATLGITGLOQTGDEADYYCGS
WDSSLSADVFGTGTKLTVL. SEQ ID NO.
174
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SH1B10O

SH1B7A(L)

SH1EG

SH1C11

SH1A2

SH1B1

R6B2

R6B7

R6B11

WIRQAPGRGLEWIAYISDSGQTVHYADSVKGRFTIS
RDNTKNSLFLQVNTLRAEDTAVYYCAREDLLGYYLQ
SWGQGTLVTVSS  SEQID NO. 175
QVQLOOSGPGLVKPSQOTLSLTCAISGDSYSSNSAA
WNWIRQSPSRGLEWLGRTYYRSKWYNDYAVSVKS
RITINPDTSKNQFSLQLNSVTPEDTAVYYCARDEPRA
VAGSQAYYYYGMDVWGQGTTVTVSS SEQID
NO. 177

QVQALVQSGAEVKKPGSSVKVSCKASGGTESRYGVH
WYROAPGQGLEWMGRLIPIVSMTNYAGKFQDRY
SITTDKSTGTAYMELRSLTSEDTALYYCASVGQQLP
WVFFAWGQGTLVTVSS: SEQ ID-NO..179
EVQLVQSGAEVKKPGASVKVSCKASGYTFTSYYMH
WVRQAPGQGLEWMGIINPSDGSTSYAQKFQGRVT
MTRDTSTSTVHMELSSLRSEDTAVYYCARDLFPHIY
GNYYGNMDIWGQGTTVTVSS SEQID NO. 181

QMOLYQSGGGVWOPGRSLRLSCAASGFTESSYAM
HWVRQAPGKGLEWYVAVISFDGSNKYYADSVRGRE
TISRDNSKNTLYLOMNSLRTEDTAVYYCARGWLDR
DIDYWGQGTLVTVSS: SEQ ID NO. 183

QVALVQSGGGWAOPGRSLRLSCAASGFTFSSYAMH
WVRQAPGKGLEWVAVISFDGSNKYYADSVRGRFT]
SRDNSKNTLYLQMNSLRTEDTAVYYCARGWLDRDI
DYWGQGTLVTVSS SEQ ID NO. 185

EVOLVOSGAEVKKPGSSVKVSCKASGGTFSSYAISW
VRQAPGQGLEWMGGIIPIFGTANYAQKFOQGRYTIT
ADESTSTAYMELSSLRSEDTAVYYCARDGIVADFQH
WGQGTLVTVSS SEQID NQ. 187
OMOLVOSGAEVKKPGSSYKVSCKASGGTFNSYPIS
WVROAPGQGLEWMGGIPIFGTANYAQKFQGRVT
ITADESTSTAYMELSSLRSEDTAMYYCAKNHPTATL
DYWGQGTLVTVSS SEQID NO.189
QVOLVQSGGGYYQPGRSLRLSCAASGEPERSYDM
HWVRQAPGEGLEWVALISSDGSNKYYLDSVKGRFT
ISRDNSKNTLYLOMNSLRAEDTAVYYCAKDLLPYSSS
WDYYYYYGMDVWGOGTTVTVSS  SEQ ID NO.
191

71

QSVETQPPSYSAAPGKKVTISCSGSSSNIGN
NYVSWYQOLPETAPKLLIYRNNGRPSGVPD
RFSGSKSGTSASLAISGLOSEDEADYYCATW
DDSINGWVFGGGTKLTVL SEQID NO.
176
QSVVTOPPSVSGAPGQRVTISCTGSSSNIGA
GYDVHWYQOLPGTAPKLLIYGNNNRHSGV
PDRFSGSKSGTSASLAITGLQAEDEAEFFCG
TWDSRLTTYVFGSGTKLTVL. SEQID NO.
178
QSVVTOPPSYSAAPGOKVTISCSGSSSNIGN
NYVSWYQQLPGTAPKLLIYDNNKRPSGIPD
RFSGSKSGTSATLGITGLOTGDEADYYCGT
WDSSLSAVWFGGGTKLTYL SEQ IDNO.
180
VIWMTQOSPSSLSASVGDRVTITCRASQSISS
YLNWYQQKPGKAPKLLIYEASTLESGYPSRF
SGSGSGTEFTLTISSLQPEDFATYYCQQSYST
PYTFGAOGTKLEIK ‘SEQIDNO. 182
NYVSWYQQVPGTAPKLLIYDNNKRPSGIPD
RFSGSNSDTSATLGITGLQTGDEADYYCGT
WDSSLSAWVFGGGTKLTVLE  SEQ ID NO.
184
QSVVTQPPSYSAAPGQKVYTISCSGSSSNIGN
NYVSWYQOLPGTAPKLLIYDNNKRPSGIPD
RESGSKSGTSATLGITGLOTGDEADYYCGT
WDSSLSAGSVVFGGGTKLTVL SEQID
NO. 186
QPYLTQPRSVSGSPGQSYTISCTGTSSDVGG
YNFVSWYQQNPGKAPKLMIYDVSKRPSGV
PDRFSGSKSGNTASLTVSGLRAEDEADYYCA
SYAGGRTFVFGGGTKVIVL: SEQID NO.
188
QSVLTOSPSSFSASTGDRVTITCRASQGISSY
LAWYQQOKPGKAPKLLIYAASTLASGVPSRES
GSGSGTDETLTISCLOSEDFATYYCQQYYSYP
LTFGGGTKVTVL SEQIDNO. 190

LPVLTQPASYSASAGOSIAISCTGISSDIGDY
NSVSWYQRHPGKAPKLIIYDVSSRPSGVAD
RFSGSKSGSTASLSISGLOAEDEADYYCASYT
ASDNPVFGGGTKLTVL SEQIDNO.192
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R6D1

R6C8

R9GE

R7D1

R7D2

R7E7

R7F2

R7F7

R9H2

ROH6

EVOLVESGGGLYOPGGSLRLSCAASGFNIKDTYIHW
VROAPGKGLEWVARIYPTNGYTRYADSVKGRFTISA
DTSKNTAYLOMNSLRAEDTAVYYCSRWGGDGFYA
MDYWGQGTLVTVSS SEQID NO. 193

EVQILVESGGGLVKPGGSRKLECAASGFTESNYGIMH

WVYROQAPEKGLEWVAYISSGSSTIYYADTVKGRETISR

DNAKNTLFLOMTSLRSEDTAMYYCARRGLLLDYWG
QGTTILTYSS SEQ ID NO. 195

EVOLVOSGAEVKKPGASVKVSCKASGYTFTSYGISW

VRQAPGQGLEWMGWISAYNGNTNYAQKLQGRVT

MTTDTSTSTAYMELRSLRSDDTAVYYCARDLFPTIF
WEGGAFDIWGQGTMVTVSS SEQ IDNO. 197

QVQLVOSGSEVEKPGSSVKVSCKASGGTFSDSGISW
VROAPGOGLEWMGGIPMEATPYYAGQKFQDRVTI
TADESTSTVYMELSGLRSDDTAVFYCARDRGRGHLP

WYFDLWGRGTLVYTVSS SEQ ID NO. 199

QVQLVQSGAEVKKPGSSVKVSCKASGGTESSYAISW
VROAPGQGLEWMGGIIPIFGTANYAGKFQGRYTIT
ADESTSTAYMELSSLRSEDTAVYYCARDGIVADFQH
WGEQGTLVTVSS. SEQIDNO: 201

EVOLLESGAEVKKPGSSVKVSCKASGGTFSSYAISWV
ROAPGQGLEWMGRIIPILGIADYAQKFQGRVTITAD
KFTSTAYMELSSLRSEDTAVYYCATVEGWGAVTTFD
YWGQGTLVTVSS SEQID NO: 203

QVQLVQSGAEVKKPGSSVKVSCKASGGTLSSYAISW
VRQVPGHGLEWMGRIISMLGVSNYAQNFQGRVTI
TADKSTSTAYMELRSLTSDDTAVYYCATVTIFDGDYY
AMDVWGQGTTVIVSS SEQ ID NO. 205
EVQLVQSGAEVKKPGSSVKVSCKASGGTFSSHVISW
VRQAPGQGLEWMGIILPSFGKTNYAQKFQGRYTM
TGDTSTSTVYMELSSLTSEDTAVYYCVREFSGGYFDY
WGQGTLVTVSS SEQ 1D NO. 207

QVQLVQSGAEVKKPGASVKVSCKASGYTFTSYVIH

WVRQAPGQRLEWMGWIHAGNGHTKYAQNFQGR

VTITRDTSATTAYVEVSSLGSEDTALYYCAREGSDIGL
DLHYWGQGTLVTVYSS SEQID NO. 209
EVALVQSGGGYVQPGRSLRLSCEASGFTFRNFAMH
WVRQAPGKGLEWAAVISYDGSREHYADSVKGRFTI
SRDNSQNTVYLOMNGLRPEDTAEYYCAREGEGST

72

SYELMQPPSVSVAPGKTATIACGGENIGRKT
VHWYQQKPGQAPVLVIYYDSDRPSGIPERF
SSSDHRIFGGGTKLTYL SEQIDNO. 194
QSVLTQPPSVSAAPGQEYTISCSGSNSNIGN
NYVSWYQQLPGTAPKLLIYDNNERPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSAGVFGGGTKLTVL SEQ ID NO.
196
QSVLTQPPSVSAAPGQEVTISCSGSNSNIGN
NYVSWYQQLPGTAPKLLIYDNNERPSGIPD
RFSGSKSGTSATLGITGLQTGDEADYYCGT
WDSSLSAGVFGGGTKLTVL SEQ ID NO.
198
QSYLTQPPSVSAAPGQEVTISCSGSNSNIGN
NYVSWYQQLPGTAPKLLIYDNNERPSGIPD
RFSGSKSGTSATLGITGLOTGDEADYYCGT
WDSSLSAGVFGGGTKLTVL SEQ.ID NO.
200
AIRMTQSPSSLSASYGDRVTITCRASQSISNY
LNWYQQRPGKAPNLLIYAASSLOSGVPSRF
SGSGSGTDFTLTISSLOQPEDFATYYCQQTYST
PYTFGQGTKLEIK SEQ 1D NQ. 202
QSVLTQPPSVSAAPGQEVTISCSGSNSNIGN
NYVSWYOQLPGTAPKLLIYDNNERPSGIPD
RFSGSKSGTSATLGITGLOTGDEADYYCGT
WDSSLSAGVFGGGTKLTVL SEQ ID NO.
204
QSVLTQPPSVSGAPGQRVTISCTGSSSNIGA
GYDVYWYQHLLGKAPKLLIYGNSNRPSGVS
DRFSASKSGTSVSLAITGLQAEDEADYYCQS
YDSSLSGYVFGTGTKLTVL SEQ.ID NO.
206
QPVLTQPASVSGSPGQSITISCTGTSSDVGS
YNLVYSWYQQHPGKAPKLMIYEVSKRPSGYS
NRFSGSKSGNTASLTISGLOAEDEADYYCNT
YTSSGTYVIGTGTKVTVL SEQID NO. 208
QOPYLTQPASVSGSPGQSITISCTGTSSDIGRY
NYVSWYQQHPGKAPKVMIYDVSNRPSGYS
NRFSGSKSGNTASLTISGLQAEDEADYYCSS
YTSSSTWVFGGGTKLTVL SEQID NO.
210
QSVVTQPPSVSAAPGQKVTISCSGSSSNIGN
NYVSWYQQLPGTAPKILIYDNDKRPSGIPDR
FSGSKSGTSATLGITGLQTGDEADYYCGTW
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WSSFDYWGOGTLVTVSS SEQID NO. 211 DRSLSGYVFGTGTKVTVYL SEQID NO.
212
OMOLYOSGAEVKKPGSSYKYSCKASGGETESSYAYS  SYELMQPPSVSVAPGKTATIACGGENIGRKT
WVROAPGOGLEWMGGIIPSEGTANYAQKFQGRY  VHWYQQKPGOQAPVLVIYYDSDRPSGIPERF
TITADESTSTAYMELSSLRSEDTAVYYCARGPIVATIT  SGSNSGNTATLTISRVEAGDEADYYCLVWD
HBEB1L PLDYWGQGTLVTVSS SEQID:NO, 213 SSSDHRIFGGGTKLTVL SEQID NO; 214
QMQLYQSGAEVKKPGSSVKVSCKASGETESSYAYS  SYELMIQPPSYSVAPGKTATIACGGENIGRKT
WVROAPGQGLEWMGGIIPIFGTANYAQKFQGRVT  VHWYQQKPGOAPYLVIYYDSDRPSGIPERF
ITADESTSTAYMELSSLRSEDTAVYYCARGPIVATITP  SGSNSGNTATLTISRVEAGDEADYYCQVWD
H6A1 LDYWGOGTLVTVSS SEQID'NO: 215 SSSDHRIFGGGTKLTYL. SEQ IDNO. 216
OMOLVOSGAEVKKPGSSYKYSCKASGETFSSYAYS  SYELMQPPSVSVAPGKTATIACGGENIGRKT
WVRQAPGOQGLEWMGGIIPSEGTANYAQKFQGRY  VHWYQQKPGOAPVLVIYYDSDRPSGIRERF
TITADESTSTAYMELSSLRSEDTAVYYCARGPIVATIT  SGSNSGNTATLTISRVEAGDEADYYCQVWD
HeB1 PLDYWGQGTLVTVSS SEQID NO..217 SSSDHRIFGGGTKLTVYL SEQIDNO: 218
QMQLVQSGAEVKKPGSSVKVSCKASGETESSYAIS  SYELMQPPSVSVAPGKTATIACGGENIGRKT
WVRQAPGQGLEWMGGIIPAFGTANYAQKFQGRY  VHWYQQKPGQAPVLVIYYDSDRPSGIPERE
TITADESTSTAYMELSSLRSEDTAVYYCARGPIVATIT  ‘SGSNSGNTATLTISRVEAGDEADYYCQVWD
H6B2 FLDYWGQGTLVTVSS SEQIDNO, 219 SSSDHRIFGGGTKLTVL SEQIDNO. 220
QVOLVOSGAEVKKPGASVKVSCKTSGNTFTNYALH  DIVMTQOSPPSLSASVGDRVTITCRASQSISSY
WVROAPGQGLEWMGGMKPSGGSTSIAQKFQGR  LNWYQQKPGKAPKLLIYATSSLQYGVPSRFS
VTMTRDKSTSTVYMELSSLTSEDTAVYYCARDLFPHI  GSGSGTDFTLTISSLOPEDFATYYCQGSYSTP
H18C FGNYYGMDIWGQGTTVTVSS SEQIDNO. 221 YTEFGQGTKVEIK SEQ IDNOQ.222
QVOLVQSGAEVKKPGASVKYSCKTSGNTFTNYYMH  DIVMTQSPPSLSASVGDRYTITCRASQSISSY
WYRQAPGQGLEWMGSMOPSGGSTSLAGKFQGR  LNWYQQKPGKAPKLLIYAASSLQSGVPSRES
VTMTRDKSTSTVYMELSSLTSEDTAVYYCARDLFPHI  (GSGSGTDFTLTISSLQPEDFATYYCQGSYSTP
H110D LGNYYGMDIWGQGTTVIVSS SEQIDNO. 223 YTFGQGTKVEIK SEQIDNO, 224
QVAQLVQSGAEVKKPGASVKVSCKTSGNTFTNYPM.  DIVMTQSPPSLSASYGDRVTITCRASQSISSY
HWVRQAPGQGLEWMGSMKPSGGSTSLAPKFQGR  LNWYOQKPGKAPKLLIYAASSLOYGVPSRFS
YTMTRDKSTSTVYMELSSLTSEDTAVYYCARDLFPHI  GSGSGTDFTLTISSLOPEDFATYYCQGSYSTP
H11F IGNYYGMDIWGQGTTVTVSS SEQ IDNO. 225 YTFGQGTKVEIK SEQ ID NO. 226
QVQLVQSGAEVKKPGASVKVSCKTSGNTFTNYSMH  DIVIVITQSPPSLSASVGDRVTITCRASQSISSY
WVYRQAPGQGLEWMGIMNPSGGSTSYAQKFQGR  LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
VTMTRDKSTSTVYMELSSLTSEDTAVYYCARDLFPHI  GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
H1C1 YGNYYGMDIWGQGTTVIVSS SEQID:NG, 227 YTFGQGTKVEIK. SEQIDNQ.228
EVQLVQSGAEVKKPGASVKVSCKASGYTFETGYYMH  DIVIMTQSPSSLSASVGDRVTITCRASQSISSF
WVRQAPGOGLEWMGWINPNSDNTGSAQKFQGR  LNWYQQKPGKAPKLLIYAASSLQSGVPSRFS
VEMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY ~ GSGSGTDFTLTISSLOPEDFATYYCQQSYSTP
GPG1A2 FDFWGQGTLVTVSS SEQIDNO. 229 ITFGQGTKVEIK SEQID NO. 230
QVQLVQSGAEVKKLGASVKVSCKASGYPFTGYYMH  DIVMTQSPSSLSASVGDRVTITCRATPSTSSY
WVRQAPGQGLEWMGWINPNGDNTGLAQKFOGR  LNWYQQKPGKAPKLLIYAASSLOSGVPSRFS
VFMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY  GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP
GPGGS FDFWGQGTLVTVSS SEQIDNO: 231 ITFGQGTKLEIK: SEQ D NO..232
QVOLVQSGAEVKKPGASVKVSCKTSGYPFTGYYMH  DIVMTQSPSSLSASVGDRVTITCRASQSISSY
WVRQAPGOQGLEWMGWINPLSDTTGSAQKFOGR  LNWYOQQKPGKAPKLLIYAASSLQSGVPSRFS
GPGG10 VEMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY GSGSGTDFTLTISSLQPEDFATYYCQQSYSTP

73
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GPGHY

GPGH10

GPGHI11

GPGH10P

FDFWGQGTLVTVSS SEQ ID:NO. 233

QVALVQSGAEVKKPGASVKYSCKASGYTFTGYYMH
WVROAPGQGLEWMGWINPLSDNTGSAQKFQGR
VFEMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTYSS SEQ ID NO. 235
QVQLVOQSGAEVKKPGASVKVSCKTSGYTFTGYYMH
WVROAPGQGLEWMGWINPNSDNTGYAQKFQGR
VEMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQ [D NQ. 237
QVQLVOQSGAEVKKPGASYKVSCKASGYPFTGYYIMH
WVRQAPGQGLEWMGWINPLSDSTGSAQKFQGRY
FMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGYF
DFWGQGTLYTVSS SEQID NO: 2’ SEQID NO.
239
QVQLVQSGAEVKKPGASVKYSCKTSGYTFTGYYMH

‘WVRQAPGQGLEWNMGWINPNSDNTGYAQKFQGR

VEMTKTTSLNTAYMELSGLRSEDTAIYYCARERSSGY
FDFWGQGTLVTVSS SEQ ID NO. 241

74

ITFGQGTKLEK SEQIDNO. 234

DIVMTQSPSSLSASYGDRYTITCRASQSISSF
LNWYQQKPGKAPKLLIYLASSLQSGVPSRFS
GSGSGTDFTLTISSLOPEDFATYYCQQSYSTP
ITFGQGTKVEIK SEQID NO. 236
DIVMTQSPSSLSASVGDRVTITCRASQSISSF
LNWYQQKPGKAPKLLIYAASSLOSGVPSRFS
GSGSETDFTLTISSLOPEDFATYYCOQAYST
PITFGQGTKVEIK SEQ ID NO, 238

DIVMTQSPSSLSASVGDRVTITCRASQSISSY
LNWYQOKPGKAPKLLIYAASSLQSGVPSRFS
GSGSCTDFTLTISSLOPEDFATYYCQQSYSTP
ITFGQGTKLEIK SEQID NO. 240

DIVMTQSPSSLSASYGDRYTITCRASQSISSF
LNWYQQKPGKAPKLLIYAASSLOSGVPSRFS
GSGSGTDFTLTISSLOPEDFATYYCQQPYSTP
ITFGQGTKVEIK SEQ ID NO. 242
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[0001]

Organization Applicant
Street :
City
State:
Country :
PostalCode :
PhoneNumber :
FaxNumber:
EmailAddress ;

<110> HiEA: RIERIrERAH

Application Project

<L20sAHAHE - B PD-LL S At sl

<130> AppFileReference : PD-L1-1A
<140> CurrentAppNumber:
<141> CurrentFilingDate + 2013-05-31

Sequence

<213> OrganismName : Artificial Sequence

<A00> PreSequenceString

QMQLVOSGAE VKKPGSSVKV SCKASGGTFN TYAISWVRQA PGQGLEWMGG IIPLFGKADY

AQKFQDRVTI TADESTSTAY MELSSLRSED TAVYYCARDK GREELGGNYY YAVDVWGPGT

TVTVSS

212> Type : PRT

«211>Length: 126
SequenceName : SEQ ID NO: 1
SeguenceDescription :

Sequence

<213> OrganismNamie : Artificial Sequence

<400> PreSequenceString :

DIVMTQTPYS VSASVGDRVT ITCRASQEVS RWVAWYQQKP GQAPKSLIYA SSRLQSGVPS

RFTASGSGTD FTLVISSLQP EDFATYYCQQ YSRFPLTFGG GTKVEIK

<212>Type : PRT

<211> Length : 107
SequenceName : SEQ D NO: 2
SequenceDescription

75

60

120

126

60

107
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[0002]

Sequente
<213> OrganismName ; Artificial Sequence
<A00> PreSequencesString :

QVALQAQLGPRG LVKPSATLSL TCAISGDSVS SNSAAWNWIR/QSPSRGLEWL GRTYYRSKWY 60
TNYAVSMRSR [TINPDTSKN QFSLQLNSVT PEDTAVYFCA GGNSSSHDDY WGQGTLVTVS 120
S 121

<212> Type : PRT
<2115 length:121
SequenceName : SEQ ID NO: 3

SequenceDescription

Sequence

<213> OrganismName 1 Artificial Sequerice

<400> PreSequenceString :

QPVLTQPASY SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMY YDVSKRPSGV 60

SNRFSGSKSG NTASLTISGL QTEDEADYYC SSYTSSNTRV FGTGTRLTVL 110
<212> Typei PRT
<211> Length: 110

SequenceName ; SEQ IDNQ: 4

SequenceDescription :

Sequerice
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVOLVQSGAE VKKPGASYKY SCKASGYTFET SYGISWVRQA PGQGLEWMGW ISAYNGNTNY 60
AQKLQGRVTM TTDTSTSTAY MELRSLRSDD TAVYYCARDL FPTIFWEGGA FDIWGQGTMY 120
TVSS 124

<212> Type : PRT

«211> Length : 124
SequenceName : SEQ.IDNQ: 5
SequenceDescription

Sequence

<213> OrganismName : Artificial Sequence
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<400> PreSequenceString
DIVMTQSPST LSASVGDRVT ITCRASQSFT TYLAWYQQKP GKAPKLLIYQ TSNLESGVPS 60

RFSGSGSGTE FTLTISSLQP DDFATYYCQQ YSRYWWSFGQ GTRLEIK 107
<212>Type + PRT
<«211> Length: 107

SequenceName : SEQ ID NO: 6

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

EVOQLVQSGAE VKKPGASLKY SCKASGYTEN SYDINWVRQA PGQGLEWMGW  INPNSGGTNY

60
AQKFQGRVTM TRDTSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV 120
TVSS 124

212> Type : PRT
<211> Length: 124
[0003] SequenceName : SEQ ID NO: 7
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

AIGMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS 60

RESGSGSGTD FTLTISSLOP EDFATYYCQQ:SSSTRLTFGQ: GTKVEIK 107
<212>Type: PRT
<211> Length : 107

SequenceName : SEQ ID NO: 8

SequenceDescription ;

Sequence

£213> OrganismNarne : Artificial Sequence
<400> PreSequenceString :
QVQLVESGGG VVQPGRSLRL SCAASGFTES SYAMHWYRQA PGKGLEWVAV ISEDGSNKYY 60

ADSVRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS 118

77
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[0004]

212> Type PRT

<211>length: 118
SequenceName; SEQ ID NO: 9
SequenceDescription :

Seguence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QAVLTQPRSY SGSPGASVT! SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVRTRPSGV 60

SDRESGSKSG NTASLSISGL-GAEDEADYYC SSHSSSTTVI FGGGTKLTVL 110
<2125 Type : PRT
<211> Length : 110

SequenceName SEQ.ID NQ: 10

SequenceDescription :

Sequence

<213> OrganismName ; Artificial Sequence

<400> PreSequenceString :

EVQLVQSGAE VKKPGASVKY SCKASGYTFT GYYMHWVROA PGQGLEWMGW  INPNSDNTGS
60

AQKFQGRVEM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS 118

212> Type : PRT

<211> Length i 118
SequenceName ; SEQ ID NO: 11
SequenceDescription :

Sequence

<213> OrganismName ;- Artificial Sequence

<400> PreSequenceString ;

DIVMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS 60

RFSGSGSGTD FTLTISSLOP EDFATYYCQQ SYSTPITFGQ GTRLEIK 107
<212>Type : PRT
211> Length : 107

SequenceName; SEQ 1D NO: 12

SequenceDescription :
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[0005]

Sequence

<213 OrganismNamie : Artificial Sequence

<400> PreSequencebtring :

EVQLVESGGG VVQPGRSLRL SCAASGFTES SYWMSWVRQA PEKGLEWVAN. IKQDGSEKYY

VDSVKGRFTI SRDONAKNSLY LOMNSLRAED TAVYYCAREG EHDAFDIWGQ GTMVTVSS

212> Type : PRT

<211> Length: 118
SequenceName : SEQ 1D NQ: 13
SegquenceDescription

Sequence

<213> OrganismName ; Artificial Sequence

<400> PreSequenceString :

QAVLTQPPSV SAAPGQRVTI SCSGSNSNIA DTYVSWYQQL PGTAPRLLIY DNDQRPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSGVF GTGTKVTVL
<212> Type i PRT
<211> Length : 109

SequenceName + SEQ 1D NO: 14

SequenceDescription :

Sequence
<213> OrganismName ; Artificial Sequence
<400> PreSequenceString

60

118

60

109

QVALVOSGGG VYQPGRSPRL. SCAASGFTEN TYGMHWVRQA PGKGLEWVAY  ISDGGNNKKY

60

ADSVKGRFET!I SRDNAKNSLY LOMNSLRAED TALYYCAKDI GESYYYYMDV WGKGTTVTVS

S

<2125 Type : PRT

<211> Length : 121
SequenceName ; SEQ ID NO: 15
SequenceDescription :

Sequence
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[0006]

<213> OrganismName: i Artificial Sequence
<400> PreSequenceString
QSVLTQPASV SGSPGQSVTI SCTGTSSDVG GFNSYSWYQQ HPGKAPKLMI YDVSKRPSE]

SDRFSGSKSG NTASLTISGL QPEDEADYYC SSYTSSSTLV FGGGTKLTVL
<212> Type ¢ PRT

SequenceName : SEQ ID NOQ; 16
SequenceDescription ;

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVALQASGPG LVKPSQSLSL TCAISGDSLS SNSAAWNWIR QSPSGGLEWL GRTYYRSKWY

NEYVESLKSR ITINSDISRN QFSLHLNSVT PEDTAVYYCA SGTGARGMDV WGQGTTVTVS

S

<212> Type : PRT

<2115 Length+121
SequenceName : SEQ ID NO: /17
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

SYVLITQPPSY SVSPGQTAS! SCSGYKLENK YVSWYQQRAG QSPVLVIYOQD NKRPSGIPER

FSGSNSGNTA SLTITGLQPE DEADYYCSAW DSSLRAWVFG GGTQLTVL
212> Type : PRT
<211>Length: 108

SequenceName : SEQ IDNO; 18

SequenceDescription

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString
QVQLQQOSGPG LVKPSETLSL TCAISGDSVS ENSAAWNWIR QSPSGGLEWL GRTYYRSKWY

NEYVESLKSR JTINSDISRN QFSLHLNSVT PEDTAVYYCA SGTGARGMDV WGQGTTVTVS

80
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[0007]

S

212> Type: PRT

<2115 Llength+ 121
SequenceName : SEQID NO: 19
SequenceDescription :

<213> OrganismNarme : Artificial Sequence
<400> PreSequencestring :
QPVLTQPPSV SVSPGQTASI TCSGDELGNK YVYWYQQKPG RSPVLVIYQD SKRPSGFPAR

FSGANSGNTA TLTISGTQAM DEADYFCQAW DSSTAWVFGG GTKLTVL
<212 Type : PRT
<211> Length: 107

SequenceName : SEQ ID NO; 20

SequenceDescription :

Seguence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString ;

EVQLVQSGAE VKKPGASYKV SCKASGYTFT GYYMHWVRQA PGQGLEWMGW

60

AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDRFWGQ GTLVTVSS

212> Type: PRT

<211> length: 118
SequeniceName : SEQ 1D NO: 21
SequenceDescription ;

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

DIVIMITQSPSS LSASYGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA.ASSLQSGYPS

RFSGSGSGTD FTLTISSLOP EDFATYYCQQ SYSTPITFGQ GTRLEIK
<212>Type: . PRT
<211> Length : 107
SequenceName: SEQ |D NO: 22
SequenceDescription :

81

121

107

INPNSDNTGS

118

60
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[0008]

Sequence

<213>OrganismName :-Artificial Sequence

<400> PreSequenceString :

QVQLVQSGAE VKKPGSSVKV SCKASGGTFS RYGVHWVYRQA PGQGLEWMGR LIPIVSMTNY 60

AQKFQDRVSI TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWYFFAW GQGTLYTVSS 120

212> Type : PRT

<2115 Length: 120
SequenceName ; SEQ ID NO: 23
SequenceDescription

Sequence

<2135 OrganismName:: Artificial Sequence

<400> PreSequenceString :

LPVLTQPASY SGSPGQSVTI SCTGTSSDVG GHNYVSWYQQ HPGKAPKLMI'YEVNKRPSGY 60

PDRFSGSKSD YTASLTISGL QPDDEADYFC SSYTATTTGY VFGTGTKVTV L 111

<212> Type : PRT

<211> Length: 111
SequenceName : SEQID NO: 24
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

EVQLVQSGAE VKKPGASVKV SCKASGYTFT ‘GYYMHWVROA PGOGLEWMGW INPNSDNTGS
60

AQKFQGRVEM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDPWGQ GTLYTVSS 118
<212>Type : PRT
211> Length : 118

SequenceName : SEQ ID NO: 25
SequenceDescription::
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Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVYT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLOSGVPS 60
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTRLEIK 107
<212> Type : PRT
<211> Length: 107

SequenceName : SEQ ID NO: 26

SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequente
<400> PreSequenceString :
QVQIVOSGAE  VKKPGASVKY SCKTSGNTFT NYYMHWVRQA PGQGLEWMGI MNPSGGSTSY
60
AQKFQGRVTM TRDKSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MIDIWGQGTTV 120
TVSS 124

[0009] o

<212> Type: PRT
<211> Length: 124

SequenceName: SEQ 1D NO: 27

SequenceDescription :
Sequence
£213> OrganismName : Artificial Sequence
<400> PreSeguenceString
DIVMTQSPPS LSASVGDRVT ITCRASGSIS SYLNWYQQKP GKAPKLLIYA ASSLOSGVPS 60
RESGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPYTFGQUGTKVEIK 107
<212> Type + PRT
211> Length : 107

SequenceName : SEQ ID NO: 28

SeguenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSeguenceString :
QVQLVQSGAE VKKPGSSVKY SCKASGGTFS SYAISWVRQA PGQGLEWMGG HIPIFGTASY 60
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[0010]

AQKFQGRVTI| TADESTTTAY MELSSLRSED TAVYYCAREG PEYCSGGTCY SADAFDINGQ
GTMVTVSS
<Z12>Type : PRT
<211> Llength : 128
SequenceName : SEQ 1D NQO: 29
SequenceDescription :

Sequence
<2135 OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSY SAAPGQKVTI SCSGSTSNIE NYSVSWYQQL PGTAPKLLY DNNKRPSGIP
DRFSGSKSGT SATLGITGLO TGDEADYYCG TWDNRLSSWV FEGGTKVTVL
<212> Type: PRT
<211> length : 110
SequenceName : SEQ ID NO: 30
SequenceDescription :

Sequence

213> OrganismName : Artificial Sequence

<4003 PreSeguenceString

QVQLVQSGAE VKKPGSSVKY SCKASGGTFS SYAISWVYRQA PGQGLEWMGR |IPILGIANY

AQKFQGRVTI TADKSTSTAY MELSSLRSED TAVYYCARSE SGSYSHDYWG QGTTVTVSS

<212> Type:: PRT

<211> Length : 119
SequenceName : SEQ ID NO: 31
SequenceDescription :

Sequence
<213> OrganismNarne : Artificial Sequence
<400> PreSequenceString :
QPVLTQPPSV SAAPGQKVTI SCSGSSSNIG NSHVSWFQQL PGTAPKLVIY DNDKRPSGIA
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGY FGGGTKLTVL
<212> Type : PRT
<211> Length: 110
SequenceName : SEQ 1D NO: 32
SequenceDescription

Sequence

84
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[0011]

<213> OrganismName : Artificial Sequence
<400> PreSequenceString !
QVQLVESGAE VKKPGASVKV SCKASGYTET SYYIHWVROA PGQGLEWMGH INPSGGSTTY.
AQKFQGRVSM TRDTSTRTVY MELSGLISDD TAIYYCARDD DFYSGYPGDY WGQGTLVTVS
N
<212> Type : PRT
<211> Length 121
SequenceName ; SEQ 1D NO: 33
SequenceDescription :

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAVF GGGTKLTVL
<212> Type : PRT
<211> Length: 109
SequenceName: SEQD NO: 34
SequenceDescription :

Sequence

&213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QMQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVRQA PGQGLEWMGG |IPIFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGN IVATITPLDY WGQGTLVTVS

S

<212>Type : PRT

<211> Length : 121
SequenceName : SEQ ID NO: 35
SequenceDescription :

Sequence

<2135 OrganismName : Artificial Sequence
<400> PreSequenceString :
SYELMQPPSV SVAPGKTAT| ACGGENIGRK TVHWYQQKPG QAPVLVIYYD SDRPSGIPER

FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHRIFG GGTKLTVL
<212> Type : PRT
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121

60
109

60

120
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<211> Length : 108
SequenceName +SEQ ID'NO: 36
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVOLVQSGGG LVQPGGSLRL SCAASGFTFS SYSMNWVRQA PGKGLEWVSY ISSSSSTIYY 60
ADSVKGRFTI SRDNAKNSLY LOMNSLRDED TAVYYCARGD YYYGMDVWGQ GTTVTVSS 118
«212> Type + PRT
<211> length : 118
SequenceName : SEQ ID NO; 37
SequenceDescription :
Sequence
<213> OrganismNamie : Artificial Sequence
[0012]  <400> PreSequenceString :
EIVLTQSPSS LSASIGDRVT LTCRASQSIR RFLNWYQQKP GKAPELLIYT ASSLOSGVPS 60
RFSGSGSGTD FTLTINSLQP EDFATYYCQQ SYAVSPYTFG QGTKVEIR 108
<212> Type : PRT
<211> Length 108
SequenceName : SEQ ID NO: 38
SequenceDescription :
Sequence
<213>OrganismName : Artificial Sequence
<400> PreSequenceString :
QMQLVQSGAE VKKPGSSVKY SCKASGGTFS SYAISWVRQA PGQGLEWMGG 1IPIFGTANY 60
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGD FWSGYRTYYY YYGMDVWGQG 120
TMVTVSS 127

<212> Type : PRT

<211>Length 127
SequenceName : SEQ [D NO: 39
SequenceDescription :
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Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTOPPSY SAAPGQKVTI SESGSSSNIG NNYVSWYQQL PGTAPKLLYY DNNKRPSGIP 60
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAVY FGGGTKLTVL 110
212> Type: PRT
<211> Length 110

SequenceName : SEQ ID NO: 40

SequenceDescription::
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequericeString :
QVQIVQASGAE  VKKPGASVKY  SCKTSGYTFT SNAIGWVRQA PGQGLEWMGW  ISAYNGNTNY
60
AQNLQGRVTM TTDTSTSTAY MELRSLRSDD TAVFYCARKG TGLHFDYWGQ GTLVTVSS 118

[0013] ,

<212> Type : PRT
<211> Length: 118

SequenceNaime : SEQ ID NO: 41

SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
ALTQPASVSG:SLGQSITISC TGSSSDVGGY KYVSWYQQHP: GKAPKLMIYD VINRPSGVSS 60
RFSGSKSANT ASLTISGLQA EDEADYYCFS YSSRSTRIFG SGTKVTVL 108
212> Type-: PRT
211> Length : 108

SequenceName : SEQ 1D NO: 42

SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLOQSGPG LVKPSQTLSL TCAISGDSVS SNSAAWNWIR QSPSRGLEWL GRTYYRSKWY 60
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NDYAVSVIKSR ITINPDTSKN QESLQLNSVT PEDRTAVYYCA RGAAGRAEDI WGQGTMVIVS 120

S 121
<2125 Type: PRT
211> Length 121

SequenceName : SEQ D NO: 43

SequenceDescription :

Sequence

<2135 OrganismName : Artificial Sequence

<400> PreSequenceString ;

QTVVTQPPSV SKDLGQTATL TCTGNNNNVG NHGAAWLQQH QGHPPKLLSY RNNNRPSGIS 60

ERLSASRSGN TASLTITGLQ PEDEADYYCS AWDRSLSAWY FGGGTKLTVL 110
<2125 Type : PRT
<211> Length + 110

SequenceName : SEQ |D NO: 44

SequenceDescription ;

Sequence

<2135 OrganismName ¢ Artificial Sequence

<400> PreSequenceString :

EVQIVQSGGG LVQPGGSLRL SCAASGFTFS SYSMNWVRQA PGKGLEWNVSY |SSSSSTIYY 60

ADSVKGRETE SRDNAKNSLY LQMNSLRDED TAVYYCARGD YYYGMDVWGQ GTTVTVSS 118

<212>Type : PRT

<211> Length: 118
SequenceName : SEQ 1D NO: 45
SequenceDescription :

Sequence

<213> OrganismNarme : Artificial Sequence

<400> PreSeguenceString &

EIVLTQSPSS LSASIGDRVT LTCRASQSIR RFLNWYQQKP GKAPELLIYT ASSLOSGVPS 60

RFSGSGSGTD FTLTINSLQP EDFATYYCQQ SYAVSPYTEG QGTKVEIK 108

212> Type : PRT
<211>Length 7108
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[0015]

SequenceName : SEQ ID NO: 46
SeguenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSeguenceString :

EVOLVESGGG LVQPGGSLRL SCAASGEYLG SYWMAWYVROA PGKGLEWYAA IRQDGSETIY

VDSVKGRFH-SRDNGGNSVT LAMTTLRAGD TAVYYCARAH YFGFDNWGQG TLVTVSS

<212>Type : PRT

<2115 Length: 117
SequenceName s SEQIDNO: 47
SequenceDescription

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString

QSVITQPASV SGSPGQSISV SCTGTSSDYG RYNFVYSWYQQ HPGKAPKLMY FDVSNRPSGI

SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTTNSTYV FGSGTKYTVL
<212>Type : PRT
<211> Length: 110

SequenceName : SEQ ID NO: 48

SequenceDescription :

Sequence

<213>.OrganismName: ; Artificial Seguence

<400> PreSequenceString

QOMQLVQSGAE VKKPGASVKI SCKASGYPFR NYYIHWVRQA PGQGLEWVGI INPDGGTITY

AGKFQGRV5M TRDTSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTY
TVSS
<2123 Type : PRT
<211> Length: 124
SequenceName : SEQ |D NO: 49

SequenceDescription :

Sequence

89
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[0016]

%2135 OrganismName # Artificial Sequence
<4005 PreSequenceString :
QPVLTOPPSY SAAPGQOKVTI SCSGSSSNIANNYVSWYQQL PGTAPKLLIF ANNKRPSGIP

DRFSGSKSGT SAALDITGLQ TGDEADYYCG TWDSDLRAGY FGGETKLTVL
<212> Type : PRT
<211> length : 110

SequenceName : SEQ 1D NO: 50

SequenceDescription !

Sequéence

<213> OrganismName : Artificial Sequence

<4005 PreSequenceString

EVQLLESGGG VWQPGGSLRL SCAASGFTFS SYWMSWVRQA PGKGLEWVAN IKQDGSEKYY

VDSVKGRFTI SRDNSKNTVS LOMNSLRAED TAVYYCAKDR YYNFPLGMDV WGQGTTVTVS

S

<212>Type : PRT

<211 Length 121
SequenceName ; SEQ [D'NQO; 51
SequenceDescription :

Sequence

<213% OrganismName : Artificial Sequence

<400>PreSequencesString :

AIRMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYT TSSLKSGVPS

RFSGSGSGTD FTLTISRLQP EDFATYYCQQ:SYSSTWTFGR GTKVEIK
<212> Type : PRT
<211> Length : 107

SequenceName ; SEQ ID NO: 52

SequenceDescription :

Seguence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLLESGAE VKKPGSSYKV SCKSSGDTFT NFAINWIRQA PGQGLEWMGR 1IPLFGTTNY

AQKFQGRVTI TADESTSTAF MDLNSLTSED TAVYYCARTL: GGDYYDSRGY YNWGQGTLVT

90

60

110

60

120

121

60
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Vss

<212>Type : PRT

<211> Length: 123
SequenceName (SEQ ID NO: 53
SequenceDescription ;

Sequence

<213> OrganismName : Artificial Sequence

<400>PreSequenceString

QSVLTQPASY 5GSPGAQSITI SCTATSSDVG SYNLVSWYQQ YPGKAPKLMI YEVSERPSGY

PDRFSGSKSG NTASLTVSGL QAEDEADYYC SSYTDSNNFR VEGGGTKITV L

<2125 Type: PRT
<211> length : 111
SequenceName:: SEQ 1D:NO: 54

SequenceDescription ;

Sequence

<213> OrganismName ¢ Artificial Sequence

<400> PreSequenceString :

QVQLAQQSGPG LVKPSQTLSL TCAISGDSVS SNSYVWNWFR QSPSRGLEWL GRAYYRSKWY

NDYAVSVKSR ITINPDTSKN QLSLOLNSVT PEDTAVYYCA KGLDVWGQGT TVTVSS

212> Type : PRT

<211> Length: 116
SequenceName : SEQ 1D NO: 55
SequenceDescription :

Sequence

<213> OrganismNarme.: Artificial Sequence

<400> PreSequenceString :

EIVMTQSPSS LYASVGDRVT ITCRASQSIS SYLNWYQQKP GKVPKLLIYA ASSLQSGVPS

RESGSGSGTD FTLTISGLQP EDFATYYCQQ SYTPAWTFGQ GTKLEIK

212> Type : PRT
<211>Length 1 107

91
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60

116

60

107



CN 104736168 B F 5 *k

18/73 L

[0018]

SequenceName : SEQ ID NO: 56
SegquenceDescription :

Sequence

213> OrganismiName : Artificial Sequence

<400> PreSequenceString

QVQLVQSGAE VKKPGSSVKY SCKASGGTFS SYAISWVRQA PGOGLEWMGG [IPIFGTANY

AQKFQGRVT! TADESTSTAY MELSSLRSED TAVYYCARDG IVADFQHWGQ GTLVTVSS

<212> Type : PRT

<211> Length : 118
SequenceName : SEQ |D NO: 57
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QSVVTQPPSY SAAPGQKVT! SCSGSSSNIG NNYVSWYQQV PGTAPKLLIY DNDKRPSGIP

DRFSGSKSGT SATLAITGLQ TGDEADYYCG TWDSSLNAWY FGGGTKLTVL
<212>Type : PRT
<211> Length : 110

SequenceName : SEQ ID:NO: 58

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQOSGAE VKKPGASVRV SCKASGGTFS SYAISWVRQA PGQGLEWMGG IIPIFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARDG IVADFQHWGQ GTLVTVSS
212> Type : PRT
<211> Length : 118

SequenceName : SEQ 1D NO; 59

SequenceDescription :

Sequence
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110

60

118



CN 104736168 B F 5 *k

19/73 L

[0019]

<213> OrganismName = Artificial Sequerice
<400> PreSequenceString :
QSVLTOPPSY SAAPGOKVTI SCSGSSSNIE NNYVSWYQHL PGTAPKLLIY DDFKRPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAVV FGGGTKLTVL
<212> Type : PRT
<211> Length : 110

SequenceName : SEQID NO: 60

SequenceDescription ;

Sequence

<213> OrganismName ; Artificial Sequence

<400> PreSequenceString :

QMQIVQASGAE VKKPGSSVKY SCKASGGTEN SYPISWVRQA PGOGLEWMGG [IPIFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAMYYCAKNH PTATLDYWGQ GTLVTVSS

<2125 Type : PRT

<211> length + 118
SequenceName ; SEQ D NO; 61
SequenceDescription:

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QSVLTOPPSA SGSPGOSVTESCTGTSSDVG GYNYVSWYQQ HPGKAPKLIVII YEVSKRPSGY

PDRFSGSKSG NTASLTVSGL QAEDEADYYC SSYAGSNNLG VFGGGTKLTV L

<212> Type : PRT

<211>Length 2111
SequenceName : SEQ ID NO: 62
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVOSGGN LVKPGGSLRL SCAASGFSFS SYDMNWVRQA PGRGLEWVSS ISGTGRYEYY

93

60

110

60

118

60

111

60
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SPSVKGRFTI SRDNANTSLY LOMNSLTADD TAVYFCTRGD ILTGASAMDY WGQGTTVTVS

S

<212>Type : PRT

<211> Length + 121
SequenceName : SEQ ID NO: 63
SequenceDescription :

Sequence

<2135 OrganismiName ; Artificial Sequence

<400> PreSequenceString ;

DIQLTQSPSS LSASVGDRVT ITCRASQGIS SWLAWYQQKP GKAPKLLIYA ASSLOQSGVPS

RFSGSGSGTD FTLTISSLQP EDFATYYCQQ ANSFPLTFGG GTKVEIK
<2125 Type : PRT
<211> Length : 107

SequenceName:: SEQ 1D-NO: 64

SequenceDescription ;

Sequence

<213> OrganismName ¢ Artificial Sequence

<400> PreSequenceString :

EVQLLESGGN LYKPGGSLRL SCAASGFSFS'SYDMNWYRQOA PGRGLEWVSS ISGTGRYEYY

SPSVKGRFTI SRDNANTSLY LOMINSLTADD TAVYFCTRGD ILTGASAMDV WGOGTTVTVS

S

<212>Type : PRT

<211> Length ;121
SequenceName : SEQ 1D NO: 65
SequenceDescription :

Sequence

<213> OrganismNarmne. : Artificial Sequence

<400> PreSequenceString :

DVVMTQSPST LSASVGDRVT ITCRASQSIG TWLAWYQQKP:GKAPNLLIYK ASSLESGVPS

RESGSGSGTE FTLTISSLAP DDFATYYCQQ ANSFPLTFGG GTKVEIK

212> Type : PRT
<211>Length +107

94

120

121

60

107

60

120

121

60

107
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[0021]

SeguenceName : SEQ 1D NO: 66
SequenceDescription :

Sequence

QMQLVQSGAE VKKPGSSVKV  SCKASGGTFS RYGVHWVRQA PGQGLEWMGR  LIPIVSMTNY
60

AQKFQDRVSI TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWVFFAW GQGTLYTVSS 120

<2125 Type : PRT

<211> Length : 120
SequenceName : SEQ ID NO: 67
SequenceDeascription

<213> OrganismName : Artificial Seguence
<400> PreSequenceString :
DIQMTQSPSS LSASVGDRVT ITCQASQDIS NYLNWYQQKP GKAPKLLIYD ASTLOSGVPS 60

RFSGSGSGTD FTLTISSLAQP EDFATYYCQQ, SYSSHWTFGQ GTKVEIK 107
£212> Type : PRT
211> Length ; 107

SequenceNarre : SEQ 1D NO:'68

SequenceDescription

Seguence

<213> OrganismName : Actificial Sequence
<400> PreSequenceString :
EVOLVQSGAE VKKPGSSVKV SCKASGGTFS RYGVHWYRQA PGOGLEWMGR LIPIVSMTNY 60

AQKFQDRVSI TTDKSTGTAY MELRSLTSED TALYYCASYG QOLPWVFFAW GQGTLVTVSS 120
<212> Type : PRT
<211 Length: 120

SequenceName : SEQ ID NO: 69
SequenceDescription

95
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Seguerice

<213>OrganismName : Artificial Sequence

<400> PreSequenceString :

QSVVTQPPSY SGAPGQRVT) SCTGSSSNIG AGYGVHWYQH LPGSAPKLLI YGNSNRPSGV 80

TDRISGSKSG TSASLAITGL QAEDEAVYYC QSYDSSLSTS VVFGGGTKLT VL 112

<212> Type : PRT

<«211> Length:: 112
SequenceName: SEQ ID NO: 70
SequenceDescription:;

Sequence

<2135 OrganismName : Artificial Sequence

<400> PreSequenceString :

OMQLVOSGGG LIQPGGSLRL SCAASGFTFS SYAMHWVROA PGKGLEWVAV ISFDGSNKYY 60

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS 118
[0022]

<212>Type : PRT

<2115 Length: 118
SequenceName SEQ ID NO: 71
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QAGLTQPASY SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVTKRPSGV 60

SNRFSGSKSG NTASLTISGL QAEDEANYYC SSYTSRSTSV LFGGGTKLTV L 111
<212> Type : PRT
<211> Length : 111

SequenceName  SEQID NO: 72

SequenceDescription :

Sequence

96
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[0023]

<213> OrganismName : Artificial Sequence
<A00> PreSequenceString :
EVQLVESGGG VWLPGRSLRL SCAASGFTES SYAMHWNVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

<212> Type + PRT
<211>|ength ;118
SequenceName : SEQ ID NO: 73

SequenceDescription::

Sequence

QPVLTQPPSY SEAPRQRVTI SCSGSSSNIG HNAYTWYQQV PGKARKLLIY YDDLLPSGVS

DRESGSKSGT SASLAISGLQ SEDEADYYCA AWDDSLNGWY FGGGTKLTVL
<212> Type : PRT
<211 Length+ 110

SequenceName i SEQ ID NQG: 74

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISEDGSNKYY

ADSVRGRFTI SRONSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

<212>Type : PRT

211> Length: 118
SequenceName : SEQ ID NO; 75
SeguenceDescription:

Seguence

£213> OrganismName ! Artificial Sequence
<400> PreSequenceString :
QAGLTQPASV SGSPGQSITI SCTGTSSHVG GYNYVSWYQQ HPGKAPKLMI YDVSNRPSGV

97
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[0024]

PDRFSGSKSG NTASLTISGL QAEDDADYYC ASYTSTSTLG WFGGGTKLT VL

<2125 Type : PRT

<211> Llength 1112
SequenceName :SEQ ID NO: 76
SequenceDescription

Sequence

<213> OrganismName : Artificial Sequence

<4003 PreSequenceString -

QVQLVESGGEG VWQPGRSLRL SCAASGFTES SYAMHWYVRQA PGRKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

<212>Type : PRT
«211> Length 1118
SequenceName 1 SEQHID NO: 77

SequenceDescription:

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString:

QPVLTQPASV SGSPGQSITI SCTGTSSDVG GYNYVSWYQH HPGKAPKLMI FDVNKRPSGV

SNRFSGSKSG NTASLTISGL QAEDEADYYC NSYTTSSTYV VFGGGTKLTV L

<212> Type : PRT

<211>Llength: 111
SeguenceName ; SEQ 1D NO; 78
SequenceDescription ;

Seguence

<213> OrganismName : Artificial Sequence
<400> PreSeguenceString
QVQLVESGGG VWQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRONSKNTLY LAMNSLRTED TAVYYCARGW LDRDIDYWGQ, GTLVTVSS

98

112
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118
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[0025]

<212> Type : PRT

<2115 Length: 118
SequenceName : SEQ ID NO: 79
SequenceDescription :

Sequence

<213> QrganismName : Artificial Sequence

<400> PreSequenceString

QSVLTQPPSA SGTPGQORVTI SCSGSSSNIG SNTVHWYQQL PGTAPKVLIY TNNQRPSGVP

DRFSGSKSGT SASLAISGLO SEDEADYYCA AWDGRLOGWY FGGGTKLTVL

<211> Length: 110
SeguenceName : SEQ ID NO: 80
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVYRQA PGKGLEWVAY: ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

<2125 Type : PRT

<211>length: 118
SequenceName : SEQ D NO:81
SequenceDescription

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString ¢

QSVVTQPPSV SAAPGQKVTI SCSGSNSNIA NNYVSWYQQL PGTAPKLLIY DSNKRPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG SWDSSLSVWM FGGGTKLTVL
<212>Type : PRT
211> Length : 110

SequenceName : SEQ ID NO: 82

SequenceDescription :

99
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[0026]

Sequente

<213>OrganismName : Artificial Sequence

<400> PreSequencestring :

QVQLVESGGGE VWWQPGRSLRL SCAASGFTES SYAMHWVROA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTISRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLYTVSS

<212>Type : PRT
SequenceName : SEQ ID'NO: 83
SequenceDescription :

Sequence

<2133 OrganismNama ¢ Artificial Sequence

<4005 PreSequenceString:

LPVLTQPRSY SGSPGQSVTI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVTKRPSGV

PDRFSGSKSG NTASLTISGL QAEDEADYYC SSYTGSSTLG PVEGGGTKLT VL

<212> Type: PRT

<2115 Length: 112
SequenceName : SEQ 1D NO: 84
SeguenceDescription :

Segquence

<213> OrganismNarne ; Artificial Sequence

<400> PreSequenceString :

EVOLVESGGG VVQPGRSLRL SCAASGFTES SYAMHWYRQA PGKGLEWVAY ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
<212> Type : PRT
«211> Length ;118

SequenceNare : SEQ 1D NO: 85

SequenceDescription :

Sequence

100
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[0027]

<213> OrganismName : Artificial Sequence
<400> PreSequenceString ©
QSVLTQPPSY SAAPGQKVTI SCSGNSSNIG NNYVSWYQQL PGTAPKLLYY: DNDKRPSGIP
DRESGSKSGT SASLAISELR FEDEADYYCA AWDDTLSGHY FGPGTKLTVL
<2125 Type: PRT
<211> Length: 110
SequenceName ;SEQ ID NO; 86
SequenceDescription ;

Sequence
<2135 QrganismName CArtificial Sequence
<400> PreSequenceString :

ADSYRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

212> Type : PRT

<2115 Length+ 118
SequenceName : SEQ ID NO: 87
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

SYELMQPPSV SVPPGETARI TCGGNNIGNK:-NVHWYQQKPG QAPVLVVRED SARPAGIPER

FSGSNSGNSA TLTISRVEAG DEADYYCQVW DNTSDHVVEG GGTKLTVL
<212» Type: PRT
<211> Length : 108

SequenceName : SEQ 1D NO: 88

SequenceDescription :

Sequence

<213> OrganismName :Artificial Sequence
400> PreSequenceString
QVQLVESGGG YWQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

101

60
110

60
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<212>Type : PRT
211> length:118
SequenceName:: SEQ 1D NO: 89
SeguenceDescription :
Sequence
<213> OrganismNarme : Artificial Sequence
<400> PreSequenceString :
SYELMQPPSV SEVPGQRVTISCSGSSSNIG NNAVNWFQQL PGKAPKLLVY YDDWVPSGIS 60
GRFSASKSGT SASLAISGLQ SGDEGDYYCA VWDDRLSGYY FGGGTKLTVL 110
<212> Type : PRT
<211> length : 110
SequenceName : 5EQ [D NO: 90
SequenceDescription
Seguence
<213> OrganismName : Artificial Seguence
<4005 PreSequenceString :

[0028] QVOLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVYRQOA PGKGLEWYAY ISFDGSNKYY 60
ADSVRGRETI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS 118
<212>Type :PRT
<211> Length:: 118

SequenceName : SEQ |D NO: 91
SequenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVVTQPPSV SAAPGQOKVTI SCSGSSSNIG NNYVSWYQQL PGTAPTLLIY DSNKRPSVIP 60
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDDSLNGWY FGGGTKLTVL 110

<2125 Typé ;: PRT

<211> Length + 110
SequenceName : SEQ IDNO: 92
SequenceDescription:

Sequence

102
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[0029]

<213> OrganismiName : Artificial Sequence
<400> PreSequenceString !
EVOLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVYROA PGKGLEWVAV ISEDGSNKYY

ADSYRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTMVTVSS

<212>Type : PRT

<211>length: 118
SequenceName : SEQLID NO: 93
SequenceDescription ;

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QSALTQPASY SGSPGQSITI SCTGTSSDVEG GYNYVSWYQQ HPGKAPKLMI YDVSNRPSGV

SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYRSSTLGP VFGGGTKLTV L

<212> Type : PRT

<211> Length 1 111
SequenceName ; SEQ 1D NO: 94
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

<212> Type : PRT

211> length+ 118
SequenceName: SEQ ID NO: 95
SequenceDescription ;

Sequence

<213 OrganismName : Artificial Sequence

103
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[0030]

<400> PreSequenceString
QAGLTQPPSA SGSPGQSVTI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVSNRPSGY 60

PDRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSSTLY VFGGGTKLTV L 111

<212> Type : PRT

«211> Length: 111
SequenceName : SEQ D' NO:; 96
SeguenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString ;

EVQLVOQSGGG LYQPGGSLRL SCAASGFTFS SYSMNWVRQA PGKGLEWVSY 1SSSSSTIYY 60

ADSVKGRFTI SRDNAKNSLY LOMNSLRDED TAVYYCARGD YYYGMDVWGQG GTTVTVSS 118

<212>Type : PRT

<211> Length: 118
SequenceName : SEQ ID NO; 97
SequenceDescription

Sequence

<213> OrganismName: : Artificial Sequence

<400> PreSequenceString :

NIGMTQSPSS VSASVGDRVT ITCRASQDIS RWLAWYQQKP GKAPKLLIYA ASSLQSGVPS 60

RFSGSGSGTD FALTISSLQP EDFATYYCQQ ADSFFSITFG QGTRLEIK 108
<2125 Type: PRT
<211> Length : 108

SequenceName : SEQ ID NO: 98

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequence5tring

QVQLVQSGSE  VKKPGASVKY  SCRASGYLFT  NYGISWVRQA PGQGLEWMGW VSAHGEFTKY
60

104
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APSLODRVTM TSDISTTTAY MELRSLRSDD-AGVYYCARDR GADHFDTWGQ GTIVTVSS 118
<2125 Type : PRT
<211> Length : 118

SequenceName : SEQ 1D NO: 99

SequenceDescription :
Sequence
213> OrganismName ;Artificial Sequence
<400> PreSeguenceString :
AIQLTQSPAT LSLSPGERAT LSCRASQSVG VYLAWYQQKP GQSPRLLIYD TSKRATGIPD 60
RFSASGSGTD FTLTISRLEP EDFAVYYCHQ RHSWPTTFGQ GTRLEIK 107
<212> Type : PRT
<211> Length : 107

SequenceName : SEQ ID NO: 100

SequenceDescription:
Sequerice

[o0311

<213> OrganismName +Artificial Sequence
<400> PreSeguericeString :
EVQLVQSGAE  VKKPGASVKY  SCKASGYTFT SYYMHWVROA PGQGLEWMGM  INPSSATTTY
60
TQKFQGRVSM TRDTSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV 120
TVSS 124
<212>Type : PRT
<211s Length : 124

SeguenceName : SEQ ID NO: 101

SequenceDescription :
Sequence
<213 OrganismName : Artificial Sequence
<400> PreSequenceString :
NIQMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQOKP GKAPKLLIYA ASSLQSGVPS 60
RFSGSGSGTD FTLTISSLAOP EDFATYYCQQ SYSTLTFGGEG TKVEIK 106

<212> Type: PRT
<211> Length: 106

105
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[0032]

SequenceName:+ SEQLID NO: 102
SequenceDescription :

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString -

EVQLVQSGAE VKKPGSSVKV SCKASGGTFS SHVISWVRQA PGQGLEWMGG IIPIFGTANY

AQKFQGRVT! TADESTSTAY MELSSMRSED TAVYYCATSG VVAATHFGYW GAGTLVTVSS

<2125 Type : PRT
<211> Length: 120

SequenceDescription :

Seguence

<213> OrganismName : Artificial Seguenice

<A00> PreSequenceString

QSVLTQPASY SGSPGQSITI SCTGTSSDVGE DYNLVSWYQQ HPGKAPKLII YEVNKRPSGY

SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYAGYNNLY VFGTGTKVTV L

212> Type 1 PRT

<211> Llength: 111
SequenceName : SEQ ID NO: 104
SequenceDescription :

Seguence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QVOLYQSGAE VKKPGSSVKY SCKASGGTES SYAISWVRQA PGQGLEWMGG [IPIFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGA SGSYFITTYV DYWGQGTLYT

WSS

<212>Type : PRT

<211> Llength: 123
SequenceName: : SEQ ID NQ: 105
SequenceDescription :

106

120

60
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60
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[0033]

Sequence

<213> OrganismName ; Artificial Sequence

<400> PreSequenceString :

QSALTQPPSA SGSPGQSVTI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLII YDYNMRPSGV 60

PDRESGSKSG NTASLTISGL QAEDEADYYC SSYAGLYFPL FGGGTQLTVL 110
<212>Type : PRT
<211> Length 1116

SeguenceName : SEQ. 1D NO: 106

SequenceDescription ;

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

EVQLVESGGG LVOPGGPLRE SCAASGFTLS SYWMSWVROA PGEGLEWVAN IKYDGSETYY 60
ADSVKGRETI SRDNAKNSLY LOMNRLRLED TAVYYCAREV SSAATSPLDR WGRGTLVIVS 120
S 121

<212> Type : PRT

<211> Length: 121
SequenceName «SEQ ID NO: 107
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString

DIVMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS 60

RFESGSGSGTD FTLTISSLQP EDFATYYCQQ SHSSRYTFGQ GTKLEIK 107
<212> Type : PRT
«211> Length + 107

SequenceName | SEQ 1D:NO: 108

SequenceDescription :

Seguence

<213> OrganismName : Artificial Sequentce
<400> PreSequenceString :
EVQIVQSGAE VKKPGSSVKY SCKASGGTES RYGYHWYVROA PGAGLEWMGR LIPIVSMTNY 60

107
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AQKFQDRVSI TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWVFFAW GQGTLVTVSS 120

<212> Type : PRT

<211> Length: 120
SequenceName ; SEQ D NO: 109
SequenceDescription ;

Sequence

<213>0rganismName 7 Artificial Sequence

<400> PreSequenceString :

QSVVTQPPSY SGAPGQRVTI SCTGSSSNIG AGYGVHWYQH LPGSAPKLLI YGNSNRPSGY 60

TDRISGSKSG TSASLAITGL QAEDEAVYYC QSYDSSLSTS VWWFGGGTKLT VL 112

<2125 Type : PRT
<211> Llength : 112
SeguenceName : SEQ ID NO; 110
SequenceDescription :
[0034]
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGGG WQPGGSLRL SCAASGFTFS SYAMHWVROA PGKGLEWVAV ISFDGSNKYY 60

ADSYRGRFTI SRDNSKNTLY LQMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS 118

<212>Type : PRT

211> Length : 118
SequenceName 1 SEQ ID NO: 111
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSA SGTPGQRVTI SCSGSSSNIG SNTVHWYQQL PGTAPKYLIY TNNQRPSGVP 60

DRFSGSKSGT SASLAISGLQ SEDEADYYCA AWDGRLOGWV FGGGTQLTVL 110

108
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[0035]

212> Type : PRT

<211>Llength : 110
SequenceName SEQ D NO: 112
SequericeDescription

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

EVQIVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAY ISFDGSNKYY

ADSVRGRETI SRDNSKNTLY LOMINSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

<212> Type : PRT

<211> Length : 118
SequenceName : SEQ ID NO: 113
SequenceDescription ;

Sequence
<213> OrganismName ; Artificial Sequentce
<400> PreSequenceString ;
OAGLTOPPSA SGTPGQRVTI SCEGSSSDIG SNTYNWYQQOV SGERAPKLLLY TNGQRPSGVP
DRFSGSKSGS SASLAISGLQ SEDEADYYCA SWDDSLKGYV FGTGTKVTVL
<212>Type: PRT
<211> Length: 110
SequenceName : SEQ 1D NO: 114
SequenceDescription :

Sequence

<213> OrganismName ; Artificial Sequence

<400> PreSequenceString -

EVQLVYQSGAE VKKPGSSVKY SCKASGGTES SYAISWVRQA PGQGLEWMGR IIPILGIANY

AQKFQGRVTI TADKSTSTAY MELSSLRSED TAVYYCARVG GGAQTPFDYW GQGTLVTVSS
<212> Type 1 PRT
211> Length: 120

SequenceName : SEQ ID NO: 115
SequenceDescription

109
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Sequence:
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QSVLTQPPSV SAAPGQKVTI SCSGSSSNIG NSYVSWYQHL PGTAPKLLIY DNNKRPSGIP 60
DRFSGSKSAT SATLGITGLQ TADEADYYCG TWDSSLGVVE GGGTKLTVL 109
<212> Type : PRT

211> Length © 109
SequenceName : SEQ ID NO: 116
SequenceDescription :

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVQSGSE VKRPGASVRV SCKASGYIFS QYTIHWVRQA PGERLEWLGW INAVTGNTKY 60
AQKFOQGRVTI TMDSSASTAF MEMSSLRSED AGVYFCARDM VPFGGEIKYG FDEWGQGTMI 120
TVSS 124

[0036] <2125 Type :PRT
211> length : 124
SequenceNaime : SEQ ID NO: 117
SequenceDeseription

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QSALTQPASYV SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI'YNVSKRPSGY 60

SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSSTFV FGTGTKVTVL 110
<212>Type: PRT
<211> Length : 110

SequenceName: : SEQ 1D NO:118

SequenceDescription :

Sequence

<213>DrganismNarmie : Artificial Sequence
<400> PreSequenceString :
QVQLVESGGG VWQPGRSLRL SCAASGFTFS SYGMHWYRQA PGKGLEWVAL ISYDGSNKYY 60

110
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37/73

[0037]

ADSMKGRFTI SRDNSKNTLF LOMNSLRAED TAVYYCAKTL MPASIMGYFT HWGQGTLVTV

55

<2125 Type : PRT

<211> Length: 122
SequenceName : SEQ ID' NO: 119
SequenceDescription

Sequence

<Z13>0OrganismName : Artificial Sequence

<400> PreSequenceString :

SYELMIQPPSV SVAPGETARI TCGGNNIGSK SVHWYQQKPG QAPILVIVYD SGRPSGIPER

FSGSNSGNTA TLTISRAEAG DEADYYCHYW DSYTDHYVFG GGTKLTVL
<212 Type: PRT
<211>Llength: 108

SequenceName SEQ 1D NO: 120

SequenceDescription

Sequence

<2135 OrganismName : Artificial Sequence

<400> PreSequenceString :

QVQLVOSGAE VKKPGASYKY SCKASGYTFT SYYMHWVRQA PGQGLEWMGH INPSDGSTSY
AQKFQGRYTM TRDTSTSTVY MELSSLRSED TAVYYCARGY YGSGIAMDVW GQGTTVTVSS

212> Type : PRT

211> Length: 120
SequenceName + SEQ ID'NO: 121
SequenceDescription §

Sequence
<213> OrganismName : Artificial Sequence
<4005 PreSequenceString :
FSGTISQNTA TLSISRVEAG DEADYYCQVW DRSSAHVWFG GGTKVTVL
212> Type: PRT
<211>Length ; 108
SequenceNamie : SEQ ID'NO: 122
SequenceDescription::

Sequence

111

120

122

60

108

60
120

60
108
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[0038]

<213> OrganismName : Artificial Sequence
<400> PreSequenceString
QVQLVQOSGAE VKKPGSSVKV SCKASGGTFS SYAISWVROA PGQGLEWNMGG HIPIFGTANY

AQKFQGRVT! TADESTSTAY MELSSLRPED TAVYYCARDN GDLGFDYWGQ GTLVTVSS

<212>Type: PRT

<211z length+ 118
SequenceName : SEQ ID NO: 123
SeguenceDescription ;

Sequence

213> OrganismName ; Artificial Sequence

<400> PreSeguenceString

AIOMTQSPSS LSASVGDRVT ITCRASQSIS TYLNWYQQKP GKAPKLLIYA ASSLONGVPS

RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPRTFGP GTKVDIK
<212» Type : PRT
211> Length: 107
SequenceName SEQID'NO: 124
SequenceDescription::

Sequence

<213 OrganismName : Artificial Sequence

<400> PreSequenceString

EVOLVESGGG LIQPGGSLRL SCAASGFTVS SNYMSWVRQA PGKGLEWVSV IYSGGTIYYA

DSVKGRFTIS RDSSKNTLYL HMNSLRAEDT GVYYCAKGVG SWSIFDYWGQ GTLVTVSS

<212>Type: PRT

<211> Length : 118
SequenceName  SEQ ID NO; 125
SequenceDescription :

Seguence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIQMTQSPSS LSASVGDRVT ITCQASQDIS NYLNWYQQKP - GKAPKLLIFAGSNLOSGYPS

112

60

118

107

60

118

60
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RFSGSGSGTD FTLTITSLQP EDFATYYCQQ SYTTPTFGQG TKVEIK
212> Type PRT
<211> Length: 106
SequenceName : SEQ ID NO: 126
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400>PreSequenceString

EVQLVESGAE LKKPGSSMKV SCKASGGTFS SYAISWVRQA PGQGLEYIGR IIPIFGVTYY

AQKFQGRVTI SADKSTSTVY LDLRSLRSED TAVYYCARDL GGGDGDWGQG TLVTVSS

<212>Type : PRT
<211> Length : 117
SequenceName:: SEQ 1D:NO: 127

SequenceDescription ;

Sequence

<213> OrganismName ¢ Artificial Sequence

<400> PreSequenceString :

QSVVTQPASY SGSPGQSITI SCTGTSSDVG SYNLVSWYQQ HPGKAPKLMI YEGSKRPSGV.

STRFSGSKSG NTASLTISGL QAEDESDYYC SSYTGSAWVFE GGGTKLTVL
212> Type : PRT
<211> Length : 109

SequenceNaime ; SEQ ID NO: 128

SequenceDescription :

Sequence

<213> OrganismNarne : Artificial Sequence

<400> PreSequenceString ;

EVQLVQSGAE VKKPGSSVKV SCKASGYTFT GYYMHWVRQA PGQGLEWMGR IIPIFGTANY
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYFCVTSA WSDWGQGTLY TVSS

212> Type : PRT
<211>Length+ 114

113

108

60

117

60

109

60

114
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[0040]

SequenceName{ SEQID'NO: 129
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString -

QSVVTQPPSY SATPGQKVTI SCSGSDSNIG NNYVSWFLQL PGTAPKLLIH NNDQRPSGVP

DRESGSKSGT SASLAITGLQ AEDEADYYCQ SFDDSLRGYL FGTGTKVTVL
<212> Type : PRT
<211> Llength: 110

SeguenceName: SEQ 1D NO: 130

SequenceDescription

Seguence

<213> OrganismName :-Artificial Sequence

<400> PreSequenceString :

EVQLVESGGG LVOPGGSLRE SCAASGETES SYWMSWVROA PGRGLEWVAN IKODGSEKYY

VDSVKGRFT| SRDONSKNTLY LOMNSLGAED TAVYYCAKGF YYPDHWGQGT LVTVSS

<212> Type : PRT

<211> Length : 116
SequenceName: SEQ 1D NO; 131
SequenceDescription

Sequence

<213> OrganismName ; Artificial Sequence

<400> PreSequenceString

QAVLTQPPSY SAAPGQKVTI SCSGGSSNIA NNYVSWYQHL PGTAPKLLIY DDNKRPSGIP

DRFSGSKSGT SATLGITGLQ TGDGADYYCG TWDNSLNSDW VFGGGTKL
<212>Type i PRT
<2115 Length : 108

SequenceName : SEQ 1D NO: 132

SequeénceDescription::

Seqguence

........

<213> OrganismName : Artificial Sequence

114

60

110

60

116

60

108
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[0041]

<400> PreSequenceString :
EVQLVESGGG VWQOPGGSLRL SCEVSGFIFS DYGMHWVRQA PGKGLEWVSS ISSSSSYIVY

ADSVKGRFTI SRDNAKNSLY LOMNSLRAED TAMYYCARSW NYGRFEDYWD: QGTLVTVSS

«212> Type: PRT

<211> Length : 119
SequenceName : SEQID NO: 133
SequenceDescription :

Sequence

<2133 OrganismName : Artificial Sequence

<400> PreSequenceString :

QSVLTQPPSY SVAPGKTARI TCGGNNIGSK SVHWYQQOKPG QAPVIVIYYD SDRPSGIPER

FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHYVFG TGTKLTVL
<212>Type: PRT
<211> Length ; 108

SequenceName : SEQ ID NO: 134

SeguenceDescription :

Sequence

<213> OrganismName ; Artificial Sequence

<400> PreSequenceString :

EVQLVESGGG LVQPGGSLRL SCAASGFETSS RNWMHWVRLA PGKGLVWVSL IAPDGSLTTY

ADSVKGRFTI SRDTAKNSVQ LLLNSLRAED TGLYFCAREA.GVSGGLDVWG QGTLVTVSS

<212>Type ;: PRT

<2115 Length : 119
SequenceName : SEQ 1D NO: 135
SeguenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
VIWMTAQSPSS LSASVGDRVT ITCRASQTIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS

RESGSGSGTD FTLTISSLAP EDFATYYCQQ ANSFPLTFGG GTKVEIK

115

60

119

60

108

60

119

60

107
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<212>Type : PRT
<211> Length: 107
SequenceName : SEQ ID NC: 136
SequenceDescription ;
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGSSVKV SCKASGGETES SYAISWVRQA PGQGLEWMGG lIPIFGTANY B0
AQKFQGRVTI TADKSTSTAY MELSSLRSED TAVYYCAREG TIYDSSGYSF DYWGQGTIVT 120
V58S 123
<212> Type : PRT
<211> Length £ 123
SequenceName : SEQ 1D NO: 137
SeguenceDescription ;
Sequence
<213> OrganismName : Artificial Sequence
[o042] T TEITEMTETE *
<400> PreSequenceString :
QSVLTQPPSY SAAPGQKVTI SCSGNNSNIA NNYVSWYQQL PGTAPKLLIY DNNYRPSGIP 60
DRESGSKSGT SATLDITGLQ TGDEADYYCG VWDGSLTTGV FGGGTKLTVL 110
<212>Type : PRT
<211> Length : 110
SequenceName : 5EQ ID NO: 138
SequenceDescription :
Sequence
<213> OrganismName ; Artificial Sequence
<400> PreSequenceString :
EVQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAISWVROA PGQGLEWMG! INPSGGSTSY 60
AQKFQGRYSM TRDTSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV 120
TVSS 124

<212> Type: PRT

<211> length : 124
SequenceName : SEQ ID NO: 139
SequenceDescription :

116
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[0043]

Sequence

<213> OrganismName : Artificial Sequence

<4003 PreSeqguenceString:

AIQMTQSPSS LSASVGDRVT ITCRASQGIS NYLAWYQQKP GKVPKLLIYA ASTLESGVPS

<212>Type i PRT
<211> Length : 107
SequenceName : SEQ ID NO: 140

SequenceDescription :

Sequence

<213> QrganismName : Artificial Sequence

<400> PreSequenceString.:

QVALVQSGAE VKKPGSSVKY SCKASGGTFS SYAISWVRQA PGQGLEWMGG HPIFGTANY

AQKFQGRYTI TADKSTSTAY MELSSLRSED TAVYYCARLA VPGAFDIWGQ GTMVTVSS

<212>Type : PRT

<211> length {118
SequenceName : SEQ ID NO; 141
SequenceDescription :

Sequence

<213> OrganismName : ‘Artificial Sequence

<400> PreSequencestring :

QPVLTQPPSA SGSPGQSVTI SCTGTSSDVG AYNFVSWYRQ HPGKAPKLMI YEVNKRPSGV

PDRFSGSKSG NTASLTVSGL QAEDEADYYC SSYAGTNSLG IEGTGTKLTV L

<212>Type : PRT

<211>Llength i 111
SequenceName 1 SEQ 1D NO; 142
SequenceDescription

Sequence

213> OrganismName : Artificial Sequence

117

60

107

60

118

60

111
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[0044]

EVQLVESGGG VVOPGRSLRL SCAASGFTES SYAMHWYVRQA PGKGLEWVAV ISYDGSNKYY

ADSVKGRFT| SRDNSKNTLY LOMMNSLRAED TAVYYCARGQ WINVTELDYWG QGTLVTVSS

<212> Type : PRT

<211> Length : 119
SequenceName : SEQ:ID NO: 143
SequenceDescription :

Sequence

<213> OrganismName ; Artificial Sequence

<400> PreSequenceString :

QSYVTQPPSY SAAPGOKVTI SCSGSSSDIG NHYVSWYQQL PGTAPKLLIY DNNORPSGIP

DRESGSKSGT SATLAITGLQ TGDEADYYCG TWDNSLSPHL LFGGGTKITV L

<212> Type : PRT

<211> Length: 111
SequenceName : SEQ 1D ND: 144
SequenceDescription :

Sequence

<213> OrganismName . Artificial Sequence

<400> PreSequenceString :

EVQLVESGSE VEKPGSSVKVY SCKASGGTFS DSGISWVROA PGQGLEWMGG IPMFATPYY

AQKFQDRVTI TADESTSTVY: MELSGLRSDD TAVFYCARDR GRGHLPWYFD LWGRGTIVTV

SS

212> Type-: PRT

211> Length 1 122
SequenceName : SEQ 1D NO: 145
SequenceDescription :

Sequence

<213> OrganismName @ Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSY SAAPGQOKVTI SCSGSSSNMG NNYVSWYKQV PGTAPKLLYY ENDKRPSGIP

118

60

119

60

111

60

120

122

60
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[0045]

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDNSLSGFV FASGTKVTVL
<2125 Type : PRT
<211>length: 110

SequenceName: SEQ ID NO: 146

SequenceDescription

Sequence

<213> OrganismName 1 Artificial Sequence

<400> PreSequenceString

EVQLVESGAE VKKPGSSYKV SCKASGGTES SYAISWVROA PGAGLEWMGGE lIPIFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARAP YYYYYMDVWG QGTTVTVSS

<2125 Type : PRT
<211>length : 119
SequenceName : SEQ 1D NO: 147

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QSALTQPASY SGSLGQSVTI-SCTGSSSDVG SYNLVSWYQQ HPGKAPNLMI YDVSKRSGVS

NRFESGSKSGN TASLTISGLQ AEDEADYYCS SYTGISTVVF GGGTKLTVL
<212>Type : PRT
211> Length 1 109

SequenceName : SEQ 1D NO: 148

SequenceDescription ;

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLLESGAE VKKPGSSVKV SCKASGGTLS RYALSWVRQA PGQGPEWVGA IIPIFGTPHY

SKKFQDRVII TYDTSTNTAF MELSSLRFED TALYFCARGH DEYDISGYHR LDYWGQGTLY
TVSS

<212> Type : PRT
<211>length: 124

119

110

60

119

60

109

60

120

124
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[0046]

SequenceName + SEQID NO: 149
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString

QSVLTOPASY SGSPGQSITI SCTGTSSDVG SYNLVSWYQQ HPGKAPKLMI YEVSKRPSGV

SNRFSGSKSG NTASLTISGL QAEDEADRYYC SSYGGFNNLL FGGGTKLTVL
<212> Type : PRT
<211> Length: 110

SeguenceName: SEQ 1D NQ: 150

SequenceDescription ;

Seguence

<213> OrganismName :-Artificial Sequence

<400> PreSequenceString :

QVQLVOSGESE LKKPGSSVKY SCKASGYSFS GYYIHWVRQA PGOGLEWMGW IDPNSGVTINY

VRRFQGRYTM TRDTSLSTAY MELSGLTADD TAVYYCARDE NLWQFGYLDY WGQGTLVTVS

S

<212>Type : PRT

<211> Length : 121
SequenceName: SEQ D NO; 151
SeguenceDescription

Sequence

<213> OrganismiName ; Artificial Sequence

<4005 PreSequenceString

DIVMTQSPSS LSASIGDRVT ITCRASQRIS AYVNWYQQKP GKAPKVLIYA ASSLRSGVPS

RFSGSGSGTD FTLTISSLQP EDFATYYCQQ TYSSPWTEGQ GTKVEIK
<212> Type i PRT
<2115 Length : 107
SequenceName : SEQ 1D NO: 152
SequenceDescription

Seqguence

........

<213> OrganismName : Artificial Sequence

120

60

110

60

120

121

60

107
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[0047]

<400> PreSequenceString :
QVOLVQASGAE VKKPGSSVKY SCKASGGTFS RYGVHWYVRQA PGQGLEWMGR LIPIVSMTNY

AQKFQDRVSI TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWVFFAW GQGTLVTVSS

<212> Type : PRT
<211> Length: 120
SequenceName ; SEQ ID NO: 153
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QSVLTQPPSA SGSPGQSVTI SCTGTSSDIG GYDSVSWYQQ HPGKAPKLMI YDVSKRPSGY

SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSSIFF YVFGTGTKVT VL

<212> Type : PRT

<211> length: 112
SequenceName ; SEQ ID NO: 154
SequenceDescription :

Sequence

<213>0OrganismName : Artificial Sequence

<400> PreSequenceString :

QVQLVESGGG VWOPGRSLRL SCAASGFTFS SYAMHWVYRQA PGKGLEWVAY ISFDGSNKYY

<212>Type : PRT

<211> Length : 118
SequenceName : SEQ 1D NO: 155
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
LPVLTQPASV SGSPGQSITI SCTGTTSDIG GYDYVSWYQQ HPGKAPKLMI YDVSKRPSGV

121

60

120

60

60

118

60
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SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYTSSSTHY FGTGTKLTVL 110
<212> Type : PRT
<211>Length+ 110

SequenceName : SEQ ID NO: 156

SequenceDescription :

Sequence

<213>0rganismNamie : Artificial Sequence

<400> PreSequenceString :

EVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWVRQA PGKGLEWVAY ISFDGSNKYY 60

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS 118

<212>Type : PRT

<211> Length: 118
SequenceName : SEQ 1D NO: 157
SequenceDescription :

[0048] Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSALTQPASY SGSPGQOSITI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLML YDVSNRPSGY 60

SNRFSGSKSG NTASLTISGL QAEDEADYYC SSYRSSTLGP VEGGGTKLTV L 111

<212» Type ¢ PRT

<211> Length: 111
SequenceName : SEQ ID NO; 158
SequenceDescription :

Seguence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVESGGG VVQPGRSLRL SCAASGFTFS SYAMHWYVRQA PGKGLEWVAY ISFDGSNKYY 60

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS 118

122
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<212>Type : PRT
211> length 118
SequenceName : SEQ1DNO: 159
SeguenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QAGLTQPPSV SEAPRQRVTI SCSGSSENIG NNAVNWYQQL PGKAPKLLIY YDDLLPSGVS 60
DRFSGSKSGT SASLAISGLQ SEDEADYYCA AWDDSINGYV FGTGTKLITVL 110
£212> Type :PRT
<211> length : 110
SequenceName:: SEQ |D NO: 160
SequenceDescription :
Seguence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

[0049] EVQLVESGGG VWQPGRSLRL SCAASGFTES SYAMHWYRQA PGKGLEWVAV ISFDGSNKYY 60
ADSVRGRETI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTIVTVSS 118
<212>Type : PRT
<211> Length: 118

SequenceName : SEQ |D NO: 161
SequenceDescription :
Sequerice
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSALTQPRSV SGSPGQOSVTI SCTGTSSDVG GYNYVSWYQQ HPGKAPKLMI YDVSKRPSGV 60

PDRFESGSKSG NTASLTISGL QAEDEADYYC SSYTSSTTHV FGTGTRVTVL
<2125 Typé ; PRT
<211> Length 110

SeguenceName:: SEQID NO: 162

SequenceDescription

Sequence

123

110
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[0050]

£213> OrganismName : Artificial Seguence
<400> PreSequenceString
EVOLVESGGG VWQPGRSLRL SCAASGETFS SYAMHWVROA PGKGLEWVAV ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

<212> Type : PRT

<211> Llength: 118
SequenceName ¢ SEQ 1D NO: 163
SequericeDescription :

Seguence
£213> OrganismName : Artificial Sequence
<A400> PreSeguenceStiing
QSVVTOPPSV SAAPGQOKVTI SCSGSSSNIG NNYVSWYQUOL PGTAPKLLIY DNNKRPSGIP
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSVWY FEGGTQLTVL
<212>Type : PRT
<211>Llength: 110
SequenceName : SEQ 1D NO: 164
SequenceDescription :

Sequence

<213> OrganismName » Artificial Sequence

<400> PreSequenceString :

QVQLVESGGG VWQPGRSLRL SCAASGFTES SYAMHWVRQA PGKGLEWVAY [SFDGSNKYY
ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS

212> Type : PRT

<211>Llength: 118
SaquenceName ¢ SEQ ID ND: 165
SequenceDescription ;

Sequence

<213> OrganismName @ Artificial Sequence

<400> PreSequencebtring :

QSVITQPASY SGSPGQSITI SCTGTSSDVG GYNYVSWYQQ HPGRAPRLMI YDVSNRPSGY
SNRFSGSKSG NTASLTISGL QAEDEGDYYC SSYTSGGTLG PVEGGGTKLT VL

<212>Type: PRT

124

60

118

60
110

60
118

60
112
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<211> length : 112
SequenceName+ SEQ 1D NO: 166
SequenceDescription::

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

EVQLVQSGGG LVQPGGSLRL SCAASGFTFS DYGMHWYRQP PGKGLEWLAY ISYDGSYKIH 60
ADSVQGRFT|  SRDNAKNSVF LOMNSLKTED TAVYYCTTDR  KWLAWHGMDY ~WGQGTTVIVS
120

3 121

<212> Type : PRT

<211> length: 121
SeguenceName : SEQ 1D NO: 167
SequenceDescription :

Seguence
<213> OrganismName:; Artificial Sequence
<400> PreSequenceString :

[0051] QAGLTQPPSA SGTPGQRVTI SCSGSSSNIG SNTYNWYQQAL PGTAPKLLIY SNNQRPSGVP 60
DRFSGSKSGT SASLAISGLQ SEDEADYYCA AWDDSLNGWY FGGGTKLTVL 110
<2172>Type: : PRT
<211> Length+ 110

SequenceName : SEQ 1D NO: 168
SequenceDescription :

Sequence

<213> OrganismNarhe : Artificial Sequence

<400> PreSequenceString :

EVQLVQSGAE VKKPGSSVYKV SCKASGGTES SYAISWVRQA PGQGLEWMGG [IPIFGTANY 60

AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARDG IVADFQHWGQ GTLVTVSS 118
<2175 Type:: PRT
<211> length: 118

SequenceName : SEQID NO: 169

SequenceDescription

Sequence

125
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[0052]

<213> OrganismName : Artificial Sequence
<400> PreSeguenceString :
AIRMTQSPSS LSASVGDRVT [TCRASCSIS NYLNWYQQRP GKAPNLLIYA ASSLOSGVPS

RFSGSGSGTD FTLTISSLQP EDFATYYCQQ TYSTPYTFGQ GTKLEIK
<212> Type : PRT
<211> Length : 107
SequenceName : SEQ.ID NO:'170
SequenceDeseription :

Sequence

<213> OrganismName : Artificial Sequénce

<4005 PreSequenceString

EVQLVESGAE VKKPGASVKY SCKASGDTFS RYGITWVRQOA PGRGLEWMGN IVPFFGATNY

AQKFQGRLTI TADKSSYTSY MDLSSLRSDD TAVYYCARDH FYGSGGYFDY WGQGTLVTVS

S

<212» Type : PRT

211> Length: 121
SequenceName ;SEQIDNO: 171
SequenceDescription

Sequence

<213 OrganismName : Artificial Sequernce

<400> PreSequenceString

QSVLTQPASY SGSPGQSITISCTGTSSDVG GYNYVSWYRQ HPGKAPKLMI 'YDVSYRPSGYV

SNRESGSKSG NTASLTISGL QAEDEADYYC SSYTDSSTRY VEGTGTKLTV L

212> Type: PRT

<211> Length : 111
SequenceName : SEQ ID NO: 172
SequenceDescription

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLLESGAE VKKPGASVKV SCKASGYTFN SYDINWVRQA PGOQGLEWMGE IIPVFGTANY

126

60

107

60

120

121

111

60

60
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[0053]

AESFQGRVTM  TADHSTSTAY MELNNLRSER TAVYYCARDR WHYESRPMDY WGQGTTVIVS

120

S

212> Type: PRT

<211> Llength : 121
SequenceName : SEQ ID'NO: 173
SequenceDescription :

Sequence

<213> OrganismName: Artificial Sequence

<400> PreSequenceString :

QPVLTQPPSA SGTPGORVAI'SCSGSRSNIE INSVNWYQQL PGTAPKLLIY DNNKRPSGIP

212> Type : PRT
«211> Length : 110
SequenceName : SEQ 1D NO: 174

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

EVQIVESGGG LVRPGGSLRL ACAASGFSES DYYMTWIRQA PGRGLEWIAY ISDSGQTVHY

ADSVKGRFTI SRDNTKNSLF LOVNTLRAED TAVYYCARED LLGYYLQSWG QGTLVTVSS

<212>Type : PRT

<211>Llength: 119
SequenceName :SEQ 1D NO: 175
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QSVLTQPPSY SAAPGKKVTL SCSGSSSNIG NNYVSWYQQL PGTAPKLLIY RNNQRPSGVP

DRFSGSKSGT SASLAISGLQ SEDEADYYCA TWDDSLNGWY FGGGTKLTVL
<2125 Type : PRT
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[0054]

<2115 Length : 110
SequenceName+ SEQ 1D NO: 178
SequenceDescription::

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLOOSGPE LVKPSQTLSL TCAISGDSVS SNSAAWNWIR QSPSRGLEWL GRTYYRSKWY 60
NDYAVSVKSR ITINPDTSKN QFSLQLNSVT PEDTAVYYCA RDEPRAVAGS QAYYYYGMDV 120
WGQGTTVTVS S 131

212> Type :PRT

<211 Llength: 131
SequenceName : SEQIDNO; 177
SequenceDescription :

Sequence

<213> OrganismNaime : Artificial Sequence

<400> PreSequenceString :

QSVVTQPPSY SGAPGQRVTISCTGSSSNIG AGYDVHWYQQ LPGTAPKLLI YGNNNRHSGY 60

PDRFSGSKSG TSASLAITGL QAEDEAEFFC GTWDSRLTTY VEGSGTKLTV L 111

<2125 Type : PRT

<211> Llength 111
SequenceName : SEQ ID NO: 178
SequenceDescription :

Sequence

<213> OrganismName :Artificial Sequence
<400> PreSequenceString
QVQLYQSGAE VKKPGSSVKV SCKASGGTES RYGYHWYROA PGQGLEWMGR LIPIVSMTNY 60

AQKFODRVSI TTDKSTGTAY MELRSLTSED TALYYCASVG QQLPWVFFAW GOGTLVTVSS 120

<212> Type : PRT
<211> Length: 120
SequenceName : SEQID NO: 179
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[0055]

SeguenceDescription’:

Sequéence

<213> OrganismNarne : Artificial Seguence

<400> PreSequenceString ;

QSWITCGPPSV SAAPGOKVTI SCSGSSSNIG NNYVSWYQQL PGTAPKLLIY DNNKRPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAVY FGGGTKLTVL
<2125 Type s PRT
<2115 Llength + 110

SequenceName : SEQ 1D NO: 180

SequenceDescription :

Seguence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString:
EVQLYQSGAE VKKPGASVKV SCKASGYTFT SYYMHWYVRQA PGQGLEWMG! INPSDGSTSY
AQKFQGRVTM TRDTSTSTVH MELSSLRSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV
TVSS
<212> Type : PRT
<211> Length + 124
SequenceName : SEQ D NO: 181
SequenceDescription :

Sequence
<213> OrganismNarne ¢ Artificial Sequence
<400> PreSequenceString :
VIWMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYE ASTLESGVPS
RFSGSGSGTE FTLTISSLAP EDFATYYCQQ SYSTPYTFGQ GTKLEIK
<212>Type: PRT
<211> Length : 107
SequenceName ; SEQ ID NQ: 182
SequenceDescription::

Sequence

<213> OrganismName.  Artificial Sequence
<400> PreSequenceString
QMQLYQSGGE VVQPGRSLRL SCAASGFTFS SYAMHWVYRQA PGKGLEWVAV ISFDGSNKYY

ADSVRGRETI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTLVTVSS
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[0056]

<212> Type : PRT

<211> Length: 118
SequenceName : SEQ ID NO: 183
SequenceDescription :

Sequence

<213> QrganismName : Artificial Sequence

<400> PreSequenceString :

QSVVTQPPSY SAAPGQKVTI SCSGSSSNIG NNYVSWYQQY PGTAPKLLY DNNKRPSGIP

DRFSGSNSDT SATLGITGLQ TGDEADYYCG TWDSSLSAWY FGGGTKLTVL
<212> Type: PRT
<211> Length : 110

SequenceName :'SEQ ID'NO; 184

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QVALVQSGGG VWQPGRSLRL SCAASGFTES SYAMHWVRQA PGKGLEWVAY ISFDGSNKYY

ADSVRGRFTI SRDNSKNTLY LOMNSLRTED TAVYYCARGW LDRDIDYWGQ GTIVTVSS

<2125 Type : PRT

<211> Length : 118
SequenceName : SEQ ID NO::185
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString -
QSVVTQPPSY SAAPGQKVTI SCSGSSSNIG NNYVSWYQQL PGTAPKLLIY DNNKRPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGS VWFGGGTKLT VL

<212> Type: PRT
<211>Length: 112
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[0057]

SequenceName 1 SEQ 1D NO: 186
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString

EVQLVQOSGAE VKKPGSSVKV SCKASGGTES SYAISWVROA PGQGLEWMGG IPIFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARDG IVADFQHWGQ GTLVTVSS

<212> Type : PRT
<211> Length: 118

SequenceDescription :

Seguence

<213> OrganismName : Artificial Sequence

<400> PreSequencesString :

QPVLTQPRSV SGSPGOSVTI SCTGTSSDVG GYNFVSWYQQ NPGKAPKLMI YDVSKRPSGY

PDRESGSKSG NTASLTVSGL RAEDEADYYC ASYAGGRTFV FGGGTKYTVL
<212> Type; PRT
<211> length : 110

SequenceName : SEQ ID NO; 188

SequenceDescription :

Sequence

<213> OrganismName  Artificial Sequence

<400> PreSequenceString

QMQLVQSGAE VKKPGSSVKV SCKASGGTFN SYPISWVRQA PGQGLEWMGG [IPIFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAMYYCAKNH PTATLDYWGQ GTLVTVSS
<2125 Type ; PRT
<211> length: 118

SequenceName ; SEQ ID NO: 189

SeguenceDescription :

Sequence
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[0058]

<213>OrganismName : Artificial Sequence
<400> PreSequenceString
QSVITQSPSS FSASTGDRVT ITCRASQGIS SYLAWYQQKP GKAPKLLIYA ASTLQSGVPS 60

RESGSGSGTD FTLTISCLOS EDFATYYCQG YYSYPLTFGG GTKVTVL 107
<2125 Type : PRT
<211>length: 107

SequenceName : SEQ |D-NO: 190

SequenceDescription

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQIVQSGGGE VVQPGRSLRL SCAASGFPER SYDMHWVRQA PGEGLEWVAL ISSDGSNKYY 60
LDSVKGRFTI SRDNSKNTLY LOMNSLRAED TAVYYCAKDL LPYSSSWDYY YYYGMDVWGQ 120
GTTVTVSS 128

<212> Type : PRT

211> Length ;128
SequenceName : SEQ ID NO: 191
SequenceDescription ;

Sequernce

213> OrganismName ¢ Artificial Sequence

<400> PreSequenceString

LPVLTQPASY SASAGQSIAI SCTGISSDIG DYNSVSWYQR HPGKAPKLI YDVSSRPSGY 60

ADRFESGSKSG STASLSISGL QAEDEADYYC ASYTASDNPV FGGGTKITVL 110
212> Type : PRT
<211> Length : 110

SequenceName : SEQ 1D NO; 192

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
EVQLVESGGG LVQPGGSLRL SCAASGFNIK DTYIHWVYRQA PGKGLEWVAR IYPTNGYTRY 60

ADSVKGRFTI SADTSKNTAY LOMNSLRAED TAVYYCSRWG GDGFYAMDYW GQGTLVTVSS 120
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[0059]

<212> Type : PRT

<211> Length : 120
SequenceName : SEQ ID NO: 193
SequenceDescription :

Sequence

<213> QrganismName : Artificial Sequence

<400> PreSequenceString :

SYELMQPPSV SVAPGKTATI ACGGENIGRK TYHWYQQKPG QAPVIVIYYD SDRPSGIPER
FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHRIFG GGTKLTVL

<2125 Type : PRT

<211> length : 108

SequenceDescription::

Sequence

213> OrganismName : Artificial Sequence

<400> PreSequenceString

EVQLVESGGG LVKPGGSRKL SCAASGFTFS NYGMHWVRQA PEKGLEWVAY ISSGSSTIYY
ADTVKGRETI SRONAKNTLF LOMTSLRSED TAMYYCARRG LLLDYWGQGT TLTVSS

212> Type 1 PRT

<211>length + 116
SequericeName : SEQ ID NO: 195
SequenceDescription :

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSeguenceString :
QSVLTQPPSY SAAPGQEVTI SCSGSNSNIG NNYVSWYQQL PGTAPKLLYY DNNERPSGIP
DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGV FGGGTKLTVL
<2125 Type : PRT
<211> Length: 110
SequenceName : SEQ 1D NO::196
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
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[0060]

<400> PreSequenceString :
EVOLVOSGAE VKKPGASVKY SCKASGYTFT SYGISWVRQA PGOGLEWMGW ISAYNGNTNY
AQKLOGRVTM TTDTSTSTAY MELRSLRSDD TAVYYCARDL FPTIFWEGGA FDIWGQGTMY
TVSS
<2125 Type : PRT
<2115 length+ 124

SequenceName : SEQ 1D NO: 197

SequenceDeseription -

Sequence

«213> OrganismNammie : Artificial Sequence

<400> PreSequenceString :

QSVLTQPPSY SAAPGQEVTI SCSGSNSNIG NNYVSWYQQL PGTAPKLLIY DNNERPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGY FGGGTKLTVL
<212>Type: PRT
<2115 Length: 110

‘SequenceName : SEQ ID NO: 198

SequenceDescription :

Sequence

«213> OrganismName ; Artificial Seguence
<400> PreSequenceString :
QVQLVQOSGSE VEKPGSSVKY SCKASGGTFS DSGISWVRQA PGQGLEWMGG [[PMFATPYY

AQKFQDRVTI TADESTSTVY MELSGLRSDD TAVFYCARDR GRGHLPWYFD LWGRGTLVTV

Ss

212> Type: PRT

<211> Length 122
SequenceName : SEQ ID:NO: 199
SequenceDescription :

Sequence
<213> OrganismNaime : Artificial Sequence
<400> PreSequenceString

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGY FGGGTKLTVL
<212> Type : PRT
211> Length: 110
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[0061]

SeqguenceName 1 SEQ 1D NO: 200
SequenceDescription :

Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :

QVQLVOSGAE VKKPGSSVKV SCKASGGETES SYAISWVROA PGOGLEWMGG [IPIFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARDG IVADFOHWGQ GTLVTVSS

£212>Type :PRT

<211> length : 118
SeguenceNarme: SEQ ID'NO: 201
SequenceDescription

Seguence

<213> OrganismName : Artificial Seguence

<400> PreSequenceString :

AIRMTQSPSS LSASVGDRVT ITCRASQSIS NYLNWYQQRP GKAPNLLIYA ASSLQSGVPS

RFSGSGSGTD FTLTISSLQP EDFATYYCQQ TYSTPYTFGQ GTKLEIK
<217>Type + PRT
«211>length: 107
SequenceName : SEQ1D:NO::202
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

EVQLLESGAE VKKPGSSVKY SCKASGGTFS SYAISWVRQA PGQGLEWMGR IIPILGIADY

AQKFQGRVTI TADKFTSTAY MELSSLRSED TAVYYCATVE GWGAVTTFDY WGQGTLVTVS
S
<2125 Typé ;: PRT
<211> length 121
SeguenceNarme : SEQ 1D NO: 203

SequenceDescription’:

Sequence
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[0062]

<213>OrganismName : Artificial Sequence
<400> PreSequenceString
QSVLTQPPSY SAAPGQEVTI SCSGSNSNIG NNYVSWYQQL PGTAPKLLIY DNNERPSGIP

DRFSGSKSGT SATLGITGLQ TGDEADYYCG TWDSSLSAGY FGGGTKLTVL
<2125 Type : PRT
<211>Length: 110

SequenceName : SEQ 1D NO: 204

SequenceDescription

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QVQIVQSGAE VKKPGSSVRY SCKASGGTLS SYAISWVRQV PGHGLEWMGR ISMLGVSNY

AQNFQGRVT!I TADKSTSTAY MELRSLTSDD TAVYYCATVT IFDGDYYAMD VWGQGTTVTV

S8

<212>Type: PRT

211> Length: 122
SequenceName: SEQ 1D-NO: 205
SequenceDescription :

Sequence

<213> OrganismName : Artificial Seguence

<400> PreSequenceString :

QSVLTQPPSY SGAPGQRVTI SCTGSSSNIG AGYDVYWYQH LLGKAPKLLI YGNSNRPSGV

SDRFSASKSG TSVSLAITGL QAEDEADYYC QSYDSSLSGY VFGTGTKLTY L

<212>Type : PRT

<211> Length: 111
SequenceName : SEQ 1D NO: 206
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString ;
EVQLVQSGAE VKKPGSSVKV SCKASGGTFS SHVISWVROA PGQGLEWMG] ILPSFGKTNY.
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AQKFOQGRVYTM TGDTSTSTVY MELSSLTSED TAVYYCVREF SGGYFDYWGQ .GTLVTVSS 118
<2125 Type: PRT
<211> Length: 118

SequenceName : SEQ ID NO: 207

SequenceDescription :
Sequence
<213> OrganismiName : Artificial Sequence
<400> PreSequenceString ;
QOPVITQPASY SGSPGQSITI SCTGTSSDVG SYNLVSWYQQ HPGKAPKLMI YEVSKRPSGV: 60
SNRFSGSKSG NTASLTISGL QAEDEADYYC NTYTSSGTYV IGTGTKVTVL 110
<212>Type : PRT
211> Length : 110

SequenceName:: SEQ 1D:NO: 208

SequenceDescription ;
Sequence

[0063]  wssemss

<213> OrganismName ¢ Artificial Sequence
<400> PreSequenceString :
QVQLVQOSGAE VKKPGASVKV  SCKASGYTFT SYVIHWVRQA PGQRLEWMGW  |HAGNGHTKY
60
AQNFQGRVTI TRDTSATTAY VEVSSLGSED: TALYYCAREG SDIGLDLHYW GQGTLVTVSS 120
<212>Type : PRT
211> Length ;120

SequenceName : SEQ ID NO: 209

SequenceDescription
Sequence
213> QrganismName : Artificial Sequence
<400> PreSeguencesString
QPVLTQPASYV SGSPGQSITI SCTGTSSDIG RYNYVSWYQQ HPGKAPKVMI YDVSNRPSGV 60
SNRESGSKSG NTASLTISGL QAEDEADYYC SSYTSSSTWV FGGGTKLTVL 110

<212>Type : PRT
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<211> Length : 110
SequenceName: SEQ 1D NO: 210
SequenceDescription :

Sequence
<213> OrganismName. : Artificial Sequence
<400> PreSequenceString :

EVQLVQSGGG VWQPGRSLRL SCEASGFTFR NFAMHWYRQA PGKGLEWAAV ISVDGSREHY 60
ADSYKGRETI SRDNSQNTYY LQMNGLRPED TAEYYCAREG EGSTWSSFDY WGQGTLVTVS 120
5 121

<2125 Type : PRT

<211> Length : 121
SequenceName: SEQID NO: 211
SequenceDescription :

Sequence
<213> QrganismName : Artificial Sequence
[0064]  <400> PreSequenceString :
QSVVTQPPSV SAAPGQKVTI SCSGSSSNIG NNYVSWYQQL PGTAPKILIY DNDKRPSGIP &0

DRESGSKSGT SATLGITGLQ TGDEADYYCG TWDRSLSGYY FGTGTKVTVL 110
<212>Type: PRT
<211> Length : 110

SequenceName : SEQ ID NO: 212

SequenceDescription:

Sequence
213> OrganismName : Artificial Sequence
<400> PreSequenceString

QMQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAYSWVRQA PGQGLEWMGG |IPSFGTANY 60
AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGP IVATITPLDY WGQGTLVTVS 120
S 121

<212>Type : PRT

<211> Length ;121
SequenceName : SEQ ID'NO: 213
SequenceDescription :
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[0065]

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString -

SYELMQPPSV SVAPGKTATI ACGGENIGRK TVHWYQQKPG QAPVLVIYYD SDRPSGIPER

FSGSNSGNTA TLTISRVEAG DEADYYCIVW DSSSDHRIFG GGTKLTVL
<2125 Type : PRT
<211> Length : 108

SequenceName : SEQ ID NO: 214

SequenceDescription :

Sequence

<213> OrganismName ; Artificial Sequerice

<400> PreSequenceString :

QMQLVQSGAE VKKPGSSVKY SCKASGGTFS SYAYSWVRQA PGQGLEWMGG |IPIFGTANY

AQKEQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGP IVATITPLDY WGQGTLVTVS

S

<212> Type : PRT

211> Length+121
SequenceName  SEQ ID'NO: 215
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

SYELMQPPSV SVAPGKTAT| ACGGENIGRK TYHWYQQKPG QAPVLVIYYD SDRPSGIPER

FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHRIFG GGTKLTVL
<2125 Type: PRT
<211> Length : 108

SequenceName : SEQ D NO: 216

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QMQLVQSGAE VKKPGSSVKV SCKASGGTFS SYAYSWVRQA PGQGLEWMGG 1IPSFGTANY
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[0066]

AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGP IVATITPLDY WGQGTLVTYS

S

<2125 Type : PRT

<211> length: 121
SequenceName : SEQ ID NO: 217
SeguenceDescription :

Sequence

<213 OrganismName Artificial Sequence

<400> PreSequenceString

SYELMQPPSV SVAPGKTATI ACGGENIGRK TVHWYQQKPG QAPVLVIYYD SDRPSGIPER

FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHRIFG GGTKLTVL
<212> Type : PRT
<211>Llength: 108

SequenceName + SEQ ID:NO; 218

SequenceDescription

Sequence

<2135 OrganisimName : Artificial Sequence

<400 PreSequenceString

QOMQLVQSGAE VKKPGSSYKY SCKASGGTES SYAISWVRQA PGQGLEWMGG [IPAFGTANY

AQKFQGRVTI TADESTSTAY MELSSLRSED TAVYYCARGP IVATITPLDY WGQGTLVTVS

S

<212> Type ;s PRT

<211> Length i 121
SequenceName : SEQ 1D NO: 219
SequenceDescription

Seguence

213> OrganismName : Artificial Seguence

<400> PreSequenceString :

SYELMQPPSY SVAPGKTATI ACGGENIGRK TVHWYQUKPG QAPVIVIYYD SDRPSGIPER

FSGSNSGNTA TLTISRVEAG DEADYYCQVW DSSSDHRIFG GGTKLTVL
212> Type : PRT
<211> Length: 108

SequenceName : SEQ ID NO: 220
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[0067]

SequenceDescription :

Sequence

<213>OrganismName : Artificial Sequence

<400> PreSequenceString

QVQLVQOSGAE VKKPGASVKV  SCKTSGNTFT NYALHWVRQA PGQGLEWMGG MKPSGGSTSI
60

AQKFQGRVTM TRDKSTSTVY MELSSLTSED TAVYYCARDL FPHIFGNYYG MDIWGQGTTV 120

TVSS 124
<212>Type :PRT
<211> Length : 124

SequenceName : SEQ 1D NO; 221

SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

400> PreSequenceString :

DIVMTQSPPS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA TSSLQYGVPS 60

RFSGSGSGTD FTLTISSLOP EDFATYYCQG SYSTPYTFGQ GTKVEIK 107
212> Type : PRT
<211> Length: 107

SeguenceName : SEQ ID NO: 222

SequenceDescription :

Sequence

<213> OrganismName. : Artificial Sequence

<400> PreSequenceString :

QVQLVQSGAE VKKPGASVKY SCKTSGNTFT NYYMHWVRQA PGQGLEWMGS MQPSGGSTSL
60

AQKFQGRVYTM TRDKSTSTVY MELSSLTSED TAVYYCARDL FPHILGNYYG MDIWGQGTTV 120

TVSS 124
<212> Type : PRT
<211>Length:124

SequenceName : SEQ ID NO:223

SequenceDescription :
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[0068]

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString

DIVMTQSPPS LSASVGDRVT ITERASQSIS SYLNWYQQKP GKAPKLLIYA ASSLASGVPS &0

RESGSGSGTD FTLTISSLOP EDFATYYCQG SYSTPYTEGQ GTKVEIK 107
<212>Type : PRT
<211> Length: 107

SequenceName : SEQ ID NO: 224

SequenceDescription :

Sequence

<213> OrganismName: : Artificial Seguence

<400> PreSeguenceString ;

QVQLVQSGAE  VKKPGASVKY SCKTSGNTFT NYPMHWWVROA PGQGLEWMGS. MKPSGGSTSL
60

APKFQGRVTM TRDKSTSTVY MELSSLTSED TAVYYCARDL FRHIGNYYG MDIWGQGTTV 120

TVSS 124
<212>Type : PRT
<2115 Length 1124

SequenceName:: SEQ ID NO: 225

SeguenceDescription ;

Sequence

<213> OrganismName : Artificial Sequence

400> PreSequenceString

DIVMTQSPPS LSASVGDRVT [TCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLOYGVPS 60

RFSGSGSGTD FTLTISSLOP EDFATYYCQG SYSTRYTFGQ GTKVEIK 107
<212> Type:: PRT
<211> length: 107

SegquenceName : SEQ ID NO: 226

SequenceDescription :

Sequence

<213> OrganismName :Artificial Sequence
<400> PreSequenceString ;
QVQLYQSGAE VKKPGASYKY SCKTSGNTFT NYSMHWVRQA PGQGLEWMGI MNPSGGSTSY
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60
AQKFQGRVTM TRDKSTSTVY MELSSLTSED TAVYYCARDL FPHIYGNYYG MDIWGQGTTV 120
TVSS 124
<212>Type : PRT
<211> length: 124

SequenceName : SEQ ID NO; 227

SequenceDescription ;
Sequence
<213> OrganismName : Artificial Sequence
<A400> PreSequenceString :
DIVMTQSPPS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS 60
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTRPYTFGQ GTKVEIK 107
<212>Type: PRT
<211> Length: 107

SequenceName : SEQ ID NO: 228

SequenceDescription ;
Sequence

[0069] L

<213> OrganismName : Artificial Sequence
400> PreSequenceString :
EVOQLVQSGAE VKKPGASVKY SCKASGYTFT GYYMHWVRQA PGQGLEWMGW INPNSDNTGS
60
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS 118
212> Type : PRT
<211> Length 118

SequenceName : SEQ |D NO; 229

SequenceDescription :
Sequence
<213> OrganismName : Artificial Seguenice
<400> PreSequenceString :
DIVMTQSPSS LSASYGDRVT ITCRASQSIS SELNWYQQKP GKAPKLLIYA ASSLOSGVPS 60
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTKVEIK 107

<2125 Type : PRT
<211> Length: 107
SequenceName : SEQ D} NO: 230
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[0070]

SequenceDescription :

Sequence

213> OrganismNarme : Artificial Sequence

<400> PreSequencesString :

QVQLVOSGAE VKKLGASVKY SCKASGYPFT GYYMHWVRQA PGQGLEWMGW INPNGDNTGL
60

AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS 118

212> Type ; PRT
<211> Length: 118
SequenceName ; SEQ 1D NO: 231

SequenceDescription :

Sequence

«213% OrganismName : Artificial Sequence

<400> PreSequenceString :

DIVMTQSPSS LSASVGDRVT [TCRATPSTS SYLNWYQOKP GKAPKLLIYA ASSLOSGVPS 60

RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTKLEIK 107
<212>Type : PRT
<211> Length : 107

SequenceName : SEQ ID NO: 232

SequenceDescription :

Seguence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QVOLVQSGAE VKKPGASVKVY  SCKTSGYPFT GYYMHWVRQA PGQGLEWMGW  INPLSDTTGS
60

AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS 118
<212>Type : PRT
<211>Llength: 118

SequenceName: SEQ ID NO: 233
SequenceDescription :
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Sequence
<213> OrganismName : Artificial Sequence
<4005 PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLOSGVPS 60
RFSGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITFGQ GTKLEIK 107
<212>Type : PRT
<211> Length: 107

SequenceName : SEQ ID'NO: 234

SequenceDescription :
Sequence
<213> OrganismName ; Artificial Sequenge
<400> PreSequenceString :
QVAIVOSGAE VIKKPGASVKY SCKASGYTFT GYYMHWWVROA PGOQGLEWMGW INPLSDNTGS
60
AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTIVTVSS 118

0071 .
[ ] <212> Type: PRT

<211> Length: 118

SequenceName: SEQ 1D NO: 235

SequenceDescription :
Sequence
£213> OrganismName : Artificial Sequence
<400> PreSeguenceString
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SFLNWYQQKP GKAPKLLIYL ASSLQSGVPS 60
RESGSGSGTD FTLTISSLQP EDFATYYCQQ SYSTPITEGQ GTKVEIK 107
<212> Type + PRT
211> Length : 107

SequenceName : SEQ 1D NO: 236

SeguenceDescription :
Sequence
<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
QVQLVQSGAE VKKPGASVKY SCKTSGYTET -GYYMHWVRQA PGQGLEWMGW INPNSDNTGY
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[0072]

60

AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS

<212>Type; PRT

«211> Length: 118
SequenceName : SEQ.ID NQ; 237
SequenceDescription :

Sequence

<213>OrganismName : Artificial Sequence

<400> PreSequencestring :

DIVMTQSPSS LSASVGDRVT ITCRASQSIS SFLNWYQQKP GKAPKLLIYA ASSLQSGVPS

RESGSGSGTD FTLTISSLOP EDFATYYCQQ AYSTPITFGQ GTKVEIK
<212>Type : PRT
<2115 Length 1 107
SeguenceName : SEQ. 1D NO: 238
SequenceDescription

Sequence
<213>OrganismName : Artificial Sequence
<400> PreSequenceString :

118

60

107

QVQLVQSGAE VKKPGASYKY SCKASGYPFT GYYMHWVRQA PGQGLEWMGW INPLSDSTGS

60

AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS

<212>Type:: PRT

<211> Length : 118
SequenceName »SEQ [D:NO: 239
SeguenceDescription

Sequence

<213> OrganismName : Artificial Sequence
<400> PreSequenceString :
DIVMTQSPSS LSASVGDRVT ITCRASQSIS SYLNWYQQKP GKAPKLLIYA ASSLQSGVPS

RFSGSGSGTD FTLTISSLQP EDFATYYCQQ;SYSTPITEGQ GTKLEIK
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<2125 Type : PRT

<211> Length + 107
SequenceName : SEQ 1D NO: 240
SequenceDescription :

Sequence

<213> OrganismName : Artificial Sequence

<400> PreSequenceString :

QVQLVQSGAE VKKPGASVKY: SCKTSGYTFT GYYMHWVRQA PGOQGLEWMGW: |INPNSDNTGY
60

AQKFQGRVFM TKTTSLNTAY MELSGLRSED TAIYYCARER SSGYFDFWGQ GTLVTVSS 118

[0073] ) .
<212> Type : PRT

<211> Length: 118
SequenceName 1 SEQ ID-NO: 241
SequenceDescription

Sequence
<213> OrganismiName | Artificial Sequence
<400> PreSequenceString
DIVMTQSPSSLSASVGDRVTITCRASQSISSFLNWYQQKPGKAPKLLIYAASSLQSGVPSRFSGSGSGTDFTLTISS
LQPEDFATYYCQQPYSTPITFGQGTKVEIK
<212> Type: PRT
<2115 length : 107
SequenceName +SEQ ID NO: 242
SequenceDescription :
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