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[
O -4z u-—-# X
[ Y. Zo-v& vrdn RBELEOER |No. Tuw-—-T4& vrin BEmdkEoM®E
. 1 cCI17-1 17q921.1 BT cCI1T-501 17425.3
[ 2 cCI17-17 17q22 68 eCI1T7-502 17pl11.2
3 ceCl17-11 17pkl.2 69 eCI1T7-504 17924
[ 4 cCI17-24 17921.1-g921.2 T0 eCI1T-505 D178544 17pi12-pll.1
[ 5 eCI17-25 17q12 71 cCI17-506 D178545 17q21
[ eCI17-28 17q21.3 T2 eCI1T7-507 17q21.3
[ 7 eCI17-32 1Tqll.2 T3 eCIIT-508 D175546 17q25.1-q25.2
8 ¢CI17-35 17T¢21.3 T4 eCI17-509 17q24
[ 9 eCl17-44 17q23.1 75 eCILIT-510 17q23
[ 10 eCI17-50 1723.1 T8 eCILT-511 17q25.1-q925.2
11 eCI17-57 17q21 71 eCIL7-513 D1755448 17q11.2
[ 12 cCI17-63 17q921.3 T8 cCIIT-514 17q25.1
13 cCI17-36 17ql2-q2L.1 79 cClIT-515 17922
L 14 cCI17-95 17923.1 80 cCI17-516 B178550 17925.1
[ 15 cCI17-96 17Tq21.3 81l cCI1T7-517 17q21.3
16 eCI1T7-97 179q21.31 82 cCI17-518 17q925.3
[ 17 cCI17-318 D178521 17925.1-q25.2 83 eCI17-519 D178551 17925.2-q25.3
18 ¢CI17-318 17gql2-q21.1 84 eCI17-520 1Tqll.2
[ 19 ¢CI17-3117 17q11.2 85 ceCI17-521 17¢25.1-g25.2
[ 20 cCI17-321 Centromere 86 c¢CI17-523 17q22
21 cCI17-403 17q21.2-q21.3 87 cCI1T7-524 17g921.1-q21.2
[ 22 ceCT17-412 I7q11.2 88 cCI17-525 17p13.1
23 cCI17-4156 i7q21.1-q21.2 89 cCI17-526 17ql11,2-gq12
[ 24 cCI1T7-422 17q22 90 cCI17-52T 17q21.3
25 ¢CI17-425 17q11.2 91 cCl17-528 17q22
[ 28 cCI1T7-428 17g923.1 92 eCI1T7-5289 D178552 179256.1-425.2
[ 27 cCI1T-451 17g21.1-q21.2 %3 cCI17-530 17q23
28 cCI17-4562 D17S524 17q25 94 ¢CI17-532 17pll.2
[ 29 cCil7-453 D178525 17pl13 35 cCI17-533 17g21.3
3g cCI1T7-454 D178526 17q23 36 cCI1T-535 17q12-q21.1
( 31 cCI17-456 D1T8527 17923.1-q23.2 97 cCI17-536 17pll.2
[ 32 cCI17-457 17q11.2 78 cCI17-539 17q21.3
33 cCI17-458 178528 17q21.1-q21.2 59 eCI17-540 17925
[ 34 cCI17-460 D175529 17q11.2 100 cCIIT-541 17q21.3
35 cCIli7-462 17q23 101 cCI1T7-542 17q21.3
[ 26 cCI1T-4863 17q21 102 eCI17-543 17q11.2-q12
[ 37 cCT17-464 17924.3-g925.1 103 cCI17-544 17q25.1
38 cCE1T-465 D178531 17q25.1-q25.2 104 cCI17-545 17q25.1
[ 39 cCI1T-466 17¢q25.1-925.2 105 ¢CIl17-546 17g24.3-g925.1
40 cCI1T7-467 17925 106 cCI1T7-54T7 17g921.3
[ 41 cCI1T-468 D178532 17g11.2 101 ¢CI17-548 17q23
[ 42 cCl17-489 D178533 17q25.2-q25.3 108 cCI17-549 £7925.3
43 eCI1T7-471 17p13.3-pl13.2 109 cCI1T7-550 17q23
[ 44 cCI1T-473 D178534 17q11.2 110 eCI17-551 17q25.1-q25.2
45 cCIL1T-475 D173535 17q11.2 111 cCI17-552 17q12
[ 46 eCI1T~477 17q21.3 112 cCI1T7-553 17q23
47 cCI1T~479 17q21.3 113 cCI1T-554 17q25.1
[ 48 eCI1T-480 17q925.1-q25.2 114 eCI1T-557 17q25.1-q25.2
[ 49 eCI17-482 DITS536 17q11.2 115 eCI1T7-559 17q24.3-q25.1
50 eCI17-483 17pi3 116 eCIL7-560 17q25.1-q925.2
[ 51 eCI17-484 D178537 17pl13.1 117 eCI17-561 17925
52 cCI1T7-485 17q12 118 cCIIT7-562 17q11.2
[ 53 cCI17-488 17q25.1 119 eCILT7-563 17q25.1
[ 54 eCI17~487 D175538 17q25.1 120 eCIIT7-564 17q925.1
55 cCI1T7-488 Di78539 17p13.2-pl13.1 121 cCIIT7-565 17q23
[ 56 cCI1T7-489 D17S540 17923 122 cCIIT-567 17q21.3
57 eCI17-430 17q11.2 123 cCIL7-568 17q25
[ 58 eCI17-491 17pl13.1 124 cCI17-569 17q12
[ 59 cCl17-492 D176542 17q11.2 125 cCI1T-370 17q1t.1
60 cCI17-493 17q25.1-925.2 126 cCI17-571 17p13
[ B1 eCI1lT7-434 17922 127 cCINT-572 17925.1
62 cCIlT-435 17925 128 cCIiT7-573 17q25.3
[ 63 ceCI17-481 17qil1.2 128 cCIIT7-5T4 17q12-q21.2
[ 64 eCI17-498 i7pll.2 130 cCI17-576 17q21.1-q21.2
BS eCIlT-499 17q21.1-q21.2 131 cCI17-567T 17925.1
[ 66 cCIL7-500 17p.12 132 cCI17-578 17q11.2-qk2
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[ No. T ao-—-7% vyv#EL Rk LEofE No. Juo—-74& »u#HA paEktoRR
[ 133  eCIL7-579 17q25.1 198  eCI17-652 17q22
[ 134 eCIL7-581 17qhi.2 189  eCI17-653 17922
135  eCI17-582 17q21.3 200 eCIL7-654 17pl3
[ 136 cCI17-583 1Tqi2-¢21.1 201  eCI17-655 17q23
137 eCI17-584 17q21.3 202  eCIiT-656 17q25.1
[ 138 oCI17-586 17p13 203 cCI17-657 17pl13
[ 133 cCI17-587 17p13 204  cCII7-658 17921.3
140 cCI17-588 1Tp13.1 206 eCILT-658 17q25.1
[ 141  eCI17-590 17g12 206 eCI17-660 17g25.1
142 eCI17-591 17g24 207  eCI17-662 17pl2
[ 143  cCI17-592 17q21.3 208 eCI17-663 17q25.1
[ 144 cCI17-533 17925.1-925.2 209  eCI17-664 17925.1-q25.2
145 eCI17-594 17925.2-q25.3 210  eCI17-B65 17923
[ 146  cCI17-595 17925.1-q25.2 211 eCI17-666 17q23.1
147 eCI17-596 17qll.2 212 ¢CI17-687 17q24
[ 148  eCI17-597 17q25.3 213 cCI17-668 17q22
[ 149 cCI17-598 17q12-q21.1 214 ¢CI17-664 17p13
150 eCI17-599 17qt2 215 eCI17-670 17q21.3
[ 151  eCI17-G00 17q23 216  eCI17-6T1 17q11.2
152 ¢CI17-601 17q21.1-q21.2 217 . eCI17-672 17q25.1-q25.2
[ 153 eCIi7-602 17qi1.2-q12 218  cCI17-673 17q12-q21.1
154 eCI17-603 17pl1.2 219 eCI17-674 17q21.3
[ 155  cCI17-604 17q23 220 cCI17-675 17q21.3
[ 156 eCI17-605 17q25.1-q21.2 221  ¢CI17-676 17923
157  eCI17-606 17p13 222 eCI17-67T 17q12-q21.1
[ 158  eCI17-607 17q25 223 eCI17-678 17923
159  eCI17-608 17pit.2 224  eCI17-679 17923.1
[ 160 <oCI17-609 17q21.3 225  ¢CI17-680 17p13
[ 161  eCI17-610 17q12-q21.1 226 eCI17-B81 iTpll.1-p11.2
162 eCI17-611 17q22 227  eCI17-683 i7q11.2
[ 163 eCI17-612 17925.3 228 eCl17-684 17q25.1-g25.2
164 ¢CI17-613 17q25.1 229  eCI17-685 17p13
[ 165 <CI17-614 11q2t.3 230  eCI17-687 17q12
[ 166  cCI17-615 17q21.1 231 eCI17-688 17pli.2
167 eCI17-616 17q25.1 232 cCI17-690 17q11.2-q12
[ 168 eCI17-617 17q21.3 233 eCI17-691 17q25.1
169 eCI17-618 17q23.1 234  ¢CI17-692 17923
[ 170  <CI17-6189 17q21.3 235  eCI17-693 17pll.2
[ 17t eCI17-821 17q25.1-925.2 236  cCI17-694 17pl1.2
172 ¢CI17-622 E7q12 237  eCI17-695 1Tpl1.2
[ 173 eCI17-823 17q25.1-q25.2 238 cCI17-696 17923.3
174  cCE17-B24 17p13 238 ¢CI17-697 17q25
[ 175  cCI1T-825 17q23 240 oCI17-698 17qlt.2
[ 176  cCI17-626 17923 241  cCE17-699 17q23
171 eCI17-627 11p13 242 cCI1T-700 17q23
[ 178 cCI17-628 11q23 243 cCI1T-T01 17q21.3
179 cCI17-630 17qll.2 244  cCI17-702 17q25.2-925.3
[ 180 «cCIL7-8631 17pli.2 245  ¢CIL7-703 17p13
[ 181  cCIL7-662 17q22 246  eCILT-704 1723
182  eCIt7-633 1Tq12 247 eCIL7-705  D17S554  17pli.2
[ 183  eCII7-834 17q21.3 248 cCI17-708  D17S555  17ql2
184 cCIIT-636 17p13 249 cCI17-707 DI7S556  17q25.1-q25.2
[ 185 cCIN7-837 17q12 250 eCI17-708 17p13
[ 186  cCI17-638 17pll.2 251  eCI17-769 17p12
187  cCI17-639 17q12 252  eCI17-710 DI17855T  17q25.3
[ 188 eCI17-640 17qli.2 253  cCI17-T11 17q32.1
183  cCI17-641 17q25.1 254 ¢CI17-T12 DITS558  17pll.2
[ 130 oCI17-642 17q12-q21.1 255 ¢CI17-T13 DITS559  17pl3
[ 181  cCI17-643 17921.3 256  ¢CI17-T14 DIT8560 17925.3
192 eCl17-644 17q23 257  eCI17-715 17q21.3
[ 193 eCl17-645 17p13 258 cCI17-T16  D178561  17pi3
194 cCI17-646 17p13 259 eCI17-T1T . 17p13
[ 195 ¢CI17-647 17925.1-925.2 260  oCI17-719 17q25
[ 196 cCI17-650 17q12 261  cCl17-721 17923
197  eCI17-851 17925.1 262  ¢CI17-722 DI178563  17¢25.2-q25.3
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: 263 eCI17-723 17p13 304  cCI17-834 17911.2-q12
[ 264 oCIL7-724 DI7S564 17pll.2 305  cCI1T-83% 17q21.3
265 oCI17-726 17q25 306  ¢CI17-841 17pl2
[ 2866 ¢CIL7T-727 DITS566  17pla 307  e¢CI17-1005 17q21.3
[ 267  eCILT-728  DIT8567  17pl2 308 cCI17-1008 17q21.3
268 eCIL7-729 DITS568  17qil.2 309 eCIlT-1016 17q23.1
[ 269 eCIL7-730 17q21.3 310 eCIl7-1018 17q21.2-21.3
270  eCI17-732 DITSBET0  17pi3.2 31 eCIIT-1019 17q23.1
[ 271 eCILI7-733 17q25.1 312 eCII7-1024 17qL2
[ 272 cCIET-735  DI78572  17q25.3 313 ¢Cl17-1029 17ql1.2
273 cCIi7-736  D178573  17q21.3 314 eCI17-1030 17q22
[ 274 eCIi7-737 D17S557 17q25.2-q25.3 315  eCIL7-1031 17ql1.2
275 cCIET-739  DITS575  17q25.1 316  cCI17-1032 17q23.1-23.2
[ 216 eCI27-741 17925.3 317 ¢Cl17-1049 17q21.3
[ 217 eCILT-742 17q25 318  ¢CIf7-1055 17q21.3
278 cCIi7-743 17q23.3 319  eCII7-1059 17q21.1-q%1.2
[ 279  cCli7-1744 17q23 220 cCII7-1063 17q12
280 cCIt7-745  DITS5TT  17pi3 321 eCIIT-1073 17q11.2
[ 281 cCIiT-8BO!I 17q11.2-q12 322 ¢CI17-1079 17912
[ 282 cCIIT-802 17p11.2 323 ¢CI17-1082 17422
283 cCIi7-808 17925.1-q25.2 324  eCI17-10094 17q21. 14
[ 284 ¢eCILi7-BO9 17q23 325  eCI17-1101 17q12
285  ¢CIL7-810 17p13.2-p13.1 326 oCI17-1103 17q11.2
[ 286 cCIi7-812 17q25.1 327 ¢CI17-1106 . 17q11.2
287  eCII7-813 17423 328  cCI17-1702 17q2L.1-q21.2
[ 288 cCIiT-814 17pil.2 329 eCIL7-1705 17921.2-g21.3
[ 289 cCILT-815 17q24 330  ¢CIL17-1708 17q21.1-q21.2
290  eCIL7-816 17q23 331  eCI17-1707 17q21.2-q21.3
[ 291 eCIL7-817 17q23 332 ¢CI17-1709 17gq12
[ 292 cCIL7-818 17pil.2 333 eCI17-1710 17921.3
293 eCI17-820 17q12 334 ¢CIIT-1T11 17q12
[ 294 ¢CILT-831 17p13 335  ¢CI17-1715 17q12
295  eCI17-822 17q11.1 336 cCILT-1T17 17q21.3
[ 296 cCIL7-823 17q12 337 ¢CII7-1719 17q11.2
297  eCI17-825 17pl1.2 338 ¢CII7-1720 17q24.3-q25.1
[ 298  ¢CT17-826 17qi1.2 339 eCI17-1722 17q23
[ 299  eCI17-827 17pll.2 340 ¢CI17-1723 17q21.3
300 eCIL7-828 17p11.2 341 cCIIT7-1724 17q11.2
[ 301 eCIL7-831 17q25.1-425.2 342 eCIIT-1725 17q21.1
302  eCI17-832 17pl1.2 343 pCMM8s 17923
[ 303  cCIi7-833 17423
[
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[ No. Fwme-7% vy SREE (B E) el Lo
[ 2 eCILT-7 D175860 Pvull 3.0 kb(0.33)
[ 1.B+1.2 kb(0.87)
16 eCI1T-87 D175861 Pstl B.2 kb(0.92) 17q21.3
[ 4.7+ 3.5 Kkb(0.08)
[ 17 cCI17-3156 D178521 Tagl 2.0 kbh{(0.67}) 17925.1-9q25.2
1.8 kb(0.33)
[ 18 cCI17-316 D178862 Mspl 3.1 kb(0.33) 17ql2-q21.1
2,7 kb(0.87)
[ 19 ecCI17-317 D1T7S522 Tagl 2.6-3.9 kb 4 alleles ¥YNTR,60% 17g11.2
[ heterozygosity also polymorphic with
MspI,Pstl,Pvull
[ 29 eCI17-453 D178525 BglIl 5.8-7.5 kb 4 alleles VYNTR,50% 17pl3
heterozygosity also polymorphic with
[ EcoRI,Taql,PstI,Pvull,Mapl
[ 42 cCI17-469 D178533 Mspl 2.0-2.6 kb 5 alleles YNTR,B3X 17g25.2-g25.3
heterozygesity also polymolphic with
[ EcoRI,Taql,Pvull
54 eCI1T7-487 D178538 EcoRI 5.8 kb(0.75) 17¢25.1
[ 3.3 kb(0.29)
56 cCI1T7-489 D175540 Mspl 3.3 kb{0.25) 17423
[ 2.1 kb{0.50)
[ Taql 1.5 kb(0.50)
1.35 kb(0.50}
[ Pvull 1.2 kb{0.50}
0.7 Kb(0.50)
[ 58 eCI17-491 DITS863 Taql 3.6 kb(0.75) 17p13.1
[ 3.3 kb(0.25)
59 eCI1T7-492 D1T8542 BgllII 2.1 kb(0.40) 17q11.2
[ ) 1.4 kb(0.80)
61 cCI17-494 D178865 EcoRI 10.3 kb(0.92)
[ 7.8 kb(0.008)
[ 70 eCIlT-505 D17S544 Mspl 3.1 kb(0.58) 1Tpl2-pll.1
3.0 kb(0.42}
[ Taql 4.1 kb(0.87)
2.7+ 4.4 kb(0.33)
( 71 eCILT7-5086 D178545 Mspl 3.0 kb(0.33) 17q21
[ 2.6 kb(0.87)
73 eCIL7-508 D175546 Mspl 4.6 kb(0.50) 17925.1-q25.2
[ 4.0 kb(0.50)
80 eCIi7-516 D178550 Tagl 4.1 kb(0.25) 17q25.1
l 2.44 1.7 kb{0.75)
[ Pvull 3.4 kb(0.83)
2.2 kb(0.17)
[ 88 elI17-525 DLIT7S866 Mspl 2.7 kb(0.42)
2.3 kb(0.58)
[ 118 cCI17-562 D1785867 Taql 3.5 kb(0.42)
[ 3.2 kb(0.58)
Pvull 7.1 kb(0.92)
[ 6.6 kb(0.08)
137 eCI17-584 D17S868 Mspl 3.8 kb(0.25)
[ 3.6 Kb(0.75)
[ 166 cCI1T7-615 D175869 Pstl 5.2 kb(0.42)
4.7 kb(0.58)
[ 243 eCI1T-701 D178870 Taql 1.7-2.5 kb 6 alleles YNTR,6T% 17q21.3
heterozygosity also polymorphic with
[ Mspl,PstI,Pvull,Rsal
[ 244 cCIi17-~-702 D178871 Mspl 4.1 kb{0.83) 17925.2-q25.3
3.4 kb{0.17;
[ Rsal 5.2 kb{0.83)
4,1 kKb(0.17}
[ Bglll 6.6 kb(D.B3)
5.6 Kb(0.1T}
[ Pvull 2.9 Kb(0.83)
[ 2.2 kb(0.17)
[
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gogno

: o-—-# 2 % ir & mF
[ No. T o-—-7% L HMBEER (HE> LR R A
( 245 cCI1T7-703 DITSBTT Taql 2.6-3.8 kb 4 alleles VNTR,50% 17pl13
[ heterozygosity also polymorphic with
MspI,Rsal,PstI,Pvull
[ 247 cCil1T-705 D175554 Pstl 4.3 kb(0.50) 1Tpll.2
2.3+2.0 kb(D.50)
l 250 cCil7-708 D1788B78 Pvull 2.6-9.0 kb 10 afleles VNTR,B87% 17pl13
[ heterozygosity also polymerphlic with
Mspl,Taql,BgtII,Pstl,EceRI
[ 2512 cCI1T-T10 D173557 Mspl 2.0-2.6 kb 5 alleles ¥YNTR,100% 17q25.3
heterozygosity also pelymorphic with
[ Rsal,Taql,Pstl,Pvull,EcoRI
[ 254 cCI1T-7T12 D1758558 Mspl 3.1 kb{0.58) 1Tpll.2
2.9 kb{0.42)
[ Taqgl 6.6 kb(0.67)
4.34 2.3 kb(0.33)
[ Pvull 7.1 kb{0.50)
[ 3.9+ 3.2 kb(0.50)
255 cCI17-713 D178559 Mspl 2.2-2.8 kb 3 alleles VNTR,50% 17pl3d
[ heterozygosity also polymorphic with
Pstl
L 2548 cCI17-T14 D1T8560 Rsal 4.5 kb{0.58) 17q25.3
[ 4.3 kb{0.42)
Tagql 3.8 kb{0.75)
[ 2.8 kb(0.25)
Bglll 3.8 Kb{0.58)
[ 3.5 kb(0.42)
Pvull 2.6 kb{0.58)
[ 2.4 kb(0.42)
[ 1.5 kb(0.58)
1.4 kb(0.42)
[ 251 cCI17-715 DETSBT72 Pstl 3.3 kb(0.17) 17q21.3
3.0 kb(0.83)
[ EcoRI 3.6 kb(0.87)
[ 3.3 kb(0.13)
258 eCI17-1186 DiIT8561 Tagl 2.4 kb(0.87) 17p13
[ 1.3+ 1.1 kb({0.13)
261 eCI17-721 D17S864 Rsal 2.% kb(0.25) 17q22-q23
[ 1.6 kb(0.75)
[ Beglll 4.4 kb(0.83)
3.9 kb(0.17)
[ 262 eCI17-722 DI78563 Mspl 4.1 kb{0G.83) 17q25.2-q925.3
3.4 kb(0.17)
[ Rsal 5.2 kb(0.83)
[ 4.1 kb(0.17)
Bglll 6.6 kb(0.83)
[ 5.6 kb(0.17)
Pvull 2.9 kb(0.83)
[ 2.2 kb(0.17)
[ EcoRI 13.0 kb(0.175)
12.5 kb(0.25)
[ 263 cCIt7-723 D175873 Hspl 3.0 kb(0.33) 17pl13
1.7 kb(0.67)
[ Bsal 0.8 kb{0.70)
[ 0.5 kb{0.30)
Taql 3.6 Kb(0.33}
[ 1.3 kb(0.67)
Pstl 5.8 kb{0.50}
[ 5.3 kb(0.50)
[ Pvull 4.6 Kb(0.58)
4,2 kb(0.42)
[ 266 eCILIT-727 D178566 Pvull 2.6-9,0 kb 10 alleles VNTR,87% 17p13
heterozygosity also polymorphlc with
[ Mspl,Taql,BglII,PstI,EcoRl
[ 268 eCI17-729 D178568 Mspl 4.6 kb(0.58) 17q11.2
2.6 kb(0.42)
[
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u—-# 2 bolvae &S
No. 7u-7% vyt HEEE (SR ) Rk Eoi R
269 eCI17-730 D178874 Mspl 2.2-3.5 kb 4 alleles VNTH,83% 17q921.3
heterozygosity also polymorphie with
TaqI,BglIl,Pstl,Pvull
270 cCI1T-732 D178570 Rsal 3.2 kb(0.50) 17p13.2
2.7 kb(06.50)
Bgill 8.5 kb(0.50)
3.2 kb(0.50)
Pstl 2.5 kb{0.58)
1.7 kb{0.42)
Pvull 4.2 kb{0.50)
4.1 kb({0.50)
271 cCIL7-733 D178875 Mspl 3.4 Kb(0.75) 17q25.1
2.6 Kb(0.25)
272 eCIET-735 D178572 Mspl 4.1 kb(0.83) 17q25.3
3.4 kb(0.17)
Rsal 5.2 kb(0.83)
4.1 kb(0.17)
Pvull 2.9 kb(0.83)
2.2 kb{g.1T)
273 eCI17-736 D178573 Tagl 1.7-2.5 kb 7 alleles ¥YNTR,100% 17q21.3
heterozygosity also polymorphic with
MspIl,Rsal,PstI,Pvull
2175 eCI17-739 D178575 Mspl 3.3 kb(0.33) 17q25.1
2.4 kb(0.67) .
278 eCI1T-T743 D178876 Taql 4.3 kb(0D.17)
2.8 kb(0.83)
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RF

ﬁeu Leu Ser Ser Gln Tyr Val Glu Arg His Phe Ser Arg Glu Gly Thr
L1 b 10 15
EThr GIn His Ser Thr Gly Ala Gly Asp His Cys Tyr Tyr Gln Gly Lys
[ 20 20 30

?eu Arg Gly Asn Pro His Ser Phe Ala Ala Leu Ser Thr Cys Gln Gly
[ 35 40 45

Teu His Gly Val Phe Ser Asp Gly Asn Leu Thr Tyr Ile Val Glu Pro
E 50 55 60

©&ln Glu Val Ala Gly Pro Trp Gly Ala Pro Gln Gly Pro Leu Pro His
65 70 75 80
Leu Ile Tyr Arg Thr Pro Leu Leu Pro Asp Pro Leu Gly Cys Arg Glu
E 85 90 95

(Pro Gly Cys Leu Phe Ala Val Pro Ala Gln Ser Ala Pro Pro Asn Arg
E 100 105 110

Pro Arg Leu Arg Arg Lys Arg Gln Val Arg Arg Gly His Pro Thr Val
E 115 120 125

His Ser Glu Thr Lys Tyr Val Glu Leu Ile Val Ile Asn Asp His Gln
© 130 135 140

ieu Phe Glu GIn Met Arg Gln Ser Val Val Leu Thr Ser Asn Phe Ala
145 150 155 160
ivs Ser Val Val Asn Leu Ala Asp Val Ile Tyr Lys Glu Gln Leu Asn
[ 165 170 175
EThr Arg Ile Val Leu Val Ala Met Glu Thr Trp Ala Asp Gly Asp Lys
[ 180 185 190

Elle G1n Val Gln Asp Asp Leu Leu Glu Thr Leu Ala Arg Leu Met Val
[ 195 200 205

ETvr Arg Arg Glu Gly Leu Pre Glu Pro Ser Asn Ala Thr His Leu Phe

. 210 215 220
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Ser Gly Arg Thr Phe Gln Ser Thr Ser Ser Gly Ala Ala Tyr Val Gly

995 230 235 240

[le Ile Cys Ser Leu Ser His Gly Gly Gly Val Asn Glu Tyr Gly Asn
E 245 250 255
Met Gly Ala Met Ala Val Thr Leu Ala Gln Thr Leu Gly Gln Asn Leu
E 260 265 270

Gly Met Met Trp Asn Lys His Arg Ser Ser Ala Gly Asp Cys Lys Cys
: 27h 280 285

&ro Asp Ile Trp Leu Gly Cys [le Met Glu Asp Thr Gly Phe Tyr Leu
L 290 295 300

&ro Arg Lys Phe Ser Arg Cys Ser Ile Asp Glu Tyr Asn Gln Phe Leu
(305 310 315 320
[Gln Glu Gly Gly Gly Ser Cys Leu Phe Asn Lys Pro Leu Lys Leu Leu
[ 325 330 335
[Asp Pro Pro Glu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys
[ 340 345 350

[ﬁsp Cys Gly Ser Val Gln Glu Cys Ser Arg Ala Gly &ly Asn Cys Cys
[ 3bh 360 365

Lys Lys Cys Thr Leu Thr His Asp Ala Met Cys Ser Asp Gly Leu Cys
a0 375 380

‘Cys Arg Arg Cys Lys Tyr Glu Pro Arg Gly Val Ser Cys Arg Glu Ala

285 390 395 400

[

Val Asn Glu Cys Asp Ile Ala Glu Thr Cys Thr Gly Asp Ser Ser Gln
E 405 410 415
Cys Pro Pro Asn Leu His Lys Leu Asp Gly Tyr Tyr Cys Asp His Glu
E 420 425 430

&ln G1y Arg Cys Tyr Gly Gly Arg Cys Lys Thr Arg Asp Arg Gln Cys
: 435 440 444

[
&ln Val Leu Trp Gly His Ala Ala Ala Asp Arg Phe Cys Tyr Glu Lys
O
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[ 450 455 460

b.eu Asn Val Glu Gly Thr Glu Arg Gly Ser Cys Gly Arg Lys Gly Ser
(465 470 475 480
EGIV Trp Val Gln Cys Ser Lys Gln

[ 485 488 ,
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RF

[Het Cys Trp Leu Ser His Gln Leu Leu Ser Ser Gln Tyr Val Glu Arg

L1 b 10 15

[His Phe Ser Arg Glu Gly Thr Thr Gln His Ser Thr Gly Ala Gly Asp

[ 20 25 30

[His Cys Tyr Tyr Glo Gly Lys Leu Arg Gly Asn Pro His Ser Phe Ala

[ 35 40 45

‘Ala Leu Ser Thr Cys Gln Gly Leu His Gly Val Phe Ser Asp Gly Asn

E 50 55 60

Leu Thr Tyr [le Val Glu Pro Gln Glu Val Ala Gly Pro Trp Gly Ala

65 70 75 80

Pro Gln Gly Pro Leu Pro His Leu Ile Tyr Arg Thr Pro Leu Leu Pro

E 85 90 95

Asp Pro Leu Gly Cys Arg Glu Pro Gly Cys Leu Phe Ala Val Pro Ala

E 100 105 110

&ln Ser Ala Pro Pro Asn Arg Pro Arg Leu Arg Arg Lys Arg Gln Val

E 115 120 125

Arg Arg Gly His Pro Thr Val His Ser Glu Thr Lys Tyr Val Glu Leu

© 130 135 140

Elle Val Ile Asn Asp His Gln Leu Phe Glu Gln Met Arg Gln Ser Val

145 150 155 160

EVal Leu Thr Ser Asn Phe Ala Lys Ser Val Val Asn Leu Ala Asp Val

165 170 175

Ile Tyr Lys Glu Gln Leu Asn Thr Arg Ile Val Leu Val Ala Met Glu
180 185 190

EThr Trp Ala Asp 61y Asp Lys Ile Gln Val Gln Asp Asp Leu Leu Glu

[ 195 200 205

EThr Leu Ala Arg Leu Met Val Tyr Arg Arg Glu Gly Leu Pro Glu Pro

. 210 215 220
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Ser Asn Ala Thr His Leu Phe Ser Glv Arg Thr Phe Gln Ser Thr Ser

995 230 235 240

[

Ser Gly Ala Ala Tyr Val Gly Gly Ile Cys Ser Leu Ser His Gly Gly
E 245 250 255
&1y Val Asn Glu Tyr Gly Asn Met Gly Ala Met Ala Val Thr Leu Ala
E 260 265 270

@&ln Thr Leu GIy Gln Asn Leu Gly Met Met Trp Asn Lys His Arg Ser
: 275 280 285

ESer Ala Gly Asp Cys Lys Cys Pro Asp Ile Trp Leu Gly Cys Ile Met
L 290 295 300

[Elu Asp Thr Gly Phe Tyr Leu Pro Arg Lys Phe Ser Arg Cys Ser [le
305 310 315 320
[Asp Glu Tyr Asn Gln Phe Leu Gln Glu Gly Gly Gly Ser Cys Leu Phe
[ 325 330 335
[Asn Lys Pro Leu Lys Leu Leu Asp Pro Pro Glu Cys Gly Asn Gly Phe
[ 340 34b 350

[ﬁal Glu Ala Gly Glu Glu Cys Asp Cys Gly Ser Val Gln Glu Cys Ser
[ 355 380 365

‘Arg Ala Gly Gly Asn Cys Cys Lys Lys Cys Thr Leu Thr His Asp Ala
a0 375 380

Met Cys Ser Asp Gly Leu Cys Cys Arg Arg Cys Lys Tyr Glu Pro Arg
385 390 395 400
Gly Val Ser Cys Arg Glu Ala Val Asn Glu Cys Asp Ile Ala Glu Thr
E 405 410 415
Cys Thr Gly Asp Ser Ser GIn Cys Pro Pro Asn Leu His Lys Leu Asp
E 420 425 430

&ly Tyr Tyr Cys Asp His Glu Gln Gly Arg Cys Tyr Gly Gly Arg Cys
: 435 440 444

[
Lys Thr Arg Asp Arg Gln Cys Gln Val Leu Trp Gly His Ala Ala Ala
O
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[ 430 455 460

[rﬁsp Arg Phe Cys Tyr Glu Lys Leu Asn Val Glu Gly Thr Glu Arg Gly
(465 470 475 480
ESer Cys Gly Arg Lys Gly Ser Gly Trp Val Gln Cys Ser Lys Gln Pro
[ 485 490 495
EGln Gln Gly Arg Ala Val Trp Leu Pro Pro Leu Cys GIn His Leu Trp
[ 500 505 510

ESer Ser Ser Ala Arg Gly Pro Gly Gly Arg His Gln

: 515 520 524 ,
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RF

[Het Cys Trp Leu Ser His Gln Leu Leu Ser Ser Gln Tyr Val Glu Arg

L1 b 10 15

[His Phe Ser Arg Glu Gly Thr Thr Gln His Ser Thr Gly Ala Gly Asp

[ 20 25 30

[His Cys Tyr Tyr Glo Gly Lys Leu Arg Gly Asn Pro His Ser Phe Ala

[ 35 40 45

‘Ala Leu Ser Thr Cys Gln Gly Leu His Gly Val Phe Ser Asp Gly Asn

E 50 55 60

Leu Thr Tyr [le Val Glu Pro Gln Glu Val Ala Gly Pro Trp Gly Ala

65 70 75 80

Pro Gln Gly Pro Leu Pro His Leu Ile Tyr Arg Thr Pro Leu Leu Pro

E 85 90 95

Asp Pro Leu Gly Cys Arg Glu Pro Gly Cys Leu Phe Ala Val Pro Ala

E 100 105 110

&ln Ser Ala Pro Pro Asn Arg Pro Arg Leu Arg Arg Lys Arg Gln Val

E 115 120 125

Arg Arg Gly His Pro Thr Val His Ser Glu Thr Lys Tyr Val Glu Leu

© 130 135 140

Elle Val Ile Asn Asp His Gln Leu Phe Glu Gln Met Arg Gln Ser Val

145 150 155 160

EVal Leu Thr Ser Asn Phe Ala Lys Ser Val Val Asn Leu Ala Asp Val

165 170 175

Ile Tyr Lys Glu Gln Leu Asn Thr Arg Ile Val Leu Val Ala Met Glu
180 185 190

EThr Trp Ala Asp 61y Asp Lys Ile Gln Val Gln Asp Asp Leu Leu Glu

[ 195 200 205

EThr Leu Ala Arg Leu Met Val Tyr Arg Arg Glu Gly Leu Pro Glu Pro

. 210 215 220
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Ser Asn Ala Thr His Leu Phe Ser Glv Arg Thr Phe Gln Ser Thr Ser

995 230 235 240

[

Ser Gly Ala Ala Tyr Val Gly Gly Ile Cys Ser Leu Ser His Gly Gly
E 245 250 255
&1y Val Asn Glu Tyr Gly Asn Met Gly Ala Met Ala Val Thr Leu Ala
E 260 265 270

@&ln Thr Leu GIy Gln Asn Leu Gly Met Met Trp Asn Lys His Arg Ser
: 275 280 285

ESer Ala Gly Asp Cys Lys Cys Pro Asp Ile Trp Leu Gly Cys Ile Met
L 290 295 300

[Elu Asp Thr Gly Phe Tyr Leu Pro Arg Lys Phe Ser Arg Cys Ser [le
305 310 315 320
[Asp Glu Tyr Asn Gln Phe Leu Gln Glu Gly Gly Gly Ser Cys Leu Phe
[ 325 330 335
[Asn Lys Pro Leu Lys Leu Leu Asp Pro Pro Glu Cys Gly Asn Gly Phe
[ 340 34b 350

[ﬁal Glu Ala Gly Glu Glu Cys Asp Cys Gly Ser Val Gln Glu Cys Ser
[ 355 380 365

‘Arg Ala Gly Gly Asn Cys Cys Lys Lys Cys Thr Leu Thr His Asp Ala
a0 375 380

Met Cys Ser Asp Gly Leu Cys Cys Arg Arg Cys Lys Tyr Glu Pro Arg
385 390 395 400
Gly Val Ser Cys Arg Glu Ala Val Asn Glu Cys Asp Ile Ala Glu Thr
E 405 410 415
Cys Thr Gly Asp Ser Ser GIn Cys Pro Pro Asn Leu His Lys Leu Asp
E 420 425 430

&ly Tyr Tyr Cys Asp His Glu Gln Gly Arg Cys Tyr Gly Gly Arg Cys
: 435 440 444

[
Lys Thr Arg Asp Arg Gln Cys Gln Val Leu Trp Gly His Ala Ala Ala
O

10

20

30

40



(32) JP 3670030 B2 2005.7.13

[ 450 455 460

EAsp Arg Phe Cys Tyr Glu Lys Leu Asn Val Glu Gly Thr Glu Arg Gly
(465 470 475 480
ESer Cys Gly Arg Lys Gly Ser Gly Trp Val Gln Cys Ser Lys Gln Asp
[ 485 490 495
EVal Leu Cys Gly Phe Leu Leu Cys Val Asn [le Ser Gly Ala Pro Arg
[ 500 505 510

Leu Gly Asp Leu Val Gly Asp Ile Ser Ser Val Thr Phe Tyr His Gln
E 515 520 525

Gly Lys Glu Leu Asp Cys Arg Gly Gly His Val Gln Leu Ala Asp Gly
~ 530 535 540

Ser Asp Leu Ser Tyr Val Glu Asp Gly Thr Ala Cys Gly Pro Asn Met

[

040 5h0 5hh 660

Leu Cys Leu Asp His Arg Cys Leu Pro Ala Ser Ala Phe Asn Phe Ser
E 565 570 575
Thr Cys Pro Gly Ser Gly Glu Arg Arg Ile Cys Ser His His Gly Val
E 580 585 590

Cys Ser Asn Glu Gly Lys Cys Ile Cys Gln Pro Asp Trp Thr Gly Lys
: 595 600 605

EAsp Cys Ser Ile His Asn Pro Leu Pro Thr Ser Pro Pro Thr Gly Glu
[ 610 615 620

EThr Glu Arg Tyr Lys Gly Pro Ser Gly Thr Asn [le Ile Ile Gly Ser
625 630 635 640
Elle Ala Gly Ala Val Leu Val Ala Ala Ile Val Leu Gly Gly Thr Gly
[ 645 650 655
ETrp Gly Phe Lys Asn Ile Arg Arg Gly Arg Ser Gly Gly Ala

[ 660 665 670 .
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RF

[Het Arg Leu Leu Arg Arg Trp Ala Phe Ala Ala Leu Leu Leu Ser Leu
ul b 10 15
ieu Pro Thr Pro Gly Leu Gly Thr Gln Gly Pro Ala Gly Ala Leu Arg
[ 20 20 30

ETrp Gly Gly Leu Pro Gln Leu Gly Gly Pro Gly Ala Pro Glu Val Thr
[ 35 40 45

‘Glu Pro Ser Arg Leu Val Arg Glu Ser Ser Gly Gly Glu Val Arg Lys
E 50 55 60

@&ln Gln Leu Asp Thr Arg Val Arg Gln Glu Pro Pro Gly Gly Pre Pro
65 70 75 80
Val His Leu Ala Gln Val Ser Phe Val Ile Pro Ala Phe Asn Ser Asn
E 85 90 95

(Phe Thr Leu Asp Leu Glu Leu Asn His His Leu Leu Ser Ser Gln Tyr
E 100 105 110

Val Glu Arg His Phe Ser Arg Glu Gly Thr Thr Gln His Ser Thr Gly
E 115 120 125

Ala Gly Asp His Cys Tyr Tyr Gln Glv Lys Leu Arg Gly Asn Pro His
© 130 135 140

ESer Phe Ala Ala Leu Ser Thr Cys GIn Gly Leu His Gly Val Phe Ser
145 150 155 160
EAsp Gly Asn Leu Thr Tyr I[le Val Glu Pro Gln Glu Val Ala Gly Pro
[ 165 170 175
ETrp G1ly Ala Pro Gln Gly Pro Leu Pro His Leu [le Tyr Arg Thr Pro
[ 180 185 190

?eu Leu Pro Asp Pro Leu Gly Cys Arg Glu Pro Gly Cys Leu Phe Ala
[ 195 200 205

EVal Pro Ala GIn Ser Ala Pro Pro Asn Arg Pro Arg Leu Arg Arg Lys

. 210 215 220
0
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Arg Gln Val Arg Arg Gly His Pro Thr Val His Ser Glu Thr Lys Tyr

995 230 235 240

[fal Glu Leu Ile Val Ile Asn Asp His Gln Leu Phe Glu Gln Met Arg
E 245 250 255
@ln Ser Val Val Leu Thr Ser Asn Phe Ala Lys Ser Val Val Asn Leu
E 260 265 270

Ala Asp Val [le Tyr Lys Glu Gln Leu Asn Thr Arg Ile Val Leu Val
: 27h 280 285

EAla Met Glu Thr Trp Ala Asp Gly Asp Lys [le Gln Val Gln Asp Asp
L 290 295 300

ieu Leu Glu Thr Leu Ala Arg Leu Met Val Tyr Arg Arg Glu Gly Leu
(305 310 315 320
?ro Glu Pro Ser Asn Ala Thr His Leu Phe Ser Gly Arg Thr Phe Gln
[ 325 330 335
ESer Thr Ser Ser Gly Ala Ala Tyr Val Gly Gly Ile Cys Ser Leu Ser
[ 340 345 350

[His Gly Gly Gly Val Asn Glu Tyr Gly Asn Mei Gly Ala Met Ala Val
[ 3bh 360 365

'Thr Leu Ala Gln Thr Leu Gly Gln Asn Leu Gly Mei Met Trp Asn Lys
a0 375 380

His Arg Ser Ser Ala Gly Asp Cys Lys Cys Pro Asp Ile Trp Leu Gly

285 390 395 400

[

Cys Ile Met Glu Asp Thr Gly Phe Tyr Leu Pro Arg Lys Phe Ser Arg
E 405 410 415
Cys Ser Ile Asp Glu Tyr Asn Gln Phe Leu Gln Glu Gly Gly Gly Ser
E 420 425 430

Cys Leu Phe Asn Lys Pro Leu Lys Leu Leu Asp Pro Pro Glu Cys Gly
: 435 440 444

[
Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp Cys Gly Ser Val Gln
O
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[ 450 455 460

{Glu Cys Ser Arg Ala Gly Gly Asn Cys Cys Lys Lys Cys Thr Leu Thr
(465 470 475 480
[His Asp Ala Met Cys Ser Asp Gly Leu Cys Cys Arg Arg Cys Lys Tyr
[ 485 490 495
[ﬁlu Pro Arg Gly Val Ser Cys Arg Glu Ala Val Asn Glu Cys Asp [le
[ 500 505 510

‘Ala Glu Thr Cys Thr Gly Asp Ser Ser Gln Cys Pro Pro Asn Leu His
E 515 520 525

Lys Leu Asp Gly Tyr Tyr Cys Asp His Glu Gln Gly Arg Cys Tyr Gly
~ 530 535 540

Gly Arg Cys Lys Thr Arg Asp Arg Gln Cys Gln Val Leu Trp Gly His

'545 550 555 560

EAla Ala Ala Asp Arg Phe Cys Tyr Glu Lys Leu Asn Val Glu Gly Thr
E 565 570 575
izlu Arg Gly Ser Cys Gly Arg Lys Gly Ser Gly Trp Val Gln Cys Ser
E 580 585 590

Lys Gln Asp Val Leu Cys Gly Phe Leu Leu Cys Val Asn Ile Ser Gly
: 595 600 605

EAla Pro Arg Leu Gly Asp Leu Val Gly Asp [le Ser Ser Val Thr Phe
L 610 615 620

ETvr His Gln Gly Lys Glu Leu Asp Cys Arg Gly Gly His Val Gln Leu
1525 630 635 640
EAla Asp Gly Ser Asp Leu Ser Tyr Val Glu Asp Gly Thr Ala Cys Gly
[ 645 650 655
?ru Ash Met Leu Cys Leu Asp His Arg Cys Leu Pro Ala Ser Ala Phe
[ 660 665 670

EAsn Phe Ser Thr Cys Pro Gly Ser Gly Glu Arg Arg Ile Cys Ser His

[ 675 680 685
0
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Mis Gly Val Cys Ser Asn Glu Gly Lys Cys I[le Cys Glo Pro Asp Trp

- 690 695 700

(Thr Gly Lys Asp Cys Ser [le His Asn Pro Leu Pro Thr Ser Pro Pro

E705 710 715 790

(Thr Gly Glu Thr Glu Arg Tyr Lys Gly Pro Ser Gly Thr Asn Ile [le
E 725 730 735
Ile Gly Ser [le Ala Gly Ala Val Leu Val Ala Ala Ile Val Leu Gly
E 740 45 750

&ly Thr Gly Trp Gly Phe Lys Asn Ile Arg Arg Gly Arg Ser Gly Gly
: 755 760 765

EAla

(769

]
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RF

ECTC CTC TCC TCG CAA TAC GTG GAG CGC CAC TTC AGC CGG GAG GGG ACA
Leu Leu Ser Ser &ln Tyr Val Glu Arg His Phe Ser Arg Glu Gly Thr
1 5 10 15
rACC CAG CAC AGC ACC GGG GCT GGA GAC CAC TGC TAC TAC CAG GGG AAG
EThr Gln His Ser Thr Gly Ala Gly Asp His Cys Tyr Tyr Gln Gly Lys
[ 20 25 30

'CTC CGG GGG AAC CCG CAC TCC TTC GCC GCC CTC TCC ACC TGC CAG GGG
ieu Arg Gly Asn Pro His Ser Phe Ala Ala Leu Ser Thr Cys Gln Gly
L 3h 40 4h

ECTG CAT GGG GTC TTC TCT GAT GGG AAC TTG ACT TAC ATC GTG GAG CCC
Leu His Gly Val Phe Ser Asp Glv Asn Leu Thr Tyr I[le Val Glu Preo
B0 55 60

ICAA GAG GTG GCT GGA CCT TGG GGA GCC CCT CAG GGA CCC CTT CCC CAC
[Gln Glu Val Ala Gly Pro Trp Gly Ala Pro Gln Gly Pro Leu Pro His
[ Bb 70 Ta 80
ECTC ATT TAC CGG ACC CCT CTC CTC CCA GAT CCC CTC GGA TGC AGE GAA
Leu Ile Tyr Arg Thr Pro Leu Leu Pro Asp Pro Leu Gly Cys Arg Glu
: 85 80 95
ECCA GGC TGC CTG TTT GCT GTG CCT GCC CAG TCG GCT CCT CCA AAC CGG
Pro Gly Cys Leu Phe Ala Val Pro Ala Gln Ser Ala Pro Pro Asn Arg
E 100 105 110

CCG AGG CTG AGA AGG AAA AGG CAG GTC CGC CGG GGC CAC CCT ACA GTG
?ru Arg Leu Arg Arg Lys Arg Gln Val Arg Arg Gly His Pro Thr Val
[ 115 120 125

ECAC AGT GAA ACC AAG TAT GTG GAG CTA ATT GTG ATC AAC GAC CAC CAG
His Ser Glu Thr Lys Tyr Val Glu Leu [le Val Ile Asn Asp His Gln
: 130 135 140

[
CTG TTC GAG CAG ATG CGA CAG TCG GTG GIC CTC ACC AGC AAC TTT GCC
0

48

96

192

240

288

336

384

432

480

10

20

30

40



(38) JP 3670030 B2 2005.7.13

Leu Phe Glu Gln Met Arg Gln Ser Val Val Leu Thr Ser Asm Phe Ala

145 150 155 160

[

[AAG TCC GTG GTG AAC CTG GCC GAT GTG ATA TAC AAG GAG CAG CTC AAC
ivs Ser Val Val Asn Leu Ala Asp Val Ile Tyr Lys Glu GIn Leu Asn
[ 165 170 175
EACT CGC ATC GTC CTG GTT GCC ATG GAA ACA TGG GCA GAT GGG GAC AAG
Thr Arg [le Val Leu Val Ala Met Glu Thr Trp Ala Asp Gly Asp Lys
: 180 185 180

EATC CAG GTG CAG GAT GAC CTC CTG GAG ACC CTG &CC CGG CTC ATG GIC
qle Gln Val Gln Asp Asp Leu Leu Glu Thr Leu Ala Arg Leu Met Val
E 195 200 205

(TAC CGA CGG GAG GGT CTG CCT GAG CCC AGT AAT GCC ACC CAC CTC TTC
ETvr Arg Arg Glu Gly Leu Pro Glu Pro Ser Asn Ala Thr His Leu Phe
[ 210 215 220

ETCG GGC AGG ACC TTC CAG AGC ACG AGC AGC GG& GCA GCC TAC GTG GGG
Ser Gly Arg Thr Phe Gln Ser Thr Ser Ser Gly Ala Ala Tyr Val Gly
Ezzs 230 235 240
&GC ATA TGC TCC CTG TCC CAT GGC GGG GGT GTG AAC GAG TAC GGC AAC
‘Gly Ile Cys Ser Leu Ser His Gly Gly Gly Val Asn Glu Tyr Gly Asn
E 245 250 955
'ATG GGG GCG ATG &CC GTG ACC CTT GCC CAG ACG CTG GGA CAG AAC CTG
[Het Gly Ala Met Ala Val Thr Leu Ala Gln Thr Leu Gly Gln Asn Leu
[ 260 265 270

@ﬁc ATG ATG TGG AAC AAA CAC CGG AGC TCG GCA GGG GAC TGC AAG TGT
Gly Met Met Trp Asn Lys His Arg Ser Ser Ala Gly Asp Cys Lys Cys
E 275 280 285

(CCA GAC ATC TGG CTG GGC TGC ATC ATG GAG GAC ACT GGG TTC TAC CTG
?ru Asp Ile Trp Leu Gly Cys Ile Met Glu Asp Thr Gly Phe Tyr Leu

r 290 205 300
0
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ICCC CGC AAG TTC TCT CGC TGC AGC ATC GAC GAG TAC AAC CAG TTT CTG
@ru Arg Lys Phe Ser Arg Cys Ser Ile Asp Glu Tyr Asn Gln Phe Leu
305 310 315 320
ECAG GAG GGT GGT GGC AGC TGC CTC TTC AAC AAG CCC CTC AAG CTC CTG
@ln Glu Gly Gly Gly Ser Cys Leu Phe Asn Lys Pro Leu Lys Leu Leu
E 325 330 335
GAC CCC CCA GAG TGC GGG AAC &GC TTC GTG GAG GCA GGG GAG GAG TGC
"Asp Pro Pro Glu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys
E 340 345 350

GAC TGC GEC TC& GTG CAG GAG TGC AGC CGC GCA GGT GGC AAC TGC TGC
EAsp Cys Gly Ser Val Gln Glu Cys Ser Arg Ala Gly Gly Asn Cys Cys
[ 35h 360 365

?AG AAA TGC ACC CTG ACT CAC GAC GCC ATG TGC AGC GAC GGG CTC TGC
Lys Lys Cys Thr Leu Thr His Asp Ala Met Cys Ser Asp Gly Leu Cys
30 375 380

TGT CGC CGC TGC AAG TAC GAA CCA CGG GGT GTG TCe TGC CGA GAG GCC
ECvs Arg Arg Cys Lys Tyr Glu Pro Arg Gly Val Ser Cys Arg Glu Ala
385 390 395 400
'GTG AAC GAG TGC GAC ATC GCG GAG ACC TGC ACC GGG GAC TCT AGC CAG
EVal Asn Glu Cys Asp I[le Ala Glu Thr Cys Thr Gly Asp Ser Ser Gln
[ 405 410 415
ETGC CCG CCT AAC CTG CAC AAG CTG GAC GGT TAC TAC TGT GAC CAT GAG
ICys Pro Pro Asn Leu His Lys Leu Asp Gly Tyr Tyr Cys Asp His Glu
E 420 425 430

CAG GGC CGC TGC TAC GGA GGT CGC TGC AAA ACC CGG GAC CGG CAG TGC
[Gln Gly Arg Cys Tyr Gly Gly Arg Cys Lys Thr Arg Asp Arg Gln Cys
[ 435 440 445

'CAG GIT CTT TGG GGC CAT GCG GCT GCT GAT CGC TTC TGC TAC GAG AAG

[
&ln Val Leu Trp €ly His Ala Ala Ala Asp Arg Phe Cys Tyr Glu Lys
O

960

1008

1056

1104

1152

1200

1248

1296

1344

1392

10

20

30

40



(40) JP 3670030 B2 2005.7.13

L 450 455 460
ECTG AAT GTG GAG GGG ACG GAG CGT GGG AGC TGT GGG CGC AAG GGA TCC 1440

Leu Asn Val Glu Gly Thr Glu Arg Gly Ser Cys Gly Arg Lys Gly Ser
[

[465 470 475 480

GGC TGG GTC CAG TGC AGT AAG CAG 1464
EGIV Trp Val Glo Cys Ser Lys Gln

[ 485 o
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RF
EGCGTTTACTG GCAAACCGCA TTTGTAA ATG TGC TGG CTG AGC CAC CAA CTC
Met Cys Trp Leu Ser His Gln Leu

1 5

CTC TCC TCG CAA TAC GTG GAG CGC CAC TTC AGC CGG GAG GGG ACA ACC
?eu Ser Ser GIn Tyr Val Glu Arg His Phe Ser Arg Glu Gly Thr Thr
[ 10 15 20

'CAG CAC AGC ACC GGG GCT GGA GAC CAC TGC TAC TAC CAG GGG AAG CTC
[Eln His Ser Thr Gly Ala Gly Asp His Cys Tyr Tyr Gln Gly Lys Leu
L 25 30 35 40
ECGG GGG AAC CCG CAC TCC TTC GCC GCC CTC TCC ACC TGC CAG GGG CTG
(Arg G1y Asn Pro His Ser Phe Ala Ala Leu Ser Thr Cys Gln Gly Leu
E 4 50 55
ICAT GGG GTC TTC TCT GAT GGG AAC TTG ACT TAC ATC GTG GAG CCC CAA
[His Gly Val Phe Ser Asp Gly Asn Leu Thr Tyr Ile Val Glu Pro &ln
[ 60 65 70
FAG GTG GCT GGA CCT TGG GGA GCC CCT CAG GGA CCC CTT CCC CAC CTC
&1lu Val Ala Gly Pro Trp Gly Ala Pro GIn Gly Pro Leu Pro His Leu
: 75 80 85
EATT TAC CGG ACC CCT CTC CTC CCA GAT CCC CTC GGA TGC AGG GAA CCA
Tle Tyr Arg Thr Pro Leu Leu Pro Asp Pro Leu Gly Cys Arg Glu Pro
S0 5 100
GGC TGC CTG TTT GCT GTG CCT GCC CAG TCG GCT CCT CCA AAC CGG CCG
[Gly Cys Leu Phe Ala Val Pro Ala Gln Ser Ala Pro Pro Asn Arg Pro
105 110 115 120
?ﬁG CTG AGA AGG AAA AGG CAG GTC CGC CGG GGC CAC CCT ACA GTG CAC
[Arg Leu Arg Arg Lys Arg Gln Val Arg Arg Gly His Pro Thr Val His
: 125 130 135

[
AGT GAA ACC AAG TAT GIG GAG CTA ATT GTG ATC AAC GAC CAC CAG CTG
0
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Ser Glu Thr Lys Tyr Val Glu Leu Ile Val Ile Asn Asp His Gln Leu
E 140 145 150
(TTC GAG CAG ATG CGA CAG TCG GT& GTC CTC ACC AGC AAC TTT GCC AAG
?he Glu Gln Met Arg Gln Ser Val Val Leu Thr Ser Asn Phe Ala Lys
[ 155 160 165
ETCC GTG GTG AAC CTG GCC GAT GTG ATA TAC AAG GAG CAG CTC AAC ACT
Ser Val Val Asn Leu Ala Asp Val Ile Tyr Lys Glu Gln Leu Asn Thr
: 170 175 180
ECGC ATC GTC CTG GTT GCC ATG GAA ACA TGG GCA GAT GGG GAC AAG ATC
Arg Ile Val Leu Val Ala Met Glu Thr Trp Ala Asp Gly Asp Lys Ile
185 190 105 200
ICAG GTG CAG GAT GAC CTC CTG GAG ACC CTG GCC CGG CTC ATG GTC TAC
[Gln Val Gln Asp Asp Leu Leu Glu Thr Leu Ala Arg Leu Met Val Tyr
[ 205 210 215
ECGA CGG GAG GGT CTG CCT GAG CCC AGT AAT GCC ACC CAC CTC TTC TCG
Arg Arg Glu Gly Leu Pro Glu Pro Ser Asn Ala Thr His Leu Phe Ser
E 220 225 230
&GC AGG ACC TTC CAG AGC ACG AGC AGC GGG GCA GCC TAC GTG GGG GGC
'Gly Arg Thr Phe Gln Ser Thr Ser Ser Gly Ala Ala Tyr Val Gly Gly
E 235 240 245
'ATA TGC TCC CTG TCC CAT GGC GGE& GGT GTG AAC GAG TAC GGC AAC ATG
Elle Cys Ser Leu Ser His Gly Gly Gly Val Asn Glu Tyr Gly Asn Met
250 255 260
@ﬁG GCG ATG GCC GTG ACC CTT GCC CAG ACG CTG GGA CAG AAC CTG GGC
Gly Ala Met Ala Val Thr Leu Ala Gln Thr Leu Gly Gln Asn Leu Gly
EZGE 270 275 280
ATG ATG TGG AAC AAA CAC CGG AGC TCG GCA GGG GAC TGC AAG TGT CCA
[Met Met Trp Asn Lys His Arg Ser Ser Ala Gly Asp Cys Lys Cys Pro

[ 285 290 205
0

—
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GAC ATC TGG CTG GGC TGC ATC ATG GAG GAC ACT GGG TTC TAC CTG CCC
EAsp Ile Trp Leu Gly Cys Ile Met Glu Asp Thr Gly Phe Tyr Leu Pro
[ 300 305 310

ECGC AAG TTC TCT CGC TGC AGC ATC GAC GAG TAC AAC CAG TTT CTG CAG
Arg Lys Phe Ser Arg Cys Ser Ile Asp Glu Tyr Asn Gln Phe Leu Gln
E 315 320 325

GAG GGT GGT GGC AGC TGC CTC TTC AAC AAG CCC CTC AAG CTC CTG GAC
‘Glu Gly Gly Gly Ser Cys Leu Phe Asn Lys Pro Leu Lys Leu Leu Asp
E 330 335 340

[CCC CCA GAG TGC GGG AAC GGC TTC GTG GAG GCA GGG GAG GAG TGC GAC
&ro Pro Glu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp
(345 350 355 360
ETGC GGC TCG GTG CAG GAG TGC AGC CGC GCA GGT GGC AAC TGC TGC AAG
ICys Gly Ser Val Gln Glu Cys Ser Arg Ala Gly Gly Asn Cys Cys Lys
E 365 370 375
AAA TGC ACC CTG ACT CAC GAC GCC ATG TGC AGC GAC GGG CTC TGC TGT
?vs Cys Thr Leu Thr His Asp Ala Met Cys Ser Asp Gly Leu Cys Cys
[ 380 385 390

'CGC CGC TGC AAG TAC GAA CCA CGGE GGT GTG TCc TGC CGA GAG GCC GTG
EArg Arg Cys Lys Tyr Glu Pro Arg Gly Val Ser Cys Arg Glu Ala Val
[ 395 400 405

EAC GAG TGC GAC ATC GCG GAG ACC TGC ACC GGG GAC TCT AGC CAG TGC
'Asn Glu Cys Asp Ile Ala Glu Thr Cys Thr Gly Asp Ser Ser Gln Cys
R 415 430

CCG CCT AAC CTG CAC AAG CTG GAC GGT TAC TAC TGT GAC CAT GAG CAG
?ru Pro Asn Leu His Lys Leu Asp Gly Tyr Tyr Cys Asp His Glu Gln
425 430 435 440
'GGC CGC TGC TAC GGA GGT CGC TGC AAA ACC CGG GAC CGG CAG TGC CAG

[
&1y Arg Cys Tyr Gly Gly Arg Cys Lys Thr Arg Asp Arg Gln Cys Gln
O
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[ 445 450 455
EGTT CIT TGG GGC CAT GCG GCT GCT GAT CGC TTC TGC TAC GAG AAG CTG
Val Leu Trp Gly His Ala Ala Ala Asp Arg Phe Cys Tyr Glu Lys Leu
E 460 465 470

AAT GTG GAG GGG ACG GAG CGT GGG AGC TGT GGG CGC AAG GGA TCC GGC
EAsn Yal Glu Gly Thr Glu Arg Gly Ser Cys Gly Arg Lys Gly Ser Gly
[ 475 480 485

'TGE GTC CAG TGC AGT AAG CAG CCC CAA CAG GGA CGT GCT GTG TGG CTT
ETrp Yal Gln Cys Ser Lys Gln Pro Gln Gln Gly Arg Ala Val Trp Leu
L 490 4085 500

ECCT CCT CTG TGT CAA CAT CTC TG& AGC TCC TCG GCT AGG GGA CCT GGT
Pro Pro Leu Cys Gln His Leu Trp Ser Ser Ser Ala Arg Gly Pro Gly

'505 510 515 520

EﬁG AGA CAT CAG TAGTGTCACC TTCTACCACC AGGGCAAGGA GCTGGACTGC

[le Arg His Gln

AGEGGAGGCC ACGTGCAGCT GGCGGACGGC TCTGACCTGA GCTATGTGGA GGATGGCACA
[FCCTGCGGGC CTAACATGTT GTGCCTGGAC CATCGCTGCC TGCCAGCTTC TGCCTTCAAC
TTCAGCACCT GCCCCGGCAG TGGGGAGCGC CGGATTTGCT CCCACCACGG GGTCTGCAGC
"AATGAAGGGA AGTGCATCTG TCAGCCAGAC TGGACAGGCA AAGACTGCAG TATCCATAAC
ECCCCTGCCCA CGTCCCCACC CACGGGGGAG ACGGAGAGAT ATAAAGGTCC CAGCGGCACC
"AACATCATCA TTGGCTCCAT CGCTGGGGCT GTCCTGGTTG CAGCCATCGT CCTGGECGGC
EACGGGCTGGG GATTTAAAAA CATTCGCCGA GGAAGGTCCG GAGGGGCCTA AGTGCCACCC
TCCTCCCTCC AAGCCTGGCA CCCACCGTCT CGGCCCTGAA CCACGAGGCT GCCCCCATCC
?GCCACGGAG GGAGGCACCA TGCAAATGTC TTCCAGGTCC AAACCCTTCA ACTCCTGGCT
(CCGCAGGEGT TTGGGTGGGG GCTGTGGCCC TGCCCTTGGC ACCACCAGGG TGGACCAGGC
ECTGGAGGGCA CTTCCTCCAC AGTCCCCCAC CCACCTCCTG CGGCTCAGCC TTGCACACCC
rACTGCCCCGT GTGAATGTAG CTTCCACCTC ATGGATTGCC ACAGCTCAAC TCGEGGGCAC
'CTGGAGGGAT GCCCCCAGGC AGCCACCAGT GGACCTAGCC TGEATGGCCC CTCCTTGCAA

[
CCAGGCAGCT GAGACCAGGG TCTTATCTCT CTGGGACCTA GGGGGACGGE GCTGACATCT
0
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'ACATTTTTTA AAACTGAATC TTAATCGATG AATGTAAACT CGGGGGTGCT GGGGCCAGGG 2539
ECAGATGTGGG GATGTTTTGA CATTTACAGG AGGCCCCGGA GAAACTGAGG TATGGCCATG 2599
[(CCCTAGACCC TCCCCAAGGA TGACCACACC CGAAGTCCTG TCACTGAGCA CAGTCAGGGG 2659
ECTGGGCATCC CAGCTTGCCC CCGCTTAGCC CCGCTGAGCT TGGAGGAAGT ATGAGTGCTG 2719
'ATTCAAACCA AAGCTGCCTG TGCCATGCCC AAGGCCTAGG TTATGGGTAC GGCAACCACA 2779
ETGTCCCAGAT CGTCTCCAAT TCGAAAACAA CCGTCCTGCT GTCCCTGTCA GGACACATGG 2839
ATTTTGGCAG GGCGGGGGGG GETTCTAGAA AATATAGGTT CCTATAATAA AATGGCACCT 2899

ETCCCCCTTTA AAAAAAAAAA AAAA
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RF
EGCGTTTACTG GCAAACCGCA TTTGTAA ATG TGC TGG CTG AGC CAC CAA CTC
Met Cys Trp Leu Ser His Gln Leu

1 5

CTC TCC TCG CAA TAC GTG GAG CGC CAC TTC AGC CGG GAG GGG ACA ACC
?eu Ser Ser GIn Tyr Val Glu Arg His Phe Ser Arg Glu Gly Thr Thr
[ 10 15 20

'CAG CAC AGC ACC GGG GCT GGA GAC CAC TGC TAC TAC CAG GGG AAG CTC
[Eln His Ser Thr Gly Ala Gly Asp His Cys Tyr Tyr Gln Gly Lys Leu
L 25 30 35 40
ECGG GGG AAC CCG CAC TCC TTC GCC GCC CTC TCC ACC TGC CAG GGG CTG
(Arg G1y Asn Pro His Ser Phe Ala Ala Leu Ser Thr Cys Gln Gly Leu
E 4 50 55
ICAT GGG GTC TTC TCT GAT GGG AAC TTG ACT TAC ATC GTG GAG CCC CAA
[His Gly Val Phe Ser Asp Gly Asn Leu Thr Tyr Ile Val Glu Pro &ln
[ 60 65 70
FAG GTG GCT GGA CCT TGG GGA GCC CCT CAG GGA CCC CTT CCC CAC CTC
&1lu Val Ala Gly Pro Trp Gly Ala Pro GIn Gly Pro Leu Pro His Leu
: 75 80 85
EATT TAC CGG ACC CCT CTC CTC CCA GAT CCC CTC GGA TGC AGG GAA CCA
Tle Tyr Arg Thr Pro Leu Leu Pro Asp Pro Leu Gly Cys Arg Glu Pro
S0 5 100
GGC TGC CTG TTT GCT GTG CCT GCC CAG TCG GCT CCT CCA AAC CGG CCG
[Gly Cys Leu Phe Ala Val Pro Ala Gln Ser Ala Pro Pro Asn Arg Pro
105 110 115 120
?ﬁG CTG AGA AGG AAA AGG CAG GTC CGC CGG GGC CAC CCT ACA GTG CAC
[Arg Leu Arg Arg Lys Arg Gln Val Arg Arg Gly His Pro Thr Val His
: 125 130 135

[
AGT GAA ACC AAG TAT GIG GAG CTA ATT GTG ATC AAC GAC CAC CAG CTG
0
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Ser Glu Thr Lys Tyr Val Glu Leu Ile Val Ile Asn Asp His Gln Leu
E 140 145 150
(TTC GAG CAG ATG CGA CAG TCG GT& GTC CTC ACC AGC AAC TTT GCC AAG
?he Glu Gln Met Arg Gln Ser Val Val Leu Thr Ser Asn Phe Ala Lys
[ 155 160 165
ETCC GTG GTG AAC CTG GCC GAT GTG ATA TAC AAG GAG CAG CTC AAC ACT
Ser Val Val Asn Leu Ala Asp Val Ile Tyr Lys Glu Gln Leu Asn Thr
: 170 175 180
ECGC ATC GTC CTG GTT GCC ATG GAA ACA TGG GCA GAT GGG GAC AAG ATC
Arg Ile Val Leu Val Ala Met Glu Thr Trp Ala Asp Gly Asp Lys Ile
185 190 105 200
ICAG GTG CAG GAT GAC CTC CTG GAG ACC CTG GCC CGG CTC ATG GTC TAC
[Gln Val Gln Asp Asp Leu Leu Glu Thr Leu Ala Arg Leu Met Val Tyr
[ 205 210 215
ECGA CGG GAG GGT CTG CCT GAG CCC AGT AAT GCC ACC CAC CTC TTC TCG
Arg Arg Glu Gly Leu Pro Glu Pro Ser Asn Ala Thr His Leu Phe Ser
E 220 225 230
&GC AGG ACC TTC CAG AGC ACG AGC AGC GGG GCA GCC TAC GTG GGG GGC
'Gly Arg Thr Phe Gln Ser Thr Ser Ser Gly Ala Ala Tyr Val Gly Gly
E 235 240 245
'ATA TGC TCC CTG TCC CAT GGC GGE& GGT GTG AAC GAG TAC GGC AAC ATG
Elle Cys Ser Leu Ser His Gly Gly Gly Val Asn Glu Tyr Gly Asn Met
250 255 260
@ﬁG GCG ATG GCC GTG ACC CTT GCC CAG ACG CTG GGA CAG AAC CTG GGC
Gly Ala Met Ala Val Thr Leu Ala Gln Thr Leu Gly Gln Asn Leu Gly
EZGE 270 275 280
ATG ATG TGG AAC AAA CAC CGG AGC TCG GCA GGG GAC TGC AAG TGT CCA
[Met Met Trp Asn Lys His Arg Ser Ser Ala Gly Asp Cys Lys Cys Pro

[ 285 290 205
0

—
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GAC ATC TGG CTG GGC TGC ATC ATG GAG GAC ACT GGG TTC TAC CTG CCC
EAsp Ile Trp Leu Gly Cys Ile Met Glu Asp Thr Gly Phe Tyr Leu Pro
[ 300 305 310

ECGC AAG TTC TCT CGC TGC AGC ATC GAC GAG TAC AAC CAG TTT CTG CAG
Arg Lys Phe Ser Arg Cys Ser Ile Asp Glu Tyr Asn Gln Phe Leu Gln
E 315 320 325

GAG GGT GGT GGC AGC TGC CTC TTC AAC AAG CCC CTC AAG CTC CTG GAC
‘Glu Gly Gly Gly Ser Cys Leu Phe Asn Lys Pro Leu Lys Leu Leu Asp
E 330 335 340

[CCC CCA GAG TGC GGG AAC GGC TTC GTG GAG GCA GGG GAG GAG TGC GAC
&ro Pro Glu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp
(345 350 355 360
ETGC GGC TCG GTG CAG GAG TGC AGC CGC GCA GGT GGC AAC TGC TGC AAG
ICys Gly Ser Val Gln Glu Cys Ser Arg Ala Gly Gly Asn Cys Cys Lys
E 365 370 375
AAA TGC ACC CTG ACT CAC GAC GCC ATG TGC AGC GAC GGG CTC TGC TGT
?vs Cys Thr Leu Thr His Asp Ala Met Cys Ser Asp Gly Leu Cys Cys
[ 380 385 390

'CGC CGC TGC AAG TAC GAA CCA CGGE GGT GTG TCc TGC CGA GAG GCC GTG
EArg Arg Cys Lys Tyr Glu Pro Arg Gly Val Ser Cys Arg Glu Ala Val
[ 395 400 405

EAC GAG TGC GAC ATC GCG GAG ACC TGC ACC GGG GAC TCT AGC CAG TGC
'Asn Glu Cys Asp Ile Ala Glu Thr Cys Thr Gly Asp Ser Ser Gln Cys
R 415 430

CCG CCT AAC CTG CAC AAG CTG GAC GGT TAC TAC TGT GAC CAT GAG CAG
?ru Pro Asn Leu His Lys Leu Asp Gly Tyr Tyr Cys Asp His Glu Gln
425 430 435 440
'GGC CGC TGC TAC GGA GGT CGC TGC AAA ACC CGG GAC CGG CAG TGC CAG

[
&1y Arg Cys Tyr Gly Gly Arg Cys Lys Thr Arg Asp Arg Gln Cys Gln
O
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[ 445 450 455
EGTT CIT TGG GGC CAT GCG GCT GCT GAT CGC TTC TGC TAC GAG AAG CTG
Val Leu Trp Gly His Ala Ala Ala Asp Arg Phe Cys Tyr Glu Lys Leu
E 460 465 470

AAT GTG GAG GGG ACG GAG CGT GGG AGC TGT GGG CGC AAG GGA TCC GGC
EAsn Yal Glu Gly Thr Glu Arg Gly Ser Cys Gly Arg Lys Gly Ser Gly
[ 475 480 485

'TGE GTC CAG TGC AGT AAG CAG GAC GTG CTG TGT &GC TTC CTC CTC TGT
ETrp Yal Gln Cys Ser Lys Gln Asp Val Leu Cys Gly Phe Leu Leu Cys
L 490 4085 500

[ETC AAC ATC TCT GGA GCT CCT CGG CTA GGG GAC CTG GTG GGA GAC ATC
Wal Asn Ile Ser Gly Ala Pro Arg Leu Gly Asp Leu Val Gly Asp Ile

'505 510 515 520

bﬁT AGT GTC ACC TTC TAC CAC CAG GGC AAG GAG CTG GAC TGC AGG GGA
ESer Ser Val Thr Phe Tyr His Gln Gly Lys Glu Leu Asp Cys Arg Gly
[ 525 530 535
Fﬁc CAC GIG CAG CTG GCG GAC GGC TCT GAC CTG AGC TAT GTG GAG GAT
&ly His Val Gln Leu Ala Asp Gly Ser Asp Leu Ser Tyr Val Glu Asp
: 540 545 530

Eﬁc ACA GCC TGC GGG CCT AAC ATG TTG TGC CTG GAC CAT CGC TGC CTG
Gly Thr Ala Cys Gly Pro Asn Met Leu Cys Leu Asp His Arg Cys Leu
E 555 560 565

ICCA GCT TCT GCC TTC AAC TTC AGC ACC TGC CCC GGC AGT GGG GAG CGC
?ru Ala Ser Ala Phe Asn Phe Ser Thr Cys Pro Gly Ser Gly Glu Arg
r 570 575 580

ECGG ATT TGC TCC CAC CAC GGG GTC TGC AGC AAT GAA GGG AAG TGC ATC
Arg Ile Cys Ser His His Gly Val Cys Ser Asn Glu Gly Lys Cys Ile
‘585 590 505 600

[
TGT CAG CCA GAC TGG ACA GGC AAA GAC TGC AGT ATC CAT AAC CCC CTG
0
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Cys GIn Pro Asp Trp Thr GIy Lys Asp Cys Ser Ile His Asn Pro Leu

E 605 610 615

iCCC ACG TCC CCA CCC ACG GGG GAG ACG GAG AGA TAT AAA GGT CCC AGC
?ru Thr Ser Pro Pro Thr Gly Glu Thr Glu Arg Tyr Lys Gly Pro Ser

[ 620 625 630

FﬁC ACC AAC ATC ATC ATT GGC TCC ATC GCT GGG GCT GTC CTG GTT GCA
&ly Thr Asn [le Ile [le Gly Ser Ile Ala Gly Ala Val Leu Val Ala

: 63h 640 Bdh

[ECC TAC GTC CTG GGC GGC ACG GGC TGG GGA TTT AAA AAC ATT CGC CGA
Ala Ile Val Leu Gly Gly Thr Gly Trp Gly Phe Lys Asn Ile Arg Arg

~ 650 655 660

GGA AGG TCC GGA GGG GCC TAAGTGCCAC CCTCCTCCCT CCAAGCCTGG

[le Arg Ser Gly Gly Ala

665 670

ECACCCACCGT CTCGGCCCTG AACCACGAGG CTGCCCCCAT CCAGCCACGE AGGGAGGCAC
(CATGCAAATG TCTTCCAGGT CCAAACCCTT CAACTCCTGG CTCCGCAGGG GTTTGGGTGG
FﬁGCTGTGGC CCTGCCCTTG GCACCACCAG GGTGGACCAG GCCTGGAGGE CACTTCCTCC
ACAGTCCCCC ACCCACCTCC TGCGGCTCAG CCTTGCACAC CCACTGCCCC GTGTGAATGT
"AGCTTCCACC TCATGGATTG CCACAGCTCA ACTCGGGGGC ACCTGGAGGG ATGCCCCCAG
{BCAGCCACCA GTGGACCTAG CCTGGATGGC CCCTCCTTGC AACCAGGCAG CTGAGACCAG
'GGTCTTATCT CTCTGGGACC TAGGGGGACG GGGCTGACAT CTACATTTTT TAAAACTGAA
ETCTTAATCGA TGAATGTAAA CTCGGGGGTG CTGGGGCCAG GGCAGATGTG GGGATGTTTT
(GACATTTACA GGAGGCCCCG GAGAAACTGA GGTATGGCCA TGCCCTAGAC CCTCCCCAAG
EGATGACCACA CCCGAAGTCC TGTCACTGAG CACAGTCAGG GGCTGGGCAT CCCAGCTTGC
(CCCCGCTTAG CCCCGCTGAG CTTGGAGGAA GTATGAGTGC TGATTCAAAC CAAAGCTGCC
ETGTGCCATGC CCAAGGCCTA GGTTATGGGT ACGGCAACCA CATGTCCCAG ATCGTCTCCA
ATTCGAAAAC AACCGTCCTG CTGTCCCTGT CAGGACACAT GGATTTTGGC AGGGCGGGGG
FﬁGGTTCTAG AAAATATAGG TTCCTATAAT AAAATGGCAC CTTCCCCCTT TAAAAAAAAA

AAAAAA

0
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RF

EATG AGG CTG CTG CGG CGC TGG GCG TTC GCG GCT CTG CTG CTG TCG CTG
Met Arg Leu Leu Arg Arg Trp Ala Phe Ala Ala Leu Leu Leu Ser Leu
1 5 10 15

CTC CCC ACG CCC GGT CTT GGG ACC CAA GGT ccT GCT GGA GCT CTG Cga
?eu Pro Thr Pro Gly Leu Gly Thr Gln Gly Pro Ala Gly Ala Leu Arg
[ 20 25 30

'TGE GGG GEC TTA CCC CAG CTG GGA GGC CCA GGA GCC CCT GAG GTC ACG
ETrp Gly Gly Leu Pro Gln Leu Gly Gly Pro Gly Ala Pro Glu Val Thr
L 35 40 4h

EAA CCC AGC CGT CTG GTT AGG GAG AGC TCC GGG GGA GAG GTC CGA AAG
Glu Pro Ser Arg Leu Val Arg Glu Ser Ser Gly Gly Glu Val Arg Lys
50 55 60

ICAG CAG CTG GAC ACA AGG GTC CGC CAG GAG CCA CCA GGG GGC CCG CCT
[Gln Gln Leu Asp Thr Arg Val Arg Gln Glu Pro Pro Gly Gly Pro Pro
65 70 () 80
[FTC CAT CTG GCC CAG GTG AGT TTC GTC ATC CCA GCC TTC AAC TCA AAC
Val His Leu Ala Gln Val Ser Phe Val Ile Pro Ala Phe Asn Ser Asn
: 85 90 95
ETTC ACC CTG GAC CTG GAG CTG AAC CAC CAC CTC CTC TCC TCG CAA TAC
Phe Thr Leu Asp Leu Glu Leu Asn His His Leu Leu Ser Ser Gln Tyr
E 100 105 110

GTG GAG CGC CAC TTC AGC CGG GAG GGG ACA ACC CAG CAC AGC ACC GGG
EVal Glu Arg His Phe Ser Arg Glu Gly Thr Thr &lo His Ser Thr Gly
[ 115 120 125

{ﬂCT GGA GAC CAC TGC TAC TAC CAG GGG AAG CTC CGG GGG AAC CCG CAC
Ala Gly Asp His Cys Tyr Tyr Gln Gly Lys Leu Arg Gly Asn Pro His
: 130 135 140

[
TCC TTC GCC GCC CTC TCC ACC TGC CAG GGG CTG CAT GGG GIC TTC TCT
0
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Ser Phe Ala Ala Leu Ser Thr Cys Gln Gly Leu His Gly Val Phe Ser

145 150 155 160

[
GAT GGG AAC TTG ACT TAC ATC GTG GAG CCC CAA GAG GIG GCT GGA CCT
EAsp Gly Asn Leu Thr Tyr Ile Val Glu Pre Gln Glu Val Ala Gly Pro
[ 165 170 175
ETGG GGA GCC CCT CAG GGA CCC CTT CCC CAC CTC ATT TAC CGG ACC CCT
Trp Gly Ala Pro Gln Gly Pro Leu Pro His Leu Ile Tyr Arg Thr Pro
: 180 185 180
ECTC CTC CCA GAT CCC CTC GGA TGC AGG GAA CCA GGC TGC CTG TTT GCT
TLeu Leu Pro Asp Pro Leu Gly Cys Arg Glu Pro Gly Cys Leu Phe Ala
E 195 200 205
GT& CCT GCC CAG TCG GCT CCT CCA AAC CGG CCG AGG CTG AGA AGG AAA
[Yal Pro Ala Gln Ser Ala Pro Pro Asn Arg Pro Arg Leu Arg Arg Lys
[ 210 215 220
?EG CAG GTC CGC CGG GGC CAC CCT ACA GTG CAC AGT GAA ACC AAG TAT
Arg Gln Val Arg Arg Gly His Pro Thr Val His Ser Glu Thr Lys Tyr
Ezzs 230 235 240
&TG GAG CTA ATT GTG ATC AAC GAC CAC CAG CTG TTC GAG CAG ATG CGA
Val Glu Leu [le Val Ile Asn Asp His Gln Leu Phe Glu Gln Met Arg
E 245 250 955
CAG TCG GTG GTC CTC ACC AGC AAC TTT GCC AAG TCC GTG GTG AAC CTG
[ﬁln Ser Val Val Leu Thr Ser Asn Phe Ala Lys Ser Val Val Asn Leu
260 265 270
{ﬂCC GAT GTG ATA TAC AAG GAG CAG CTC AAC ACT CGC ATC GTC CTG GTT
rAla Asp Val Ile Tyr Lys Glu GIn Leu Asn Thr Arg Ile Val Leu Val
E 275 280 285
GCC ATG GAA ACA TGG GCA GAT GGG GAC AAG ATC CAG GTG CAG GAT GAC
EAla Met Glu Thr Trp Ala Asp Gly Asp Lys Ile &ln Val Gln Asp Asp

r 290 295 300
0

—
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ICTC CTG GAG ACC CTG GCC CGG CTC ATG GTC TAC CGA CGG GAG GGT CTG
ﬁeu Leu Glu Thr Leu Ala Arg Leu Met Val Tyr Arg Arg Glu Gly Leu
1305 310 315 320
ECCT GAG CCC AGT AAT GCC ACC CAC CTC TTC TCG GGC AGG ACC TTC CAG
Pro Glu Pro Ser Asn Ala Thr His Leu Phe Ser Gly Arg Thr Phe Gln
E 325 330 335

AGC ACG AGC AGC GGG GCA GCC TAC GTG GGG GGC ATA TGC TCC CTG TCC
'Ser Thr Ser Ser Gly Ala Ala Tyr Val Gly Gly Ile Cys Ser Leu Ser
E 340 345 350

[CAT GGC GGG GGT GTG AAC GAG TAC GGC AAC ATG GGG GCG ATG GCC GTG
[His Gly Gly Gly Val Asn Glu Tyr Gly Asn Met Gly Ala Met Ala Val
[ 355 360 365

[ACC CTT GCC CAG ACG CTG GGA CAG AAC CTG GGC ATG ATG TGG AAC AAA
(Thr Leu Ala Gln Thr Leu Gly Gln Asn Leu Gly Met Met Trp Asn Lys
30 375 380

(CAC CGG AGC TCG GCA GGG GAC TGC AAG TGT CCA GAC ATC TGG CTG GGC
[His Arg Ser Ser Ala Gly Asp Cys Lys Cys Pro Asp Ile Trp Leu Gly
385 390 3%, 400
'TGC ATC ATG GAG GAC ACT GGG TTC TAC CTG CCC CGC AAG TTC TCT CGC
ECvs Ile Met Glu Asp Thr Gly Phe Tyr Leu Pro Arg Lys Phe Ser Arg
[ 405 410 415
ETGC AGC ATC GAC GAG TAC AAC CAG TTT CTG CAG GAG GGT GGT GGC AGC
Cys Ser Ile Asp Glu Tyr Asn Gln Phe Leu Gln Glu Gly Gly Gly Ser
E 420 425 430

TGC CTC TTC AAC AAG CCC CTC AAG CTC CTG GAC CCC CCA GAG TGC GGG
ECvs Leu Phe Asn Lys Pro Leu Lys Leu Leu Asp Pro Pro Glu Cys 6ly
[ 435 440 445

"AAC GGC TTC GTG GAG GCA GGG GAG GAG TGC GAC TGC GGC TCG GTG CAG

[
Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp Cys Gly Ser Val Gln
O
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[ 450 455 460

EGAG TGC AGC CGC GCA GGT GGC AAC TGC TGC AAG AAA TGC ACC CTG ACT
Glu Cys Ser Arg Ala Gly Gly Asn Cys Cys Lys Lys Cys Thr Leu Thr
465 470 475 480
(CAC GAC GCC ATG TGC AGC GAC GG& CTC TGC TGT CGC CGC TGC AAG TAC
{His Asp Ala Met Cys Ser Asp Gly Leu Cys Cys Arg Arg Cys Lys Tyr
[ 485 490 495
'GAA CCA CGG GGT GTG TCC TGC CGA GAG GCC GTG AAC GAG TGC GAC ATC
[Elu Pro Arg Gly Val Ser Cys Arg Glu Ala Val Asn Glu Cys Asp Ile
L 500 H05 510

{ECG GAG ACC TGC ACC GGG GAC TCT AGC CAG TGC CCG CCT AAC CTG CAC
Ala Glu Thr Cys Thr Gly Asp Ser Ser Gln Cys Pro Pro Asn Leu His
E 515 520 525

AAG CTG GAC GGT TAC TAC TGT GAC CAT GAG CAG GGC CGC TGC TAC GGA
@vs Leu Asp Gly Tyr Tyr Cys Asp His Glu Gln Gly Arg Cys Tyr Gly
[ h30 RE) 540

FﬁT CGC TGC AAA ACC CGG GAC CGG CAG TGC CAG GTT CTT TGG GGC CAT
&ly Arg Cys Lys Thr Arg Asp Arg Gln Cys Gln Val Leu Trp Gly His
'545 550 555 560
{GCG GCT GCT GAT CGC TTC TGC TAC GAG AAG CTG AAT GTG GAG GGG ACG
Ala Ala Ala Asp Arg Phe Cys Tyr Glu Lys Leu Asn Val Glu Gly Thr
E 565 570 575
GAG CGT GGG AGC TGT GGG CGC AAG GGA TCC GGC TGG GIC CAG TGC AGT
[Glu Arg Gly Ser Cys Gly Arg Lys Gly Ser Gly Trp Val Gla Cys Ser
[ 580 585 530

HAG CAG GAC GTG CTG TGT GGC TTC CTC CTC TGT GTC AAC ATC TCT GGA
Lys Gln Asp Val Leu Cys Gly Phe Leu Leu Cys Val Asn Ile Ser Gly
: hahH 600 605

[
GCT CCT CGG CTA GGG GAC CTG GTG GGA GAC ATC AGT AGT GIC ACC TTC
0
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‘Ala Pro Arg Leu Gly Asp Leu Val Gly Asp Lle Ser Ser Val Thr Phe
- 610 615 620

(TAC CAC CAG GGC AAG GAG CTG GAC TGC AGG GGA GGC CAC GTG CAG CTG
ETvr His Gln Gly Lys Glu Leu Asp Cys Arg Gly Gly His Val Gln Leu
625 630 635 640
EGCG GAC GGC TCT GAC CTG AGC TAT GTG GAG GAT GGC ACA GCC TGC GGG
Ala Asp Gly Ser Asp Leu Ser Tyr Val Glu Asp Gly Thr Ala Cys Gly
: 845 650 655
ECCT AAC ATG TTG TGC CTG GAC CAT CGC TGC CTG CCA GCT TCT GCC TTC
Pro Asn Met Leu Cys Leu Asp His Arg Cys Leu Pro Ala Ser Ala Phe
E 660 665 670

AAC TTC AGC ACC TGC CCC GGC AGT GGG GAG CGC CGG ATT TGC TCC CAC
[Asn Phe Ser Thr Cys Pro Gly Ser Gly Glu Arg Arg Ile Cys Ser His
[ 675 680 685

ECAC GGG GIC TGC AGC AAT GAA GGG AAG TGC ATC TGT CAG CCA GAC TGG
His Gly Val Cys Ser Asn Glu Gly Lys Cys [le Cys Gln Pro Asp Trp
E 690 695 700

ACA GGC AAA GAC TGC AGT ATC CAT AAC CCC CTG CCC ACG TCC CCA CCC
‘Thr Gly Lys Asp Cys Ser Ile His Asn Pro Leu Pro Thr Ser Pro Pro
705 710 715 720
'ACG GGG GAG ACG GAG AGA TAT AAA GGT CCC AGC GGC ACC AAC ATC ATC
EThr Gly Glu Thr Glu Arg Tyr Lys Gly Pro Ser Gly Thr Asn Ile Ile
[ 725 730 735
EATT GGC TCC ATC GCT GGG GCT GTC CTG GTT GCA GCC ATC GTC CTG GGC
rIle Gly Ser [le Ala Gly Ala Val Leu Val Ala Ala Ile Val Leu Gly
E 740 745 750

GGC ACG GGC TGG GGA TTT AAA AAC ATT CGC CGA GGA AGG TCC GGA GGG
[ﬁly Thr Gly Trp Gly Phe Lys Asn Ile Arg Arg Gly Arg Ser Gly Gly

[ 705 760 765
0
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[GCC TAAGTGCCAC CCTCCTCCCT CCAAGCCTGG CACCCACCGT CTCGGCCCTG

EAla

'AACCACGAGE CTGCCCCCAT CCAGCCACGG AGGGAGGCAC CATGCAAATG TCTTCCAGGT
ECCAAACCCTT CAACTCCTGG CTCCGCAGGG GTTTGGGTGG GGGCTGTGGC CCTGCCCTTG
GCACCACCAG GGTGGACCAG GCCTGGAGEG CACTTCCTCC ACAGTCCCCC ACCCACCTCC
ETGCGGCTCAG CCTTGCACAC CCACTGCCCC GTGTGAATGT AGCTTCCACC TCATGGATTG
(CCACAGCTCA ACTCGGGGGC ACCTGGAGEG ATGCCCCCAG GCAGCCACCA GTGGACCTAG
ECCTGGATGGC CCCTCCTTGC AACCAGGCAG CTGAGACCAG GGTCTTATCT CTCTGGGACC
TAGGGEGACG GGGCTGACAT CTACATTTTT TAAAACTGAA TCTTAATCGA TGAATGTAAA
'CTCGGGGETE CTGGGGCCAG GGCAGATGTG GGGATGTTTT GACATTTACA GGAGGCCCCG
kﬂﬁAAACTGA GGTATGGCCA TGCCCTAGAC CCTCCCCAAG GATGACCACA CCCGAAGTCC
TGTCACTGAG CACAGTCAGG GGCTGGGCAT CCCAGCTTGC CCCCGCTTAG CCCCGCTGAG
ECTTGGAGGAA GTATGAGTGC TGATTCAAAC CAAAGCTGCC TGTGCCATGC CCAAGGCCTA
[GGTTATGGGT ACGGCAACCA CATGTCCCAG ATCGTCTCCA ATTCGAAAAC AACCGTCCTG
ECTGTCCCTGT CAGGACACAT GEGATTTTGGC AGGGCGGGGG GGGGTTCTAG AAAATATAGG

(TTCCTATAAT AAAATGGCAC CTTCCCCCTT TAAAAAAAAA AAAAAA
[
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RF

EGCGTTTACTG GCAAACCGCA TTTGTAA ATG TGC TGG CTG AGC CA NNNNNNNNNN
Met Cys Trp Leu Ser His

1 5

INNNNCCAGGT GAGTTTCGTC ATCCAGCCTT CAACTCAAAC TTCACCCTGG ACCTGGAGCT
EGAACCAGTGA GNGTGGCCTT GAGCCCAAGA GGAAGGGCAG TGGTGGNNNG GGGGAGACAT
GGCTAGGECC TGGCTGCTGG GEGTCTGGGG GTTGGGCCTG GCGAGAGEGG ACCTGGGTCC
'TGACCTGAGE CGAGCCTAAA GCCCGACCTC ACCTCGCCCG TGACCCCCCT TCCTGCTGCC
ECCCTCTGTCT CAG C CAA CTC CTC TCC TCG CAA TAC GTG GAG CGC CAC TTC
[ Gln Leu Leu Ser Ser Gln Tyr Val Glu Arg His Phe
E 10 15

AGC CGG GAG GGG ACA ACC CAG CAC AGC ACC GTGAGTGCCA CTGCTGGGGA
ESer Arg Glu Gly Thr Thr Gln His Ser Thr

[ 20 25

ECCGGGGCCGG GGATGGAAGG GAGGTGCTGT TTCTGTGGTT CTGTGGTCAC AGGTGTAGGG
ACAGGTGECC ACTGGAGATG GGGTCCTGGG CCTGGCCCCT CAGCACCTTC CCTCTCTCCC
FACCCAGGAG GCTCTGAGGG TGGACAGTGG GCAGCTTAGT GCATAGGGCC CTGAAGTCCC
(CTCACTTGGC CCCAGAGCTC TGACCCCCAG CCAGCCCACG TGGGGCCTAC AGGGACACTC
'GTTCCGAGCA GGCTGCCAGG ATCCNNNNNN NNNNNNATAG ATGACGTGAA GGAGGCCCAG
hﬁGTTCCTAA CCCCAGAGGG CTAGGAACTT GCCCAGGGTG GCACGGCAAA TTAGGAGCAC
'ICAGCCATCTA GAAACAGGCT CCAGAGCCCC AGGNATACCC AGGGATNGTG GCCACCTGCA
ECACAGGGCAG CTTCAGTGTC CCCCAAAAAG CCTTGAGGCC CATTGGCTGC CCCCGGCCTC
'ATGCCAGCGT TCTGCTCACT GTTCTGCTCC TTAG GGG GCT GGA GAC CAC TGC TAC
E Gly Ala Gly Asp His Cys Tyr
[ 30 35
ETAC CAG GGG AAG CTC CGG GGG AAC CCG CAC TCC TTC GCC GCC CTC TCC
Tyr Gln Gly Lys Leu Arg Gly Asn Pro His Ser Phe Ala Ala Leu Ser
: 40 45 50

[
ACC TGC CAG GGG CTG CA GTGAGTATGG GGAGGGGCCG GGCAGCTGEG
0
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Thr Cys Gln Gly Leu His

E 55

'AGAAGCCTCT GGCCCAGGCC TGGGGACGGA GGEGAGCTGC GCCTCTCTCT CCACAG T

@ﬁG GTC TTC TCT GAT GGG AAC TTG ACT TAC ATC GTG GAG CCC CAA GAG

&1y Val Phe Ser Asp Gly Asn Leu Thr Tyr ile Val Glu Pro Gln Glu

E 60 65 70

&TG GCT GGA CCT TGG GGA GCC CCT CAG GTAAGCCCCA CACAACCCCT

'Val Ala Gly Pro Trp Gly Ala Pro Gln

E 75 80

TGCCATCCTC TCTGGTGGCC CTGCCAAGCT TGTCCCAACA GCTGTTGCTG CCACCTCTTC

ECTCCTCCGGC TCCTCCCTCA GTAACCCCAG CCTCACTGCC CTCTTCAGTG ACCCCAGCTC

[TGETTCCCTC CCTCCTGTGC CCCAGCTCCC CCTGTGCCCC CAGCTCCAAT GTCCCATCTG

ETCCCATAAGT GACCTCCCAT TGGGCTCCAA TGTCCTTTGC CCCTGTCTCT CAGGGTGCCC

(CCAGGTCTTG ACCCCGGAAT CTGAGCATCT GGGAGATCAG ATCCGACATG GGAGCTGTGG

ECCAGTTCTGG GTCACCCCAG GGTGGGGTGG AGGCGAGGGC TGGATCTGGC CCCCGCCAAG

(TGGCCTGEAG CAGGCCCAGT TGGCACCCCA AGAACTAATT TCCCCTCATT GCAG GGA

E Gly

CCC CTT CCC CAC CTC ATT TAC CG& ACC CCT CTC CTC CCA GAT CCC CTC

Pro Leu Pro His Leu I[le Tyr Arg Thr Pro Leu Leu Pro Asp Pro Leu

85 00 95

'GGA TGC AGG GAA CCA G GTAAGGGAGG GGAGGGGEGGG TGGGGAGEGG CCNGGCTGTG

[ﬁly Cys Arg Glu Pro Gly

100

CCCCCCTCAC CTGCCCCTCC CCGACAG GC TGC CTG TTT GCT GTG CCT GCC CAG
Cys Leu Phe Ala Val Pro Ala Gln
105 110

TCG GCT CCT CCA AAC CGG CCG AGG CTG AGA AGG AAA AGG CAG

ESer Ala Pro Pro Asn Arg Pro Arg Leu Arg Arg Lys Arg Gla

¢ 115 120 125
0
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[(GTACGGGGGC CCGCACAGAC CTCGGGCTGC AGAGACCTCG GGCTGCAGAG AGACCTCGGC
ECGTGGCCCAG AGCAGGAGGG CACCCTCATC TATGGCTGGG GCGAAGGAAG GCTCAGATGG
ATGTGGCTGG GGGCCAGGEA CCGTGTCTGG GAGAAGCCCC CACCCCTTCC CTAATGCTGG
ECATCTACAGA GGCCCCATCC TGGGCAAACC GAGGCTGCCT GCCCTCATTC CAAAGCTGAG
(GAAGGACAGG ACCCTCTGCC AGTGGGGAGC TGGCACTGTC CCTGGCTGGA GTCCAGACCC
ECCCCATCCCC ACCGAGTCTG TTCCTGGCTT GGCCATGAGA TCAGTCAGAC ATGGAAGGGA
(CTGATTCCAA GTGCCCACCC ACCCCCCAG GTC CGC CGG GGC CAC CCT ACA GTG

: Val Arg Arg Gly His Pro Thr Val

E 130 135
[CAC AGT GAA ACC AAG TAT GTG GAG CTA ATT GTG ATC AAC GAC CAC CAG
[His Ser Glu Thr Lys Tyr Val Glu Leu [le Val Ile Asn Asp His Gln

[ 140 145 150

ECTG GTGAGTGCCA GGGCAGGGAC AGGGCGTGAC ACTGGGAGGC CCCTGAGGAG

Leu

ECCTGGCCCTC CTCCCATTCT TCTCTCTCCC AG TTC GAG CAG ATG CGA CAG TCG

[ Phe Glu Gln Met Arg Gln Ser

E 155

GTG GTC CTC ACC AGC AAC TTT GCC AAG TCC GTG GTG AAC CTG GCC GAT

'Val Val Leu Thr Ser Asn Phe Ala Lys Ser Val Val Asn Leu Ala Asp
[

160 165 170 175
GT& GTAAGCAGCT CTCCCTCCCT CCCTTCCCTC CTCCTCATGC CCCCCCACCC

[fal

[

ICACCACACAC ATTAGGGGGC ACTGTCAGCC CCTGGCTCCC ACTTCCTGGA GAGAACAGAC
?ﬁGCCCTCCT CCAGCCCTGG CCCCAACACC CACTCCCACC CTCCAGCCCC CCTCATCTTC
TCCCCAG ATA TAC AAG GAG CAG CTC AAC ACT CGC ATC GTC CTG GTT GCC
E [le Tyr Lys Glu Gln Leu Asn Thr Arg Ile Val Leu Val Ala
[ 180 185 190
'ATG GAA ACA TGG GCA GAT GGG GAC AAG ATC CAG GTG CAG GAT GAC CTC

[
Met Glu Thr Trp Ala Asp GIv Asp Lys [le GIn Val Gln Asp Asp Leu
O
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[ 195 200 205

ECTG GAG ACC CTG GCC CGG CTC ATG GTC TAC CGA CGG GAG GGT CTG CCT 2725
Leu Glu Thr Leu Ala Arg Leu Met Val Tyr Arg Arg Glu Gly Leu Pro

E 210 215 220

GAG CCC AGT AAT GCC ACC CAC CTC TTC TC GTGAGTCCCC CACCCTGCAC 2774
[ﬁlu Pro Ser Asn Ala Thr His Leu Phe Ser

[ 225 230

'CTCCTGCCAG CCTCTGCTAG TTGCTACAGT GCTTGGGATT ACTTAACACC TGCCCTGTGC 2834
ETGGCTGCTCC TCTCAGAGTC TGGGGACTGG GCTCACCTTG CACCTGCCAC CTACCCCCAG 28%4
[CCACATGCAA CAGCTGGGCA TCATCCCCTG AATCTGAGGT TGATGCCCTT GTCTTAGCCC 2954
ETGGTGGTCCT CTTCTGCCTC TCACCTCCCC TTAGTTCTGT CTTTCCCTTC AACTGTCCCN 3014
(NNNNNNNNNN NAGAGTGAAA CTCTGTCTCA AAAGAAAAAN AAAANAAAAG AAGAAAAAAA 3074
QEAACCCAAG GAGCGEGGGA AGGGTCTTGC CTGGGGTCAC CAAGGCTGAT GTAAAGGGCC 3134
AGECTCACCT CCTGAGGAAG GACTCTAGTG TGAGGGGCTC CCCAAGGCCC CACCACCACC 3194
ECGGGGAGCCA CAGGGGAGGG CAGAAGCCAT CCTGACAGCG CACTCCCTTC CAG G GGC 3281
[ Gly

?EG ACC TTC CAG AGC ACG AGC AGC GGG GCA GCC TAC GTG GGG GGC ATA 3299
Arg Thr Phe Gln Ser Thr Ser Ser Gly Ala Ala Tyr Val Gly Gly Ile

© 235 240 245

ETGC TCC CTG TCC CAT GGC GGG GGT GTG AAC GAG GTGAGCAGTG 3342
Cys Ser Leu Ser His Gly Gly Gly Val Asn Glu

950 955 260

[

[(GGEGGACATG GCTGGGGTGG CGGCTGAGEG AAAGGGGCTT AGGGGCACGA CGTGCCTGNT 3402
ETGGAAGATGT AGACATCTGT GCCCCATCTT CCCCACCCCC AG TAC GGC AAC ATG 3456
[ Tyr Gly Asn Met

?ﬁG GCG ATG GCC GTG ACC CTT GCC CAG ACG CTG GGA CAG AAC CTG GGC 3504
&1y Ala Met Ala Val Thr Leu Ala Gln Thr Leu Gly Gln Asn Leu Gly

E265 270 27h 280

ATG ATG TGG AAC AAA CAC CGG AGC TCG GCA G GTATCCTCCC CCAGAGGCCC 3585
0
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Met Met Trp Asn Lys His Arg Ser Ser Ala Gly

E 285 290

(CCGTGTGGCC CAGCAGCTCT GGAACGGGAG GGTGACAGTG GGAGGGGTGG TCCTTGGCCT
ECCCTCATATC CGCCTGGCTC ACCCCTCAG GG GAC TGC AAG TGT CCA GAC ATC

[ Asp Cys Lys Cys Pro Asp [le

E 205

TGG CTG GGC TGC ATC ATG GAG GAC ACT GG GTGAGITCTT GGGGACAACC

‘Trp Leu Gly Cys Ile Met Glu Asp Thr Gly

E 300 305

GGEGGAAGET CTTGGGCGAG GGGAGTCTTA GAGCGAGCAT TGTTTGGCAG TCTGGACCAG
ESGNNNNNNN NNNNNGAACA CACCTTCCCT TCCAGGCCGG CTTGCGAGTC CCAGGITCAA
(GCGAGGGATG GGAGCGACAA GGGACAAGGC GGAGGATTCT GGTGCAATCC CGGGGCAGAT
ECCTCCGCCTC CTCGCGATGG TGACGAAGTC CCCCAGTGTA CCCCCTCCCC AGCCTTGAGA
GGEGTGAGGE TGGGTTGGAG GGGAGCAGCC AGCAGCACCT CCCCTCGCCC TATCCAG G
ETTC TAC CTG CCC CGC AAG TTC TCT CGC TGC AGC ATC GAC GAG TAC AAC
Phe Tyr Leu Pro Arg Lys Phe Ser Arg Cys Ser Ile Asp Glu Tyr Asn

E 310 315 320

CAG TTT CTG CAG GAG GGT GGT GGC AGC TGC CTC TTC AAC AAG CCC CTC
[Fln Phe Leu Gln Glu Gly Gly Gly Ser Cys Leu Phe Asn Lys Pro Leu

325 330 335 340
'AAG GTACCAGCCC CGCGGCGGGEG AGCATGGGAG CGGGCCCTGE GCGGGGTCCG

1ys

0

(GGCCAGACTC CCGACCTGTC CTCCCGGTCC AG CTC CTG GAC CCC CCA GAG TGC
E Leu Leu Asp Pro Pro Glu Cys
[ 345

?ﬁG AAC GGC TTC GTG GAG GCA GGG GAG GAG TGC GAC TGC GGC TCG GTG
&ly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp Cys Gly Ser Val
: 350 355 360

[
CAG GTGAGCGGTG GTGCGGGCEC CAGGTGGGGA ACCGGGATGC GGGGEGTGGGC
0

3615
3667

3716

3776
3836
38596
3956
4014
4062

4110

4163

4216

4264

4317

10

20

30

40



(65) JP 3670030 B2 2005.7.13

Gln

365

[ACCAGGGAGC GTCTGAGTGG GAGGATTAGG GCTCGCCCGC CTCCTTCCCC TCCTCCCGLG
ETCCCTCAG GAG TGC AGC CGC GCA GGT GGC AAC TGC TGC AAG AAA TGC ACC
[ Glu Cys Ser Arg Ala Gly Gly Asn Cys Cys Lys Lys Cys Thr
E 370 375

(CTG ACT CAC GAC GCC ATG TGC AGC GAC GGG CTC TGC TGT CGC CGC TGC

Teu Thr His Asp Ala Met Cys Ser Asp Gly Leu Cys Cys Arg Arg Cys

[

380 385 390 395
(AAG GTAAGCAGGA CCGGUCGGGA GGCGGGGCCA GGACGCAGGA GGAGCGATTG

[

Lys

[

(GAGGCCTTCA TATAAGGGGT GGGAGCTAGG GAGGGAAGCG GAGCCTTCGG GGACGAAGGC
ECTCTGGGGCA GGGCTTGATG CGAAGACAGC GCCAATGGGA GCAAGGGCGG GCTGAAGGAT
GTTGAAGGCN NNNNNNNNNN NNNCGGACGG GAAGCTCCCA GAATCAAGGA GGGCGGGAAG
EGTGGGCGGGC TTGEGGCGET GCTGAGTGCG CTGGGAGCGA GGTGGGGAGC GTTCAAGAGG
TGETGGGAGC AGGGAAATAA GAACAGGCCT AAACGGGGCC CTGGGGAGCT GGAGGGCCCG
FﬁGATGTGGG GGTCCAGAGA GCGGGGGGECC TGGGEAGGGC AGGGCCGAGG CATCCATCCT
GCCTGACTCG AGGAGCGCGT CTCTTCCCTA G TAC GAA CCA CGG GGT GTG TCC

: Tyr Glu Pro Arg Gly Val Ser

E 400

TGC CGA GAG GCC GTG AAC GAG TGC GAC ATC GCG GAG ACC TGC ACC GGG
ECvs Arg Glu Ala Val Asn Glu Cys Asp [le Ala Glu Thr Cys Thr Gly

r 405 410 415

EGAC TCT AGC CAG GTCCGCCCGG CCCCGCCGTC TTGTGGAGCC CTGGGCGAGG

rAsp Ser Ser Gln

%20

(CAACCCCTAC CCTTGTCGAT TTGGTTTTCC CGGACGAGTG CTCAGCACTC CCCTCCTCTC
'CACAGCTGGC ATCGACCTTC ACTGATCAGA CTGTTTTCTT ATCTGAGAAA GGGGTTCTTC

[
ATGCTCCTGG CCTTGITCCT TCAATCATTA AACCAGAATG TATCGICTGE CTGGTATCCC
0
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AGCGCCTGGG CCCGGTGNNN NNNNNNNNTA CCCAGATTCC TCCTGGGCAG CCCTCAGCTC

ECAGTCCTGGG CAGCCCTCAG CCCAGTCCTG GGACTGCTCC GCTCAACCCC ACCCCTCTCT

ICCACAG TGC CCG CCT AAC CTG CAC AAG CTG GAC GGT TAC TAC TGT GAC
Cys Pro Pro Asn Leu His Lys Leu Asp Gly Tyr Tyr Cys Asp

[ 425 430 435
ECAT GAG CAG GTATGATGGC TGCCCCCTGA GCCTGGGATT CAGGGCAGTC
His Glu Gln

: 440

ETCTTATCTCC ACTCTGACCA CTCAGCATCT CCATCCCTTG CCTCTTAATT CTTGGACTCT

[CAG GGC CGC TGC TAC GGA GGT CGC TGC AAA ACC CGG GAC CGG CAG TGC
Gly Arg Cys Tyr Gly Gly Arg Cys Lys Thr Arg Asp Arg Gln Cys

445 450 4hh

CAG GIT CIT TGG GGC CAT G GTGAGTCTGC TAGGGCTGGA GTGGGACTCC

@ln Val Leu Trp Gly His Ala

E 460

GGAGGAGCCC AGAGCTGAGA AGCTGGGGAG AGTGGGTTCC AGCTGAACAG GCCCCCAAGT

{FTGTAGCTCC CCAGGATCTC AGGGAGCCCA GGCAGAGTGT GGGAGATGCA GGCCTGAGGT

LTTGGGGTGE GTCCTGGGGC ACGTGGGGTC ACTTGGCATC CTCTCCCCAC AG CG GCT

: Ala

{ﬁCT GAT CGC TTC TGC TAC GAG AAG CTG AAT GTG GAG GGG ACG GAG CGT

Ala Asp Arg Phe Cys Tyr Glu Lys Leu Asn Val Glu Gly Thr Glu Arg

~ 465 470 475

GGG AGC TGT GGG CGC AAG GGA TCC GGC TGG GTC CAG TGC AGT AAG CA

[Gly Ser Cys Gly Arg Lys Gly Ser Gly Trp Val Gln Cys Ser Lys Gln

480 485 480 495

EGTGAGTACTG AGGCTCCCAG AGGGCCTCTC AGCTCCAGGG CAGGTGTGAG ACTTTTCAGA

GATGGGGTAG TAGGTTCTCC CAGGAGGAGC CTGTCAGTCC CAATGGGCGG GCACGTGGCA

"AATGAGGTGG CAGGGTGCAG GGTGAGGGCA GATTAGAGTT CAGTAGTTGA GTCTGAGGTC

[
AACTTGGEG CTCACTGTCT CTATAT G CCC CAA CAG GGA CGT GCT GIG TGG
0
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[ Pro Gln Gln Gly Arg Ala Yal Trp

E 500

©TT CCT CCT CTG TGT CAA CAT CTC TGG AGC TCC TCG GCT AGG GGA CCT
ieu Pro Pro Leu Cys Gln His Leu Trp Ser Ser Ser Ala Arg Gly Pro

. b05 510 515

[QGT GGG AGA CAT CAG TAGTGTCACC TTCTACCACC AGGGCAAGGA GCTGGACTGC
&ly Gly Arg His Gln

'520

EEGTGCTGAC CAGCACCAAA ACTCAGGGAG GGGACCTGGC AGCTGTGCTG GGGGTTAGAA
[GATCTGGGGG CTGGAGGCTG GGCTGTGTCA CTTCCCCAGG GGAGGCCACG TGCAGCTGGC
EGACGGCTCT GACCTGAGCT ATGTGGAGGA TGGCACAGCC TGCGGGCCTA ACATGITGTG
[CCTGGACCAT CGCTGCCTGC CAGCTTCTGC CTTCAACTTC AGCACCTGCC CCGGCAGTGG
@GAGCGCCGG ATTTGCTCCC ACCACGGGGT GACTGCCTGG AGCCCGGGAT GGCGGGAGAA
(GCTTACAAGA GGGGACAGGC CCCTGCTCAC CTCTCCTGGC CCTGCCCTGC CTCTAGGTCT
[GCAGCAATGA AGGGAAGTGC ATCTGTCAGC CAGACTGGAC AGGCAAAGAC TGCAGTATCC
rATAACCCCCT GCCCACGTCC CCACCCACGG GGGAGACGGA GAGATATAAA GGTGAGGCTG
FAGCTGGCCG AGGGGEGTCT GTCTGTCCCG CTCTCTATGC CTGTCCTTGC CAGCTAAGCC
(CTGCCATCCT CCCAGGTCCC AGCGGCACCA ACATCATCAT TGGCTCCATC GCTGGGGCTG
'TCCTGGTTGC AGCCATCGTC CTGGGCGGCA CGGGCTGGGG ATTTAAGTAA GAGACACACA
ECACCCTGTGC CCCCTGGCAT CCTTGAGGEG GGATCAGAAT CCCTACTGGT GGAGCTGAGG
GGGCCCTCCC TGAAAGCCCA ACTGAACCAG AGCTCACACG TCATAGGTCC AAGTAGCCTG
ECAGGGCTTAA CATTTAGAAA CTAGGAGATT TTAGGCTAGA TGAGGTGCTC ACGCCTGTAA
TCCCAGCACT TTGGGAGGCC AAGGCAGGCG GATCACCTGA GGTCAGGAAT TCAAGACCAG
ETCTGGCCAAC ATGGTGAAAC CCGTCTCTAT TAAAAATACA AAAATTAGCC AGCCATGGTG
(GTGCACACCT GTAATCCCAG CTACTTGCGA GGCTGAGGCA GAGAATTGCT TGAACCCGGG
?ﬁGTGGAGGT TGCAGTGAGC TGAGATCGCA CCATTGCACT CCAGCCTTGE GTGACAGAGC
AAGACTGCGT CAAAAAAAAA AAAAAAAAAA AAAAAAAGGA AAGAAAGAGA GAAAGAAAAG
'AAAAGAGAAA AGAAATCAGG AGATTTTACA CTAGCAATTC GGATTTCCAG CTCTGGAAAC

[
ATGAAAAGET TGAGCCCCAG CGTGCCTCTA AGCATCCCCA AATAGCCACA GAGTGGAGCT
0
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'GGGCAGGGEC CACCCAAGCC AGGCATGTGT CCTCCAGTCT CCAGTTCCCA CCAGCCTATA
ECTCCTTTGTG CGTGTCTAAG TTTGGGGTCC TTGTGCCTGG TCTTACCCCC CTTAATGTGC
'AGAGGGAGEA ACCCACGGCC CAAGGTCACA TGATTGAGTT AGTAGCAGAG TCAGAGCTGG
?ACCGGGACG CATTTTTGTG GGTGCCCTGG GTAATTCTCC CTGGCCCTTA CATTAGTGTC
(CAGGCCCCGG GGACCCCGRC CCCGCTCTGG GGCAAGGGGT CGCATGGCAG CCAAAGGCCC
ECTCCCTGAGA GAAGCAAAAG GTCAGATGTC TCCTTTTCCT CTCCCCTTCC ACCATCCTCC
(CCCTGCAGAA ACATTCGCCG AGGAAGGTAC GACCCGACCC AGCTGGGGEGC AGTGTGATGC
'CGGCCACGTC ATCCCTCCCG CTGTCCTTGT CTCCTCCATC TCATTCGTCA CCCGCGTTCT
{ETTGATGGGG TGCGGGGCCG ATCCCACCCT GCGTGCCNNN NNNNNNNNNN ATCTGITTTG
'TCTTCCATAT CACCACTGTC TGACCTCCCG CAGATCCCTT CCCTGGCCAG CCTGTGACTT
E@CCGCCTGCC TCCAGGGCCC AGAACTGAGC TCCGGEGCCC TGCTGGGEGE CTCTCCCCGA
[(GGCCCCTGCT CACGTCCTCC CCTGATGCCC CCTCTCCGTT CCAGGTCCGG AGGGGCCTAA
EGTGCCACCCT CCTCCCTCCA AGCCTGGCAC CCACCGTCTC GGCCCTGAAC CACGAGGCTG
(CCCCCATCCA GCCACGGAGG GAGGCACCAT GCAAATGTCT TCCAGGTCCA AACCCTTCAA
ECTCCTGGCTC CGCAGGGGTT TGGGTGGGEG CTGTGGCCCT GCCCTTGECA CCACCAGGGT
(GGACCAGGCC TGGAGGGCAC TTCCTCCACA GTCCCCCACC CACCTCCTGC GGCTCAGCCT
ETGCACACCCA CTGCCCCGTG TGAATGTAGC TTCCACCTCA TGGATTGCCA CAGCTCAACT
(CGEGGGCACC TGGAGGGATG CCCCCAGGCA GCCACCAGTG GACCTAGCCT GGATGGCCCC
'TCCTTGCAAC CAGECAGCTG AGACCAGGGT CTTATCICTC TGEGACCTAG GGGEACGGGG
ECTGACATCTA CATTTTTTAA AACTGAATCT TAATCGATGA ATGTAAACTC GGGGGTGCTG
'GGGCCAGGEC AGATGTGGGG ATGITTTGAC ATTTACAGGA GGCCCCGGAG AAACTGAGGT
EATGGCCATGC CCTAGACCCT CCCCAAGGAT GACCACACCC GAAGTCCTGT CACTGAGCAC
'AGTCAGGGEC TGGGCATCCC AGCTTGCCCC CGCTTAGCCC CGCTGAGCTT GGAGGAAGTA
ETGAGTGCTGA TTCAAACCAA AGCTGCCTGT GCCATGCCCA AGGCCTAGGT TATGGETACG
[GCAACCACAT GTCCCAGATC GTCTCCAATT CGAAAACAAC CGTCCTGCTG TCCCTGTCAG
EGACACATGGA TTTTGGCAGG GCGGGGGGGG GTTCTAGAAA ATATAGGTTC CTATAATAAA
ATGGCACCTT CCCCCTTTNN NNNNNNNNNN NNNGGGATAC CTCTGAATAT GGGTATCTGG
‘GGCTGGATAT GGGTGGGACA TGAGACTTCC TGTGACCAGC CACCCTGGCT CCCAGCTCTC

ETGTATCCTCC TGCCCCGCCC TGGGGGGTGC CTACCCTGGN AGAACCCAGE GAGGAGTGGA
0
[GGCTGCCTCT GCCTGGGCCT CCACACAGCA TCCTGACATA CGCCACCTGE GGTGGGGGTG

GOEAGGCAGE BCCAGGAG
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