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Disclosed are antigen binding polypeptides and antigen binding polypeptide complexes (e.g., antibodies
and antigen binding fragments thereof) that bind to HIV proteins and have certain structural features. Also
disclosed are polynucleotides and vectors encoding such polypeptides and polypeptide complexes; host
cells; chimeric antigen receptors (CARs); immune cells; pharmaceutical compositions and kits containing
such polypeptides and polypeptide complexes; and methods of using such polypeptides and polypeptide

complexes in HIV.
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ANTIGEN BINDING POLYPEPTIDES, ANTIGEN BINDING
POLYPEPTIDE COMPLEXES AND METHODS OF USE THEREOF IN
HIV
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Disclosed are antigen binding polypeptides and antigen binding
polypeptide complexes (e.g., antibodies and antigen binding fragments
thereof) that bind to HIV proteins and have certain structural features.
Also disclosed are polynucleotides and vectors encoding such
polypeptides and polypeptide complexes; host cells; chimeric antigen
receptors (CARs); immune cells; pharmaceutical compositions and kits
containing such polypeptides and polypeptide complexes; and methods of

using such polypeptides and polypeptide complexes in HIV.
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ANTIGEN BINDING POLYPEPTIDES, ANTIGEN BINDING
POLYPEPTIDE COMPLEXES AND METHODS OF USE THEREOF IN
HIV
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[0001] AZHGHNTEMEESEHIVED HEAEEGRBERE
IR EZ M RTIES S ZEESYWaiE K ERREEER E) - K
SEHTRE N RE IR I R Z I E SN BT REEE 0 2 HLEZK
K2 REEYIHE T4E - srabilFEZ88(CAR) ~ R4t - BEHEY)
KEH  DLRER RS I K2 IREEYIN A -

[ oAkl ]

[0002] A Edk = W aFEHIV)EE KRB REMERBE &6 - &
EHRAEEERNEEREELZE - F2K@EN - =T /\HEACE
FLHIV - H#E 8 =T 8 i T e N 18 K R Gk = EEEF(AIDS) » —f#
HIVIEL & 5[ =~ 9% 2 % 55 LAY 18 M % ik - " Global Health Sector
Strategy On HIV - 2016-2021 - Towards Ending AIDS |- 548 4 4H 4%
(World Health Organization) » 201646 A - HIVF (£ fifE ¥ Z=H L © HIV-
1 RRHIV-2 « HIV-1 5 2 1 F AV BT E R imHIV-295 7 M B £ Z RN
PEIE

[0003] HIVZ FELEHEEH HGag ~ Pol kEnv - Gag (BHFrEZ M4

A
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FORREZLHIGEHEED - PRI REH  HEAHREENEMER
<M - EEBRPR) ~ T EREF(RT) & B & BE(IN) - Env (8 )4 5 HE &
H > ZEFMEB LA EAIINERERE - EnvElATEE 5 HE & 5 gp 60T 2
G BB I T Rpigp120 fogpal - EnvER ¢4 52 §8CD4 f 4L 37 A8 (S 20
{ER 722 B2 CCRS)M & 1F H AkRs e 25 22 H AR A iU AR Rl & -

[0004] EnveyiE & 28 M K FMRER TR 7 st HHIVZ KRR
TERY IR ¥ E G i # Mk EL - HUNERBEE AEEZHIVIREYE
N ERERERRIE ZESHEHR Z— -

[0005] EE A KERPHIV/AIDSEY A {EH - HHIVEZ 1L
KB REROE IR 2 TR B2 ) M E B H E HRER « Aokt - K&y EHE
AR Z MR FENR S 2 ZEERE > HRNRIIRARHIVEE S Z &1
EAHANEERE > BOLMERR - BEhER - HBRIE - FR85RH -~ BT
Bt im ~ RO MEREE S - HIV/AIDS B2 8 VI B (R B R B -

[0006] F&&k A1 PEHIV-11 85 (bnAb) By 1 Al 2 FHI V-1 25 £k 1Y
RS - bnAbRE[RIF 32 L RSP HIRA E A - IEEEERIEREEE > Tl E
HY PSR R E B /R AT RE PRIF A 28 o (NI - el E 8BS HIV/AIDS )55 K TR
KERFTbnAD © NHERFRFTFE 8 B B bn AbT U ERAE ZATMFENE © &
e HRAFEERnAEAREA SR ENRESE - HX > FE
P I & it Ze B B R kiR -

[0007] fEFbn AbHYF-HA A KA RS PREFF 7258 BH L U7 7R IR BT I IR I 25
& o7 DLK AT 3 52 BY I A2 M R o8 % JRME 1T %2 2= T T © BurtonZE A, Annu.
Rev. Immunol. 34:635-659 (2016) ; MascolaZ A, Immunol. Rev.

254:225-244 (2013) ; WuZE A, Science. 329:856-861 (2010) » ZA1m > {& Al
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bnAbEE 1% » FLHEHIVIR AL ERRAN RGN REHEL - &iT > (EH
VRCO1 bnAbAJITHALE FREERZEE T 4L FF 2 N TEIR Hide & B BN R (A
ERNEEN: - RIFHNAYTAN KR E 5850 H i/ Mk iRZe B E &
brEg L o Corey® A, N. Engl. J. Med. 384:1003-1014 (2021) -

[0008) ZHrRMEFAEHMREFAINHIV-IEEED F 2 L@ BT
G5 & f BE Y BE — B B8 A AU 2K AR JRbnAbEY R IR M - XuZE A, Science.
358(6359):85-90 (2017) - A& Z M hiis /e B/ ERIB IS & £
TEEEY B I E RV IE N NSRS - A 2 EE - HEGRIeEs T
B P EHIRE - BIRERNE - 540 » FEMERH - EEYmIE 2 EEY R
HEETTERIRBA S - R R HLEE REHIEE -

[0009)] It - L5 ZMEHIHIVELRR B 5l 3 A 7Y /8 HIV/AIDS 2
B A BTAS YA R ~ 18 AL fE R B MR BB )T B R B E TR R
SEEH MRt —EE RN T & - ZRRUEGURA HAVHIV B 2785

+z:t

EAFENERTIEFEIRREHIV/AIDS§ 82 - 8 (71 8 & 92 Bt HL R R 15 /) e
fEFREHIE NS EMMAE AR E LM - (L8 sk =7 UHIVEERFR

=
T SR EEFR/ TR A EZAVHIVIAR 2 -

[0010] 554b - JaEfiRRRYGE 38 o] B pkBtt - JCHE 8BS MR B
% - BPNE > ZRRETRHEETEFESHEARNNE R AR AETR
fAEE - WESMERNNERULARZEMHEMAETTELETEE T T - 5
Sh > D5 RIS E PG M Al AEshC 0 EREREVEE >
IEHRER R B TIEE HIPREY 2B 1T

[0011] Wit - FEZ R EELZUREIR - FURES SR ETTR
SoXREEY  Hudga2HIVES LUZm B U=/ TR -
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AITEECE S AN A - B R HERIE(REYE - FEHIVREERE > 2
WSRO o LU R SEERTRT -
(CEEEIRNESY

[0012] ASCRHt—REARGSE D HERAH T RR ZEHE
VL1-VL2-VH2-VH1 : VHI-VH2-VL2-VL1 : VL1-L1-VL2-L2-VH2-L3-
VHI1 : B{VHI-L1-VH2-L2-VL2-L3-VL1 ; H VL1 A Hf &M 4 & £HIV
EOZF - REREQK#EITEE  VL2ERFEMEGEHIVER Z5F =
REREOKEAERE - VHI ARFEEGSGEHIVER 25— REIRED
EEAEE VIRBBEEMSESEHIVELS 25 - Ry E [0 & i 0 &
& HLI -~ L2 R L3 GRe AR BT -

[0013] AXEH—TEEEE LB D ROIRRGE & IR
G HPZzSs - EAHBMU TRRZEER - VLI-VL2-VH2-VHI :
VH1-VH2-VL2-VL1 : VL1-L1-VL2-L2-VH2-L3-VH1 ; 5{VHI-L1-VH2-
L2-VL2-L3-VL1 : HpZH X LAE A HE LT RR 2GR © VL1-VL2-
VH2-VH1 ; VHI-VH2-VL2-VL1 : VL1-L1-VL2-L2-VH2-L3-VH1 : =%
VH1-L1-VH2-L2-VL2-L3-VL1 ; Hh VL1 B R M4 S EHIVE R 26
—REREOEETEE - VLI2ARREREGSGEHIVER 25 _RERE
AESHETI I  VHI B 2SS EHIVER 26— RS ERE 0 E i 0] &
& VH2 5 RMEEEEHIVEG XS REREOE#TZ2E - AL
L2 R L3 Ryl BB P 1 -

[0014]) ASRMt—REARGSE D HEFHTRR ZEHE
VL1-VL2-VH2-VHI1-F¢ : VH1-VH2-VL2-VL1-Fc ; VL1-L1-VL2-L2-

VH2-L3-VHI1-Fc ; VHI1-L1-VH2-L2-VL2-L3-VLI-Fc¢ ; VL1-L1-VL2-
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L2-VH2-L3-VHI1-L4-Fc¢ ; 8 VH1-L1-VH2-L2-VL2-L3-VL1-L4-Fc¢ ; Hf
VLI G RMEGEEEHIVED L FE—REREQKHE ] 2&E VL2 EFR
MESEHIVEO S R EOK#E ] EE ; VHIBFEME S S
HIVEOQ ZF—REREOEBEIEE VIR BEFEMGE S EHIVER 2
F_RENEDHEBENEE  FchtEafkREOE#E EE2 (CH2) -
REREOEH#HKEES (CH3) KRBT L BEIKE O Sy &5
HL1 ~ L2 ~ L3R L4 Fyhi BBf R+ -

[0015]) ACIRE—TEEEE - EE TR &2 INE

e HeEzEs—Z2MNERAMmU TR 24 - VL1-VL2-VH2-VHI-
Fc ; VHI-VH2-VL2-VL1-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-Fc¢ ; VH1-
L1-VH2-L2-VL2-L3-VL1-F¢ ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-Fc¢ ;
¢ VH1-L1-VH2-L2-VL2-L3-VL1-L4-Fc; HfZE S EAHMUTF
R 2 4 ¢ i Fc: VL1-VL2-VH2-VHI-F¢ ; VHI-VH2-VL2-VL1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-Fc¢ ; VH1-L1-VH2-L2-VL2-L3-VLI-
Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-F¢:  B{VHI1-L1-VH2-L2-VL2-
L3-VL1-L4-Fc; HP VLI BFFEMEGE S EHIVELD L E— R BRKEOK
H A B VL2 R EMEEEHIVED 25 REREOKHE A & E
VHI 5 RUEEE2HIVER X F—REREDE#H & ) VH2EFR
MEESE2HIVERD 2 F _REREQE#EE  FchEanEREQE
HNEE2 (CH2) ~ REkEL E i EE3 (CH3) KR BENFL 2 RIEEK
EOHEAIEE  HL1 ~ L2 ~ L3R L4 R B fL i+ o

[0016]) ACIRE—FETFEGEZM  HEARMU T HRRZ&ERE
VL1-VL2-VH2-VH1-CH1-CL ; VHI-VH2-VL2-VL1-CH1-CL ; VLI-
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VL2-VH2-VH1-CL-CH1 : VH1-VH2-VL2-VL1-CL-CH1 : VL1-L1-VL2-
L2-VH2-L3-VH1-L4-CH1-L5-CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-
CH1-L5-CL ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1 : ={VHI-
L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1 : H VL1 & B & & &
HIVER ZF —REREOKETEE  VI2AEFEEESEHIVER Z
FBoREEREOKEHEIERE - VHIBFENEESEHIVELD 28— EER
EORE#ENZEE  VI2ARENG G EHIVELD 25 R RRKEL =i ]
& CHIRREIRENE#KNEE] - CLEREREOKEREE - 1
L1~L2~ L3 L4KLS Rfig AR # T -

[0017] AXEHE-TEEEE LR D RRREE 2 LHE
G HPZE - 2IRAEAHRUTRRZEM © VL1-VL2-VH2-VHI-
CH1 ; VHI-VH2-VL2-VL1-CH1 ; VL1-VL2-VH2-VHI-CL : VH1-VH2-
VL2-VLI-CL : VL1-VL2-VH2-VH1-CHI-CL : VH1-VH2-VL2-VLI-
CH1-CL ; VL1-VL2-VH2-VH1-CL-CHI ; VH1-VH2-VL2-VL1-CL-

CH1 : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1 : VH1-L1-VH2-L2-VL2-
L3-VL1-L4-CH1 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL : VHI-L1-
VH2-L2-VL2-L3-VL1-L4-CL : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-
L5-CL : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL : VL1-L1-VL2-
L2-VH2-L3-VH1-L4-CL-L5-CH1 ;  ={VHI-L1-VH2-L2-VL2-L3-VL1-
L4-CL-L5-CH1 : H o &ZzH X E AR TRRZ&GH# © VL1-VL2-
VH2-VHI-CHI : VL1-VL2-VH2-VH1-CHI : VH1-VH2-VL2-VL1-

CH1 : VL1-VL2-VH2-VHI-CL : VH1-VH2-VL2-VLI-CL : VL1-VL2-

VH2-VHI1-CHI-CL ; VHI-VH2-VL2-VL1-CHI1-CL ; VL1-VL2-VH2-
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VH1-CL-CH1 ; VHI-VH2-VL2-VL1-CL-CH1 ; VL1-L1-VL2-L2-VH2-
L3-VH1-L4-CH1 : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CHI : VL1-L1-
VL2-L2-VH2-L3-VH1-L4-CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL :
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL : VH1-L1-VH2-L2-VL2-
L3-VL1-L4-CH1-L5-CL ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-
CH1 : 5¢VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1 ; H VL1 5 4§
REMEeEHIVE 2B - REREOKETEE  VI2AEREEGEE
HIVER 25 " REREQEEZE  VHIBFEEESEHIVET Z
FomEEREOE#ITEE - VH2RRENEESEHIVED 258 R EER
ENEEER  CHI AREIRENEHEEERE] - CLARRIEHEHE
WEE » HL1 ~ L2 ~ L3 ~ L4 R LS Ry la BB E R 1 -

[0018) ARt —REHURGSE LI > HEFAHI T RN ZEHE -
VL1-VL2-VH2-VH1-CHI-CL-Fc ; VH1-VH2-VL2-VL1-CH1-CL-Fc ;
VL1-VL2-VH2-VH1-CL-CH!1-Fc ; VH1-VH2-VL2-VL1-CL-CHI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-Fc ; VH1-L1-VH2-L2-
VL2-L3-VL1-L4-CH1-L5-CL-Fc : VL1-L1-VL2-L2-VH2-L3-VH1-L4-
CL-L5-CH1-Fc : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-Fc :
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-L6-Fc ; VH1-L1-VH2-
L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-Fc¢ : VL1-L1-VL2-L2-VH2-L3-
VH1-L4-CL-L5-CH1-L6-Fc : =¢VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-
L5-CHI-L6-Fc: HFVLIARFEMEGESEHIVER 25— REKELK
AT VL2 B RUEGEEHIVEG XS R RECKE I ZIE
VHI R RMEeEHIVES 2B — RRREOEH I EIE - VH2RFR
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MEEEHIVER B RERECEHEITEE - CHI AR EIRED EE
WEE] » CLAREREQKERTE  FoAt o R RKEN =il T &
2 (CH2) ~ Pk E N EE N EES (CH3) IR NIFIL < R PRE 1 0
Ayl - HL1 ~ L2 ~ L3~ L4 ~ L5 L6 R AR B % 1 -

[0019] AXEH—TEEEE -ZUEE D ROIRRGE & 2R
G HPZE - 2IRAEAHRUTRRZEM © VL1-VL2-VH2-VHI-
CH1-Fc : VH1-VH2-VL2-VL1-CHI-Fc ; VL1-VL2-VH2-VH1-CL-Fc :
VH1-VH2-VL2-VL1-CL-Fc¢ : VL1-VL2-VH2-VHI-CH1-CL-Fc¢ : VH1-
VH2-VL2-VL1-CHI-CL-Fc ; VL1-VL2-VH2-VH1-CL-CHI-Fc : VHI-
VH2-VL2-VL1-CL-CH1-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-
Fc: VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1-Fc ; VL1-L1-VL2-L2-VH2-
L3-VH1-L4-CL-Fc : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc¢ : VL1-
L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-Fc : VH1-L1-VH2-L2-VL2-
L3-VL1-L4-CH1-L5-CL-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-
CH1-Fc : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI-Fc ; VL1-L1-
VL2-L2-VH2-L3-VH1-L4-CH1-L5-Fc : VH1-L1-VH2-L2-VL2-L3-VLI-
L4-CH1-L5-Fc : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-Fc : VHI-
L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-Fc ; VL1-L1-VL2-L2-VH2-L3-
VH1-L4-CH1-L5-CL-L6-Fc : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-
L5-CL-L6-Fc : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1-L6-Fc ;
B VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc : 2 ¥ - %
fkE A BT RR 4R  Fo: VL1-VL2-VH2-VHI-CHI1-Fc ; VHI-

VH2-VL2-VLI-CHI1-Fc ; VL1-VL2-VH2-VHI1-CL-Fc ; VHI-VH2-VL2-
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VLI1-CL-Fc¢; VL1-VL2-VH2-VHI1-CHI1-CL-Fc¢ ; VH1-VH2-VL2-VLI-
CHI1-CL-Fc ; VL1-VL2-VH2-VHI1-CL-CHI1-Fc¢ ; VHI-VH2-VL2-VL1-
CL-CH1-Fc; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-Fc ; VHI1-L1-
VH2-L2-VL2-L3-VL1-L4-CH1-Fc ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-
CL-Fc¢ ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc¢; VL1-L1-VL2-L2-
VH2-L3-VHI1-L4-CH1-L5-CL-Fc ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-
CHI1-L5-CL-Fc¢ ;s VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1-Fc :
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-Fc¢ ; VLI-L1-VL2-L2-
VH2-L3-VHI1-L4-CH1-L5-Fc : VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH]1-
L5-Fc¢ : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-Fc ; VHI-L1-VH2-
L2-VL2-L3-VL1-L4-CL-L5-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-
CHI1-L5-CL-L6-Fc : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-
Fc¢; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CHI1-L6-F¢c; =(VHI-L1-
VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-L6-F¢c ; HF VLI A5 EHE L
HIVEA 2 —RENKEOKHETEE  VLI2RHEMGES2HIVER Z
F BB EOKEEBE ) VH AREREMESEHIVEL 2 F— R ek
EOE#EEE ) VIRBREUGEESEHIVER ZE _REKEL HEHE ]
& CHI HRERESE#ERERE]  CLERERELGKHEEERE ; Fc
REaREREHE#NER?2 (CH2) » fEIKEHE#ENEE3 (CH3) K
BN 2 K E H SRRy &, 0 HL1 ~ L2~ L3 ~ L4 - L5SKL6 Bl
BB T -

[0020)] ARt —fEEEE—L N EE SRS S ZIE

ey HfhZE—FREARU T &R 241 © VL1-VL2-VH2-VHI ;
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VH1-VH2-VL2-VLI1 ; VL1-L1-VL2-L2-VH2-L3-VHI ; VHI1-L1-VH2-
L2-VL2-L3-VL1 ; VLI-VL2-VH2-VHI1-Fc ; VH1-VH2-VL2-VLI-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-Fc ; VHI1-L1-VH2-L2-VL2-L3-VLI-

Fe¢ : VL1-L1-VL2-L2-VH2-L3-VHI1-L4-Fc ; VHI-L1-VH2-L2-VL2-L3-
VL1-L4-Fc; VL1-VL2-VH2-VHI1-CHI1 ; VHI-VH2-VL2-VLI1-CHI ;
VL1-VL2-VH2-VHI-CL ; VHI-VH2-VL2-VL1-CL ; VL1-VL2-VH2-
VH1-CHI-CL ; VHI-VH2-VL2-VL1-CHI-CL ; VL1-VL2-VH2-VHI-
CL-CHI ; VHI-VH2-VL2-VL1-CL-CHI1 ; VL1-L1-VL2-L2-VH2-L3-
VHI1-L4-CHI1 ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CHI ; VL1-L1-VL2-
L2-VH2-L3-VHI1-L4-CL ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ; VLI1-
L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL ; VHI1-L1-VH2-L2-VL2-L3-
VL1-L4-CHI1-L5-CL ; VLI-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1 ; VL1-VL2-VH2-VHI-
CHI-Fc¢ : VHI-VH2-VL2-VL1-CHI1-Fc ; VL1-VL2-VH2-VHI-CL-Fc ;
VH1-VH2-VL2-VLI-CL-Fc¢ ; VL1-VL2-VH2-VHI-CHI1-CL-Fc ; VHI-
VH2-VL2-VLI-CHI1-CL-Fc¢ ; VL1-VL2-VH2-VHI1-CL-CHI1-Fc ; VHI-
VH2-VL2-VLI-CL-CHI-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI-
Fe¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1-Fc ; VLI1-L1-VL2-L2-VH2-
L3-VH1-L4-CL-Fc¢ : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc: VLI1-
L1-VL2-L2-VH2-L3-VH1-L4-CHI1-L5-CL-Fc¢ ; VHI-L1-VH2-L2-VL2-
L3-VL1-L4-CH1-L5-CL-Fc¢; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-
CHI-Fc¢ : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc: VLI1-LI-

VL2-L2-VH2-L3-VHI1-L4-CHI-L5-Fc ; VH1-L1-VH2-L2-VL2-L3-VLI-
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L4-CHI1-L5-F¢ : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-Fc¢ ;: VHI1-
L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-F¢ ;: VL1-L1-VL2-L2-VH2-L3-
VHI1-L4-CH1-L5-CL-L6-Fc¢ ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH]1-
L5-CL-L6-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1-L6-Fc ;
5, VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc ; %% —%
BREAHM THR R 24EHR - Fois VLI-VL2-VH2-VHI ; VH1-VH2-VL2-
VL1 : VL1-L1-VL2-L2-VH2-L3-VH]1 ; VH1-L1-VH2-L2-VL2-L3-

VL1 : VL1-VL2-VH2-VHI1-F¢ ; VH1-VH2-VL2-VL1-Fc¢ ; VL1-L1-VL2-
L2-VH2-L3-VHI-Fc¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-Fc¢ ; VL1-L1-
VL2-L2-VH2-L3-VH1-L4-Fc ;: VHI-L1-VH2-L2-VL2-L3-VL1-L4-Fc¢ :
VL1-VL2-VH2-VH1-CHI1 ; VH1-VH2-VL2-VL1-CH1 ; VL1-VL2-VH2-
VHI-CL : VH1-VH2-VL2-VL1-CL ; VL1-VL2-VH2-VH1-CHI-CL :
VHI1-VH2-VL2-VL1-CHI-CL : VL1-VL2-VH2-VHI-CL-CH1 ; VHI-
VH2-VL2-VL1-CL-CH1 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH]1 ;
VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1 ; VL1-L1-VL2-L2-VH2-L3-
VHI1-L4-CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CH1-L5-CL ;: VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-
L5-CL ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CH1 ; VH1-L1-VH2-
L2-VL2-L3-VL1-L4-CL-L5-CH1 ; VL1-VL2-VH2-VH1-CH1-Fc¢ : VHI1-
VH2-VL2-VL1-CHI1-Fc¢ ; VL1-VL2-VH2-VH1-CL-Fc¢ ; VH1-VH2-VL2-
VL1-CL-Fc¢ ; VL1-VL2-VH2-VH1-CH1-CL-Fc¢ ; VH1-VH2-VL2-VLI-
CH1-CL-Fc¢ : VL1-VL2-VH2-VH1-CL-CH1-Fc¢ ; VH1-VH2-VL2-VL1-

CL-CHI1-Fc; VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI-Fc ; VHI-LI-
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VH2-L2-VL2-L3-VL1-L4-CHI-F¢ ;: VL1-L1-VL2-L2-VH2-L3-VH1-L4-
CL-Fc¢ : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc¢ ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CHI-L5-CL-Fc¢ ;: VHI-L1-VH2-L2-VL2-L3-VL1-L4-
CH1-L5-CL-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CH1-Fc ;
VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-F¢ ;: VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CHI-L5-Fc¢ ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-
L5-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-Fc : VHI-L1-VH2-
L2-VL2-L3-VL1-L4-CL-L5-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI-L4-
CH1-L5-CL-L6-Fc ;: VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-
Fc ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CH1-L6-Fc : B VHI-L1-
VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-L6-Fc¢ ; EF VLI Bl B 4EL %
HIVEA ZF —REREOKEITEE  VI2EREMESEHIVER Z
F B EOKEEE  VHI BREENESGEHIVELD ZF — 2K
EOE#EEE ) VIRBREUGEESEHIVER ZE _REKEL HEHE ]
@ CHl ARk ELE#EEE]  CLAEREIREQKHEEERE 5 Fo
REEREKESE#ENE®E2 (CH2) » pEkEHEH#EENEES (CH3)K
BN AL REREOENEE ; AL ~ L2~ L3 -~ L4 - L5SEL6 A%
Bl H - o

[0021] A i#t—fEHRE S L REHREEZRESY  Ha
SEAMRMNTERRZGEHEZHL - VLI-VL2-VH2-VHI1-Fc-Fc ; VHI-
VH2-VL2-VLI1-Fc¢-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI-Fc-Fc¢ ; VHI1-L1-
VH2-L2-VL2-L3-VL1-Fc-F¢ : VL1-L1-VL2-L2-VH2-L3-VH1-L4-Fc-

Fc¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-Fc-Fc: VL1-L1-VL2-L2-VH2-
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L3-VH1-L4-Fc-L5-Fc ; 5 VH1-L1-VH2-L2-VL2-L3-VL1-L4-F¢-L5-
Fe; VLI BRHEUGEERHIVEA 2 F — R EKEQKHETEE
VL2 B EMGEEZHIVER 25 _ REKEQKETTEE ; VH] AR
MEERHIVEOD 2 E—RENKEDERJEE  VIRREFEEE SR
HIVEH E _REKENEM#EE  FohEaREKESHEHERERR
2 (CH2) - BB EOEHEEES (CH)ERBREL S GERE QR
AU s HL1~L2 L3~ L4KLS BRFRR =T -

[0022] A i#t—fEHRE S L REHREEZRESY  Ha
SEAMMTERTRZERIZEL © VLI-VL2-VH2-VH1-CH3 ; VH1-VH2-
VL2-VL1-CH3 ; VL1-L1-VL2-L2-VH2-L3-VHI-CH3 : VH1-L1-VH2-
L2-VL2-L3-VL1-CH3 : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH3 : VHI-
L1-VH2-L2-VL2-L3-VL1-L4-CH3 : VL1-VL2-VH2-VH1-CH3-CH3 ;
VH1-VH2-VL2-VL1-CH3-CH3 ; VL1-L1-VL2-L2-VH2-L3-VHI1-CH3-
CH3 : VHI-L1-VH2-L2-VL2-L3-VL1-CH3-CH3 ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CH3-CH3 : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH3-
CH3 : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH3-L5-CH3 : 5 VH1-L1-
VH2-L2-VL2-L3-VL1-L4-CH3-L5-CH3 ; H VL1 5 %5 B 14t & EHIV
EACE—REREQKHEIEE VL2 AFEMESEHIVEH 2 F
RENREOKETTEE ) VHI ARFENESEHIVEA Z2F — 2B KED
EHTEE VIR B EEME S FTHIVEL 28 _RERE o &= o &
& CH3A®EREOEH#HEEE3 ; HL1 ~ L2~ L3 - LARLS B A
T o

[0023] ARt —HEERE —ZUMEE_ZDIRNTRE G 2 IKE
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ey HPZE—LNAEAmU TR R 24 - VL1-VL2-VH2-VHI1 ;
VH1-VH2-VL2-VL1 ; VL1-L1-VL2-L2-VH2-L3-VHI ; 5 VHI1-L1-VH2-
L2-VL2-L3-VL1 ; HFZFE LR AERFHRLTNERRZEERE © VL3-VL4-
VH4-VH3 ; VH3-VH4-VL4-VL3 ; VL3-L4-VL4-L5-VH4-L6-VH3 ; &%
VH3-L4-VH4-L5-VL4-L6-VL3 ; VLI B EME S EHIVEL V5
—REIREAKHETEE  VI2RHENGEGEHIVEL ZF _RERE
HESHE T #IE VI3 BRHREMEOEHIVER 2 FE =Rk EQKHET
& VL4ERFREUESE G EHIVED 2 SR EREOKHE ] EE ; VHILE
FEMEEGEHIVEIZ F—REREOEHEHT2E | VHI2BREMES
ZHIVEQZF _REHREOEH#ETEE 5 V3 AT RS S EHIVED
CECRERESEEIEE  VHARRREUEEEHIVER 2 EURE
PRECEHHETEE ; HL1 ~ L2~ L3~ L4~ LS KL6 B RER =R T -
[0024] AIEE—-HEESFEF-ZMEE _LIRVNESE & X KE
e HFZE—LIEARL TR Z4ER - VL1-VL2-VH2-VHI-
Fc ; VH1-VH2-VL2-VL1-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-Fc¢ ; VHI-
L1-VH2-L2-VL2-L3-VL1-F¢ ;: VL1-L1-VL2-L2-VH2-L3-VH1-L4-Fc ;
B, VHI-L1-VH2-L2-VL2-L3-VL1-L4-Fc ; HFZFE _ZIKEAHULTE
R 45k VL3-VL4-VH4-VH3-Fc ; VH3-VH4-VL4-VL3-F¢ ; VL3-L5-
VL4-L6-VH4-L7-VH3-F¢ ; VH3-L5-VH4-L6-VL4-L7-VL3-Fc ; VL3-
L5-VL4-L6-VH4-L7-VH3-L8-Fc ; 5{VH3-L5-VH4-L6-VL4-L7-VL3-L8-
Fe: HPVLIGHEUGE S 2HIVEA 2 F— R EREQKH TS E |
VL2 B RMEE SHIVED 25 REREOKHE T EE ; VLIEFE
MESCEHIVEOD L E=REREOKH#H TEE ; VI4EFENRE G2
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HIVE [ 2§00 B E QI T2 E ; VHI B EILES EHIVES 2
F—REREQESTEE  VIRREREEEAEHIVED 2 5 0
EOEETSE VI3RS ERGAEHIVED 2§ = GEREQ E i
BE VH4BKHELGCEHIVEA X SR EREL B TEE ; Fob
L& S BREE A B E B2 (CHY) - bk A S 2 B3 (CH3) i
R B E AR E R, ; AL cL2-L3 - L4-L5 L6+ L7
R L8 Bl e T -

[0025] ACCHRft—Ma &% —% kR E ST RS 2
ey B E— %k B LT #or 2 &1 © VL1-VL2-VH2-VHI-
CH1 ; VH1-VH2-VL2-VL1-CHI ; VL1-VL2-VH2-VHI-CL ; VHI-VH2-
VL2-VL1-CL ; VL1-VL2-VH2-VHI1-CHI-CL ; VH1-VH2-VL2-VLI-
CHI1-CL ; VL1-VL2-VH2-VH1-CL-CHI ; VH1-VH2-VL2-VLI1-CL-

CH1 ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1 ; VH1-L1-VH2-L2-VL2-
L3-VLI1-L4-CH1 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL ; VHI1-L1-
VH2-L2-VL2-L3-VL1-L4-CL ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-
L5-CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CHI-L5-CL ; VL1-L1-VL2-
L2-VH2-L3-VHI1-L4-CL-L5-CHI ; 5¢VH1-L1-VH2-L2-VL2-L3-VL1-
L4-CL-L5-CH1 ; H F 3% — % Ik B4 M M T %% 2 & © VL3-VL4-
VH4-VH3-CH1 ; VH3-VH4-VL4-VL3-CHI1 ; VL3-VL4-VH4-VH3-CL :
VH3-VH4-VL4-VL3-CL ; VL3-VL4-VH4-VH3-CHI-CL ; VH3-VH4-
VL4-VL3-CHI1-CL ; VL3-VL4-VH4-VH3-CL-CHI1 ; VH3-VH4-VL4-
VL3-CL-CHI1 ; VL3-L6-VL4-L7-VH4-L8-VH3-L9-CHI1 ; VH3-L6-VH4-

L7-VL4-L8-VL3-L9-CHI ; VL3-L6-VL4-L7-VH4-L8-VH3-L9-CL ;
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VH3-L6-VH4-L7-VL4-L8-VL3-L9-CL : VL3-L6-VL4-L7-VH4-L8-VH3-
L9-CH1-L10-CL ; VH3-L6-VH4-L7-VL4-L8-VL3-L9-CH1-L10-CL :
VL3-L6-VL4-L7-VH4-L8-VH3-L9-CL-L10-CH1 : 5{VH3-L6-VH4-L7-
VL4-L8-VL3-L9-CL-L10-CH1 : VL1 A8 Z M E S EHIVER 2%
—REREEE T ERE - VLI2ARREREGSGEHIVER 25 _RERE
ARSI EE VL3 REREMEGE S EHIVED 2 F =R RE Qi &
& VLA REMEGEEHIVEG Z B RREQKMEIEE - VHI A
FRMEGEEHIVEG XS - RREFEMIEE  VH2ERFRESES

FHIVER 2B _REREODEH#TEE  VIBBRHFEMEESEHIVED
ZHEZRENREOEREATERE  VHARFEMGGEHIVED 2B MURE
PREQEHEBEERE - CHIRRENREFHERTE] » CLARRIREFK
pEEE® ;> HL1 L2 L3 L4 ~L5~L6~L7 L8 LORLI0A £ B
BT o

[0026] At —TEEEE LB _ZROIRRGE & ZILE

G HPZE - 2IRAEAHRUTRRZEM © VL1-VL2-VH2-VHI-
CH1-Fc : VH1-VH2-VL2-VL1-CHI-Fc ; VL1-VL2-VH2-VH1-CL-Fc :
VH1-VH2-VL2-VL1-CL-Fc¢ : VL1-VL2-VH2-VHI-CH1-CL-Fc¢ : VH1-
VH2-VL2-VL1-CHI-CL-Fc ; VL1-VL2-VH2-VH1-CL-CHI-Fc : VHI-
VH2-VL2-VL1-CL-CH1-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-
Fc: VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1-Fc ; VL1-L1-VL2-L2-VH2-
L3-VH1-L4-CL-Fc : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc¢ : VL1-
L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-Fc : VH1-L1-VH2-L2-VL2-

L3-VL1-L4-CH1-L5-CL-Fc¢; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-
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CH1-Fc : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-Fc ; VLI1-L1-
VL2-L2-VH2-L3-VH1-L4-CH1-L5-Fc ; VH1-L1-VH2-L2-VL2-L3-VLI1-
L4-CHI1-L5-F¢ : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-Fc¢ ;: VHI1-
L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-F¢ ;: VL1-L1-VL2-L2-VH2-L3-
VHI1-L4-CH1-L5-CL-L6-Fc¢ ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH]1-
L5-CL-L6-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1-L6-Fc ;
5, VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc ; %% —%
BRE AR THER 4R - VL3-VL4-VH4-VH3-CH1-Fc ; VH3-VH4-
VL4-VL3-CH1-Fc ; VL3-VL4-VH4-VH3-CL-F¢ ;: VH3-VH4-VL4-VL3-
CL-Fc ; VL3-VL4-VH4-VH3-CH1-CL-Fc¢ ; VH3-VH4-VL4-VL3-CHI1-
CL-Fc¢ ; VL3-VL4-VH4-VH3-CL-CH1-Fc ; VH3-VH4-VL4-VL3-CL-
CH1-Fc : VL3-L7-VL4-L8-VH4-L9-VH3-L10-CH1-Fc ;: VH3-L7-VH4-
L8-VL4-L9-VL3-L10-CH1-Fc¢ ; VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL-
Fc ;: VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-Fc¢ ; VL3-L7-VL4-L8-VH4-
L9-VH3-L10-CH1-L11-CL-Fc ;: VH3-L7-VH4-L8-VL4-L9-VL3-L10-
CH1-L11-CL-Fc¢ ; VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL-L11-CH1-

Fc ;: VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-CH1-Fc¢ ; VL3-L7-
VL4-18-VH4-L9-VH3-L10-CH1-L11-F¢ : VH3-L7-VH4-L8-VL4-L9-
VL3-L10-CH1-L11-F¢ ; VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL-L11-
Fc ;: VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-Fc¢ ;: VL3-L7-VL4-L8-
VH4-L9-VH3-L10-CH1-L11-CL-L12-F¢ ; VH3-L7-VH4-L8-VL4-L9-
VL3-L10-CH1-L11-CL-L12-Fc¢ ;: VL3-L7-VL4-L8-VH4-L9-VH3-L10-

CL-L11-CH1-L12-F¢; ®,VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-
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CHI-L12-Fc: HHfVLIAFREEE S EHIVED 25 — B REREOKHE
MR VI2RRHFEMEG S EHIVEG 2B R RIREQKE ] 21E ;
VLI3IGRRMGEEHIVES B - RRREOKETEE  VLARTR
MEEEHIVEQ 2 BN REREOQKEEE  VHIRFENEEE
HIVER ZF —REREOE#ETZE - VHI2BFREMEESEHIVET Z
FBoREEREOE#IEE  VIBRFRENEESEHIVED 2B =R EER
EOREENZEE ) VHARRENGS G EHIVER 25 MU R EKE N =i ]
& FohBaREREQEMRERE2 (CH2) » REIREN H# R ERES
(CH3) e B M7 AL < R B EE B S A 3 - CH1 Ry RE PR E 0 S i 1A
E&ElCLEGEREOK@#EER  AL1-L2-L3-1L4~L5 L6
L7~L8 L9 L10L11R%L12 &R BT -

[0027] AXEHE—TEEESE -ZUEE D ROIRRGE & 2R
G HPZzSs - EAHBMU TRRZEER - VLI-VL2-VH2-VHI :
VH1-VH2-VL2-VL1 : VL1-VL2-VH2-VHI-Fc ; VH1-VH2-VL2-VL1-
Fc ; VL1-VL2-VH2-VH1-CHI : VH1-VH2-VL2-VL1-CHI : VL1-VL2-
VH2-VH1-CL ; VH1-VH2-VL2-VL1-CL : VL1-VL2-VH2-VHI1-CH]1-
CL ; VHI-VH2-VL2-VL1-CHI-CL ; VL1-VL2-VH2-VHI-CL-CHI :
VH1-VH2-VL2-VL1-CL-CH1 ; VL1-VL2-VH2-VH1-CHI-Fc ; VHI-
VH2-VL2-VL1-CHI-Fc ; VL1-VL2-VH2-VH1-CL-F¢ ; VH1-VH2-VL2-
VL1-CL-Fc¢ : VL1-VL2-VH2-VHI-CH1-CL-Fc ; VH1-VH2-VL2-VL1-
CHI1-CL-Fc : VL1-VL2-VH2-VH1-CL-CH1-F¢ ; VHI-VH2-VL2-VL1-
CL-CH1-Fc : VL1-L1-VL2-L2-VH2-L3-VH1 : VH1-L1-VH2-L2-VL2-

L3-VL1: VL1-L1-VL2-L2-VH2-L3-VHI1-Fc ; VHI1-L1-VH2-L2-VL2-
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L3-VL1-Fc¢ : VL1-L1-VL2-L2-VH2-L3-VHI1-L4-F¢ ; VH1-L1-VH2-L2-
VL2-L3-VL1-L4-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1 : VHI-
L1-VH2-L2-VL2-L3-VL1-L4-CH1 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-
CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL ; VL1-L1-VL2-L2-VH2-L3-
VH1-L4-CH1-L5-CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1 ; VHI1-L1-VH2-L2-VL2-
L3-VL1-L4-CL-L5-CH1 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-Fc¢ :
VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-F¢ ; VL1-L1-VL2-L2-VH2-L3-
VH1-L4-CL-F¢ ;: VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc¢ : VL1-L1-
VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-F¢ ; VH1-L1-VH2-L2-VL2-L3-
VL1-L4-CH1-L5-CL-F¢ ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-
CH1-Fc ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI-F¢ ; VLI1-L1-
VL2-L2-VH2-L3-VH1-L4-CH1-L5-F¢ ; VH1-L1-VH2-L2-VL2-L3-VL1-
L4-CH1-L5-F¢ ;: VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-Fc ; VHI1-
L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-F¢ ; VL1-L1-VL2-L2-VH2-L3-
VH1-L4-CH1-L5-CL-L6-F¢ : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH]1-
L5-CL-L6-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1-L6-Fc ;
8 VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc ; Ht % %
BREAMMU TR R 4R - VL3-VL4-VH4-VH3 : VH3-VH4-VL4-VL3 ;
VL3-VL4-VH4-VH3-Fc ;: VH3-VH4-VL4-VL3-Fc ; VL3-VL4-VH4-
VH3-CHI : VH3-VH4-VL4-VL3-CHI : VL3-VL4-VH4-VH3-CL ; VH3-
VH4-VL4-VL3-CL ; VL3-VL4-VH4-VH3-CHI1-CL : VH3-VH4-VL4-

VL3-CHI-CL ; VL3-VL4-VH4-VH3-CL-CHI1 ; VH3-VH4-VL4-VL3-CL-
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CHI ; VL3-VL4-VH4-VH3-CHI1-Fc ; VH3-VH4-VL4-VL3-CHI1-Fc ;
VL3-VL4-VH4-VH3-CL-Fc ; VH3-VH4-VL4-VL3-CL-Fc ; VL3-VL4-
VH4-VH3-CHI1-CL-Fc¢ ; VH3-VH4-VL4-VL3-CHI-CL-Fc ; VL3-VL4-
VH4-VH3-CL-CHI1-Fc ; VH3-VH4-VL4-VL3-CL-CHI1-Fc¢ ; VL3-L7-
VL4-1L8-VH4-L9-VH3 ; VH3-L7-VH4-L8-VL4-L9-VL3 ; VL3-L7-VL4-
L8-VH4-L9-VH3-Fc ; VH3-L7-VH4-L8-VL4-L9-VL3-Fc¢ ; VL3-L7-
VL4-L8-VH4-L9-VH3-L10-Fc¢ ; VH3-L7-VH4-L8-VL4-L9-VL3-L10-
Fc¢ ; VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI ; VH3-L7-VH4-L8-VL4-
L9-VL3-L10-CHI1 ; VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL ; VH3-L7-
VH4-L8-VL4-L9-VL3-L10-CL ; VL3-L7-VL4-L8-VH4-L9-VH3-L10-
CHI-L11-CL ; VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI-L11-CL ; VL3-
L7-VL4-L8-VH4-L9-VH3-L10-CL-L11-CHI1 ; VH3-L7-VH4-L8-VL4-
L9-VL3-L10-CL-L11-CHI1 ; VL3-L7-VL4-L8-VH4-L9-VH3-L10-CH1-
Fc¢ ; VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI-Fc¢ ; VL3-L7-VL4-L8-
VH4-L9-VH3-L10-CL-Fc ; VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-Fc ;
VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI-L11-CL-Fc ; VH3-L7-VH4-L8-
VL4-L9-VL3-L10-CH1-L11-CL-Fc¢ ; VL3-L7-VL4-L8-VH4-L9-VH3-
L10-CL-L11-CHI1-Fc¢ ; VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-
CHI-Fc¢ : VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI-L11-Fc¢ ; VH3-L7-
VH4-L8-VL4-L9-VL3-L10-CHI-L11-Fc¢ ; VL3-L7-VL4-L8-VH4-L9-
VH3-L10-CL-L11-Fc ; VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-

Fc¢ ; VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI-L11-CL-L12-Fc¢ ; VH3-

L7-VH4-L8-VL4-L9-VL3-L10-CHI-L11-CL-L12-Fc ; VL3-L7-VL4-L8-
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VH4-L9-VH3-L10-CL-L11-CHI1-L12-F¢ ; ={VH3-L7-VH4-L8-VL4-L9-
VL3-L10-CL-L11-CH1-L12-Fc ; HH VLI B RME S EHIVEL 25
—REREEE T ERE - VLI2ARREREGSGEHIVER 25 _RERE
AECHETTEE > VL3RRGS EHIVEL ZF = R REQKHET &
& VLARRRMGE S EHIVES ZF MU R EQEKHE T EE © VHIE
FrEMEGEHIVEG 2B~ REIREOEBEITEE - VH2ERFREMEES

ZHIVEQZS RENREOERETEE » VIBARFEEGS EHIVEL
CECREHRENEHIEE  VHAREMESEHIVER 2 ENG R
PREOHEETEE  FohaREREOE#RTEE2 (CH2) ~ BEKE
HEEEEE3 (CH3) LB 2 REREQ RO EL - CHI A%
EREODE#EEEE] - CLERENREDKHEEEE » HL1~12 L3
L4~L5-L6+L7 L8 L9 L10L11KZL12&MEREERT -

[0028] ATt —BEEE DR EE _ZHNPIRGES 2 NHE

G HPZzSs - EAHBMU TRRZEER - VLI-VL2-VH2-VHI :
VH1-VH2-VL2-VL1 ; VL1-L1-VL2-L2-VH2-L3-VHI1 ; 5{VHI-L1-VH2-
L2-VL2-L3-VL1 : HFZBE_LEAHL T RR 24 - VL3-VH3
VH3-VL3 ; VL3-L4-VH3 ; 8¢{VH3-L4-VL3 ; Hh VL1 A R 4&E 4 &
HIVEH 2B —EREQKEITERE  VL2RFEUGESEHIVER Z
FUREREOKETERE  VI3ERFENESZHIVED 25 =R EK
EQEEAEE VHIRFREMGEEEHIVER 25— R EREQ =]
S& VH2RRHFREMG S EHIVEL ZF - REKEOE#E A& © VH3
AEREMEEEHIVEG 2B =R RREQE#MAIEE ALl - 1213
LA By B BRI T -
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[0029]) ACIRE—TEEEE - EE VTS &2 IE
e HeEzEs—Z2MNERAMmU TR 24 - VL1-VL2-VH2-VHI-
Fc ; VHI-VH2-VL2-VL1-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-Fc¢ ; VH1-
L1-VH2-L2-VL2-L3-VL1-F¢ ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-Fc¢ ;
¢ VH1-L1-VH2-L2-VL2-L3-VL1-L4-Fc; HfZE S EAHMUTF
R 2 4 R : VL3-VH3-Fc ; VH3-VL3-Fc; VL3-L5-VH3-Fc¢ : VH3-L5-
VL3-Fc¢ : VL3-L5-VH3-L6-Fc ; 8¢ VH3-L5-VL3-L6-Fc ; Hb VL1 B4R
MEESEHIVED L E—REREOKHEITEE  VI2EFEUESE
HIVEQ ZF _REKEOKHEIEE  VL3LFEMRES2HIVER Z
FoREHREOKHEAEE ) VHI AFRUEEEEHIVER 25— R
EOEHH#HEE  VIRBRKEMES2HIVED 256 R RE D HE ]
BE o VIBREEMEC2HIVER L F =R EKEDE#IEE 5 Fck
BaefERENE#NEE2 (CH2) » REKEH EH#REES (CH3) ki
BNEL L RERE O S#AEE > HL1 ~ L2 ~ L3 ~ L4 ~ L5 KRL6 R g A
BR R T -

[0030)] AIRE—TEEEE - EE VTS &2 IE
e EbZE—SNEAHRMUTNERERZER © VL1-VL2-VH2-VHI-
CHI : VHI-VH2-VL2-VL1-CH1 ; VL1-VL2-VH2-VH1-CL ; VH1-VH2-
VL2-VL1-CL ; VL1-VL2-VH2-VH1-CH1-CL ; VH1-VH2-VL2-VL1-
CHI-CL ; VL1-VL2-VH2-VHI-CL-CH1 ; VH1-VH2-VL2-VLI1-CL-

CHI : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CHI1 ; VHI1-L1-VH2-L2-VL2-
L3-VL1-L4-CH1 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL ; VHI-L1-

VH2-L2-VL2-L3-VL1-L4-CL ; VLI1-L1-VL2-L2-VH2-L3-VH1-L4-CHI1-
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L5-CL : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL : VL1-L1-VL2-
L2-VH2-L3-VH1-L4-CL-L5-CH1 ;  ={VHI-L1-VH2-L2-VL2-L3-VL1-
L4-CL-L5-CH1 : HF @3B A A HLL T RRZERE © VL3-VH3-
CH1 ; VH3-VL3-CHI ; VL3-VH3-CL ; VH3-VL3-CL : VL3-VH3-CH]1-
CL : VH3-VL3-CHI-CL : VL3-VH3-CL-CH1 : VH3-VL3-CL-CHI :
VL3-CL-VH3-CH1 : VL3-CHI1-VH3-CL ; VH3-CH1-VL3-CL : VH3-
CL-VL3-CHI ; VL3-L6-VH3-L7-CH1 : VH3-L6-VL3-L7-CHI ; VL3-
L6-VH3-L7-CL : VH3-L6-VL3-L7-CL ; VL3-L6-VH3-L7-CH1-L8-CL :
VH3-L6-VL3-L7-CH1-L8-CL : VL3-L6-VH3-L7-CL-L8-CHI1 ; VH3-L6-
VL3-L7-CL-L8-CHI ; VL3-L6-CL-L7-VH3-L8-CH1 : VL3-L6-CH1-L7-
VH3-L8-CL ; VH3-L6-CH1-L7-VL3-L8-CL ; VH3-L6-CL-L7-VL3-L8-
CH1 ; VL3-VH3-L6-CH1-CL ; VH3-VL3-L6-CH1-CL ; VL3-VH3-L6-
CL-CHI ; VH3-VL3-L6-CL-CHI ; VL3-CL-L6-VH3-CHI ; VL3-CHI-
L6-VH3-CL ; VH3-CH1-L6-VL3-CL ; ={VH3-CL-L6-VL3-CH1 : % off
VLI R RMEGEEHIVES 25— RRIREOKETEE - VL2RBFR
MEEEHIVES 2R - REREQEEANZEE  VI3AFEEEEE
HIVER ZF = REREQEEZEE  VHIBFEMEESEHIVEG Z
FomEEREOE#ITEE - VH2RRENEESEHIVED 258 R EER
EORE#ENZEE  VIBARRENG G EHIVEL 25 = REKEL Hifl 1]
& CHIRREIRENE#KNEE] - CLEREREOKEREE - 1
L1~L2-L3+L4 L5 L6 L7RL8EMERKERHET -

[0031] AXEHE—TEEEE -ZUEBE D RORRGE &SR

ey Hih@E—2ZREA B TRRZERE © VL1-VL2-VH2-VHI-
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CH1-Fc : VHI-VH2-VL2-VL1-CHI-Fc¢ ; VL1-VL2-VH2-VH1-CL-Fc¢ ;
VHI1-VH2-VL2-VL1-CL-Fc¢ ; VL1-VL2-VH2-VHI1-CH1-CL-Fc¢ ;: VHI-
VH2-VL2-VL1-CHI1-CL-Fc¢ : VL1-VL2-VH2-VH1-CL-CH1-Fc¢ ; VHI-
VH2-VL2-VL1-CL-CH1-Fc¢ : VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH]1-
Fc : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1-Fc¢ ; VL1-L1-VL2-L2-VH2-
L3-VH1-L4-CL-Fc ;: VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc¢ : VLI-
L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-F¢ ; VH1-L1-VH2-L2-VL2-
L3-VL1-L4-CH1-L5-CL-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-
CH1-Fc : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-Fc ; VLI1-L1-
VL2-L2-VH2-L3-VH1-L4-CH1-L5-Fc ; VH1-L1-VH2-L2-VL2-L3-VLI1-
L4-CHI1-L5-F¢ : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-Fc¢ ;: VHI1-
L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-F¢ ;: VL1-L1-VL2-L2-VH2-L3-
VHI1-L4-CH1-L5-CL-L6-Fc¢ ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH]1-
L5-CL-L6-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1-L6-Fc ;
5, VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc ; %% —%
BRE AR TR 4R © VL3-VH3-CHI1-Fc ; VH3-VL3-CHI1-Fc ;
VL3-VH3-CL-F¢ ; VH3-VL3-CL-F¢ ;: VL3-VH3-CH1-CL-Fc ;: VH3-
VL3-CH1-CL-Fc¢ : VL3-VH3-CL-CH1-Fc¢ ;: VH3-VL3-CL-CH1-Fc¢ ;
VL3-CL-VH3-CH1-Fc¢ ;: VL3-CH1-VH3-CL-Fc¢ ;: VH3-CH1-VL3-CL-

Fc ;: VH3-CL-VL3-CH1-Fc¢ ; VL3-L7-VH3-L8-CH1-Fc¢ ; VH3-L7-VL3-
L8-CHI-Fc ; VL3-L7-VH3-L8-CL-Fc¢ : VH3-L7-VL3-L8-CL-Fc ; VL3-
L7-VH3-L8-CH1-L9-CL-Fc¢ ; VH3-L7-VL3-L8-CHI1-L9-CL-Fc¢ ; VL3-

L7-VH3-L8-CL-L9-CHI1-Fc¢ ; VH3-L7-VL3-L8-CL-L9-CHI-Fc ; VL3-
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L7-CL-L8-VH3-L9-CH1-Fc¢ ; VL3-L7-CH1-L8-VH3-L9-CL-Fc : VH3-
L7-CH1-L8-VL3-L9-CL-Fc¢ : VH3-L7-CL-L8-VL3-L9-CH1-Fc : VL3-
L7-VH3-L8-CH1-L9-CL-L10-F¢ ; VH3-L7-VL3-L8-CH1-L9-CL-L10-
Fc ; VL3-L7-VH3-L8-CL-L9-CH1-L10-F¢ ; VH3-L7-VL3-L8-CL-L9-
CH1-L10-F¢ ; VL3-L7-CL-L8-VH3-L9-CH1-L10-Fc¢ ; VL3-L7-CHI1-L8-
VH3-L9-CL-L10-Fc : VH3-L7-CH1-L8-VL3-L9-CL-L10-Fc ; VH3-L7-
CL-L8-VL3-L9-CH1-L10-Fc ; VL3-VH3-L7-CH1-CL-Fc : VH3-VL3-
L7-CH1-CL-Fc ; VL3-VH3-L7-CL-CHI-Fc ; VH3-VL3-L7-CL-CH1-
Fc ; VL3-CL-L7-VH3-CH1-Fc ;: VL3-CH1-L7-VH3-CL-Fc : VH3-CHI1-
L7-VL3-CL-Fc : B{VH3-CL-L7-VL3-CHI-Fc ; H VL1 A5 R4S E
HIVER ZF —REREOKETEE  VI2AEFEEESEHIVER Z
FBoRERREOKEAEE ) VLI3ARENGEEHIVELD 258 =&
EOKEZEE ) VHIARENG G EHIVELD 25— R EKEL =il 1]
B VIR BRI EMEGEHIVER ZF _REREG EH# T EE © VH3
RERNEGEHIVER XS - REIREFEHEE & Fcha ik
EHEEREE2 (CH2) ~ REIRECE#EEEES (CH3) KEFERFLL
BRKEHBGENYES  CHl Rk EHHElEEE] » CLAEREKE
S ER s HL1 L2 L3 L4 L5 L6~L7 L8 -LOKLIOAM
ER BT -

[0032] AXEH—-TEEEE KB D ROIRRGE & IR
G HPZzSs - EAHBMU TRRZEER - VLI-VL2-VH2-VHI :
VH1-VH2-VL2-VL1 : VL1-L1-VL2-L2-VH2-L3-VH1 ; VHI-L1-VH2-

L2-VL2-L3-VL1 ; VLI-VL2-VH2-VHI1-Fc ; VH1-VH2-VL2-VLI-Fc ;
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VL1-L1-VL2-L2-VH2-L3-VHI1-Fc ; VHI1-L1-VH2-L2-VL2-L3-VLI-

Fe¢ : VL1-L1-VL2-L2-VH2-L3-VHI1-L4-Fc ; VHI-L1-VH2-L2-VL2-L3-
VL1-L4-Fc; VL1-VL2-VH2-VHI1-CHI1 ; VHI-VH2-VL2-VLI1-CHI ;
VL1-VL2-VH2-VHI-CL ; VHI-VH2-VL2-VL1-CL ; VL1-VL2-VH2-
VH1-CHI-CL ; VHI-VH2-VL2-VL1-CHI-CL ; VL1-VL2-VH2-VHI-
CL-CHI ; VHI-VH2-VL2-VL1-CL-CHI1 ; VL1-L1-VL2-L2-VH2-L3-
VHI1-L4-CHI1 ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CHI ; VL1-L1-VL2-
L2-VH2-L3-VHI1-L4-CL ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ; VLI1-
L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL ; VHI1-L1-VH2-L2-VL2-L3-
VL1-L4-CHI1-L5-CL ; VLI-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1 ; VL1-VL2-VH2-VHI-
CHI-Fc¢ : VHI-VH2-VL2-VL1-CHI1-Fc ; VL1-VL2-VH2-VHI-CL-Fc ;
VH1-VH2-VL2-VLI-CL-Fc¢ ; VL1-VL2-VH2-VHI-CHI1-CL-Fc ; VHI-
VH2-VL2-VLI-CHI1-CL-Fc¢ ; VL1-VL2-VH2-VHI1-CL-CHI1-Fc ; VHI-
VH2-VL2-VLI-CL-CHI-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI-
Fe¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1-Fc ; VLI1-L1-VL2-L2-VH2-
L3-VH1-L4-CL-Fc¢ : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc: VLI1-
L1-VL2-L2-VH2-L3-VH1-L4-CHI1-L5-CL-Fc¢ ; VHI-L1-VH2-L2-VL2-
L3-VL1-L4-CH1-L5-CL-Fc¢; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-
CHI-Fc¢ : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc: VLI1-LI-
VL2-L2-VH2-L3-VHI1-L4-CHI-L5-Fc ; VH1-L1-VH2-L2-VL2-L3-VLI-
L4-CHI-L5-Fc: VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fc ; VHI-

L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-Fc: VL1-L1-VL2-L2-VH2-L3-
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VHI1-L4-CH1-L5-CL-L6-Fc¢ ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH]1-
L5-CL-L6-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1-L6-Fc ;
5, VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc ; %% —%
BREAMLL TR 4R © VL3-VH3 ; VH3-VL3 ; VL3-L4-VH3 ; VH3-
L4-VL3 ; VL3-VH3-F¢ ; VH3-VL3-Fc ; VL3-L4-VH3-Fc ; VH3-L4-
VL3-Fc¢ ; VL3-VH3-CHI : VH3-VL3-CH1 ; VL3-VH3-CL ; VH3-VL3-
CL : VL3-VH3-CH1-CL ; VH3-VL3-CHI-CL : VL3-VH3-CL-CH1 ;
VH3-VL3-CL-CH1 ; VL3-CL-VH3-CHI ;: VL3-CH1-VH3-CL ; VH3-
CH1-VL3-CL ; VH3-CL-VL3-CHI : VL3-L7-VH3-L8-CH! ; VH3-L7-
VL3-L8-CHI ; VL3-L7-VH3-L8-CL ; VH3-L7-VL3-L8-CL ; VL3-L7-
VH3-L8-CH1-L9-CL ; VH3-L7-VL3-L8-CHI1-L9-CL ; VL3-L7-VH3-L8-
CL-L9-CHI1 : VH3-L7-VL3-L8-CL-L9-CH1 ; VL3-L7-CL-L8-VH3-L9-
CH1 ; VL3-L7-CH1-L8-VH3-L9-CL ; VH3-L7-CH1-L8-VL3-L9-CL ;
VH3-L7-CL-L8-VL3-L9-CHI : VL3-VH3-L7-CH1-CL : VH3-VL3-L7-
CH1-CL ; VL3-VH3-L7-CL-CH1 ; VH3-VL3-L7-CL-CH1 ; VL3-CL-L7-
VH3-CHI1 ; VL3-CHI-L7-VH3-CL ; VH3-CHI1-L7-VL3-CL ; VH3-CL-
L7-VL3-CHI1 : VL3-VH3-CHI1-Fc¢ : VH3-VL3-CH1-Fc¢ ; VL3-VH3-CL-
Fc : VH3-VL3-CL-Fc ; VL3-VH3-CH1-CL-Fc¢ : VH3-VL3-CH1-CL-Fc¢ :
VL3-VH3-CL-CH1-Fc¢ ;: VH3-VL3-CL-CH1-Fc¢ ;: VL3-CL-VH3-CH1-

Fc ; VL3-CH1-VH3-CL-F¢ ;: VH3-CHI1-VL3-CL-Fc¢ ; VH3-CL-VL3-
CH1-Fc : VL3-L7-VH3-L8-CH1-Fc¢ ;: VH3-L7-VL3-L8-CH1-Fc¢ ; VL3-
L7-VH3-L8-CL-Fc ; VH3-L7-VL3-L8-CL-F¢ : VL3-L7-VH3-L8-CH1-

L9-CL-Fc ; VH3-L7-VL3-L8-CHI-L9-CL-Fc ; VL3-L7-VH3-L8-CL-L9-
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CH1-Fc : VH3-L7-VL3-L8-CL-L9-CH1-Fc¢ : VL3-L7-CL-L8-VH3-L9-
CH1-Fc : VL3-L7-CH1-L8-VH3-L9-CL-Fc¢ : VH3-L7-CH1-L8-VL3-L9-
CL-Fc : VH3-L7-CL-L8-VL3-L9-CH1-Fc¢ : VL3-L7-VH3-L8-CH1-L9-
Fc ; VH3-L7-VL3-L8-CH1-L9-Fc¢ ; VL3-L7-VH3-L8-CL-L9-Fc¢ ; VH3-
L7-VL3-L8-CL-L9-F¢ ; VL3-L7-VH3-L8-CH1-L9-CL-L10-Fc : VH3-
L7-VL3-L8-CH1-L9-CL-L10-Fc ; VL3-L7-VH3-L8-CL-L9-CH1-L10-
Fc ; VH3-L7-VL3-L8-CL-L9-CH1-L10-Fc : VL3-L7-CL-L8-VH3-L9-
CH1-L10-Fc : VL3-L7-CH1-L8-VH3-L9-CL-L10-Fc ; VH3-L7-CH1-L8-
VL3-L9-CL-L10-Fc¢ : VH3-L7-CL-L8-VL3-L9-CH1-L10-Fc : VL3-VH3-
L7-CH1-CL-Fc ; VH3-VL3-L7-CHI1-CL-Fc ; VL3-VH3-L7-CL-CHI-
Fc ; VH3-VL3-L7-CL-CHI-Fc¢ : VL3-CL-L7-VH3-CH1-Fc : VL3-CHI1-
L7-VH3-CL-Fc¢ : VH3-CH1-L7-VL3-CL-F¢ : B{VH3-CL-L7-VL3-CH1-
Fo ! HpVLIARREEGEEEHIVER 2B — R EREOEE T EE
VL2ERRMGEEEHIVEG 2B R IREOKETTEE  VLIBER
MEEEHIVEQ Z B = R EREOKEEE  VHIRFENEEE
HIVER ZF —REREQE#ZE  VH2RFREEESEHIVEG Z
FoRERECNEH#HITER S VIBRFRNESEHIVER ZFE =0EK
EOEHEIZE  FehEaREREOHEEREE2 (CH2) » REIRED
EHEREE3 (CH3) RRIERFAE Z RRERE O SRR EE - CHI Bk
REHHEBERER]  CLEREREFKBEEER - AL ~L2~L3 -
L4~L5+-L6+L7 L8 LOKLIO0EERERET -

[0033] AXEHE-TEEEE - - B_IREE =S IR
S PIEeEY KPS - EA BN T RRZ&ER © VL1-VL2-
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VH2-VHI ; VHI-VH2-VL2-VL1 ; VL1-L1-VL2-L2-VH2-L3-VHI ; 5
VH1-L1-VH2-L2-VL2-L3-VL1 ; H #Z % —~ %k B A HVL3FE R~ 4
e HPZB =N A ARVHIR R Z&ERH  HFVLIAFEEEEGE
HIVEH 2B —EREQKEITERE  VL2RFEUGESEHIVER Z
FUREREOKETERE  VI3ERFENESZHIVED 25 =R EK
EOREEE ) VI BRENEEENIVES 25 — R E =]
S& VH2RRHFREMG S EHIVEL ZF - REKEOE#E A& © VH3
AREMEEGEHIVEG 2B =R RREQE#HAIEE AL - L2KL3
FoRg Bl BT -
[0034] AR -FBEEE - - F_ZUEB = IR
S PIEeEY KPS - EA BN T RRZ&ER © VL1-VL2-
VH2-VHI-F¢ ; VHI-VH2-VL2-VL1-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-
VHI-Fc¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-Fc ; VL1-L1-VL2-L2-VH2-
L3-VHI1-L4-Fc ; st VH1-L1-VH2-L2-VL2-L3-VL1-L4-Fc; H 5§
LKA A M VLIEVL3-L5RR 2660 - Pz =2 A A M VH3-Fes
VH3-L6-FeRom 245k - HP VLI R RMEEE EHIVED 25— H&ER
EOEHEITEE - VL2RFREMEG EHIVED 25 R ERKEQ K E ]
2& VLI3ARFEMGESEHIVEG Z B = RERKEQE#E ATEE : VHI
R RMEGEGEHIVES ZF— REIREOEEITEE | VH2 R EME
ZHIVEQZ B - RENREOHEETEE - VIBAFEMNEGEHIVE
AZB_REREOE#ETEE  FchE S RERED = # N E E2
(CH2) ~ REIREH HHEE (CH3) KGR MNIFE L BEIKE B
FylEdEy ; HL1 ~L2 ~ L3 ~ L4 ~ L5EKL6 B g Rk m B+ -
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[0035] AXEHE-TEEEE - > B_IREE =S ZHE
S PIEeEY KPS - EA BN T RRZ&ER © VL1-VL2-
VH2-VH1-Fc : VHI-VH2-VL2-VL1-F¢ ; VL1-L1-VL2-L2-VH2-L3-
VH1-Fc : VH1-L1-VH2-L2-VL2-L3-VL1-Fc : VL1-L1-VL2-L2-VH2-
L3-VHI-L4-Fc ; s{VH1-L1-VH2-L2-VL2-L3-VL1-L4-Fc : H 3% 5
Z KB A HVL3-Fes(VL3-L5-FeRom Z &5 - HFZB =F LA A H
VH3E(VH3-LoRm 2 &5fE - HPVLIBRHEMEE S EHIVET 25 —%
EIREFEHIZEE  VI2EHRENEEGE S EHIVES 2B - RRHREHK
AT VI3 RUEGEEHIVEA XS = R EREKEZIE
VHI R RMEeEHIVES 2B — RRREOEH I EIE - VH2RFR
MEEEHIVEG 2B _REREOEETEE  VIBRFENE SR
HIVEH ZE =0 EHRENEH#HJZEE  FohE & RERED HE#REE
2 (CH2) ~ Pk E N EE N EES (CH3) IR NIFIL < R PRE 1 0
A& 5 HL1 ~ L2~ L3~ L4 ~ L5 RL6 R AR mET -

[0036] AXEH—TEEEE - B_IREE =S ZHA
S PEeEY KPS - EAHRE T RRZ&ER © VL1-VL2-
VH2-VH1-CHI ; VH1-VH2-VL2-VL1-CHI1 : VL1-VL2-VH2-VHI-CL :
VH1-VH2-VL2-VL1-CL ; VL1-VL2-VH2-VH1-CHI-CL ; VH1-VH2-
VL2-VL1-CHI-CL : VL1-VL2-VH2-VHI-CL-CHI ; VH1-VH2-VL2-
VL1-CL-CH1 : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CHI1 ; VH1-L1-VH2-
L2-VL2-L3-VL1-L4-CH1 : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL ;
VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL : VL1-L1-VL2-L2-VH2-L3-VHI-

L4-CHI-L5-CL ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL ; VL1-
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L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1 ;  ={VHI-L1-VH2-L2-VL2-
L3-VL1-L4-CL-L5-CH1 : %% X E A HLITRRZ&ER © VL3-
CHI ; VL3-CL ; VL3-L6-CHI ; 5{VL3-L6-CL ; H %% =%k B A M
PLF %R 2 & # @ VH3-CHI : VH3-CL : VH3-L7-CHI ; ={VH3-L7-
CL: HPfVLIAHEMEG S EHIVED 256 — R ERE 0§l ] 2(E
VL2ERRMGEEEHIVEG 2B R IREOKETTEE  VLIBER
MEEEHIVEQZ B = R EREQKETEE - VHIAFREEEE
HIVER ZF —REREQE#ZE  VH2RFREEESEHIVEG Z
FOREHRECEHTEE  VIBRRENESE2HIVED 2B =0
EOEHEAEE  CHI AR EREREEEEE] ; CLARRRE K HE
fRE® + HL1 ~L2 ~L3 L4 L5 L6 L7 Bl R -

[0037] AXEHE-TEEEE - - B_IREE =R
S PIEeEY KPS - EA BN T RRZ&ER © VL1-VL2-
VH2-VH1 ; VHI-VH2-VL2-VLI ; VL1-L1-VL2-L2-VH2-L3-VHI ;
VH1-L1-VH2-L2-VL2-L3-VL1 : VL1-VL2-VH2-VHI-Fc ; VHI-VH2-
VL2-VL1-Fc : VL1-L1-VL2-L2-VH2-L3-VHI-Fc : VH1-L1-VH2-L2-
VL2-L3-VL1-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-F¢ ; VHI-LI-
VH2-L2-VL2-L3-VL1-L4-Fc ; VL1-VL2-VH2-VH1-CHI : VH1-VH2-
VL2-VL1-CHI ; VL1-VL2-VH2-VH1-CL : VH1-VH2-VL2-VL1-CL :
VL1-VL2-VH2-VH1-CHI-CL ; VH1-VH2-VL2-VL1-CH1-CL : VL1-
VL2-VH2-VH1-CL-CH1 ; VHI-VH2-VL2-VL1-CL-CH1 ; VL1-L1-VL2-
L2-VH2-L3-VHI-L4-CH1 : VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI :

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL ; VHI-L1-VH2-L2-VL2-L3-VLI1-
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L4-CL ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL ; VHI-L1-VH2-
L2-VL2-L3-VL1-L4-CHI1-L5-CL ; VL1-L1-VL2-L2-VH2-L3-VHI-L4-
CL-L5-CHI1 ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1 ; VLI-
VL2-VH2-VHI1-CHI1-Fc ; VH1-VH2-VL2-VL1-CHI1-Fc ; VLI-VL2-
VH2-VHI1-CL-Fc ; VH1-VH2-VL2-VL1-CL-Fc¢ ; VL1-VL2-VH2-VHI-
CHI-CL-Fc ; VH1-VH2-VL2-VLI1-CHI1-CL-F¢ ; VL1-VL2-VH2-VHI-
CL-CHI1-Fc ; VH1-VH2-VL2-VLI-CL-CHI-F¢ ; VL1-L1-VL2-L2-VH2-
L3-VHI1-L4-CH1-Fc ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-Fc ; VHI1-L1-VH2-L2-VL2-L3-
VL1-L4-CL-Fc¢; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-Fc : VL1-L1-VL2-L2-
VH2-L3-VHI1-L4-CL-L5-CHI1-Fc ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-
CL-L5-CHI1-Fc¢ ; VLI-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-Fc ; VHI-
L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-Fc; VLI-L1-VL2-L2-VH2-L3-
VH1-L4-CL-L5-Fc ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-L6-Fc ; VHI1-L1-VH2-
L2-VL2-L3-VL1-L4-CHI1-L5-CL-L6-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-
VH1-L4-CL-L5-CH1-L6-F¢ ; B¢{VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-
L5-CH1-L6-Fc: Hgzsh ~ZKAEA ML T RR 24/ + VL3 5 VL3-
Fc¢ ; VL3-CHI ; VL3-CL ; VL3-CHI1-CL ; VL3-CL-CHI1 ; VL3-CHI1-
Fc¢ ; VL3-CL-Fc¢ ; VL3-CH1-CL-Fc¢ ; VL3-CL-CHI1-Fc¢ ; VL3-L7-Fc ;
VL3-L7-CHI1 ; VL3-L7-CL ; VL3-L7-CH1-L8-CL ; VL3-L7-CL-L8-

CHI ; VL3-L7-CHI1-L8-Fc¢ ; VL3-L7-CL-L8-Fc ; VL3-L7-CH1-L8-CL-
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Fc ; VL3-L7-CL-L8-CHI-Fc ; VL3-L7-CH1-L8-CL-L9-Fc; ={VL3-L7-
CL-L8-CHI-L9-Fc: HHFZE =X E A HLL T HRW Z&GH - VH3
VH3-Fc : VH3-CHI : VH3-CL ; VH3-CHI-CL : VH3-CL-CHI1 ; VH3-
CHI-Fc ; VH3-CL-Fc¢ : VH3-CH1-CL-Fc ; VH3-CL-CHI-Fc ; VH3-L10-
Fc ; VH3-L10-CHI ; VH3-L10-CL ; VH3-L10-CH1-L11-CL : VH3-L10-
CL-L11-CHI ; VH3-L10-CH1-L11-F¢ ; VH3-L10-CL-L11-F¢ ; VH3-
L10-CH1-L11-CL-Fc : VH3-L10-CL-L11-CH1-Fc ; VH3-L10-CH1-L11-
CL-L12-Fc¢ ; B{VH3-L10-CL-L11-CHI1-L12-Fc ; H VL1 B4 B {145 &
FHIVER ZF—RENREQEETERE - VI2AREEESEHIVED
ZHREREOKEEEE  VI3BFENEGESEHIVER ZE =%E
PREOK#EITEE - VHIAFENGE S E2HIVER 25— EKEQ 2
MR VH2RRFREMNEGE S EHIVED 25 _ RENRKED B EIE ;
VH3 R REME S ZHIVEA Z S R EREQEH# JEE  FohEER
EEREHHEEEEE2 (CH2) ~ BRENREHEMEEES (CH3) REFE LT
fEZ BEEREOSEAES - CHIAREIREOEEREE] - CLBRE
BREOK#EEE ;> ALI-L2 L3 L4-L5-L6~L7 L8 L9
L10 ~ L11RL12 B B RGBT -

[0038) ARt —REHIRGSE DI HEAHI T RN ZEHE -
VL1-VL2-VL3-VH3-VH2-VHI ; VHI-VH2-VH3-VL3-VL2-VL1 ; VLI-
VH2-VL3-VH3-VL2-VHI ; VH1-VL2-VH3-VL3-VH2-VL1 : VL1-VL2-
VH3-VL3-VH2-VHI ; VHI-VH2-VL3-VH3-VL2-VL1 ; VL1-VH2-VH3-
VL3-VL2-VH1 : VHI-VL2-VL3-VH3-VH2-VL1 ; VL1-L1-VL2-L2-

VL3-L3-VH3-L4-VH2-L5-VHI1 ; VHI-L1-VH2-L2-VH3-L3-VL3-L4-
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VL2-L5-VL1: VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI : VH1-
L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1 ; VL1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VHI : VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-
VL1 : VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1 ; B VHI-L1-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1 ; H VL1 & 5 B 45 & EHIV
EOZF R EKEQEETSE  VL2AFENGESEHIVER 252
RENREOKEEE  VI3RHFRENEGESEHIVER 258 =R ERED
BT EEE C VHI B RS S EHIVER Y B~ QB REQEH#H &
& VH2 AR EMEESEHIVES 2B R REOEBEITEE - VH3 L
FEEESGEHIVEG 2B = REREGEMITER - HL1~L2-13 -
LAK LS Ryl BB P 1 -

[0039] A —EEEE LB D ROIRRGE & 2R
G HPFgBE AR BT RRZ&ERM © VL1I-VL2-VL3-VH3-
VH2-VHI ; VH1-VH2-VH3-VL3-VL2-VL1 : VL1-VH2-VL3-VH3-VL2-
VHI : VH1-VL2-VH3-VL3-VH2-VL1 : VL1-VL2-VH3-VL3-VH2-

VHI : VH1-VH2-VL3-VH3-VL2-VL1 : VL1-VH2-VH3-VL3-VL2-

VHI : VH1-VL2-VL3-VH3-VH2-VL1 : VL1-L1-VL2-L2-VL3-L3-VH3-
L4-VH2-L5-VHI1 : VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1 ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1 : VH1-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VL1 : VL1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VH1 ; VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1 : VLI-
L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1 ; B{VH1-L1-VL2-L2-VL3-

L3-VH3-L4-VH2-L5-VL1 ; R ZE L EFHLI TR R ZEE
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VL4-VH4 ; VH4-VL4 ; VL4-L6-VH4 : VH4-L6-VL4 ; VL4-VL5-VHS5-
VH4 : VH4-VH5-VL5-VL4 ; VL4-L6-VL5-L7-VH5-L8-VH4 : VH4-L6-
VH5-L7-VL5-L8-VL4 : VL4-VL5-VL6-VH6-VH5-VH4 : VH4-VHS5-
VH6-VL6-VL5-VL4 : VL4-VH5-VL6-VH6-VL5-VH4 ; VH4-VL5-VH6-
VL6-VH5-VL4 ; VL4-VL5-VH6-VL6-VH5-VH4 ; VH4-VH5-VL6-VH6-
VL5-VL4 ; VL4-VH5-VH6-VL6-VL5-VH4 ; VH4-VL5-VL6-VH6-VHS5-
VL4 : VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4 ; VH4-L6-
VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4 ; VL4-L6-VHS5-L7-VL6-L8-
VH6-L9-VL5-L10-VH4 : VH4-L6-VL5-L7-VH6-L8-VL6-L9-VHS5-L10-
VL4 : VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4 ; VH4-L6-
VH5-L7-VL6-L8-VH6-L9-VL5-L10-VL4 : VL4-L6-VH5-L7-VH6-L8-
VL6-L9-VL5-L10-VH4 : 5, VH4-L6-VL5-L7-VL6-L8-VH6-L9-VHS5-
L10-VL4 : H VLI B EMEGEE EHIVEL 25 — R REQEK#E &
& VL2BREUEGSEHIVELS 2B _ REREQKHEITEE © VL35
FEMGEEHIVEGZF =R RREQKEZ2E - VLARFENES
FHIVER 2BV RENREQEETERE  VISAREEESEHIVED
ZENRBEIREGEH#TERE  VLoAHRENE G EHIVER Z$E5 Rk
PRERKHE T EE - VHIBREEESEHIVER 25— RRHREH =il
MR VH2RRFREMNEGE S EHIVED 25 _ RENRKED B EIE ;
VH3 BRREMESEHIVEO 2B = R REOEMH I EE - VHARTR
MEEEHIVEQ 2 BN REREOEETERE  VHISBRHFENEEE
HIVER ZFARERECSEEZEE - VHO BFRMEESEHIVET Z
EANREREOEHM#SE ) L1 L2 L3 -L4~L5-L6 L7~ L8~
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LOKL10 SR BB B P T -

[0040)] ARt —REARGSE L HERAHL T RN ZEHE -
VL1-VL2-VL3-VH3-VH2-VHI-Fc ; VHI-VH2-VH3-VL3-VL2-VLI-
Fc; VL1-VH2-VL3-VH3-VL2-VHI-Fc¢ : VH1-VL2-VH3-VL3-VH2-
VL1-Fc ; VL1-VL2-VH3-VL3-VH2-VH1-Fc¢ : VH1-VH2-VL3-VH3-
VL2-VL1-F¢ : VL1-VH2-VH3-VL3-VL2-VH1-Fc¢ ;: VH1-VL2-VL3-VH3-
VH2-VLI1-Fc¢ : VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-Fc :
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-Fc ; VH1-L1-VH2-
L2-VH3-L3-VL3-L4-VL2-L5-VL1-Fc ; VH1-L1-VH2-L2-VH3-L3-VL3-
L4-VL2-L5-VL1-L6-Fc : VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-
VHI1-Fc ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-Fc :
VH1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-Fc : VH1-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VL1-L6-Fc ; VL1-L1-VL2-L2-VH3-L3-VL3-
L4-VH2-L5-VH1-Fc ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH]1-
L6-Fc : VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-Fc ; VHI1-L1-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-Fc : VL1-L1-VH2-L2-VH3-
L3-VL3-L4-VL2-L5-VH1-Fc : VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-
L5-VH1-L6-Fc ; VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-Fc :
B VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc ; H f1VL1 A
FEMGEEHIVEGZS R REREQKEZEE - VL2RHEENES
FHIVER ZF - RENREQEHETERE  VLI3AREEESEHIVED
ZHR-REREQKHEIERE - VHIBFEEESEHIVER ZF — %K
PREOE#ETEE - VH2RFAENGE S E2HIVER 2B A KEQ HH#
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A& VIBEREMES2HIVED ZE =R KEREOEH#ATEIE ;5 Fc
REaREREHE#NER?2 (CH2) » fEIKEHE#ENEE3 (CH3) K
BN 2 K E H SRRy &, 0 HL1 ~ L2~ L3 ~ L4 - L5SKL6 Bl
BB T -

[0041)] ARt —MEHRGEE LI HERAHRUTR R ZER
VL1-VL2-VL3-VH3-VH2-VHI1-Fc¢-Fc¢ ; VH1-VH2-VH3-VL3-VL2-VLI-
Fc-Fc ; VL1-VH2-VL3-VH3-VL2-VHI1-Fc¢-Fc¢ ; VHI-VL2-VH3-VL3-
VH2-VL1-Fc¢-Fc ;s VL1-VL2-VH3-VL3-VH2-VHI1-Fc¢-Fc ; VHI-VH2-
VL3-VH3-VL2-VLI1-Fc¢-Fc¢ ;s VL1-VH2-VH3-VL3-VL2-VHI-Fc¢-Fc¢
VHI1-VL2-VL3-VH3-VH2-VLI1-F¢-Fc¢ ; VL1-L1-VL2-L2-VL3-L3-VH3-
L4-VH2-L5-VH1-Fc¢-Fc¢ ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-
VHI1-L6-Fc-F¢ ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-
Fc-L7-Fc¢ ; VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-Fc-Fc¢
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-L6-Fc-Fc¢ ; VHI1-L1-
VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-Fc¢-L7-Fc ; VLI1-L1-VH2-
L2-VL3-L3-VH3-L4-VL2-L5-VH1-Fc¢-Fc ; VL1-L1-VH2-L2-VL3-L3-
VH3-L4-VL2-L5-VHI1-L6-Fc¢c-Fc¢ ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-
VL2-L5-VHI1-L6-Fc¢-L7-Fc ; VH1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-
L5-VLI1-Fc¢-F¢ ;s VH1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VLI1-L6-Fc-
Fc ; VHI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-Fc¢c-L7-Fc¢
VLI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-Fc¢-Fc¢ ; VLI1-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-Fc-Fc¢ ; VL1-L1-VL2-L2-VH3-

L3-VL3-L4-VH2-L5-VHI1-L6-Fc-L7-Fc ; VH1-L1-VH2-L2-VL3-L3-
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VH3-L4-VL2-L5-VL1-Fc-Fc : VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-
L5-VL1-L6-Fc-Fc : VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-
L6-Fc-L7-Fc ; L1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-Fc-Fc :
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-Fc-Fc ; VL1-L1-
VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-Fc-L7-Fc ; VH1-L1-VL2-
L2-VL3-L3-VH3-L4-VH2-L5-VL1-Fc-Fe : VH1-L1-VL2-L2-VL3-L3-
VH3-L4-VH2-L5-VL1-L6-Fc-Fc i B{VH1-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VL1-L6-Fc-L7-Fc : HF VLI B R E S EHIVEA 2 E— &
EREQEETEE  VL2RHFENGSE2HIVEG LS _ REIREQK
HOEE VI3 AR REUEGESEHIVED Y= RBIRE O KHE T EIE ;
VHI R RMEeEHIVES 2B — RRREOEH I EIE - VH2RFR
MEEEHIVEG 2B _REREOEETEE  VIBRFENE SR
HIVEAQZF =R EIREOEEATEE  Fe B E REREQD EENEE
2 (CH2) ~ ®yEEREHEMEEES (CH3) R RIENIEH 2 RIEERE [ §
Ayl 0 HL1~L2 L1314 L5 L6 L7 Bl EEg T

[0042] AEHE—TEEEE KB D ROIRRGE & 2R
G HPFgBE AR BT RRZ&ERM © VL1I-VL2-VL3-VH3-
VH2-VHI-F¢ ; VH1-VH2-VH3-VL3-VL2-VL1-Fc¢ : VL1-VH2-VL3-
VH3-VL2-VH1-Fc¢ ;: VH1-VL2-VH3-VL3-VH2-VL1-Fc¢ : VL1-VL2-
VH3-VL3-VH2-VHI1-Fc : VH1-VH2-VL3-VH3-VL2-VL1-Fc ; VLI-
VH2-VH3-VL3-VL2-VH1-Fc ; VH1-VL2-VL3-VH3-VH2-VL1-Fc ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-Fc : VL1-L1-VL2-L2-

VL3-L3-VH3-L4-VH2-L5-VHI1-L6-Fc ; VHI-L1-VH2-L2-VH3-L3-VL3-
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L4-VL2-L5-VL1-Fc¢ ; VHI-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI-
L6-Fc ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-F¢ : VLI-L1-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-F¢ ; VH1-L1-VL2-L2-VH3-
L3-VL3-L4-VH2-L5-VL1-F¢ ; VH1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-
L5-VL1-L6-Fc¢ ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-Fc ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-Fc ; VH1-L1-VH2-
L2-VL3-L3-VH3-L4-VL2-L5-VL1-Fc ; VH1-L1-VH2-L2-VL3-L3-VH3-
L4-VL2-L5-VL1-L6-Fc ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VH1-Fc¢ ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-Fc¢ ;
VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-Fc; ®VHI-L1-VL2-
L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc; &% E LK EAHLT
% R 2 4 FE : Fc: VL4-VH4-Fc : VH4-VL4-Fc ; VL4-L7-VH4-Fc ;
VH4-L7-VL4-F¢ ; VL4-L7-VH4-L8-F¢ : VH4-L7-VL4-L8-Fc¢ ; VL4-
VL5-VH5-VH4-Fc¢ ; VH4-VH5-VL5-VL4-Fc ; VL4-L7-VL5-L8-VHS5-
L9-VH4-Fc ; VH4-L7-VH5-L8-VL5-L9-VL4-Fc ; VL4-L7-VL5-18-
VH5-L9-VH4-L10-Fc¢ ; VH4-L7-VH5-L8-VL5-L9-VL4-L10-Fc ; VL4-
VL5-VL6-VH6-VH5-VH4-Fc ; VH4-VH5-VH6-VL6-VL5-VL4-Fc ;
VL4-VH5-VL6-VH6-VL5-VH4-F¢ ; VH4-VL5-VH6-VL6-VH5-VL4-

Fc ; VL4-VL5-VH6-VL6-VH5-VH4-Fc ; VH4-VH5-VL6-VH6-VL5-
VL4-Fc ; VL4-VH5-VH6-VL6-VL5-VH4-Fc ; VH4-VL5-VL6-VHG6-
VH5-VL4-F¢ ;: VL4-L7-VL5-L8-VL6-L9-VH6-L10-VHS5-L11-VH4-Fc ;
VH4-L7-VH5-L8-VH6-L9-VL6-L10-VL5-L11-VL4-F¢ ; VL4-L7-VH5-

L8-VL6-L9-VH6-L10-VL5-L11-VH4-Fc ; VH4-L7-VL5-L8-VH6-L9-
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VL6-L10-VH5-L11-VL4-F¢ ; VL4-L7-VL5-L8-VH6-L9-VL6-L10-VHS5-
L11-VH4-F¢ ;: VH4-L7-VH5-L8-VL6-L9-VH6-L10-VL5-L11-VL4-Fc¢ ;
VL4-L7-VH5-L8-VH6-L9-VL6-L10-VL5-L11-VH4-Fc : VH4-L7-VL5-
L8-VL6-L9-VH6-L10-VH5-L11-VL4-F¢ : VL4-L7-VL5-L8-VL6-L9-
VH6-L10-VH5-L11-VH4-L12-F¢ ; VH4-L7-VH5-L8-VH6-L9-VL6-L10-
VL5-L11-VL4-L12-F¢ : VL4-L7-VH5-L8-VL6-L9-VH6-L10-VL5-L11-
VH4-L12-F¢ : VH4-L7-VL5-L8-VH6-L9-VL6-L10-VH5-L11-VL4-L12-
Fc : VL4-L7-VL5-L8-VH6-L9-VL6-L10-VH5-L11-VH4-L12-F¢ ; VH4-
L7-VH5-L8-VL6-L9-VH6-L10-VL5-L11-VL4-L12-F¢ : VL4-L7-VHS5-
L8-VH6-L9-VL6-L10-VL5-L11-VH4-L12-F¢ ; #{VH4-L7-VL5-L8-VL6-
L9-VH6-L10-VH5-L11-VL4-L12-F¢ : VLI B RS S EHIVE 5
ZHE—REREOKHE I EE  VL2BEFENSESEHIVERD 25 - R%
REOKHETEE > VLI3IBFREMSES EHIVERD 25 =R KE O K
A& VIARKEMNE G 2HIVED 2 BN EKE O H# o] 2 &
VLS BREMESEHIVED X EAREREOKHE 8 & © VLo HiFE
MEERHIVED ZFAREREORK#ETEE ; VHIERRESEGE R
HIVEOQ ZF—REREOEBEIEE VIR BEFEMGE S EHIVER 2
FORBHREOEHTEE ) VIBEFRUEEEGEHIVER ZF =RKK
EOEHH#EE S VHI4RFREME S 2HIVED 2 56N R EIKE 0 H il 7]
BE S VHS B EMGECLHIVEA S FAREKEDEEEE 5 VH6
BREEMEEEHIVEO 2SN REREOHE# I EE  FchaEREKR
EOHE#KEERE2 (CH2) - REREOE#KEE] (CH3) RHABEINFEL L
BEERE Ay HL1 L2 L3 -L4-L5-L6-L7 L8 L9~
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L10 ~ L11 R L12 By Bl B % T

[0043] ARt —HEPIRG 2K HEARU TR R ZER
VL1-VL2-VL3-VH3-VH2-VHI1-CHI-CL ; VL1-VL2-VL3-VH3-VH2-
VH1-CL-CHI1 ; VHI-VH2-VH3-VL3-VL2-VL1-CHI1-CL ; VHI1-VH2-
VH3-VL3-VL2-VL1-CL-CHI1 ; VLI1-VH2-VL3-VH3-VL2-VHI-CHI-
CL ; VL1-VH2-VL3-VH3-VL2-VHI1-CL-CHI1 ; VHI-VL2-VH3-VL3-
VH2-VL1-CHI1-CL ; VHI-VL2-VH3-VL3-VH2-VL1-CL-CHI1 ; VLI-
VL2-VH3-VL3-VH2-VHI1-CHI1-CL ; VL1-VL2-VH3-VL3-VH2-VHI-
CL-CHI ; VHI-VH2-VL3-VH3-VL2-VLI-CHI1-CL ; VHI1-VH2-VL3-
VH3-VL2-VLI-CL-CHI ; VL1-VH2-VH3-VL3-VL2-VH1-CHI1-CL ;
VL1-VH2-VH3-VL3-VL2-VHI1-CL-CHI1 ; VHI-VL2-VL3-VH3-VH2-
VL1-CHI1-CL ; VHI-VL2-VL3-VH3-VH2-VL1-CL-CHI1 ; VLI-L1-VL2-
L2-VL3-L3-VH3-L4-VH2-L5-VHI1-CHI1-CL ; VL1-L1-VL2-L2-VL3-L3-
VH3-L4-VH2-L5-VHI-L6-CHI1-CL ; VLI-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VHI1-L6-CHI1-L7-CL ; VLI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-
L5-VH1-CL-CHI ; VLI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-
CL-CHI ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-CL-L7-
CHI ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-CHI1-CL ; VHI1-
L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CHI1-CL ; VHI1-L1-VH2-
L2-VH3-L3-VL3-L4-VL2-L5-VLI-L6-CHI-L7-CL ; VHI1-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VLI-CL-CHI ; VH1-L1-VH2-L2-VH3-L3-
VL3-L4-VL2-L5-VL1-L6-CL-CHI ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-

VL2-L5-VL1-L6-CL-L7-CHI1 ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-
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L5-VH1-CHI-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-
CHI-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-CHI1-L7-
CL ; VLI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-CL-CHI ; VLI1-
L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-CL-CHI1 ; VL1-L1-VH2-
L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-CL-L7-CHI1 ; VHI-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VL1-CHI1-CL ; VHI1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VL1-L6-CHI1-CL ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VL1-L6-CHI1-L7-CL ; VHI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-
L5-VL1-CL-CHI1 ; VHI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-
CL-CHI ; VHI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CL-L7-
CHI ; VLI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-CHI1-CL ; VLI-
L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-CHI-CL ; VL1-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CH1-L7-CL ; VLI-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VHI1-CL-CHI1 ; VL1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VH1-L6-CL-CHI1 ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VH1-L6-CL-L7-CHI ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-
L5-VL1-CHI1-CL ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-
CHI-CL ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CHI1-L7-
CL ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CL-CHI1 ; VHI-
L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CL-CHI ; VHI1-L1-VH2-
L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CL-L7-CHI1 ; VL1-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VHI-CHI1-CL ; VL1-L1-VH2-L2-VH3-L3-

VL3-L4-VL2-L5-VHI1-L6-CHI1-CL ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-
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VL2-L5-VH1-L6-CH1-L7-CL : VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-
L5-VH1-CL-CH1 : VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-
CL-CHI ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-CL-L7-
CH1 : VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CH1-CL : VHI-
L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CH1-CL ; VH1-L1-VL2-
L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CH1-L7-CL : VH1-L1-VL2-L2-
VL3-L3-VH3-L4-VH2-L5-VL1-CL-CH! ; VH1-L1-VL2-L2-VL3-L3-
VH3-L4-VH2-L5-VL1-L6-CL-CH1 : ={VH1-L1-VL2-L2-VL3-L3-VH3-
L4-VH2-L5-VL1-L6-CL-L7-CHI ; H VLI B4 R EE S EHIVES ~

—RERERKHE T ERE  VL2RFRIEE S ZHIVER 25 &K
EOEHITEE  VI3RFREMEGEHIVED 25 = RERKEQ K HE ]
B& VHIAREMEGEGEHIVED ZF— REREOEHEBE T EE - VH2
RERMEEEHIVER X B R RREFE#HIEE  VH3 BRI

ZHIVER B = RENREOE#HTEE  CHIBE#EEEE] : CLA
SN EE © HL1 ~ L2~ L3~ L4~ L5~ Lo L7 Rl RERT -

[0044] AEHE—TEEEE LB D ROIRRGE & 2R

G HPFgBE AR BT RRZ&ERM © VL1I-VL2-VL3-VH3-
VH2-VHI-CHI : VL1-VL2-VL3-VH3-VH2-VH1-CL ; VL1-VL2-VL3-
VH3-VH2-VHI-CHI-CL : VL1-VL2-VL3-VH3-VH2-VH1-CL-CH1 :
VH1-VH2-VH3-VL3-VL2-VL1-CH1 : VH1-VH2-VH3-VL3-VL2-VL1-
CL : VH1-VH2-VH3-VL3-VL2-VL1-CHI-CL : VH1-VH2-VH3-VL3-
VL2-VL1-CL-CH1 : VL1-VH2-VL3-VH3-VL2-VH1-CH1 ; VL1-VH2-

VL3-VH3-VL2-VHI-CL ; VL1-VH2-VL3-VH3-VL2-VHI-CHI1-CL ;
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VL1-VH2-VL3-VH3-VL2-VHI1-CL-CHI1 ; VHI-VL2-VH3-VL3-VH2-
VL1-CHI ; VH1-VL2-VH3-VL3-VH2-VL1-CL ; VH1-VL2-VH3-VL3-
VH2-VL1-CHI1-CL ; VHI-VL2-VH3-VL3-VH2-VL1-CL-CHI1 ; VLI-
VL2-VH3-VL3-VH2-VHI-CHI1 ; VL1-VL2-VH3-VL3-VH2-VHI1-CL ;
VL1-VL2-VH3-VL3-VH2-VHI1-CHI-CL ; VL1-VL2-VH3-VL3-VH2-
VH1-CL-CH1 ; VHI-VH2-VL3-VH3-VL2-VL1-CHI1 ; VHI-VH2-VL3-
VH3-VL2-VLI-CL ; VHI-VH2-VL3-VH3-VL2-VLI-CHI1-CL ; VHI-
VH2-VL3-VH3-VL2-VL1-CL-CHI1 ; VL1-VH2-VH3-VL3-VL2-VHI-
CHI ; VL1-VH2-VH3-VL3-VL2-VHI1-CL ; VL1-VH2-VH3-VL3-VL2-
VHI1-CHI-CL ; VL1-VH2-VH3-VL3-VL2-VHI1-CL-CHI1 ; VHI1-VL2-
VL3-VH3-VH2-VLI-CHI1 ; VHI-VL2-VL3-VH3-VH2-VLI-CL ; VHI-
VL2-VL3-VH3-VH2-VL1-CHI-CL ; VHI1-VL2-VL3-VH3-VH2-VLI1-CL-
CHI ; VLI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-CHI1 ; VLI1-LI-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-L6-CHI ; VL1-L1-VL2-L2-
VL3-L3-VH3-L4-VH2-L5-VHI1-CL ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VHI1-L6-CL ; VLI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-
CHI-CL ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-CHI-
CL : VLI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-L6-CHI1-L7-CL ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-CL-CHI1 ; VLI1-L1-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-CL-CHI1 ; VL1-L1-VL2-L2-
VL3-L3-VH3-L4-VH2-L5-VH1-L6-CL-L7-CHI ; VHI1-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VLI-CHI1 ; VHI1-L1-VH2-L2-VH3-L3-VL3-

L4-VL2-L5-VL1-L6-CHI1 ; VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
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VL1-CL ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-L6-CL ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CHI1-CL ; VHI1-L1-
VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CHI1-CL ; VHI-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VLI1-L6-CHI-L7-CL ; VHI-L1-VH2-L2-VH3-
L3-VL3-L4-VL2-L5-VL1-CL-CHI ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-
VL2-L5-VL1-L6-CL-CHI1 ; VHI-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VL1-L6-CL-L7-CHI ; VLI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-
CHI ; VLI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-L6-CHI ; VLI-
L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-CL ; VL1-L1-VH2-L2-VL3-
L3-VH3-L4-VL2-L5-VHI1-L6-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-
VL2-L5-VHI-CHI1-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-
VH1-L6-CHI1-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-
CHI-L7-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-CL-

CHI ; VLI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-CL-CHI ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CL-L7-CHI1 ; VHI-
L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI ; VHI1-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VL1-L6-CHI ; VHI1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VL1-CL ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-
VL1-L6-CL ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI-
CL ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CHI1-CL ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CH1-L7-CL ; VHI1-
L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CL-CH1 ; VHI-L1-VL2-L2-

VH3-L3-VL3-L4-VH2-L5-VL1-L6-CL-CHI ; VHI1-L1-VL2-L2-VH3-L3-
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VL3-L4-VH2-L5-VL1-L6-CL-L7-CHI ; VLI-L1-VL2-L2-VH3-L3-VL3-
L4-VH2-L5-VHI1-CHI ; VLI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-
VH1-L6-CHI1 ; VLI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI-CL ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CL ; VLI-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VH1-CHI-CL ; VL1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VH1-L6-CHI1-CL ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VHI1-L6-CHI1-L7-CL ; VLI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-
L5-VH1-CL-CHI ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-
CL-CHI ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-CL-L7-
CHI ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CHI1 ; VHI-L1-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CHI1 ; VHI-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VLI-CL ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-
VL2-L5-VLI1-L6-CL ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-
CHI-CL ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-L6-CHI-
CL ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CHI1-L7-CL ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CL-CHI1 ; VHI1-L1-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CL-CHI1 ; VHI-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VLI1-L6-CL-L7-CHI1 ; VL1-L1-VH2-L2-VH3-
L3-VL3-L4-VL2-L5-VHI1-CHI ; VLI1-L1-VH2-L2-VH3-L3-VL3-L4-
VL2-L5-VHI-L6-CHI ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VHI1-CL ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-CL
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-CH1-CL ; VL1-LI-

VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI-L6-CHI-CL ; VLI-L1-VH2-L2-

5 46 HEETIEREIE)

C250834PA docx

111136760 FEHESE A0202 1123022386-0



202325744

VH3-L3-VL3-L4-VL2-L5-VH1-L6-CH1-L7-CL ; VL1-L1-VH2-L2-VH3-
L3-VL3-L4-VL2-L5-VH1-CL-CHI1 : VL1-L1-VH2-L2-VH3-L3-VL3-L4-
VL2-L5-VH1-L6-CL-CH1 ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VHI1-L6-CL-L7-CH1 ; VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-
CH1 ; VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CH1 ; VHI1-
L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL ; VH1-L1-VL2-L2-VL3-
L3-VH3-L4-VH2-L5-VL1-L6-CL : VH1-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VL1-CH1-CL ;: VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-
VL1-L6-CH1-CL ;: VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-
CH1-L7-CL : VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-

CH1 ; VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL-CH1 ; =
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL-L7-CH1 ; H ff
ZE_ZERARUTHRR 4R © VL4A-VH4-CHI ; VL4-VH4-CL ;
VL4-VH4-CH1-CL ; VL4-VH4-CL-CHI1 : VH4-VL4-CH1 ; VH4-VL4-
CL : VH4-VL4-CH1-CL ; VH4-VL4-CL-CHI : VL4-L8-VH4-CHI ;
VL4-L8-VH4-CL ; VL4-L8-VH4-CH1-CL ; VL4-L8-VH4-CL-CH1 ;
VH4-L8-VL4-CHI1 ; VH4-L8-VL4-CL : VH4-L8-VH4-CHI-CL ; VH4-
L8-VH4-CL-CHI1 ; VL4-VL5-VH5-VH4-CH1 ; VL4-VL5-VH5-VH4-
CL : VL4-VL5-VH5-VH4-CH1-CL ; VL4-VL5-VH5-VH4-CL-CHI1 ;
VH4-VH5-VL5-VL4-CH1 ; VH4-VH5-VL5-VL4-CL ; VH4-VH5-VL5-
VL4-CH1-CL ; VH4-VH5-VL5-VL4-CL-CHI1 : VL4-L8-VL5-L9-VH5-
L10-VH4-CH1 ; VL4-L8-VL5-L9-VH5-L10-VH4-CL : VL4-L8-VL5-L9-

VH5-L10-VH4-CHI1-CL ; VL4-L8-VL5-L9-VH5-L10-VH4-CL-CHI
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VH4-L8-VHS5-L9-VL5-L10-VL4-CHI ; VH4-L8-VH5-L9-VL5-L10-VL4-
CL ; VH4-L8-VHS5-L9-VL5-L10-VL4-CHI-CL ; VH4-L8-VH5-L9-VL5-
L10-VL4-CL-CHI1 ; VL4-VL5-VL6-VH6-VH5-VH4-CHI1 ; VL4-VL5-
VL6-VH6-VH5-VH4-CL ; VL4-VL5-VL6-VH6-VH5-VH4-CHI1-CL
VL4-VL5-VL6-VH6-VH5-VH4-CL-CHI1 ; VH4-VHS5-VH6-VL6-VLS5-
VL4-CHI1 ; VH4-VHS5-VH6-VL6-VL5-VL4-CL ; VH4-VHS5-VH6-VL6-
VL5-VL4-CHI1-CL ; VH4-VH5-VH6-VL6-VL5-VL4-CL-CHI1 ; VL4-
VH5-VL6-VH6-VL5-VH4-CHI1 ; VL4-VH5-VL6-VH6-VL5-VH4-CL ;
VL4-VH5-VL6-VH6-VL5-VH4-CHI-CL ; VL4-VH5-VL6-VH6-VL5-
VH4-CL-CHI1 ; VH4-VL5-VH6-VL6-VH5-VL4-CHI1 ; VH4-VL5-VHG6-
VL6-VH5-VL4-CL ; VH4-VL5-VH6-VL6-VH5-VL4-CHI1-CL ; VH4-
VL5-VH6-VL6-VH5-VL4-CL-CHI1 ; VL4-VL5-VH6-VL6-VHS5-VH4-
CHI ; VL4-VL5-VH6-VL6-VH5-VH4-CL ; VL4-VL5-VH6-VL6-VHS-
VH4-CHI-CL ; VL4-VL5-VH6-VL6-VH5-VH4-CL-CHI1 ; VH4-VHS5-
VL6-VH6-VL5-VL4-CHI1 ; VH4-VH5-VL6-VH6-VL5-VL4-CL ; VH4-
VH5-VL6-VH6-VL5-VL4-CHI-CL ; VH4-VHS5-VL6-VH6-VL5-VL4-CL-
CHI;VL4-VH5-VH6-VL6-VL5-VH4-CHI1 ; VL4-VH5-VH6-VL6-VL5-
VH4-CL ; VL4-VH5-VH6-VL6-VL5-VH4-CH1-CL ; VL4-VH5-VHG6-
VL6-VL5-VH4-CL-CHI1 ; VH4-VL5-VL6-VH6-VH5-VL4-CHI1 ; VH4-
VL5-VL6-VH6-VHS5-VL4-CL ; VH4-VL5-VL6-VH6-VH5-VL4-CHI-
CL ; VH4-VL5-VL6-VH6-VH5-VL4-CL-CHI1 ; VL4-L8-VL5-L9-VL6-
L10-VH6-L11-VH5-L12-VH4-CH1 ; VL4-L8-VL5-L9-VL6-L10-VH6-

L11-VH5-L12-VH4-CL ; VL4-L8-VL5-L9-VL6-L10-VH6-L11-VHS5-
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L12-VH4-CHI1-CL ; VL4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-
VH4-CL-CH1 ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-
CHI ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-CL ; VH4-
L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-CHI-CL ; VH4-L8-VH5-
L9-VH6-L10-VL6-L11-VL5-L12-VL4-CL-CHI ; VL4-L8-VH5-L9-VL6-
L10-VH6-L11-VL5-L12-VH4-CHI ; VL4-L8-VH5-L9-VL6-L10-VH6-
L11-VL5-L12-VH4-CL ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-
VH4-CHI-CL ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-CL-
CHI ; VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-CH1 ; VH4-
L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-CL ; VH4-L8-VL5-L9-
VH6-L10-VL6-L11-VH5-L12-VL4-CHI1-CL ; VH4-L8-VL5-L9-VHG6-
L10-VL6-L11-VH5-L12-VL4-CL-CHI1 ; VL4-L8-VL5-L9-VH6-L10-
VL6-L11-VH5-L12-VH4-CHI1 ; VL4-L8-VL5-L9-VH6-L10-VL6-L11-
VH5-L12-VH4-CL ; VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-
VH4-CHI1-CL ; VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-CL-
CHI ; VH4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-CH1 ; VH4-
L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-CL ; VH4-L8-VHS5-1L9-
VL6-L10-VH6-L11-VL5-L12-VL4-CHI1-CL ; VH4-L8-VH5-L9-VL6-
L10-VH6-L11-VL5-L12-VL4-CL-CHI1 ; VL4-L8-VHS5-L9-VH6-L10-
VL6-L11-VL5-L12-VH4-CHI1 ; VL4-L8-VHS5-L9-VH6-L10-VL6-L11-
VL5-L12-VH4-CL ; VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-
VH4-CHI-CL ; VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VH4-CL-

CHI ; VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-CH1 ; VH4-
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L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-CL ; VH4-L8-VL5-L9-
VL6-L10-VH6-L11-VH5-L12-VL4-CHI1-CL ; VH4-L8-VL5-L9-VL6-
L10-VH6-L11-VH5-L12-VL4-CL-CH1 ; VL4-L8-VL5-L9-VL6-L10-
VH6-L11-VH5-L12-VH4-L13-CHI1 ; VL4-L8-VL5-L9-VL6-L10-VH6-
L11-VH5-L12-VH4-L13-CL ; VL4-L8-VL5-L9-VL6-L10-VH6-L11-
VH5-L12-VH4-L13-CHI1-CL ; VL4-L8-VL5-L9-VL6-L10-VH6-LI11-
VH5-L12-VH4-L13-CL-CHI1 ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-
VL5-L12-VL4-L13-CHI ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-
L12-VL4-L13-CL ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-
L13-CHI1-CL ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-
L13-CL-CHI ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-
L13-CHI1 ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-L13-
CL ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-L13-CHI1-
CL ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-L13-CL-
CHI ; VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CHI
VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CL ; VH4-L38-
VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CHI-CL ; VH4-L8-
VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CL-CHI ; VL4-L8-
VL5-L9-VH6-L10-VL6-L11-VHS5-L12-VH4-L13-CHI1 ; VL4-L8-VL5-
L9-VH6-L10-VL6-L11-VH5-L12-VH4-L13-CL ; VL4-L8-VL5-L9-VHG6-
L10-VL6-L11-VH5-L12-VH4-L13-CHI1-CL ; VL4-L8-VL5-L9-VH6-
L10-VL6-L11-VH5-L12-VH4-L13-CL-CHI1 ; VH4-L8-VH5-L9-VL6-

L10-VH6-L11-VL5-L12-VL4-L13-CHI ; VH4-L8-VHS5-L9-VL6-L10-
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VH6-L11-VL5-L12-VL4-L13-CL ; VH4-L8-VH5-L9-VL6-L10-VH6-
L11-VL5-L12-VL4-L13-CH1-CL ; VH4-L8-VH5-L9-VL6-L10-VH6-
L11-VL5-L12-VL4-L13-CL-CH1 ; VL4-L8-VH5-L9-VH6-L10-VL6-L11-
VL5-L12-VH4-L13-CH1 ; VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-
L12-VH4-L13-CL ; VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-
VH4-L13-CH1-CL : VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-
VH4-L13-CH1 : VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-
L13-CHI : VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-L13-
CL ; VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-L13-CH1-
CL:  ={VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-L13-CL-
CHI : VLI BFREEGESEHIVES 25— RERKECKE I ZE
VL2ERRMGEEEHIVEG 2B R IREOKETTEE  VLIBER
MEEEHIVES ZF = REREQEEANZEE  VLAREFREEEE
HIVEH ZF MU EIRELKETEE  VLSAFEEESEHIVER Z
FHARERECEKHEEE VLo B R Ea ZEHIVER 2 /N REK
EpK#EEE: VHIIBFRIEEEENIVERS 25— REREG EH#E ]
Bi& VIR BREMGEGEHIVEO 2R REIRECOEBE I EE - VH3
RERNEEEHIVER X B - R RKESHEEE  VHARFFRIES
GEHIVEO ZFIURERESEMIEE - VHS 5 EMEGEEHIVE
A B ARERENEMETEE - VHOBFREEESEHIVER ZF N
RIREHE#E]ERE - CHUSESEEERE] » CLAKHEEEE » AL
L2~L3-L4~L5 L6 L7 L8 L9~L10~L11 -LI12KLI3% i £ K

HPET

D
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[0045] ARt —HEERE —FUMEE LR TRE G S IKE
e HPFZE—-ZREA MU T RRZ4GH#E © VL1-VL2-VL3-VH3-
VH2-VHI1-CHI-Fc¢ ; VHI-VH2-VH3-VL3-VL2-VL1-CHI-Fc ; VLI1-
VH2-VL3-VH3-VL2-VHI-CHI1-Fc¢ ; VHI-VL2-VH3-VL3-VH2-VLI-
CHI-Fc¢ ; VL1-VL2-VH3-VL3-VH2-VHI-CHI-Fc ; VHI-VH2-VL3-
VH3-VL2-VLI-CHI1-Fc ; VL1-VH2-VH3-VL3-VL2-VHI1-CHI1-Fc ;
VH1-VL2-VL3-VH3-VH2-VL1-CHI-Fc¢ ; VL1-VL2-VL3-VH3-VH2-
VH1-CL-Fc¢ ; VH1-VH2-VH3-VL3-VL2-VLI1-CL-Fc ; VL1-VH2-VL3-
VH3-VL2-VHI1-CL-F¢ ; VHI-VL2-VH3-VL3-VH2-VLI-CL-Fc ; VLI-
VL2-VH3-VL3-VH2-VHI-CL-Fc ; VH1-VH2-VL3-VH3-VL2-VLI1-CL-
Fc¢ ; VL1-VH2-VH3-VL3-VL2-VHI-CL-Fc ; VH1-VL2-VL3-VH3-VH2-
VL1-CL-Fc¢ ; VL1-VL2-VL3-VH3-VH2-VHI-CHI1-CL-Fc¢ ; VHI-VH2-
VH3-VL3-VL2-VL1-CHI1-CL-Fc¢ ; VL1-VH2-VL3-VH3-VL2-VHI1-CHI-
CL-Fc ; VHI1-VL2-VH3-VL3-VH2-VLI1-CHI1-CL-F¢ ; VL1-VL2-VH3-
VL3-VH2-VHI1-CH1-CL-Fc¢ ; VHI1-VH2-VL3-VH3-VL2-VL1-CHI1-CL-
Fe¢ : VL1-VH2-VH3-VL3-VL2-VHI-CHI-CL-Fc ; VH1-VL2-VL3-VH3-
VH2-VL1-CHI1-CL-Fc ; VLI-VL2-VL3-VH3-VH2-VHI1-CL-CHI1-Fc ;
VH1-VH2-VH3-VL3-VL2-VL1-CL-CHI1-Fc¢ ; VL1-VH2-VL3-VH3-VL2-
VH1-CL-CH1-Fc ; VH1-VL2-VH3-VL3-VH2-VL1-CL-CHI1-Fc ; VLI-
VL2-VH3-VL3-VH2-VHI-CL-CHI1-F¢ ; VHI-VH2-VL3-VH3-VL2-VLI1-
CL-CHI1-Fc ; VL1-VH2-VH3-VL3-VL2-VHI1-CL-CHI1-Fc ; VHI1-VL2-
VL3-VH3-VH2-VLI-CL-CHI-Fc¢; VL1-L1-VL2-L2-VL3-L3-VH3-L4-

VH2-L5-VH1-CHI1-Fc ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
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VL1-CHI1-Fc¢; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-CHI-
Fe¢ ; VHI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI1-Fc : VLI1-L1-
VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-CHI1-Fc¢ ; VHI-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VLI1-CHI1-Fc ; VLI-L1-VH2-L2-VH3-L3-
VL3-L4-VL2-L5-VHI1-CHI-F¢ ; VHI-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VL1-CHI1-Fc ; VLI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-
VH1-CL-Fc¢ ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-CL-Fc ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-CL-Fc¢ ; VHI-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VL1-CL-Fc¢ ; VL1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VHI1-CL-Fc ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-
L5-VL1-CL-Fc¢ ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-CL-
Fe¢ ; VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-F¢ ; VLI1-L1-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-CHI1-CL-F¢ ; VHI-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VLI1-CH1-CL-Fc¢ ; VL1-L1-VH2-L2-VL3-L3-
VH3-L4-VL2-L5-VH1-CHI-CL-Fc ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VLI1-CH1-CL-Fe¢ ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-
VH1-CHI-CL-Fc ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-
CHI-CL-Fc ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI-CHI1-CL-
Fc¢ ; VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CHI-CL-Fc ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-CL-CHI-Fc ; VHI-LI-
VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CL-CH1-Fc ; VL1-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VHI-CL-CHI-Fc¢ ; VHI-L1-VL2-L2-VH3-L3-

VL3-L4-VH2-L5-VL1-CL-CHI1-Fc ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-
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VH2-L5-VH1-CL-CHI1-Fc ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-
VL1-CL-CHI1-Fc ; VLI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI-CL-
CH1-Fc¢; ={VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-CHI1-
Fe: Mgz " ZIRAAHL MR ZER  Fo i VL4-VH4-CHI-Fc
VL4-VH4-CL-Fc¢ ; VL4-VH4-CHI1-CL-Fc ; VL4-VH4-CL-CHI1-Fec ;
VH4-VL4-CHI1-Fc ; VH4-VL4-CL-Fc¢ ; VH4-VL4-CHI-CL-Fc ; VH4-
VL4-CL-CHI1-Fc ; VL4-L6-VH4-CHI1-Fc ; VL4-L6-VH4-CL-Fc ; VL4-
L6-VH4-CHI-CL-Fc : VL4-L6-VH4-CL-CHI1-Fc¢ ; VH4-L6-VL4-CHI-
Fc¢ ; VH4-L6-VL4-CL-Fc¢ ; VH4-L6-VL4-CHI-CL-Fc ; VH4-L6-VL4-
CL-CHI1-Fc ; VL4-CL-VH4-CHI1-Fc ; VH4-CL-VL4-CHI-Fc ; VL4-
CHI-VH4-CL-Fc ; VH4-CH1-VL4-CL-Fc¢ ; VL4-L6-CL-L7-VH4-L8-
CHI-Fc¢ : VL4-L6-CL-L7-VH4-L8-CH1-L9-Fc ; VH4-L6-CL-L7-VL4-
L8-CHI-Fc¢ ; VH4-L6-CL-L7-VL4-L8-CHI-L9-Fc ; VL4-L6-CHI1-L7-
VH4-L8-CL-Fc¢ ;: VL4-L6-CHI1-L7-VH4-L8-CL-L9-Fc ; VH4-L6-CHI-
L7-VL4-L8-CL-Fc ; VH4-L6-CHI1-L7-VL4-L8-CL-L9-Fc ; VL4-VL5-
VH5-VH4-CHI1-Fc¢ ; VL4-VL5-VH5-VH4-CL-Fc¢ ; VL4-VL5-VHS5-VH4-
CHI-CL-Fc ; VL4-VL5-VH5-VH4-CL-CHI1-Fc ; VH4-VH5-VL5-VL4-
CHI-Fc¢ ; VH4-VH5-VL5-VL4-CL-Fc¢ ; VH4-VH5-VL5-VL4-CHI1-CL-
Fc¢ ; VH4-VH5-VL5-VL4-CL-CHI1-Fc ; VL4-L6-VL5-L7-VH5-L8-VH4-
CHI-Fc¢ : VL4-L6-VL5-L7-VH5-L8-VH4-CL-Fc¢ ; VL4-L6-VL5-L7-
VH5-L8-VH4-CHI1-CL-Fc ; VL4-L6-VL5-L7-VH5-L8-VH4-CL-CHI1 -
Fc¢ ; VH4-L6-VH5-L7-VL5-L8-VL4-CHI1-Fc ; VH4-L6-VHS5-L7-VL5-

L8-VL4-CL-Fc ; VH4-L6-VH5-L7-VL5-L8-VL4-CHI-CL-Fc ; VH4-L6-

5 54 HEETIEREIE)

C250834PA docx

111136760 FEHESE A0202 1123022386-0



202325744

VH5-L7-VL5-L8-VL4-CL-CHI1-Fc ; VL4-VL5-VL6-VH6-VH5-VH4-
CHI-Fc¢ : VL4-VL5-VL6-VH6-VH5-VH4-CL-Fc ; VL4-VL5-VL6-VHG6-
VH5-VH4-CHI1-CL-Fc ; VL4-VL5-VL6-VH6-VH5-VH4-CL-CHI1-Fc
VH4-VH5-VH6-VL6-VL5-VL4-CHI-Fc ; VH4-VH5-VH6-VL6-VL5-
VL4-CL-Fc ; VH4-VH5-VH6-VL6-VL5-VL4-CH1-CL-Fc¢ ; VH4-VHS5-
VH6-VL6-VL5-VL4-CL-CHI1-Fc ; VL4-VH5-VL6-VH6-VL5-VH4-CHI1-
Fc¢ ; VL4-VH5-VL6-VH6-VL5-VH4-CL-Fc ; VL4-VHS5-VL6-VH6-VLS5-
VH4-CHI-CL-Fc ; VL4-VH5-VL6-VH6-VL5-VH4-CL-CHI1-Fc ; VH4-
VL5-VH6-VL6-VH5-VL4-CHI-Fc¢ ; VH4-VL5-VH6-VL6-VHS5-VL4-CL-
Fc¢ : VH4-VL5-VH6-VL6-VH5-VL4-CHI1-CL-Fc ; VH4-VL5-VH6-VL6-
VH5-VL4-CL-CHI1-Fc ; VL4-VL5-VH6-VL6-VH5-VH4-CHI1-Fc ; VL4-
VL5-VH6-VL6-VH5-VH4-CL-Fc ; VL4-VL5-VH6-VL6-VH5-VH4-CHI-
CL-Fc ; VL4-VL5-VH6-VL6-VH5-VH4-CL-CHI1-Fc¢ ; VH4-VH5-VL6-
VH6-VL5-VL4-CHI1-Fc ; VH4-VH5-VL6-VH6-VL5-VL4-CL-Fc¢ ; VH4-
VH5-VL6-VH6-VL5-VL4-CHI-CL-Fc ; VH4-VH5-VL6-VH6-VL5-VL4-
CL-CHI1-Fc ; VL4-VH5-VH6-VL6-VL5-VH4-CHI1-Fc ; VL4-VHS5-VHG6-
VL6-VL5-VH4-CL-Fc ; VL4-VH5-VH6-VL6-VL5-VH4-CHI1-CL-Fc ;
VL4-VH5-VH6-VL6-VL5-VH4-CL-CHI1-Fc ; VH4-VL5-VL6-VH6-VHS5-
VL4-CHI1-Fc¢ ; VH4-VL5-VL6-VH6-VH5-VL4-CL-Fc ; VH4-VL5-VL6-
VH6-VH5-VL4-CHI1-CL-Fc ; VH4-VL5-VL6-VH6-VH5-VL4-CL-CHI-
Fc¢ ; VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-CHI1-Fc ; VL4-
L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-CL-Fc ; VL4-L6-VL5-L7-

VL6-L8-VH6-L9-VH5-L10-VH4-CH1-CL-Fc¢ ; VL4-L6-VL5-L7-VL6-

55 HEWHRE)

C250834PA docx

111136760 FEHESE A0202 1123022386-0



202325744

L8-VH6-L9-VH5-L10-VH4-CL-CH1-Fc ; VH4-L6-VHS5-L7-VH6-L8-
VL6-L9-VL5-L10-VL4-CHI1-Fc ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-
VL5-L10-VL4-CL-Fc¢ ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VL4-CHI1-CL-Fc ; VH4-L6-VHS5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-
CL-CHI1-Fc ; VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-CHI-
Fc¢ ; VL4-L6-VHS5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-CL-Fc ; VL4-L6-
VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-CHI1-CL-Fc ; VL4-L6-VHS5-
L7-VL6-L8-VH6-L9-VL5-L10-VH4-CL-CHI1-Fc ; VH4-L6-VL5-L7-
VH6-L8-VL6-L9-VH5-L10-VL4-CHI1-Fc ; VH4-L6-VL5-L7-VH6-L8-
VL6-L9-VHS5-L10-VL4-CL-Fc ; VH4-L6-VL5-L7-VH6-L8-VL6-L9-
VH5-L10-VL4-CHI1-CL-Fc ; VH4-L6-VL5-L7-VH6-L8-VL6-L9-VHS5-
L10-VL4-CL-CHI1-Fc¢ ; VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-
VH4-CHI-Fc¢ ; VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-CL-
Fc¢ ; VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-CHI1-CL-Fc ;
VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-CL-CHI1-Fc ; VH4-
L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VL4-CH1-Fc ; VH4-L6-VHS5-
L7-VL6-L8-VH6-L9-VL5-L10-VL4-CL-Fc ; VH4-L6-VH5-L7-VL6-L8-
VH6-L9-VL5-L10-VL4-CHI1-CL-Fc¢ ; VH4-L6-VH5-L7-VL6-L8-VHG6-
L9-VL5-L10-VL4-CL-CHI1-Fc ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-
VL5-L10-VH4-CHI1-Fc¢ ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VH4-CL-Fc ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-CHI1-
CL-Fc ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-CL-CHI-

Fc¢ ; VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-CHI1-Fc ; VH4-
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L6-VL5-L7-VL6-L8-VH6-L9-VHS5-L10-VL4-CL-Fc ; VH4-L6-VL5-L7-
VL6-L8-VH6-L9-VH5-L10-VL4-CHI-CL-Fc ; VH4-L6-VL5-L7-VL6-
L8-VH6-L9-VH5-L10-VL4-CL-CHI1-Fc ; VL4-L6-VL5-L7-VL6-L8-
VH6-L9-VH5-L10-VH4-L11-CHI1-Fc ; VL4-L6-VL5-L7-VL6-L8-VH6-
L9-VH5-L10-VH4-L11-CL-Fc ; VL4-L6-VL5-L7-VL6-L8-VH6-L9-VHS5-
L10-VH4-L11-CH1-CL-Fc¢ ; VL4-L6-VL5-L7-VL6-L8-VH6-L9-VHS5-
L10-VH4-L11-CL-CHI1-Fc¢ ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-
L10-VL4-L11-CHI-Fc¢ ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VL4-L11-CL-Fc¢ ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-
L11-CHI-CL-Fc ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VLA4-
L11-CL-CHI1-Fc : VL4-L6-VHS5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-
L11-CHI-Fc ; VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-L11-
CL-Fc ; VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-L11-CHI-
CL-Fc ; VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-L11-CL-
CHI-Fc¢ ; VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CHI-
Fc¢ ; VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CL-Fc ;
VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CHI-CL-Fc ;
VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CL-CHI1-Fc ;
VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-L11-CHI-Fc ; VL4-
L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-L11-CL-Fc ; VL4-L6-VL5-
L7-VH6-L8-VL6-L9-VH5-L10-VH4-L11-CHI-CL-Fc ; VL4-L6-VL5-L7-
VH6-L8-VL6-L9-VH5-L10-VH4-L11-CL-CHI1-Fc ; VH4-L6-VHS5-L7-

VL6-L8-VH6-L9-VL5-L10-VL4-L11-CHI1-Fc ; VH4-L6-VHS5-L7-VL6-
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L8-VH6-L9-VL5-L10-VL4-L11-CL-Fc : VH4-L6-VH5-L7-VL6-L8-VH6-
L9-VL5-L10-VL4-L11-CH1-CL-Fc : VH4-L6-VH5-L7-VL6-L8-VH6-L9-
VL5-L10-VL4-L11-CL-CH1-Fc ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-
VL5-L10-VH4-L11-CHI-Fc ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-
L10-VH4-L11-CL-Fc : VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VH4-L11-CH1-CL-Fc¢ : VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VH4-L11-CL-CH1-Fc¢ : VH4-L6-VL5-L7-VL6-L8-VH6-L9-VHS5-L10-
VL4-L11-CH1-Fc ; VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VLA4-
L11-CL-Fc ; VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-L11-
CH1-CL-Fc: ={VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-L11-
CL-CHI1-Fe : VLI ARG EEHIVER 25— R KE QK H#E ]
BiE o VI2AERENEGESEHIVED 258 “RERKEQKEZE - VL3
B REGEEHIVEO XS = R RREQEE AT EIE | VL4 RIS
GEHIVEQ 2B REIREQKEZE - VLS5 RIS S EHIVE
A ERARERECKHEAEE ) VLo ARG EEHIVEL ZF N
EIRECKHEEE - VHIAHREMEGEHIVER LS R RIREHE
maEE  VH2 RRRNESEHIVEG X F - R REREOEE I Z2E
VH3 BRREMESEHIVEO 2B = R REOEMH I EE - VHARTR
MEEEHIVEQ 2 BN REREOEETERE  VHISBRHFENEEE
HIVER ZFAREREOE#Z2E » VHO RFRMEESEHIVET Z
BAREREOEENEE  FohaREREOEHEEE2 (CH2)
RENKECEBEEEES (CH3) KRBT L REERE O ST &

CHl BE#EEE] ; CLEEH#E N E&® ; HL1 ~L2 L3 -L4~L5-~1L6
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L7~L8 L9 LI10KRLI1I1 BRFEREET -

[0046] ARt —HEPIRG XK HEAMU TR R ZER
VL1-VL2-VL3-VH3-VH2-VHI-CH3-CH3 ; VH1-VH2-VH3-VL3-VL2-
VL1-CH3-CH3 ; VL1-VH2-VL3-VH3-VL2-VHI1-CH3-CH3 ; VHI1-VL2-
VH3-VL3-VH2-VLI1-CH3-CH3 ; VL1-VL2-VH3-VL3-VH2-VHI-CH3-
CH3 ; VHI1-VH2-VL3-VH3-VL2-VL1-CH3-CH3 ; VL1-VH2-VH3-VL3-
VL2-VHI1-CH3-CH3 ; VH1-VL2-VL3-VH3-VH2-VL1-CH3-CH3 ; VLI1-
L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-CH3-CH3 ; VHI-L1-VH2-
L2-VH3-L3-VL3-L4-VL2-L5-VLI1-CH3-CH3 ; VL1-L1-VH2-L2-VL3-
L3-VH3-L4-VL2-L5-VH1-CH3-CH3 ; VHI1-L1-VL2-L2-VH3-L3-VL3-
L4-VH2-L5-VL1-CH3-CH3 ; VLI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-
L5-VH1-CH3-CH3 ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-
CH3-CH3 ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-CH3-
CH3 ; VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CH3-CH3 ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-CH3-CH3 ; VHI-
L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CH3-CH3 ; VLI-LI-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-L6-CH3-CH3 ; VHI1-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CH3-CH3 ; VL1-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VH1-L6-CH3-CH3 ; VHI1-L1-VH2-L2-VL3-
L3-VH3-L4-VL2-L5-VL1-L6-CH3-CH3 ; VLI-L1-VH2-L2-VH3-L3-
VL3-L4-VL2-L5-VHI1-L6-CH3-CH3 ; VHI1-L1-VL2-L2-VL3-L3-VH3-
L4-VH2-L5-VLI1-L6-CH3-CH3 ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-

VH2-L5-VH1-L6-CH3-L7-CH3 ; VHI-L1-VH2-L2-VH3-L3-VL3-L4-
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VL2-L5-VL1-L6-CH3-L7-CH3 : VL1-L1-VH2-L2-VL3-L3-VH3-L4-
VL2-L5-VH1-L6-CH3-L7-CH3 : VH1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VL1-L6-CH3-L7-CH3 : VL1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VH1-L6-CH3-L7-CH3 ; VH1-L1-VH2-L2-VL3-L3-VH3-L4-
VL2-L5-VL1-L6-CH3-L7-CH3 : VL1-L1-VH2-L2-VH3-L3-VL3-L4-
VL2-L5-VH1-L6-CH3-L7-CH3 :  ={VH1-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VL1-L6-CH3-L7-CH3 ; H VLI B EME S EHIVEH 2%
—REREOKEIEE  VI2REFEMNE S EHIVEL 25 _REKE
HECHE & VL3RRGS EHIVER ZF =R ETKH#
& VHIRFHEMESEHIVEG Z B~ REREQE#EITERE © VH2R
FRMEGEEHIVEG XS R RREFEMIEE  VH3SRFRESEE

FHIVER Z B =0 EREQEHIEE - CH3AREIRED HHEEE
3; HL1+L2+-L3 L4 L5 L6KL7 B EET -

[0047] AXEHE-TEEEE - - B_IREE =R

S PIEeEY KPS - EA BN T RRZ&ER © VL1-VL2-
VL3-VH3-VH2-VHI ; VH1-VH2-VH3-VL3-VL2-VLI ; VL1-VH2-VL3-
VH3-VL2-VHI ; VHI1-VL2-VH3-VL3-VH2-VL1 ; VL1-VL2-VH3-VL3-
VH2-VHI ; VH1-VH2-VL3-VH3-VL2-VL1 : VL1-VH2-VH3-VL3-VL2-
VHI : VH1-VL2-VL3-VH3-VH2-VL1 : VL1-L1-VL2-L2-VL3-L3-VH3-
L4-VH2-L5-VHI1 : VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1 ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1 : VH1-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VL1 : VL1-L1-VL2-L2-VH3-L3-VL3-L4-

VH2-L5-VHI1 ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1 ; VLI1-
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L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1 ; &{VHI1-L1-VL2-L2-VL3-
L3-VH3-L4-VH2-L5-VL1 5 HFgZE LB AFAHMLTRT L&
VL4-VL5 ; VL4-L6-VL5 ; VL4-VL5-VL6 ;: VL4-L6-VL5-L7-VL6 ;
VL4-CL ; VL4-L6-CL ; VL4-VL5-CL ; VL4-L6-VL5-CL ; VL4-L6-
VL5-L7-CL ; VL4-VL5-VL6-CL ; VL4-L6-VL5-L7-VL6-CL ; VL4-L6-
VL5-L7-VL6-L8-CL ;: VL4-CH1 ; VL4-L6-CH1 ; VL4-VL5-CHI : VL4-
L6-VL5-CHI1 ; VL4-L6-VL5-L7-CH1 ; VL4-VL5-VL6-CH1 ; VL4-L6-
VL5-L7-VL6-CHI : {VL4-L6-VL5-L7-VL6-L8-CH1 ; H b3 5 = % kL
BEAMMUTHER 4R - VH4-VHS : VH4-L9-VHS ; VH4-VHS5-VH6 ;
VH4-L9-VH5-L10-VH6 ; VH4-CH1 : VH4-L9-CH1 ; VH4-VH5-CH]1 ;
VH4-L9-VH5-CHI : VH4-L9-VH5-L10-CH1 ; VH4-VH5-VH6-CHI :
VH4-L9-VH5-L10-VH6-CH1 ; VH4-L9-VH5-L10-VH6-L11-CH1 ; VH4-
CL ; VH4-L9-CL : VH4-VH5-CL ; VH4-L9-VH5-CL ; VH4-L9-VHS5-
L10-CL ;: VH4-VH5-VH6-CL : VH4-L9-VH5-L10-VH6-CL ; 5 VH4-L9-
VH5-L10-VH6-L11-CL ; VL] BB ESEHIVEL V5 —a ik
EMKHEITEE VL2REEMEESEHIVEL 2 F _RERE - EHE]
BE S VI3 REFFEMESCEHIVEOD L F = R EREQKHE I EE ; VL4
FBREREMGSEEHIVERD 2 FUREIKE Qi v 21& VLS By 2B
GEHIVEQ ZEAREHREOKEEE > VLo BFEMEE S EHIVE
H2EANREREORKESE VI BEEMEESEHIVEA Y £ — %
EHREOERETEE s VIR BREENESEHIVEA 2 F _REREHE
BEOTSE VI3 B EMAESEHIVEA Y F= 0 EREHEH IS E
VHA SR RS G 2HIVED C FURERED E# T E2E  VHSEFR
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MEEEHIVEQ X B ARENREOEEEE  VHORFENEEE
HIVEH ZFH N REREOE#HTERE - CHIBEBEEEE] - CLBEHE
RE®; HL1 ~L2~1L3-L4~L5-L6+L7 L8 L9 L10RKL11 Ak
i B T o

[0048] AR —FEEEE - - F_ZUEB =2 IR
S PIEeEY KPS - EA BN T RRZ&ER © VL1-VL2-
VL3-VH3-VH2-VHI1-Fc : VH1-VH2-VH3-VL3-VL2-VL1-Fc ; VLI-
VH2-VL3-VH3-VL2-VH1-Fc ; VH1-VL2-VH3-VL3-VH2-VL1-Fc ;
VL1-VL2-VH3-VL3-VH2-VHI-Fc ; VH1-VH2-VL3-VH3-VL2-VLI-
Fc; VL1-VH2-VH3-VL3-VL2-VHI-Fc¢ : VH1-VL2-VL3-VH3-VH2-
VL1-Fc; VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-Fc ; VL1-L1-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-Fc : VH1-L1-VH2-L2-VH3-
L3-VL3-L4-VL2-L5-VL1-Fc : VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-
L5-VL1-L6-Fc ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-Fc ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-Fc ; VH1-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VL1-Fc ; VH1-L1-VL2-L2-VH3-L3-VL3-
L4-VH2-L5-VL1-L6-Fc : VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-
VHI-Fc ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-Fc :
VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-Fc : VH1-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VL1-L6-Fc ; VL1-L1-VH2-L2-VH3-L3-VL3-
L4-VL2-L5-VHI-Fc ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH]1-
L6-Fc : VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-Fc:  B{VHI-

L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc ; %% S EA
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DL TR 4R - VL4-VLS5 ; VL4-L7-VL5 ; VL4-CL : VL4-L7-CL ;
VL4-CHI : VL4-L7-CHI : VH4-VH5 ; VH4-L7-VHS5 ; VH4-CL : VH4-
L7-CL ;: VH4-CH1 ; VH4-L7-CH1 ; VL4-VL5-VL6 ; VL4-L7-VL5-L8-
VL6 ; VL4-VL5-VL6-CL ; VL4-L7-VL5-L8-VL6-CL ; VL4-L7-VL5-L8-
VL6-L9-CL ; VL4-VL5-VL6-CHI1 ; VL4-L7-VL5-L8-VL6-CHI ; VL4-
L7-VL5-L8-VL6-L9-CH1 ; VH4-VH5-VH6 ; VH4-L7-VH5-1L8-VHG6 :
VH4-VH5-VH6-CL : VH4-L7-VH5-L8-VH6-CL ; VH4-L7-VH5-L8-
VH6-L9-CL ; VH4-VH5-VH6-CHI1 ; VH4-L7-VH5-L8-VH6-CH1 ;
VH4-L7-VH5-L8-VH6-L9-CH1 ; HFZE =R EFHUTNERRZE
f# : VH4-VH5-Fc ; VH4-L10-VH5-Fc ;: VH4-L10-VH5-L11-F¢ : VH4-
CH1-Fc : VH4-L10-CH1-Fc ;: VH4-L10-CH1-L11-Fc¢ : VH4-CL-Fc¢ ;
VH4-L10-CL-F¢ ; VH4-L10-CL-L11-Fc ;: VH4-VH5-F¢ ; VH4-L10-
VHS5-Fc ; VH4-L10-VH5-L11-Fc ; VH4-VH5-VH6-Fc : VH4-L10-VHS5-
L11-VH6-Fc ;: VH4-L10-VH5-L11-VH6-L12-F¢ ; VH4-VH5-VH6-CH1-
Fc : VH4-L10-VH5-L11-VH6-CH1-F¢ ; VH4-L10-VH5-L11-VH6-L12-
CH1-Fc ; VH4-L10-VH5-L11-VH6-L12-CH1-L13-Fc ; VH4-VH5-VH6-
CL-Fc : VH4-L10-VH5-L11-VH6-CL-Fc ; VH4-L10-VH5-L11-VH6-
L12-CL-F¢ ; VH4-L10-VH5-L11-VH6-L12-CL-L13-F¢ ; VL4-VL5-VL6-
Fc : VL4-L10-VL5-L11-VL6-Fc¢ ; VL4-L10-VL5-L11-VL6-L12-Fc¢ ;
VL4-VL5-VL6-CH1-F¢ : VL4-L10-VL5-L11-VL6-CH1-F¢ ;: VL4-L10-
VL5-L11-VL6-L12-CH1-Fc¢ ; VL4-L10-VL5-L11-VL6-L12-CH1-L13-

Fc : VL4-VL5-VL6-CL-Fc ; VL4-L10-VL5-L11-VL6-CL-F¢ ; VL4-L10-

VL5-L11-VL6-L12-CL-Fc ; B, VL4-L10-VL5-L11-VL6-L12-CL-L13-
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Fo ! HpVLIARREEGEEEHIVER 2B — R EREOEE T EE
VL2ERRMGEEEHIVEG 2B R IREOKETTEE  VLIBER
MEEEHIVES 2R = R EREQEEANZE S VIAEFREEEEE
HIVEH ZF MU EIRELKETEE  VLSAFEEESEHIVER Z

FHREREOKHEITEE VLR RIS EHIVER L F N B
EOREEE ) VI BRENEEENIVES 25 — R E =]

Bi& VIR BREMGEGEHIVEO 2R REIRECOEBE I EE - VH3
RERMEEEHIVER X B - R RKEFE#HEE  VHARFFRIESE
GEHIVEO ZFIURERESEMIEE - VHS 5 EMEGEEHIVE
ACFAREREOEETEE ) VHORFEMESEHIVER ZEAN
EIREEMZEE  FehEaRRIREFEMEEE2 (CH2) » REHK
EHEENERE3 (CH3)REBENFE L BERES RHNVEK  CHI S
EEEER]  CLEKE#EER » AL1 L2 L3 -L4~L5 L6 L7
L8~L9~L10 L1l ~L12RKLI13AMEERE#EPET -

[0049] AXEHE—EEEE - - B_IUEE =S IR

S PIEeEY KPS - EA BN T RRZ&ER © VL1-VL2-
VL3-VH3-VH2-VH1-Fc¢ ;: VHI-VH2-VH3-VL3-VL2-VL1-Fc : VLI1-
VH2-VL3-VH3-VL2-VHI1-Fc¢ : VHI-VL2-VH3-VL3-VH2-VLI1-Fc :
VL1-VL2-VH3-VL3-VH2-VHI1-Fc¢ : VHI-VH2-VL3-VH3-VL2-VL1-
Fc ; VL1-VH2-VH3-VL3-VL2-VHI1-Fc¢ : VHI-VL2-VL3-VH3-VH2-
VL1-Fc : VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-Fc : VL1-L1-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-F¢ ; VHI-L1-VH2-L2-VH3-

L3-VL3-L4-VL2-L5-VL1-Fc ; VHI-L1-VH2-L2-VH3-L3-VL3-L4-VL2-
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L5-VL1-L6-Fc¢ ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-Fc¢ ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-F¢ ; VHI-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VL1-Fc¢ ; VHI-L1-VL2-L2-VH3-L3-VL3-
L4-VH2-L5-VL1-L6-Fc¢ ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-
VH1-F¢ : VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-Fc ;
VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-Fc¢ ; VHI-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VL1-L6-F¢ ; VL1-L1-VH2-L2-VH3-L3-VL3-
L4-VL2-L5-VHI1-Fc¢ ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH]1-
L6-Fc ; VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-F¢ ; B VHI-
L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-F¢ : L5 %l BA
ML TE R 4R © VL4-VL5-Fc : VL4-L7-VL5-F¢ ; VL4-L7-VL5-L8-
Fc ;: VL4-CL-Fc¢ ; VL4-L7-CL-Fc¢ ; VL4-L7-CL-L8-Fc : VL4-CH1-Fc ;
VL4-L7-CH1-Fc ; VL4-L7-CH1-L8-Fc ; VH4-VH5-F¢ ; VH4-L7-VH5-
Fc : VH4-L7-VH5-L8-Fc ; VH4-CL-F¢ ; VH4-L7-CL-Fc¢ ; VH4-L7-CL-
L8-Fc ; VH4-CHI1-Fc¢ ; VH4-L7-CH1-F¢ : VH4-L7-CH1-L8-Fc¢ ; VL4-
VL5-VL6-F¢ : VL4-L7-VL5-L8-VL6-F¢ ; VL4-L7-VL5-L8-VL6-L9-

Fc : VL4-VL5-VL6-CL-Fc ; VL4-L7-VL5-L8-VL6-CL-F¢ : VL4-L7-
VL5-L8-VL6-L9-CL-Fc ; VL4-L7-VL5-L8-VL6-L9-CL-L10-Fc ;: VL4-
VL5-VL6-CH1-Fc ;: VL4-L7-VL5-L8-VL6-CHI1-Fc ; VL4-L7-VL5-L8-
VL6-L9-CH1-F¢ ; VL4-L7-VL5-L8-VL6-L9-CHI1-L10-Fc ; VH4-VHS5-
VH6-F¢ : VH4-L7-VH5-L8-VH6-F¢ : VH4-L7-VH5-L8-VH6-L9-Fc ;
VH4-VH5-VH6-CL-Fc ; VH4-L7-VH5-L8-VH6-CL-F¢ ; VH4-L7-VHS5-

L8-VH6-L9-CL-Fc¢ ; VH4-L7-VH5-L8-VH6-L9-CL-L10-Fc¢ ; VH4-VH5-
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VH6-CHI1-F¢ ; VH4-L7-VH5-L8-VH6-CH1-F¢ ; VH4-L7-VH5-L8-VH6-
L9-CH1-F¢ ; 3{VH4-L7-VH5-L8-VH6-L9-CH1-L10-Fc ; H 5 =
REABMTER LR  VH4-VHS ; VH4-L11-VHS ; VH4-CHI ;
VH4-L11-CHI ;: VH4-CL ; VH4-L11-CL ; VH4-VH5 ; VH4-L11-VHS5 ;
VH4-VH5-VH6 ; VH4-L11-VH5-L12-VH6 ; VH4-VH5-VH6-CHI ;
VH4-L11-VH5-L12-VH6-CHI1 ; VH4-L11-VH5-L12-VH6-L13-CHI ;
VH4-VH5-VH6-CL ; VH4-L11-VH5-L12-VH6-CL ; VH4-L11-VH5-L12-
VH6-L13-CL ;: VL4-VL5-VL6 : VL4-L11-VL5-L12-VL6 ; VL4-VL5-
VL6-CHI1 ; VL4-L11-VL5-L12-VL6-CH1 ; VL4-L11-VL5-L12-VL6-
L13-CHI ; VL4-VL5-VL6-CL ; VL4-L11-VL5-L12-VL6-CL : B VL4-
L11-VL5-L12-VL6-L13-CL ; VLI BERME S EHIVELG V£ —%
EHREOKEER  VI2EREMEESR2HIVER 25 _ REREHK
EEEE S VI3 A EMESEHIVEO 2 S =R EHE O KHE#ET S E
VL4 R EMEEZHIVEL ZF R B R EAKHE TS E ; VLS AR
MESCEHIVEOD L F R REREOKH# JE&E ; VLo EFEME G2
HIVEQ ZFEANREREDK#EIEE ) VHIBFEEESSHIVER Z
—RENRENEEEE  VI2AFENGESEHIVELD ZF Rk
EOEMTEE VIBRRREUESEHIVER S = REkELHHE T
& VHARREMES2HIVERD 2 BNURBEREDHE# A E&E 5 VHS
REEMSEEHIVES 2 F R R EKEOEFE ] 2E © VH6 KR 2 M
GEHIVEO ZFEANREREOEHETEE  FchEaREREQERRT
EE2 (CH2) ~ sk E O EH# N E&E3 (CH3) R BN FL 2 RERED
FHERYIE I CHI B E#EE EE] » CLAK N & » AL1 ~L2 L3 -
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L4~L5~L6~L7 L8 L9 L10~L11~LI12KL135MRER BT -

[0050] {E—iEREfEd > EHERKETEESFEESES ZHIVEX
BHIVEEE D - HIVE#E D - HIVI)EE E 0 SHIVEiBI & T < {2 HAh
et - HIVERRE S HHIVEREEREE H(Env) ~ HIVEEEEREE Hepl60
HIV B 2% 1 B 252 K gp1 20ECHIVES 5 B BE & Hgp4] o fE H AR AR F
HIVEERE & 5 Fpl7 ~ p24 ~ p78ipss - A H A F - HIVUge EEH &
p66 ~ HIV-1% [ BE(PR)E(p31  {f H fih B& £ & » HIVH 8 & & HNef -
Tat ~ Rev ~ Vif ~ Vpr&;Vpu o

[0051]) ARt —MEPBERENFEE SR B HEE AR A
MG S ZINENMREGZIEEY) -

[0052) AXiE#E—FEZR > HHISEQ ID NO:32-47 ~ 84 ~ 86 -
88 90~ 9294~ 96K%98F Y {F—F B H L /L90%— B « £ /095%—
BMEE100%—EME - ASCIRIRHE—TEZ AL - i BISEQ ID NO:48-59 -
858789919395+ 97K99th Y {F—EHHE/V0%— M - &
195%— M E100% — B0 Y B A% B S 4R S -

[0053] ASCIRE—EBZERE  HESAAHR 2 FRES S
SIRGE S ZIRESY) - RUMRS—EFZHlE - LESEQ ID NO:48-
50 +85-87-89-91-93+95-978K99% ~ (T —F HH £ /1090%—
M~ 2/D95%—EUMEE100% — B - RSN RE—EEZ TR 0 HEE
FASEQ ID NO:32-47 ~ 84 ~ 86 ~ 88 ~90~92 94 ~ 96 980 {F —F E.
HEVI0O%—FHME ~ B/095%—FMEER100%— B MR ZRK -

[0054]) ARt —fHERE - HEEA Pk BEERE -

[0055) ASCHEft—Adrs 40 - HA & A SCHT Il 2 T H BE B0E
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5

[0056] ASCiEft—fEiR & PR ZA(CAR) - HAE & AR Z i
FREaZRHREE 2 RESY) -

[0057) ASCERHE—FE R ZdpE - HEEA I 2 CAR -

[0058] At —HEREELY) > HESOAHI ZHiRE s
IR GE EZRECY) ~ fiREPIRGEE R R~ 2K - B=ZERE
#iAe © H LAY - CARBCREANAE ~ UG » RODBEEE E a2 s
SR

[0059]) ASCREM—MEELH > HEESAHTR 2 HFREE 2 R
FREa@RESY - iR RGahR K& - 20 BRHK - &8 - 3
F4HAE - CAR ~ REAIAEEEE #EHEY) -

[0060] A SCHE i — G 5 B TR PG A B fE ik = 9 25 (HIV) B 2
hik e HEERAREREZHES G HE A NE AT Z iR EE 2K
APIREEZRESY - fURNREREER R K BER - &
A% > [ EAIAE - CAR ~ REAIAEEEREGY) - BHEE -

[0061] ASCEEME—FHGHRTAN & K Btk Z AE B (AIDS) 2/
2% HESRAFRE (AR EIGHE A W E A SR 2 TR & 2 IKE
MRGEZREEY) ~ REENRESERE - 2K - BZEE - #8E -
HE4NAE - CAR ~ yEdifgsE#EEY) > e -

[0062] AZCIR M —FEIGFTHIFAIDSHEIHE S E(ARC) Z 57k »
m A AR BUGHEH B LA ST 2 JUR 45 & 2 IR
REECY) ~ TiRREPIREER R - 20K BRERR &8 - B
AR - CAR ~ Al gEdl &) > e -

HA
e

W

A
s

1o
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[0063] AR —THBRETENTHIVARRE 2 i & MR R 2 U5 7% -
Z AR E L (HR R ER A NE LA Z R4 & 2 IEETR
SoXRESY - UERRHEMREERE > 20 BRTR &k - FHE
AR - CAR ~ Al gEdl &) > e -
GEEEGH D

[0064] AC2FSHE ~ EHME PR ASZH 2 —SEE - 3
HAGEFEIIE - fEsRa - Frondlfi e 7 820 H B hesh M am A 3805 2
EECHY HAY

[0065]) [& 1 BRIUR £ fiRE 77T Z A R -HREHYIEIR HIMEE B -

[0066] E2AR /R =Fr EZMFAEHEHRE L —JERFIMEE N - W5
MX894 (VRCOIscFv/PGT121x10e8v4L11gGILS) » 437HTMX894¥%f10e8H
EkRVE = (E2B) - HFEMEYE T2 ilr(BLD /3 rMX894 B CDA I Bh {(k
FEPE (B 2C) K JECDAr BR{(CHE 11 ([82D) HIVIRE HHIEE & -

[0067] EB3ABURIUR RIEHBHEHREZ S —IERFIEE G > A
MX873 (VRC26.25 x 10-1074L9/VRCO1 x PGTI121L1 IgGILS) - #H4
Y&+ Ao (BL) 73 AT M X873 ¥ CDAfir Bh (< #8 M: (8 3B ) K JEC DA B (< H8
M:(E3C) HIVIREH &S G -

[0068] E4ABRIUR RIEHBHEHREZ S —IERFIEE G > R
MX875 (10-1074 x VRC26.25L9/VRCO1 x PGTI21L1 IgGILS) - #h4
Y&+ Ao (BLD) 73 AT M X875 ¥ CDAfir B (K #8 ME([E 4B ) K JEC DA B (< H8
M:(E4C) HIVIREH &GS & -

[0069]) ESAZBRIUFRFRMEPIRERE 25 —FERFIEE G - A

MX877 (STAR _VRC26.25 x PGTI28L9/STAR VRCO01 x PGTI121L1

HA
e
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IgGILS) - #E AP E T 1la(BLD 73 HTMX877# CDAr 5 (K ¥ 11 (& SB)
K IFCDAMLEMKHE (B[S C) HIVIREHIV&E S -
(&0
MBI HEE2E L X A5
[0070] A H 35 % E5R2021F9H29H H 55 2 < BIER B HH 55 3 56
63/249,7225% Z Bt - A FEEUEGIHZ A AL F -
[0071] A#EWPEEENRBEAUNR ZHERVHEGEE R RIIRGE S
ZIRE GV (PIOPREETURGS &R BR) - L — &/ T > AEUHAEME
EXREERDYENREGEEGURRRAREeZRESY) > &M EmHE
AH 2 B o R S S R B R AR S AN R E e B B PR TR EE AR A F A
HEEEHE RGBT R - ARR - KAFHZFRESZIK
KREaZRESYmN L2 gEEm & a2 B R T 2R EH e
RN BRIV OB/ AT > RN ECE SRR > BE R R
EEEW > METRAVERE - HERE SR G I UEREERT -
[0072] F&([ a5 0H F K HH a5 55 1) &0 1] o (5 B A 3% IH 2 Re iR R HY
BREMTEE - PRIESSATE R > & RILEANT A5 gl T HAL PRIl o 2 i &
& o HART I E T Z M0 RER AT & AU IR I 2 8 22 8Y 7 =\ RE -
EZ
[0073] 40AZCRTA > flosE " SURGEEZ I, HRiERATRIEEE
E SR RN IE ZYIE (IR > — B M R B R R E B )HY
fik -

W

[0074) WASCRTA - flodE " MREEZREEY ) hiE—HW
fl > =f - ORI HF 2B AR IHREES

5 70 HEEHIEREIE)

C250834PA docx

111136760 FEHESE A0202 1123022386-0



202325744

E—EFEAR - PIREGEEZIRESYEFBEARMDARRERES
FE -

[0075] ffosE " Pife ) EFE(EARMOBREEcERFELEEHE
M b 2 G2 2 2 /D R B (D) 8 R W RS (L) s Y MR 2B 5 SRR BKEE Y » &
HEGEEETEEAXTHES BV REEEEE - EHECEEE=
{E 1A E B CH1 ~ CH2 )2 CH3 » SZ g Al SR n] B (AL PR R/ VL) K
SR E & - BN T E B S — (MR EBCL - VH R VLE ] — 25 F 5y
RBEEE > WL MRAEE(CDR)  HEFEHAEIRT & W ARRE
(FR) © ZVHK VLA & = {HCDRK VU{EFR » 5 g & b 22 5 2 i (K LA T
KA HEF]  FR1 ~ CDRI ~ FR2 ~ CDR2 ~ FR3 ~ CDR3 -~ FR4 - EH g &
o BEESHRNFMHEERN G - iR EE T EREiKE
HEEE 210 EHBSEA T > AR RE R L SR (P e i) kg
RS R 2R — 83 (Clq) - E#E 0] A A BACli Bt Z B - FrIEA
X oHIMEE > A Al A B & 2 g B R (i F Kabatdm 9t 288 DI CAGm 9% > AL
T L F AR E HEU ARG LSR5 -

[0076] 4ASCATA - flosE " BEERGUAS ) BiEMBAIZ B — 4l %
EAHEG SMEETREREENTEE - K2 0 flish " ZHE ) BRismAF
FEIBAAEE & Hes e EMETRIRE Z A RPURRE AR E - flisd " it
A2 ) BFEBIMER K DI - RE K AFIETRE - NEHEGE AU ¢
SCEGHRIURE  KEETERE - JE AR AR M EE AT A B
PR AL AfE T 2 e R -

[0077] Busg ] BHEME(PIAFEMZES « thk ~ BT - BIEHTRR AR
TEE)ZPiRE - BT > vie ] BENCETT RSO R 1) 2

5 71 HEEHERBE)

C250834PA docx

111136760 FEHESE A0202 1123022386-0



202325744

— B (A R BB (N RAAFAE ZURR) - BHIiNE - £ HER iy
TS TN E - EE R REF 2 Oa-FE0 - e fe K/
TN IE - TR EEALSIRERE - HEakKERiEneb—
flE#70 R 45 & {8

[0078]) #Hise "HiFR&EERE ) BB T L REREMES S
BETRME S IR 2T — 2 Z# F EEE T - EERTLE Z DR
SGEthrEriEmeRnE 2R BEE T - UREER B a A s EN
B HE A EE(WNE A EE(CDR)) - i RS R B2 E0a
fR(H-ARRY) Fab ~ Fab' ~ F(ab" ), RFvh B2 ~ SVEDIRE K B #EETAS - Jike
ZHREEE R BRI ARER R EYIYIE - SEEEsY (PN e - KRE
BB ) M AFHECG] A TESE -

[0079] IE4h > EEFvR B Z W (VL & VH) {1 & 5l R 4R S
A H A Bk - S EROERE TR Z A ROERE T A {E H LA
HipEOE#EP X ELE » HPVLEVHIE TP R E 7 (8 & B Fv
(scFv) : 2 EFI4IBird% A, (1988) Science 242:423-426 : K Huston% A,
(1988) Proc. Natl. Acad. Sci. USA 85:5879-5883) o [ B8 4l 41 B /) & 4%
wmEN e TRESRE, A -

[0080] FiJR&S & R B (&0 20 E I TH £ i & 2 %0 2 8RR o &
5 HEAE SSRGS E & 7 FOoKERBE R Bt - HilR4SE & R Bl #E i
EHDNAR g EAE - BFE M oc B REEKE N e B bEE g K E £ -

[0081) WIASCATH - figsg " Pl & |, A (GRiEiE < —80 77
M RSB E 2 —E gy o BRI By PR E S R 2 B A 14V 11052120
{le] e B B B0 110 22 12 5406 e B e DA R ple A i o 2 €990 B 1S e Ak i - H
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FFAMEMEEAREZEE > HARRTERRE LR ENRNG o KR
M o Fpall 2 TS M AR R B A A E & (CDR) Z I F @Ik - i A &
S P B EOR ST IR I A IR 2R & (FR) o AN 7 B AZ (T o] i 2 1 A1) SO0 o
RERIFNT - BEEHE R E#H 2 COREEA TR A EEH K
FrEN - E—BEET > T2 AHATYERE - FI0NE - NEER
AEE - Af—EEET > TZ2EASEEBY EFCDRE NHERE
(FR) » fE—EEREA T - A B E BB RBAHY(BIOIENHERATY) AT E
& - fE—EEET - T2 EESHE Y EEFACDRE E R EAFYI(HIA
JENFRE TP FR -

[0082] 4ASCRTA > flisE " GAEE ) = " CDR, ARiEHif A
B s FEE - HFRSEE R/EJPRER LIREZB(EZER) R/NEH
MR ERE - iR a & N ECDR » fl =@ VHE H=(E{EVLF -

[0083] flgsE " VL, ~" VL&, f " VLI, FEA S 0] 4 #3 F 7t
ENREeZ - RGeS ZIRESY - UREHTIRGE G R B 28]
Bl o AL —EEET - VLEEA T /RS —EEATZEAVLL
FoNSE A BERIVL2 » RORE DA EIEAYVL3 > FE0ILAE - BT
FISRHY VL& (HIAI VL) ERFT 5l 828 55— VL& (#1140 VL 2) o] HL A MH [E] 2 [F]
YT R & & R 1 R/ B B BA R Y R A

[0084] flgsE " VH " VHI& ; K " VHI | {£A S0 0] 4 i A
RIEMRGEZK - RGN ESY) - RN EREEah RZEHE
AP o LSRR T 0 VHERAEASL T AL —HFETEEAYVHL » &
e ESE A BEAVH2 - RSB =EHE ] BEAYVH3 - S - Y
Y VHIE(FI 40 VHD) BT 51 22 Y 55 — VHIE (] 20 VH2) 5] B A5 A8 [F] 2A [F]
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A HL R & & M R /B [F 3R AT 51 -

[0085) #0ASCATH @ " Kabat4g5k | KRG EE AL M IEFL g 2 24
oAl BAEE BN RS G R B B R i B b e AR TS A
EITRIEA 24 - fE—EEEE T » CDRITIREEKabat4R 55 24 1 2 (2 R
#Kabat EA& Wu TT (1971) Ann NY Acad Sci 190: 382-391 &zKabat EA
5 A, (1991) Sequences of Proteins of Immunological Interest, IR, 2
B B e NFER S ER(U.S. Department of Health and Human Services) »
NIH/A 5 5591-32425%) - {1 FHKabatéf sk % 4% > PiRSE#y 1N 2 CDRH#E
B AL AR BB B3 12355 » HAAIE N AE35 2 1 v B — 20 (8 1
il e B B ({E K abat4g 5% )7 25 78 B35A K 35B) (CDRI1) 5 R I ESOR
652 (CDR2) ; KRBkl I B9S2 102 (CDR3) « {1 fjKabat4R5k &4 » 1
A ES 8 7 T N COR BRI (2 AL A R R e fir B 24 £ 34 & (CDR 1) ~ BEEBE
I ES50% 565 (CDR2) Rl e it B89 £ 975 (CDR3) o

[0086]) #0ASCATA - ffgsE TREE ) 20 T EEE, W E AR
ENRGEEZN - MRESERESY - B HRFEE SR B —&
7 PR E#ESEGRE G 20 - BB EUE YRS (FE 0 BiFc
& fH G 7F ) 2 B o R /B S Y PR B R I B o« MR T8 & > RE & E
BERERSFNWEERTS - £ —BEBET > HREGEZI - REES
EGY) - B ERGE S R B E B DUE IR B 4IAE /4R
FME(ADCC) ~ e A i MR (ADCP) & i B K RE ML 4 AE B (CDC)
IR E @S —8 o7

[0087) WIASCHTA » flosh " R ER AT &S &I, ~ T Fel& 4 2 "Fe
S AR ARSCHR R A R P A FE B A A R T A2 S (T R F o2 B8 K iR R 4
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C—HEHEHELGER SRS EE - Fola Al &5 CH2 K CH3 &
SR AR B A Y S B O

[0088) MIASCRTH » flrdh " REFRE i T8 - T R
L BT E ) T EBANERRES S ZI - UREESIRESY
MBS R Br 2 FabBAF el 7y ~ AV E SRR EY g0 IR A Bt
M REEERGIOANERER R SARSGE RS T L
AW E LR E TR - (LB RFM - REKEQR#E TR F
K TR > HO R GRS R/ SR RAE AR B o ASER  REERE O
o e A EEREF—F  WERNA =% - & L FE#EEE
CH1 Z Cliiy ZE e 22 55 — (# $ 8 B 0 - rp B HE I B B30 o /Y 55 — (W P e iz
B% AL 22 Ay 1% — (8 2P e R R - T 8 # & 5 CH28Y f 12 — ([ 2 WLl B8 ZEfth &2
TTHEEE - FEAE TS8R B B T R 0 SR P B 2 0 BE RS B A S ] IR

[0089) WA ATF @ #isE "Fab, GisGSEMENIMBEL -
HC B R 3y B R RS R 2 B — Y — (I AL T e B — ([ R BRI R R -

[0090]) #ASCRTA - fiosE B8, GIETMIRGEZN - BRES
ZIKEEY) - RN HERFESE G R BRI —8y » HAt e #E
(VH) ~ R EE] (CH1) ~- EfNEE2 (CH2) K EH#ER EE3 (CH3)HE
Pl o BRSP4 R T RSB RE B o B2 E IS AT - SIS
B R E & B BB P AV AR ] A B A - il 40a (alpha) ~ & (delta) ~ €
(epsilon) ~ y (gamma) feu (mu) » Ko HIEAEHTAEHVIgA ~ IgD ~ IgE ~ 1gG
FlgMEH] - B #EIgGREsd - fa0lgGl ~ [gG2 ~ 1gG3 felgG4 - B i fr A
BE P YA LR R e R ERD - AF—SeRe - A N E G -
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[0091]) 4ASCRTA > flosE " 86, RIBTIRE S Z - PIREE
ZIREEY) - URNREDIRGS &R BRI —al 7y - 5B A i i g o] 2 &
(VL) ke 8 g AR 72 B (CL)RE B - LAY 51 RS M W RS K I R EE SR 1l © 2
S hUAe E RN - RS v 48 B 70 1A & g B B P A Y AR ] A [E R AT - il
k (kappa)B(1 (lambda)  ¥EH8E Bz ELBL Fr VAL EIE R H ER © AE—EEREHR
o S Ry N FRESHE -

[0092] ffosE " k& ) PR EHPURE & R B fs 1 B A B 51
AT W A B AR AR PUAG ERH TUR S & B o SRAUHY g B R
Z AT B & B HY AR B — (ErE AL (BN~ KRB - RF)ZBH
TR N - A RENITRERETNRG R RZ0ZE > MEEE
AR s — VIR B AN Z R UG G R BREYFPIELR L ¢
FERVIRE T 5 [ 3% R S HE -

[0093] ffrsE " AFRAE ) FBE IR &E & R B (R dE I AR (B0 B
B iR ES e R BRPA  HEEH &/NNIEAHBIAEE) 7789 %
EREHREGHE - o RIREAECHER B - 3 - BRI
R&EGhREBEMNBERERED » HPKE LA ERE(CDR) ZIRELAKE
FENFBYIRE(BIAI/ NG ~ KB~ R~ BR)ZEAFEREM - N TI KEE
JIRICDR 2 382 E F #a(JonesZE A, Nature 321:522-525 (1986) ; Riechmann
% A, Nature 332:323-327 (1988) ; VerhoeyenZ A, Science 239:1534-
1536 (1988)) - fE—dEfEH T » A RENREHR ZFvIBREFR)EELK
HIEANEYE BAMER RN - RN RET ZIReER B Y ER
HEE#H - NBERRENRG SR Bl I AFvig A& o K/ E
2 IR N EL N 2 LA E A — 5 (26 - DIgUE H i (EHiAe st
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JRéE & R BRBVFF 20 ~ B R/EEET] - — i S > ALt st
FéEER EREEEAR EaE a8 » /0 —(F# 5 58 F(E 2 = ([ =]
B ZHFABEEAHBIEANERERESHIE S 2 AR E 2 CDR
& MEEEEA E2EAYFRE & NERRERED LT RFHIAFRE - A
BUEBE R H RS & R BN e & R & (A 5 AR EIkEH 2
HEBWNEDL—H7 - HRNEE NREDE 2 T AE U C A B =
B2 §1]5,225,539 ; Roguska®i A, Proc. Natl. Acad. Sci., USA, 91(3):969-
973 (1994) &zRoguska® A, Protein Eng. 9(10):895-904 (1996) o

[0094]) WASCATA - figsg " NE iR SHTIFEE SR RESHE
ARBFEN N R ERECERNE AR HTIRERE SR B
Ho AR LR & R BRI TE BT R B AL SR R lo Bifeg - AR
RN ENRE R R ERAFE BN RV RER B -

[0095) ' vk, MUK - ZIREEY -~ e - HIR&E G R B -
FRHN - SREE T A ERAREHENE AR TN - ZIRE
ey~ ik~ HilR&Eah B - BERHEE - St siE T 4HE - ol
Ik~ ZIKEEY - bl ~ KRS &R B BERHEEE - St =E T8
RO — R E FAEEY) - HIMERPAABEE AR FEENE
I oo AE— T - DEERVEIK - ZINEEY) -~ e - HPUFE&EER B
TZEE - BEEE THEEAR E AT o AT T AR R
HIEM B R 2D S0%GIREN - A E&TFHY)) » FlmE/Do0%4 ~ £/095%
&~ 2/098%AE 2/ D99%4] -

[0096]) flochk " 20Kk~ "Rk, K T EEE ) A A A AR
FEEMRE AT EY) BEYH B Y - Hoaa & EEaf
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Z R EN - HH ORI IR AR - sZilTsE /N & C R A B e T
TRIZEh < Fe BB E Y PSR B R ~ BEEA(E - BleE b - JBR(b -
B AL - SR ] KAt At s o - SR B &S - 2 E RN INETED
e A R RN < — B Y (B FE G40 JE R A B B e %5 ) DL R R TR Bl
T ER Z HAEERRY 20K - JERRAE - mRAEHZ ZIRGERTRE - Hib
fE—EEE AR - K] DL B 4r & YD 2 AL -

[0097]) R BEEE MR (B4 " B¢, ) ER M B RS EF
Z—F  WEHERHEMHESG - WA » AE®EE " —(a/an) y HIEHE
[ Fr i BT FI4H 7 Y T —EEHE -

[0098]) WASCFTH - flasd " K/B ) METR Bl i st fag o W R 5 2 e
BEEH D T 2B —F  FAERAFESZ—F - WL AXFHED T AR/

B, ZReEFATAMosE " R/E, BACERE TARB,TAEB CTA ) (B

B "By (HEE) - FE W TACBR/EC, ZREBRAA I
" R/E BEHUREML TREFT 25 —F T A-BRC: A-BC AKC
AE(B ; BE(C; ARC; AXB:BKC: A(EX): B(EE): &kC(EXE) -

[0099] JEMRfR - BEA T EHES "E8a . ' BAH ) SEMUE
SRR - INR S EilrRE T e SHER ) R/ AR B 4H
Rl I 2 AR RE AR -

[0100) WASCHTA - flrsg ' 49 548 —(EME B08H AL — A Rl &
FITHEE 7€ B E B BRAR B < AT 852 Z BR 7= d [B A » 8% oo 72 0 (B s B0 o st U R
A 40 4e] & RN ECHN E 3% BB » JRED » EM A% 2 FHIRME - BAImE
T& ) RSB IER T 2ES  AEVEE S EREEEN - B
T4 TR E Z10%E20%HY# E(JRE > £10%5+20%) < 241 F

il
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&J3 mgH[EFE2.7 mghi3.3 mg 25 (10%)E2.4 mgki3.6 mg 2 [E(20%)HY
EATEAE - AL FERDRAEY RS TEME @ it T EE 22 —HEE
BERE—EEAEZLSE - & HEEE KB & B 3R E B 2
I > BRIESS A - BRI "8y 2 EERIERE &R E B SR 2 7T #
AR E N -

[0101]) WASCATHL - BRIEFHIMED - TRMEMBUEEE - REH
~ oy PR EE ~ bh A i [ R T [ P R R B P B A 2 AT
BEREEHERDHESBEOEE 2 —RE52—) -

[0102]) FRIESSMESE » BRIASCFTHZ FTA Rt R BHE2 B9 B
HEARZIAMEMEN . — R irE AT mERER &% - BOME
the Concise Dictionary of Biomedicine and Molecular Biology, Juo, Pei-
Show, Z24%, 2002, CRC Press ; The Dictionary of Cell and Molecular
Biology, Z5KR, 2013, Academic Press; fthe Oxford Dictionary Of
Biochemistry And Molecular Biology 2006, Oxford University Press > [A]
FE IR o E R AR S IR R A A 2 B S M SR Y 2 A B R o

[0103] EEfir - AUSR K 7 9% DA B PR B i (Systéme International
de Unites ; SH##Z LA RT - MEHECIEREZHE BT - AR
i BRI AR PR A S~ B AHRRRR - M2 T AE4EEE L2 BEAE -
bt KT E R Z MBI EE S RBERHEE -

[0104] HFEEBEE—FFFMNALITEHF -
TIRGEEZMR IR E S ZUEEY

[0105] fi—tufBiEd » AFPGHNEAELEERBTEMIRS

BE RIS & ZIEEY) -

W
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BERERE

[0106] ff—dbfefedr - AEHEBANAAHVLI-VL2-VH2-VHI
B(VHI-VH2-VL2-VLIR R Z E&BNMRE S 2R RNEEEZRES
V) o E—SRRAE T > PUREE DR E & 2 IE SR SRt 2 &5
EERHVE A W @i e A AR ERE T - £ —88ET > RESE
SR REE S ZREEY TR — S ZfFclE - CHI&CLE B H{E
g & - E—ERRRT > RGeS EEY RTEHTFEERE

[0107]) ARt PR & 20K RiR & & 2 IE & YR 24
EZFHIVEL - EERENEs 2 —NFBHIVES RFRE1EE EM
FEHIVEH ER—2 i FAE L - fF—SHReEd - HIVEGZEE ML
TR ZRE  HIVEEEH - HIVERES - HIVISGEE 5 HIVETE) &
5 o fE—EsfEfEd > HIVEEE S AHIVEEREE S (Env) ~ HIVEFEEEE
Hegpl60 ~ HIVEL R R A B & Hgpl20SKHIVES B LA & Hegpdl - f£— 5
REBE T > HIVERE R &pl7 ~ p24 ~ p72p5s » L — /G T > HIVIJAE
#E H Rp66 ~ HIV-1E 5 g(PR)=p31 - f£ —EEREH 0 - HIVEBIE B &
Nef ~ Tat ~ Rev ~ Vif ~ Vpr&;Vpu o

[0108] fE—E@ixd » AFHIMFEEGESHEARU N ERZ
&t K& : VL1-VL2-VH2-VHI1 ; VH1-VH2-VL2-VLI1 ; VL1-L1-VL2-L2-
VH2-L3-VHI1 ; 8(VHI1-L1-VH2-L2-VL2-L3-VL1 ; H 5 VL1 & 4%F £ 4 45
EEHIVEO ZE —RERELKHEJEE ) VL2EFRESGEG S 2HIVE
HZH _REKREHKENSE S VHIIRRENEEEHIVESZSE —%
EHREOEH#HTEE VIR BHFREMES2HIVER X E _ REKEHE
pEW S AL~ L2 L3R ARG E R+ -
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[0109) fE—EREET > ARHIMEESZMNEEHIFE
AR 2K Pz s— 2 E AR TRoR 24 © VL1-VL2-VH2-
VHI1 : VHI-VH2-VL2-VLI ; VL1-L1-VL2-L2-VH2-L3-VHIl :  ={VHI-
L1-VH2-L2-VL2-L3-VL1 : K Z s LA F BT RN Z &M -
VL1-VL2-VH2-VH1 : VHI-VH2-VL2-VL1 : VL1-L1-VL2-L2-VH2-L3-
VHI1 : B{VHI-L1-VH2-L2-VL2-L3-VL1 ; H VL1 A Hf &M 4 & £HIV
EOZF - REREQK#EITEE  VL2ERFEMEGEHIVER Z5F =
REREOKEAERE - VHI ARFEEGSGEHIVER 25— REIRED
EEAEE VIRBBEEMSESEHIVELS 25 - Ry E [0 & i 0 &
& HLI -~ L2 R L3 GRe AR BT -

[0110) fE—&REET > ARHIMEGESZHMEAHRUATRRZ
4E# 1 VL1-VL2-VH2-VHI-Fc ; VHI-VH2-VL2-VL1-Fc ;: VL1-L1-VL2-
L2-VH2-L3-VHI-Fc ; VHI-L1-VH2-L2-VL2-L3-VL1-F¢ ; VL1-L1-
VL2-L2-VH2-L3-VH1-L4-F¢;  =¢VHI1-L1-VH2-L2-VL2-L3-VL1-L4-
Fo ! HpVLIARREEGEEEHIVER 2B — R EREOEE T EE
VL2 R RMEEEHIVEO 25 R RREQKEZ2E » VHIBFR
MEEEHIVEG 2B - REREOEETEE  VIRBFENEEE
HIVEH ZE _RERENEH#ZEE  FohE & RERED HE#l R EE
2 (CH2) ~ ERRECEMIE T E3 (CH3) A E W FEL 2 BE ek E [ 858
Ayl - HL1 ~ L2 ~ L3R L4 Bl BB B 5% 1 -

(0111]) fE—EREET > ARHINEESZUNEEEESTFE
AR 2K Pz s— 2 E AR TRoR 24 © VL1-VL2-VH2-

VHI1-Fc ; VH1-VH2-VL2-VLI1-F¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-Fc ;
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VH1-L1-VH2-L2-VL2-L3-VL1-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-
Fc 5 8(VH1-L1-VH2-L2-VL2-L3-VL1-L4-Fc; HFZE Sk EAH LA
THERZ4ERE © Fe s VL1-VL2-VH2-VHI1-F¢ ; VHI-VH2-VL2-VL1-Fc¢ ;
VL1-L1-VL2-L2-VH2-L3-VHI1-Fc¢ ; VH1-L1-VH2-L2-VL2-L3-VLI-
Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-F¢:  B{VHI1-L1-VH2-L2-VL2-
L3-VL1-L4-Fc; HP VLI BFFEMEGE S EHIVELD L E— R BRKEOK
H A B VL2 R EMEEEHIVED 25 REREOKHE A & E
VHI 5 RUEEE2HIVER X F—REREDE#H & ) VH2EFR
MEESE2HIVERD 2 F _REREQE#EE  FchEanEREQE
#AEW2 (CH2) ~ REkEL E i EE3 (CH3) KR IBENFL 2 RIEEK
EOHEAIEE  HL1 ~ L2 ~ L3R L4 R B fL i+ o

[0112]) fE—SEmeid » AEHIHIFEESZIEAHUTNTRTZ
4t B¢ : VL1-VL2-VH2-VHI-CHI-CL ; VH1-VH2-VL2-VL1-CHI-CL ;
VL1-VL2-VH2-VHI1-CL-CHI1 ; VH1-VH2-VL2-VL1-CL-CHI ; VLI1-L1-
VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL ;: VHI-L1-VH2-L2-VL2-L3-VLI1-
L4-CHI-L5-CL ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CHI ; =
VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1 ; H VLI B4 BME:4E S
FHIVEOZF— R EREQKHEHJEE 0 VL2EFREMSE S £HIVED
ZHE_RBEREOKBEITEE ) VHIBRFREESSEHIVER ZF—R%
REOE#]EE  VIREHFEMESEHIVED L6 __RERE - Hi#
o8& CHI BrEikEOHEEEERE] » CLEREIKE O &N E &
HL1~L2~ L3~ L4RLSERg A ER+ -

(0113 fE—sehepeh » AR RS ESRESYEEE
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AR 2K Pz s— 2 E AR TRoR 24 © VL1-VL2-VH2-
VHI-CH1 : VH1-VH2-VL2-VL1-CHI : VL1-VL2-VH2-VH1-CL ; VHI-
VH2-VL2-VL1-CL ; VL1-VL2-VH2-VH1-CHI-CL : VH1-VH2-VL2-
VL1-CH1-CL : VL1-VL2-VH2-VHI-CL-CH1 ; VH1-VH2-VL2-VL1-CL-
CH1 : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1 : VH1-L1-VH2-L2-VL2-
L3-VL1-L4-CH1 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL : VHI-L1-
VH2-L2-VL2-L3-VL1-L4-CL : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-
L5-CL : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL : VL1-L1-VL2-
L2-VH2-L3-VH1-L4-CL-L5-CH1 ;  ={VHI-L1-VH2-L2-VL2-L3-VL1-
L4-CL-L5-CH1 : H o @ZzH Z X EFMI T RRZ&GH# © VL1-VL2-
VH2-VHI-CHI : VL1-VL2-VH2-VH1-CHI : VH1-VH2-VL2-VL1-
CH1 : VL1-VL2-VH2-VHI-CL : VH1-VH2-VL2-VLI-CL : VL1-VL2-
VH2-VHI-CHI-CL : VH1-VH2-VL2-VL1-CH1-CL : VL1-VL2-VH2-
VH1-CL-CH1 ; VH1-VH2-VL2-VL1-CL-CHI1 ; VL1-L1-VL2-L2-VH2-
L3-VH1-L4-CH1 : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CHI : VL1-L1-
VL2-L2-VH2-L3-VH1-L4-CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL :
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL : VH1-L1-VH2-L2-VL2-
L3-VL1-L4-CH1-L5-CL ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-
CH1 : 5¢VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1 ; H VL1 5 4§
REMEeEHIVE 2B - REREOKETEE  VI2AEREEGEE
HIVER 25 " REREQEEZE  VHIBFEEESEHIVET Z
—REHREEH#EE  VIRBREUGE S EHIVES 25 K
ENEEER  CHI AREIRENEHEEERE] - CLARRIEHEHE
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WEE » HL1 ~ L2 ~ L3 ~ L4 R LS Ry la BB E R 1 -

(0114] 7E— B85 - A 809 2 HUIRAE & % ik SLAT i A T R 2
4K : VL1-VL2-VH2-VH1-CH1-CL-Fc¢ ; VH1-VH2-VL2-VL1-CHI-CL-
Fc: VLI-VL2-VH2-VHI-CL-CHI1-Fc¢ ; VH1-VH2-VL2-VL1-CL-CHI1-
Fc: VLI-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-Fc ; VH1-L1-VH2-
L2-VL2-L3-VL1-L4-CH1-L5-CL-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI-
L4-CL-L5-CHI1-Fe¢ ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-
Fc: VLI-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-L6-Fc ; VHI-L1-
VH2-L2-VL2-L3-VL1-L4-CHI-L5-CL-L6-F¢ ; VLI-L1-VL2-L2-VH2-
L3-VH1-L4-CL-L5-CH1-L6-Fc; B¢VHI-L1-VH2-L2-VL2-L3-VL1-L4-
CL-LS-CH1-L6-Fo ; $Lif VL1 B# RIS S EHIVES 2 5 — R EHRES
SR E VL2 AR RN G SHIVE S 2§ = G E G
& VHIBRH RIS S EHIVES 28— S EOEMTZE VA
FRIESEHIVES 2§ SR REOBEHRTHE  CHIBRERED
HHEER]  CLEGRENEOMANEE  FobEa RaNES HHE
EW2 (CH2) ~ GIEHE S BMEEES (CHY) R CERE
EETESL 0 AL1 - L2 - L3~ L4 LSRLOBBR M T -

(0115] #E—ssgd  ARHIMRE S SHELNEEE S
AR S P S — S AT F R 245 ¢ VL1-VL2-VH-

VHI1-CHI-Fc¢ ; VHI-VH2-VL2-VL1-CHI-Fc ; VL1-VL2-VH2-VHI-CL-

oT

Fc¢ ; VHI-VH2-VL2-VL1-CL-Fc¢ ; VL1-VL2-VH2-VHI1-CHI1-CL-Fc ;
VH1-VH2-VL2-VLI1-CH1-CL-Fe¢ ; VL1-VL2-VH2-VHI1-CL-CHI1-Fc ;

VH1-VH2-VL2-VLI-CL-CHI-Fe¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-
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CHI-Fc¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ; VL1-L1-VL2-L2-
VH2-L3-VHI1-L4-CL-Fc ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL-Fc¢ ; VHI1-L1-VH2-L2-
VL2-L3-VLI1-L4-CHI-L5-CL-Fc¢ ; VLI-L1-VL2-L2-VH2-L3-VHI1-L4-
CL-L5-CHI1-Fc ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL-L5-CHI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-Fc¢ ; VHI-L1-VH2-L2-VL2-
L3-VL1-L4-CHI1-L5-Fc; VLI-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-

Fc¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-Fc ; VL1-L1-VL2-L2-
VH2-L3-VHI1-L4-CH1-L5-CL-L6-Fc ; VH1-L1-VH2-L2-VL2-L3-VLI-
L4-CHI-L5-CL-L6-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CHI-
L6-Fc; B¢ VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-L6-Fc ; X
ZE _ZRNEARAMMU TR R ZEERE - Fo s VL1-VL2-VH2-VHI1-CHI1-Fc ;
VH1-VH2-VL2-VLI1-CHI1-Fc ; VL1-VL2-VH2-VHI1-CL-Fc ; VHI1-VH2-
VL2-VL1-CL-Fc¢; VL1-VL2-VH2-VHI-CHI1-CL-F¢ ; VHI-VH2-VL2-
VL1-CHI-CL-Fc ; VL1-VL2-VH2-VHI1-CL-CHI1-Fc ; VHI1-VH2-VL2-
VL1-CL-CHI1-Fc ; VLI1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI-Fc¢ ; VHI-
L1-VH2-L2-VL2-L3-VL1-L4-CH1-Fc : VL1-L1-VL2-L2-VH2-L3-VHI-
L4-CL-Fc ; VHI-L1-VH2-L2-VL2-L3-VLI1-L4-CL-Fc¢ ; VL1-L1-VL2-
L2-VH2-L3-VHI1-L4-CH1-L5-CL-Fc¢ ; VHI1-L1-VH2-L2-VL2-L3-VLI-
L4-CHI-L5-CL-Fc ; VLI-L1-VL2-L2-VH2-L3-VHI-L4-CL-L5-CHI1-

Fe¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc¢; VLI1-L1-VL2-
L2-VH2-L3-VHI1-L4-CH1-L5-Fc ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-

CHI-L5-Fc ; VL1-L1-VL2-L2-VH2-L3-VHI-L4-CL-L5-Fc; VHI-LI-
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VH2-L2-VL2-L3-VL1-L4-CL-L5-Fc : VL1-L1-VL2-L2-VH2-L3-VH1-
L4-CH1-L5-CL-L6-Fc : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-
L6-Fc : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CHI1-L6-Fc : B{VHI-
L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc ; H fiVL1 A 4 & M 45
GEHIVEQZS - REREQKEZEE - VL2 RS SEHIVE
HZR _REREOKEANERE  VHIAFREMEESEHIVET ZE %
EREOE#ETERE S VIRAFEMESEHIVEGZ B _REIREOE
U EE  CHI R RIREHHEEEEE] - CLBREIREREHEE
& FehBUaREREOEEEEE2 (CH2) » %ERKEDHENEES3
(CH3) R BB R AFAE < R ERE S AT &g - HL1 ~ L2 L3~ L4~ L5
Je L6 Ry B BRI T -

[o116] fE—EREET > ARHIMEGESIUNEEHEFE
AR 2K Pz s— 2 E AR TRoR 24 © VL1-VL2-VH2-
VHI : VH1-VH2-VL2-VL1 ; VL1-L1-VL2-L2-VH2-L3-VHI : VHI-LI1-
VH2-L2-VL2-L3-VL1 : VL1-VL2-VH2-VH1-Fc¢ : VH1-VH2-VL2-VL1-
Fc: VL1-L1-VL2-L2-VH2-L3-VH1-Fc ; VHI-L1-VH2-L2-VL2-L3-
VL1-Fc; VL1-L1-VL2-L2-VH2-L3-VH1-L4-F¢ ; VH1-L1-VH2-L2-
VL2-L3-VL1-L4-Fc ; VL1-VL2-VH2-VH1-CH1 ; VH1-VH2-VL2-VL1-
CH1 : VL1-VL2-VH2-VHI-CL : VH1-VH2-VL2-VLI-CL : VL1-VL2-
VH2-VHI-CHI-CL : VH1-VH2-VL2-VL1-CH1-CL : VL1-VL2-VH2-
VH1-CL-CH1 ; VHI-VH2-VL2-VL1-CL-CH1 ; VL1-L1-VL2-L2-VH2-
L3-VH1-L4-CH1 : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CHI : VL1-L1-

VL2-L2-VH2-L3-VHI1-L4-CL ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL ;
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VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL ; VHI-L1-VH2-L2-VL2-
L3-VL1-L4-CH1-L5-CL : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-
CH1 ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1 ; VL1-VL2-VH2-
VHI1-CH1-Fc ;: VHI-VH2-VL2-VL1-CH1-Fc¢ ; VL1-VL2-VH2-VH1-CL-
Fc ; VH1-VH2-VL2-VL1-CL-F¢ : VL1-VL2-VH2-VH1-CH1-CL-Fc¢ ;
VHI1-VH2-VL2-VL1-CH1-CL-Fc¢ ; VL1-VL2-VH2-VH1-CL-CHI1-Fc ;
VHI1-VH2-VL2-VL1-CL-CH1-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI-L4-
CH1-Fc : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1-F¢ ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CL-F¢ ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-F¢ : VH1-L1-VH2-L2-
VL2-L3-VL1-L4-CH1-L5-CL-F¢ : VL1-L1-VL2-L2-VH2-L3-VH]1-L4-
CL-L5-CHI1-Fc¢ ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CHI1-L5-Fc ;: VHI-L1-VH2-L2-VL2-
L3-VL1-L4-CH1-L5-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-

Fc : VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-F¢ ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CH1-L5-CL-L6-Fc¢ : VH1-L1-VH2-L2-VL2-L3-VLI-
L4-CH1-L5-CL-L6-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CH1-
L6-Fc ; 3 VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-F¢c ; H
ZE_ZINEABU TR~ 2R - VLI-VL2-VH2-VHI ; VH1-VH2-
VL2-VLI1 : VL1-L1-VL2-L2-VH2-L3-VH]1 ; VH1-L1-VH2-L2-VL2-L3-
VL1 : VL1-VL2-VH2-VHI1-F¢ ; VH1-VH2-VL2-VL1-Fc¢ ; VL1-L1-VL2-
L2-VH2-L3-VHI-Fc¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-Fc¢ ; VL1-L1-

VL2-L2-VH2-L3-VHI1-L4-Fc ; VH1-L1-VH2-L2-VL2-L3-VLI1-L4-Fc ;
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VL1-VL2-VH2-VHI-CHI1 ; VHI-VH2-VL2-VL1-CHI1 ; VL1-VL2-VH2-
VHI1-CL ; VH1-VH2-VL2-VLI-CL ; VL1-VL2-VH2-VHI1-CHI1-CL ;
VH1-VH2-VL2-VLI1-CHI1-CL ; VL1-VL2-VH2-VHI-CL-CHI ; VHI-
VH2-VL2-VLI-CL-CHI ; VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI :
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1 ; VL1-L1-VL2-L2-VH2-L3-
VH1-L4-CL ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL ; VL1-L1-VL2-L2-
VH2-L3-VHI1-L4-CH1-L5-CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CHI-
L5-CL ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1 ; VHI-L1-VH2-
L2-VL2-L3-VL1-L4-CL-L5-CHI1 ; VL1-VL2-VH2-VHI-CHI1-Fc : VHI-
VH2-VL2-VLI-CHI1-Fc ; VL1-VL2-VH2-VHI1-CL-Fc ; VHI-VH2-VL2-
VL1-CL-Fc¢ ; VL1-VL2-VH2-VHI1-CHI1-CL-Fc¢ ; VHI-VH2-VL2-VLI1-
CHI-CL-Fc ; VL1-VL2-VH2-VHI1-CL-CHI1-Fc ; VH1-VH2-VL2-VLI-
CL-CHI1-Fc; VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI-Fc ; VHI-LI-
VH2-L2-VL2-L3-VL1-L4-CHI1-Fc: VL1-L1-VL2-L2-VH2-L3-VHI-L4-
CL-Fc ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc¢ ; VL1-L1-VL2-L2-
VH2-L3-VHI1-L4-CH1-L5-CL-Fc ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-
CHI-L5-CL-Fc ; VLI-L1-VL2-L2-VH2-L3-VHI-L4-CL-L5-CHI1-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-Fc: VL1-L1-VL2-L2-
VH2-L3-VHI1-L4-CH1-L5-Fc ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CHI-
L5-Fc: VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fc; VHI-L1-VH2-
L2-VL2-L3-VL1-L4-CL-L5-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-
CHI-L5-CL-L6-Fc ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL-L6-

Fc; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CH1-L6-Fc ; B VHI-LI1-
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VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc ; H VLI B R &E S E
HIVEH 2B —EREQKEITERE  VL2RFEUGESEHIVER Z
FBoREEREOKEHEIERE - VHIBFENEESEHIVELD 28— EER
EORE#ENZEE ) VI2ARENG G EHIVEL 25 R RKEL =il 1]
2 CHIBREREAE#EEE] © CLEREREAKHEEER ; Fe
HEEREIREEREEERE2 (CH2) » RRKEHEBHNEES (CH3) K
BB AL < B R EE 0 Sy & - HL1 ~ L2~ L3 ~ L4 ~ LSk L6 B fig
ERE T

(0117) fEHEAMMRERET > AEHAENR — RS G 2R S
EZEEY » Ha& B AHVLI-VL2-VH2-VHI 5 VHI-VH2-VL2-VLI1
FonZER O EAMEFCEN PR - f£—EEERT > PURGEEZ DR
SR EEVEEEARU TR ZEHMAZ AL ¢ VL1I-VL2-VH2-
VHI1-Fe-Fe ; VH1-VH2-VL2-VL1-Fe-Fe ; VL1-L1-VL2-L2-VH2-L3-
VHI1-Fe-Fe ; VH1-L1-VH2-L2-VL2-L3-VL1-Fe-Fc 3 VL1-L1-VL2-L2-
VH2-L3-VH1-L4-Fc-Fe¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-Fc-Fc ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-Fc-L5-Fc ; B{VHI1-L1-VH2-L2-VL2-
L3-VL1-L4-Fc-L5-Fc ;i HF VLI B EMEE S EHIVER 25— REEK
EOEHEITEE - VL2RFREMEG EHIVED 25 R ERKEQ K E ]
2% VHI AR EUGEEGEHIVER ZF— REREG HH#E & © VH2
B RMEGEGEHIVEO 2B _ RRIREOEHEITEE - Fe B REER
EOE#EEERE2 (CH2) » REKEOE#EEEES (CH3) LEERFLEL
RIEIREB AL 0 HL1 ~ L2 ~ L3 ~ LAKRLS Rl B RRE# 1 -

(0118) fEHAMMRERET > AEHAEN — RS G 2RSS
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S ESY) > a4 EAMmVL1-VL2-VH2-VHIZ VH1-VH2-VL2-VLI
TG EARA —SRECHIEM L AL - fE—EET - PURGEEZ I
HIMAGEEZNECYESEAMUTRRZGEHENZAL - VL1-VL2-
VH2-VHI-CH3 ; VH1-VH2-VL2-VL1-CH3 ; VL1-L1-VL2-L2-VH2-L3-
VHI1-CH3 ; VH1-L1-VH2-L2-VL2-L3-VL1-CH3 ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CH3 ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH3 ; VLI-
VL2-VH2-VH1-CH3-CH3 ; VH1-VH2-VL2-VL1-CH3-CH3 ; VL1-L1-
VL2-L2-VH2-L3-VH1-CH3-CH3 ; VH1-L1-VH2-L2-VL2-L3-VL1-CH3-
CH3 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH3-CH3 : VHI-L1-VH2-L2-
VL2-L3-VL1-L4-CH3-CH3 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH3-
L5-CH3 : 5{VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH3-L5-CH3 ; H VLI
EREMGECEHIVEO ZF —REREOKE T EE 5 VL2 B EME

FHIVEA ZFE _REREOKEITEE ; VHI AFENE S EHIVE
A8 —pEREOEETEE ) VIR B ENESZHIVEA ZE
EREHEREZSE  CH3hREKESE# N E®3 7 ALL -~ 12~ L3 >
L4 K2 LS Fo W B B v 3+ -

[0119]) FEAFH I MREEZNENMFREE I INEGY 2 —%kiE
k> VHIEVH2E 58 4% §PGT121 ~ VRCO1 ~ 10E8v4EPG 163y &
SN HEREBEFHITEE T —SEHFEF > VLIRVL2EHEEKH
PGTI121 »~ VRCOI ~ 10E8v4E\PG164i 88 s H 8 R BB A E i u] B & £ —

IF"

EfEd » VHIEVH2E B8-S 5PGT121 - VRCO1 -~ 10E8v4E(PG16
priss S RENEH TS E > AVLIKVL2E HE &K HPGTI121 -
VRCO1 ~ 10E8v48(PG16¥imeal 58 B A AR g ] 88 & o
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[0120] fE—i@EET  FESEESZNEETREEZINEEY
ZR B ECD4bsy BE s R AL AIVHR VLT ] » 2 E e 8
VRCOI + VRCO3 ~ 3BNC117 ~ N6 ~ N49P7 ~ 3BNC60 - VRC-PG04 ~
VRC-PG20 ~ NIH45-46 ~ VRC-CH31 ~ 12A12 ~ CH103 ~ 8ANC131 -
VRCI13 % VRC16 o

[0121] fE—iefBiEd » AFHIMRESLNETIRE S RE
&2 VHI F VH2 & A& HISEQ ID NO:20-23 % 2 (F—HEH % /190%
— B M~ B2/095% B S 100% — B RE R IR A o fE—ShREE T
VL1 EVL2& 58 & #ISEQ ID NO:24-27F 2 {F—F B H £ /090%— 5
M~ 2095%—EEE100% — I R TR T - fE—EBEF - A%
HMFEGEZNHMEEGZNESY 2 VH]I K VH2 % 58 & FSEQ
ID NO:20-23FF Y (F—FEEHFHEZ/DI0%—B M ~ £/095%—E45100%—
BB E L FF 0 HVLIR VL2 & HEEZBSEQ ID NO:24-27H 2 {f—
EHEAE/DIO%—FM: - £/D95%—F M 100% — B MY BB BE R 5] o

[0122] fE—iefEfEd » AFHIMRESLNETIRE S RE
&Y VHI EVH2 £ 884 EAHSEQ ID NO:60 ~ 63 ~ 66 %69~ {T—
EHEHEDI%—F M ~ £/095%— B MEE100%— B 6 I BB 51 Y
CDR1 ; EHHBISEQ ID NO:61 ~ 64 ~ 67 % 70H 2 (F—F HAH £ /1090%—
BME ~ 2/095%—E0 M EI100% — EOM Y B Bx B Fr 5IRYCDR2 5 e B B
SEQ ID NO:62 ~ 65~ 68R7T1H T F—FEEHE/LI0%—2M: -~ £/095%
— B E100% —E M AY e ELBE P FIIHYCDR3 5 R/ECVLI R VL2 & HE &
HABISEQ ID NO:72 ~ 75 ~ 18 K81 F 2 E—FHAF £ /DI0%—EM: - &

195%— B 1 2100% — 21 By B A& % 7 51 HYCDR1 ;. B 7 BISEQ ID
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NO:73 ~ 76 ~ 1982 ZE—FEH AR /VI0%—E 1 - /D 95%—FHEE
100%— B0 LB FE %1l CDR2 5 & EABISEQ ID NO:74 ~ 77 ~ 80 %
83 L E—FEAFEDI0%—EKM - £/D95%—EMEE100%— E LAY f
LS P 5IHYCDR3 -
=R

[0123] fE—sbREEH - KEHEAGRN -GS S ZIE S V(B
WHEHPIFESE &R &) HAa& B A MVL1-VL2-VH2-VHIE(VHI-
VH2-VL2-VL1 TR Z &MY 56 — 2 I Kk B A VL3-VH3E(VH3-VL3 2 45
MERYE 2K - AE— BT - ABPAGHN—ERREEZINEEY -
HAa4&HEAHVLI-VL2-VH2-VH1E VH1-VH2-VL2-VL1 %R~ 45 RS A 55
— %k BAMVL3R R ZERIE L0 0 REAMVHIERTR Z&EHY
F=F0K - AL —ELREET - HRE G L IE GRSt 2 SR R EY
EAHEE S e A REREE T - £ —EEE T HREEZIES
Yy&AFcl& ~ CHI&E ~ CLESHAEFMG - fi—HEBET » HFEEES
EEY B RETREE R B -

[0124]) ASCPrift 2 iR 4s & M RIURAE G 2 IE ST R4
G EHIVER - hEFEFEEESE - BHIVED RFREEES 2H
EHIVEL F— S @G ERERE - £ — B+ > HIVEQZEH H U
T4Hpk B HIVEEES - HIVEEE D - HIVYj g & 5 S HIVEi B &
A - ff—LEEET > HIVEEE O BHIVEEREE 9 (Env) ~ HIVEEREE
Hepl60 ~ HIVE AR E fEE Hepl 20 KHIVES I B IH & Hegpa! - f£—LE
etk > HIVESEEH Rpl7 » p24 ~ p7Eipss o fE—5EREH T > HIVIIREE

#EH Ap66 ~ HIV-1E B E§(PR)E(p31 - fE—EEHE T > HIVEIEIEB &
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Nef ~ Tat ~ Rev ~ Vif ~ Vpr& Vpu o

[0125] FE—E@ET » KEFGHEN —HBEas -2 EkE %
RV REESE &2 REEY BT ZE—ZRERAHBU TRRZERE
VL1-VL2-VH2-VHI ; VHI-VH2-VL2-VL1 ; VL1-L1-VL2-L2-VH2-L3-
VHI ; 8 VHI-L1-VH2-L2-VL2-L3-VL1 ; 2% S ERAHUTE
SR 45 RE ¢ VL3-VH3 ; VH3-VL3 ; VL3-L4-VH3 ; 5 VH3-L4-VL3 ; H
FVLIBHREE S EHIVELS 2 F— R REQ KM #E | VL2
RUEEEHIVEL 2 F _REREOK#EEE VI3RS SR
HIVEA ZF = EREOQK#E T EE  VHI BFEMEGEHIVER 2

— K EOEHEE VIR BEEMEESEHIVEL 25 _REKR

EOE#EE S VIBRREUESEHIVEO Z S = RERED H#A
& HL1 ~ L2 ~ L3 LA G R BB E i+ o

[0126] fEHAMEEES » AFHGHN —HBEEEE-ZNRE X
MR E a2 REEY  HPZE—-FREAHU TR ZER
VL1-VL2-VH2-VHI1-Fc¢ ; VH1-VH2-VL2-VLI1-F¢ ; VL1-L1-VL2-L2-
VH2-L3-VHI-F¢ ; VH1-L1-VH2-L2-VL2-L3-VL1-Fc¢ ; VL1-L1-VL2-
L2-VH2-L3-VH1-L4-Fc ; {VH1-L1-VH2-L2-VL2-L3-VL1-L4-F¢ ; Hf
BB FERU TR R ZAERE © VL3-VH3-Fc ; VH3-VL3-Fc ; VL3-
L5-VH3-F¢ ; VH3-L5-VL3-Fc ; VL3-L5-VH3-L6-Fc ; E{VH3-L5-VL3-
L6-Fc; HPVLI B EMEG S EHIVED 26 — RIEKE QK #HE T &
& VI2RREMEGEHIVED 25 " REREOKHETEE 5 VL3G
FREEGEGRHIVES CF =R KEOKHE T EE - VHIBEENES
FHIVER 2S5 —REKREOHE#ETERE ; VIR BRHFREESES EHIVED

93 HEWHRE)

C250834PA docx

111136760 FEHESE A0202 1123022386-0



202325744

CECREREAE#EEE ) VIBAREME S EHIVER S =R%
KREOE#JEE FchadaBREqE#NEE2 (CH2) » REKE
DE#KEES (CH)RHEBAEL 2 REREOR#EIEE > AL -
L2 L3 L4 L5KL6BEMERST -

[0127] {EHAMEEF  AFHGHAN —EEE2E 2R EE_L
MR E a2 REEY s HbEZE—2SNEFAHUTRR 268 ¢
VL1-VL2-VH2-VH1-CHI1 ; VH1-VH2-VL2-VL1-CH1 ; VL1-VL2-VH2-
VHI-CL : VH1-VH2-VL2-VL1-CL ; VL1-VL2-VH2-VH1-CHI-CL :
VHI1-VH2-VL2-VL1-CHI-CL : VL1-VL2-VH2-VHI-CL-CH1 ; VHI-
VH2-VL2-VL1-CL-CH1 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH]1 ;
VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1 ; VL1-L1-VL2-L2-VH2-L3-
VHI1-L4-CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CH1-L5-CL ;: VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-
L5-CL ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1 ; = VHI-L1-
VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1 ; s 2 EAHU T HET
> 4 R : VL3-VH3-CHI ; VH3-VL3-CHI : VL3-VH3-CL : VH3-VL3-
CL : VL3-VH3-CH1-CL ; VH3-VL3-CHI-CL : VL3-VH3-CL-CH1 ;
VH3-VL3-CL-CH1 ; VL3-CL-VH3-CHI ;: VL3-CH1-VH3-CL ; VH3-
CH1-VL3-CL ; VH3-CL-VL3-CHI : VL3-L6-VH3-L7-CHI1 : VH3-L6-
VL3-L7-CHI ; VL3-L6-VH3-L7-CL ; VH3-L6-VL3-L7-CL ; VL3-L6-
VH3-L7-CH1-L8-CL ; VH3-L6-VL3-L7-CHI1-L8-CL ; VL3-L6-VH3-L7-
CL-L8-CHI : VH3-L6-VL3-L7-CL-L8-CH1 ; VL3-L6-CL-L7-VH3-L8§-

CHI ; VL3-L6-CHI1-L7-VH3-L8-CL ; VH3-L6-CHI1-L7-VL3-L8-CL ;
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VH3-L6-CL-L7-VL3-L8-CH1 : VL3-VH3-L6-CH1-CL ; VH3-VL3-L6-
CH1-CL ; VL3-VH3-L6-CL-CHI ; VH3-VL3-L6-CL-CH! : VL3-CL-L6-
VH3-CH1 : VL3-CH1-L6-VH3-CL : VH3-CH1-L6-VL3-CL :  B{VH3-
CL-L6-VL3-CH1 : EFVLIAFENEEEHIVER 2B —REREH
g EE D VL2 BN EME G EHIVEO 2 R KEQKHET
& VL3S REMEGEEHIVEG ZF = R AREQKHE I EE - VHI R
FRMEGEEHIVEG XS - RREFEMIEE  VH2ERFRESES
FHIVER 2B _REREODEH#TEE  VIBBRHFEMEESEHIVED
CEZRBEIREOEHEEE  CHIRREKEOE#HEEE] s CLA®
EREAK#ENER ;0 HL1 ~L2 L3~ L4 ~L5- L6 L7RL8A &I
BT o

[0128) fEHAMRERET > ARG —EEES - IUEEZ
RIVIRGEEZREEY) » HFZF M EFHUTRR ZEH
VL1-VL2-VH2-VH1-CHI-F¢ ;: VH1-VH2-VL2-VL1-CH1-Fc ;: VL1-VL2-
VH2-VHI-CL-Fc ; VHI-VH2-VL2-VL1-CL-Fc¢ : VL1-VL2-VH2-VHI-
CH1-CL-Fc¢ ; VH1-VH2-VL2-VL1-CH1-CL-Fc : VL1-VL2-VH2-VH1-
CL-CHI-Fc¢ : VH1-VH2-VL2-VL1-CL-CH1-Fc¢ : VL1-L1-VL2-L2-VH2-
L3-VH1-L4-CH1-Fc : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-Fc : VH1-L1-VH2-L2-VL2-L3-
VL1-L4-CL-Fc¢ : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-Foc ;
VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-Fc ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CL-L5-CH1-Fc : VH1-L1-VH2-L2-VL2-L3-VL1-L4-

CL-L5-CHI1-Fc¢ ; VLI-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-Fc ; VHI-
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L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-Fc; VLI-L1-VL2-L2-VH2-L3-
VH1-L4-CL-L5-Fc ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-L6-Fc ; VHI1-L1-VH2-
L2-VL2-L3-VL1-L4-CHI1-L5-CL-L6-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-
VH1-L4-CL-L5-CH1-L6-F¢ ; B¢{VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-
L5-CH1-L6-Fc: Hf gz “F R E A ML T RN Z4&# + VL3-VH3-
CHI-Fc¢ ; VH3-VL3-CHI-Fc¢ ; VL3-VH3-CL-Fc ; VH3-VL3-CL-Fc ;
VL3-VH3-CHI1-CL-Fc ; VH3-VL3-CHI1-CL-Fc¢ ; VL3-VH3-CL-CHI1-
Fc; VH3-VL3-CL-CHI1-Fc¢ ; VL3-CL-VH3-CHI-Fc¢ ; VL3-CH1-VH3-
CL-Fc ; VH3-CH1-VL3-CL-Fc¢ ; VH3-CL-VL3-CHI1-Fc ; VL3-L7-VH3-
L8-CHI-Fc¢ ; VH3-L7-VL3-L8-CHI1-Fc ; VL3-L7-VH3-L8-CL-Fc ; VH3-
L7-VL3-L8-CL-Fc ; VL3-L7-VH3-L8-CHI-L9-CL-Fc ; VH3-L7-VL3-
L8-CHI-L9-CL-Fc ; VL3-L7-VH3-L8-CL-L9-CHI-Fc ; VH3-L7-VL3-
L8-CL-L9-CHI1-Fc ; VL3-L7-CL-L8-VH3-L9-CHI1-Fc ; VL3-L7-CHI-
L8-VH3-L9-CL-Fc¢ ; VH3-L7-CHI-L8-VL3-L9-CL-Fc ; VH3-L7-CL-L8-
VL3-L9-CHI1-Fc ; VL3-L7-VH3-L8-CHI-L9-CL-L10-Fc ; VH3-L7-VL3-
L8-CHI-L9-CL-L10-Fc¢ ; VL3-L7-VH3-L8-CL-L9-CH1-L10-Fc ; VH3-
L7-VL3-L8-CL-L9-CHI-L10-Fc¢ ; VL3-L7-CL-L8-VH3-L9-CHI-L10-

Fc¢ ; VL3-L7-CHI1-L8-VH3-L9-CL-L10-Fc¢ ; VH3-L7-CHI-L8-VL3-L9-
CL-L10-Fc ; VH3-L7-CL-L8-VL3-L9-CHI-L10-Fc ; VL3-VH3-L7-CHI-
CL-Fc ; VH3-VL3-L7-CHI1-CL-Fc ; VL3-VH3-L7-CL-CHI-Fc¢ ; VH3-
VL3-L7-CL-CHI-Fc¢ ; VL3-CL-L7-VH3-CHI1-Fc ; VL3-CH1-L7-VH3-

CL-Fc¢ ; VH3-CHI1-L7-VL3-CL-F¢ ; B(VH3-CL-L7-VL3-CH1-Fc¢; H 1
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VLI R RMEGEEEHIVES 25— RRIREOKETEE  VL2RBFR
MEEEHIVES 2R - REREQEEANZEE  VI3AFEEEEE
HIVER ZF = REREQEEZEE  VHIBFEMEESEHIVEG Z

—REHREEH#EE  VIRBREUGE S EHIVES 25 K
EORE#ENZEE  VIBARRENG G EHIVEL 25 = REKEL Hifl 1]
2% FehlaREREOERNERE?2 (CH2) ~ REKEQE#ENTES
(CH3) R B 7 AL < R B EE 0 S A 3 - CH1 Ry RE PR E 0 S i 1A
EElCLEREREqK#EERE » HL1 L2 L3 -1L4-1L5 L6~
L7~ L8~ LOKLI0 BB fs iE i 1 -

[0129) fEHAMREREF > ARHBMANR —EEES - IUEEZ
RIVIRGEEZREEY) » HFZF M EFHUTRR ZEH
VL1-VL2-VH2-VHI : VH1-VH2-VL2-VL1 : VL1-L1-VL2-L2-VH2-L3-
VHI : VH1-L1-VH2-L2-VL2-L3-VL1 ; VL1-VL2-VH2-VHI1-Fc ; VHI-
VH2-VL2-VL1-Fc¢ : VL1-L1-VL2-L2-VH2-L3-VHI-Fc¢ : VH1-L1-VH2-
L2-VL2-L3-VL1-Fc ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-Fc : VH1-L1-
VH2-L2-VL2-L3-VL1-L4-Fc : VL1-VL2-VH2-VH1-CHI ; VH1-VH2-
VL2-VL1-CHI : VL1-VL2-VH2-VH1-CL : VH1-VH2-VL2-VL1-CL ;
VL1-VL2-VH2-VH1-CHI-CL : VH1-VH2-VL2-VL1-CHI-CL : VLI-
VL2-VH2-VH1-CL-CH1 : VH1-VH2-VL2-VL1-CL-CH1 : VL1-L1-VL2-
L2-VH2-L3-VH1-L4-CHI1 : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CHI ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL : VH1-L1-VH2-L2-VL2-L3-VLI-
L4-CL ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL : VH1-L1-VH2-

L2-VL2-L3-VL1-L4-CHI1-L5-CL ; VL1-L1-VL2-L2-VH2-L3-VHI-L4-
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CL-L5-CHI1 ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1 ; VLI-
VL2-VH2-VHI1-CHI1-Fc ; VH1-VH2-VL2-VL1-CHI1-Fc ; VLI-VL2-
VH2-VHI1-CL-Fc ; VH1-VH2-VL2-VL1-CL-Fc¢ ; VL1-VL2-VH2-VHI-
CHI-CL-Fc ; VH1-VH2-VL2-VLI1-CHI1-CL-F¢ ; VL1-VL2-VH2-VHI-
CL-CHI1-Fc ; VH1-VH2-VL2-VLI-CL-CHI-F¢ ; VL1-L1-VL2-L2-VH2-
L3-VHI1-L4-CH1-Fc ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-Fc ; VHI1-L1-VH2-L2-VL2-L3-
VL1-L4-CL-Fc¢; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-Fc : VL1-L1-VL2-L2-
VH2-L3-VHI1-L4-CL-L5-CHI1-Fc ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-
CL-L5-CHI1-Fc¢ ; VLI-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-Fc ; VHI-
L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-Fc; VLI-L1-VL2-L2-VH2-L3-
VH1-L4-CL-L5-Fc ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-L6-Fc ; VHI1-L1-VH2-
L2-VL2-L3-VL1-L4-CHI1-L5-CL-L6-Fc¢ ; VL1-L1-VL2-L2-VH2-L3-
VH1-L4-CL-L5-CH1-L6-F¢ ; B¢{VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-
L5-CH1-L6-Fc: H ez LA A ML T HRRZERE + VL3-VH3
VH3-VL3 ; VL3-L4-VH3 ; VH3-L4-VL3 ; VL3-VH3-Fc ; VH3-VL3-
Fc¢ ; VL3-L4-VH3-Fc ; VH3-L4-VL3-Fc ; VL3-VH3-CHI1 ; VH3-VL3-
CHI1 : VL3-VH3-CL ; VH3-VL3-CL ; VL3-VH3-CH1-CL ; VH3-VL3-
CHI-CL ; VL3-VH3-CL-CHI1 ; VH3-VL3-CL-CHI1 ; VL3-CL-VH3-
CHI ; VL3-CH1-VH3-CL ; VH3-CHI-VL3-CL ; VH3-CL-VL3-CHI1 :

VL3-L7-VH3-L8-CHI1 ; VH3-L7-VL3-L8-CHI1 ; VL3-L7-VH3-L8-CL
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VH3-L7-VL3-L8-CL ; VL3-L7-VH3-L8-CH1-L9-CL ; VH3-L7-VL3-L8-
CHI-L9-CL ; VL3-L7-VH3-L8-CL-L9-CHI1 ; VH3-L7-VL3-L8-CL-L9-
CHI ; VL3-L7-CL-L8-VH3-L9-CHI1 ; VL3-L7-CHI1-L8-VH3-L9-CL
VH3-L7-CHI1-L8-VL3-L9-CL ; VH3-L7-CL-L8-VL3-L9-CHI ; VL3-
VH3-L7-CHI1-CL ; VH3-VL3-L7-CH1-CL ; VL3-VH3-L7-CL-CHI ;
VH3-VL3-L7-CL-CHI ; VL3-CL-L7-VH3-CHI ; VL3-CHI1-L7-VH3-
CL ; VH3-CHI-L7-VL3-CL ; VH3-CL-L7-VL3-CHI ; VL3-VH3-CHI1-
Fc¢ ; VH3-VL3-CHI-Fc ; VL3-VH3-CL-Fc¢ ; VH3-VL3-CL-Fc ; VL3-
VH3-CHI-CL-Fc ; VH3-VL3-CHI1-CL-Fc¢ ; VL3-VH3-CL-CHI1-Fc ;
VH3-VL3-CL-CHI1-Fc ; VL3-CL-VH3-CHI-Fc ; VL3-CHI1-VH3-CL-

Fc ; VH3-CHI-VL3-CL-Fc¢ ; VH3-CL-VL3-CHI1-Fc¢ ; VL3-L7-VH3-L8-
CHI-Fc¢ ; VH3-L7-VL3-L8-CHI1-Fc¢ ; VL3-L7-VH3-L8-CL-F¢ ; VH3-L7-
VL3-L8-CL-Fc¢ ; VL3-L7-VH3-L8-CH1-L9-CL-Fc ; VH3-L7-VL3-L8-
CHI-L9-CL-Fc ; VL3-L7-VH3-L8-CL-L9-CHI-Fc ; VH3-L7-VL3-L8-
CL-L9-CHI1-Fc ; VL3-L7-CL-L8-VH3-L9-CHI-Fc¢ ; VL3-L7-CH1-L8-
VH3-L9-CL-Fc¢ ; VH3-L7-CHI-L8-VL3-L9-CL-Fc ; VH3-L7-CL-L8-
VL3-L9-CHI1-Fc ; VL3-L7-VH3-L8-CHI-L9-Fc ; VH3-L7-VL3-L8-CHI-
L9-Fc¢ ; VL3-L7-VH3-L8-CL-L9-Fc¢ ; VH3-L7-VL3-L8-CL-L9-Fc¢ ; VL3-
L7-VH3-L8-CH1-L9-CL-L10-Fc¢ ; VH3-L7-VL3-L8-CH1-L9-CL-L10-
Fe¢ ; VL3-L7-VH3-L8-CL-L9-CHI1-L10-F¢ ; VH3-L7-VL3-L8-CL-L9-
CHI-L10-Fc¢ ; VL3-L7-CL-L8-VH3-L9-CHI1-L10-F¢ ; VL3-L7-CH1-L8-
VH3-L9-CL-L10-Fc ; VH3-L7-CH1-L8-VL3-L9-CL-L10-Fc ; VH3-L7-

CL-L8-VL3-L9-CH1-L10-Fc¢ ; VL3-VH3-L7-CH1-CL-Fc¢ ; VH3-VL3-
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L7-CH1-CL-Fc ; VL3-VH3-L7-CL-CH1-Fc ; VH3-VL3-L7-CL-CHI-
Fc ; VL3-CL-L7-VH3-CHI-Fc¢ ; VL3-CHI1-L7-VH3-CL-Fc¢ ; VH3-CHI-
L7-VL3-CL-Fc¢ ; B{VH3-CL-L7-VL3-CHI-Fc¢ ; Hth VL1 AR &EEE
HIVEH 2B —EREQKEITERE  VL2RFEUGESEHIVER Z
FUREREOKETERE  VI3ERFENESZHIVED 25 =R EK
EOREEE ) VI BRENEEENIVES 25 — R E =]
S& VH2RRHFREMG S EHIVEL ZF - REKEOE#E A& © VH3
B RMEGEGEHIVEO ZB - RRIREOEHEITEE - FehE I REER
EOE#EEERE2 (CH2) » REKEOE#EEEES (CH3) LEERFLEL
BREEREH SERES - CHI B RERESEHIEER] - CLERKIRE
S ER s HL1 L2 L3 L4 L5 L6~L7 L8 -LOKLIOAM
ER BT -

[0130] fEHAMRERET > ARHGBMKR —EEES - - B2
MEEF=ZRZMEEEZREEY) - EFZB - FREFHEUTRRZ
% f% : VL1-VL2-VH2-VHI ; VH1-VH2-VL2-VLI ; VL1-L1-VL2-L2-
VH2-L3-VHI ; 8(VHI-L1-VH2-L2-VL2-L3-VL1; HP g Sk EH
AVL3F R Z&EhE KPR =2 E A B VH3RR Z&ER - EFVLLE
FEMGEEHIVEGZS R REREQKEZEE - VL2RHEENES
ZHIVEOZF _RENEOEKETEE  VLI3RFEEGESEHIVEL
JEZREREOKEITERE  VHIBRENESEHIVES ZF— %%
REOE#EE VIR ENE S E2HIVEG 25 R REH Hil
& VI3 RREMEGEHIVER XS =R RIREFEM ] EE © A

C L2 R L3 R Rg AR BT
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[0131] FEHEMBERET > AREERFEN —HEEEE -2 52
MEEF=ZRZMEEEZREEY) - EFZB - FREFHEUTRRZ
45K ¢ VL1-VL2-VH2-VHI-Fc ; VHI-VH2-VL2-VL1-Fc ; VL1-L1-VL2-
L2-VH2-L3-VHI-Fc ; VHI-L1-VH2-L2-VL2-L3-VL1-F¢ ; VL1-L1-
VL2-L2-VH2-L3-VH1-L4-F¢;  =¢VHI1-L1-VH2-L2-VL2-L3-VL1-L4-
Fo ! HPFZBE LA AMVL3EVL3-LSR R 266 - AFZB =2
A M VH3-FesVH3-L6-Foferm 2 &6 1% » H P VL1 R R MEEE & £HIV
EAZE—RRNEQKHEITEE ) VL2EFENEGEHIVEA 25 =
RENREOKEEE  VI3RHFRENEGESEHIVER 258 =R ERED
ST E  VHI B RS S EHIVELS 25— R ERE (O & i 0] &
& V2B RMEESEHIVER Z B - REREQE#E I EE © VH3 R
FRMEGEEHIVER XS - R RIREFEHEEE © FohlaRERE
HEH#RERE2 (CH2) ~ REIREQ EM#REES (CH3) BRI FLLR
EEREE s A&, 0 HL1 ~ L2~ L3 ~ L4 ~ LS R L6 Ryl BB 1 -

[0132] FEHEMRERET > AREEREAN -HEEEE -2 52
MEEF=ZRZMEEEZREEY) - EFZB - FREFHEUTRRZ
45K ¢ VL1-VL2-VH2-VHI-Fc ; VHI-VH2-VL2-VL1-Fc ; VL1-L1-VL2-
L2-VH2-L3-VHI-Fc ; VHI-L1-VH2-L2-VL2-L3-VL1-F¢ ; VL1-L1-
VL2-L2-VH2-L3-VH1-L4-F¢;  =¢VHI1-L1-VH2-L2-VL2-L3-VL1-L4-
Fo ! HPeZH A A HVL3-FcE(VL3-L5-FeRm 2 &M + &5
= 2B AR VH3E(VH3-L6RoR Z & - K VLI B 21L& G £HIV
EAZE—RRNEQKHEITEE ) VL2EFENEGEHIVEA 25 =
RENREOKEEE  VI3RHFRENEGESEHIVER 258 =R ERED
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T E  VHI B ENE A EHIVEO VS — R EO B0 &
& VIR BRPREMSEEEHIVER 25 _REREOE#ETEE ; VH3E
FHEMESEHIVEO LS =B RENHEHEEE  FchEEREKE
HE#EEE2 (CH2) ~ REREAEREEE3 (CH3) KRENFLZR
EEKE O Ay & HL1 ~ L2 ~ L3 ~ L4 ~ L5 L6 B AL iEm %+ -
[0133]) fEHAMEGEF » AFHGAN —HEEEE - - F_-%
MEE=ZNZREEZNEEY)  HFZE—LMEAHUTERERZ
4t R VL1-VL2-VH2-VHI1-CHI1 ; VH1-VH2-VL2-VL1-CHI1 : VLI1-
VL2-VH2-VHI-CL ;: VH1-VH2-VL2-VL1-CL ; VL1-VL2-VH2-VH]I-
CH1-CL ; VH1-VH2-VL2-VL1-CH1-CL ; VL1-VL2-VH2-VH1-CL-
CH1 ; VH1-VH2-VL2-VL1-CL-CHI ; VL1-L1-VL2-L2-VH2-L3-VH]I-
L4-CH1 ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1 ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL ; VLI-L1-
VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL ; VH1-L1-VH2-L2-VL2-L3-VLI-
L4-CH1-L5-CL ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1 : &
VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1 ; H %% % B A H
DI TFE R4 - VL3-CH1 ; VL3-CL ; VL3-L6-CH1 ; 5 VL3-L6-CL ;
HpZE =B AM TR 24/ © VH3-CH1 ; VH3-CL ; VH3-L7-
CHI ; B¢VH3-L7-CL ; HE VLI B EME S 2HIVED 25— RIEKE
RS AT SE VL2 RS EMES EHIVER 2 F RS E [ i 0] 8
& VL3RR RESEEEHIVED 25 = REREQKHE ]2 ; VHLE
RHEMESEHIVEO LS — 2 EKEDHE#EE VIR BREMEES
FHIVEO ZF _REREQHE#ETEE  VIBEFREMSES £HIVED
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YE=GERECEETEE  CHUBRERECEHEEE] : CLAS
REPREE CRSHRIEE E ¢ HL1 L2 L3 L4 LS« LORLT B 55 B i
—+ o

(0134) fEHAMBREED - AREEHN—EEEE—SH - $-%
RE= S ARG S S AT LPRE—SRAAMU TR
¢t f  VLI-VL2-VH2-VHI1 ; VH1-VH2-VL2-VL1 ; VL1-L1-VL2-L2-
VH2-L3-VHI1 ; VHI-L1-VH2-L2-VL2-L3-VL1 ; VL1-VL2-VH2-VHI-
Fc¢ ; VHI-VH2-VL2-VLI1-Fc; VLI-L1-VL2-L2-VH2-L3-VHI-Fc : VHI-
L1-VH2-L2-VL2-L3-VL1-Fc; VLI1-L1-VL2-L2-VH2-L3-VHI1-L4-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-Fc¢ : VL1-VL2-VH2-VHI1-CHI
VH1-VH2-VL2-VLI-CHI1 ; VL1-VL2-VH2-VHI-CL ; VHI1-VH2-VL2-
VL1-CL ; VL1-VL2-VH2-VHI1-CHI1-CL ; VHI-VH2-VL2-VL1-CHI1-
CL ; VL1-VL2-VH2-VHI-CL-CHI ; VHI-VH2-VL2-VL1-CL-CHI1 ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1 ; VHI1-L1-VH2-L2-VL2-L3-
VL1-L4-CHI1 : VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL ; VH1-L1-VH2-
L2-VL2-L3-VL1-L4-CL ; VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI-L5-
CL ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL ; VL1-L1-VL2-L2-
VH2-L3-VHI1-L4-CL-L5-CHI ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-
L5-CHI ; VL1-VL2-VH2-VHI1-CHI-Fc¢ ; VHI-VH2-VL2-VL1-CHI1-Fc ;
VL1-VL2-VH2-VHI-CL-Fc ; VH1-VH2-VL2-VLI-CL-Fc ; VLI-VL2-
VH2-VHI1-CHI-CL-Fc¢ ; VH1-VH2-VL2-VLI-CHI-CL-Fc ; VL1-VL2-
VH2-VHI1-CL-CHI1-Fc ; VH1-VH2-VL2-VLI1-CL-CHI1-Fc¢ ; VLI1-L1-

VL2-L2-VH2-L3-VHI1-L4-CHI-Fc¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-
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CHI-Fc¢ : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-Fc ; VHI1-L1-VH2-L2-
VL2-L3-VL1-L4-CL-Fc¢ ; VLI-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-
CL-Fc ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-Fc¢ : VLI1-L1-
VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-Fc¢ ; VHI-L1-VH2-L2-VL2-L3-
VL1-L4-CL-L5-CHI-Fe¢; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-
Fc¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-Fc ; VLI-L1-VL2-L2-
VH2-L3-VHI1-L4-CL-L5-Fc ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL-L5-
Fe¢: VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-L6-Fc ; VHI1-L1-
VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL-L6-Fc ; VL1-L1-VL2-L2-VH2-
L3-VH1-L4-CL-L5-CH1-L6-Fc¢; &(VHI1-L1-VH2-L2-VL2-L3-VL1-L4-
CL-L5-CHI1-L6-Fc: Hf ez “Z KA A MU TNTRR ZEGHE © VL3
VL3-Fc; VL3-CHI1 ; VL3-CL ; VL3-CHI-CL ; VL3-CL-CH1 ; VL3-
CHI-Fc¢ ; VL3-CL-Fc ; VL3-CHI-CL-Fc ; VL3-CL-CHI1-Fc ; VL3-L7-
Fc¢ ; VL3-L7-CHI1 ; VL3-L7-CL ; VL3-L7-CH1-L8-CL ; VL3-L7-CL-
L8-CHI ; VL3-L7-CHI1-L8-Fc¢ ; VL3-L7-CL-L8-Fc ; VL3-L7-CHI1-L8-
CL-Fc; VL3-L7-CL-L8-CHI1-Fc¢ ; VL3-L7-CH1-L8-CL-L9-Fc¢; B¢{VL3-
L7-CL-L8-CH1-L9-Fc : Hi gz B =K EA ML T Rom 246 © VH3
VH3-Fc ; VH3-CHI ; VH3-CL ; VH3-CHI-CL ; VH3-CL-CHI ; VH3-
CHI-Fc¢ : VH3-CL-Fc ; VH3-CHI1-CL-Fc¢ ; VH3-CL-CHI1-Fc ; VH3-L10-
Fc¢ ; VH3-L10-CHI1 ; VH3-L10-CL ; VH3-L10-CH1-L11-CL ; VH3-L10-
CL-L11-CHI1 ; VH3-L10-CHI1-L11-Fc¢ ; VH3-L10-CL-L11-Fc ; VH3-
L10-CHI1-L11-CL-F¢ ; VH3-L10-CL-L11-CHI1-Fc ; VH3-L10-CHI1-LI11-

CL-L12-Fc¢; 8(VH3-L10-CL-L11-CH1-L12-Fc; HF VLI B EMH4E S
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FHIVEHZ E—REREOK#EIEE  VL2RFREEE S £HIVED
JHE CREREOKEIEE ) VI3ETEMEAEHIVEOZF=28%
PREOKHE S VI ERENE S EHIVELD L5 — 0B RE 0 =il
S VIREREME S EHIVEH 25 _ REREDEHE I EE ;
VH3 BRr 2N E 2HIVEH LS =R EREOEHJBE  FchEE R
EEREC EM#NE®R2 (CH2) ~ RERES E#ENEE3 (CH3) REFELF
£ REBRE QA& CHI B REDBEERERE]  CLESE
REOK#EEEE > AL1-L2-L3-L4-L5-L6-L7 -L8-~L9 -
L10 ~ L11 FL12 Bpr E g i 7 o

[0135] FE—sERefEd » ABPGHNR —ERIREEZIEEYH
WP HIREEERE) > HEGEARU TR R ZEHNE—ZK ¢
VL1-VL2-VH2-VH1-Fc¢ » VH1-VH2-VL2-VL1-F¢ ~ VL1-L1-VL2-L2-
VH2-L3-VH1-F¢ » VH1-L1-VH2-L2-VL2-L3-VHI-F¢ ~ VL1-L1-VL2-
L2-VH2-L3-VH1-L4-F¢EVH1-L1-VH2-L2-VL2-L3-VL1-L4-Fc ; R AH
AT FRoR 2 RS %0k © VL3-VH3-Fc » VL3-L5-VH3-Fc ~ VH3-
VL3-Fc¢ ~ VH3-L5-VL3-F¢ » VL3-L5-VH3-L6-Fc&{VH3-L5-VL3-L6-
Fo: HpFVLIGKEZME S EHIVEH L5 — REREQKHE B E
VL2 EREMESEHIVED 25 R REKE R  VI3RRKR
M&EEEHIVEH L F =R EREOK@#E T EE  VHIIAFRNES
HIVES S —REREOE#HEE VIR BRFEMGE S E2HIVER 2
F_REIRECOEH#HIEE ) VIBARREUEECEHIVEH 2 E = 0%
EHE@EEBE FehEesREREDEMRRER2 (CH2) » fEKREH
EE N EES (CH3) R RIF AL L REERE H SRy &, ;0 AL~ L2
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L3~ L4~ L5KL6 BRaEfG#EpET -

[0136] fE—ibiEfEd - KEFHEGRN —EHRE S ZIE S V(B
MR EMFESEER R HESEAMMU TR R ZEENE -2
VL1-VL2-VH2-VH1-F¢ ~ VH1-VH2-VL2-VL1-F¢ ~ VL1-L1-VL2-L2-
VH2-L3-VHI-Fc¢ ~ VHI1-L1-VH2-L2-VL2-L3-VH1-F¢ + VL1-L1-VL2-
L2-VH2-L3-VHI1-L4-FcB{VHI-L1-VH2-L2-VL2-L3-VL1-L4-Fc ; EH M
DIF #5205 %Rk @ VH3-CHI-Fc¢ ~ VH3-L5-CH1-F¢ ~ VH3-L5-
CH1-L6-Fc ~ VL3-CHI1-Fc » VL3-L5-CHI1-FcBVL3-L5-CH1-L6-Fc ; &
HERMTHRRZEERIE =%k : VL3-CL ~ VL3-L7-CL - VH3-CLZ;
VH3-L7-CL ; HF VLI B EEEGZHIVER 25— 0B RE Qi

BE VI2RFEMEGEHIVEA ZF R RECKHE#E ; VL3
RREMEEGEHIVES X E=2 0B REOKE T EE | VHI B RN
GEHIVEA ZE— R EREOHE#EE ) V2 RRREEEESEHIVE
Hr® REREARE#HTSE VIBBERENESEHIVEOZE =%
EREODEHTEE  FchafBERREOREREINTE2 (CH2) » &K
EHE#ENEES (CH3) KRB FL L REREH M EE 0 CH1 S
ERENEDE#HNEE]  CLERBEREOK#KEE 5 HL1 -~ L2
L3 L4 ~L5- L6 L7 Bl ifg mi T+ o

[0137] fE—sbBEd - KEHEGRN -GS S ZIE S Y(FI
WA HFEEER B HEEZEAMMU TR R ZEENE -2
VL1-VL2-VH2-VH1-F¢ ~ VH1-VH2-VL2-VL1-F¢ ~ VL1-L1-VL2-L2-
VH2-L3-VHI-Fc¢ ~ VHI1-L1-VH2-L2-VL2-L3-VH1-F¢ + VL1-L1-VL2-

L2-VH2-L3-VHI1-L4-Fc8(VHI1-L1-VH2-L2-VL2-L3-VL1-L4-F¢ ; &k BFH
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ML T RR 2 EREIE — %0 © CL-VL3-VH3-CH1-Fc¢ » CL-L5-VL3-L6-
VH3-L7-CH1-Fc¢ ~ CL-L5-VL3-L6-VH3-L7-CH1-L8-F¢ + CL-VH3-VL3-
CH1-F¢ » CL-L5-VH3-L6-VL3-L7-CH1-Fc » CL-L5-VH3-L6-VL3-L7-
CH1-L8-Fc ~ CH1-VL3-VH3-CL-F¢ ~ CH1-L5-VL3-L6-VH3-L7-CL-
¢ ~ CH1-L5-VL3-L6-VH3-L7-CL-L8-Fc ~ CH1-VH3-VL3-CL-F¢ -
CH1-L5-VH3-L6-VL3-L7-CL-Fc2CHI1-L5-VH3-L6-VL3-L7-CL-L8-
Fo; HpVLIBHEMEESEHIVEO L E — B REQKHETEE ;
VL2 RHEMGEEZHIVED 28 Rk EKHE ] EE ; VL3RER
MEEEZHIVEOD 2 E =R EXREQKH#ETTEE  VHIEFELGE SR
HIVEH Z E— R EKEEHTEE  VIRRRHFEMGESEHIVES Y
FOREREOEHASE  VIBEFEMESEHIVER 2 FE = GEE
EOBE#EEE FehE e BREOE#EEE2 (CH2) » EKEH
EHEEES (CH3)RRIBNFEL L REKE DN E ;0 CHI Bk
REABEHEEE] CLEREREOK#EF EE > ALl ~L2-1L3 -
L4 ~L5-L6 L7KL8EFER BT -

[0138) FE—ibRefFEr » ARFEHRN—ERREESZIESY
M HNRECRE) > HEEEARU TR ZEHBNE — 2
VL1-VL2-VH2-VH1-F¢ + VH1-VH2-VL2-VL1-Fc¢ ~ VL1-L1-VL2-L2-
VH2-L3-VH1-F¢ * VH1-L1-VH2-L2-VL2-L3-VH1-Fc¢ ~ VL1-L1-VL2-
L2-VH2-L3-VH1-L4-Fcs{ VH1-L1-VH2-L2-VL2-L3-VL1-L4-F¢ ;: R EH
DL TR R 2GRS — %k © VL3-CL-VH3-CH1-F¢ ~ VL3-L5-CL-L6-
VH3-L7-CH1-Fc¢ ~ VL3-L5-CL-L6-VH3-L7-CH1-L8-F¢ +~ VH3-CL-VL3-

CHI-Fc¢ ~ VH3-L5-CL-L6-VL3-L7-CHI1-Fc ~ VH3-L5-CL-L6-VL3-L7-
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CH1-L8-Fc¢ ~ VL3-CH1-VH3-CL-Fc¢ ~ VL3-L5-CH1-L6-VH3-L7-CL-
Fc ~ VL3-L5-CH1-L6-VH3-L7-CL-L8-F¢ ~ VH3-CH1-VL3-CL-Fc¢ -
VH3-L5-CH1-L6-VL3-L7-CL-F¢8{VH3-L5-CH1-L6-VL3-L7-CL-L8-
Fe; HPVLIERREMGEEHIVER 2 F—RIEREOKHE ]2 &
VL2 B RMGEE EHIVED 25 RIGHKEOKHEH ] 2&E  VL3IEFR
MESEHIVEO LS =2 RKEQK#E ] EE ; VHIBFEME SR
HIVEOQ ZF—REREOEBEIEE VIR BEFEMGE S EHIVER 2
FORBHREOEHTEE ) VIBEFRUEEEGEHIVER ZF =RKK
EOEHE#ETEE FchEarBRREQEHREE2 (CH2) » £EKED
Hi N E &3 (CH3) R RBENAAAL L REHRE O SH#AYEE ;0 CH1 Bk
REODE#NEE]  CLEREREDK#EKEEE 5 HLL ~L2 L3 >
L4 ~L5~L6 -~ L7 L8 Ry BBk R+ -

[0139]) fr—femefid » REWHAN—ETFEE S ZNE S
W HEHTIFEEERE)  HEEBEARMU TR ZEBIE -2
VL1-VL2-VH2-VHI-Fc¢ ~ VH1-VH2-VL2-VL1-Fc¢ ~ VL1-L1-VL2-L2-
VH2-L3-VH1-F¢ ~ VH1-L1-VH2-L2-VL2-L3-VH1-F¢ ~ VL1-L1-VL2-
L2-VH2-L3-VHI1-L4-Fc8VHI1-L1-VH2-L2-VL2-L3-VL1-L4-F¢ : & A&
ML TERZERENSE %0k - VL3-VH3-CL-CHI1-F¢ ~ VL3-L5-VH3-
L6-CL-CHI1-Fc ~ VL3-L5-VH3-L6-CL-L7-CH1-F¢ ~ VL3-L5-VH3-L6-
CL-L7-CH1-L8-F¢ ~ VH3-VL3-CL-CH1-F¢ ~ VH3-L5-VL3-L6-CL-CH1-
Fc » VH3-L5-VL3-L6-CL-L7-CH1-F¢ ~ VH3-L5-VL3-L6-CL-L7-CH]1-
L8-Fc ~ VL3-VH3-CHI-CL-F¢ ~ VL3-L5-VH3-L6-CHI1-CL-Fc¢ ~ VL3-

L5-VH3-L6-CH1-L7-CL-Fc¢ ~ VL3-L5-VH3-L6-CH1-L7-CL-L8-Fc »
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VH3-VL3-CHI-CL-Fc¢ ~ VH3-L5-VL3-L6-CH1-CL-F¢ ~ VH3-L5-VL3-
L6-CHI1-L7-CL-F¢s¢VH3-L5-VL3-L6-CH1-L7-CL-L8-Fc¢ ; HFVLI1 &%;
BUEEGRHIVEA ZF — R REOKETTEE » VL2 BRFEMEES
HIVEA 2 _RENKEQKHETEE  VLIRRENGE S 2HIVER Z
FoEENREOKEEE ) VHI ARG S EHIVEL 25— 2 EEk
EOEHETEE ) VIR BB REUESEHIVEA 2 _ REREL HHE
Bl VH3RRENESCEHIVEA ZF = EKEDEREEE 5 Fcki
BaefERENE#NEE2 (CH2) » REKEH EH#REES (CH3) ki
BN RERKE A SV EE  CHI B REd BT EE] ;- CL
BeERREODK#EMN EE > HL1 ~L2 L3 ~L4 L5+ L6~ L7KL8E
BB T -

[0140] Fr—tbfefE » KBHGHN —HERRES ZIE ST
W ENRE R R HEEEAHRUTERRZEBINE -2 ¢
VL1-VL2-VH2-VHI1-CHI1-F¢ ~ VH1-VH2-VL2-VL1-CH1-F¢ ~ VLI-LI1-
VL2-L2-VH2-L3-VHI1-CHI-Fc¢ ~ VHI1-L1-VH2-L2-VL2-L3-VHI1-CH]1-
Fc ~ VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-Fc ~ VH1-L1-VH2-L2-
VL2-L3-VHI1-L4-CHI1-F¢ ~ VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI-L5-
Fc ~ VHI-L1-VH2-L2-VL2-L3-VH1-L4-CHI1-L5-Fc¢ ~ VL1-VL2-VH2-
VHI1-CL-Fc¢ ~ VH1I-VH2-VL2-VLI1-CL-Fc¢ ~ VL1-L1-VL2-L2-VH2-L3-
VHI1-CL-Fc¢ ~ VHI-L1-VH2-L2-VL2-L3-VHI1-CL-Fc¢ ~ VL1-L1-VL2-L2-
VH2-L3-VHI1-L4-CL-F¢c ~ VH1-L1-VH2-L2-VL2-L3-VHI1-L4-CL-Fc¢ -
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fcg¢(VHI1-L1-VH2-L2-VL2-

L3-VHI1-L4-CL-L5-Fc¢; R EAMHRUTERZEHBAVE %k VL3-
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VH3-CL-Fc ~ VL3-L6-VH3-L7-CL-Fc ~ VL3-L6-VH3-L7-CL-L8-Fc -
VH3-VL3-CL-Fc + VH3-L6-VL3-L7-CL-Fc + VH3-L6-VL3-L7-CL-L8-
Fc » VL3-VH3-CHI-Fc¢ » VL3-L6-VH3-L7-CH1-Fc + VL3-L6-VH3-L7-
CH1-L8-Fc » VH3-VL3-CH1-Fc » VH3-L6-VL3-L7-CH1-Fcz{ VH3-L6-
VL3-L7-CHI-L8-Fc : Hf VL1 B M S EHIVER 2 $— R E
ARSI EE  VI2BEREMEGE S EHIVED 26 R R E Qi 2
& VL3IARFREMEGEEHIVEG XS = R EREQKHE I EE - VHI L
FRMEGEEHIVEG XS - RREFEMIEE  VH2ERFRESES
FHIVER 2B _REREODEH#TEE  VIBBRHFEMEESEHIVED
ZHE-BREREOE#HATER  FehEasRENREDEENEEE2
(CH2) ~ RyE Bk EH HM I E RS (CH3) RELIF AT L R IKE B K
& - CHI R REO EEREE]  CLE REERE O & # N E &
HL1~L2+L3-L4-L5+ L6 L7KL8EmERERET -

[0141] fE—LEfEKEF » ARHGERHN —EEGEE D IREEY(P
WA REMFEGE G R ) RS AEFHRMUTRRZERE 20K
VL1-VL2-VH2-VH1-CL-CH1-F¢ » VL1-L1-VL2-L2-VH2-L3-VH1-CL-
CH1-Fc » VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-CHI1-Fc » VL1-L1-
VL2-L2-VH2-L3-VH1-L4-CL-L5-CHI-F¢ » VL1-L1-VL2-L2-VH2-L3-
VH1-L4-CL-L5-CH1-L6-Fc¢ » VH1-VH2-VL2-VL1-CL-CH1-Fc ~ VHI-
L1-VH2-L2-VL2-L3-VL1-CL-CH1-Fc + VH1-L1-VH2-L2-VL2-L3-VL1-
L4-CL-CH1-Fc ~ VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-Fc
VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc + VL1-VL2-VH2-

VH1-CHI-CL-Fc ~ VL1-L1-VL2-L2-VH2-L3-VHI1-CHI1-CL-Fc¢ ~ VLI-
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L1-VL2-L2-VH2-L3-VH1-L4-CH1-CL-Fc¢ + VL1-L1-VL2-L2-VH2-L3-
VHI1-L4-CH1-L5-CL-F¢ ~ VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-
CL-L6-Fc¢ ~ VHI-VH2-VL2-VL1-CH1-CL-Fc¢ ~ VH1-L1-VH2-L2-VL2-
L3-VL1-CHI-CL-Fc ~ VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-CL-Fc ~
VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-F¢B VH1-L1-VH2-L2-
VL2-L3-VL1-L4-CH1-L5-CL-L6-F¢ ; R EFHUTERZEHBIVE %
fk : VL3-VH3-Fc¢ » VL3-L7-VH3-Fc ~ VL3-L7-VH3-L8-Fc¢ ~ VH3-VL3-
Fc ~ VH3-L7-VL3-FcEVH4-L7-VL3-L8-F¢c: H B VLI A EMHE S %
HIVEA 2 F —REREOKEITEE  VL2ERFENESGLHIVER 2
F OB EOKEEE VLI ABFREMESEHIVEA 2 E =R EER
EOKETEE  VHI BEENE S 2HIVERD 25— B kEQE# ]
BE VIR B EMGELHIVER 2 F _pEikEd EE & 5 VH3
BREMESEHIVEO S =B KEOHE# I BE  FchEEREK
ECE#EEE2 (CH2) » eEREAEREEEE] (CH3) KRB FL L
RENREONHENEL  CHI BRERERE#NEE] 3 CLERERE
e E&E > HL1 ~L2~L3 L4 ~L5~16 - L7KkL8E b A g 8 P
% o

[0142] {EHAMEEF  AFHGHANRGE S LR ENREES S
REEY)  HEAML MR ZEGEIYZIC  VL1-VL2-VL3-VH3-VH2-
VHI : VHI-VH2-VH3-VL3-VL2-VL1 ; VL1-VH2-VL3-VH3-VL2-
VHI : VHI-VL2-VH3-VL3-VH2-VL1 ; VL1-VL2-VH3-VL3-VH2-
VHI : VHI-VH2-VL3-VH3-VL2-VL1 ; VL1-VH2-VH3-VL3-VL2-

VHI1 ; 8k VH1-VL2-VL3-VH3-VH2-VLI1 o T —2b8EREh » i EES 20k
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SR &8 & 2 IKHE & WIAE A SRt 2 S5 A AR B9 (o O (] P & T e
AT - E—SBET > RS XNENREE MR =H
Fol# ~ CHIE - CLI& ~ CH3@ s H{EMa & - £ —E&T > REE
B EY R EEE SR & -

[0143] fE—EREET > ARHIPIRGESRECGY ZEES
ZHREEEAHRUTRRZEMATZ AL - VLI-VL2-VL3-VH3-VH2-
VHI1 : VHI-VH2-VH3-VL3-VL2-VL1 : VL1-VH2-VL3-VH3-VL2-

VHI1 : VHI-VL2-VH3-VL3-VH2-VLI1 : VL1-VL2-VH3-VL3-VH2-

VHI1 : VHI-VH2-VL3-VH3-VL2-VL1 : VL1-VH2-VH3-VL3-VL2-

VHI1 : VHI-VL2-VL3-VH3-VH2-VL1 ; VL1-L1-VL2-L2-VL3-L3-VH3-
L4-VH2-L5-VHI ; VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI :
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI : VH1-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VL1 : VL1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VHI1 : VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1 : VLI-
L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1 ;  ={VHI1-L1-VL2-L2-VL3-
L3-VH3-L4-VH2-L5-VL1 ; Hh VL1 B4 BUESEHIVEA 2 $— 0%
PREOEKENTEE - VI2ARHFREGSEEHIVERD 25 R RREQKHE
MR VI3RRHFEMEGSEHIVEG 2B = R RIREQKE I 21E ;
VHI R RMEeEHIVES 2B — RRREOEH I EIE - VH2RFR
MEEEHIVEG 2B _REREOEETEE  VIBRFENE SR
HIVEH ZF =R EIREOHEETEE » HL1 ~ L2~ L3 - LARLS Blg A
i B T o

[0144] fE—&EfEET  MEAGEERECYHEEFE —FHREEZ
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K Hp ks —Z BRI T RR 24/ + VLI-VL2-VL3-VH3-
VH2-VHI1 ; VHI-VH2-VH3-VL3-VL2-VL1 :; VL1-VH2-VL3-VH3-VL2-
VHI1 ; VHI-VL2-VH3-VL3-VH2-VL1 ; VL1-VL2-VH3-VL3-VH2-

VHI1 ; VHI-VH2-VL3-VH3-VL2-VL1 ; VL1-VH2-VH3-VL3-VL2-

VHI1 ; VHI-VL2-VL3-VH3-VH2-VLI1 ; VL1-L1-VL2-L2-VL3-L3-VH3-
L4-VH2-L5-VHI1 ; VHI-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1 ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1 ; VHI-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VL1 ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VHI1 ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1 ; VLI1-
L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1 ; &¢(VHI1-L1-VL2-L2-VL3-
L3-VH3-L4-VH2-L5-VL1 ; R ZE L EFHLI TR R ZEE
VL4-VH4 ; VH4-VL4 ; VL4-L6-VH4 ; VH4-L6-VL4 ; VL4-L6-VH4-
L7 ; VH4-L6-VL4-L7 ; VL4-VL5-VH5-VH4 ; VH4-VH5-VL5-VL4 ;
VL4-L6-VL5-L7-VH5-L8-VH4 ; VH4-L6-VH5-L7-VL5-L8-VL4 ; VL4-
VL5-VL6-VH6-VH5-VH4 ; VH4-VH5-VH6-VL6-VL5-VL4 | VL4-VH5-
VL6-VH6-VL5-VH4 ; VH4-VL5-VH6-VL6-VHS5-VL4 ; VL4-VL5-VH6-
VL6-VH5-VH4 ; VH4-VH5-VL6-VH6-VL5-VL4 ; VL4-VH5-VH6-VLG6-
VL5-VH4 ; VH4-VL5-VL6-VH6-VH5-VL4 ; VL4-L6-VL5-L7-VL6-L8-
VH6-L9-VH5-L10-VH4 ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VL4 ; VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4 ; VH4-L6-VL5-
L7-VH6-L8-VL6-L9-VH5-L10-VL4 ; VL4-L6-VL5-L7-VH6-L8-VL6-
L9-VH5-L10-VH4 ; VH4-L6-VHS5-L7-VL6-L8-VH6-L9-VL5-L10-VL4 ;

VL4-L6-VHS5-L7-VH6-1L8-VL6-L9-VL5-L10-VH4 ; B(VH4-L6-VLS5-L7-
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VL6-L8-VH6-L9-VH5-L10-VL4 ; HF VLI BERUE S EHIVEL 25
—REIREAKHETEE  VI2RHENGEGEHIVEL ZF _RERE
HESHE T #IE VI3 BRHREMEOEHIVER 2 FE =Rk EQKHET

& VIARRENE S SHIVERD 2 BN EREORKHE T EE 5 VLS &
FEUEEGEHIVED Z F R R RREOKHETEE ; VLo LT RMEE S
ZHIVEQ ZFEANREREOKEITEE © VHI A REESESEHIVED
CE—RERESEEEE  VIRBHFREUEEEHIVERS 2 E 0%
FREOHE#EE S VIBRFRUEESEHIVED 25 =R EKE O Hil
AEE  VHARF RS EHIVEO L SR EREOHEH# ] 2&E
VHS B EMECEHIVEND ZF AR EIREDEHETTEE © VHOBFFE
MESEHIVED 2B A NREKEDE#TEE ; HL1 ~L2-L3 L4~
L5~L6 L7 L8 LORKLIO0AMER BT -

[0145] fF—EBET  HIEE&EZHEHEEEZREeYEE
ERAMULTERZERA 2L 0 VLI-VL2-VL3-VH3-VH2-VH1-Fc ;
VH1-VH2-VH3-VL3-VL2-VLI-F¢ ;: VL1-VH2-VL3-VH3-VL2-VHI-

Fc ; VH1-VL2-VH3-VL3-VH2-VL1-Fc¢ ; VL1-VL2-VH3-VL3-VH2-
VHI1-F¢ ; VH1-VH2-VL3-VH3-VL2-VL1-F¢ ; VL1-VH2-VH3-VL3-
VL2-VH1-Fc¢ ; VH1-VL2-VL3-VH3-VH2-VL1-Fc¢ ; VL1-L1-VL2-L2-
VL3-L3-VH3-L4-VH2-L5-VH1-Fc¢ ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VHI1-L6-F¢ ; VHI-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-
Fc ; VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-F¢ ; VL1-L1-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-Fc¢ ; VL1-L1-VH2-L2-VL3-L3-

VH3-L4-VL2-L5-VHI1-L6-Fc ; VH1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-
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L5-VL1-Fc¢ ; VH1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-Fc :
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-Fc¢ ; VL1-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VH1-L6-F¢ : VH1-L1-VH2-L2-VL3-L3-VH3-
L4-VL2-L5-VL1-Fc¢ ; VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-
L6-Fc ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-F¢ : VL1-L1-
VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-Fc ; VH1-L1-VL2-L2-VL3-
L3-VH3-L4-VH2-L5-VLI1-Fc : 5 VH1-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VLI1-L6-Fc ; VLI BRFEMEE S EHIVELD 25 —REKE
HESHENEE VL2 BB REMEESEHIVEL 2 F _fREEkE N EKHE

& VL3R REUEGEEEHIVELD 2 F " REKEOKHE T EE ; VHI &
FEMECLHIVEOZF—REIREQE#ETEE » VH2BFFEMEES
ZHIVEH ZE _REREDEHETERE - VH3AFRESEEEHIVEHL
CE BN ENEETEE  FcBESRREREOEEETE
(CH2) ~ yEEKE 0 EHFENE &3 (CH3) KRB I A Z S E B B #0
At HL1~L2~L3 L4 L5KL65EEERERT -

[0146] T—HEHEF  HMEREGCZNENRECEZRECYEE
EAMUTHERZLERIZAEL - VL1-VL2-VL3-VH3-VH2-VH1-Fc-Fc ;
VH1-VH2-VH3-VL3-VL2-VLI1-F¢-Fc¢ ; VL1-VH2-VL3-VH3-VL2-VHI-
Fc-Fc : VH1-VL2-VH3-VL3-VH2-VL1-Fc-F¢ : VL1-VL2-VH3-VL3-
VH2-VH1-Fc-Fc : VH1-VH2-VL3-VH3-VL2-VL1-Fc-F¢ : VL1-VH2-
VH3-VL3-VL2-VHI1-Fc-F¢ : VHI-VL2-VL3-VH3-VH2-VLI-Fc-Fc ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-Fc¢-Fc ; VL1-L1-VL2-

L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-Fc-Fc ; VL1-L1-VL2-L2-VL3-
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L3-VH3-L4-VH2-L5-VH1-L6-Fc-L7-Fc : VH1-L1-VH2-L2-VH3-L3-
VL3-L4-VL2-L5-VL1-Fc-Fe 1 VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-
L5-VL1-L6-Fc-Fc : VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-
L6-Fc-L7-Fc ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-Fc-Fc ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-Fc-Fc ; VL1-L1-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-Fc-L7-Fc ; VH1-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VL1-Fc-Fc : VH1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VL1-L6-Fc-Fc @ VH1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VL1-L6-Fc-L7-Fc : VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-
L5-VH1-Fc-Fe 5 VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-
Fc-Fc 1 VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-Fc-L7-Fc :
VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-Fc-Fc ; VH1-L1-VH2-
L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-Fc-Fc ; VH1-L1-VH2-L2-VL3-
L3-VH3-L4-VL2-L5-VL1-L6-Fc-L7-Fc : L1-L1-VH2-L2-VH3-L3-VL3-
L4-VL2-L5-VHI-Fc-Fc : VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VHI1-L6-Fc-Fc ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-
Fc-L7-Fc @ VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-Fc-Fc ;
VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc-Fc : = VHI-L1-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc-L7-Fc : H fiVL1 A 45 &
MEEEHIVES ZF - R EREQEEITZE  VI2AEFEEEEE
HIVER ZF R EREOKETEE  VLI3AFENESEHIVER Z
FEREREOKHEITERE . VHIBRENESEHIVED 25— REHK
EORE#ENZEE  VI2ARENG G EHIVELD 25 R RRKEL =i ]
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BiE VIBRFREMEGEEGEHIVEO Z B = RRREOEHIEE  Fci
WERRREHERNER2 (CH2) » REIREH HMRERES3 (CH3) R
B FE L REERE D SRy EE - AL ~ L2~ L3~ L4~ L5~ LoKL7
Rl B RGP T

[0147] fE—EEET > AEGEIMESYEEE -IHEEZ
ZIL HPZE -2 EAENLTRRZEHRH © VL1-VL2-VL3-VH3-
VH2-VHI-F¢ ; VH1-VH2-VH3-VL3-VL2-VL1-Fc¢ : VL1-VH2-VL3-
VH3-VL2-VH1-Fc¢ ;: VH1-VL2-VH3-VL3-VH2-VL1-Fc¢ : VL1-VL2-
VH3-VL3-VH2-VHI1-Fc : VH1-VH2-VL3-VH3-VL2-VL1-Fc ; VLI-
VH2-VH3-VL3-VL2-VH1-Fc ; VH1-VL2-VL3-VH3-VH2-VL1-Fc ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-Fc : VL1-L1-VL2-L2-
VL3-L3-VH3-L4-VH2-L5-VH1-L6-Fc ; VH1-L1-VH2-L2-VH3-L3-VL3-
L4-VL2-L5-VL1-Fc ; VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-
L6-Fc : VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-Fc ; VL1-L1-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-Fc : VH1-L1-VL2-L2-VH3-
L3-VL3-L4-VH2-L5-VL1-Fc : VH1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-
L5-VL1-L6-Fc ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-Fc ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-Fc ; VH1-L1-VH2-
L2-VL3-L3-VH3-L4-VL2-L5-VL1-Fc ; VH1-L1-VH2-L2-VL3-L3-VH3-
L4-VL2-L5-VL1-L6-Fc : VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VHI1-Fc ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-Fc :
VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-Fc :  =(VHI-L1-VL2-

L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc ; 3% ~ 2 EAHHRLLT
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TR &ERE T VL4-VH4-Fc ; VH4-VL4-Fc ; VL4-L7-VH4-F¢ ; VH4-L7-
VL4-Fc ; VL4-L7-VH4-L8-Fc ; VH4-L7-VL4-L8-Fc ; VL4-CL-VH4-
CHI-Fc¢ ; VH4-CL-VL4-CHI1-Fc ; VL4-CHI1-VH4-CL-Fc ; VH4-CHI1-
VL4-CL-Fc ; VL4-L7-CL-L8-VH4-L9-CHI1-Fc ; VL4-L7-CL-L8-VH4-
L9-CHI-L10-Fc ; VH4-L7-CL-L8-VL4-L9-CHI-Fc ; VH4-L7-CL-L8-
VL4-L9-CHI1-L10-Fc ; VL4-L7-CH1-L8-VH4-L9-CL-Fc ; VL4-L7-CHI-
L8-VH4-L9-CL-L10-Fc ; VH4-L7-CH1-L8-VL4-L9-CL-Fc¢ ; VH4-L7-
CHI-L8-VL4-L9-CL-L10-Fc¢ ; VL4-VL5-VH5-VH4-Fc ; VH4-VHS5-VL5-
VL4-Fc ; VL4-L7-VL5-L8-VH5-L9-VH4-F¢ ; VH4-L7-VH5-L8-VL5-
L9-VL4-Fc ; VL4-L7-VL5-L8-VHS5-L9-VH4-L10-Fc ; VH4-L7-VH5-L8-
VL5-L9-VL4-L10-Fc ; VL4-VL5-VL6-VH6-VH5-VH4-Fc ; VH4-VH5-
VH6-VL6-VL5-VL4-Fc ; VL4-VH5-VL6-VH6-VL5-VH4-Fc ; VH4-VL5-
VH6-VL6-VH5-VL4-Fc ; VL4-VL5-VH6-VL6-VH5-VH4-Fc ; VH4-
VH5-VL6-VH6-VL5-VL4-Fc ; VL4-VH5-VH6-VL6-VL5-VH4-Fc ;
VH4-VL5-VL6-VH6-VHS5-VL4-Fc ; VL4-L7-VL5-L8-VL6-L9-VH6-L10-
VH5-L11-VH4-Fc ; VH4-L7-VHS5-L8-VH6-L9-VL6-L10-VL5-L11-VL4-
Fc¢ ; VL4-L7-VH5-L8-VL6-L9-VH6-L10-VL5-L11-VH4-Fc ; VH4-L7-
VL5-L8-VH6-L9-VL6-L10-VH5-L11-VL4-Fc ; VL4-L7-VL5-L8-VHG6-
L9-VL6-L10-VH5-L11-VH4-Fc ; VH4-L7-VH5-L8-VL6-L9-VH6-L10-
VL5-L11-VL4-Fc¢ ; VL4-L7-VHS5-L8-VH6-L9-VL6-L10-VL5-L11-VH4-
Fc¢ ; VH4-L7-VL5-L8-VL6-L9-VH6-L10-VH5-L11-VL4-Fc ; VL4-L7-
VL5-L8-VL6-L9-VH6-L10-VH5-L11-VH4-L12-Fc ; VH4-L7-VHS5-L8-

VH6-L9-VL6-L10-VL5-L11-VL4-L12-Fc ; VL4-L7-VHS5-L8-VL6-L9-
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VH6-L10-VL5-L11-VH4-L12-Fc¢ ; VH4-L7-VL5-L8-VH6-L9-VL6-L10-
VH5-L11-VL4-L12-Fc ; VL4-L7-VL5-L8-VH6-L9-VL6-L10-VH5-L11-
VH4-L12-Fc : VH4-L7-VH5-L8-VL6-L9-VH6-L10-VL5-L11-VL4-L12-
Fc ; VL4-L7-VH5-L8-VH6-L9-VL6-L10-VL5-L11-VH4-L12-Fc : B
VH4-L7-VL5-L8-VL6-L9-VH6-L10-VH5-L11-VL4-L12-Fc : H VL1 5
FEMGEEHIVEGZS R REREQKEZEE - VL2RHEENES
FHIVER ZF - RENREQEHETERE  VLI3AREEESEHIVED
JE=REBEREQIKHETEE VI4RREMESEHIVER X ENRE
PREOEKENEE VIS ARHFREGEEHIVER XS AR RRED K
M VLo R RMEG S EHIVER 2B N R RIREOK#E ] 21E ;
VHI R RMEeEHIVES 2B — RRREOEH I EIE - VH2RFR
MEEEHIVEG 2B _REREOEETEE  VIBRFENE SR
HIVER ZHF = REREQE#ZE  VHARFREMEESEHIVET Z

FUUREREE# I EE  VHS BFRENEES ZHIVER 2B 1 R
EOREENZEE ) VHO AR ENG G EHIVER Z 5 /R EKEN =i 1]
& FohBaREREQEMRERE2 (CH2) » REIREN H# R ERES
(CH3) R AR IBE R Z REERE QSR EAyEE - AL1 ~L2~13 L4 -
L5-1L6~L7 L8 L9 L10L11 RL12AfgERE P T -

[0148] fE—ELEHKET @ MEGSZIEFHLT RN ZERE
VL1-VL2-VL3-VH3-VH2-VH1-CH1-CL ; VL1-VL2-VL3-VH3-VH2-
VH1-CL-CH1 : VH1-VH2-VH3-VL3-VL2-VL1-CHI1-CL : VH1-VH2-
VH3-VL3-VL2-VL1-CL-CH1 : VL1-VH2-VL3-VH3-VL2-VH1-CHI-

CL ; VL1-VH2-VL3-VH3-VL2-VHI1-CL-CHI1 ; VHI-VL2-VH3-VL3-
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VH2-VL1-CHI1-CL ; VHI-VL2-VH3-VL3-VH2-VL1-CL-CHI1 ; VLI-
VL2-VH3-VL3-VH2-VHI1-CHI1-CL ; VL1-VL2-VH3-VL3-VH2-VHI-
CL-CHI ; VHI-VH2-VL3-VH3-VL2-VLI-CHI1-CL ; VHI1-VH2-VL3-
VH3-VL2-VLI-CL-CHI ; VL1-VH2-VH3-VL3-VL2-VH1-CHI1-CL ;
VL1-VH2-VH3-VL3-VL2-VHI1-CL-CHI1 ; VHI-VL2-VL3-VH3-VH2-
VL1-CHI1-CL ; VHI-VL2-VL3-VH3-VH2-VL1-CL-CHI1 ; VLI-L1-VL2-
L2-VL3-L3-VH3-L4-VH2-L5-VHI1-CHI1-CL ; VL1-L1-VL2-L2-VL3-L3-
VH3-L4-VH2-L5-VHI-L6-CHI1-CL ; VLI-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VH1-CL-CHI1 ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-
VH1-L6-CL-CHI1 ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-
CL-L7-CHI1 ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CHI-
CL ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CHI1-CL ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CH1-L7-CL ; VHI1-
L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CL-CHI1 ; VHI-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VLI1-L6-CL-CHI1 ; VL1-L1-VH2-L2-VL3-L3-
VH3-L4-VL2-L5-VH1-CHI1-CL ; VLI-L1-VH2-L2-VL3-L3-VH3-L4-
VL2-L5-VHI-L6-CHI-CL ; VLI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-
VH1-L6-CHI1-L7-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-
CL-CHI ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-CL-
CHI ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VLI1-CHI1-CL ; VHI1-
L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CHI1-CL ; VHI1-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CH1-L7-CL ;: VHI-L1-VL2-L2-

VH3-L3-VL3-L4-VH2-L5-VL1-CL-CHI ; VHI1-L1-VL2-L2-VH3-L3-
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VL3-L4-VH2-L5-VL1-L6-CL-CHI ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VLI1-L6-CL-L7-CHI1 ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-
L5-VH1-CHI-CL ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-
CHI-CL ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-CHI1-L7-
CL ; VLI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI-CL-CHI ; VLI1-
L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-CL-CHI1 ; VL1-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CL-L7-CHI1 ; VHI-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VLI1-CHI1-CL ; VHI1-L1-VH2-L2-VL3-L3-
VH3-L4-VL2-L5-VL1-L6-CHI1-CL ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-
VL2-L5-VL1-L6-CHI1-L7-CL ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-VL2-
L5-VL1-CL-CHI1 ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-
CL-CHI ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CL-L7-
CHI ; VLI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI-CHI1-CL ; VLI-
L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-CHI1-CL ; VL1-L1-VH2-
L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-CHI1-L7-CL ;: VL1-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VHI-CL-CHI ; VLI1-L1-VH2-L2-VH3-L3-
VL3-L4-VL2-L5-VHI1-L6-CL-CHI ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-
VL2-L5-VHI-L6-CL-L7-CHI1 ; VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-
L5-VL1-CHI1-CL ; VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-
CHI-CL ; VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CHI1-L7-
CL ; VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-CHI1 ; VHI-
L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL-CHI ; B¢ VHI1-L1-

VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL-L7-CH1 ; H f2VL1 A %f
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REMEEEHIVEG 2B -~ RERREQKEAEE - VL2EFEEEE
HIVER ZF R EREOKETEE  VLI3AFENESEHIVER Z
FoREREQKHEITER  VHIBFREESEHIVER 2% — 2K
EQE#EE VIRRFRIGEENIVER 25 _fEREH EH# A

BiE VIBRRHREMGEEHIVES LS - REKESE#EEE © CHI
HEENEE] - CLBE#ENERE  HL1 ~L2-L3-L4-L5 - LoKLTR
Re B RR PR T -

[0149] fE—EEET  HAGEIMESYEEE -IHEEZ
ZIL HPZE -2 EAENLTRRZEHRH © VL1-VL2-VL3-VH3-
VH2-VHI-CHI : VL1-VL2-VL3-VH3-VH2-VH1-CL ; VL1-VL2-VL3-
VH3-VH2-VHI-CHI-CL : VL1-VL2-VL3-VH3-VH2-VH1-CL-CH1 :
VH1-VH2-VH3-VL3-VL2-VL1-CH1 : VH1-VH2-VH3-VL3-VL2-VL1-
CL : VH1-VH2-VH3-VL3-VL2-VL1-CHI-CL : VH1-VH2-VH3-VL3-
VL2-VL1-CL-CH1 : VL1-VH2-VL3-VH3-VL2-VH1-CH1 ; VL1-VH2-
VL3-VH3-VL2-VHI1-CL ; VL1-VH2-VL3-VH3-VL2-VHI-CH1-CL :
VL1-VH2-VL3-VH3-VL2-VH1-CL-CH1 ; VH1-VL2-VH3-VL3-VH2-
VL1-CH1 : VH1-VL2-VH3-VL3-VH2-VL1-CL ; VH1-VL2-VH3-VL3-
VH2-VL1-CH1-CL : VH1-VL2-VH3-VL3-VH2-VL1-CL-CHI : VLI-
VL2-VH3-VL3-VH2-VH1-CH1 ; VL1-VL2-VH3-VL3-VH2-VHI-CL :
VL1-VL2-VH3-VL3-VH2-VH1-CH1-CL : VL1-VL2-VH3-VL3-VH2-
VH1-CL-CH1 ; VH1-VH2-VL3-VH3-VL2-VL1-CHI : VH1-VH2-VL3-
VH3-VL2-VL1-CL ; VH1-VH2-VL3-VH3-VL2-VL1-CH1-CL ; VHI-

VH2-VL3-VH3-VL2-VL1-CL-CHI1 ; VL1-VH2-VH3-VL3-VL2-VHI-
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CHI ; VL1-VH2-VH3-VL3-VL2-VHI1-CL ; VL1-VH2-VH3-VL3-VL2-
VHI1-CHI-CL ; VL1-VH2-VH3-VL3-VL2-VHI1-CL-CHI1 ; VHI1-VL2-
VL3-VH3-VH2-VLI-CHI1 ; VHI-VL2-VL3-VH3-VH2-VLI-CL ; VHI-
VL2-VL3-VH3-VH2-VL1-CHI-CL ; VHI1-VL2-VL3-VH3-VH2-VLI1-CL-
CHI ; VLI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-CHI1 ; VLI1-LI-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-L6-CHI ; VL1-L1-VL2-L2-
VL3-L3-VH3-L4-VH2-L5-VHI1-CL ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VHI1-L6-CL ; VLI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-
CHI-CL ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-CHI-
CL : VLI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-L6-CHI1-L7-CL ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-CL-CHI1 ; VLI1-L1-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-CL-CHI1 ; VL1-L1-VL2-L2-
VL3-L3-VH3-L4-VH2-L5-VH1-L6-CL-L7-CHI ; VHI1-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VLI-CHI1 ; VHI1-L1-VH2-L2-VH3-L3-VL3-
L4-VL2-L5-VL1-L6-CHI1 ; VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VL1-CL ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-L6-CL ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CHI1-CL ; VHI1-L1-
VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CHI1-CL ; VHI-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VLI1-L6-CHI-L7-CL ; VHI-L1-VH2-L2-VH3-
L3-VL3-L4-VL2-L5-VL1-CL-CHI ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-
VL2-L5-VL1-L6-CL-CHI1 ; VHI-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VL1-L6-CL-L7-CHI ; VLI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-

CHI ; VLI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-L6-CHI ; VLI-
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L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-CL ; VL1-L1-VH2-L2-VL3-
L3-VH3-L4-VL2-L5-VHI1-L6-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-
VL2-L5-VHI-CHI1-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-
VH1-L6-CHI1-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-
CHI-L7-CL ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-CL-
CHI ; VLI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-CL-CHI ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CL-L7-CHI1 ; VHI-
L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI ; VHI1-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VL1-L6-CHI ; VHI1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VL1-CL ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-
VL1-L6-CL ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI-
CL ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CHI1-CL ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CH1-L7-CL ; VHI1-
L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CL-CH1 ; VHI-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VL1-L6-CL-CHI ; VHI1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VL1-L6-CL-L7-CHI ; VLI-L1-VL2-L2-VH3-L3-VL3-
L4-VH2-L5-VHI1-CHI ; VLI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-
VH1-L6-CHI1 ; VLI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI-CL ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CL ; VLI-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VH1-CHI-CL ; VL1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VH1-L6-CHI1-CL ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VHI1-L6-CHI1-L7-CL ; VLI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-

L5-VH1-CL-CHI ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-
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CL-CHI ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-CL-L7-
CHI ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CHI1 ; VHI-L1-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CHI1 ; VHI-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VLI-CL ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-
VL2-L5-VLI1-L6-CL ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-
CHI-CL ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-L6-CHI-
CL ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CHI1-L7-CL ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CL-CHI1 ; VHI1-L1-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CL-CHI1 ; VHI-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VLI1-L6-CL-L7-CHI1 ; VL1-L1-VH2-L2-VH3-
L3-VL3-L4-VL2-L5-VHI1-CHI ; VLI1-L1-VH2-L2-VH3-L3-VL3-L4-
VL2-L5-VHI-L6-CHI ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VHI1-CL ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-CL
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-CH1-CL ; VL1-LI-
VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI-L6-CHI-CL ; VLI-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VHI1-L6-CH1-L7-CL ; VLI-L1-VH2-L2-VH3-
L3-VL3-L4-VL2-L5-VHI1-CL-CHI1 ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-
VL2-L5-VHI-L6-CL-CHI ; VLI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VH1-L6-CL-L7-CHI ; VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VLI1-
CHI ; VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CHI1 ; VHI-
L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL ; VHI1-L1-VL2-L2-VL3-
L3-VH3-L4-VH2-L5-VL1-L6-CL ; VHI1-L1-VL2-L2-VL3-L3-VH3-L4-

VH2-L5-VLI1-CHI1-CL ; VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-
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VL1-L6-CH1-CL ;: VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-
CH1-L7-CL : VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-

CH1 ; VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL-CH1 ; =
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL-L7-CH1 ; H ff
ZE_ZERARUTHRR 4R © VL4A-VH4-CHI ; VL4-VH4-CL ;
VL4-VH4-CH1-CL ; VL4-VH4-CL-CHI1 : VH4-VL4-CH1 ; VH4-VL4-
CL : VH4-VL4-CH1-CL ; VH4-VL4-CL-CHI : VL4-L8-VH4-CHI ;
VL4-L8-VH4-CL ; VL4-L8-VH4-CH1-CL ; VL4-L8-VH4-CL-CH1 ;
VH4-L8-VL4-CHI1 ; VH4-L8-VL4-CL : VH4-L8-VH4-CHI-CL ; VH4-
L8-VH4-CL-CHI1 ; VL4-VL5-VH5-VH4-CH1 ; VL4-VL5-VH5-VH4-

CL : VL4-VL5-VH5-VH4-CH1-CL ; VL4-VL5-VH5-VH4-CL-CHI1 ;
VH4-VH5-VL5-VL4-CH1 ; VH4-VH5-VL5-VL4-CL ; VH4-VH5-VL5-
VL4-CH1-CL ; VH4-VH5-VL5-VL4-CL-CHI1 : VL4-L8-VL5-L9-VH5-
L10-VH4-CH1 ; VL4-L8-VL5-L9-VH5-L10-VH4-CL : VL4-L8-VL5-L9-
VHS5-L10-VH4-CH1-CL ; VL4-L8-VL5-L9-VH5-L10-VH4-CL-CH]1 ;
VH4-1L8-VH5-L9-VL5-L10-VL4-CHI1 ;: VH4-L8-VH5-L9-VL5-L10-VL4-
CL : VH4-L8-VH5-L9-VL5-L10-VL4-CHI1-CL : VH4-L8-VH5-L9-VL5-
L10-VL4-CL-CH1 ; VL4-VL5-VL6-VH6-VH5-VH4-CH1 ; VL4-VL5-
VL6-VH6-VH5-VH4-CL ; VL4-VL5-VL6-VH6-VH5-VH4-CH1-CL ;
VL4-VL5-VL6-VH6-VH5-VH4-CL-CHI1 : VH4-VH5-VH6-VL6-VL5-
VL4-CH1 ; VH4-VH5-VH6-VL6-VL5-VL4-CL ; VH4-VH5-VH6-VL6-
VL5-VL4-CH1-CL ; VH4-VH5-VH6-VL6-VL5-VL4-CL-CH1 ; VL4-

VH5-VL6-VH6-VL5-VH4-CHI1 ; VL4-VH5-VL6-VH6-VL5-VH4-CL ;
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VL4-VH5-VL6-VH6-VL5-VH4-CHI-CL ; VL4-VH5-VL6-VH6-VL5-
VH4-CL-CHI1 ; VH4-VL5-VH6-VL6-VH5-VL4-CHI1 ; VH4-VL5-VHG6-
VL6-VH5-VL4-CL ; VH4-VL5-VH6-VL6-VH5-VL4-CHI1-CL ; VH4-
VL5-VH6-VL6-VH5-VL4-CL-CHI1 ; VL4-VL5-VH6-VL6-VHS5-VH4-
CHI ; VL4-VL5-VH6-VL6-VH5-VH4-CL ; VL4-VL5-VH6-VL6-VHS-
VH4-CHI-CL ; VL4-VL5-VH6-VL6-VH5-VH4-CL-CHI1 ; VH4-VHS5-
VL6-VH6-VL5-VL4-CHI1 ; VH4-VH5-VL6-VH6-VL5-VL4-CL ; VH4-
VH5-VL6-VH6-VL5-VL4-CHI-CL ; VH4-VHS5-VL6-VH6-VL5-VL4-CL-
CHI ; VL4-VH5-VH6-VL6-VL5-VH4-CHI1 ; VL4-VH5-VH6-VL6-VLS5-
VH4-CL ; VL4-VH5-VH6-VL6-VL5-VH4-CH1-CL ; VL4-VH5-VHG6-
VL6-VL5-VH4-CL-CHI1 ; VH4-VL5-VL6-VH6-VH5-VL4-CHI1 ; VH4-
VL5-VL6-VH6-VHS5-VL4-CL ; VH4-VL5-VL6-VH6-VH5-VL4-CHI-
CL ; VH4-VL5-VL6-VH6-VH5-VL4-CL-CHI1 ; VL4-L8-VL5-L9-VL6-
L10-VH6-L11-VH5-L12-VH4-CH1 ; VL4-L8-VL5-L9-VL6-L10-VH6-
L11-VH5-L12-VH4-CL ; VL4-L8-VL5-L9-VL6-L10-VH6-L11-VHS5-
L12-VH4-CHI1-CL ; VL4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-
VH4-CL-CH1 ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-
CHI ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-CL ; VH4-
L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-CHI-CL ; VH4-L8-VH5-
L9-VH6-L10-VL6-L11-VL5-L12-VL4-CL-CHI ; VL4-L8-VH5-L9-VL6-
L10-VH6-L11-VL5-L12-VH4-CHI ; VL4-L8-VH5-L9-VL6-L10-VH6-
L11-VL5-L12-VH4-CL ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-

VH4-CHI-CL ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-CL-
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CHI ; VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-CH1 ; VH4-
L8-VL5-L9-VH6-L10-VL6-L11-VH5-L11-VL4-CL ; VH4-L8-VL5-L9-
VH6-L10-VL6-L11-VH5-L12-VL4-CHI1-CL ; VH4-L8-VL5-L9-VHG6-
L10-VL6-L11-VH5-L12-VL4-CL-CHI1 ; VL4-L8-VL5-L9-VL6-L10-
VH6-L11-VH5-L12-VH4-L13-CHI1 ; VL4-L8-VL5-L9-VL6-L10-VH6-
L11-VH5-L12-VH4-L13-CL ; VL4-L8-VL5-L9-VL6-L10-VH6-L11-
VH5-L12-VH4-L13-CHI1-CL ; VL4-L8-VL5-L9-VL6-L10-VH6-LI11-
VH5-L12-VH4-L13-CL-CHI1 ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-
VL5-L12-VL4-L13-CHI ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-
L12-VL4-L13-CL ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-
L13-CHI1-CL ; VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-
L13-CL-CHI1 ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-
L13-CHI1 ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-L13-
CL ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-L13-CHI1-
CL ; VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-L13-CL-
CHI ; VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CHI
VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CL ; VH4-L38-
VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CHI-CL ; VH4-L8-
VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CL-CHI ; VL4-L8-
VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-CH1 ; VL4-L8-VL5-L9-
VH6-L10-VL6-L11-VH5-L12-VH4-CL ; VL4-L8-VL5-L9-VH6-L10-
VL6-L11-VH5-L12-VH4-CHI1-CL ; VL4-L8-VL5-L9-VH6-L10-VL6-

L11-VH5-L12-VH4-CL-CHI1 ; VH4-L8-VH5-L9-VL6-L10-VH6-L11-
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VL5-L12-VL4-CH1 ; VH4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-
VL4-CL ; VH4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-CH]1-

CL : VH4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-CL-CHI1 :
VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-L13-CHI1 ; VLA4-
L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-L13-CL ; VL4-L8-VL5-
L9-VH6-L10-VL6-L11-VH5-L12-VH4-L13-CH1-CL ; VL4-L8-VL5-1L9-
VH6-L10-VL6-L11-VHS5-L12-VH4-L13-CL-CH1 ; VH4-L8-VHS5-L9-
VL6-L10-VH6-L11-VL5-L12-VL4-L13-CH1 ; VH4-L8-VHS5-L9-VL6-
L10-VH6-L11-VL5-L12-VL4-L13-CL ; VH4-L8-VH5-L9-VL6-L10-
VH6-L11-VL5-L12-VL4-L13-CH1-CL ; =¢VH4-L8-VH5-L9-VL6-L10-
VH6-L11-VL5-L12-VL4-L13-CL-CH1 ; Hf VL1 B E s S £2HIVE
B E—REREQEMTSE  VI2AKELE S EHIVES 2 F
B ELRMTEE VI3 K ELGSEHIVES X 82 0 R E qiK
METEE VLR RIEGS SHIVES X S EEREQEE THE ;
VLS B RIEGS EHIVED Y SR ANREQEETSE  VL6AKE
MELFEHIVER X SR aRREQEETEE  VHIRREREGEAE
HIVEA Y $— R ECEET2E VI AERIEGSSEHIVES
B GEREOSMIEE  VIBARREELEHIVEQ X E= Gk
EOEMTEE  VHARE RIEEAEHIVE S 2 HIURERE S ST
BE VHS B RIMGESEHIVEL Y $HRERESEMTHE ; VHe
REREGELENIVEA SN CEREAQEMTEE  CHI ARMREE
&l CLAK#EE® > HL1~L2~1L3-~1L4~0L5~-0L6-~L7-~L8~1L9 -

L10 ~L11 ~ L1213 Bz EmiE 7 o
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[0150)] fE—&EfExd  MEAGEERECYEEFE —FREEZ
K Hp ks —Z BRI T RR 24/ + VLI-VL2-VL3-VH3-
VH2-VHI1-CHI-Fc¢ ; VHI-VH2-VH3-VL3-VL2-VL1-CHI-Fc ; VLI1-
VH2-VL3-VH3-VL2-VHI-CHI1-Fc¢ ; VHI-VL2-VH3-VL3-VH2-VLI-
CHI-Fc¢ ; VL1-VL2-VH3-VL3-VH2-VHI-CHI-Fc ; VHI-VH2-VL3-
VH3-VL2-VLI-CHI1-Fc ; VL1-VH2-VH3-VL3-VL2-VHI1-CHI1-Fc ;
VH1-VL2-VL3-VH3-VH2-VL1-CHI-Fc¢ ; VL1-VL2-VL3-VH3-VH2-
VH1-CL-Fc¢ ; VH1-VH2-VH3-VL3-VL2-VLI1-CL-Fc ; VL1-VH2-VL3-
VH3-VL2-VHI1-CL-F¢ ; VHI-VL2-VH3-VL3-VH2-VLI-CL-Fc ; VLI-
VL2-VH3-VL3-VH2-VHI-CL-Fc ; VH1-VH2-VL3-VH3-VL2-VLI1-CL-
Fc¢ ; VL1-VH2-VH3-VL3-VL2-VHI-CL-Fc ; VH1-VL2-VL3-VH3-VH2-
VL1-CL-Fc¢ ; VL1-VL2-VL3-VH3-VH2-VHI-CHI1-CL-Fc¢ ; VHI-VH2-
VH3-VL3-VL2-VL1-CHI1-CL-Fc¢ ; VL1-VH2-VL3-VH3-VL2-VHI1-CHI-
CL-Fc ; VHI1-VL2-VH3-VL3-VH2-VLI1-CHI1-CL-F¢ ; VL1-VL2-VH3-
VL3-VH2-VHI1-CH1-CL-Fc¢ ; VHI1-VH2-VL3-VH3-VL2-VL1-CHI1-CL-
Fe¢ : VL1-VH2-VH3-VL3-VL2-VHI-CHI-CL-Fc ; VH1-VL2-VL3-VH3-
VH2-VL1-CHI1-CL-Fc ; VLI-VL2-VL3-VH3-VH2-VHI1-CL-CHI1-Fc ;
VH1-VH2-VH3-VL3-VL2-VL1-CL-CHI1-Fc¢ ; VL1-VH2-VL3-VH3-VL2-
VH1-CL-CH1-Fc ; VH1-VL2-VH3-VL3-VH2-VL1-CL-CHI1-Fc ; VLI-
VL2-VH3-VL3-VH2-VHI-CL-CHI1-F¢ ; VHI-VH2-VL3-VH3-VL2-VLI1-
CL-CHI1-Fc ; VL1-VH2-VH3-VL3-VL2-VHI1-CL-CHI1-Fc ; VHI1-VL2-
VL3-VH3-VH2-VLI-CL-CHI-Fc¢; VL1-L1-VL2-L2-VL3-L3-VH3-L4-

VH2-L5-VH1-CHI1-Fc ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
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VL1-CHI1-Fc¢; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-CHI-
Fe¢ ; VHI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI1-Fc : VLI1-L1-
VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-CHI1-Fc¢ ; VHI-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VLI1-CHI1-Fc ; VLI-L1-VH2-L2-VH3-L3-
VL3-L4-VL2-L5-VHI1-CHI-F¢ ; VHI-L1-VL2-L2-VL3-L3-VH3-L4-
VH2-L5-VL1-CHI1-Fc ; VLI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-
VH1-CL-Fc¢ ; VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-CL-Fc ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-CL-Fc¢ ; VHI-L1-VL2-
L2-VH3-L3-VL3-L4-VH2-L5-VL1-CL-Fc¢ ; VL1-L1-VL2-L2-VH3-L3-
VL3-L4-VH2-L5-VHI1-CL-Fc ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-
L5-VL1-CL-Fc¢ ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-CL-
Fe¢ ; VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-F¢ ; VLI1-L1-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-CHI1-CL-F¢ ; VHI-L1-VH2-L2-
VH3-L3-VL3-L4-VL2-L5-VLI1-CH1-CL-Fc¢ ; VL1-L1-VH2-L2-VL3-L3-
VH3-L4-VL2-L5-VH1-CHI-CL-Fc ; VHI1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VLI1-CH1-CL-Fe¢ ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-
VH1-CHI-CL-Fc ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-
CHI-CL-Fc ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI-CHI1-CL-
Fc¢ ; VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CHI-CL-Fc ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-CL-CHI-Fc ; VHI-LI-
VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CL-CH1-Fc ; VL1-L1-VH2-L2-
VL3-L3-VH3-L4-VL2-L5-VHI-CL-CHI-Fc¢ ; VHI-L1-VL2-L2-VH3-L3-

VL3-L4-VH2-L5-VL1-CL-CHI1-Fc ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-
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VH2-L5-VH1-CL-CHI1-Fc ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-
VL1-CL-CHI1-Fc ; VLI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI-CL-
CH1-Fc¢; ={VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-CHI1-
Fe: Mgz " ZIRAAHL MR ZER  Fo i VL4-VH4-CHI-Fc
VL4-VH4-CL-Fc¢ ; VL4-VH4-CHI1-CL-Fc ; VL4-VH4-CL-CHI1-Fec ;
VH4-VL4-CHI1-Fc ; VH4-VL4-CL-Fc¢ ; VH4-VL4-CHI-CL-Fc ; VH4-
VL4-CL-CHI1-Fc ; VL4-L6-VH4-CHI1-Fc ; VL4-L6-VH4-CL-Fc ; VL4-
L6-VH4-CHI-CL-Fc : VL4-L6-VH4-CL-CHI1-Fc¢ ; VH4-L6-VL4-CHI-
Fc¢ ; VH4-L6-VL4-CL-Fc¢ ; VH4-L6-VL4-CHI-CL-Fc ; VH4-L6-VL4-
CL-CHI1-Fc ; VL4-CL-VH4-CHI1-Fc ; VH4-CL-VL4-CHI-Fc ; VL4-
CHI-VH4-CL-Fc ; VH4-CH1-VL4-CL-Fc¢ ; VL4-L6-CL-L7-VH4-L8-
CHI-Fc¢ : VL4-L6-CL-L7-VH4-L8-CH1-L9-Fc ; VH4-L6-CL-L7-VL4-
L8-CHI-Fc¢ ; VH4-L6-CL-L7-VL4-L8-CHI-L9-Fc ; VL4-L6-CHI1-L7-
VH4-L8-CL-Fc¢ ;: VL4-L6-CHI1-L7-VH4-L8-CL-L9-Fc ; VH4-L6-CHI-
L7-VL4-L8-CL-Fc ; VH4-L6-CHI1-L7-VL4-L8-CL-L9-Fc ; VL4-VL5-
VH5-VH4-CHI1-Fc¢ ; VL4-VL5-VH5-VH4-CL-Fc¢ ; VL4-VL5-VHS5-VH4-
CHI-CL-Fc ; VL4-VL5-VH5-VH4-CL-CHI1-Fc ; VH4-VH5-VL5-VL4-
CHI-Fc¢ ; VH4-VH5-VL5-VL4-CL-Fc¢ ; VH4-VH5-VL5-VL4-CHI1-CL-
Fc¢ ; VH4-VH5-VL5-VL4-CL-CHI1-Fc ; VL4-L6-VL5-L7-VH5-L8-VH4-
CHI-Fc¢ : VL4-L6-VL5-L7-VH5-L8-VH4-CL-Fc¢ ; VL4-L6-VL5-L7-
VH5-L8-VH4-CHI1-CL-Fc ; VL4-L6-VL5-L7-VH5-L8-VH4-CL-CHI1 -
Fc¢ ; VH4-L6-VH5-L7-VL5-L8-VL4-CHI1-Fc ; VH4-L6-VHS5-L7-VL5-

L8-VL4-CL-Fc ; VH4-L6-VH5-L7-VL5-L8-VL4-CHI-CL-Fc ; VH4-L6-
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VH5-L7-VL5-L8-VL4-CL-CHI1-Fc ; VL4-VL5-VL6-VH6-VH5-VH4-
CHI-Fc¢ : VL4-VL5-VL6-VH6-VH5-VH4-CL-Fc ; VL4-VL5-VL6-VHG6-
VH5-VH4-CHI1-CL-Fc ; VL4-VL5-VL6-VH6-VH5-VH4-CL-CHI1-Fc
VH4-VH5-VH6-VL6-VL5-VL4-CHI-Fc ; VH4-VH5-VH6-VL6-VL5-
VL4-CL-Fc ; VH4-VH5-VH6-VL6-VL5-VL4-CH1-CL-Fc¢ ; VH4-VHS5-
VH6-VL6-VL5-VL4-CL-CHI1-Fc ; VL4-VH5-VL6-VH6-VL5-VH4-CHI1-
Fc¢ ; VL4-VH5-VL6-VH6-VL5-VH4-CL-Fc ; VL4-VHS5-VL6-VH6-VLS5-
VH4-CHI-CL-Fc ; VL4-VH5-VL6-VH6-VL5-VH4-CL-CHI1-Fc ; VH4-
VL5-VH6-VL6-VH5-VL4-CHI-Fc¢ ; VH4-VL5-VH6-VL6-VHS5-VL4-CL-
Fc¢ : VH4-VL5-VH6-VL6-VH5-VL4-CHI1-CL-Fc ; VH4-VL5-VH6-VL6-
VH5-VL4-CL-CHI1-Fc ; VL4-VL5-VH6-VL6-VH5-VH4-CHI1-Fc ; VL4-
VL5-VH6-VL6-VH5-VH4-CL-Fc ; VL4-VL5-VH6-VL6-VH5-VH4-CHI-
CL-Fc ; VL4-VL5-VH6-VL6-VH5-VH4-CL-CHI1-Fc¢ ; VH4-VH5-VL6-
VH6-VL5-VL4-CHI1-Fc ; VH4-VH5-VL6-VH6-VL5-VL4-CL-Fc¢ ; VH4-
VH5-VL6-VH6-VL5-VL4-CHI-CL-Fc ; VH4-VH5-VL6-VH6-VL5-VL4-
CL-CHI1-Fc ; VL4-VH5-VH6-VL6-VL5-VH4-CHI1-Fc ; VL4-VHS5-VHG6-
VL6-VL5-VH4-CL-Fc ; VL4-VH5-VH6-VL6-VL5-VH4-CHI1-CL-Fc ;
VL4-VH5-VH6-VL6-VL5-VH4-CL-CHI1-Fc ; VH4-VL5-VL6-VH6-VHS5-
VL4-CHI1-Fc¢ ; VH4-VL5-VL6-VH6-VH5-VL4-CL-Fc ; VH4-VL5-VL6-
VH6-VH5-VL4-CHI1-CL-Fc ; VH4-VL5-VL6-VH6-VH5-VL4-CL-CHI-
Fc¢ ; VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-CHI1-Fc ; VL4-
L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-CL-Fc ; VL4-L6-VL5-L7-

VL6-L8-VH6-L9-VH5-L10-VH4-CH1-CL-Fc¢ ; VL4-L6-VL5-L7-VL6-
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L8-VH6-L9-VH5-L10-VH4-CL-CH1-Fc ; VH4-L6-VHS5-L7-VH6-L8-
VL6-L9-VL5-L10-VL4-CHI1-Fc ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-
VL5-L10-VL4-CL-Fc¢ ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VL4-CHI1-CL-Fc ; VH4-L6-VHS5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-
CL-CHI1-Fc ; VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-CHI-
Fc¢ ; VL4-L6-VHS5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-CL-Fc ; VL4-L6-
VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-CHI1-CL-Fc ; VL4-L6-VHS5-
L7-VL6-L8-VH6-L9-VL5-L10-VH4-CL-CHI1-Fc ; VH4-L6-VL5-L7-
VH6-L8-VL6-L9-VH5-L10-VL4-CHI1-Fc ; VH4-L6-VL5-L7-VH6-L8-
VL6-L9-VHS5-L10-VL4-CL-Fc ; VH4-L6-VL5-L7-VH6-L8-VL6-L9-
VH5-L10-VL4-CHI1-CL-Fc ; VH4-L6-VL5-L7-VH6-L8-VL6-L9-VHS5-
L10-VL4-CL-CHI1-Fc¢ ; VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-
VH4-CHI-Fc¢ ; VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-CL-
Fc¢ ; VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-CHI1-CL-Fc ;
VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-CL-CHI1-Fc ; VH4-
L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VL4-CH1-Fc ; VH4-L6-VHS5-
L7-VL6-L8-VH6-L9-VL5-L10-VL4-CL-Fc ; VH4-L6-VH5-L7-VL6-L8-
VH6-L9-VL5-L10-VL4-CHI1-CL-Fc¢ ; VH4-L6-VH5-L7-VL6-L8-VHG6-
L9-VL5-L10-VL4-CL-CHI1-Fc ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-
VL5-L10-VH4-CHI1-Fc¢ ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VH4-CL-Fc ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-CHI1-
CL-Fc ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-CL-CHI-

Fc¢ ; VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-CHI1-Fc ; VH4-
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L6-VL5-L7-VL6-L8-VH6-L9-VHS5-L10-VL4-CL-Fc ; VH4-L6-VL5-L7-
VL6-L8-VH6-L9-VH5-L10-VL4-CHI-CL-Fc ; VH4-L6-VL5-L7-VL6-
L8-VH6-L9-VH5-L10-VL4-CL-CHI1-Fc ; VL4-L6-VL5-L7-VL6-L8-
VH6-L9-VH5-L10-VH4-L11-CHI1-Fc ; VL4-L6-VL5-L7-VL6-L8-VH6-
L9-VH5-L10-VH4-L11-CL-Fc ; VL4-L6-VL5-L7-VL6-L8-VH6-L9-VHS5-
L10-VH4-L11-CH1-CL-Fc¢ ; VL4-L6-VL5-L7-VL6-L8-VH6-L9-VHS5-
L10-VH4-L11-CL-CHI1-Fc¢ ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-
L10-VL4-L11-CHI-Fc¢ ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VL4-L11-CL-Fc¢ ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-
L11-CHI-CL-Fc ; VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VLA4-
L11-CL-CHI1-Fc : VL4-L6-VHS5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-
L11-CHI-Fc ; VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-L11-
CL-Fc ; VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-L11-CHI-
CL-Fc ; VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-L11-CL-
CHI-Fc¢ ; VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CHI-
Fc¢ ; VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CL-Fc ;
VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CHI-CL-Fc ;
VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CL-CHI1-Fc ;
VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-L11-CHI-Fc ; VL4-
L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-L11-CL-Fc ; VL4-L6-VL5-
L7-VH6-L8-VL6-L9-VH5-L10-VH4-L11-CHI-CL-Fc ; VL4-L6-VL5-L7-
VH6-L8-VL6-L9-VH5-L10-VH4-L11-CL-CHI1-Fc ; VH4-L6-VHS5-L7-

VL6-L8-VH6-L9-VL5-L10-VL4-L11-CHI1-Fc ; VH4-L6-VHS5-L7-VL6-
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L8-VH6-L9-VL5-L10-VL4-L11-CL-Fc : VH4-L6-VH5-L7-VL6-L8-VH6-
L9-VL5-L10-VL4-L11-CH1-CL-Fc : VH4-L6-VH5-L7-VL6-L8-VH6-L9-
VL5-L10-VL4-L11-CL-CH1-Fc ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-
VL5-L10-VH4-L11-CHI-Fc ; VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-
L10-VH4-L11-CL-Fc : VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VH4-L11-CH1-CL-Fc¢ : VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-
VH4-L11-CL-CH1-Fc¢ : VH4-L6-VL5-L7-VL6-L8-VH6-L9-VHS5-L10-
VL4-L11-CH1-Fc ; VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VLA4-
L11-CL-Fc ; VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-L11-
CH1-CL-Fc: ={VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-L11-
CL-CHI1-Fc : VLI B RZIUEGE EHIVED 25— R KE 0§ 1]
BiE o VI2AERENEGESEHIVED 258 “RERKEQKEZE - VL3
B REGEEHIVEO XS = R RREQEE AT EIE | VL4 RIS
GEHIVEQ 2B REIREQKEZE - VLS5 RIS S EHIVE
A EAREREQKMEAIEE ) VLo BRERMEEEEHIVEL ZFH N
EIRECKHEEE - VHIAHREMEGEHIVER LS R RIREHE
maEE  VH2 RRRNESEHIVEG X F - R REREOEE I Z2E
VH3 BRREMESEHIVEO 2B = R REOEMH I EE - VHARTR
MEEEHIVEG Z BN EREDE#ETEE - VHISAEFREIEES
HIVER ZFAREREOE#Z2E » VHO RFRMEESEHIVET Z
BAREREOEENEE  FohaREREOEHEEE2 (CH2)
RENKECEBEEEES (CH3) KRBT L REERE O ST &

CHl BE#EEE] ; CLEEH#E N E&® ; HL1 ~L2 L3 -L4~L5-~1L6
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L7~L8 L9 LI10KRLI1I1 BRFEREET -

[0151) fE—sERefxd - AFWHHN —EREESE LGRS
eXREeY > HE2EAMMU TR IR Z&ERIYZIL + VL1-VL2-VL3-
VH3-VH2-VHI1-CH3-CH3 ; VH1-VH2-VH3-VL3-VL2-VLI1-CH3-CH3
VL1-VH2-VL3-VH3-VL2-VHI-CH3-CH3 ; VH1-VL2-VH3-VL3-VH2-
VL1-CH3-CH3 ; VL1-VL2-VH3-VL3-VH2-VHI1-CH3-CH3 ; VH1-VH2-
VL3-VH3-VL2-VL1-CH3-CH3 ; VL1-VH2-VH3-VL3-VL2-VHI-CH3-
CH3 ; VH1-VL2-VL3-VH3-VH2-VL1-CH3-CH3 ; VL1-L1-VL2-L2-
VL3-L3-VH3-L4-VH2-L5-VH1-CH3-CH3 ; VH1-L1-VH2-L2-VH3-L3-
VL3-L4-VL2-L5-VL1-CH3-CH3 ; VLI1-L1-VH2-L2-VL3-L3-VH3-L4-
VL2-L5-VHI-CH3-CH3 ; VH1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-
VL1-CH3-CH3 ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI-CH3-
CH3 ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CH3-CH3 ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-CH3-CH3 ; VHI1-L1-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CH3-CH3 ; VL1-L1-VL2-L2-
VL3-L3-VH3-L4-VH2-L5-VH1-L6-CH3-CH3 ; VHI-L1-VH2-L2-VH3-
L3-VL3-L4-VL2-L5-VL1-L6-CH3-CH3 ; VLI1-L1-VH2-L2-VL3-L3-
VH3-L4-VL2-L5-VHI1-L6-CH3-CH3 ; VHI1-L1-VL2-L2-VH3-L3-VL3-
L4-VH2-L5-VLI1-L6-CH3-CH3 ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-
VH2-L5-VHI1-L6-CH3-CH3 ; VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-
L5-VL1-L6-CH3-CH3 ; VLI-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-
VH1-L6-CH3-CH3 ; VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VLI1-

L6-CH3-CH3 ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-
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CH3-L7-CH3 ; VHI-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-
CH3-L7-CH3 ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-
CH3-L7-CH3 ; VHI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-
CH3-L7-CH3 ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-
CH3-L7-CH3 ; VHI-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-
CH3-L7-CH3 ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-
CH3-L7-CH3 ; B(VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-
CH3-L7-CH3 : VLI Bf MGG EHIVER 25 — R IR E 5 i
MR VI2RRHFEMEG S EHIVEG 2B R RIREQKE ] 21E ;
VL3S RMEGEEEHIVEO ZF =R EREQKEZ2E - VHIBFR
MEEEHIVEG 2B - REREOEETEE  VIRBFENEEE
HIVER ZH “REREOE#ZEE  VIBRFREMEESEHIVET Z
FEZRBEXREOE#HTEE CH3EREREOEHEKEE3; AL -
L2+L3-L4-L5-L6KL7 B ERET -

[0152] fE—&REET > ARHINEESZUNEEEEFE
L B RB =20 K ZB BB A BT Ron 2 &1 -
VL1-VL2-VL3-VH3-VH2-VHI1 : VH1-VH2-VH3-VL3-VL2-VL1 : VL1-
VH2-VL3-VH3-VL2-VHI1 : VH1-VL2-VH3-VL3-VH2-VL1 : VL1-VL2-
VH3-VL3-VH2-VHI ; VH1-VH2-VL3-VH3-VL2-VL1 ; VL1-VH2-VH3-
VL3-VL2-VHI ; VH1-VL2-VL3-VH3-VH2-VL1 ; VL1-L1-VL2-L2-
VL3-L3-VH3-L4-VH2-L5-VH1 ; VH1-L1-VH2-L2-VH3-L3-VL3-L4-
VL2-L5-VL1: VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI : VH1-

L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1 ; VLI-L1-VL2-L2-VH3-L3-
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VL3-L4-VH2-L5-VH1 ; VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-
VL1 ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI ; s VHI1-L1-
VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1; HbZ s L BEA MU TE
SR 4ERE T VL4-VL5 ; VL4-L6-VL5 ; VL4-VL5-VL6 : 5 VL4-L6-VL5-
L7-VL6 ; HPZE=ZHEAHU TR R LERE © VH4-VHS ; VH4-L6-
VHS5 ; VH4-VHS5-VH6 ; 5, VH4-L6-VH5-L7-VH6 ; H VL1 & 45 58145
GEHIVEQ ZE—REHREOKEIEE ) VL2EFEMSE S EHIVE
HZE _REREOKBEEE  VLIIGTHEMRESEHIVERD ZF =
IR E O HE I EE ; VLA BFFEMNGE S EHIVELD SN REKE O
H A B VLS BREMESEHIVED L F A RERED KA & E
VL B B S 2HIVELD L F N REREOKHE S E 0 VHI BFF &£
MESEHIVEO S — R RKEDE#EEE  VIRBEFEME SR
HIVEQ 2 F _REREOHEBEEE  VIBEFEMGSEHIVER Z
FoRBEHREOE#HTEE ) VIdEFRUEEEGEHIVERD 2 FURREER
EOEHH#EE S VISR EME S 2HIVED 256 1 & KE D Hill 7]
BlE o VHO R EMGE S ZHIVEA L FAREREDE#HITEE  H
L1~L2 L3 L4 L5 L6KL7BlEERsEST -

[0153]) fE—EmEF » ARHIHIRESZIEEYEEE—F
MR- M EE=ZZK HFZE—-FREABRLLTRR ZERE
VL1-VL2-VL3-VH3-VH2-VH1-F¢ ; VH1-VH2-VH3-VL3-VL2-VLI-
Fc ; VL1-VH2-VL3-VH3-VL2-VHI1-Fc¢ ; VH1-VL2-VH3-VL3-VH2-
VL1-Fc¢ ; VL1-VL2-VH3-VL3-VH2-VHI1-Fc¢ ; VHI-VH2-VL3-VH3-

VL2-VLI1-Fc¢ ; VLI-VH2-VH3-VL3-VL2-VHI-Fc¢ ; VHI-VL2-VL3-VH3-
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VH2-VL1-F¢ ; VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-Fc¢ :
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-Fc ;: VHI-L1-VH2-
L2-VH3-L3-VL3-L4-VL2-L5-VL1-F¢ ; VH1-L1-VH2-L2-VH3-L3-VL3-
L4-VL2-L5-VL1-L6-F¢ : VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-
VHI-Fc¢ ; VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-Fc ;
VHI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-F¢ ; VH1-L1-VL2-L2-
VH3-L3-VL3-L4-VH2-L5-VL1-L6-Fc¢ ; VL1-L1-VL2-L2-VH3-L3-VL3-
L4-VH2-L5-VHI-Fc¢ ; VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH]1-
L6-Fc ; VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-Fc ;: VHI-L1-
VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-Fc¢ ; VL1-L1-VH2-L2-VH3-
L3-VL3-L4-VL2-L5-VH1-Fc ; VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-
L5-VH1-L6-Fc ; VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-F¢ :
5, VHI-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc ;: H F1 2% % —
SRkEA ML TR 4R - VL4-VLS 3 VL4-L7-VL5 ; VL4-CL ; VL4-
L7-CL : VL4-CH1 ; VL4-L7-CH1 ; VH4-VHS5 ; VH4-L7-VHS5 : VH4-
CL : VH4-L7-CL ; VH4-CH1 ; VH4-L7-CH1 ; VL4-VL5-VL6 ; VL4-
L7-VL5-L8-VL6 ; VL4-VL5-VL6-CL ; VL4-L7-VL5-L8-VL6-CL ; VL4-
L7-VL5-L8-VL6-L9-CL ; VL4-VL5-VL6-CHI ; VL4-L7-VL5-L8-VL6-
CH1 ; VL4-L7-VL5-L8-VL6-L9-CH1 ; VH4-VH5-VH6 ; VH4-L7-VHS5-
L8-VH6 ;: VH4-VH5-VH6-CL ; VH4-L7-VH5-L8-VH6-CL ; VH4-L7-
VHS5-L8-VH6-L9-CL ;: VH4-VH5-VH6-CH1 ; VH4-L7-VH5-L8-VHG6-
CHI : 8{VH4-L7-VH5-L8-VH6-L9-CH1 ; ¥ E =%k B AT TE

N4 © VH4-VHS-Fc ;3 VH4-L10-VHS5-Fc ; VH4-L10-VH5-L11-Fc ;
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VH4-CH1-Fc ; VH4-L10-CH1-Fc ; VH4-L10-CHI-L11-F¢ ; VH4-CL-
Fc : VH4-L10-CL-Fc¢ : VH4-L10-CL-L11-Fc ; VH4-VHS5-Fc ; VH4-L10-
VH5-Fc ; VH4-L10-VH5-L11-Fc ; VH4-VH5-VH6-Fc¢ ; VH4-L10-VHS5-
L11-VH6-Fc¢ ; VH4-L10-VH5-L11-VH6-L12-F¢ ;: VH4-VH5-VH6-CH1-
Fc ; VH4-L10-VH5-L11-VH6-CH1-Fc : VH4-L10-VH5-L11-VH6-L12-
CH1-Fc : VH4-L10-VH5-L11-VH6-L12-CH1-L13-Fc¢ : VH4-VH5-VH6-
CL-Fc : VH4-L10-VH5-L11-VH6-CL-Fc ; VH4-L10-VH5-L11-VH6-
L12-CL-Fc ; VH4-L10-VH5-L11-VH6-L12-CL-L13-F¢ ; VL4-VL5-VL6-
Fc; VL4-L10-VL5-L11-VL6-Fc ; VL4-L10-VL5-L11-VL6-L12-Fc ;
VL4-VL5-VL6-CHI-Fc ; VL4-L10-VL5-L11-VL6-CH1-Fc ~ VL4-L10-
VL5-L11-VL6-L12-CHI-Fc ; VL4-L10-VL5-L11-VL6-L12-CH1-L13-
Fc : VL4-VL5-VL6-CL-Fc : VL4-L10-VL5-L11-VL6-CL-Fc : VL4-L10-
VL5-L11-VL6-L12-CL-Fc¢:  B{VL4-L10-VL5-L11-VL6-L12-CL-L13-
Fo ! HpVLIARREEGEEEHIVER 2B — R EREOEE T EE
VL2ERRMGEEEHIVEG 2B R IREOKETTEE  VLIBER
MEEEHIVES 2R = R EREQEEANZE S VIAEFREEEEE
HIVEH ZF MU EIRELKETEE  VLSAFEEESEHIVER Z
FHREREQKETER VLo B EME S 2HIVED 25 N REK
EOKEZEE ) VHIARENG G EHIVELD 25— R EKEL =il 1]
Bi& VIR BREMGEGEHIVEO 2R REIRECOEBE I EE - VH3
RERMEEEHIVER X B - R RKEFE#HEE  VHARFFRIESE
GEHIVEO ZFIURERESEMIEE - VHS 5 EMEGEEHIVE
A EAREREDEHFHTERE | VHO SR RIEGEEHIVER ZEN
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EHREOE#IEE  CHIHGE#E EE]  CLAK#NER > FchEE
TEHREHHEH#EREE2 (CH2) » pEKREHHE#NEES3 (CH3) KARIFM
G EREORNEEs » HL1-L2-L3-L4-~L5-L6~L7 -
L8-~L9~L10-L11~LI12KLI13EEERMBERET

[0154] fE—SBREEF - ASCHI 2 iR &S & 2 LR &S & 2K
#) > VHI1 ~ VH2 ~ VH3 ~ VH4 ~ VHS5 & VH6 11— B 5 & 0] 45 E M 45

iy

o
SEMAERERRERE - £ BREE » KA HRE S ke
4t & 5 3 &4 VLT « VL2 ~ VL3 ~ VL4 ~ VL5 B VL6t i) — 2 5 %
T B A S M E R SR FE -

[0155) & —EBREREm » A AT B R4S & % KB I 48 & 2 Ik
W& 2 VHI ~ VLI ~ VHAR VLA B 165 & 5 40 [ 1R © 45— i
o R HURSE S S ISR S S S IE &2 VH2 « VL2 « VHS
B VLS4 BiE4E & SRR o SRRt A SCRT I Y BB S & 2k
o BB 4 S S I &) 2 VH3 ~ VL3 « VHO R VL6 B 1 6 & % 4 [ 5
B oo A ERRE KR RS S SR RS S S I A
VHI ~ VL1« VHA R VLA B & EEERE A Al RS S %
BB BB 45 & S B &)~ VH2 « VL2 ~ VHS B VLS4 B4 & % F 5
B HA SR R4S % IS R S S I AW 2 VHS » VL3 -
VHG6 B VL 645 B 145 £ % AR E L -

[0156] fEAHI Y SSRGS STy —
¥ & > VHI - VH2 X VH3 & 8B & & 2K §PGTI121 ~ VRCO1 -~ 10E8v4 5]
PGl6H BB I 2 BRI 2 E ¢ B/ VL] » VL2RVLIE H B &%

HPGTI121 -~ VRCO1 - 10E8v4E{PG 16} BBk 1L 48 B A i i 1] 8 & o
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[0157) {EARRH ZHMFGESEZUEIMREE DU EEY 2 — L&
BEth > VHI ~ VH2 ~ VH3 R VH4 & 5 A& EPGT121 ~ VRCO1 - 10E8v4
HPGlOfIAs B L B RV E M A 2 1& © K/E(VL] ~ VL2 » VL3R VLAE

a4 EPGTI21 ~ VRCO1 ~ 10E8v4EKPG 1647 42 B 1 4 5 58 iy i § o]

A&
=

[0158]) HEAFHIMREGZNENMEEEGEZNESY 2 —HiE
f£8 > VHI ~ VH2 ~ VH3 » VH4 R VHS & B8 53 §PGT121 ~ VRCO1 ~
10E8v4SPGlOoT AR B 8 gAY EE i 0] 8 [& 5 K/E(VL1 ~ VL2 ~ VL3 -
VL4 VL5 & 584 % BPGT121 ~ VRCO1 -~ 10E8v4EPG 16} f2 5 H &
BRSNS E O] S & o

[0159]) HEAFH I HMREGZNENMEEGZIRESY 2 —®iE
f£ > VHI ~ VH2 ~ VH3 ~ VH4 ~ VH5 & VH6& B 1 & 2k §PGT121 ~
VRCO1 ~ 10E8v4E(PGlofiAG B¢ H & R AT AY EH ¢ 0] = & © K/ECVLI »
VL2 ~ VL3 ~ VL4 - VL5 R VL6 & 5 A < 7K §PGT121 ~ VRCO1 ~ 10E8v4
PG 1641 #8 B H 588 AT HY Ko A] SE & o

[0160] fE—LERfkd » AFH RS2 MRS & 2 IE
&%) VHI ~ VH2 R VH3 & B AE2#SEQ ID NO:20-23F (F—FEEHE
D90%— Bt - & /D95%— EqMEE100% — B MY B BB R A 5 R/ER
VL1 » VL2 B VL3 & H /a4 HBISEQ ID NO:24-278 2 {F—E EH £/190%
— B M~ E/095%—EMEEL100% — B Y AL B A o

[0161]) fE—SERefkd » AFH TR S 2 MRS & 2 IE
4% VHI ~ VH2 ~ VH3 R VH4 & Ha S HBISEQ ID NO:20-23F (T —3F
HAZEDIO%—EM: ~ 2/095%—EMEE100%—E My B P51 5 K/
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VL1 ~ VL2 ~ VL3R VL4& B4 HBSEQ ID NO:24-27h 2 {(F—FAEH
£/090%—H M ~ £/095%—FMEEC00% —E M AR B BE e 51 -

[0162] fF—EEREKF » AEHMIREE L INEHRESE & X RE
aY)ZVH] ~ VH2 ~ VH3 » VH4 K VH5 % 58 & #SEQ ID NO:20-241 2
F—&HEBEAZEDVI0% M ~ E/095%— Bt 100%— Bk Ay e B 1 e
55 F/ECVL1 ~ VL2 ~ VL3 ~ VL4 R VL5 & B/a4BSEQ ID NO:24-27H
ZE—FHEAFEDIO% M - £/DI5%—BMEE100%— B M A A i
FFA

[0163] fE—LEREKF » AEFHMIREE LIRS & X IRE
&%) VH1 ~ VH2 ~ VH3 ~ VH4 ~ VHS &, VH6 & B8 & HSEQ ID NO:20-
23 ZE—FRBHED90%—EHM: ~ £/095%—FM:50100%— EL 1 #Y Bz

A5 0 &/3(VL1 ~ VL2 ~ VL3 ~ VL4 ~ VL5 VL6 & HESHSEQ ID

oT

NO:24-27 2T —FH BEH £/090%— 1M ~ £/095%— B4 5100%— %
MRy R AL B 3] -

[0164]) fi—tefBiEd » AP HRFEGEEGZREHRE S LT
&2 VHI ~ VH2 EVH3 & H a4 EHBSEQ ID NO:60 ~ 63 ~ 66 K69
ZHE—BEAZEDIO%—EM: - £/D95%— B E100%— BUM: Y A 2
FE%IEJCDR1 ; B BISEQ ID NO:61 ~ 64 ~ 67K 70F 2 (F—FEFE/D
90%—EME ~ 2/ 95%—E M 100%—E M A9 RE BB FEFIAYCDR2 5 & A
AHHBEISEQ ID NO:62 ~ 65~ 68RTIF ZE—FEFZEDI%—EM - 2/
95%—EMEEC100% — 0 MEAY B B B P #JRYCDR3 5 HVLI ~ VL2 VL3 &
HEaAABSEQ ID NO:72 ~ 75~ 78 K81 F1 2 E—F B A E/190%—H

M~ 2/095%— M E100% — 20 ME Y i B I 7 JIHYCDR1 ;. BA BISEQ
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ID NO:73 ~76 ~ 1982 Z {(F—E HHFE L90%—B 1 ~ £/095%—F
PEEC100% — 2 MR B B BL FP FIIHYCDR2 5 R B BISEQ ID NO:74 ~ 77 »
80K83h ZE—FHEHFEVI0%—E M ~ 2/095%—EMEE100%—E M
HY e B B P 71 HYCDR3

[0165] fE—ELfEiErd » ARH LIRSS L NEIIRE S ZINE
&% VH] ~ VH2 ~ VH3 R VH4 & B a4 BEABISEQ ID NO:60 ~ 63 ~ 66
Koo 2 E—FEAEFTE/V0%—E M - £/095%—EMEE100%— B MR
MR Bz P 7HYCDR1 5 B BISEQ ID NO:61 ~ 64 ~ 67TR70F ZE—F K
HE2/D90%— 2 M - 2 /D095%— B M E100%— 2 M By B & B e 21 89
CDR2 : K EAHBISEQ ID NO:62 ~ 65~ 68K 71H 7 (F—& EAH % /190%
— B~ 2095%—FEE100% —E YA L R 5IRYCDR3 » HVLI -
VL2 » VL3R VL4 & B a4 EABSEQ ID NO:72 ~ 75 ~ 78 K819 7 {F—
EEHAZEDIO% M - E/095%— B MEB100%— B Y R B BE R 51 AY
CDR1 : B HBISEQ ID NO:73 ~ 76 ~ 19 K82 » (T —FE EHH % /1090%—
Bt~ £/095%—F M E100%— B HY b BLBE Fr JIIRYCDR2 5 B A7 Bl
SEQ ID NO:74 ~ 77 ~ SOR83F I (F—FEEHE/LI0%—2M: -~ £/095%
— B MEEC100%— BRI RE B fg P FIYCDR3 -

[0166] fEF—ELfEiErd » ARH L HIFE S L NEIIRE S ZINE
&2 VH] ~ VH2 ~ VH3 - VH4 R VHS & A4 BEABISEQ ID NO:60 -
63 ~ 66 69 X (F—FEABEDVI%—EME ~ E/D95%—FMEE100%—
FM Ry b B BE FPAIEYCDR1 5 BHBESEQ ID NO:61 ~ 64 ~ 67 K709 2 1%
—ZBAHE/D90%—F M ~ E/095%— Bk B 100% — B A i B B e A1

[JCDR2 : F B 75 BISEQ ID NO:62 ~ 65~ 6871 2 (T — & B & /b
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90%— B Mk ~ 2 /095%— B 0 100% — BME Y B B B I 5 RYCDR3 5 H
VL1~ VL2 - VL3 ~ VL4R VLS & B @84 EAHSEQ ID NO:72 ~ 75 - 18 &
81 2 fE—FEHFHE/DI0%—E M ~ £/095%—EMEE100%— E0 MY H
s F58JCDR]1 ; BEABISEQ ID NO:73 ~ 76 ~ 71982 (T —E B A
ZE/090%—F M ~ £/095%— B MEE100%— B M A9 B B BE FEFIHYCDR?2
K EAHBISEQ ID NO:74 ~ 77 ~ 80 &e83FF Z £ —F B AH £/190%— M ~
2 /095%— BB 100% — B AV B . 7 5B CDR3 -

[0167] fE—ELfEiEd » ARH GRS S L NEIIRE S ZNE
&%) 2 VH1 ~ VH2 ~ VH3 ~ VH4 - VH5 X VH6& 4 & B BHSEQ ID
NO:60 ~ 63 ~ 66 69 Z{E—FHAF £/D090%—E M ~ £2/D095%—FMEE
100%— B iy EL e FE %1 iJCDR 1+ EABSEQ ID NO:61 ~ 64 ~ 67 K70
F2E—FAEBFZEDIO%—ENE - £/D95%—EMEE100% — B AT RE A
s FE5HJCDR2 ; K B BISEQ ID NO:62 ~ 65~ 6871 {F—F B A
ZE/090%—F M ~ £/095%— B MEE100%— B M A9 B B BE FEFHYCDR3
H VLI~ VL2~ VL3 ~ VL4 ~ VL5 VL6 & H 4 EABISEQ ID NO:72
75~ 18 R8I I (E—FEHE/VI0%—F M ~ B/095%—F I 100%—
FM Ry B B BE FPAIHYCDR1 5 BHBESEQ ID NO:73 ~ 76 ~ 79 k82 1%
—ZBAHE/D90%—F M ~ E/095%— Bk B 100% — B A i B B e A1
fJCDR2 ; & B/ BISEQ ID NO:74 ~ 77 ~ 80K 83F (T —FE EHZE /b
90%—Eq 1 ~ £ /095% BB 100% — B AT B BiBS I 7Y CDR3 -

A E-YoT £
[0168] fEHAMEEES » AFHGHNEAFEF M EE LR

MEGEs2REEY > HPZE L AAF HEVLI-VL2-VH2-VH1 5
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VHI1-VH2-VL2-VL1FE 7 2 &1 » B#% % %k B R VL3-VL4-VH4-
VH3E(VH3-VH4-VL4-VL3F R Z &5 - i —EiEHET - fiREE L IE
EVAEA SCHT A 2 G AR B A AT W {18 & 3k ] & 7 B AR B i 7~ AE—
LRt > RS S SIESY T & HFc& - CHIE ~ CLIEEHAE{T4H
c AE—HEEF - HESEESSRESY BB HERGE SR B -
[0169]) ASCFrift 2 iR és & M RIRAE G 2 IE ST R4
FHIVEH - LEEFEEESE -NSEHIVELD KR4GS EM
EHIVEH R — RSP R EE - ff—®EiEEY  » HIVEL#EF ML
T4Hpk B HIVEEES - HIVEEE D - HIVYj g & 5 S HIVEi B &
A o fE—ibBEEE R > HIVEEE O BHIVEEREE [ (Env) - HIVEEEEE
Hepl60 ~ HIVE AR E fEE Hepl 20 KHIVES I B IH & Hegpa! - f£—LE
etk > HIVEEEEH Rpl7 » p24 ~ p7Eipss o L —5ERE o > HIVIIREE
E H &p66 ~ HIV-1E HBE(PR)=p31 - ff — e T - HIVEEIE B &
Nef ~ Tat ~ Rev ~ Vif ~ Vpr& Vpu -

[0170] FE—SbREfEd - ALRHGHEN —EEEF -2 AE X
MEFESEEZ2RESY  EbzE—2MEARU TR R ZERE
VL1-VL2-VH2-VHI ; VHI-VH2-VL2-VL1 ; VL1-L1-VL2-L2-VH2-L3-
VH1 ; 8(VHI1-L1-VH2-L2-VL2-L3-VL1 ; Hih#ZE S EAHRUT#E
k2 &5 R 0 VL3-VL4-VH4-VH3 ; VH3-VH4-VL4-VL3 ; VL3-L4-VL4-
L5-VH4-L6-VH3 ; 5{VH3-L4-VH4-L5-VL4-L6-VL3 ; VL1 &% 24
GO EHIVEOZ E—REREOKEITEE ; VL2EFEME S ZHIV
EQ S _EREOKEIESE VI3 RENESEHIVEA ZF=
EREIREOKETEZE S VI4RTEERES EHIVEL 2 ENREREH
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REETEE ; VHI B RN S EHIVEO S — B E O Ef s
& VH2 SR REMEEGEHIVEO ZE _REKENE#HEIE ; VH3
REAMESEHIVES LB =0ERKEDEHIEE | VI4EFRRESESS
ZHIVEH Z FUREKEDEHTEE ; HL1 -~ L2 - L3 -~ L4 - L5SKL6
Fo it B iH 11 -

[0171] fEEARREREF - KFPGHN —HERSE-ZUNLE_Z
MEFESEEZ2RESY  EbzE—2MEARU TR R ZERE
VL1-VL2-VH2-VH1-F¢ ; VH1-VH2-VL2-VL1-F¢ ; VL1-L1-VL2-L2-
VH2-L3-VH1-Fc¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-F¢ ; VL1-L1-VL2-
L2-VH2-L3-VH1-L4-Fc¢ ; {VHI1-L1-VH2-L2-VL2-L3-VL1-L4-Fc ; HF
Ze R EAMRUTERZEER @ VL3-VL4-VH4-VH3-Fc ; VH3-
VH4-VL4-VL3-Fc ; VL3-L5-VL4-L6-VH4-L7-VH3-F¢ ; VH3-L5-VH4-
L6-VL4-L7-VL3-Fc¢ ; VL3-L5-VL4-L6-VH4-L7-VH3-L8-Fc;  Z{VH3-
L5-VH4-L6-VL4-L7-VL3-L8-Fc ; Hf VLI B REMESEHIVER 2 $
—REREHKHEITEE  VI2EFRUGSEHIVEE L5 REKRE
HESHE T ST VI3 AR REMESEHIVER 2 F = QyE R E [ i n] 8
& VLARRNEMESZHIVER CFNRBEIREDKEITEE 5 VHLE
REAMESEHIVES LB —0EKREDEREIEE | VIR EBRREESESS

ZHIVEHA ZFE " RENRECEHTEE | VIBEFREEESG EHIVED
JESREIREAEEER ) VH4RFENECEHIVED Z e Rk
REOE#TEE S FchEanEREOE#HEER2 (CH2) ~ REKE
A E A E &3 (CH) BN T BRI EOR#ENE  ALL
L2 L3-~L4- L5 L6 L7KLSBIEEREET -
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[0172]) fEHAMRESEF » AFHGHAN —HEEEE - E L
MR EEZIRESY EbhZE—-LNEAHUTRR Z&ERE
VL1-VL2-VH2-VH1-CHI1 ; VH1-VH2-VL2-VL1-CH1 ; VL1-VL2-VH2-
VHI-CL : VH1-VH2-VL2-VL1-CL ; VL1-VL2-VH2-VH1-CHI-CL :
VHI1-VH2-VL2-VL1-CHI-CL : VL1-VL2-VH2-VHI-CL-CH1 ; VHI-
VH2-VL2-VL1-CL-CH1 ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH]1 ;
VHI-L1-VH2-L2-VL2-L3-VL1-L4-CH1 ; VL1-L1-VL2-L2-VH2-L3-
VHI1-L4-CL ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CL ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CH1-L5-CL ;: VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-
L5-CL ; VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1 ; = VHI-L1-
VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1 ; HF 2% Sk BB MU TExR
> 4 f : VL3-VL4-VH4-VH3-CHI ; VH3-VH4-VL4-VL3-CHI ; VL3-
VL4-VH4-VH3-CL : VH3-VH4-VL4-VL3-CL ; VL3-VL4-VH4-VH3-
CHI1-CL ; VH3-VH4-VL4-VL3-CHI1-CL ; VL3-VL4-VH4-VH3-CL-

CH1 : VH3-VH4-VL4-VL3-CL-CHI ; VL3-L6-VL4-L7-VH4-L8-VH3-
L9-CHI ;: VH3-L6-VH4-L7-VL4-1L8-VL3-L9-CH1 ; VL3-L6-VL4-L7-
VH4-18-VH3-L9-CL : VH3-L6-VH4-L7-VL4-L8-VL3-L9-CL ; VL3-L6-
VL4-L7-VH4-L8-VH3-L9-CH1-L10-CL ; VH3-L6-VH4-L7-VL4-L8§-
VL3-L9-CH1-L10-CL ; VL3-L6-VL4-L7-VH4-L8-VH3-L9-CL-L10-
CH1 ; 3 VH3-L6-VH4-L7-VL4-L8-VL3-L9-CL-L10-CH1 ;: H VL1 A
FEMESCEHIVEOZ S — 2 RREOKHE T EE  VLI2EFFEEES
ZHIVEQ 25 R REQK#ETEE » VL3EFFREUE S EHIVED
JEEREREOKHETEE  VIABEENE G EHIVERD 2 FUR%E
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PREOK#EITEE - VHIAFENGE S E2HIVER 25— EKEQ 2
MR VH2RRFREMNEGE S EHIVED 25 _ RENRKED B EIE ;
VH3 BRREMESEHIVEO 2B = R REOEMH I EE - VHARTR
MEeEHIVER BN REIRENEHEITEE - CHI AR RRED EE
EEE] : CLAERERESKH#ERER © HL1 ~L2-L3-L4-L5-L6
L7~ L8~ LOKLI0 BB fs iE i 1 -

[0173]) fEHABRERET > ARHBMAKR —EEES - IUEE D
RIVIRGEEZREEY) » HFZF M EFHUTRR ZEH
VL1-VL2-VH2-VH1-CHI-F¢ ;: VH1-VH2-VL2-VL1-CH1-Fc ;: VL1-VL2-
VH2-VHI-CL-Fc ; VHI-VH2-VL2-VL1-CL-Fc¢ : VL1-VL2-VH2-VHI-
CH1-CL-Fc¢ ; VH1-VH2-VL2-VL1-CH1-CL-Fc : VL1-VL2-VH2-VH1-
CL-CHI-Fc¢ : VH1-VH2-VL2-VL1-CL-CH1-Fc¢ : VL1-L1-VL2-L2-VH2-
L3-VH1-L4-CH1-Fc : VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-Fc : VH1-L1-VH2-L2-VL2-L3-
VL1-L4-CL-Fc¢ : VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-Foc ;
VH1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-Fc ; VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CL-L5-CH1-Fc¢ : 8{VH1-L1-VH2-L2-VL2-L3-VL1-L4-
CL-L5-CH1-Fe: HF@ZH X LERHHBL TRR Z&EH © VL3-VL4-
VH4-VH3-CH1-Fc ; VH3-VH4-VL4-VL3-CH1-Fc¢ : VL3-VL4-VH4-
VH3-CL-Fc ; VH3-VH4-VL4-VL3-CL-Fc : VL3-VL4-VH4-VH3-CH1-
CL-Fc : VH3-VH4-VL4-VL3-CH1-CL-Fc ; VL3-VL4-VH4-VH3-CL-
CH1-Fc : VH3-VH4-VL4-VL3-CL-CH1-Fc ; VL3-L6-VL4-L7-VH4-L8-

VH3-L9-CHI1-Fc ; VH3-L6-VH4-L7-VL4-L8-VL3-L9-CHI1-Fc ; VL3-
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L6-VL4-L7-VH4-L8-VH3-L9-CL-Fc ; VH3-L6-VH4-L7-VL4-L8-VL3-
L9-CL-Fc : VL3-L6-VL4-L7-VH4-L8-VH3-L9-CH1-L10-CL-Fc ; VH3-
L6-VH4-L7-VL4-L8-VL3-L9-CH1-L10-CL-Fc¢ ; VL3-L6-VL4-L7-VH4-
L8-VH3-L9-CL-L10-CH1-F¢ ; 5{VH3-L6-VH4-L7-VL4-L8-VL3-L9-CL-
L10-CHI-Fe » VLI AR RMEGE G EHIVER 25 — B RREH K H
MR VI2RRHFEMEG S EHIVEG 2B R RIREQKE ] 21E ;
VLI3IGRRMGEEHIVES B - RRREOKETEE  VLARTR
MEEEHIVEQ 2 BN REREOQKEEE  VHIRFENEEE
HIVER ZF —REREQE#ZE  VH2RFREEESEHIVEG Z
BOREREOEHITZE  VIBRREMESEHIVELD ZE=50%K
EOREENZEE ) VHARRENGS G EHIVER 25 MU R EKE N =i ]
& FohBaREREQEMRERE2 (CH2) » REIREN H# R ERES
(CH3) e B M7 AL < R B EE B S A 3 - CH1 Ry RE PR E 0 S i 1A
E&ElCLEGEREOK@#EER  AL1-L2-L3-1L4~L5 L6
L7~L18 L9 L10 -~ L11 RL12 B EEmg s 1 o

[0174) fEHABRERET > ARHGBHR —EEES - IUEE D
RIVIRGEEZREEY) » HFZF M EFHUTRR ZEH
VL1-VL2-VH2-VHI ; VHI-VH2-VL2-VL1 : VL1-VL2-VH2-VHI-Fc ;
VH1-VH2-VL2-VL1-F¢ : VL1-VL2-VH2-VHI-CH1 ; VHI-VH2-VL2-
VL1-CHI ; VL1-VL2-VH2-VH1-CL ; VH1-VH2-VL2-VL1-CL ; VL1~
VL2-VH2-VH1-CHI-CL ; VHI-VH2-VL2-VL1-CH1-CL : VL1-VL2-
VH2-VH1-CL-CH1 : VHI-VH2-VL2-VL1-CL-CHI : VL1-VL2-VH2-

VHI1-CHI-Fc¢ ; VHI-VH2-VL2-VL1-CHI-Fc ; VL1-VL2-VH2-VHI-CL-
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Fc¢ ; VHI-VH2-VL2-VL1-CL-Fc¢ ; VL1-VL2-VH2-VHI1-CHI1-CL-Fc ;
VH1-VH2-VL2-VLI1-CH1-CL-Fe¢ ; VL1-VL2-VH2-VHI1-CL-CHI1-Fc ;
VH1-VH2-VL2-VLI-CL-CHI-Fe¢ ; VL1-L1-VL2-L2-VH2-L3-VHI ;
VHI1-L1-VH2-L2-VL2-L3-VL1 ; VL1-L1-VL2-L2-VH2-L3-VHI1-Fc :
VHI1-L1-VH2-L2-VL2-L3-VL1-Fc; VLI-L1-VL2-L2-VH2-L3-VHI1-L4-
Fc¢ ; VHI-L1-VH2-L2-VL2-L3-VL1-L4-Fc; VL1-L1-VL2-L2-VH2-L3-
VHI1-L4-CHI1 ; VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CHI ; VL1-L1-VL2-
L2-VH2-L3-VHI1-L4-CL ; VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ; VLI1-
L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL ; VHI1-L1-VH2-L2-VL2-L3-
VL1-L4-CHI1-L5-CL ; VLI-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1 ; VL1-L1-VL2-L2-VH2-
L3-VHI1-L4-CH1-Fc ; VH1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-Fc ; VHI1-L1-VH2-L2-VL2-L3-
VL1-L4-CL-Fc¢; VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-Fc : VL1-L1-VL2-L2-
VH2-L3-VH1-L4-CL-L5-CH1-F¢ ; 8 VHI1-L1-VH2-L2-VL2-L3-VL1-L4-
CL-L5-CHI1-Fe: HfigZzsg “Z KA A ML TR &R © VL3-V0L4-
VH4-VH3 ; VH3-VH4-VL4-VL3 ; VL3-VL4-VH4-VH3-Fc ; VH3-VH4-
VL4-VL3-Fc ; VL3-VL4-VH4-VH3-CHI1 ; VH3-VH4-VL4-VL3-CHI ;
VL3-VL4-VH4-VH3-CL ; VH3-VH4-VL4-VL3-CL ; VL3-VL4-VH4-
VH3-CHI-CL ; VH3-VH4-VL4-VL3-CHI-CL ; VL3-VL4-VH4-VH3-
CL-CHI ; VH3-VH4-VL4-VL3-CL-CHI1 ; VL3-VL4-VH4-VH3-CHI1-

Fc¢ ; VH3-VH4-VL4-VL3-CHI1-Fc ; VL3-VL4-VH4-VH3-CL-Fc ; VH3-
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VH4-VL4-VL3-CL-Fc ; VL3-VL4-VH4-VH3-CH1-CL-Fc¢ ; VH3-VH4-
VL4-VL3-CHI1-CL-Fc ; VL3-VL4-VH4-VH3-CL-CHI1-Fc ; VH3-VH4-
VL4-VL3-CL-CHI1-Fc ; VL3-L6-VL4-L7-VH4-L8-VH3 ; VH3-L6-VH4-
L7-VL4-L8-VL3 ; VL3-L6-VL4-L7-VH4-L8-VH3-Fc¢ ; VH3-L6-VH4-
L7-VL4-L8-VL3-Fc¢ ; VL3-L6-VL4-L7-VH4-L8-VH3-L9-Fc¢ ; VH3-L6-
VH4-L7-VL4-L8-VL3-L9-Fc ; VL3-L6-VL4-L7-VH4-L8-VH3-L9-

CHI ; VH3-L6-VH4-L7-VL4-L8-VL3-L9-CHI ; VL3-L6-VL4-L7-VH4-
L8-VH3-L9-CL ; VH3-L6-VH4-L7-VL4-L8-VL3-L9-CL ; VL3-L6-VL4-
L7-VH4-L8-VH3-L9-CH1-L10-CL ; VH3-L6-VH4-L7-VL4-L8-VL3-L9-
CHI-L10-CL ; VL3-L6-VL4-L7-VH4-L8-VH3-L9-CL-L10-CH1 ; VH3-
L6-VH4-L7-VL4-L8-VL3-L9-CL-L10-CHI1 ; VL3-L6-VL4-L7-VH4-L38-
VH3-L9-CHI1-Fc ; VH3-L6-VH4-L7-VL4-L8-VL3-L9-CHI1-Fc ; VL3-
L6-VL4-L7-VH4-L8-VH3-L9-CL-Fc ; VH3-L6-VH4-L7-VL4-L8-VL3-
L9-CL-Fc ; VL3-L6-VL4-L7-VH4-L8-VH3-L9-CHI-L10-CL-Fc ; VH3-
L6-VH4-L7-VL4-L8-VL3-L9-CHI1-L10-CL-Fc ; VL3-L6-VL4-L7-VH4-
L8-VH3-L9-CL-L10-CH1-Fc ; VH3-L6-VH4-L7-VL4-L8-VL3-L9-CL-
L10-CHI1-Fc ; VL3-L6-VL4-L7-VH4-1L8-VH3-L9-CHI-L10-Fc ; VH3-
L6-VH4-L7-VL4-L8-VL3-L9-CH1-L10-Fc ; VL3-L6-VL4-L7-VH4-L38-
VH3-L9-CL-L10-Fc ; VH3-L6-VH4-L7-VL4-L8-VL3-L9-CL-L10-Fc :
VL3-L6-VL4-L7-VH4-L8-VH3-L9-CH1-L10-CL-L11-Fc ; VH3-L6-VH4-
L7-VL4-L8-VL3-L9-CHI1-L10-CL-L11-Fc ; VL3-L6-VL4-L7-VH4-L8-
VH3-L9-CL-L10-CHI1-L11-Fc ; 8(VH3-L6-VH4-L7-VL4-1.8-VL3-L9-

CL-L10-CHI1-L11-Fc¢; Hff VL1 B EMMEEE2HIVER 2 F— Tk E
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HESHETT SR E  VI2 B EM S EHIVEAR 26 ek E [ K i o] 8
& VI3RFREMEGEHIVEO S = REREOKHETEE 5 VL4G
FRUEESEEHIVED 2 FIUREKEQK#E AT EE © VHIBRRESES
FHIVER 2S5 —REKREOHE#ETERE ; VIR BRHFREESES EHIVED
JEHEORBFEREOHE#EAEE ) VIBEERETEESEHIVEO LS =0%
KREOE#ITEE  VH4 A EEES 2HIVED 2 BB REKE O =il
O FehamBERENEEEEE2 (CH2) ~ fEkED HH#EE
&3 (CH3) KA BE N 2 REHRE D KH#ENES ; CHI SR EREOH
N EE]l CLEREREOK# E&E ;> HL1-L2-L3 L4 -L5 -
L6~L7L8~L9 LIOSKL11&RER EET -

[0175] EAZBHZMFRECEHNEGRE S ZRESY 2 —HiE
f£ > VH1 ~ VH2 » VH3EVH4Z @43 EPGT121 ~ VRCO1 ~ 10E8v4
PGloPI RS H B BRI E#H o8& ; &/EKVLI ~ VL2 ~ VL3 &z VL4

a4 EPGTI21 ~ VRCO1 ~ 10E8v4EKPG 1647 42 B 1 4 5 58 iy i § o]

A&
=

[0176] fE—EEKF  AEHMIREE LIRS & X RE
4% VHI ~ VH2 ~ VH3 R VH4 & Ha S HBISEQ ID NO:20-23F (T —3F
EAH/2DI0%—FHME - £/095%—FME100%—E ARG EBE P51 0 K/
VL] ~ VL2 ~ VL3 VL4& a8 EHBSEQ ID NO:24-27Hh 2 (F—E HA
£/090%—H M ~ £/095%—FMEEC00% —E M AR B BE e 51 -

[0177] fE—SEEKF - REFHMIREE L INEHRESE & X RE
&% VH] ~ VH2 ~ VH3 R VH4 & B a4 BEABISEQ ID NO:60 ~ 63 ~ 66
K69 2 E—FH AT 2/DI0%—E M~ £/095%—EMEE100%—E MR
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Fe BB FFPIRYCDR1 3 BHBSEQ ID NO:61 ~ 64 ~ 67R70 2 £ —F A
HEDI0%—E M ~ £ /D95%— B E100%— F7 M By B B BE Fr 51189
CDR2 ; J HABISEQ ID NO:62 ~ 65 - 68 K71 (T —F EH % /190%
—E M~ 2/D95% —FMEE100% — BBy B E L 7 5 CDR3 5 H VLI -
VL2 ~ VL3R VL4 & B a4 HABSEQ ID NO:72 -~ 75 ~ 78 81 7 {F—
EHEHEAHZ/DIO% M ~ Z/095%— B MES100% — BUME Y i L 1L P 51 /Y
CDRI1 ; EHHSEQ ID NO:73 ~ 76 ~ 7982 Z (F—FE EAH £ /190%—
B~ £P95%—FMEE100%— B AY B B S Fr IHYCDR2 R BA B
SEQ ID NO:74 ~ 77 ~ SOR83F I (F—FEEHE/LI0%—2M: -~ £/095%
—EUMEE100% — MRV BB 7 71 HYCDR3 -
R B /G RRE

[0178]) AZCprit 2 fiiféEa 2 ERMFEE S ZIRESY R 214
G EHIVER - BEERFREEESE -NSBHIVED RFEEES 2H
EHIVES R —S @I FERERE - £ —SmEEF - HIVEQZEH H U
THHR B HIVEREE D - HIVERBED - HIVI R & H SHIVEiE &
A - ff—LEEET > HIVEEE O BHIVEEREE 9 (Env) - HIVEEREE
Hepl60 ~ HIVE AR E fEE Hepl 20 KHIVES I B IH & Hegpa! - f£—LE
etk > HIVESEEH Rpl7 » p24 ~ p7Eipss o fE—5EREH T > HIVIIREE
E H Rp66 ~ HIV-1& 5 B§(PR)=p31 - £ —LLge it - HIVEi B &EH &
Nef -+ Tat ~ Rev ~ Vif ~ Vpr{Vpu -

[0179] $tHHIVE QB HLIR 4 & F 7I(H 40 2K 8 i #8 AYCDR -
VH - VL - S REH P EZA - BB B EE{ERRP) PGTI45
PG9 - PG16 ~ PGT128 - PGTI121 ~ 10-1074 ~ 3BNC117 ~ VRCOI -
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PGTI151 ~ 4E10 ~ 10E8=CH 2 R EG(HIAN10E8v4) « 5551 » I B - Emts
KRIENSEEALERIZHEGESE G Rl FAEYE2RENH
DNA 5 A2 B H A 20 AdairZe A, Human Antibodies, 5(1-2):41-
47, 1994 ; Kostelny® A, J. Immunol., 148(5):1547-1553 (1992),
ShiraiwaZ A, Methods, 154:10-20, 2019 : K Zola, [ Monoclonal
Antibodies: A Manual of Techniques ; , 1987, ZE1kk, CRC Press; &
Steinitz, Human Antibodies, 18(1-2):1-10, 2009 -

[0180] FE—E@ixth » REWF X MRGE S DN NIIRE & ZIKE
BV RS S 2 B E TR B E (B (SARS) MHBARYPLIR -

[0181]) FE—E@EET » KEWF LRGSR E & ZIKE

&%) 2 VHI ~ VH2 ~ VH3 ~ VH4 ~ VHS B VH6 i) —B % & G & H BISEQ

oT

ID NO:28E29 B £/090%— 21t ~ £/095% —FME100% — 2 2 %
ME SRR H/SASHE RS a2 RE & 2K
W& 2 VLL - VL2 ~ VL3 ~ VL4 ~ VLS B VL6 #) — 5 % & f & [ Bl
SEQ ID NO:30E31 EH £ /090%—2M: ~ £/095% s 100% — 2 1
Z B E R RIEHI EER T -

[0182] FE—dbRefE » AWHGRN —EH R a2 IR &
e RESBIaBREREEE R B Ha&HBISEQ ID NO:32-
47 ~ 84 -~ 8688909294 9698t ¥ F —F A H £ 190%— I
M~ E095% —FMEB100% — B AT — B (B B B R 51 -

[0183] FEHMRERED » ABWHGE —EH R4 & 2 IR &
B REEY (IR HEE SR R) - HE&MmPSEQ ID NO:48-

59 -85-87-89-91-93-95-97K99th ~ {+ —F B H £ /090%— %
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M~ 2/095%—E M E100% — 2L MY A B B dm 5 & — 2020 (ifl i B e P
B -

[0184] fE—E&EREfkd - MIRG S ZIREGIREG &2 IE ST (B4
MREHERREG R ERE S REREGRE - £ —ERET > REKE
Bt bl - P E - TR -~ sHEE -

[0185) AIASFTH » MURGE XK ~ UEE S ZIRESY(BIa05t
R HRGE G R B EEEi e " RS ) RiELERER

FEoapFRrEREG S  HEoRFBENRGSEAGFEAEE ZEHF
e
=

[0186]) WA FTH »"HFAER ) HRENFEESZINETREE
B REEYWIOIBRETREER B TRREEENTIERT E
S o FUJR O E AL BT R 00 22 BR 2 AR R B A R (AR M B DL IR R EAL) 0BG
PLlFE A E B v HIlA H — B 18 2 K 2 W R B R 25 ([ IR AR 3 B e e — i
FEI(REF ~ REM - JFEESI RN BIUFEAEER) - L —EBEF - HiiE
SNHEPUFRGE G R B S 2 URAE R T35 RO NMR R L ~ XET4R &S
GHEn S gE ~ ELISAZ AT ~ S/ BT E Al eth-EEEE
sLk) ~ EFAET] 2 BERKIF I o AT B /B R 8 B A (B 40 1B Bh A 8 B A1) A
E o 2B lUNGiegé RE A, (1994) Acta Crystallogr. D Biol. Crystallogr.
50(Pt 4): 339-350 : McPherson A (1990) Eur. J. Biochem. 189: 1-23 ;
Chayen NE (1997) Structure 5: 1269-1274 ; McPherson A (1976) J. Biol.
Chem. 251: 6300-6303 ; Meth. Enzymol. (1985) Z5114 % 115%, Wyckoff

HWZ A 45, E B /A E5$2004/00141945%) 5 Bricogne G (1993) Acta
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Crystallogr. D Biol. Crystallogr. 49(Pt 1): 37-60 ; Bricogne G (1997)
Meth. Enzymol. 276A: 361-423 ; Carter CW, KRoversiZ A 4, (2000)
Acta Crystallogr. D Biol. Crystallogr. 56(Pt 10): 1316-1323 (X543 425
SLBEEETRZY) 5 K Champe A, (1995) J. Biol. Chem. 270: 1388-1394 K
Cunningham BC K Wells JA (1989) Science 244: 1081-1085 GE&EML) °

[0187] WmEMESHH "&EHRMNT ) Tom - EEHMINHRIER
e W B (PO REE 2 RE & 2 IE SR PUR) Z B1:1
MHEfEHNERGSERM T « &ERM D DU EE M 25 26+ 5 =
B R/ BRER - B FE(E AR FY) - 8 B 5 B(Kp) © KpfR iR B Korr/kon
HatE - ik BB MRS & LIRS & 2 IE S YRS R
FEHygr BB E R - HkonrR B WNREE & XM REEEZRESY)
ERT R BV AR EE o KonSoKorr 1] %8 F — A M0 & B A Z Mo EXE - 58 W0 Octet
BLI » BIAcore®=(KinExA -

[0188] KNIt > fE—tufefx T - KABH LIRS EZREEY BT
AR HIFRE G R B - E— BT > fiRsHPIRG e R EEE—H -
W {18 Bl = (i ARt R & & 2K - fE— SR > iR HRES
R Ry Er M - =R M TR RN - AR RSN R o /£ HAh R
e PiRREHREEE R B/ E - =H - UE - AEEONED -

[0189] fE—iERefieh » FifeElHIIRE &R R LI&10 nME L]
pM P B B(Ko) R ZMEE E20UR - £ — SRk T - Jiis KleG -
IgM ~ IgE ~ IgAEIgD - f£f — 86 B8 & F » IgGRlgGl ~ I1gG2 ~ IgG3E;
IgG4 - fE—bEEfE T » fiJH&E &/ B & Fab ~ scFab ~ Fab' ~ F(ab'), ~ Fv

BiseFv o fE XN —REE T - P R MBI BT -

25 158 H(EEHRIAE)
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BEBEEET

[0190] fE—LEREKF » AEHMIREE L INERE & X IRE
PP I REESE G R BEanRE e 2 MEmEE &L IES
V) . — B A 3 [T Y — B2 (Bl B B R 1 o

[0191]) WA " B AR ERE | (555 50 (8 e A B 500 R &
% P 5 - Hoge S0 (H AN SO it 2 AN 2 B 2 W ] 25 iR 1 e DA 4 7 B ffe 28 B 22 fiR
G HRER < DhRE IR E ST\t & o fE — /e » AN ER 1A
T RS G EZNENMRESE G SN ECY 2 EBF LGS "1, 5 "L
KEFRTPIOLIR T E —#ER T - L2RRE EYE T L3RR E =
P LA ENER T LSRR BE AR T - LORRE/NEREF - L7
TornFETERET 0 L8RME/UERET » LIRREILER T - LIORRE T+
BT LINFRoRE T —#BF > LI2RmETE#E T LI3RTET=
P SRR o fE— SRR o IRV B 2 e AL I i R (A
L1)HY Fe 51 ] B 51 45 8 57 2 % o L Ath e B % 72 92+ (F1 0L 235) A8 [F] 20~
G o 5540 AL HAMREER T - FAER—EZ I F 2V H BT 2 AR ER T
(PRt fR &S G Z R/ RS2 REaEET 25 —%
K FEYL ) EY B 51 o] BLEAE 7S 55— 2 Ik o 2 H1A B < A8 B B 5 R R 1
(PR FTat  fR &S G Z IR/ RS2 REaYEET 25 %
ik~ E=2E LBLDHMEBECAE -

[0192] fE—SuREfkd » M BB B+ B A 4V L fe A B8 2 495 01F
W B B Y = TS (B0 A SR il 2 $i R 48 & 2 IR R &5 & 2 IKE & V) 451
F
L9~L10~L11~L12 -~ L13ZF R —E X F) - fL —ELBHEF - A E

oT

H—E T E=%RE L1 L2 L3 L4 L5-L6-L7 L8~
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FE 7Y R JEE By & L8 e 25 B2 22 494 S (il B Z B ~ &9 1Ml B 2 B 22 <94 0l i B
B ~ &8 P Bl 22 €935 8 e BL e ~ &9 1 (I8 i BL i 22 493 Ol i A i ~ 491 [
M E B 2§25 (E M BL B ~ V(R Bl £ €920 fr Al ~ 1{ERE A 24
VSl e B B ~ &9 LI P 2k 1 22 49 1 Of B BE B ~ 9 1M B & B2 2 495
Bz ~ &5 B Bl 2 €950 B Bl ~ &5 I8 g BL e 2 494 S g A ~ 4951
M BB 22§40 B B Bk ~ US(E L BBk 2 €3S (E B B e ~ US(EME Al 2
K30 i BB ~ &5 {1 e B B2 22 8925 [ e B R ~ &5 {1 e B B2 22 €920 ([ iz
BBk ~ QST B BL 2 Y1 S(E M B Bk ~ S RE B B £ Y1 0(E i Al ~ &Y
VOl iz B B 22 €95 01l i B ~ <9101l B B % 22 &94 S i BE e ~ &9 1043 iz
BBk 2 4940 B BB ~ &9 101 B BBk 22 €935 (e B BBt ~ Y10 M &l 2
ZI30(F B B L ~ 49101F R Bk 2 4925 (MM e - &910{/ e A g £ 4201
M Bl ~ &J10(F g 2 BE 22 491 SqEl e B Bg ~ 4915 B B I 22 49501 Bz &
B ~ 915 B BBk 22 €4Sl B BB ~ &9 1Sl e B 22 V40 B B i ~ &Y
U5l o B B 2 4935 i B ~ <915l B B 1 22 &3 Ol i BE i ~ &9 5l iz
BB 2 25 (f B BBk ~ &9 1S B BL Bk 22 €920 B B e ~ &V20(E M &l 22
KIS0l i e ~ €920 i B BL 22 494 5 {8 i B B2 ~ €920 1 e B B2 2 494013
M Bl ~ &J20(F g 2 BE 22 <35l i B B ~ 492010 fz £ I 2 &3 011 Mz &
B ~ 9201l B B B% 22 €925 (8l B BB ~ &925 (el B Bk 22 YS O B B ~ &Y
25 ([ B H R 22 AUAS (B F B~ QU251 B B B 2 QU4 0 (i B B e ~ <925 iz
BB 2 43S B BBk ~ 925 (il B BL Bk 22 €930l B Bt ~ &Y30(E M &l 2
QSO i e ~ <9301 i B B 22 494 5 {8 i B B2 ~ &93 0 e B B2 2 4940
M Bl ~ &Y30(F g 2 BE 22 <3 5(El i B B - 4U401H fz B % 22 &5 011 g &
Bz ~ 4940 b B B2 2 404 S B Ak Bk - B4 S (R Bl 22 &Y SOl e B % -

5
it
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[0193]) fi—itefBiEd - BEEBREREFEHAL] - 492 - 493 - 494
435 ~ &96 ~ &7 ~ §J8 ~ &9 ~ &Y10 ~ AY11 ~ &912 ~ 4913 ~ 4914 ~ K15~ &
6~ Z917 ~ &918 ~ 4919 ~ 920 ~ 4925 ~ 930 ~ €935 ~ 4940 ~ 49458450
{18 Pz Bk B (B30 A S P it 2 B TR & & 2 PR &S R B SO P it 2~ $ R 48 & 2 Ik
HEVEET 2 E— - F - F=LNFEZL1 L2 L3~ 14 L5 L6~
L7-~L8-L9-~L10~L11~LI2 LI13%dFpy—KHE) -

[0194]) fr—dbfBkEdr - AR E B T (i — B0 (E R B B 78 B4R
R (B A S 2 R4S & S RREE R ECA ATl 2 iR &G & %
GERETR Y E— B E =K% L1 -L2-L3L4~L5-L6 L7~
L8 L9 ~LI10~L11~L12 LI3EEFH—E%E) it » i

B A RBEE ML T sHAZ BE © H R - WIZEE ~ SGIEIL - &RIEIE - 1Rk

%

[0195) AfE—sERefed - AU M B B T I R 1% - A2 —
ERet o > JE R E R T MR R IL - T R BR R/ B i BR TR AR A K
B R I Bo/ B H R BRI ARG B - AE—EEEA T » ANER0H 2 e Ak R I
T2 TR IR A 8 A B AL [ By T AR ST A 8 &

[0196] fe—isERefxd - AR EHR TMAKE - FItRE - B
Bz - ROk - gl - Wkl - AN - MR - el - B
Mk ~ GAREIL 2 — B2 (I 53k AH R (B 40 AN SR A 2 470 R 465 2 20 R 45 1 B
AN ZMREEZRECYERTLE - B F=Z2FRFLZ
L1~L2~L3~-L4~L5~-L6~L7~L8~L9~L10~L11~L12-~LI13%

>
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HN—E %) -

[0197]) wJfEASEIH 2 HiR&E & L AR & 2 IE (Bt
e HPUREE & R BB Ay B B+ y 22 B o] FH E o+
AV K EADNAR T ff ARZBH ZMFEESZUNRIIEESZRES
g o 2 H ] #ChenZE A, Adv Drug Deliv Rev., 65(10):1357-1369,
2013 ; & ChichiliZ A, Protein Sci., 22(2):153-167, 2013 -

[0198]) fr—ifefefidr » M BABL B T (B0 A AT 2 Fil R 45 & %
RER&E S ZIEEYEET 2 E— F - F=2MNF L1~ L2~
L3-L4~L5-L6~L7~L8~L9- -L10~L11-L12%FH—KLE)EA
g~ a> gss >~ asg > ggssg ~ gssgs ~ gtvaa ~ asggs ~ astgg ~ asggsg
gZSZESSESS * SEPSZSSPES ~ ZLSLYSLSLZLSASESE © ZYSZLSLSZEZLSASZSE
g2LSSLRLRSZLSLSZLSLS * ZLYLSLLSLSLRLYSasgsg
gELSSLYSYSZLSLSZLSLS * SZESSZLSZSZLSLSLESLSSY °
gSESSZRLYSZLSLSLLSLSSY
g2LESESLRSPLESSZLLLSLYLLSLLLLSZLRLSLLLLS °
g2LeESEELLSZLYLSLLLLSLYLYSLLLLSZLRLSLLL LS °
g2LESESLRSZLESSZLLLSLZLRSZLLLSZLZLSLELESSSS
g2LESLSLRSPLESSZLLLSLLLLSLLZLSLLLLSLZLYSSSSES 2LSLY °
gsggsagsgsggggsasgsg  ggggsukgsggsggsgsggggsasgsg (SEQ ID NO:1-
19 %100-107) 7 %1 » B(BASEQ ID NO:1-19 % 100-107F  {F—FEEHZE
D50% ~ B/060% ~ E/070% ~ £/080% ~ £/090%ER £ /195%— B MY
FPA1] o

[0199)] HEARFEHIDIFEESZINETIRE S ZINESYI— %R
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% > LISk AR Yggssg (SEQ ID NO:1)EFASEQ ID NO:1EH E
/190%— T 14 3% & /D95% — B M By B B R A -1 Al
ggggsggsgsggggsasgsg (SEQ ID NO:12)s(BISEQ ID NO: 12 B A £/1090%

—H MR ELIS%—H MY AR Y 0 L3IE & AR FYISEQ ID NO:1
BCHFASEQ ID NO:1 5EAH £/090%—E B2 V5% — AR AR P51
HLAG &R B g - Ylasggsg (SEQ ID NO:6)=EISEQ ID NO:6 BAH £/D
90% — B M £ /0 95% — B MRy R LB FE Y -

[0200] FE—SbREEEd - ALRHGHNEESE -2 EE _ZIKD
MREEZNEEY  HbazE—2MRBEAHRU TR 4R © VLI1-
VL2-VH2-VHI ; VH1-VH2-VL2-VL1 ; VL1-L1-VL2-L2-VH2-L3-
VHI ; 8{VHI-L1-VH2-L2-VL2-L3-VL1 ; Hb %% S EEFHMU T %
k2 &5 R 0 VL3-VL4-VH4-VH3 ; VH3-VH4-VL4-VL3 ; VL3-L4-VL4-
L5-VH4-L6-VH3 ; 5{VH3-L4-VH4-L5-VL4-L6-VL3 ; VL1 &% 24
GO EHIVEONSE —REREQKEITZEE ;) VL2EFEME S ZHIV
EOMNE REREOKEIEE  VI3EBSEMESEHIVEONE=
EREIREOKETEZE ) VIARTEERES EHIVEONE N REREH
Ry E  VHI BN ETESEHIVEAN S — B REOE#H T
& VIR R EMEEEHIVEONS R RKEOE#EEE  VH3E
REAMESEHIVEOW S =0EREDEHI2E | VI4ERREESS
ZHIVEHRFEUREREDEHFHTEE S L1 L2 L3 - L4 - L5SRL6E
M Bl BT LIE & A B Ylggssg (SEQ ID NO:1)E(EASEQ ID
NO:1 585 £ /090%—F 5K & /095%—F i i B /e B 51 5 L2 S i

B 7lggggsggsgsggggsasgsg (SEQ ID NO:12)E¢EASEQ ID NO: 12 BH £
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190% — 1 5 2 0 95% — By R A B P 5 0 L3EL & R A B FISEQ
ID NO:1E(BISEQ ID NO:1 82 AH £/090%—FMEE £ /D95 % — B M iy b
fefr5l - HL4BE &R AR Slasggsg (SEQ ID NO:6)E(FISEQ ID NO:6 &
HEDIO%—E MR EDVIS%—E IR Y -

o] (R AR R BHE =)

[0201] fE—fEfEixd @ AFPLEGELRESRE S ZIRE
EYBIaREREEE R R)EE - A EHRERL - 27 EH
i RE G ZIEIREE G ZINE (POl iR E S R &)
R HYER ~ 22H ~ BB (PIATHT B8 BB T E A -

[0202] Fe—LEReiE - A EMREC (R U PEARED - BURMERRRC Z
g 4 & fEdE A R FOE fiz FH -~ HC ~ 2P~ 238~ °CL - 2ICr ~ 27Co
3BCo ~ PFe ~ 20y ~ 120 124 1257 B Ty T g~ 2H AL~ 198 A
67Cu ~ 22°Ac ~ *V'Bi ~ PTc ~ 13%Re ¢ 3Zr

[0203] fE—dofetxd - Al EAMERC AR SOUMRRD ~ FOUEED -
M~ V=R > EHE -

[0204] FE—dofeixdr > A EAMERCIRINERS: - £ — SRR > K
TRANL N B IR IRE Y Z N » AE—SERBE T > IRERSRAL Y 2 Ik
IKE &P 2 Cli - fE—5EREE T > IATE S (Rl AR 2 B Rl & 1R 8 -

[0205] Fe—LEREiET - A EMRAC (R A RE BRAR 4 ~ FOs RE B AR
@ - BHCHIL-S-HER(GST) ~ HFMEGELMBP) ~ HRRGE=EH
(CBP) ~ KAV EAEB IR - i KB REBH(TRX) » FE(NANP)
FLAGHR % - ALFAfR % ~ VSR & ~ MyciB & ~ MERGEHE RHARE &

SpotfEd ~ T7THES - NEARS sk @B OCE H(GFP) » & » f£—15
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RefE T BAEM BRI & &AM 2 4V10{EAH R B BB AL A R - £ — B RE R
B ERAH B B AR S &4 - &95 - §Y6 - 497 ~ 498 ~ &99E Y1 01 4H e B TR
ELAHRK -

[0206] =]{EHIME R0 R R FA A mT (=AM B9 | A 2k 2 5 7Ry oAt
EPEHHBEERNLEE - o+ EYE K EHEDNAR T - 2 A6
HnatowichZ A, Science, 220(4597):613-615, 1983 : YaoZ A, Int. J. Mol.
Sci., 17(2):194, 2016 : KimpleZ A, Curr. Protoc. Protein Sci., 73:Unit
9.9, 2013 : Sambrook I, Fritsch EF. Molecular Cloning: A Laboratory
Manual. Cold Spring Harbor Laboratory Press; Cold Spring Harbor, N.Y.:
1989 ; Molecular Cell Biology, 554 1R, %3.56], Purifying, Detecting and
Characterizing Proteins ; zMahmoodi% A, Cogent Biology, 5(1):DOI:
10/1080/23312025.2019.1665406 -

[0207] fEHfREEF - AEFHMIREE LGRS & X KE
YW RS e R BB ERIEE MK BILE-E2YEEY
(ADC) » K& 2 ADCHERI YR ~ 228 ~ lG (B0 i) 2 A BE b
FHEM -

[0208] fE—LEREikr » AEH MRS E L INEHRESE & X INE
eV Baiae s TR &R B B E A - RESEEE - pGRE
AREOSE AN ERE S - BT EEe R AR ETE A S
A H] SR - m] R i BT B FE 0w &K T R s RS HA KR 2 b o
+ ~ A{EBEMEpH N R 2 BE A TR E R R AR5 KRR - BelE - BREE
J v =) Ml BE A B S AR R (WO K B S A A R R AR ) -
Jak 5 A 0] R R R 4 T BB /KRR DU RS I i P I RE L 22 ) -
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[0209] ADCEFHZAERN HEE(EAR)EHEE - Faky - B
B R(EYE S - PARHEME MBS - T A2 R EHEDNAR - £
HpAlalYaoZ A, Int. J. Mol. Sci., 17(2):194, 2016 ; Sambrook J, Fritsch
EF. Molecular Cloning: A Laboratory Manual. Cold Spring Harbor
Laboratory Press; Cold Spring Harbor, N.Y.: 1989 ; Molecular Cell
Biology, ZE4kk, Z83.5875, Purifying, Detecting and Characterizing
Proteins ; & MahmoodiZ A, Cogent Biology, 5(1):DOI:
10/1080/23312025.2019.1665406 -

Eaf

[0210] fE—defEixd - ARG G 0ED R R =]
EREENPIREEZREGIREE ZRECY(PIOFE iR 4
R E) -

[0211] SUET)EE F e ik oy S ERY B B8R 7 B P Bl S K M: e e B
‘R RE ZEREE - KE o REDREEMTiRRFcEFEE > ZFclE ]
PR E O R BMFe2 8 R - A0ASCHTA » T BT RE 2% | (k5
M ERBE ARy (L > AU FE Fole TR B BE P 518k - S4B (B T g 5 BN
D BE > P SR o R EF e Z BERVE SR A T > BRI (R
FEMEAHAE S M (ADCC)JE M -

[0212] BEEMWED ' FREE ) B—EE X WHERBGIERE
D= FMRENRE - AFHZHRERGE S NGRS e ZIES Y
P EHTERZEE ) RIER AR YIHVE(L - A ST ol& TP AV B
I > B{LERVIAEE S ZREGIRE S DR E YR = H(H4
Fe M NPz RR & S/ M 1) ~ JR4E F oL o <2 fG 1Y fife ik 2R R Ko/ X038 i 7

L
5
4
hans

o
OH
>
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B (b2 ZE )

[0213] I5RLIAERYREDIREZEE H A E(ERRY) Fel@Fay2e
T B! fR(E WREU4% 5% )7 %) : S298A/E333A/K334A ~ S239D/1332E -
S239D/A330L/1332E K2 G236A/S239D/1332E - & /) Ty Bt 89 % JE 1)) Kt 2% &
B EFEGE R Fel@ a9 LT BUAR(E REULR 5% )7 %) * N297A K
L234A/L235A - SEDIREZE 8 ~ P HIIE & 28 5 oo HOF A B B B2 7 51
N 2 AR H B B 2 &1 B RS K 7 B 20Saunders, T Conceptual
Approaches to Modulating Antibody Effector Functions and Circulation
Half-Life ; , Front. Immunol. 201946 H7H -

[0214] fE—sEfBiEd - KGN G S —2 S E BT
MR E L NEHRE S ZIEE(PINTEEEREE R &) -

[0215) QUASCRATA - #3sE " B ST (hfe 55 W E % R
DU plo i TR BV AR RIE 6 - £ — SRR T » (B a5 AE WitE 2 I 4.7 F #Y
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£ (LM 2 & (KPL, Gaithersburg, MD, USA)E & o FEHRAM100 pl~
KPL TMB BlueSTOPE R #¢ 1L € 2 1% » 1 H 388 25/ ODssos& #2 H HH
GraphPad Prism 47 & -
g h4
BEEMBRER TN

[0266] FF & 2= B i B AS o0 M ACHIEA 2 5 MDA ¥ L B AR Ht
FRedha FEREMS  MEBEIEE T XU ENFKBE L E I & 58
Jurkat®® % 40 B #:(Signosis, CA, USA)RJurkat-Lucia™ NFAT4H ffg
(InvivoGen, CA, USA) - f§5 < » E4HMIAE37C KIS F g BR2 7y ¢ H S 4%
g 2 S H 10 mLEDRZ RIOZEEEN S mLERELEF - B4
TEZER N LA300 i L5538 - Bbr FER 2% - HHEFRIFEN20 mLE
mBAZEBEETHERRTS o’ BEAT - B ABYHESEEIRR
HEPEEEHEARA R ARBE@BR4R) - HEMAEREELE + BENHAE
ZHER BB RE 2 BINETRER -

[0267]) B JiEfTHUASRIEL - MIPBSHEGE MR 2 s Z M A St i
MR HEBELRILPTERBEE I 37 CHMERRREFEE224/N
I o RENFkB O E I S 8 AS Jurkat i3 2 4B FF A0S 2 2 1 0B 4R/ Z 71
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K100 pldfREARIN 2 &R iis iy & FL+ BAEm 2L B R 5524/
5§ o BEIRHLH A B B s O AR EDRE P (102 1557 88) « /04T
Y & FL F R 50 pl#YBio-Glo™3R Hi(Promega B $£#G7941) (3R 5 i
FE) e 5578% 2 1% > {1 Varioskanfi & £ #3 23 B 23 (Thermo Fisher) & Ml
#EM: o (£ GraphPad PrismiRASIREE L -

[0268]) 4k > ¥ Jurkat-Lucia™ NFAT4HAE BT 7.5 10 F 48
R/ ZF o 200 WAHRERIDZE & A HUAs Y & 7L BAC AL R fE ks
B24/0NEF o 20 nLEHAEEE A RRE EHH6FL O BEME R ER T -
£ & 1450 pLEYQuanti-Luci® iR (InvivoGen)/f I £ & L > BE 1% (£ A
Varioskanfi{ & £ #3 3\ 58 H! g5(Thermo Fisher)E M 3 Je i 1% - £ A
GraphPad Prism#XfS {48 &k -
s
PiREERZBLISH

[0269] E2AH B R =FFRUETASHEBH —IERBIMEZ G - 5
MX894 (SEQ ID NO:84-87 ; VRCO1scFv/PGT121x10e8v4L1IgGILS) o
T ATMX894 ¥ 10e8Fl SIS & - A N EHREYRE T # fi(BLD 3 i
MX894 ¥ CD4 i B (<38 1: K JECDA M BEFE MEHI VI E H V&S &
FEHEYETIMETNGE S NES

[0270] #£Octet® R8 (Sartorius) I » #& dHistZE &/ #¢ B HistE =
> E4HHIV RCS3 ~ HIV gpl40ACD4E{HIV 108k & &k A HIS 1 K 4 9 5 M
52 (100 nMEC A7 8% > 300F) > 1000 RPM) o £L455EX(100F) » 1000 RPM)
Z 1% BRI B & AERIE 77 F- (100 nM AT BY 4 & (300F) » 1000 RPM) -

#2 BHIARBE (300D » 1000 RPM) -
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[0271]) FrA AP BRg4E24C T ~ fE1x8) /2 & ER(1x PBS pH
7.4 0.1% BSA : 0.02% Tween-20) # 1T - & 8 J B fE1E > /T > &
HISTK AYRECRIESAE .S pHTE RZBE A (ST » 1000 RPM) H A 1Ix8) 71 £
R P AI(SFD - 1000 RPM)EEES IR H #5117 1x Bl J7 B2 4% 1818 H P 18 -1
#7(100F) : 1000 RPM) -

[0272] 4SaERAVEEE(HRER M 1&E SR AT H R 45 & Bl — it e
& o MR A HY RS BRI E B4 -

[0273] [E2BZ% [E 2D By &5 R B nMX8944h & £ 10e8Fh & k(&
2B) L K CDAfr B FE ME([EI2C) ) JECDA A B K FE ME([EI2D) HIVIREH -
6
HAi R EEE < BLIS T

[0274] EBAFE RIS RTINS —JERFIMEED - 85
MX873 (SEQ ID NO:88-91: VRC26.25 x 10-1074L9/VRCO1 x
PGTI21L1 IgGILS) - 40 EXCFrait#E th &Y g + 4 s (BLD) 73 HirMX 873 ¥
CDAfr BE (K HE M & IECD A BR A MEHIVIERE O HV4E & -

[0275] EI3BZEE3CH A& R RMX8734E & 2 CDA{IL B ({1
([E3B) K JECDAfir BH{KFE ME([E3C) HIVEREH -

EH17
HAi B EEEZ BLIS T

[0276] E4AFE RIS RUETIARHEBI S —EIERFIMEE G - #
BEMX875 (SEQ ID NO:92-95:10-1074 x VRC26.25L9/VRCO1 x
PGTI21L1 IgGILS) - 40 EXCFrait#E th &) g + 4 s (BLD) 73 HrMX875 %
CDAfr BE (K HE M & IECD A BR A MEHIVIERE O HV4E & -
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[0277] [E4B £ E4CH BTSSR B IMX87545 & 22 CDAAL B {KHE T

([E4B) F JECDAr Fhf(<HE 11 (B4C) HIVEREH -

B8
HpiEmaER Z BLIS T

[0278] [EISAT RN RIEHIRBHERN S —MEIERFILEG - 5
EMX877 (SEQ ID N0:96-99 ; STAR_VRC26.25 X

PGT128L9/STAR_VRCO1 x PGTI21L1 IgGILS) - #01 E X FritiEm 4 Y&
T A G(BLL) 73 ArMX 8775 CDA iz 35 (<88 1 e JECDA (i B (- HE MEHI VIR E
HAEVES & -

[0279] EISBEIESCH BYEE KB IMX8774E & £ CDAAL B (A 1%
([&5B) K JECDAr FA{<HE 11 ([B]5C) HIVRREH -

[0280] AHEEFRPATIR K LA ERY) ~ S R FFHEE R
L eSS Z G S GF ARSRIHE - A0 [E S0 50 AR - AT A
HH BF A7 Bl EL( R e s PAS | 2 5 SR A A SO —fig » 594 - AKHIER
ZE IR 255 SRR 2 5 1 F SRR ST e A R Ry R SR ML SR 225 SRR AT 1 Ry A
A Z JeATRlT - SUERRETREN S - A EERE R EBEIRSIE -

5 184 H(EHIEHE)

C250834PA docx

111136760 FEHESE A0202 1123022386-0



202325744

<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en"
nonEnglishFreeTextLanguageCode="zh" dtdVersion="VI1_3" fileName="C250834SEQA. xm1"
sof twareName="WIPO Sequence" softwareVersion="2.2.0" productionDate="2023-01-
30">
<{Applicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText></ApplicationNumberText>
<FilingDate></FilingDate>
</Applicationldentification>
<ApplicantFileReference>4850. 006PC01</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>US 63/249, 722</ApplicationNumberText>
<FilingDate>2021-09-29</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh">% # 3 15 27 & 5, 3] (MODEX
THERAPEUTICS)</ApplicantName>
<ApplicantNameLatin>MODEX THERAPEUTICS</ApplicantNameLatin>
<InventorName languageCode="zh">#&E % #&(WEI, RONNIE RONG)</InventorName>
<InventorNameLatin>WEI, RONNIE RONG</InventorNameLatin>
<InventionTitle languageCode="zh">AWHIVZ L BRLEAS Sk - WBRELS LKA MR R
1 B 7 7x</InventionTitle>
<SequenceTotalQuantity>107</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
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<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSSGS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GTVAA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASGGS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTGG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>6</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASGGSGL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>

111136760 FEH5E A0202 £7H - H118H(RHE) 1123022386-0



202325744

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGGSSGSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGSGSSGGS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGGSGSGGGSASGSGL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
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<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGGSGSGGGGSASGSGL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGSSGGEESGESGSGGSGS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGSGSGGGESASGSGL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGSSGGSGSGGSGSGGSGS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
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<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGSSGGSGSGGESGSGESGSSGL/ INSDSeq__sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSGSSGGGGSGGSGSGESGSSGL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGSGGESGGEGSSGGEGSGGGEESGGGESGGGGSGGGGSL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>40</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 40</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGEGGESGEGGSGGEGSCGGEESGGGESGGGGSGGGGSL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>43</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@35%">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 43</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGESGSGGESGEGSSGGEGSCGGESGGGESGEGGSGGGGSSSSL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>45</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Linker</INSDQualifier value>
<{NonEnglishQualifier value>i % -F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 45</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGSGGESGEGSSGGEGSCGGGEESGGGESGEGGSGEGGSSSSGS</ INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>132</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 132</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PGT121 VH</INSDQualifier value>
<{NonEnglishQualifier value>PGT121 & 4%+ 4 & </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 132</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QMQLQESGPGLVKPSETLSLTCSVSGASTISDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPS
LKSRVNLSLDTSKNQVSLSLVAATAADSGKYYCARTLHGRRIYGIVAFNEWFTYFYMDVWGNGTQVTVSS</INSDSeq
sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VRCO1 VH</INSDQualifier_value>
<{NonEnglishQualifier value>VRCO1 % 4% ] 4 & </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGQMKKPGESMRISCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYAR
PLQGRVTMTRDVYSDTAFLELRSLTVDDTAVYFCTRGKNCDYNWDFEHWGRGTPVIVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>131</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>10E8v4 VH</INSDQualifier value>
<{NonEnglishQualifier value>10E8v4 & 4%+ 4 & </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>EVRLVESGGGLVKPGGSLRLSCSASGFDFDNAWMTWVRQPPGKGLEWVGR I TGPGEGWSVDY
AESVKGRFTISRDNTKNTLYLEMNNVRTEDTGYYFCARTGKYYDFWSGYPPGEEYFQDWGQGTLVIVSS</INSDSeq_s
equence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>137</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 137</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PG16 VH</INSDQualifier value>
<{NonEnglishQualifier value>PG16 & 427 4 [&</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 137</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QEQLVESGGGVVQPGGSLRLSCLASGFTFHKYGMHWVRQAPGKGLEWVAL I SDDGMRKYHSD
SMWGRVT ISRDNSKNTLYLQF SSLKVEDTAMFFCAREAGGP IWHDDVKYYDFNDGYYNYHYMDVWGKGTTVTVSS</ INS
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DSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>105</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 105</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PGT121 VL</INSDQualifier value>
<{NonEnglishQualifier value>PGT121#%4#~T 4* & </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 105</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SDISVAPGETARISCGEKSLGSRAVQWYQHRAGQAPSLI I YNNQDRPSG IPERFSGSPDSPF
GTTATLTITSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVL</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>100</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 100</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VRCO1l VL</INSDQualifier_value>
<NonEnglishQualifier_value>VRCO1#2 42+ 4 & </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 100</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LTQSPGTLSLSPGETAI ISCRTSQYGSLAWYQQRPGQAPRLVIYSGSTRAAGIPDRFSGSRW
GPDYNLTISNLESGDFGVYYCQQYEFFGQGTKVQVDIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
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<INSDSeq>
<INSDSeq_length>108</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gbl">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>10E8v4 VL</INSDQualifier value>
<{NonEnglishQualifier value>10E8v4#z 4% T 4 & </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SELTQDPAVSVALKQTVTITCRGDSLRSHYASWYQKKPGQAPVLLFYGKNNRPSGIPDRFSG
SASGNRASLTITGAQAEDEADYYCSSRDKSGSRLSVFGGGTKLTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PG16 VL</INSDQualifier value>
<NonEnglishQualifier_value>PGl6#24#~T 4 & </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSALTQPASVSGSPGQT I TISCNGTSSDVGGFDSVSWYQQSPGKAPKVMVFDVSHRPSGISN
RFSGSKSGNTASLTISGLHIEDEGDYFCSSLTDRSHRIFGGGTKVTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>1383</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1383</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="@bb5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PGT121 VH</INSDQualifier value>
<{NonEnglishQualifier value>PGT121 & 4%+ 4 & </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1383</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cagatgcagctccaagagtctggecctggectggtcaagectagegaaacactgagectgac
ctgttcegtgtecggegecageatcagegatagetactggtectggatcagaagaagecceggeaaaggectggaatgga
tcggetacgtgcacaagageggecgacaccaactatageecccagectgaagtccagagtgaacctgagectggacaccage
aagaaccaggtgtcectgtectetggtggecgetacagetgecgatageggecaagtactactgegecagaactetgeacgg
cagacggatctatggcatcgtggecttcaacgagtggttcacctacttctacatggacgtgtggggcaacggeacccaag
tgacagtctcttetgettegaccaagggeccatecgtgtttectetggeteccagecagecaagtectacaageggaggaaca
geegetetgggetgectggtcaaggattacttteccgagectgtgacegtgtectggaattetggegetetgacaagegg
cgtgcacacctttccagetgtgetgcaaagecageggectgtactetetgagecagegtggtcacagtgectagetetagece
tgggcacccagacctacatctgcaatgtgaaccacaagectagcaacaccaaggtggacaagaaggtggaacccaagage
tgcgataagacccacacatgtectecatgtectgetecagaactgetgggeggacctteecgtgtttetgttecctecaaa
gcctaaggacacccetgatgatcagecaggaceectgaagtgacctgegtggtggtggatgtgtectcacgaggacecagaag
tgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagectagagaggaacagtacaacageace
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tacagagtggtgtccgtgetgacagtgetgcaccaggattggetgaacggcaaagagtacaagtgcaaggtgtecaacaa
ggccctgeecgeeectatecgagaaaaccatcagecaaggecaagggecagectagggaacccecaggtttacaceettecte
catgccgggatgagetgaccaagaaccaggtgteecectgtggtgtetggtcaagggettectaceccagegacattgeegtyg
gaatgggagagcaatggccagectgagaacaactacaagaccacacctectgtgetggactecgacggatecattettect
gtacagcaagctgactgtggacaagagcagatggcagecagggcaacgtgttcagetgecagegtgatgecacgaggeectge
acaaccactacacacagaagtccctgtctctgageectgge</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>1398</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1398</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PG16 VH</INSDQualifier value>
<{NonEnglishQualifier value>PG16 & 427 4 [&</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1398</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caagaacagctggtggaatctggtggecggagtggttcaacctggeggetetetgagactgag
ctgtctggectecggettecacctteccacaaatacggeatgecactgggtecgacaggeccectggaaaaggecttgaatggg
tcgeectgatcagegacgacggcatgagaaagtaccacagegacageatgtggggcagagtgaccatcagecgggacaac
agcaagaacaccctgtacctgcagttcagetecctgaaggtggaagataccgecatgttcttttgegecagagaagecgg
cggacccatctggcatgacgacgtgaagtactacgacttcaacgacggetactacaactaccactacatggacgtgtggg
gcaagggcaccaccgtgacagtttcttctgettcgaccaagggeccateegtgtttectetggeteccageagecaagtcet
acaagcggaggaacagcecgetctgggetgectggtcaaggattacttteccgagectgtgacegtgtectggaattetgg
cgctctgacaageggegtgcacacctttecagetgtgetgcaaageageggectgtactetetgagecagegtggtecacag
tgcctagetectagectgggeacccagacctacatetgecaatgtgaaccacaagectagecaacaccaaggtggacaagaag
gtggaacccaagagetgegataagacccacacatgtectecatgtectgetecagaactgetgggeggacctteegtgtt
tctgttecectecaaagectaaggacacectgatgatcagecaggaccectgaagtgacctgegtggtggtggatgtgtete
acgaggacccagaagtgaagttcaattggtacgtggacggegtggaagtgcacaacgecaagaccaagectagagaggaa
cagtacaacagcacctacagagtggtgtecgtgctgacagtgetgeaccaggattggetgaacggcaaagagtacaagtg
caaggtgtccaacaaggecctgeccgecectatecgagaaaaccatcagecaaggecaagggecagectagggaaccccagg
tttacacccttecteccatgecgggatgagetgaccaagaaccaggtgtecctgtggtgtetggtecaagggetictaceee
agcgacattgecgtggaatgggagagcaatggeccagectgagaacaactacaagaccacacctectgtgetggacteega
cggatcattcttectgtacagcaagetgactgtggacaagagcagatggcagecagggcaacgtgttcagetgeagegtga
tgcacgaggccctgecacaaccactacacacagaagtecctgtectetgagecctgge</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>633</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 633</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PGT121 VL</INSDQualifier value>
<{NonEnglishQualifier value>PGT121#%4#~T 4* & </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 633</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>

<INSDQualifier_value>other DNA</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="g60">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>agcgatatctctgtggeccctggegagacagecagaatcagetgtggegagaagteectggg

aagcagagccgtgcagtggtatcagecatagagecggacaggeccctagectgatcatectacaacaaccaggacagacceca

gecggecatceccgagagattttetggeageecetgatageecettteggeaccacagecacactgaccatcacatectgtggaa

geeggegacgaggecgactactactgtcacatectgggacagecagggtgeccaccaaatgggtttteggeggaggeacaac

cctgaccgttctgggacagectaaggecaatectacegtgacactgtteccteccaagcagegaagaactgeaggecaaca

aggccacactcgtgtgectgatcagegacttttatectggegecgtgaccgtggectggaaggetgatggatectectgtg

aaagccggegtggaaaccaccaagectagcaagecagagcaacaacaaatacgecgecageagetacctgagectgacace

tgagcagtggaagtcccacagatcctacagetgecaagtgacccacgagggecageaccgtggaaaaaacagtggececta

ccgagtgcage</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>648</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 648</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg6l1">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>PG16 VL</INSDQualifier value>
<NonEnglishQualifier_value>PGl6#24#~T 4 & </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 648</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cagtctgctctgacacagectgectetgtgtetggetetectggecagaccatcaccatcag
ctgtaacggcaccagctectgacgteggeggetttgatagegtgteectggtatcagecagageeceeggcaaagecectaaag
tgatggtgttcgatgtgteccaccggectageggecatcagecaatagattcageggecagecaagageggecaacaccgeecage
ctgacaatctctggactgcacatcgaggacgagggecgactacttctgtagecageectgaccgacagaagecaceggatttt
tggcggaggcaccaaagtgaccgtgetgggacagectaaggecaatectacecgtgacactgtteccteccaagecagegaag
aactgcaggccaacaaggcecacactegtgtgectgatcagegacttttateectggegeegtgacecgtggectggaagget
gatggatctcctgtgaaagecggegtggaaaccaccaagectagcaageagagecaacaacaaatacgecgecageageta
cctgagectgacacctgagecagtggaagteccacagatectacagetgecaagtgacccacgagggcageaccgtggaaa
aaacagtggcccctaccgagtgcage</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>241</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 241</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VRCOlscFv</INSDQualifier value>
<NonEnglishQualifier value>VRCO1 ¥ 4#Fv</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 241</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LTQSPGTLSLSPGETAI ISCRTSQYGSLAWYQQRPGQAPRLVIYSGSTRAAGIPDRFSGSRW
GPDYNLTISNLESGDFGVYYCQQYEFFGQGTKVQVDIKGGGGSGGSGSGGGGSASGSGQVQLVQSGGOMKKPGESMRISC
RASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGRVTMTRDVYSDTAFLELRSLTVDDTAVYFCTRGKNC
DYNWDFEHWGRGTPVIVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>1428</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1428</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg65">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VRCOlscFv</INSDQualifier value>
<NonEnglishQualifier value>VRCO1 ¥ 4#Fv</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1428</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagatcgtgctgacacagagcecctggecaccectgagectgtectecaggegagacagecateat
cagctgecggacaagecagtacggecageetggectggtatcagecagaggectggacaggeccecagactegtgatetaca
gcggcagcacaagagecgecggaateccecgatagattcageggeteccagatggggecctgactacaacctgaccatcage
aacctggaaagcggegacttcggegtgtactactgeccageagtacgagttetteggecagggecaccaaggtgcaggtgga
catcaagggcggeggaggaageggcggatetggatetggtggeggaggatetgettectggetetggacaggttcagetgg
ttcagtctggeggacagatgaagaaacccggcgagageatgeggatcagetgtagagecageggetacgagttcategac
tgcaccctgaactggatcagactggeccctggcaaaagaccegagtggatgggatggetgaagectagaggeggageegt
gaattacgccagacctctgecagggecagagtgaccatgaccagggacgtgtacagegataccgecttectggaactgagaa
gecetgaccgtggatgataccgeegtgtacttetgecacceggggcaagaactgegactacaactgggacttegageactgg
ggcagaggcacacctgtgatcgttagetctgetageggaggttecggagataagacecacacatgtectecatgtectge
tccagaactgetgggeggacctteecgtgtttctgttecctecaaagectaaggacaccectgatgatcagecaggacceectg
aagtgacctgecgtggtggtggatgtgtctcacgaggacccagaagtgaagttcaattggtacgtggacggecgtggaagty
cacaacgccaagaccaagcctagagaggaacagtacaacagcacctacagagtggtgteecgtgetgacagtgetgeaccea
ggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggeecctgecegeccectatecgagaaaaccatcagea
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aggccaagggecagectagggaacccecaggtttacaccettectecatgecgggatgagetgaccaagaaccaggtgtece
ctgtggtgtctggtcaagggettctaccecagegacattgecgtggaatgggagagecaatggecagectgagaacaacta
caagaccacacctcctgtgetggactccgacggatcattettectgtacagcaagetgactgtggacaagagecagatgge
agcagggcaacgtgttcagetgecagegtgatgcacgaggecctgcacaaccactacacacagaagteectgtetetgage
cctgge</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>259</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 259</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qb67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>10e8v4scFv</INSDQualifier value>
<NonEnglishQualifier value>10e8v4 % 42Fv</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 259</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>SELTQDPAVSVALKQTVTITCRGDSLRSHYASWYQKKPGQAPVLLFYGKNNRPSGIPDRFSG
SASGNRASLTITGAQAEDEADYYCSSRDKSGSRLSVFGGGTKLTVLGGGGSGGSGSGGGGSASGSGEVRLVESGGGLVKP
GGSLRLSCSASGFDFDNAWMTWVRQPPGKGLEWVGR I TGPGEGWSVDYAESVKGRFTISRDNTKNTLYLEMNNVRTEDTG
YYFCARTGKYYDFWSGYPPGEEYFQDWGQGTLVIVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>1473</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1473</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>10e8v4scFv</INSDQualifier value>
<NonEnglishQualifier value>10e8v4 % 42Fv</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1473</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>agcgaactgacccaagatcctgecgtgtetgtggecctgaagecagacegtgaccatcacetg
tagaggcgacagcctgagaagecactacgecagetggtatcagaagaagectggacaggeteecgtgetgetgttetacg
gcaagaacaacagacccageggeatccccgatagattttetggecagegecageggecaatagagecagectgacaattact
ggcgcecaggecgaagatgaggecgactactactgcagecagecagagacaagageggeageagactgtecgtttttggegg
aggcaccaagctgaccgtgetgggeggcggaggaageggeggatetggatetggtggeggaggatetgettetggetetg
gagaagttcggectggtggaatctggeggeggacttgtgaaacctggeggetetetgagactgagetgtagegeeteecgge
ttcgacttcgacaatgectggatgacctgggtececgacagectectggaaaaggectggaatgggteggaagaatcacagg
ccctggegaaggetggagtgtggattatgecgagagegtgaagggecagattcaccatcageecgggacaacaccaagaaca
ccctgtacctggaaatgaacaacgtgeggaccgaggataccggetactacttetgtgeecggaceggcaagtactacgac
ttttggagcggectaccectectggegaggaatactttcaggattggggecagggeacectggteategtttettctgetag
cggaggttccggagataagacccacacatgtectecatgtectgetecagaactgetgggeggacctteegtgtitetgt
tcectecaaagectaaggacaccctgatgatcagecaggaccectgaagtgacectgegtggtggtggatgtgtetcacgag
gacccagaagtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagectagagaggaacagta
caacagcacctacagagtggtgtccgtgetgacagtgetgecaccaggattggetgaacggcaaagagtacaagtgcaagg
tgtccaacaaggecctgeecgeccectatecgagaaaaccatcagecaaggecaagggecagectagggaaceecaggtttac
acccttccteccatgecgggatgagetgaccaagaaccaggtgtecctgtggtgtetggtcaagggettctaccecagega
cattgccgtggaatgggagagcaatggeccagectgagaacaactacaagaccacacctectgtgetggactecgacggat
cattcttcctgtacagcaagetgactgtggacaagagecagatggecagecagggcaacgtgttcagetgecagegtgatgeac
gaggccctgcacaaccactacacacagaagtcectgtetetgagecctgge</INSDSeq _sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>720</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 720</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PGT121VRCO1L1holeFc</INSDQualifier value>
<{NonEnglishQualifier value>PGT121VRCOIL1 ¢3Fc</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 720</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SDISVAPGETARISCGEKSLGSRAVQWYQHRAGQAPSLI I YNNQDRPSG IPERFSGSPDSPF
GTTATLTITSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVLGGSSGLTQSPGTLSLSPGETAT ISCRTSQYGSLAWYQ
QRPGQAPRLVIYSGSTRAAGIPDRFSGSRWGPDYNLT I SNLESGDFGVYYCQQYEFFGQGTKVQVDIKGGGGSGGSGSGG
GGSASGSGQVQLVQSGGQMKKPGESMRISCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGRVTMTR
DVYSDTAFLELRSLTVDDTAVYFCTRGKNCDYNWDFEHWGRGTPVIVSSGGSSGOMQLQESGPGLVKPSETLSLTCSVSG
ASISDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPSLKSRVNLSLDTSKNQVSLSLVAATAADSGKYYCARTLHGRRIYG
IVAFNEWFTYFYMDVWGNGTQVTVSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSH
EDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT [ SKAKGQPREPQV
CTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>720</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 720</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q73">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VRCO1PGT121L1holeFc</INSDQualifier value>
<{NonEnglishQualifier value>VRCOIPGT121L1¢3Fc</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 720</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LTQSPGTLSLSPGETAI ISCRTSQYGSLAWYQQRPGQAPRLVIYSGSTRAAGIPDRFSGSRW
GPDYNLTISNLESGDFGVYYCQQYEFFGQGTKVQVDIKGGSSGSDISVAPGETARISCGEKSLGSRAVQWYQHRAGQAPS
LITYNNQDRPSGIPERFSGSPDSPFGTTATLT ITSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVLGGGGSGGSGSGG
GGSASGSGOMQLQESGPGLVKPSETLSLTCSVSGASTSDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPSLKSRVNLSLD
TSKNQVSLSLVAATAADSGKYYCARTLHGRRIYGIVAFNEWFTYFYMDVWGNGTQVTVSSGGSSGQVQLVQSGGOMKKPG
ESMRISCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGRVTMTRDVYSDTAFLELRSLTVDDTAVYF
CTRGKNCDYNWDFEHWGRGTPVIVSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSH
EDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT [ SKAKGQPREPQV
CTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSCSVM
HEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>748</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 748</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>10e8v4PG16L1knob</INSDQualifier value>
<NonEnglishQualifier value>10e8v4PG16L1#</NonknglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 748</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SELTQDPAVSVALKQTVTITCRGDSLRSHYASWYQKKPGQAPVLLFYGKNNRPSGIPDRFSG
SASGNRASLTITGAQAEDEADYYCSSRDKSGSRLSVFGGGTKLTVLGGSSGQSALTQPASVSGSPGQTITISCNGTSSDV
GGFDSVSWYQQSPGKAPKVMVFDVSHRPSG I SNRFSGSKSGNTASLT I SGLHIEDEGDYFCSSLTDRSHR IFGGGTKVTV
LGGGGSGGSGSGGGGSASGSGQEQLVESGGGVVQPGGSLRLSCLASGF TFHKYGMHWVRQAPGKGLEWVAL TSDDGMRKY
HSDSMWGRVT I SRDNSKNTLYLQF SSLKVEDTAMFFCAREAGGP IWHDDVKYYDFNDGYYNYHYMDVWGKGTTVTVSSGG
SSGEVRLVESGGGLVKPGGSLRLSCSASGFDFDNAWMTWVRQPPGKGLEWVGR I TGPGEGWSVDYAESVKGRFTISRDNT
KNTLYLEMNNVRTEDTGYYFCARTGKYYDFWSGYPPGEEYFQDWGQGTLV I VSSASGGSGDKTHTCPPCPAPELLGGPSV
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKT ISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDS
DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>748</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 748</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PG1610e8v4L1knob</INSDQualifier value>
<NonEnglishQualifier value>PG1610e8v4L1#</NonknglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 748</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSALTQPASVSGSPGQT I TISCNGTSSDVGGFDSVSWYQQSPGKAPKVMVFDVSHRPSGISN
RFSGSKSGNTASLT ISGLHIEDEGDYFCSSLTDRSHRIFGGGTKVTVLGGSSGSELTQDPAVSVALKQTVTITCRGDSLR
SHYASWYQKKPGQAPVLLFYGKNNRPSG I PDRFSGSASGNRASLT I TGAQAEDEADYYCSSRDKSGSRLSVFGGGTKLTV
LGGGGSGGSGSGGGGSASGSGEVRLVESGGGLVKPGGSLRLSCSASGFDFDNAWMTWVRQPPGKGLEWVGR I TGPGEGWS
VDYAESVKGRFTISRDNTKNTLYLEMNNVRTEDTGYYFCARTGKYYDFWSGYPPGEEYFQDWGQGTLV IVSSGGSSGQEQ
LVESGGGVVQPGGSLRLSCLASGFTFHKYGMHWVRQAPGKGLEWVAL I SDDGMRKYHSDSMWGRVT ISRDNSKNTLYLQF
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SSLKVEDTAMFFCAREAGGP IWHDDVKYYDFNDGYYNYHYMDVWGKGTTVTVSSASGGSGDKTHTCPPCPAPELLGGPSV
FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK
CKVSNKALPAPIEKT ISKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDS
DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>738</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 738</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PGT12110e8v4L1holeFc</INSDQualifier value>
<NonEnglishQualifier value>PGT12110e8v4LI1 ¢3Fc</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 738</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>SDISVAPGETARISCGEKSLGSRAVQWYQHRAGQAPSL I TYNNQDRPSG I PERFSGSPDSPF
GTTATLTITSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVLGGSSGSELTQDPAVSVALKQTVTITCRGDSLRSHYAS
WYQKKPGQAPVLLFYGKNNRPSG IPDRFSGSASGNRASLT I TGAQAEDEADYYCSSRDKSGSRLSVFGGGTKLTVLGGGG
SGGSGSGGGGSASGSGEVRLVESGGGLVKPGGSLRLSCSASGFDFDNAWMTWVRQPPGKGLEWVGRI TGPGEGWSVDYAE
SVKGRFTISRDNTKNTLYLEMNNVRTEDTGYYFCARTGKYYDFWSGYPPGEEYFQDWGQGTLVIVSSGGSSGQMQLQESG
PGLVKPSETLSLTCSVSGASISDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPSLKSRVNLSLDTSKNQVSLSLVAATAA
DSGKYYCARTLHGRRIYGIVAFNEWFTYFYMDVWGNGTQVTVSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDT
LMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKL
TVDKSRWQQGNVF SCSVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>738</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 738</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>10e8v4PGT121L1holeFc</INSDQualifier value>
<NonEnglishQualifier value>10e8v4PGT121LI1 ¢3Fc</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 738</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SELTQDPAVSVALKQTVTITCRGDSLRSHYASWYQKKPGQAPVLLFYGKNNRPSGIPDRFSG
SASGNRASLTITGAQAEDEADYYCSSRDKSGSRLSVFGGGTKLTVLGGSSGSDISVAPGETARISCGEKSLGSRAVQWYQ
HRAGQAPSLITYNNQDRPSGIPERFSGSPDSPFGTTATLT ITSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVLGGGG
SGGSGSGGGGSASGSGAMQLQESGPGLVKPSETLSLTCSVSGASTSDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPSLK
SRVNLSLDTSKNQVSLSLVAATAADSGKYYCARTLHGRRIYG I VAFNEWF TYFYMDVWGNGTQVTVSSGGSSGEVRLVES
GGGLVKPGGSLRLSCSASGFDFDNAWMTWVRQPPGKGLEWVGR I TGPGEGWSVDYAESVKGRFT ISRDNTKNTLYLEMNN
VRTEDTGYYFCARTGKYYDFWSGYPPGEEYFQDWGQGTLV IVSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDT
LMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKL
TVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>730</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 730</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VRCO1PGI16L1knob</INSDQualifier value>
<NonEnglishQualifier value>VRCOIPGI6L1#+</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 730</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LTQSPGTLSLSPGETAI ISCRTSQYGSLAWYQQRPGQAPRLVIYSGSTRAAGIPDRFSGSRW
GPDYNLTISNLESGDFGVYYCQQYEFFGQGTKVQVDIKGGSSGQSALTQPASVSGSPGQT ITISCNGTSSDVGGFDSVSW
YQQSPGKAPKVMVFDVSHRPSG I SNRF SGSKSGNTASLT I SGLHIEDEGDYFCSSLTDRSHR IFGGGTKVTVLGGGGSGG
SGSGGGGSASGSGQEQLVESGGGVVQPGGSLRLSCLASGF TFHKYGMHWVRQAPGKGLEWVAL I SDDGMRKYHSDSMWGR
VTISRDNSKNTLYLQF SSLKVEDTAMFFCAREAGGP IWHDDVKYYDFNDGYYNYHYMDVWGKGTTVTVSSGGSSGQVQLY
QSGGQMKKPGESMR I SCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGRVTMTRDVYSDTAFLELRS
LTVDDTAVYFCTRGKNCDYNWDFEHWGRGTPVIVSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>730</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 730</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q85">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PG16VRCO1L1knob</INSDQualifier value>
<NonEnglishQualifier value>PGl16VRCO1L1#+</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 730</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSALTQPASVSGSPGQT I TISCNGTSSDVGGFDSVSWYQQSPGKAPKVMVFDVSHRPSGISN
RFSGSKSGNTASLT ISGLHIEDEGDYFCSSLTDRSHRIFGGGTKVTVLGGSSGLTQSPGTLSLSPGETAT ISCRTSQYGS
LAWYQQRPGQAPRLVIYSGSTRAAGIPDRFSGSRWGPDYNLT I SNLESGDFGVYYCQQYEFFGQGTKVQVD IKGGGGSGG
SGSGGGGSASGSGQVQLVQSGGOMKKPGESMR I SCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGR
VIMTRDVYSDTAFLELRSLTVDDTAVYFCTRGKNCDYNWDFEHWGRGTPVIVSSGGSSGQEQLVESGGGVVQPGGSLRLS
CLASGFTFHKYGMHWVRQAPGKGLEWVAL ISDDGMRKYHSDSMWGRVT I SRONSKNTLYLQF SSLKVEDTAMFFCAREAG
GPIWHDDVKYYDFNDGYYNYHYMDVWGKGTTVTVSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPE
VTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>746</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 746</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PGT121PGl6L1holeFc</INSDQualifier value>
<NonEnglishQualifier value>PGT121PG16L1 ¢3Fc</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 746</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SDISVAPGETARISCGEKSLGSRAVQWYQHRAGQAPSLI I YNNQDRPSG IPERFSGSPDSPF
GTTATLTITSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVLGGSSGQSALTQPASVSGSPGQT ITISCNGTSSDVGGF
DSVSWYQQSPGKAPKVMVEDVSHRPSG I SNRFSGSKSGNTASLT I SGLHIEDEGDYFCSSLTDRSHR IFGGGTKVTVLGG
GGSGGSGSGGGGSASGSGQEQLVESGGGVVQPGGSLRLSCLASGF TFHKYGMHWVRQAPGKGLEWVAL ISDDGMRKYHSD
SMWGRVT ISRDNSKNTLYLQF SSLKVEDTAMFFCAREAGGP IWHDDVKYYDFNDGYYNYHYMDVWGKGTTVTVSSGGSSG
QMQLQESGPGLVKPSETLSLTCSVSGASISDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPSLKSRVNLSLDTSKNQVSL
SLVAATAADSGKYYCARTLHGRRIYGIVAFNEWFTYFYMDVWGNGTQVTVSSASGGSGDKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLVSKLTVDKSRWQQGNVF SCSVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>746</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 746</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PG16PGT121L1holeFc</INSDQualifier value>
<NonEnglishQualifier value>PGl16PGT121L1 ¢3Fc</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 746</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSALTQPASVSGSPGQT I TISCNGTSSDVGGFDSVSWYQQSPGKAPKVMVFDVSHRPSGISN
RFSGSKSGNTASLT ISGLHIEDEGDYFCSSLTDRSHR IFGGGTKVTVLGGSSGSDISVAPGETAR I SCGEKSLGSRAVQW
YQHRAGQAPSLI IYNNQDRPSGIPERFSGSPDSPFGTTATLT I TSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVLGG
GGSGGSGSGGGGSASGSGAMQLQESGPGLVKPSETLSLTCSVSGASISDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPS
LKSRVNLSLDTSKNQVSLSLVAATAADSGKYYCARTLHGRRIYGIVAFNEWFTYFYMDVWGNGTQVTVSSGGSSGQEQLYV
ESGGGVVQPGGSLRLSCLASGF TFHKYGMHWVRQAPGKGLEWVAL ISDDGMRKYHSDSMWGRVT I SRDNSKNTLYLQFSS
LKVEDTAMFFCAREAGGP IWHDDVKYYDFNDGYYNYHYMDVWGKGTTVTVSSASGGSGDKTHTCPPCPAPELLGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLVSKLTVDKSRWQQGNVF SCSVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>722</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 722</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VRCO0110e8v4L1knob</INSDQualifier_value>
<NonEnglishQualifier value>VRC0110e8v4L1#+</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 722</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LTQSPGTLSLSPGETAI ISCRTSQYGSLAWYQQRPGQAPRLVIYSGSTRAAGIPDRFSGSRW
GPDYNLTISNLESGDFGVYYCQQYEFFGQGTKVQVDIKGGSSGSELTQDPAVSVALKQTVT I TCRGDSLRSHYASWYQKK
PGQAPVLLFYGKNNRPSG IPDRFSGSASGNRASLT I TGAQAEDEADYYCSSRDKSGSRLSVFGGGTKLTVLGGGGSGGSG
SGGGGSASGSGEVRLVESGGGLVKPGGSLRLSCSASGFDFDNAWMTWVRQPPGKGLEWVGR I TGPGEGWSVDYAESVKGR
FTISRDNTKNTLYLEMNNVRTEDTGYYFCARTGKYYDFWSGYPPGEEYFQDWGQGTLV I VSSGGSSGQVQLVQSGGQMKK
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PGESMR I SCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGRVTMTRDVYSDTAFLELRSLTVDDTAV
YFCTRGKNCDYNWDFEHWGRGTPVIVSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREP
QVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCS
VMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length>722</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 722</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>10e8v4VRCO1L1knob</INSDQualifier_value>
<NonEnglishQualifier value>10e8v4VRCOIL1#+</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 722</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q9%4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>SELTQDPAVSVALKQTVT I TCRGDSLRSHYASWYQKKPGQAPVLLFYGKNNRPSG I PDRFSG
SASGNRASLTITGAQAEDEADYYCSSRDKSGSRLSVFGGGTKLTVLGGSSGLTQSPGTLSLSPGETAT ISCRTSQYGSLA
WYQQRPGQAPRLVIYSGSTRAAGIPDRFSGSRWGPDYNLT ISNLESGDFGVYYCQQYEFFGQGTKVQVDIKGGGGSGGSG
SGGGGSASGSGQVQLVQSGGQMKKPGESMR I SCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGRVT
MTRDVYSDTAFLELRSLTVDDTAVYFCTRGKNCDYNWDFEHWGRGTPVIVSSGGSSGEVRLVESGGGLVKPGGSLRLSCS
ASGFDFDNAWMTWVRQPPGKGLEWVGRITGPGEGWSVDYAESVKGRFT I SRDNTKNTLYLEMNNVRTEDTGYYFCARTGK
YYDFWSGYPPGEEYFQDWGQGTLVIVSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREP
QVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCS
VMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>2169</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2169</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q95">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PGT121VRCO1L1holeFc</INSDQualifier value>
<{NonEnglishQualifier value>PGT121VRCOIL1 ¢3Fc</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2169</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q96">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agcgatatctctgtggeccctggegagacagecagaatcagetgtggegagaagteectggg
aagcagagccgtgcagtggtatcagecatagagecggacaggeccctagectgatcatectacaacaaccaggacagacceca
gecggecatceccgagagattttetggeageecetgatageecettteggeaccacagecacactgaccatcacatectgtggaa
geeggegacgaggecgactactactgtcacatectgggacagecagggtgeccaccaaatgggtttteggeggaggeacaac
cctgaccgttctgggecggatettctggagagategtgetgacacagagecctggeaccctgagectgtetecaggegaga
cagccatcatcagectgecggacaagecagtacggecagectggectggtatcagecagaggectggacaggeececagacte
gtgatctacagecggecagecacaagagecgecggaatecececgatagattcageggetecagatggggeectgactacaacct
gaccatcagcaacctggaaagcggegactteggegtgtactactgecagecagtacgagttctteggecagggcaccaagg
tgcaggtggacatcaagggaggcggaggatetggeggatetggaagtggeggcggtggatetgettetggetetggecag
gttcagctggttcagtectggeggacagatgaagaaaccecggegagageatgeggatcagetgtagagecageggetacga
gttcatcgactgcaccctgaactggatcagactggececctggcaaaagaccecgagtggatgggatggctgaagectagag
gcggagecgtgaattacgeccagacctetgecagggcagagtgaccatgaccagggacgtgtacagegataccgeettectg
gaactgagaagcctgaccgtggatgataccgecgtgtacttectgecacceggggcaagaactgegactacaactgggactt
cgagcactggggcagaggcacacctgtgatcgttagetetggeggatetictggacagatgecagetecaagagtetggece
ctggcctggtcaagectagegaaacactgagectgacctgttecgtgtecggegecageatcagegatagetactggtece
tggatcagaagaagccccggcaaaggectggaatggatcggetacgtgcacaagageggegacaccaactatageeccag
cctgaagtccagagtgaacctgagectggacaccagcaagaaccaggtgteectgtetetggtggecgetacagetgeeg
atagcggcaagtactactgecgeccagaactctgecacggcagacggatctatggecategtggecttcaacgagtggticacce
tacttctacatggacgtgtggggcaacggecacccaagtgacagtectettectgecaageggaggetecggagataagaceea
cacatgtcctccatgtectgetecagagetgetgggtggeccttecgtgtttetgttcecteccaaagectaaggacaccece
tgatgatcagcaggacccctgaagtgacctgegtggtggtggatgtgtctcacgaggacccagaagtgaagttcaattgg
tacgtggacggcgtggaagtgcacaacgeccaagaccaagectagagaggaacagtacaacageacctacagagtggtgte
cgtgctgaccgtgetgcaccaggattggectgaacggcaaagagtacaagtgcaaggtgtccaacaaggeecctgecegetce
ctatcgagaaaaccatcagcaaggccaagggecagectegegaacctcaagtetgtacactgectectageegggacgag
ctgaccaagaatcaggtgtcactgagctgegecgtgaagggecttttaccccagegacattgeegtggaatgggagageaa
tggccageccagagaacaactacaagacaaccectectgtgetggacagegacggetecatttttectggtgtecaagetga
cagtggacaagagcagatggcagcagggcaacgtgttcagetgecagegtgatgecacgaggecctgeacaaccactacacce
cagaaaagcctgtctctgageectgge</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
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<INSDSeq_length>2169</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2169</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q97">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VRCO1PGT121L1holeFc</INSDQualifier value>
<{NonEnglishQualifier value>VRCOIPGT121L1¢3Fc</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2169</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagatcgtgctgacacagagcecctggecaccectgagectgtectecaggegagacagecateat
cagctgecggacaagecagtacggecageetggectggtatcagecagaggectggacaggeccecagactegtgatetaca
gcggcagcacaagagecgecggaateccecgatagattcageggeteccagatggggecctgactacaacctgaccatcage
aacctggaaagcggegacttcggegtgtactactgeccageagtacgagttetteggecagggecaccaaggtgcaggtgga
catcaagggcggatcttctggaagegatatctetgtggececetggegagacagecagaatcagetgtggegagaagtecece
tgggaagcagagccgtgcagtggtatcagcatagagecggacaggeccctagectgatcatctacaacaaccaggacaga
cccageggeateeccgagagattttetggeagecctgatagececttteggeaccacagecacactgaccatcacatetgt
ggaagccggcgacgaggecgactactactgtecacatetgggacagecagggtgcccaccaaatgggtttteggeggaggea
caaccctgaccgttctgggaggeggaggatctggeggatectggaagtggeggeggtggatetgettetggetetggecag
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atgcagctccaagagtctggeeetggectggtcaagectagegaaacactgagectgacctgttecgtgteecggegecag
catcagcgatagctactggtectggatcagaagaagecccggecaaaggectggaatggateggetacgtgecacaagageg
gcgacaccaactatagecccagectgaagtccagagtgaacctgagectggacaccagecaagaaccaggtgteeetgtet
ctggtggccgetacagetgeegatageggeaagtactactgegecagaactetgeacggcagacggatetatggeategt
ggccttcaacgagtggttcacctacttctacatggacgtgtggggcaacggecacccaagtgacagtetettetggeggat
cttctggacaggttcagetggttcagtctggeggacagatgaagaaacceggegagageatgeggatcagetgtagagece
agcggctacgagttcatcgactgeaccctgaactggatcagactggeceetggcaaaagaccecgagtggatgggatgget
gaagcctagaggeggagecgtgaattacgecagacctetgeagggecagagtgaccatgaccagggacgtgtacagegata
ccgecttectggaactgagaagectgacegtggatgataccgecgtgtacttetgeacecggggeaagaactgegactac
aactgggacttcgagcactggggcagaggcacacctgtgatcgttagetetgcaageggaggetecggagataagacceeca
cacatgtcctccatgtectgetecagagetgetgggtggeccttecgtgtttetgttcecteccaaagectaaggacaccece
tgatgatcagcaggacccctgaagtgacctgegtggtggtggatgtgtctcacgaggacccagaagtgaagttcaattgg
tacgtggacggcgtggaagtgcacaacgeccaagaccaagectagagaggaacagtacaacageacctacagagtggtgte
cgtgctgaccgtgetgcaccaggattggectgaacggcaaagagtacaagtgcaaggtgtccaacaaggeecctgecegetce
ctatcgagaaaaccatcagcaaggccaagggecagectegegaacctcaagtetgtacactgectectageegggacgag
ctgaccaagaatcaggtgtcactgagctgegecgtgaagggecttttaccccagegacattgeegtggaatgggagageaa
tggccageccagagaacaactacaagacaaccectectgtgetggacagegacggetecatttttectggtgtecaagetga
cagtggacaagagcagatggcagcagggcaacgtgttcagetgecagegtgatgecacgaggecctgeacaaccactacacce
cagaaaagcctgtctctgageectgge</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>2244</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2244</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q99">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>10e8v4PG16L1knob</INSDQualifier value>
<NonEnglishQualifier value>10e8v4PG16L1#</NonknglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

111136760 FEH5E A0202 #5358 - 1185 (FIIE) 1123022386-0



202325744

<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2244</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql00">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agcgaactgacccaagatcctgecgtgtetgtggecctgaagecagacegtgaccatcacetg
tagaggcgacagcctgagaagecactacgecagetggtatcagaagaagectggacaggeteecgtgetgetgttetacg
gcaagaacaacagacccageggeatccccgatagattttetggecagegecageggecaatagagecagectgacaattact
ggcgcecaggecgaagatgaggecgactactactgcagecagecagagacaagageggeageagactgtecgtttttggegg
aggcaccaagctgaccgtgetgggeggatecttectggacagtetgetetgacacageetgectetgtgtetggetetectg
gccagaccatcaccatcagetgtaacggecaccagetetgacgteggeggetttgatagegtgtectggtatcageagage
cccggecaaageccctaaagtgatggtgttegatgtgteccaccggectageggeatcagecaatagattcageggecageaa
gagcggcaacaccgecagectgacaatctetggactgecacategaggacgagggegactacttetgtagecageetgaceg
acagaagccaccggatttttggeggaggcaccaaagtgaccgtgetgggaggcggaggatetggeggatetggaagtgge
gogcggtggatctgettectggetetggecaagaacagetggtggaatetggtggecggagtggttcaacctggeggetetet
gagactgagctgtctggectecggettcacetteccacaaatacggecatgeactgggtecgacaggecectggaaaaggec
ttgaatgggtcgecctgatcagegacgacggcatgagaaagtaccacagegacageatgtggggcagagtgaccatcage
cgggacaacagcaagaacaccctgtacctgecagttcagetecctgaaggtggaagataccgeecatgttettttgegeecag
agaagccggeggacccatectggecatgacgacgtgaagtactacgacttcaacgacggectactacaactaccactacatgg
acgtgtggggcaagggcaccaccgtgacagtttcttectggeggatecttetggagaagticggetggtggaatetggeggce
ggacttgtgaaacctggecggctetetgagactgagetgtagegecteeggettegacttcgacaatgectggatgacctg
ggtccgacagectectggaaaaggectggaatgggteggaagaatcacaggecctggegaaggetggagtgtggattatg
ccgagagegtgaagggcagattcaccatcagecgggacaacaccaagaacaccctgtacctggaaatgaacaacgtgegg
accgaggataccggectactacttectgtgeceggaccggcaagtactacgacttttggageggetaccetectggegagga
atactttcaggattggggccagggecaccectggtcategtttettectgecaageggaggetecggagataagacccacacat
gtcctecatgtectgetecagaactgetgggeggaccttecgtgtttetgttececctecaaagectaaggacaceetgatg
atcagcaggacccctgaagtgacctgegtggtggtggatgtgtctcacgaggacccagaagtgaagttcaattggtacgt
ggacggcgtggaagtgcacaacgccaagaccaagectagagaggaacagtacaacageacctacagagtggtgteegtge
tgacagtgctgcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtceccaacaaggecctgeeegeccctate
gagaaaaccatcagcaaggccaagggccagectagggaaccccaggtttacaccecttectecatgecgggatgagetgac
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caagaaccaggtgtccctgtggtgtectggtcaagggettctacceccagegacattgecgtggaatgggagagecaatggece
agcctgagaacaactacaagaccacacctecctgtgetggactecgacggatcattcttecctgtacagecaagetgactgtg
gacaagagcagatggcagcagggcaacgtgttcagetgcagegtgatgeacgaggeectgecacaaccactacacacagaa
gtcectgtetetgagecetgge</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>2244</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2244</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql01">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PG1610e8v4L1knob</INSDQualifier value>
<NonEnglishQualifier value>PG1610e8v4L1#</NonknglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2244</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql02">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>cagtctgctctgacacagectgectetgtgtetggetetectggecagaccatcaccatcag
ctgtaacggcaccagctectgacgteggeggetttgatagegtgteectggtatcagecagageeceeggcaaagecectaaag
tgatggtgttcgatgtgteccaccggectageggecatcagecaatagattcageggecagecaagageggecaacaccgeecage
ctgacaatctctggactgcacatcgaggacgagggecgactacttctgtagecageectgaccgacagaagecaceggatttt
tggcggaggcaccaaagtgaccgtgetgggeggatettctggaagegaactgacccaagatectgecgtgtetgtggeee
tgaagcagaccgtgaccatcacctgtagaggcgacagectgagaagecactacgecagetggtatcagaagaagectgga
caggctccecgtgetgetgttetacggcaagaacaacagacccageggeateececegatagattttetggecagegecagegg
caatagagccagcctgacaattactggegeccaggecgaagatgaggecgactactactgecagecagecagagacaagageg
gcagcagactgtcegtttttggeggaggcaccaagetgaccgtgetgggaggcggaggatetggeggatetggaagtgge
gogcggtggatctgettetggetetggegaagttecggetggtggaatetggeggcggactigtgaaacctggeggetetet
gagactgagctgtagecgectecggettegacttegacaatgectggatgacctgggtecgacagectectggaaaaggec
tggaatgggtcggaagaatcacaggecctggegaaggetggagtgtggattatgecgagagegtgaagggeagattcace
atcagccgggacaacaccaagaacaccctgtacctggaaatgaacaacgtgeggacegaggataceggetactactictg
tgccecggaccggecaagtactacgacttttggageggetacceteectggegaggaatactttcaggattggggecagggea
ccctggtcategtttcttetggeggatettetggacaagaacagetggtggaatetggtggeggagtggttcaacctgge
ggctctetgagactgagetgtetggecteecggettcaccttccacaaatacggecatgeactgggtecgacaggeecetgg
aaaaggccttgaatgggtcgecetgatcagegacgacggeatgagaaagtaccacagegacageatgtggggcagagtga
ccatcagccgggacaacagcaagaacaccetgtacctgeagttcagetecctgaaggtggaagataccgecatgttettt
tgcgeccagagaagecggeggacccatetggeatgacgacgtgaagtactacgacttcaacgacggetactacaactaccea
ctacatggacgtgtggggcaagggcaccaccgtgacagtticttctgecaageggaggecteecggagataagaceccacacat
gtcctecatgtectgetecagaactgetgggeggaccttecgtgtttetgttececctecaaagectaaggacaceetgatg
atcagcaggacccctgaagtgacctgegtggtggtggatgtgtctcacgaggacccagaagtgaagttcaattggtacgt
ggacggcgtggaagtgcacaacgccaagaccaagectagagaggaacagtacaacageacctacagagtggtgteegtge
tgacagtgctgcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtceccaacaaggecctgeeegeccctate
gagaaaaccatcagcaaggccaagggccagectagggaaccccaggtttacaccecttectecatgecgggatgagetgac
caagaaccaggtgtccctgtggtgtectggtcaagggettctacceccagegacattgecgtggaatgggagagecaatggece
agcctgagaacaactacaagaccacacctecctgtgetggactecgacggatcattcttecctgtacagecaagetgactgtg
gacaagagcagatggcagcagggcaacgtgttcagetgcagegtgatgeacgaggeectgecacaaccactacacacagaa
gtcectgtetetgagecetgge</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>2214</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
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<INSDFeature_location>1. . 2214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql03">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PGT12110e8v4L1holeFc</INSDQualifier value>
<NonEnglishQualifier value>PGT12110e8v4LI1 ¢3Fc</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql04">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agcgatatctctgtggeccctggegagacagecagaatcagetgtggegagaagteectggg
aagcagagccgtgcagtggtatcagecatagagecggacaggeccctagectgatcatectacaacaaccaggacagacceca
gecggecatceccgagagattttetggeageecetgatageecettteggeaccacagecacactgaccatcacatectgtggaa
geeggegacgaggecgactactactgtcacatectgggacagecagggtgeccaccaaatgggtttteggeggaggeacaac
cctgaccgttctgggecggatetictggaagegaactgacccaagatectgecgtgtetgtggecctgaageagaccgtga
ccatcacctgtagaggcgacagectgagaagecactacgecagetggtatcagaagaagectggacaggetecegtgetg
ctgttctacggcaagaacaacagacccageggecatecceegatagattttctggecagegecageggeaatagagecagect
gacaattactggcgeccaggecgaagatgaggecgactactactgecagecagecagagacaagageggeageagactgteeg
tttttggcggaggcaccaagetgaccgtgctgggaggeggaggatectggeggatectggaagtggeggeggtggatetget
tctggetetggegaagtteggetggtggaatetggeggeggacttgtgaaacctggeggetetetgagactgagetgtag
cgceteeggettegacttegacaatgectggatgacectgggtecgacagectectggaaaaggectggaatgggteggaa
gaatcacaggccctggegaaggetggagtgtggattatgecgagagegtgaagggcagattcaccatcageecgggacaac
accaagaacaccctgtacctggaaatgaacaacgtgeggaccgaggataccggetactacttetgtgeccggaccggcaa
gtactacgacttttggagcggctaccctectggegaggaatactttcaggattggggecagggcacectggtecategttt
cttctggeggatettctggacagatgecagetecaagagtetggeecetggectggtcaagectagegaaacactgagectg
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acctgttcegtgtecggegecageatcagegatagetactggtectggatcagaagaagecceggeaaaggectggaatg
gatcggctacgtgcacaagagcggegacaccaactatagecccagectgaagteccagagtgaacctgagectggacacca
gcaagaaccaggtgtcectgtetetggtggecgetacagetgecgatageggcaagtactactgegecagaactetgeac
ggcagacggatctatggcatcgtggecttcaacgagtggttcacctacttctacatggacgtgtggggcaacggeaccca
agtgacagtctcttectgcaageggaggecteecggagataagacccacacatgtectecatgtectgetecagagetgetgg
gtggcecttecgtgttictgttecctecaaagectaaggacaccectgatgatcagecaggaccectgaagtgacetgegtg
gtggtggatgtgtctcacgaggacccagaagtgaagttcaattggtacgtggacggegtggaagtgcacaacgecaagac
caagcctagagaggaacagtacaacagcacctacagagtggtgteegtgetgacegtgetgecaccaggattggetgaacg
gcaaagagtacaagtgcaaggtgtccaacaaggecctgeecgetectatecgagaaaaccatcagecaaggecaagggecag
cctegegaacctcaagtetgtacactgectectagecgggacgagetgaccaagaatcaggtgtecactgagetgegeegt
gaagggcttttaccccagecgacattgecgtggaatgggagagcaatggecagecagagaacaactacaagacaacccecte
ctgtgctggacagegacggctcatttttectggtgtccaagetgacagtggacaagagecagatggecageagggecaacgtyg
ttcagctgcagegtgatgecacgaggecctgecacaaccactacacccagaaaagectgtetetgagecctgge</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>2214</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql0b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>10e8v4PGT121L1holeFc</INSDQualifier value>
<NonEnglishQualifier value>10e8v4PGT121LI1 ¢3Fc</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql06">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agcgaactgacccaagatcctgecgtgtetgtggecctgaagecagacegtgaccatcacetg
tagaggcgacagcctgagaagecactacgecagetggtatcagaagaagectggacaggeteecgtgetgetgttetacg
gcaagaacaacagacccageggeatccccgatagattttetggecagegecageggecaatagagecagectgacaattact
ggcgcecaggecgaagatgaggecgactactactgcagecagecagagacaagageggeageagactgtecgtttttggegg
aggcaccaagctgaccgtgetgggeggatecttetggaagegatatetetgtggececetggegagacagecagaateaget
gtggcgagaagtcectgggaagecagagecgtgcagtggtatcagecatagagecggacaggecectagectgateatetac
aacaaccaggacagacccageggeatcceccgagagattttetggecageectgatageecttteggeaccacagecacact
gaccatcacatctgtggaagccggegacgaggecgactactactgtcacatetgggacagecagggtgceccaccaaatggg
ttttecggeggaggcacaaccctgaccgttctgggaggeggaggatetggeggatetggaagtggeggeggtggatetget
tctggetetggecagatgecageteccaagagtetggeectggectggtcaagectagegaaacactgageectgacctgtte
cgtgtceggegecagecatcagegatagetactggtectggatcagaagaagecceggecaaaggectggaatggategget
acgtgcacaagagcggcgacaccaactatagecccagectgaagtccagagtgaacctgagectggacaccageaagaac
caggtgtccctgtetetggtggecgetacagetgecgatageggecaagtactactgegecagaactetgecacggecagacg
gatctatggcatcgtggecttcaacgagtggttcacctacttctacatggacgtgtggggcaacggeacccaagtgacag
tctettetggeggatettetggagaagtteggetggtggaatetggeggecggactigtgaaacctggeggetetetgaga
ctgagctgtagegecteecggettegacttegacaatgectggatgacctgggtecgacagectectggaaaaggectgga
atgggtcggaagaatcacaggcectggegaaggetggagtgtggattatgecgagagegtgaagggeagattcaccatea
gecegggacaacaccaagaacacectgtacctggaaatgaacaacgtgeggaccgaggataccggetactacttetgtgece
cggaccggcaagtactacgacttttggageggetaccetectggegaggaatactttcaggattggggccagggeacect
ggtcatcgtttcttetgcaageggaggecteeggagataagacccacacatgtectecatgtectgetecagagetgetgg
gtggcecttecgtgttictgttecctecaaagectaaggacaccectgatgatcagecaggaccectgaagtgacetgegtg
gtggtggatgtgtctcacgaggacccagaagtgaagttcaattggtacgtggacggegtggaagtgcacaacgecaagac
caagcctagagaggaacagtacaacagcacctacagagtggtgteegtgetgacegtgetgecaccaggattggetgaacg
gcaaagagtacaagtgcaaggtgtccaacaaggecctgeecgetectatecgagaaaaccatcagecaaggecaagggecag
cctegegaacctcaagtetgtacactgectectagecgggacgagetgaccaagaatcaggtgtecactgagetgegeegt
gaagggcttttaccccagecgacattgecgtggaatgggagagcaatggecagecagagaacaactacaagacaacccecte
ctgtgctggacagegacggctcatttttectggtgtccaagetgacagtggacaagagecagatggecageagggecaacgtyg
ttcagctgcagegtgatgecacgaggecctgecacaaccactacacccagaaaagectgtetetgagecctgge</ INSDSe
q_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>2199</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2199</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql07">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VRCO1PGI16L1knob</INSDQualifier value>
<NonEnglishQualifier value>VRCOIPGI6L1#+</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2199</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql08">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagatcgtgctgacacagagcecctggecaccectgagectgtectecaggegagacagecateat
cagctgecggacaagecagtacggecageetggectggtatcagecagaggectggacaggeccecagactegtgatetaca
gcggcagcacaagagecgecggaateccecgatagattcageggeteccagatggggecctgactacaacctgaccatcage
aacctggaaagcggegacttcggegtgtactactgeccageagtacgagttetteggecagggecaccaaggtgcaggtgga
catcaagggcggatcttctggacagtctgetetgacacagectgeetetgtgtetggetetectggecagaccatecaccea
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tcagctgtaacggcaccagetetgacgteggeggetttgatagegtgtectggtatcagecagagececeggeaaageeect
aaagtgatggtgttcgatgtgteccaccggectageggeatcagecaatagattcageggcagecaagageggecaacaccge
cagcctgacaatctetggactgecacatcgaggacgagggegactacttectgtageagectgaccgacagaagecacegga
tttttggcggaggcaccaaagtgaccgtgctgggaggeggaggatectggeggatectggaagtggeggeggtggatetget
tctggetetggecaagaacagetggtggaatetggtggeggagtggttcaacctggeggetetetgagactgagetgtet
ggcctecggettecacctteccacaaatacggeatgecactgggtecgacaggeccetggaaaaggecttgaatgggtegecece
tgatcagcgacgacggcatgagaaagtaccacagegacagecatgtggggcagagtgaccatcagecgggacaacageaag
aacaccctgtacctgcagttcagetecctgaaggtggaagataccgecatgttettttgegecagagaageecggeggace
catctggcatgacgacgtgaagtactacgacttcaacgacggctactacaactaccactacatggacgtgtggggcaagg
gcaccaccgtgacagtttcttetggeggatettectggacaggttcagetggttcagtetggeggacagatgaagaaaccee
ggcgagagcatgeggatcagetgtagagecageggetacgagttcategactgecacectgaactggatcagactggeccece
tggcaaaagacccgagtggatgggatggctgaagectagaggeggagecgtgaattacgecagacctetgeagggecagag
tgaccatgaccagggacgtgtacagcgataccgecttcecctggaactgagaagectgacecgtggatgatacegeecgtgtac
ttctgcacceggggcaagaactgegactacaactgggacttecgageactggggecagaggecacacctgtgategttagete
tgcaagcggaggetececggagataagacccacacatgtectecatgtectgetecagaactgetgggeggacctteegtgt
ttctgttecectecaaagectaaggacaccetgatgatcagecaggaceectgaagtgacctgegtggtggtggatgtgtet
cacgaggacccagaagtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagectagagagga
acagtacaacagcacctacagagtggtgtccgtgetgacagtgetgecaccaggattggetgaacggcaaagagtacaagt
gcaaggtgtccaacaaggccctgececgeccctatecgagaaaaccatcagecaaggecaagggecagectagggaaccecag
gtttacacccttectecatgecgggatgagetgaccaagaaccaggtgteecctgtggtgtetggtcaagggettetaccece
cagcgacattgecgtggaatgggagagcaatggecagectgagaacaactacaagaccacacctectgtgetggacteeg
acggatcattcttcctgtacagecaagetgactgtggacaagagcagatggecagecagggecaacgtgttcagetgeagegtyg
atgcacgaggccctgecacaaccactacacacagaagtcecctgtctetgagecctgge</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
<INSDSeq>
<INSDSeq_length>2199</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2199</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql09">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PG16VRCO1L1knob</INSDQualifier value>
<NonEnglishQualifier value>PGl16VRCO1L1#+</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2199</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cagtctgctctgacacagectgectetgtgtetggetetectggecagaccatcaccatcag
ctgtaacggcaccagctectgacgteggeggetttgatagegtgteectggtatcagecagageeceeggcaaagecectaaag
tgatggtgttcgatgtgteccaccggectageggecatcagecaatagattcageggecagecaagageggecaacaccgeecage
ctgacaatctctggactgcacatcgaggacgagggecgactacttctgtagecageectgaccgacagaagecaceggatttt
tggcggaggcaccaaagtgaccgtgetgggeggatettctggagagategtgetgacacagageectggeaccctgagece
tgtctccaggegagacagecatcatcagetgecggacaagecagtacggecageetggectggtatcagecagaggectgga
caggccceccagactegtgatetacageggeagecacaagagecgecggaateececegatagattecageggetecagatgggg
ccctgactacaacctgaccatcagcaacctggaaageggegactteggegtgtactactgecagecagtacgagttetteg
gececagggeaccaaggtgcaggtggacatcaagggaggecggaggatetggeggatetggaagtggeggeggtggatetget
tctggetetggecaggttcagetggttecagtetggeggacagatgaagaaacceggegagageatgeggatecagetgtag
agccageggcetacgagttcatcgactgcaccetgaactggatcagactggeccctggecaaaagaccegagtggatgggat
ggctgaagecctagaggeggageegtgaattacgecagacetetgecagggecagagtgaccatgaccagggacgtgtacage
gataccgccttectggaactgagaagectgaccgtggatgataccgeegtgtacttetgecacceggggcaagaactgega
ctacaactgggacttcgagcactggggcagaggcacacctgtgategttagetectggeggatettectggacaagaacage
tggtggaatctggtggcggagtggttcaacctggeggetetetgagactgagetgtetggectecggetteacctteecac
aaatacggcatgcactgggtccgacaggecectggaaaaggecttgaatgggtegeectgatecagegacgacggeatgag
aaagtaccacagcgacagcatgtggggcagagtgaccatcagecgggacaacagecaagaacaccctgtacctgeagttea
gcteeetgaaggtggaagatacegecatgttettttgegecagagaagecggecggacccatetggeatgacgacgtgaag
tactacgacttcaacgacggctactacaactaccactacatggacgtgtggggcaagggcaccaccgtgacagtttctte
tgcaagcggaggetececggagataagacccacacatgtectecatgtectgetecagaactgetgggeggacctteegtgt
ttctgttecectecaaagectaaggacaccetgatgatcagecaggaceectgaagtgacctgegtggtggtggatgtgtet

111136760 FEH5E A0202 628 - H1185(FIIE) 1123022386-0



202325744

cacgaggacccagaagtgaagttcaattggtacgtggacggcgtggaagtgcacaacgccaagaccaagectagagagga
acagtacaacagcacctacagagtggtgtccgtgetgacagtgetgecaccaggattggetgaacggcaaagagtacaagt
gcaaggtgtccaacaaggccctgececgeccctatecgagaaaaccatcagecaaggecaagggecagectagggaaccecag
gtttacacccttectecatgecgggatgagetgaccaagaaccaggtgteecctgtggtgtetggtcaagggettetaccece
cagcgacattgecgtggaatgggagagcaatggecagectgagaacaactacaagaccacacctectgtgetggacteeg
acggatcattcttcctgtacagecaagetgactgtggacaagagcagatggecagecagggecaacgtgttcagetgeagegtyg
atgcacgaggccctgecacaaccactacacacagaagtcecctgtctetgagecctgge</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length>2238</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2238</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qlll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PGT121PGl6L1holeFc</INSDQualifier value>
<NonEnglishQualifier value>PGT121PG16L1 ¢3Fc</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2238</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agcgatatctctgtggeccctggegagacagecagaatcagetgtggegagaagteectggg
aagcagagccgtgcagtggtatcagecatagagecggacaggeccctagectgatcatectacaacaaccaggacagacceca
gecggecatceccgagagattttetggeageecetgatageecettteggeaccacagecacactgaccatcacatectgtggaa
geeggegacgaggecgactactactgtcacatectgggacagecagggtgeccaccaaatgggtttteggeggaggeacaac
cctgaccgttctgggeggatettctggacagtctgetetgacacagectgectetgtgtetggetetectggecagacea
tcaccatcagectgtaacggecaccagetetgacgteggeggetttgatagegtgtectggtatcagecagageeceggecaaa
gcecctaaagtgatggtgttegatgtgteccaccggectageggecatcagecaatagattcageggeagecaagageggeaa
caccgccagectgacaatctetggactgecacatecgaggacgagggegactacttetgtagecagectgaccgacagaagece
accggatttttggcggaggcaccaaagtgacecgtgctgggaggcggaggatetggeggatetggaagtggeggeggtgga
tctgettetggetetggecaagaacagetggtggaatetggtggeggagtggttcaacctggeggetetetgagactgag
ctgtctggectecggettecacctteccacaaatacggeatgecactgggtecgacaggeccectggaaaaggecttgaatggg
tcgeectgatcagegacgacggcatgagaaagtaccacagegacageatgtggggcagagtgaccatcagecgggacaac
agcaagaacaccctgtacctgcagttcagetecctgaaggtggaagataccgecatgttcttttgegecagagaagecgg
cggacccatctggcatgacgacgtgaagtactacgacttcaacgacggetactacaactaccactacatggacgtgtggg
gcaagggcaccaccgtgacagtttcttetggeggatettetggacagatgecageteccaagagtetggecctggectggte
aagcctagecgaaacactgagectgacctgttecgtgtecggegecageatcagegatagetactggtectggatcagaag
aagccecggcaaaggectggaatggateggetacgtgecacaagageggegacaccaactatageeecagectgaagteca
gagtgaacctgagectggacaccagcaagaaccaggtgtecctgtetetggtggecgetacagetgecgatageggeaag
tactactgcgecagaactcetgecacggecagacggatetatggeategtggecttcaacgagtggttcacctacttectacat
ggacgtgtggggcaacggcacccaagtgacagtetettetgcaageggaggectecggagataagaccecacacatgtecte
catgtcctgectccagagetgetgggtggeecttcecgtgtttctgttecctecaaagectaaggacaccctgatgatcage
aggacccctgaagtgacctgegtggtggtggatgtgtctecacgaggacccagaagtgaagttcaattggtacgtggacgg
cgtggaagtgcacaacgccaagaccaagectagagaggaacagtacaacagecacctacagagtggtgtecgtgetgaceg
tgctgcaccaggattggectgaacggcaaagagtacaagtgcaaggtgtccaacaaggecctgeccgetectategagaaa
accatcagcaaggccaagggcecagectecgegaacctcaagtetgtacactgectectagecgggacgagetgaccaagaa
tcaggtgtcactgagectgegecgtgaagggettttacceccagegacattgecgtggaatgggagagecaatggecageeag
agaacaactacaagacaacccctectgtgetggacagegacggetecatttttectggtgtecaagetgacagtggacaag
agcagatggcagcagggcaacgtgttcagetgecagegtgatgecacgaggecctgecacaaccactacacccagaaaagect
gtctctgageectgge</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>2238</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2238</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>PG16PGT121L1holeFc</INSDQualifier value>
<NonEnglishQualifier value>PGl16PGT121L1 ¢3Fc</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2238</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cagtctgctctgacacagectgectetgtgtetggetetectggecagaccatcaccatcag
ctgtaacggcaccagctectgacgteggeggetttgatagegtgteectggtatcagecagageeceeggcaaagecectaaag
tgatggtgttcgatgtgteccaccggectageggecatcagecaatagattcageggecagecaagageggecaacaccgeecage
ctgacaatctctggactgcacatcgaggacgagggecgactacttctgtagecageectgaccgacagaagecaceggatttt
tggcggaggcaccaaagtgaccgtgetgggeggatettctggaagegatatetetgtggeeceetggegagacagecagaa
tcagctgtggegagaagtecctgggaageagagecgtgcagtggtatcagecatagageecggacaggeccctagectgate
atctacaacaaccaggacagacccagcecggecatceccgagagattttetggeageecectgatageeettteggeaccacage
cacactgaccatcacatctgtggaageccggegacgaggecgactactactgtcacatctgggacagecagggtgeccaccea
aatgggttttcggeggaggcacaaccctgacegttetgggaggcggaggatetggeggatetggaagtggeggeggtgga
tctgettetggetetggecagatgecagetecaagagtetggeecctggectggtecaagectagegaaacactgageetgac
ctgttcegtgtecggegecageatcagegatagetactggtectggatcagaagaagecceggeaaaggectggaatgga
tcggetacgtgcacaagageggecgacaccaactatageecccagectgaagtccagagtgaacctgagectggacaccage
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aagaaccaggtgtcectgtectetggtggecgetacagetgecgatageggecaagtactactgegecagaactetgeacgg
cagacggatctatggcatcgtggecttcaacgagtggttcacctacttctacatggacgtgtggggcaacggeacccaag
tgacagtctcttetggeggatettctggacaagaacagetggtggaatetggtggeggagtggttcaacctggeggetet
ctgagactgagctgtctggectecggettecacctteccacaaatacggeatgecactgggtecgacaggeccetggaaaagg
ccttgaatgggtcegecctgatcagegacgacggcatgagaaagtaccacagegacagecatgtggggcagagtgaccatea
gecegggacaacageaagaacacectgtacctgeagttcagetecctgaaggtggaagatacecgecatgttettttgegece
agagaagccggeggacccatectggecatgacgacgtgaagtactacgacttcaacgacggetactacaactaccactacat
ggacgtgtggggcaagggcaccaccgtgacagtttecttetgcaageggaggctecggagataagaccecacacatgtecte
catgtcctgectccagagetgetgggtggeecttcecgtgtttctgttecctecaaagectaaggacaccctgatgatcage
aggacccctgaagtgacctgegtggtggtggatgtgtctecacgaggacccagaagtgaagttcaattggtacgtggacgg
cgtggaagtgcacaacgccaagaccaagectagagaggaacagtacaacagecacctacagagtggtgtecgtgetgaceg
tgctgcaccaggattggectgaacggcaaagagtacaagtgcaaggtgtccaacaaggecctgeccgetectategagaaa
accatcagcaaggccaagggcecagectecgegaacctcaagtetgtacactgectectagecgggacgagetgaccaagaa
tcaggtgtcactgagectgegecgtgaagggettttacceccagegacattgecgtggaatgggagagecaatggecageeag
agaacaactacaagacaacccctectgtgetggacagegacggetecatttttectggtgtecaagetgacagtggacaag
agcagatggcagcagggcaacgtgttcagetgecagegtgatgecacgaggecctgecacaaccactacacccagaaaagect
gtctctgageectgge</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>2175</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2175</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qllb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>VRCO0110e8v4L1knob</INSDQualifier_value>
<NonEnglishQualifier value>VRC0110e8v4L1#+</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2175</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagatcgtgctgacacagagcecctggecaccectgagectgtectecaggegagacagecateat
cagctgecggacaagecagtacggecageetggectggtatcagecagaggectggacaggeccecagactegtgatetaca
gcggcagcacaagagecgecggaateccecgatagattcageggeteccagatggggecctgactacaacctgaccatcage
aacctggaaagcggegacttcggegtgtactactgeccageagtacgagttetteggecagggecaccaaggtgcaggtgga
catcaagggcggatcttctggaagecgaactgacccaagatectgeegtgtetgtggecctgaagecagaccgtgaccatea
cctgtagaggcgacagectgagaagecactacgeccagetggtatcagaagaagectggacaggeteeecgtgetgetgttce
tacggcaagaacaacagacccageggeatccccgatagattttetggecagegecageggcaatagagecagectgacaat
tactggcgeccaggecgaagatgaggeegactactactgcagecagecagagacaagageggeageagactgtecgtttttg
gecggaggcaccaagetgaccgtgetgggaggeggaggatetggeggatetggaagtggeggecggtggatetgettetgge
tctggecgaagtteggetggtggaatetggeggecggactigtgaaacctggeggetetetgagactgagetgtagegecte
cggcttegacttegacaatgectggatgacctgggtecgacagectectggaaaaggectggaatgggtcggaagaatea
caggccetggegaaggetggagtgtggattatgecgagagegtgaagggcagattcaccatcageegggacaacaccaag
aacaccctgtacctggaaatgaacaacgtgeggaccgaggataccggetactacttetgtgececggacecggecaagtacta
cgacttttggageggctaccetectggegaggaatactttcaggattggggccagggcacecetggtecategtttcttctg
gecggatcttctggacaggttcagetggttcagtetggeggacagatgaagaaacceggegagageatgeggatcagetgt
agagccagcggctacgagttcatcgactgecaccetgaactggatcagactggececctggecaaaagaccegagtggatggg
atggctgaagcctagaggcggagecgtgaattacgeccagacctetgecagggcagagtgaccatgaccagggacgtgtaca
gcgataccgecttectggaactgagaagectgaccgtggatgatacecgecgtgtacttetgecaceeggggcaagaactge
gactacaactgggacttcgagcactggggcagaggcacacctgtgategttagetctgecaageggaggetecggagataa
gacccacacatgtccteccatgtectgeteccagaactgetgggeggacettecgtgtttetgtteeectecaaagectaagg
acaccctgatgatcagcaggacccctgaagtgacctgegtggtggtggatgtgtctcacgaggacccagaagtgaagttc
aattggtacgtggacggcgtggaagtgcacaacgccaagaccaagectagagaggaacagtacaacagecacctacagagt
gogtgtccgtgectgacagtgetgecaccaggattggetgaacggcaaagagtacaagtgecaaggtgteccaacaaggeectge
ccgeccctatecgagaaaaccatcagecaaggecaagggecagectagggaaccecaggtttacaceettectecatgeegg
gatgagctgaccaagaaccaggtgtecctgtggtgtetggtcaagggettctaccececagegacattgecgtggaatggga
gagcaatggccagectgagaacaactacaagaccacacctectgtgetggacteecgacggatcattettectgtacagea
agctgactgtggacaagagcagatggcagcagggcaacgtgttcagetgecagegtgatgcacgaggeecctgeacaaccac
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tacacacagaagtccctgtctctgageectgge</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length>2175</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2175</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>10e8v4VRCO1L1knob</INSDQualifier_value>
<NonEnglishQualifier value>10e8v4VRCOIL1#+</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2175</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agcgaactgacccaagatcctgecgtgtetgtggecctgaagecagacegtgaccatcacetg
tagaggcgacagcctgagaagecactacgecagetggtatcagaagaagectggacaggeteecgtgetgetgttetacg
gcaagaacaacagacccageggeatccccgatagattttetggecagegecageggecaatagagecagectgacaattact
ggcgcecaggecgaagatgaggecgactactactgcagecagecagagacaagageggeageagactgtecgtttttggegg
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aggcaccaagctgaccgtgetgggeggatcttctggagagategtgetgacacagageectggeaccetgagectgtete
caggcgagacagccatcatcagetgecggacaagecagtacggecagectggectggtatcagecagaggectggacaggece
cccagactcgtgatctacageggecagecacaagageecgecggaateeecgatagattecageggetecagatggggecctga
ctacaacctgaccatcagcaacctggaaageggcgactteggegtgtactactgecagecagtacgagttetteggecagg
gcaccaaggtgcaggtggacatcaagggaggeggaggatetggeggatectggaagtggeggecggtggatetgettetgge
tctggecaggttcagetggttcagtetggeggacagatgaagaaacceggegagageatgeggatcagetgtagageeag
cggctacgagttcatcgactgecaccectgaactggatcagactggeeectggecaaaagaccecgagtggatgggatggctga
agcctagaggceggagecgtgaattacgeccagacctetgecagggcagagtgaccatgaccagggacgtgtacagegatace
geettectggaactgagaagectgaccgtggatgataccgecgtgtacttetgecaceeggggcaagaactgegactacaa
ctgggacttcgagcactggggcagaggcacacctgtgategttagetetggeggatettectggagaagtteggetggtag
aatctggcggcggacttgtgaaacctggeggetetetgagactgagetgtagegeetecggettegacttegacaatgece
tggatgacctgggtccgacagectectggaaaaggectggaatgggteggaagaatcacaggecctggegaaggetggag
tgtggattatgccgagagegtgaagggcagattcaccatcageecgggacaacaccaagaacaccetgtacectggaaatga
acaacgtgcecggaccgaggataccggetactacttetgtgeecggaccggecaagtactacgacttttggageggetacect
cctggecgaggaatactttcaggattggggecagggcaccetggtecategtttettectgcaageggaggectecggagataa
gacccacacatgtccteccatgtectgeteccagaactgetgggeggacettecgtgtttetgtteeectecaaagectaagg
acaccctgatgatcagcaggacccctgaagtgacctgegtggtggtggatgtgtctcacgaggacccagaagtgaagttc
aattggtacgtggacggcgtggaagtgcacaacgccaagaccaagectagagaggaacagtacaacagecacctacagagt
gogtgtccgtgectgacagtgetgecaccaggattggetgaacggcaaagagtacaagtgecaaggtgteccaacaaggeectge
ccgeccctatecgagaaaaccatcagecaaggecaagggecagectagggaaccecaggtttacaceettectecatgeegg
gatgagctgaccaagaaccaggtgtecctgtggtgtetggtcaagggettctaccececagegacattgecgtggaatggga
gagcaatggccagectgagaacaactacaagaccacacctectgtgetggacteecgacggatcattettectgtacagea
agctgactgtggacaagagcagatggcagcagggcaacgtgttcagetgecagegtgatgcacgaggeecctgeacaaccac
tacacacagaagtccctgtctctgageectgge</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>PGT121 heavy CDRI</INSDQualifier value>
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<{NonEnglishQualifier value>PGT121 & 4#CDR1</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DSYWS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>PGT121 heavy CDR2</INSDQualifier_value>
<{NonEnglishQualifier value>PGT121 & 42CDR2</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YVHKSGDTNYSPSLKS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>PGT121 heavy CDR3</INSDQualifier value>
<{NonEnglishQualifier value>PGT121 & 4%2CDR3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TLHGRRIYGIVAFNEWFTYFYMDV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql2b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>VRCOl heavy CDRI</INSDQualifier_ value>
<{NonEnglishQualifier value>VRCO1 % 42CDR1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DCTLN</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>VRCOl heavy CDR2</INSDQualifier_ value>
<{NonEnglishQualifier value>VRCO1 % 42CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier i1d="ql28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WLKPRGGAVNYARPLQG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>VRCOl heavy CDR3</INSDQualifier_ value>
<{NonEnglishQualifier value>VRCO1 % 42CDR3</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GKNCDYNWDFEH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql31">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>10E8v4 heavy CDRI</INSDQualifier value>
<{NonEnglishQualifier value>10E8v4 & 42CDR1</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NAWMT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>10E8v4 heavy CDR2</INSDQualifier value>
<{NonEnglishQualifier value>10E8v4 & 42CDR2</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RITGPGEGWSVDYAESVKG</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>10E8v4 heavy CDR3</INSDQualifier value>
<{NonEnglishQualifier value>10E8v4 & 42CDR3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGKYYDFWSGYPPGEEYFQD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
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<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>l. . 5</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier id="ql37">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>PGl6 heavy CDRI</INSDQualifier_ value>

<{NonEnglishQualifier value>PG16 & 42CDR1</NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l. . 5</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="ql38">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KYGMH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>PGl6 heavy CDR2</INSDQualifier_ value>

<{NonEnglishQualifier value>PG16 & 42CDR2</NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LISDDGMRKYHSDSMWG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length>28</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 28</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql41">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>PGl6 heavy CDR3</INSDQualifier_ value>
<{NonEnglishQualifier value>PG16 & 42CDR3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 28</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EAGGPIWHDDVKYYDFNDGYYNYHYMDV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="ql43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>PGl6 light CDRI</INSDQualifier_ value>
<{NonEnglishQualifier value>PGl6#242CDR1</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NGTSSDVGGFDSVS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql4b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>PGl6 light CDR2</INSDQualifier_ value>
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<{NonEnglishQualifier value>PGl6#242CDR2</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVSHRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>PGl6 light CDR3</INSDQualifier_ value>
<{NonEnglishQualifier value>PGl6#242CDR3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSLTDRSHRI</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="75">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>PGT121 light CDRI</INSDQualifier value>
<{NonEnglishQualifier value>PGT121#4#CDR1</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql50">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GEKSLGSRAVQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="76">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql51">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>PGT121 light CDR2</INSDQualifier value>
<{NonEnglishQualifier value>PGT121%z4#2CDR2</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql52">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NNQDRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="77">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql53">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>PGT121 light CDR3</INSDQualifier value>
<{NonEnglishQualifier value>PGT121#z4#2CDR3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="ql54">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DSRVPTKWV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="78">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5h">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>VRCOl light CDRI</INSDQualifier_ value>
<{NonEnglishQualifier value>VRCO1#242CDR1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql56">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RTSQYGSLA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="79">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql57">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>VRCOl light CDR2</INSDQualifier_value>
<{NonEnglishQualifier value>VRCO1#242CDR2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql58">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGSTRAA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="80">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql59">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>VRCOl light CDR3</INSDQualifier_ value>
<{NonEnglishQualifier value>VRCO1#242CDR3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQYEF</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="81">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql61">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>10E8v4 light CDRI</INSDQualifier value>
<{NonEnglishQualifier value>10E8v4#z4#2CDR1</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RGDSLRSHYAS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="82">
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<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>l.. 7</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier id="ql63">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>10E8v4 light CDR2</INSDQualifier_value>

<{NonEnglishQualifier value>10E8v4#z42CDR2</NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l.. 7</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="ql64">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GKNNRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="83">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql6b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>10E8v4 light CDR3</INSDQualifier value>
<{NonEnglishQualifier value>10E8v4#z42CDR3</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql66">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSRDKSGSRLSV</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="84">
<INSDSeq>
<INSDSeq_length>476</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 476</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX894 - chain 1</INSDQualifier value>
<NonEnglishQualifier value>MX894 - 4#1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 476</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGETAT ISCRTSQYGSLAWYQQRPGQAPRLVIYSGSTRAAGIPDRFSG
SRWGPDYNLTISNLESGDFGVYYCQQYEFFGQGTKVQVDIKGGGGSGGSGSGGGGSASGSGQVQLVQSGGQMKKPGESMR
ISCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGRVTMTRDVYSDTAFLELRSLTVDDTAVYFCTRG
KNCDYNWDFEHWGRGTPV IVSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPE
VKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLP
PCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEAL
HNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="85">
<INSDSeq>
<INSDSeq_length>1428</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 1428</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="ql69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX894 - chain 1</INSDQualifier value>
<NonEnglishQualifier value>MX894 - 4#1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1428</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagatcgtgctgacacagagcecctggecaccectgagectgtectecaggegagacagecateat
cagctgecggacaagecagtacggecageetggectggtatcagecagaggectggacaggeccecagactegtgatetaca
gcggcagcacaagagecgecggaateccecgatagattcageggeteccagatggggecctgactacaacctgaccatcage
aacctggaaagcggegacttcggegtgtactactgeccageagtacgagttetteggecagggecaccaaggtgcaggtgga
catcaagggcggeggaggaageggcggatetggatetggtggeggaggatetgettectggetetggacaggttcagetgg
ttcagtctggeggacagatgaagaaacccggcgagageatgeggatcagetgtagagecageggetacgagttcategac
tgcaccctgaactggatcagactggeccctggcaaaagaccegagtggatgggatggetgaagectagaggeggageegt
gaattacgccagacctctgecagggecagagtgaccatgaccagggacgtgtacagegataccgecttectggaactgagaa
gecetgaccgtggatgataccgeegtgtacttetgecacceggggcaagaactgegactacaactgggacttegageactgg
ggcagaggcacacctgtgatcgttagetctgetageggaggttecggagataagacecacacatgtectecatgtectge
tccagaactgetgggeggacctteecgtgtttctgttecctecaaagectaaggacaccectgatgatcagecaggacceectg
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aagtgacctgecgtggtggtggatgtgtctcacgaggacccagaagtgaagttcaattggtacgtggacggecgtggaagty
cacaacgccaagaccaagcctagagaggaacagtacaacagcacctacagagtggtgteecgtgetgacagtgetgeaccea
ggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaaggeecctgecegeccectatecgagaaaaccatcagea
aggccaagggecagectagggaacccecaggtttacaccettectecatgecgggatgagetgaccaagaaccaggtgtece
ctgtggtgtctggtcaagggettctaccecagegacattgecgtggaatgggagagecaatggecagectgagaacaacta
caagaccacacctcctgtgetggactccgacggatcattettectgtacagcaagetgactgtggacaagagecagatgge
agcagggcaacgtgttcagetgecagegtgatgcacgaggecctgcacaaccactacacacagaagteectgtetetgage
cctgge</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="86">
<INSDSeq>
<INSDSeq_length>738</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 738</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql71">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX894 - chain 2</INSDQualifier value>
<NonEnglishQualifier value>MX894 - 422</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 738</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SDISVAPGETARISCGEKSLGSRAVQWYQHRAGQAPSL I TYNNQDRPSG I PERFSGSPDSPF
GTTATLTITSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVLGGSSGSELTQDPAVSVALKQTVTITCRGDSLRSHYAS
WYQKKPGQAPVLLFYGKNNRPSG IPDRFSGSASGNRASLT I TGAQAEDEADYYCSSRDKSGSRLSVFGGGTKLTVLGGGG
SGGSGSGGGGSASGSGEVRLVESGGGLVKPGGSLRLSCSASGFDFDNAWMTWVRQPPGKGLEWVGRI TGPGEGWSVDYAE
SVKGRFTISRDNTKNTLYLEMNNVRTEDTGYYFCARTGKYYDFWSGYPPGEEYFQDWGQGTLVIVSSGGSSGQMQLQESG
PGLVKPSETLSLTCSVSGASISDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPSLKSRVNLSLDTSKNQVSLSLVAATAA
DSGKYYCARTLHGRRIYGIVAFNEWFTYFYMDVWGNGTQVTVSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDT
LMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKL
TVDKSRWQQGNVF SCSVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="87">
<INSDSeq>
<INSDSeq_length>2214</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX894 - chain 2</INSDQualifier value>
<NonEnglishQualifier value>MX894 - 422</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agcgatatctctgtggeccctggegagacagecagaatcagetgtggegagaagteectggg
aagcagagccgtgcagtggtatcagecatagagecggacaggeccctagectgatcatectacaacaaccaggacagacceca
gecggecatceccgagagattttetggeageecetgatageecettteggeaccacagecacactgaccatcacatectgtggaa
geeggegacgaggecgactactactgtcacatectgggacagecagggtgeccaccaaatgggtttteggeggaggeacaac
cctgaccgttctgggecggatetictggaagegaactgacccaagatectgecgtgtetgtggecctgaageagaccgtga
ccatcacctgtagaggcgacagectgagaagecactacgecagetggtatcagaagaagectggacaggetecegtgetg
ctgttctacggcaagaacaacagacccageggecatecceegatagattttctggecagegecageggeaatagagecagect
gacaattactggcgeccaggecgaagatgaggecgactactactgecagecagecagagacaagageggeageagactgteeg
tttttggcggaggcaccaagetgaccgtgctgggaggeggaggatectggeggatectggaagtggeggeggtggatetget
tctggetetggegaagtteggetggtggaatetggeggeggacttgtgaaacctggeggetetetgagactgagetgtag
cgceteeggettegacttegacaatgectggatgacectgggtecgacagectectggaaaaggectggaatgggteggaa
gaatcacaggccctggegaaggetggagtgtggattatgecgagagegtgaagggcagattcaccatcageecgggacaac
accaagaacaccctgtacctggaaatgaacaacgtgeggaccgaggataccggetactacttetgtgeccggaccggcaa
gtactacgacttttggagcggctaccctectggegaggaatactttcaggattggggecagggcacectggtecategttt
cttctggeggatettctggacagatgecagetecaagagtetggeecetggectggtcaagectagegaaacactgagectg
acctgttcegtgtecggegecageatcagegatagetactggtectggatcagaagaagecceggeaaaggectggaatg
gatcggctacgtgcacaagagcggegacaccaactatagecccagectgaagteccagagtgaacctgagectggacacca
gcaagaaccaggtgtcectgtetetggtggecgetacagetgecgatageggcaagtactactgegecagaactetgeac
ggcagacggatctatggcatcgtggecttcaacgagtggttcacctacttctacatggacgtgtggggcaacggeaccca
agtgacagtctcttectgcaageggaggecteecggagataagacccacacatgtectecatgtectgetecagagetgetgg
gtggcecttecgtgttictgttecctecaaagectaaggacaccectgatgatcagecaggaccectgaagtgacetgegtg
gtggtggatgtgtctcacgaggacccagaagtgaagttcaattggtacgtggacggegtggaagtgcacaacgecaagac
caagcctagagaggaacagtacaacagcacctacagagtggtgteegtgetgacegtgetgecaccaggattggetgaacg
gcaaagagtacaagtgcaaggtgtccaacaaggecctgeecgetectatecgagaaaaccatcagecaaggecaagggecag
cctegegaacctcaagtetgtacactgectectagecgggacgagetgaccaagaatcaggtgtecactgagetgegeegt
gaagggcttttaccccagecgacattgecgtggaatgggagagcaatggecagecagagaacaactacaagacaacccecte
ctgtgctggacagegacggctcatttttectggtgtccaagetgacagtggacaagagecagatggecageagggecaacgtyg
ttcagctgcagegtgatgecacgaggecctgecacaaccactacacccagaaaagectgtetetgagecctgge</ INSDSe
q_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="88">
<INSDSeq>
<INSDSeq_length>758</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 758</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX873 — chain 1</INSDQualifier value>
<NonEnglishQualifier value>MX873 - 4#1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 758</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSVLTQPPSVSAAPGQKVTISCSGNTSNIGNNFVSWYQQRPGRAPQLLIYETDKRPSGIPDR
FSASKSGTSGTLAITGLQTGDEADYYCATWAASLSSARVFGTGTKVIVLGGGGSSYVRPLSVALGETARISCGRQALGSR
AVQWYQHRPGQAPILLIYNNQDRPSGIPERFSGTPDINFGTRATLT ISGVEAGDEADYYCHMWDSRSGF SWSFGGATRLT
VLGSGGSGGSGSGGGGSASGSGQVQLQESGPGLVKPSETLSVTCSVSGDSMNNY YWTWIRQSPGKGLEWIGY I SDRESAT
YNPSLNSRVVISRDTSKNQLSLKLNSVTPADTAVYYCATARRGQRIYGVVSFGEFFYYYSMDVWGKGTTVTVSSGGGGSQ
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VQLVESGGGVVQPGTSLRLSCAASQFRFDGYGMHWVRQAPGKGLEWVASISHDG IKKYHAEKVWGRF T ISRDNSKNTLYL
QMNSLRPEDTALYYCAKDLREDECEEWWSDYYDFGKQLPCAKSRGGLVGIADNWGQGTMVTVSSASGGSGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
QDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVLHEALHSHY TQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="89">
<INSDSeq>
<INSDSeq_length>2274</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2274</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX873 — chain 1</INSDQualifier value>
<NonEnglishQualifier value>MX873 - 4#1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2274</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>cagtctgtgctgacacagectccatecgtgtetgetgeeecctggecagaaagtgaccatcag
ctgtagcggcaacaccagcaacatcggcaacaacttegtgtectggtatcagecagaggeccggeagagecaccteagetge
tgatctacgagacagacaagaggcccageggecateceecgatagattttccgecagecaagageggeacctetggeacactg
gctatcacaggactgcagacaggegacgaggecgattactactgtgetacatgggecgecagectgtetagegecagagt
ttttggcaccggcaccaaagtgategtgetgggcggaggeggttetagetacgtcagacctetgtetgtggecctgggag
agacagccagaatcagctgtggecagacaggetctgggaagecagageecgtgcagtggtatcagecacagacctggacaggec
cctatcctgetgatctacaacaaccaggacagacccageggecateececgagagattttctggeaccectgacatcaactt
cggcaccagagccacactgaccatctectggegttgaagecggegacgaggecgattactactgtcacatgtgggacagea
gaagcggcttcagetggtettttggeggagecaccagactgacagtgetgggttetggeggaageggaggatetggatet
gotggtggtggatctgettctggecagtggacaggttcagetgcaagagtetggeecetggectggtcaagectagegaaac
actgagcgtgacctgtagecgtgtecggegacagecatgaacaactactactggacctggatcagacagageececeggeaaag
gecetggaatggateggetacatcagegacagagagagegecacctacaateccagectgaacageagagtggteatcage
cgggacaccagcaagaaccagetgagectgaagetgaacagegtgacecctgecgataccgeegtgtactattgtgecac
cgccagaagaggecageggatcetatggegtggtgtecttecggegagttcttctactactacageatggacgtgtggggca
agggcaccaccgtgacagtgtctageggaggeggaggtagtcaggttcagetggtggaatetggtggeggagtggtgcag
cctggcacatctetgagactgtettgtgeegectetecagticagattegacggetacggaatgeactgggteegacagge
acctggcaaaggccttgaatgggtcegecageatcagecacgacggecatcaagaagtaccacgecgagaaagtgtggggca
gattcaccatcagcegggacaacagcaagaacaccctgtacctgcagatgaacageetgeggectgaggacacageectg
tactattgcgecaaggacctgegegaggacgagtgtgaagaatggtggagegactactacgacttecggecaageagetgece
ctgcgeccaaaagtagaggtggecttgtgggaategecgacaactggggacagggcacaatggtecacagtgtectetgett
ctggcggctecggagataagacccacacatgtectecatgtectgetecagaactgeteggeggeecttetgtgttectg
tttccteccaaagectaaggacaccctgatgatcagecagaaccectgaagtgacctgegtggtggtggatgtgtctcacga
ggaccccgaagtgaagttcaattggtacgtggacggecgtggaagtgecacaacgccaagaccaagectagagaggaacagt
acaacagcacctacagagtggtgtcegtgetgaccgtgetgecaccaggattggetgaacggcaaagagtacaagtgecaag
gtgtccaacaaggecctgectgetectatecgagaaaaccatcagcaaggecaagggecagectagggaaccecaggttta
cacccttecctecatgecgggatgagetgaccaagaaccaggtgteectgtggtgtetegtgaagggettetaceccageg
acattgccgtggaatgggagagcaatggeccagectgagaacaactacaagacaaccectectgtgetggacagegacgge
tcattcttecctgtacagcaagetgacagtecgacaagtceccagatggeagecagggeaacgtgttcagttgecagegtgetgea
cgaggccctgecacagtcactacacccagaagtecctgagectgtcetectgga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="90">
<INSDSeq>
<INSDSeq_length>723</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 723</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX873 — chain 2</INSDQualifier value>
<NonEnglishQualifier value>MX873 - 422</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 723</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGETAT ISCRTSQYGSLAWYQQRPGQAPRLVIYSGSTRAAGIPDRFSG
SRWGPDYNLTISNLESGDFGVYYCQQYEFFGQGTKVQVDIKGGSSGSDISVAPGETAR I SCGEKSLGSRAVQWYQHRAGQ
APSLITYNNQDRPSGIPERFSGSPDSPFGTTATLT ITSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVLGGGGSGGSG
SGGGGSASGSGOMQLQESGPGLVKPSETLSLTCSVSGASISDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPSLKSRVNL
SLDTSKNQVSLSLVAATAADSGKYYCARTLHGRRIYGIVAFNEWFTYFYMDVWGNGTQVTVSSGGSSGQVQLVQSGGQMK
KPGESMRISCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGRVTMTRDVYSDTAFLELRSLTVDDTA
VYFCTRGKNCDYNWDFEHWGRGTPV I VSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPRE
PQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSC
SVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="91">
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<INSDSeq>
<INSDSeq_length>2169</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2169</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX873 — chain 2</INSDQualifier value>
<NonEnglishQualifier value>MX873 - 4#22</NonEnglishQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2169</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagatcgtgctgacacagagcecctggecaccectgagectgtectecaggegagacagecateat
cagctgecggacaagecagtacggecageetggectggtatcagecagaggectggacaggeccecagactegtgatetaca
gcggcagcacaagagecgecggaateccecgatagattcageggeteccagatggggecctgactacaacctgaccatcage
aacctggaaagcggegacttcggegtgtactactgeccageagtacgagttetteggecagggecaccaaggtgcaggtgga
catcaagggcggatcttctggaagegatatctetgtggececetggegagacagecagaatcagetgtggegagaagtecece
tgggaagcagagccgtgcagtggtatcagcatagagecggacaggeccctagectgatcatctacaacaaccaggacaga
cccageggeateeccgagagattttetggeagecctgatagececttteggeaccacagecacactgaccatcacatetgt
ggaagccggcgacgaggecgactactactgtecacatetgggacagecagggtgcccaccaaatgggtttteggeggaggea

111136760 FEH5E A0202 £101E - #118H(FARH) 1123022386-0



202325744

caaccctgaccgttctgggaggeggaggatctggeggatectggaagtggeggeggtggatetgettetggetetggecag
atgcagctccaagagtctggeeetggectggtcaagectagegaaacactgagectgacctgttecgtgteecggegecag
catcagcgatagctactggtectggatcagaagaagecccggecaaaggectggaatggateggetacgtgecacaagageg
gcgacaccaactatagecccagectgaagtccagagtgaacctgagectggacaccagecaagaaccaggtgteeetgtet
ctggtggccgetacagetgeegatageggeaagtactactgegecagaactetgeacggcagacggatetatggeategt
ggccttcaacgagtggttcacctacttctacatggacgtgtggggcaacggecacccaagtgacagtetettetggeggat
cttctggacaggttcagetggttcagtctggeggacagatgaagaaacceggegagageatgeggatcagetgtagagece
agcggctacgagttcatcgactgeaccctgaactggatcagactggeceetggcaaaagaccecgagtggatgggatgget
gaagcctagaggeggagecgtgaattacgecagacctetgeagggecagagtgaccatgaccagggacgtgtacagegata
ccgecttectggaactgagaagectgacegtggatgataccgecgtgtacttetgeacecggggeaagaactgegactac
aactgggacttcgagcactggggcagaggcacacctgtgatcgttagetetgcaageggaggetecggagataagacceeca
cacatgtcctccatgtectgetecagagetgetgggtggeccttecgtgtttetgttcecteccaaagectaaggacaccece
tgatgatcagcaggacccctgaagtgacctgegtggtggtggatgtgtctcacgaggacccagaagtgaagttcaattgg
tacgtggacggcgtggaagtgcacaacgeccaagaccaagectagagaggaacagtacaacageacctacagagtggtgte
cgtgctgaccgtgetgcaccaggattggectgaacggcaaagagtacaagtgcaaggtgtccaacaaggeecctgecegetce
ctatcgagaaaaccatcagcaaggccaagggecagectegegaacctcaagtetgtacactgectectageegggacgag
ctgaccaagaatcaggtgtcactgagctgegecgtgaagggecttttaccccagegacattgeegtggaatgggagageaa
tggccageccagagaacaactacaagacaaccectectgtgetggacagegacggetecatttttectggtgtecaagetga
cagtggacaagagcagatggcagcagggcaacgtgttcagetgecagegtgatgecacgaggecctgeacaaccactacacce
cagaaaagcctgtctctgageectgge</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="92">
<INSDSeq>
<INSDSeq_length>758</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 758</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX87b — chain 1</INSDQualifier value>
<NonEnglishQualifier value>MX875 — 4#1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 758</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYVRPLSVALGETARISCGRQALGSRAVQWYQHRPGQAPILLIYNNQDRPSGIPERFSGTPD
INFGTRATLTISGVEAGDEADYYCHMWDSRSGF SWSFGGATRLTVLGGGGSQSVLTQPPSVSAAPGQKVTISCSGNTSNI
GNNFVSWYQQRPGRAPQLLIYETDKRPSG IPDRFSASKSGTSGTLAITGLQTGDEADYYCATWAASLSSARVFGTGTKVI
VLGSGGSGGSGSGGGGSASGSGQVQLVESGGGVVQPGTSLRLSCAASQFRFDGYGMHWVRQAPGKGLEWVASTSHDGIKK
YHAEKVWGRFT I SRDNSKNTLYLQMNSLRPEDTALYYCAKDLREDECEEWWSDY YDFGKQLPCAKSRGGLVG I ADNWGQG
TMVTVSSGGGGSQVQLQESGPGLVKPSETLSVTCSVSGDSMNNYYWTWIRQSPGKGLEWIGY I SDRESATYNPSLNSRVV
ISRDTSKNQLSLKLNSVTPADTAVYYCATARRGQRIYGVVSFGEFFYYYSMDVWGKGTTVTVSSASGGSGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
QDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVLHEALHSHY TQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="93">
<INSDSeq>
<INSDSeq_length>2274</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2274</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql8h">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX87b — chain 1</INSDQualifier value>
<NonEnglishQualifier value>MX875 — 4#1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2274</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agctacgtcagacctctgtctgtggeccctgggagagacagecagaatcagetgtggeagaca
ggctctgggaagcagagecgtgecagtggtatcagecacagacctggacaggeccctatectgetgatectacaacaaccagg
acagacccagcggcatccccgagagattttctggeacceectgacatcaacttecggecaccagagecacactgaccatetet
ggcgttgaagececggegacgaggecgattactactgtcacatgtgggacagecagaageggettcagetggtettttggegg
agccaccagactgacagtgetgggeggaggeggttctecagtetgtgetgacacagectecateecgtgtetgetgecectg
gccagaaagtgaccatcagetgtageggecaacaccagecaacateggecaacaacttegtgtectggtatcagecagaggecece
ggcagagcacctcagetgectgatctacgagacagacaagaggeccageggeateececegatagattttecgecageaagag
cggcacctctggeacactggetatcacaggactgecagacaggegacgaggecgattactactgtgetacatgggecgeea
geetgtetagegecagagtttttggeaccggeaccaaagtgategtgetgggttetggeggaageggaggatetggatet
gotggtggtggatctgettctggecagtggacaggttcagetggtggaatectggtggeggagtggtgcagectggeacate
tctgagactgtettgtgeegectetecagttcagattegacggetacggaatgecactgggteegacaggecacctggecaaag
geettgaatgggtegecageatcagecacgacggcatcaagaagtaccacgecgagaaagtgtggggecagatteaccate
agccgggacaacagcaagaacaccctgtacctgecagatgaacagectgeggectgaggacacagecctgtactattgege
caaggacctgcgegaggacgagtgtgaagaatggtggagegactactacgactteggcaagecagetgecctgegecaaaa
gtagaggtggccttgtgggaatcgecgacaactggggacagggcacaatggtcacagtgtectetggaggecggaggtagt
caggttcagctgcaagagtctggecctggectggtcaagectagegaaacactgagegtgacetgtagegtgtecggega
cagcatgaacaactactactggacctggatcagacagagecccggeaaaggectggaatggateggetacatcagegaca
gagagagcgccacctacaatcccagectgaacagecagagtggtcatcagecgggacaccagcaagaaccagetgagectg
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aagctgaacagcgtgacccctgecgataccgecgtgtactattgtgecaccgecagaagaggecageggatetatggegt
gogtgtccttcggegagttcttctactactacagecatggacgtgtggggcaagggcaccacegtgacagtgtetagegett
ctggcggctecggagataagacccacacatgtectecatgtectgetecagaactgeteggeggeecttetgtgttectg
tttccteccaaagectaaggacaccctgatgatcagecagaaccectgaagtgacctgegtggtggtggatgtgtctcacga
ggaccccgaagtgaagttcaattggtacgtggacggecgtggaagtgecacaacgccaagaccaagectagagaggaacagt
acaacagcacctacagagtggtgtcegtgetgaccgtgetgecaccaggattggetgaacggcaaagagtacaagtgecaag
gtgtccaacaaggecctgectgetectatecgagaaaaccatcagcaaggecaagggecagectagggaaccecaggttta
cacccttecctecatgecgggatgagetgaccaagaaccaggtgteectgtggtgtetegtgaagggettetaceccageg
acattgccgtggaatgggagagcaatggeccagectgagaacaactacaagacaaccectectgtgetggacagegacgge
tcattcttecctgtacagcaagetgacagtecgacaagtceccagatggeagecagggeaacgtgttcagttgecagegtgetgea
cgaggccctgecacagtcactacacccagaagtecctgagectgtcetectgga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="94">
<INSDSeq>
<INSDSeq_length>723</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 723</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX87b - chain 2</INSDQualifier value>
<NonEnglishQualifier value>MX875 - 4#2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 723</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql88">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGETAT ISCRTSQYGSLAWYQQRPGQAPRLVIYSGSTRAAGIPDRFSG
SRWGPDYNLTISNLESGDFGVYYCQQYEFFGQGTKVQVDIKGGSSGSDISVAPGETAR I SCGEKSLGSRAVQWYQHRAGQ
APSLITYNNQDRPSGIPERFSGSPDSPFGTTATLT ITSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVLGGGGSGGSG
SGGGGSASGSGOMQLQESGPGLVKPSETLSLTCSVSGASISDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPSLKSRVNL
SLDTSKNQVSLSLVAATAADSGKYYCARTLHGRRIYGIVAFNEWFTYFYMDVWGNGTQVTVSSGGSSGQVQLVQSGGQMK
KPGESMRISCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGRVTMTRDVYSDTAFLELRSLTVDDTA
VYFCTRGKNCDYNWDFEHWGRGTPV I VSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPRE
PQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSC
SVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="95">
<INSDSeq>
<INSDSeq_length>2169</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2169</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX87b - chain 2</INSDQualifier value>
<NonEnglishQualifier value>MX875 - 4#2</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2169</INSDFeature_location>
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<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>

<INSDQualifier_value>other DNA</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="ql90">

<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>gagatcgtgctgacacagagcecctggecaccectgagectgtectecaggegagacagecateat
cagctgecggacaagecagtacggecageetggectggtatcagecagaggectggacaggeccecagactegtgatetaca
gcggcagcacaagagecgecggaateccecgatagattcageggeteccagatggggecctgactacaacctgaccatcage
aacctggaaagcggegacttcggegtgtactactgeccageagtacgagttetteggecagggecaccaaggtgcaggtgga
catcaagggcggatcttctggaagegatatctetgtggececetggegagacagecagaatcagetgtggegagaagtecece
tgggaagcagagccgtgcagtggtatcagcatagagecggacaggeccctagectgatcatctacaacaaccaggacaga
cccageggeateeccgagagattttetggeagecctgatagececttteggeaccacagecacactgaccatcacatetgt
ggaagccggcgacgaggecgactactactgtecacatetgggacagecagggtgcccaccaaatgggtttteggeggaggea
caaccctgaccgttctgggaggeggaggatctggeggatectggaagtggeggeggtggatetgettetggetetggecag
atgcagctccaagagtctggeeetggectggtcaagectagegaaacactgagectgacctgttecgtgteecggegecag
catcagcgatagctactggtectggatcagaagaagecccggecaaaggectggaatggateggetacgtgecacaagageg
gcgacaccaactatagecccagectgaagtccagagtgaacctgagectggacaccagecaagaaccaggtgteeetgtet
ctggtggccgetacagetgeegatageggeaagtactactgegecagaactetgeacggcagacggatetatggeategt
ggccttcaacgagtggttcacctacttctacatggacgtgtggggcaacggecacccaagtgacagtetettetggeggat
cttctggacaggttcagetggttcagtctggeggacagatgaagaaacceggegagageatgeggatcagetgtagagece
agcggctacgagttcatcgactgeaccctgaactggatcagactggeceetggcaaaagaccecgagtggatgggatgget
gaagcctagaggeggagecgtgaattacgecagacctetgeagggecagagtgaccatgaccagggacgtgtacagegata
ccgecttectggaactgagaagectgacegtggatgataccgecgtgtacttetgeacecggggeaagaactgegactac
aactgggacttcgagcactggggcagaggcacacctgtgatcgttagetetgcaageggaggetecggagataagacceeca
cacatgtcctccatgtectgetecagagetgetgggtggeccttecgtgtttetgttcecteccaaagectaaggacaccece
tgatgatcagcaggacccctgaagtgacctgegtggtggtggatgtgtctcacgaggacccagaagtgaagttcaattgg
tacgtggacggcgtggaagtgcacaacgeccaagaccaagectagagaggaacagtacaacageacctacagagtggtgte
cgtgctgaccgtgetgcaccaggattggectgaacggcaaagagtacaagtgcaaggtgtccaacaaggeecctgecegetce
ctatcgagaaaaccatcagcaaggccaagggecagectegegaacctcaagtetgtacactgectectageegggacgag
ctgaccaagaatcaggtgtcactgagctgegecgtgaagggecttttaccccagegacattgeegtggaatgggagageaa
tggccageccagagaacaactacaagacaaccectectgtgetggacagegacggetecatttttectggtgtecaagetga
cagtggacaagagcagatggcagcagggcaacgtgttcagetgecagegtgatgecacgaggecctgeacaaccactacacce

111136760 FEH5E A0202 £1078 - #£118H(FAR) 1123022386-0



202325744

cagaaaagcctgtctctgageectgge</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="96">
<INSDSeq>
<INSDSeq_length>758</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 758</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX877 - chain 1</INSDQualifier value>
<NonEnglishQualifier value>MX877 — 4#1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 758</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSVLTQPPSVSAAPGQKVTISCSGNTSNIGNNFVSWYQQRPGRAPQLLIYETDKRPSGIPDR
FSASKSGTSGTLAITGLQTGDEADYYCATWAASLSSARVFGTGTKVIVLGGGGSESALTQPPSASGSPGQSITISCTGTS
NNFVSWYQQHAGKAPKLV I YDVNKRPSGVPDRF SGSKSGNTASLTVSGLQTDDEAVYYCGSLVGNWDV IFGGGTKLTVLG
SGGSGGSGSGGGGSASGSGEPQLQESGPTLVEASETLSLTCAVSGDSTAACNSFWGWVRQPPGKGLEWVGSLSHCASYWN
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RGWTYHNPSLKSRLTLALDTPKNLVFLKLNSVTAADTATYYCARFGGEVLRYTDWPKPAWVDLWGRGTLVTVSSGGGGSQ
VQLVESGGGVVQPGTSLRLSCAASQFRFDGYGMHWVRQAPGKGLEWVASISHDG IKKYHAEKVWGRF T ISRDNSKNTLYL
QMNSLRPEDTALYYCAKDLREDECEEWWSDYYDFGKQLPCAKSRGGLVGIADNWGQGTMVTVSSASGGSGDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLH
QDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPCRDELTKNQVSLWCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVLHEALHSHY TQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="97">
<INSDSeq>
<INSDSeq_length>2274</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2274</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX877 - chain 1</INSDQualifier value>
<NonEnglishQualifier value>MX877 — 4#1</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2274</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql94">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cagtctgtgctgacacagectccatecgtgtetgetgeeecctggecagaaagtgaccatcag
ctgtagcggcaacaccagcaacatcggcaacaacttegtgtectggtatcagecagaggeccggeagagecaccteagetge
tgatctacgagacagacaagaggcccageggecateceecgatagattttccgecagecaagageggeacctetggeacactg
gctatcacaggactgcagacaggegacgaggecgattactactgtgetacatgggecgecagectgtetagegecagagt
ttttggcaccggcaccaaagtgategtgetgggecggaggeggttetgaaagegetetgaccecagectecatetgeatetg
gaagccctggecagageatcaccatcagetgtaccggecaccagecaacaacttegtgtectggtatcaacagecacgecgge
aaggcccctaagetggtcatctacgacgtgaacaagaggecctecggegtgeccgatagattcageggetetaagtetgg
caacaccgccagectgactgtgtetggectgecagacagatgatgaggecgtgtattactgeggeagectegteggaaact
gggacgtgatatttggaggcggcaccaagetgaccgtgetgggttetggeggaageggaggatetggatetggtggtggt
ggatctgcttctggecagtggagaacctcageteccaagaaageggecccacactggtggaagectetgaaaccetgtetet
gacctgtgecgtgtetggggattectaccgeegectgecaatagettetggggetgggttcgacagectectggaaagggac
tcgagtgggteggaagectgtetcactgtgecagetactggaacagaggetggacctatcacaaccectagectgaagtece
aggctgaccctggetcetggacacccctaagaacctggtgttcctgaaactgaacteegtgacagecgecgacacagecac
ctactactgcgctagatttggeggcgaggtgctgagatacaccgactggectaaacctgectgggttgacetgtggggca
gaggcacactggttaccgtgtcetetggaggeggaggtagtcaggttcagetggtggaatetggtggeggagtggtgcag
cctggcacatctetgagactgtettgtgeegectetecagticagattegacggetacggaatgeactgggteegacagge
acctggcaaaggccttgaatgggtcegecageatcagecacgacggecatcaagaagtaccacgecgagaaagtgtggggca
gattcaccatcagcegggacaacagcaagaacaccctgtacctgcagatgaacageetgeggectgaggacacageectg
tactattgcgecaaggacctgegegaggacgagtgtgaagaatggtggagegactactacgacttecggecaageagetgece
ctgcgeccaaaagtagaggtggecttgtgggaategecgacaactggggacagggcacaatggtecacagtgtectetgett
ctggcggctecggagataagacccacacatgtectecatgtectgetecagaactgeteggeggeecttetgtgttectg
tttccteccaaagectaaggacaccctgatgatcagecagaaccectgaagtgacctgegtggtggtggatgtgtctcacga
ggaccccgaagtgaagttcaattggtacgtggacggecgtggaagtgecacaacgccaagaccaagectagagaggaacagt
acaacagcacctacagagtggtgtcegtgetgaccgtgetgecaccaggattggetgaacggcaaagagtacaagtgecaag
gtgtccaacaaggecctgectgetectatecgagaaaaccatcagcaaggecaagggecagectagggaaccecaggttta
cacccttecctecatgecgggatgagetgaccaagaaccaggtgteectgtggtgtetegtgaagggettetaceccageg
acattgccgtggaatgggagagcaatggeccagectgagaacaactacaagacaaccectectgtgetggacagegacgge
tcattcttecctgtacagcaagetgacagtecgacaagtceccagatggeagecagggeaacgtgttcagttgecagegtgetgea
cgaggccctgecacagtcactacacccagaagtecctgagectgtcetectgga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="98">
<INSDSeq>
<INSDSeq_length>723</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 723</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql95">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX877 — chain 2</INSDQualifier value>
<NonEnglishQualifier value>MX877 - 422</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 723</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGETAT ISCRTSQYGSLAWYQQRPGQAPRLVIYSGSTRAAGIPDRFSG
SRWGPDYNLTISNLESGDFGVYYCQQYEFFGQGTKVQVDIKGGSSGSDISVAPGETAR I SCGEKSLGSRAVQWYQHRAGQ
APSLITYNNQDRPSGIPERFSGSPDSPFGTTATLT ITSVEAGDEADYYCHIWDSRVPTKWVFGGGTTLTVLGGGGSGGSG
SGGGGSASGSGOMQLQESGPGLVKPSETLSLTCSVSGASISDSYWSWIRRSPGKGLEWIGYVHKSGDTNYSPSLKSRVNL
SLDTSKNQVSLSLVAATAADSGKYYCARTLHGRRIYGIVAFNEWFTYFYMDVWGNGTQVTVSSGGSSGQVQLVQSGGQMK
KPGESMRISCRASGYEF IDCTLNWIRLAPGKRPEWMGWLKPRGGAVNYARPLQGRVTMTRDVYSDTAFLELRSLTVDDTA
VYFCTRGKNCDYNWDFEHWGRGTPV I VSSASGGSGDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPRE
PQVCTLPPSRDELTKNQVSLSCAVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQGNVFSC
SVMHEALHNHYTQKSLSLSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="99">
<INSDSeq>
<INSDSeq_length>2169</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 2169</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql97">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MX877 — chain 2</INSDQualifier value>
<NonEnglishQualifier value>MX877 - 422</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 2169</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagatcgtgctgacacagagcecctggecaccectgagectgtectecaggegagacagecateat
cagctgecggacaagecagtacggecageetggectggtatcagecagaggectggacaggeccecagactegtgatetaca
gcggcagcacaagagecgecggaateccecgatagattcageggeteccagatggggecctgactacaacctgaccatcage
aacctggaaagcggegacttcggegtgtactactgeccageagtacgagttetteggecagggecaccaaggtgcaggtgga
catcaagggcggatcttctggaagegatatctetgtggececetggegagacagecagaatcagetgtggegagaagtecece
tgggaagcagagccgtgcagtggtatcagcatagagecggacaggeccctagectgatcatctacaacaaccaggacaga
cccageggeateeccgagagattttetggeagecctgatagececttteggeaccacagecacactgaccatcacatetgt
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ggaagccggcgacgaggecgactactactgtecacatetgggacagecagggtgcccaccaaatgggtttteggeggaggea
caaccctgaccgttctgggaggeggaggatctggeggatectggaagtggeggeggtggatetgettetggetetggecag
atgcagctccaagagtctggeeetggectggtcaagectagegaaacactgagectgacctgttecgtgteecggegecag
catcagcgatagctactggtectggatcagaagaagecccggecaaaggectggaatggateggetacgtgecacaagageg
gcgacaccaactatagecccagectgaagtccagagtgaacctgagectggacaccagecaagaaccaggtgteeetgtet
ctggtggccgetacagetgeegatageggeaagtactactgegecagaactetgeacggcagacggatetatggeategt
ggccttcaacgagtggttcacctacttctacatggacgtgtggggcaacggecacccaagtgacagtetettetggeggat
cttctggacaggttcagetggttcagtctggeggacagatgaagaaacceggegagageatgeggatcagetgtagagece
agcggctacgagttcatcgactgeaccctgaactggatcagactggeceetggcaaaagaccecgagtggatgggatgget
gaagcctagaggeggagecgtgaattacgecagacctetgeagggecagagtgaccatgaccagggacgtgtacagegata
ccgecttectggaactgagaagectgacegtggatgataccgecgtgtacttetgeacecggggeaagaactgegactac
aactgggacttcgagcactggggcagaggcacacctgtgatcgttagetetgcaageggaggetecggagataagacceeca
cacatgtcctccatgtectgetecagagetgetgggtggeccttecgtgtttetgttcecteccaaagectaaggacaccece
tgatgatcagcaggacccctgaagtgacctgegtggtggtggatgtgtctcacgaggacccagaagtgaagttcaattgg
tacgtggacggcgtggaagtgcacaacgeccaagaccaagectagagaggaacagtacaacageacctacagagtggtgte
cgtgctgaccgtgetgcaccaggattggectgaacggcaaagagtacaagtgcaaggtgtccaacaaggeecctgecegetce
ctatcgagaaaaccatcagcaaggccaagggecagectegegaacctcaagtetgtacactgectectageegggacgag
ctgaccaagaatcaggtgtcactgagctgegecgtgaagggecttttaccccagegacattgeegtggaatgggagageaa
tggccageccagagaacaactacaagacaaccectectgtgetggacagegacggetecatttttectggtgtecaagetga
cagtggacaagagcagatggcagcagggcaacgtgttcagetgecagegtgatgecacgaggecctgeacaaccactacacce
cagaaaagcctgtctctgageectgge</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="100">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="101">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="102">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="103">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="104">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q207">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amino acid linker</INSDQualifier_value>
<NonEnglishQualifier value> Bk # & i 3 F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q208">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSGG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="105">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q209">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amino acid linker</INSDQualifier_value>
<NonEnglishQualifier value> Bk # & i 3 F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q210">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSGGSAGSGSGGGGSASGSGL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="106">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q211">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amino acid linker</INSDQualifier_value>
<NonEnglishQualifier value> Bk # & i 3 F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q212">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="107">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q213">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Amino acid linker</INSDQualifier_value>
<NonEnglishQualifier value> Bk # & i 3 F</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q214">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>GSGGSGGSGSGGGGSASGSGL/ INSDSeq_sequence>
</INSDSeq>

</SequenceData>

</ST26SequenceListing>
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VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI-L5-CL-Fc ;
VLI-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CHI1-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc ;
VLI-L1-VL2-L2-VH2-L3-VH1-L4-CHI-L5-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI-L5-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fc

5 9 HGEHIHFEAEE)

C250834PA docx
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(CH3

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-Fc ;
VLI1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-L6-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CH1-L6-Fc¢ ; B¢
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc :
o

VLIUBHRMES EHIVES 26— S RRE LK TEE ;
VL2 BHRMES EHIVES 2 6 GRRELKETEE ;
VHI B R ESFHIVEL 28— S RRED BHTEE |
VH2 B R ES FHIVEL 28 G RREL BHTEE |
CHI A& E L E@EEE ;

CL i 6 S B 6 1 0 1L 2 5

FelhBaREIKEHE#HMNERE2 (CH2) - REIKEHEH#N

) R AIE SUAFAL 2 R EREE O s Ay &I ¢ H
L1~L2+L3-L4 L5KL6ERERERET -

[E5°KTE9]

—REEGEEZNEEY) > HEaF - EE_ZI
HPZE AR TR ZEH
VL1-VL2-VH2-VHI ;

VH1-VH2-VL2-VL1 ;

VL1-L1-VL2-L2-VH2-L3-VHI :
VH1-L1-VH2-L2-VL2-L3-VLI :

VL1-VL2-VH2-VHI-Fc ;

55 10 H (AT HIEE BB E)

C250834PA docx
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VHI1-VH2-VL2-VLI1-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VLI1-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI-L4-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-Fc

VL1-VL2-VH2-VHI-CHI1 ;

VHI1-VH2-VL2-VLI-CHI1 ;

VL1-VL2-VH2-VHI-CL ;

VHI1-VH2-VL2-VLI-CL ;

VL1-VL2-VH2-VHI-CHI1-CL ;

VHI1-VH2-VL2-VLI-CHI1-CL ;

VL1-VL2-VH2-VHI-CL-CHI ;

VHI1-VH2-VL2-VLI-CL-CHI ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1 ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CH]1 ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1

VL1-VL2-VH2-VHI-CHI1-Fc ;

VH1-VH2-VL2-VLI-CHI1-Fc ;

55 11 H(GEHTH
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VL1-VL2-VH2-VHI-CL-Fc ;

VH1-VH2-VL2-VLI1-CL-Fc

VL1-VL2-VH2-VHI-CHI1-CL-Fec ;

VHI1-VH2-VL2-VL1-CHI1-CL-Fc ;

VL1-VL2-VH2-VHI1-CL-CHI-Fec ;

VH1-VH2-VL2-VL1-CL-CHI-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI-L5-Fc

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CHI-L5-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fc

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL-L5-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-L6-Fc ;

Ho ik 2 RE AR T RoR 2651
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Fc:

VLI1-VL2-VH2-VHI1 ;
VH1-VH2-VL2-VL1 ;
VLI-L1-VL2-L2-VH2-L3-VHI ;
VHI1-L1-VH2-L2-VL2-L3-VLI1 ;
VLI1-VL2-VH2-VHI1-Fc ;
VH1-VH2-VL2-VL1-Fc ;
VLI-L1-VL2-L2-VH2-L3-VHI1-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VLI1-Fc ;
VLI-L1-VL2-L2-VH2-L3-VHI1-L4-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-Fc ;
VLI1-VL2-VH2-VHI1-CHI ;
VH1-VH2-VL2-VL1-CHI ;
VLI1-VL2-VH2-VHI1-CL ;
VH1-VH2-VL2-VL1-CL ;
VLI1-VL2-VH2-VHI1-CHI-CL ;
VH1-VH2-VL2-VL1-CHI-CL ;
VLI1-VL2-VH2-VHI1-CL-CHI1 ;
VH1-VH2-VL2-VL1-CL-CHI1 ;
VLI-L1-VL2-L2-VH2-L3-VH1-L4-CHI ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI ;
VLI-L1-VL2-L2-VH2-L3-VH1-L4-CL ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ;

55 13 H(GEHTHEE BB E)
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VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH]1 ;

VL1-VL2-VH2-VHI-CHI1-Fc ;

VH1-VH2-VL2-VLI-CHI1-Fc ;

VL1-VL2-VH2-VHI-CL-Fc ;

VH1-VH2-VL2-VLI1-CL-Fc

VL1-VL2-VH2-VHI-CHI1-CL-Fec ;

VHI1-VH2-VL2-VL1-CHI1-CL-Fc ;

VL1-VL2-VH2-VHI1-CL-CHI-Fec ;

VH1-VH2-VL2-VL1-CL-CHI-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL-Fc
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI-L5-Fc
VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CHI-L5-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fc
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VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-Fc ;

VLI1-L1-VL2-L2-VH2-L3-VH1-L4-CH1-L5-CL-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CH1-L6-Fc¢ ; B¢

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH1-L6-Fc :

o

VLIUBHRMES EHIVES 26— S RRE LK TEE ;

VL2 BHRMES EHIVES 2 6 GRRELKETEE ;

VHI B R ESFHIVEL 28— S RRED BHTEE |

VH2 B R ES FHIVEL 28 G RREL BHTEE |

CHI A& E L E@EEE ;

CL i 6 S B 6 1 0 1L 2 5

Fen@a GERES RN ER? (CH) « RERESEHETE?
(CH3) B AL I B E B R @ 5 B

L1 ~L2-~L3- L4 -L5KL6EMFARM EHE T -

[55°K7H10]
—ERRGEZREIREEZRESY > HESEAmULTRR
ZEETERI K

VL1-VL2-VH2-VHI-Fc-Fc ;
VH1-VH2-VL2-VLI1-Fec-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-Fc-Fc
VHI1-L1-VH2-L2-VL2-L3-VLI1-Fc-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-Fc-Fc ;

55 15 H(GEHTHE B ERE)

C250834PA docx
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VH1-L1-VH2-L2-VL2-L3-VL1-L4-Fc-Fc ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-Fc-L5-Fc ; =%,
VH1-L1-VH2-L2-VL2-L3-VL1-L4-Fc-L5-Fc ;
H e
VLI AR BMEGEHIVER L5 — R REQKE TS E
VL2 B BMGE G EHIVER L5 R REQ K2 E
VHI B RS G EHIVER 26— R E L HE 0 2
VH2 B RS G EHIVER 25 e E g HE i B
FehBatRIRETEBREE2 (CH2) » BEIREHHEREES3
(CH3) R R IBRFAE 2 RIZERE B SRV IEE - H
L1~L12~L3L4RL5 ARG EET -

(557K ]
—ERRGEZREHREEZRESY aHEAMUTRR
ZEETERI K

VL1-VL2-VH2-VHI-CH3 ;
VHI1-VH2-VL2-VLI-CH3 ;
VL1-L1-VL2-L2-VH2-L3-VHI1-CH3
VHI1-L1-VH2-L2-VL2-L3-VL1-CH3
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH3 ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH3 ;
VL1-VL2-VH2-VHI1-CH3-CH3 ;
VHI1-VH2-VL2-VL1-CH3-CH3 ;

VL1-L1-VL2-L2-VH2-L3-VHI1-CH3-CH3 ;

55 16 H(GEHTHIEE BB E)
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VHI1-L1-VH2-L2-VL2-L3-VL1-CH3-CH3 ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH3-CH3
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH3-CH3
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CH3-L5-CH3 ; 5
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH3-L5-CH3

e

VLI B RS EHIVE L Y % — R E o 85 0] % [
VL2 B RS EHIVE L 26 R ERE O o # 5
VHI BERMESEHIVEA Y E— ENEO S0 25

VH2 B BME e EHIVEG X B - REREHEH#E S
CH3 B REIKEH H#EEES  H
L1~L2~ L3 ~LAKLS sl ERET -

[55°KTH12]

—REEGEEZNEEY) > HEaF - EE_ZI
HPZE AR TR ZEH
VL1-VL2-VH2-VHI ;

VH1-VH2-VL2-VL1 ;

VL1-L1-VL2-L2-VH2-L3-VHI : =
VH1-L1-VH2-L2-VL2-L3-VLI :

HPZH 2 EAmR TR 26
VL3-VL4-VH4-VH3 ;

VH3-VH4-VL4-VL3 ;

VL3-L4-VL4-L5-VH4-L6-VH3 ; B
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VH3-L4-VH4-L5-VL4-L6-VL3 ;
o

VL1 By S
VL2 By S
VL3 B4 E M4
VL4 By S
VHI B B {4

VH2 By 44

ufit

5 EHIVE S F— G E O T 2E |
HIVE 5.2 8 = G B E B s T 28
HIVE 5 25 = G E C i 2 G |

Ak

£
£

Ell+

o> o o o Ei o> o o

/75
/75
/75
S 2 HIVEH Z 5 MU R EbKE 5 i (&
SEHIVER ZF—REIREHE#H I EIE
SEHIVEH ZF _REIREHE#H I EIE
=)
=)

Ell+

Ell+

VH3 By %4 HIVEH Z B =REREHE#E I EE
VHA By 4 HIVEH Z BV RERESE#E A ZE 0 H
L1~L2~ L3 L4~ ~L5KL6ZERERERET -

[55°K7H13]
—HPRGEGXREEY) > HEEF—-FURE_ZIK
Hogz e — 2 A AR T RN Z &
VL1-VL2-VH2-VHI-Fc ;

Ell+

Ell+

VH1-VH2-VL2-VL1-Fc :
VL1-L1-VL2-L2-VH2-L3-VH]1-Fc :
VH1-L1-VH2-L2-VL2-L3-VL1-Fc :
VL1-L1-VL2-L2-VH2-L3-VH1-L4-Fc ; 5
VH1-L1-VH2-L2-VL2-L3-VL1-L4-Fc ;
HPZH 2 EAmR TR 26
VL3-VL4-VH4-VH3-Fc :

VH3-VH4-VL4-VL3-Fc ;

5 18 H(GEHTHIEE M EEE)
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(CH3

4

VL3-L5-VL4-L6-VH4-L7-VH3-Fc ;
VH3-L5-VH4-L6-VL4-L7-VL3-Fc¢ ;
VL3-L5-VL4-L6-VH4-L7-VH3-L8-Fc¢ ; B¢
VH3-L5-VH4-L6-VL4-L7-VL3-L8-Fc ;
o
VL1 By S
VL2 By S
VL3 By S
VL4 By S

VHI Ryfr %4

ufit

SEHIVE (2 §— @ EHEQEHTEE |
SEHIVE (2 5 G E QR TEE |
SEHIVE (Y = G EHEQEMTEE |
5 EHIVE (.2 $ 006 R E QM TTRE |
23
23
23

UH o Oe
oy o o> o oo oo

Ell+

HIVEH ZF— REREHE#E I EIE
VH2 By 44 HIVEH Z B REREHE#E I ZE
VH3 By %4 HIVEH Z B =REREHE#E I EE
VHA SR RSS2 HIVEY Z SN R Rk E S Hifl v &

Ell+

Ell+

FelhBaREIKEHE#HMNER2 (CH2) - REIKEHEH#N

) R AIE SUAFAL 2 R EREE O s Ay &I ¢ H
L1~L2+-L3 L4 L5-L6L7TRL8EREMERT -

[55°KTH14]

—REEGEEZNEEY) > HEaF - EE_ZI
HPZE AR TR ZEH
VL1-VL2-VH2-VHI1-CHI :

VH1-VH2-VL2-VL1-CHI :

VL1-VL2-VH2-VHI1-CL :

VHI1-VH2-VL2-VLI-CL ;
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C250834PA docx

111136760

FEHESE A0202

JE &3

1123022386-0



202325744

VL1-VL2-VH2-VHI-CHI1-CL ;
VHI1-VH2-VL2-VLI-CHI1-CL ;
VL1-VL2-VH2-VHI-CL-CHI ;

VHI1-VH2-VL2-VLI-CL-CHI ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1 ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL

K

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CH]1 ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1

Ho ik 2 RE AR T RoR 2651

VL3-VL4-VH4-VH3-CHI1 ;
VH3-VH4-VL4-VL3-CHI ;
VL3-VL4-VH4-VH3-CL ;
VH3-VH4-VL4-VL3-CL ;
VL3-VL4-VH4-VH3-CHI1-CL ;
VH3-VH4-VL4-VL3-CHI1-CL ;
VL3-VL4-VH4-VH3-CL-CHI ;

VH3-VH4-VL4-VL3-CL-CHI ;

VL3-L6-VL4-L7-VH4-L8-VH3-L9-CHI1 ;

VH3-L6-VH4-L7-VL4-L.8-VL3-L9-CHI1 ;

55 20 H(SEHTH
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VL3-L6-VL4-L7-VH4-L8-VH3-L9-CL ;
VH3-L6-VH4-L7-VL4-L8-VL3-L9-CL ;
VL3-L6-VL4-L7-VH4-L8-VH3-L9-CH1-L10-CL ;
VH3-L6-VH4-L7-VL4-L8-VL3-L9-CH1-L10-CL ;
VL3-L6-VL4-L7-VH4-L8-VH3-L9-CL-L10-CH1 ; =¢
VH3-L6-VH4-L7-VL4-L8-VL3-L9-CL-L10-CHI1 ;
o

VLI B R & B HIVE B 2 5 — Bk O S ] 2 5

VL2 B REMEa EHIVER 256 R REKHE &

VL3 B RS EHIVE L 26 = QR ERE O Ko # &
V04 B4R MEAES EHIVE [ 2 60U G rs B E (5 0] % [
VH] B B S EHIVES V E— R EQEHETEE

VH2 B BME e EHIVEG X B - REREHEH#E S
VH3BRrEME e EHIVEG X B =R EREGEH#H I

VH4 B B E S EHIVEL 2 SN a B E N E T &S

CHI BRI KEEHFEEEE]
CLERENREHKHEEERE @ H

L1 ~L2~L3~L4~L5~L6~ L7 L8 LIKLIOEREE

[55°KIH15]

—HERRGEEZNEEY  HEER -2 RE 2
HpZ B —ZIREAR TR 266 ¢
VL1-VL2-VH2-VHI1-CHI-Fc ;

VH1-VH2-VL2-VLI-CHI1-Fc ;

55 21 H(GEHTHEE BB E)
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VL1-VL2-VH2-VHI-CL-Fc ;

VH1-VH2-VL2-VLI1-CL-Fc

VL1-VL2-VH2-VHI-CHI1-CL-Fec ;

VHI1-VH2-VL2-VL1-CHI1-CL-Fc ;

VL1-VL2-VH2-VHI1-CL-CHI-Fec ;

VH1-VH2-VL2-VL1-CL-CHI-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI-L5-Fc

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CHI-L5-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fc

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL-L5-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-L6-Fc ;

Ho ik 2 RE AR T RoR 2651
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202325744

VL3-VL4-VH4-VH3-CHI1-Fc ;

VH3-VH4-VL4-VL3-CHI1-Fc ;

VL3-VL4-VH4-VH3-CL-Fc ;

VH3-VH4-VL4-VL3-CL-Fc

VL3-VL4-VH4-VH3-CHI1-CL-Fc ;

VH3-VH4-VL4-VL3-CHI1-CL-Fc ;

VL3-VL4-VH4-VH3-CL-CHI-Fec ;

VH3-VH4-VL4-VL3-CL-CHI-Fc ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI1-Fc

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI1-Fc

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL-Fc ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-Fc ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI1-L11-CL-Fec ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI1-L11-CL-Fc ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL-L11-CHI1-Fc

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-CHI-Fec ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI1-L11-Fc ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI1-L11-Fc ;

VL3-L7-VL4-L.8-VH4-L9-VH3-L10-CL-L11-Fc

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-Fc

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI1-L11-CL-L12-Fc ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI1-L11-CL-L12-Fc ;

K

K

K

VL3-L7-VL4-L8-VH4-1L9-VH3-L10-CL-L11-CH1-L12-Fc¢ ; B
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VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-CHI-L12-Fc ;

e

VL1 & E 14
VL2 R 14
VL3 B4r E M4
VLA B %4
VHI Ryfr %4
VH2 By 44
VH3 By %4

VHA By 4

ufit

Ak

£
£

Ell+

Ell+

Ell+

Ell+

ANYAN
ANYAN
ANYAN
ANYAN

o> o o Ei o> o> oo o

Ell+

(CH3) R 1% M A < R BREE B #5 a HY [& Je,
CHI BRI KEEHFEEEE]
CLERENREHKHEEERE @ H

S 2HIVER 25— R ERE B K 1] 2 &
S 2 HIVEH 2% REKE B i 1 &
S 2 HIVEH 2% = REKEH K 1 &
S 2 HIVEH 25 MU R bR E B E 1] 2 (&
SEHIVER Z S —REIREQHE#E I 2
SEHIVEH ZF _REKEH EH#H I E
SEHIVEH ZF =R EKEH EH#H I E
S 2 HIVEH ZE MR EKEH HH# A ZE

FelhBaREIKEHE#HMNERE2 (CH2) - REIKEHEH#N

JE &3

L1~L2~L3~L4~L5~L6~L7~L8~L9 ~L10~L11KLI12:E[EFE

B T -
[55°KIH1L6]

—REHfREEZRESY) > HEEE - E 2K

HPZE AR TR ZEH
VL1-VL2-VH2-VHI ;
VH1-VH2-VL2-VL1 ;
VL1-VL2-VH2-VHI-Fc :

VHI1-VH2-VL2-VLI1-Fc ;
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VL1-VL2-VH2-VHI-CHI1 ;
VHI1-VH2-VL2-VLI-CHI1 ;
VL1-VL2-VH2-VHI-CL ;
VHI1-VH2-VL2-VLI-CL ;
VL1-VL2-VH2-VHI-CHI1-CL ;
VHI1-VH2-VL2-VLI-CHI1-CL ;
VL1-VL2-VH2-VHI-CL-CHI ;
VHI1-VH2-VL2-VLI-CL-CHI ;
VL1-VL2-VH2-VHI-CHI1-Fc ;
VH1-VH2-VL2-VLI-CHI1-Fc ;
VL1-VL2-VH2-VHI-CL-Fc ;
VH1-VH2-VL2-VLI1-CL-Fc
VL1-VL2-VH2-VHI-CHI1-CL-Fec ;
VHI1-VH2-VL2-VL1-CHI1-CL-Fc ;
VL1-VL2-VH2-VHI1-CL-CHI-Fec ;
VH1-VH2-VL2-VL1-CL-CHI-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI ;
VHI1-L1-VH2-L2-VL2-L3-VL1 ;
VL1-L1-VL2-L2-VH2-L3-VHI1-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VLI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI-L4-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1

55 25 H(EHTHEE BB E)
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VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1 ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH]1 ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL-Fc

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc

VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI-L5-Fc

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CHI-L5-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fc

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL-L5-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-L6-Fc ;
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Ho ik 2 RE AR T RoR 2651
VL3-VL4-VH4-VH3 ;
VH3-VH4-VL4-VL3 ;
VL3-VL4-VH4-VH3-Fc ;
VH3-VH4-VL4-VL3-Fc ;
VL3-VL4-VH4-VH3-CHI1 ;
VH3-VH4-VL4-VL3-CHI ;
VL3-VL4-VH4-VH3-CL ;
VH3-VH4-VL4-VL3-CL ;
VL3-VL4-VH4-VH3-CHI1-CL ;
VH3-VH4-VL4-VL3-CHI1-CL ;
VL3-VL4-VH4-VH3-CL-CHI ;
VH3-VH4-VL4-VL3-CL-CHI ;
VL3-VL4-VH4-VH3-CHI1-Fc ;
VH3-VH4-VL4-VL3-CHI1-Fc ;
VL3-VL4-VH4-VH3-CL-Fc ;
VH3-VH4-VL4-VL3-CL-Fc
VL3-VL4-VH4-VH3-CHI1-CL-Fc ;
VH3-VH4-VL4-VL3-CHI1-CL-Fc ;
VL3-VL4-VH4-VH3-CL-CHI-Fec ;
VH3-VH4-VL4-VL3-CL-CHI-Fc ;
VL3-L7-VL4-L8-VH4-L9-VH3 ;

VH3-L7-VH4-L8-VL4-L9-VL3 ;
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VL3-L7-VL4-L8-VH4-L9-VH3-Fc ;

VH3-L7-VH4-L8-VL4-L9-VL3-Fc ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-Fc ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-Fc ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI1 ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL ;

VH3-L7-VH4-L8-VL4-L.9-VL3-L10-CL ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI1-L11-CL ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI1-L11-CL ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL-L11-CHI ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-CHI ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI1-Fc

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI1-Fc

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL-Fc ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-Fc ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI1-L11-CL-Fec ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI1-L11-CL-Fc ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL-L11-CHI-Fec ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-CHI-Fec ;

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI1-L11-Fc ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI1-L11-Fc ;

VL3-L7-VL4-L.8-VH4-L9-VH3-L10-CL-L11-Fc
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(CH3

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-Fc

VL3-L7-VL4-L8-VH4-L9-VH3-L10-CHI1-L11-CL-L12-Fc ;
VH3-L7-VH4-L8-VL4-L9-VL3-L10-CHI1-L11-CL-L12-Fc ;
VL3-L7-VL4-L8-VH4-L9-VH3-L10-CL-L11-CHI-L12-Fc ;

VH3-L7-VH4-L8-VL4-L9-VL3-L10-CL-L11-CHI-L12-Fc ;

Horp e

VLI R RIS S EHIVEL 25— R K E O K0 2 &
VL2 B RS EHIVE L 2 % R E [ & 0 % (5
VL3 Bfr R4S & 2 HIVE H 2 5% = R BE H B 1] 2
VLA GRS RIS & £ HIVEH 2 56 M R BRE 0 i 0] 2 (&
VHI B EMEE 2HIVER 2 F — REREH H 1 2 &
VH2 B B E S EHIVEL VS - R ELEETE
VH3 BB E S EHIVE L 25 = bk & o & o] &

VHA SR RSS2 HIVEY Z SN R Rk E S Hifl v &

K

K

K

K

FehBaREREOE#EEE2 (CH2) » REIREOEERTES

) R AR FAL L RIEERE H A 3
CHI BRI KEEHFEEEE]
CLERENREHKHEEERE @ H

L1~L2~L3-L4 L5 L6 L7 -L8~L9~L10~L11KLI2%
i B T o
s oKIA17 ]

—HPRGEGXREEY) > HEEF—-FURE_ZIK
HpZE—2REAM T RoR 2651
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VL1-VL2-VH2-VHI ;
VH1-VH2-VL2-VL1 ;
VL1-L1-VL2-L2-VH2-L3-VHI : =
VH1-L1-VH2-L2-VL2-L3-VLI :
HPZH 2 EAmR TR 26
VL3-VH3 ;

VH3-VL3 ;

VL3-L4-VH3 ; 5

VH3-L4-VL3 ;
e
VLI BREMEEGEHIVE ZE — R RERKHE T2 & |
VL2 B REMEa EHIVER 23 R RERKHE T Z &
VL3RR EMEGEHIVEH Z B =R REAKHE T Z & |
VHI R RS EHIVES 2B — R RES B A 2 & |
VH2 B R BME e EHIVES 2B R RESE#E A& |
VH3AERENMEGoEHIVER ZR =R EKEE#ETEE  H
L1~ L2~ L3R LA KRR B RG # P2 T -

[55°K7H18]

—REEGEEZNEEY) > HEaF - EE_ZI
HPZE AR TR ZEH
VL1-VL2-VH2-VHI-Fc :

VH1-VH2-VL2-VL1-Fc :

VL1-L1-VL2-L2-VH2-L3-VHI1-Fc ;
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VHI1-L1-VH2-L2-VL2-L3-VL1-Fc¢ ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-Fc¢ ; =
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-Fc ;

P ST A T 2 2 S

VL3-VH3-Fc¢ ;

VH3-VL3-Fc¢ ;

VL3-L5-VH3-Fc ;

VH3-L5-VL3-Fc¢ ;

VL3-L5-VH3-L6-Fc ; B¢

VH3-L5-VL3-L6-Fc ;

o
VLIUBHRMES EHIVES 26— S RRE LK TEE ;
VL2 BHRMES EHIVES 2 6 GRRELKETEE ;
VL3 BHRMES FHIVES 2 = G RRE LK TEE ;
VHI B R ESFHIVEL 28— S RRED BHTEE |
VH2 B R ES FHIVEL 28 G RREL BHTEE |
VH3 BB R ESFHIVEL Y S G BRED BHTEE |

FelhBaREIKEHE#HMNERE2 (CH2) - REIKEHEH#N

(CH3) KRB AL L R EREE B s Ry & 3 H

L1~L2~ L3 L4~ ~L5KL6ZERERERET -

[55°KIH19]

—HPRGEGXREEY) > HEEF—-FURE_ZIK
HpZE—2REAM T RoR 2651
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111136760
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VL1-VL2-VH2-VHI-CHI1 ;

VHI1-VH2-VL2-VLI-CHI1 ;

VL1-VL2-VH2-VHI-CL ;

VHI1-VH2-VL2-VLI-CL ;

VL1-VL2-VH2-VHI-CHI1-CL ;

VHI1-VH2-VL2-VLI-CHI1-CL ;

VL1-VL2-VH2-VHI-CL-CHI ;

VHI1-VH2-VL2-VLI-CL-CHI ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1 ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH]1 ;

HEz

F_BREAHR T RR A
VL3-VH3-CHI ;

VH3-VL3-CHI ;

VL3-VH3-CL ;

VH3-VL3-CL ;

VL3-VH3-CHI1-CL ;

VH3-VL3-CHI1-CL ;
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111136760

FEHESE A0202

55 32 H(EEHTH

=4 E‘

iH <3

HGEE)

K

K

K

1123022386-0



202325744

VL3-VH3-CL-CHI ;

VH3-VL3-CL-CHI ;

VL3-CL-VH3-CHI1 ;

VL3-CHI1-VH3-CL ;

VH3-CHI-VL3-CL ;

VH3-CL-VL3-CHI

VL3-L6-VH3-L7-CHI1 ;

VH3-L6-VL3-L7-CHI1 ;

VL3-L6-VH3-L7-CL ;

VH3-L6-VL3-L7-CL ;

VL3-L6-VH3-L7-CH1-L8-CL

VH3-L6-VL3-L7-CHI-L8-CL

VL3-L6-VH3-L7-CL-L8-CHI

VH3-L6-VL3-L7-CL-L8-CHI

VL3-L6-CL-L7-VH3-L8-CHI1

VL3-L6-CHI1-L7-VH3-L8-CL

VH3-L6-CHI1-L7-VL3-L8-CL ;

VH3-L6-CL-L7-VL3-L8-CHI1

VL3-VH3-L6-CHI1-CL ;

VH3-VL3-L6-CHI1-CL ;

VL3-VH3-L6-CL-CHI ;

VH3-VL3-L6-CL-CHI ;

VL3-CL-L6-VH3-CHI ;
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4

VL3-CHI-L6-VH3-CL ;
VH3-CH1-L6-VL3-CL ;
VH3-CL-L6-VL3-CHI ;
Hr e
VL1 & RS
VL2 B RS
VL3 Rfe RS
VHI1 &5 R4
VH2 Sy R4 HIVER 258 Rk E T EE &
VH3 BRr BEME G EHIVER XS = R REQEH I Z
CHI ek En ERNEE]
CLAERERENEKAETTE - 0

EIH~ UH" UH" UH‘
o oy oo o oo o

Ell+

=)
=)
S 2 HIVEH 2% = REKEH K 1 &
=)
=)
/o 75

Ell+

L1 ~L2~L3-~L4~L5 L6 L7XL8HFEERERT -

[55°K7H20]

—REEGEEZNEEY) > HEaF - EE_ZI
HPZE AR TR ZEH
VL1-VL2-VH2-VHI1-CHI1-Fc :
VH1-VH2-VL2-VL1-CHI-Fc :
VL1-VL2-VH2-VH1-CL-Fc ;
VH1-VH2-VL2-VL1-CL-Fc ;
VL1-VL2-VH2-VH1-CHI-CL-Fc ;
VH1-VH2-VL2-VL1-CHI-CL-Fc ;

VL1-VL2-VH2-VHI1-CL-CHI-Fec ;

5 34 H(EHTHIEE BB E)

C250834PA docx
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VH1-VH2-VL2-VL1-CL-CHI-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL-Fc

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc

VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI-L5-Fc

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CHI-L5-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fc

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL-L5-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-L6-Fc ;

HPZH 2 EAmR TR 26
VL3-VH3-CHI-Fc ;

VH3-VL3-CHI1-Fc ;

VL3-VH3-CL-Fc ;

VH3-VL3-CL-Fc ;

VL3-VH3-CHI1-CL-Fc ;

5 35 H(GEHTHIEE BB E)
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VH3-VL3-CHI1-CL-Fc ;

VL3-VH3-CL-CHI1-Fc ;

VH3-VL3-CL-CHI1-Fc ;

VL3-CL-VH3-CHI1-Fc ;

VL3-CHI1-VH3-CL-Fc ;

VH3-CHI-VL3-CL-Fc ;

VH3-CL-VL3-CHI1-Fc ;

VL3-L7-VH3-L8-CHI-Fc ;

VH3-L7-VL3-L8-CHI-Fc ;

VL3-L7-VH3-L8-CL-Fc ;

VH3-L7-VL3-L8-CL-Fc ;

VL3-L7-VH3-L8-CHI1-L9-CL-Fc

VH3-L7-VL3-L8-CHI1-L9-CL-Fc

VL3-L7-VH3-L8-CL-L9-CHI-Fc ;

VH3-L7-VL3-L8-CL-L9-CHI-Fc

VL3-L7-CL-L8-VH3-L9-CHI1-Fc

VL3-L7-CH1-L8-VH3-L9-CL-Fc ;

VH3-L7-CHI1-L8-VL3-L9-CL-Fc ;

VH3-L7-CL-L8-VL3-L9-CHI1-Fc

K

K

K

.
K

VL3-L7-VH3-L8-CHI1-L9-CL-L10-Fc

VH3-L7-VL3-L8-CHI1-L9-CL-L10-Fc

VL3-L7-VH3-L8-CL-L9-CHI1-L10-Fc

VH3-L7-VL3-L8-CL-L9-CHI1-L10-Fc

55 36 H(EEHIHHEH
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VL3-L7-CL-L8-VH3-L9-CH1-L10-Fc ;
VL3-L7-CH1-L8-VH3-L9-CL-L10-Fc ;
VH3-L7-CH1-L8-VL3-L9-CL-L10-Fc ;
VH3-L7-CL-L8-VL3-L9-CH1-L10-Fc ;
VL3-VH3-L7-CHI-CL-Fc ;

VH3-VL3-L7-CHI-CL-Fc ;

VL3-VH3-L7-CL-CHI1-Fc ;

VH3-VL3-L7-CL-CH1-Fc ;

VL3-CL-L7-VH3-CHI1-Fc ;

VL3-CH1-L7-VH3-CL-Fc ;

VH3-CH1-L7-VL3-CL-Fc ; 5

VH3-CL-L7-VL3-CHI1-Fc ;

Hr e

VLI AR BMEGEHIVER L5 — R REQKE TS E
VL2 BRRMGE EHIVED 256 R ERE Ol 21E
VL3 BHENGEEHIVED 256 = R ERE O IE ] 21E
VHI BRr BEME G EHIVER 2SS — R EKEOEEZ2E
VH2 B BME G EHIVER XS R EKEOEE 2 E
VH3 AR BME G EHIVER XSRS =R EKENEE 2 E
FehBatRIRETEBREE2 (CH2) » BEIREHHEREES3

(CH3) R B AFAE 2 RIZERE B S & 5
CHI Bz iREH HERERE] ;
CLBREIREHEEEER A

55 37 H(EHTHIEE BB E)
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L1~L2~L3~L4~L5~L6~ L7 L8 L9RLI0EEEREHERT -

[55°K7A21]

—REHfREEZRESY) > HEEE - E 2K

HpZE—2REAM T RoR 2651
VL1-VL2-VH2-VHI ;
VHI1-VH2-VL2-VLI ;
VL1-L1-VL2-L2-VH2-L3-VHI ;
VHI1-L1-VH2-L2-VL2-L3-VL1 ;
VL1-VL2-VH2-VHI-Fc ;
VHI1-VH2-VL2-VLI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VLI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI-L4-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-Fc
VL1-VL2-VH2-VHI-CHI1 ;
VHI1-VH2-VL2-VLI-CHI1 ;
VL1-VL2-VH2-VHI-CL ;
VHI1-VH2-VL2-VLI-CL ;
VL1-VL2-VH2-VHI-CHI1-CL ;
VHI1-VH2-VL2-VLI-CHI1-CL ;
VL1-VL2-VH2-VHI-CL-CHI ;
VHI1-VH2-VL2-VLI-CL-CHI ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1

5 38 H (EHTHIEE BB E)
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VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1 ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH]1 ;

VL1-VL2-VH2-VHI-CHI1-Fc ;

VH1-VH2-VL2-VLI-CHI1-Fc ;

VL1-VL2-VH2-VHI-CL-Fc ;

VH1-VH2-VL2-VLI1-CL-Fc

VL1-VL2-VH2-VHI-CHI1-CL-Fec ;

VHI1-VH2-VL2-VL1-CHI1-CL-Fc ;

VL1-VL2-VH2-VHI1-CL-CHI-Fec ;

VH1-VH2-VL2-VL1-CL-CHI-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL-Fc
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc ;

55 39 HEEHIHHEH
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VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI-L5-Fc
VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CHI-L5-Fc
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fc
VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL-L5-Fc ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-L6-Fc ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-Fc ;
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1-L6-F¢ ; B¢
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-L6-Fc ;
Ho ik 2 RE AR T RoR 2651

VL3-VH3 ;

VH3-VL3 ;

VL3-L4-VH3 ;

VH3-L4-VL3 ;

VL3-VH3-Fc ;

VH3-VL3-Fc ;

VL3-L4-VH3-Fc ;

VH3-L4-VL3-Fc ;

VL3-VH3-CHI ;

VH3-VL3-CHI ;

VL3-VH3-CL ;

VH3-VL3-CL ;

VL3-VH3-CHI1-CL ;

VH3-VL3-CHI1-CL ;

55 40 H (EHTHIEE M EEE)
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VL3-VH3-CL-CHI ;

VH3-VL3-CL-CHI ;

VL3-CL-VH3-CHI1 ;

VL3-CHI1-VH3-CL ;

VH3-CHI-VL3-CL ;

VH3-CL-VL3-CHI

VL3-L7-VH3-L8-CHI1 ;

VH3-L7-VL3-L8-CHI1 ;

VL3-L7-VH3-L8-CL ;

VH3-L7-VL3-L8-CL ;

VL3-L7-VH3-L8-CH1-L9-CL

VH3-L7-VL3-L8-CHI-L9-CL

VL3-L7-VH3-L8-CL-L9-CHI ;

VH3-L7-VL3-L8-CL-L9-CHI ;

VL3-L7-CL-L8-VH3-L9-CHI1

VL3-L7-CH1-L8-VH3-L9-CL :

VH3-L7-CHI1-L8-VL3-L9-CL ;

VH3-L7-CL-L8-VL3-L9-CHI1

VL3-VH3-L7-CHI1-CL ;

VH3-VL3-L7-CHI1-CL ;

VL3-VH3-L7-CL-CHI ;

VH3-VL3-L7-CL-CHI ;

VL3-CL-L7-VH3-CHI ;
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VL3-CHI1-L7-VH3-CL ;

VH3-CHI-L7-VL3-CL ;

VH3-CL-L7-VL3-CHI1

VL3-VH3-CHI1-Fc ;

VH3-VL3-CHI-Fc

VL3-VH3-CL-Fc ;

VH3-VL3-CL-Fc ;

VL3-VH3-CHI1-CL-Fc

VH3-VL3-CHI1-CL-Fc

VL3-VH3-CL-CHI1-Fc

VH3-VL3-CL-CHI1-Fc

VL3-CL-VH3-CHI1-Fc

VL3-CHI1-VH3-CL-Fc

VH3-CHI-VL3-CL-Fc ;

VH3-CL-VL3-CHI1-Fc

VL3-L7-VH3-L8-CHI1

VH3-L7-VL3-L8-CHI1

.
K

K

.
K

-Fc ;

-Fc ;

VL3-L7-VH3-L8-CL-Fc ;

VH3-L7-VL3-L8-CL-Fc ;

VL3-L7-VH3-L8-CHI1-L9-CL-Fc ;

VH3-L7-VL3-L8-CHI1-L9-CL-Fc ;

VL3-L7-VH3-L8-CL-L9-CHI-Fc ;

VH3-L7-VL3-L8-CL-L9-CHI-Fc ;

C250834PA docx

111136760
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VL3-L7-CL-L8-VH3-L9-CHI1-Fc ;

VL3-L7-CH1-L8-VH3-L9-CL-Fc ;

VH3-L7-CHI1-L8-VL3-L9-CL-Fc ;

VH3-L7-CL-L8-VL3-L9-CHI1-Fc ;

VL3-L7-VH3-L8-CHI-L9-Fc

VH3-L7-VL3-L8-CHI-L9-Fc ;

VL3-L7-VH3-L8-CL-L9-Fc ;

VH3-L7-VL3-L8-CL-L9-Fc ;

VL3-L7-VH3-L8-CHI1-L9-CL-L10-Fc

VH3-L7-VL3-L8-CHI1-L9-CL-L10-Fc

VL3-L7-VH3-L8-CL-L9-CHI1-L10-Fc

VH3-L7-VL3-L8-CL-L9-CHI1-L10-Fc

VL3-L7-CL-L8-VH3-L9-CHI1-L10-Fc

VL3-L7-CH1-L8-VH3-L9-CL-L10-Fc

VH3-L7-CHI1-L8-VL3-L9-CL-L10-Fc

VH3-L7-CL-L8-VL3-L9-CHI1-L10-Fc

VL3-VH3-L7-CHI1-CL-Fc¢

VH3-VL3-L7-CHI1-CL-Fc ;

VL3-VH3-L7-CL-CHI-Fc ;

VH3-VL3-L7-CL-CHI-Fec ;

VL3-CL-L7-VH3-CHI-Fc

VL3-CHI1-L7-VH3-CL-Fec ;

VH3-CHI-L7-VL3-CL-Fc ;

55 43 H(EEHTH

C250834PA docx
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VH3-CL-L7-VL3-CHI1-Fc ;

H e

VLI B RS G EHIVEQ 256 — R BRE 0 K ] E &

VL2 B BMGE G EHIVER L5 R REQ K2 E

VL3 AR BME G EHIVES LR = REKEQKE TS E

VHI RIS S EHIVER 2565 — R ERE 0 Hl o] E1E

VH2 B RS G EHIVER 25 e E g HE i B

VH3 B RS G EHIVER 26 = e EH Hl i 2

FehBatRIRETEBREE2 (CH2) » BEIREHHEREES3
(CH3) R B AFAE 2 RIZERE B S & 5

CHI B ZERE 0 HENEE] |

CLEREIREOKEKERE 0

L1~L2-L3 L4 L5-L6~L7~ L8 LIRKLI0EMAER BT -
[(FR°kTE22]

—HERRESERESY > HEEF R -F_ZREE=F
ik

HpZ B —ZIREAR TR 266 ¢

VL1-VL2-VH2-VHI ;

VH1-VH2-VL2-VL1 ;

VL1-L1-VL2-L2-VH2-L3-VH1 ; =%

VH1-L1-VH2-L2-VL2-L3-VL1 ;

HPZH 2 EAmR TR 26

VL3 ;

5 44 H(GEUTHIE BB E)
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Hp R =2 REAMLI T RoR 2651 ¢
VH3 |
e
VLI BREMEEGEHIVE ZE — R RERKHE T2 & |
VL2 B REMEa EHIVER 23 R RERKHE T Z &
VL3RR EMEGEHIVEH Z B =R REAKHE T Z & |
VHI R RS EHIVES 2B — R RES B A 2 & |
VH2 B R Ea EHIVES 2B R REH EH# A 2 |
VH3RREMEEeEZHIVES Z B =R EREGE#HITEE : H
L1~ L2 L3 Byl FL B i 1 1~

[55°K7H23]
—HERREaZREEY  HEaF -2 - B_ZHEE

1]
W

ks
HoazE—2MEAMI N RR 2 &
VLI1-VL2-VH2-VHI1-Fc¢ ;
VH1-VH2-VL2-VLI1-Fc¢ ;
VL1-L1-VL2-L2-VH2-L3-VHI1-Fc¢ ;
VHI1-L1-VH2-L2-VL2-L3-VL1-Fc
VL1-L1-VL2-L2-VH2-L3-VH1-L4-Fc¢ ; ¢
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-Fc¢ ;
Hazs _ZIREAMLI N RR 2 &
VL3 ; 5

VL3-L5

5 45 H(GEUTHEE BB E)
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HopZE =2 KEA R TR &
VH3-Fc¢ ; =
VH3-L6-Fc ;
Hoop e
VLI B EMEE2HIVER 2 F — RRREHEHE [ Z & |
VL2 B RMGE S EHIVEH 256 R ETEHE I 2 &
VI3 BRREMGE S EHIVEH Z S =R RKEHEHE 0] 2 &
VHI B REMEE2HIVER 2 F — REREH E# 2
VH2 B2 E2HIVER 25 _ REREHEH# & |
VI3 B MG e EHIVERS L F =R EREH EH# & |
FelyBaREIKEHE#HNEE2 (CH2) ~ REIKEH H# N E &3
(CH3) RARE A Z RIEERE H gy &I 0 |
L1 ~L2~L3 L4~ L5s(L6HEEMEERT -
[E53kTH24]
—EBRREEEZREeY  EEaF —ZK - F KB

1]
W

Ak
HPZE AR TR ZEH
VL1-VL2-VH2-VH1-Fc :
VH1-VH2-VL2-VL1-Fc :
VL1-L1-VL2-L2-VH2-L3-VH]1-Fc :
VH1-L1-VH2-L2-VL2-L3-VL1-Fc :
VL1-L1-VL2-L2-VH2-L3-VH1-L4-Fc ; 5

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-Fc

5 46 H (EHTHIEE BB E)
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s BRI TR &
VL3-Fc¢ ; B¢
VL3-L5-Fc ;
HopZE =2 KEA R TR &
VH3 ; B¢
VH3-L6 ;
Hoop e
VLI B EMEE2HIVER 2 F — RRREHEHE [ Z & |
VL2 B EMNEE2HIVER 2 F  RRREHEHE i E & |
VL3 B EMNEE2HIVER X F =R RREHKHE & |
VHI B REMNEEEHIVER 2 F — REREHEH# T EE |
VH2 B2 E2HIVER 25 _ REREHEH# & |
VI3 B MG e EHIVERS L F =R EREH EH# & |
FelyBaREIKEHE#HNEE2 (CH2) ~ REIKEH H# N E &3
(CH3) RARE A Z RIEERE H gy &I 0 |
L1 ~L2~L3 L4 ~L5KL6BEEMERT -
[E53KIH25]
—EIREEZRESY  HEaF 2N - F _FMRE

1]
W

ik
HPZE AR TR ZEH
VL1-VL2-VH2-VHI1-CHI :
VH1-VH2-VL2-VL1-CHI :

VL1-VL2-VH2-VHI-CL ;

5 47 H(GETHIEE BB E)
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VHI1-VH2-VL2-VLI-CL ;
VL1-VL2-VH2-VHI-CHI1-CL ;
VHI1-VH2-VL2-VLI-CHI1-CL ;
VL1-VL2-VH2-VHI-CL-CHI ;
VHI1-VH2-VL2-VLI-CL-CHI ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1 ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL ;
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ;
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL
VL1-L1-VL2-L2-VH2-L3-VH1-L4-CL-L5-CH1 ; ¢
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH]1 ;
Ho ik 2 RE AR T RoR 2651
VL3-CHI ;

VL3-CL ;

VL3-L6-CHI1 ; B

VL3-L6-CL ;
HPZE =2 REAHR TR 2
VH3-CHI ;

VH3-CL ;

VH3-L7-CH1 ; ¢

VH3-L7-CL ;

5 48 H (EHTHIEE BB E)
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L1~L2~L3~L4- L5~ L6FL7 5L
[3%:K7826 ]

—EREECSKESY  Hass—
it

o

VLI BRI S EHIVE 5 2 5 — R 5 ] 5

VL2 B REMEa EHIVER 256 R REKHE &

VL3 B RS EHIVE L 26 = QR ERE O Ko # &
VH] B B S EHIVES V E— R EQEHETEE

VH2 B BME e EHIVEG X B - REREHEH#E S
VH3BRrEME e EHIVEG X B =R EREGEH#H I

CHI BRI KEEHFEEEE]
CLERENREHKHEEERE @ H

HPZE AR TR ZEH
VL1-VL2-VH2-VHI1 ;
VH1-VH2-VL2-VL1 ;
VL1-L1-VL2-L2-VH2-L3-VH1 ;
VH1-L1-VH2-L2-VL2-L3-VL1 ;
VL1-VL2-VH2-VH1-Fc :
VH1-VH2-VL2-VL1-Fc :
VL1-L1-VL2-L2-VH2-L3-VH]1-Fc :
VH1-L1-VH2-L2-VL2-L3-VL1-Fc :

VL1-L1-VL2-L2-VH2-L3-VHI-L4-Fc ;

5 49 H (EHTHIEE BB E)
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VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-Fc

VL1-VL2-VH2-VHI-CHI1 ;
VHI1-VH2-VL2-VLI-CHI1 ;
VL1-VL2-VH2-VHI-CL ;
VHI1-VH2-VL2-VLI-CL ;
VL1-VL2-VH2-VHI-CHI1-CL ;
VHI1-VH2-VL2-VLI-CHI1-CL ;
VL1-VL2-VH2-VHI-CL-CHI ;

VHI1-VH2-VL2-VLI-CL-CHI ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1 ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL
VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-L5-CL
VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CH]1 ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CH]1 ;

VL1-VL2-VH2-VHI-CHI1-Fc ;
VH1-VH2-VL2-VLI-CHI1-Fc ;
VL1-VL2-VH2-VHI-CL-Fc ;

VH1-VH2-VL2-VLI1-CL-Fc

VL1-VL2-VH2-VHI-CHI1-CL-Fec ;

VHI1-VH2-VL2-VL1-CHI1-CL-Fc ;
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VL1-VL2-VH2-VHI1-CL-CHI-Fec ;

VH1-VH2-VL2-VL1-CL-CHI-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CHI1-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CHI1-L5-CL-Fc

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-Fc

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI-L4-CHI-L5-Fc

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CHI-L5-Fc

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-Fc

VHI1-L1-VH2-L2-VL2-L3-VLI1-L4-CL-L5-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CH1-L5-CL-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CH1-L5-CL-L6-Fc ;

VL1-L1-VL2-L2-VH2-L3-VHI1-L4-CL-L5-CHI1-L6-Fc ;

VHI1-L1-VH2-L2-VL2-L3-VL1-L4-CL-L5-CHI1-L6-Fc ;

Ho ik 2 RE AR T RoR 2651

VL3 ;

VL3-Fc¢ ;

VL3-CHI ;

VL3-CL ;
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VL3-CHI1-CL ;
VL3-CL-CHI1 ;
VL3-CHI1-Fc ;

VL3-CL-Fc ;
VL3-CHI1-CL-Fc ;
VL3-CL-CHI-Fec ;
VL3-L7-Fc ;

VL3-L7-CHI1 ;

VL3-L7-CL ;
VL3-L7-CH1-L8-CL ;
VL3-L7-CL-L8-CHI ;
VL3-L7-CHI1-L8-Fc ;
VL3-L7-CL-L8-Fc ;
VL3-L7-CH1-L8-CL-Fc ;
VL3-L7-CL-L8-CHI1-Fc ;
VL3-L7-CH1-L8-CL-L9-Fc¢ ; B
VL3-L7-CL-L8-CHI1-L9-Fc ;
Hogz B =2 A AR T RN Z &R
VH3 ;

VH3-Fc ;

VH3-CHI1 ;

VH3-CL ;

VH3-CHI-CL ;
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VH3-CL-CHI
VH3-CHI-Fec ;

VH3-CL-Fc ;
VH3-CHI-CL-Fc ;
VH3-CL-CHI-Fc ;
VH3-L10-Fc ;
VH3-L10-CHI ;
VH3-L10-CL ;
VH3-L10-CHI-LI11-CL ;
VH3-L10-CL-L11-CHI ;
VH3-L10-CHI1-LI11-Fc ;
VH3-L10-CL-L11-Fc ;
VH3-L10-CHI-L11-CL-Fc ;
VH3-L10-CL-L11-CHI1-Fc ;
VH3-L10-CH1-L11-CL-L12-Fc¢ ; B

VH3-L10-CL-L11-CHI1-L12-Fc

e

VLI BREMEEGEHIVE ZE — R RERKHE T2 & |
VL2 B REMEa EHIVER 23 R RERKHE T Z &
VL3RR EMEGEHIVEH Z B =R REAKHE T Z & |
VHI R RS EHIVES 2B — R RES B A 2 & |
VH2 B R Ea EHIVES 2B R REH EH# A 2 |
VH3BRr RS EHIVEH B =R REH EH# A 2 |
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FehBatRIRETEBREE2 (CH2) » BEIREHHEREES3

(CH3) R B AFAE 2 RIZERE B S & 5
CHI Bz iREH HERERE] ;
CLBREIREHEEEER A
L1~L2~L3-L4 L5 L6 L7 -L8~L9~L10~L11KLI2%

i B T o

[F7°kTE27]
—REfEGEE I HEARML TR ZER
VL1-VL2-VL3-VH3-VH2-VHI :
VH1-VH2-VH3-VL3-VL2-VL1 :
VL1-VH2-VL3-VH3-VL2-VHI :
VH1-VL2-VH3-VL3-VH2-VL1 :
VL1-VL2-VH3-VL3-VH2-VHI :
VH1-VH2-VL3-VH3-VL2-VL1 :
VL1-VH2-VH3-VL3-VL2-VHI :
VH1-VL2-VL3-VH3-VH2-VL1 :
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1 :
VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1 ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1 :
VH1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1 ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1 :
VH1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1 ;

VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI ; 5
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VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VLI1 ;

e

VLI BREMEEGEHIVE ZE — R RERKHE T2 & |
VL2 B REMEa EHIVER 23 R RERKHE T Z &
VL3RR EMEGEHIVEH Z B =R REAKHE T Z & |
VHI R RS EHIVES 2B — R RES B A 2 & |
VH2 B R Ea EHIVES 2B R REH EH# A 2 |
VH3AERENMEGoEHIVER ZR =R EKEE#ETEE  H

L1~L2~ L3~ L4KLS Ryfig B fRiE 1 -
R
—REEGEEZNEEY) > HEaF - EE_ZI
HPZE AR TR ZEH
VL1-VL2-VL3-VH3-VH2-VHI ;
VH1-VH2-VH3-VL3-VL2-VLI ;
VL1-VH2-VL3-VH3-VL2-VHI ;
VH1-VL2-VH3-VL3-VH2-VLI ;
VL1-VL2-VH3-VL3-VH2-VHI ;
VH1-VH2-VL3-VH3-VL2-VLI ;
VL1-VH2-VH3-VL3-VL2-VHI ;
VH1-VL2-VL3-VH3-VH2-VLI ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI :
VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI :

VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1 ;
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VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1 ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1 ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1 ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1 ;

VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VLI1 ;

HZ B _ZIREARL T RN 2666 ¢
VL4-VH4 ;

VH4-VL4 ;

VL4-L6-VH4 ;

VH4-L6-VL4 ;

VL4-VL5-VHS5-VH4 ;

VH4-VH5-VL5-VL4 ;

VL4-L6-VL5-L7-VH5-L8-VH4 ;

VH4-L6-VH5-L7-VL5-L8-VL4 ;

VL4-VL5-VL6-VH6-VHS5-VH4 ;|

VH4-VH5-VH6-VL6-VL5-VL4 ;|

VL4-VH5-VL6-VH6-VL5-VH4 ;

VH4-VL5-VH6-VL6-VH5-VL4 ;|

VL4-VL5-VH6-VL6-VHS5-VH4 ;|

VH4-VH5-VL6-VH6-VL5-VL4 ;|

VL4-VH5-VH6-VL6-VL5-VH4 ;

VH4-VL5-VL6-VH6-VHS5-VL4 ;|

VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4 ;
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4

VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4 ;
VL4-L6-VHS5-L7-VL6-L8-VH6-L9-VL5-L10-VH4 ;
VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4 ;
VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4 ;
VH4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VL4 ;
VL4-L6-VHS-L7-VH6-L8-VL6-L9-VL5-L10-VH4 ; 5§

VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4 ;

Hrr e

VLI BRHEMESEHIVERD 2 F—REREQKHE & E
VL2 B EMESEHIVERD 25 _REREQKHE ] EE
VL3BRHEMESEHIVERD 2 F = REREQKHEH ] EE ;
VLA B EME S EHIVE R 2 F IR R E O K o] 3 &
VLS B EME S EHIVER L F A REREDKHE# ] EE
VL6 B E MG EHIVE R 2 F N RERE O K ] #E
VHI BHEMESEHIVEO L F—REKEOE#HITEE
VH2 B EMSESEHIVER L F _REKEOEH#IEE
VH3IBRHEMGESEHIVEO L F=REREOEH#HITEE
VHA SR EMGE S EHIVERD L FNREREDE# ] EE
VHS B EMSESEHIVEO L FARBEHREDE# I EE
VH6 BfF RS & 2HIVER L F AN REKEDE# A ZE A
L1~L2+L3-L4~L5-L6+L7- L8 LORKLI0EERERET -

[55°K7H29]

—HEPIRGEZIL > HEAMTRRZGEHE
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VL1-VL2-VL3-VH3-VH2-VHI-Fc ;
VHI1-VH2-VH3-VL3-VL2-VLI1-Fc ;
VL1-VH2-VL3-VH3-VL2-VHI-Fc ;
VH1-VL2-VH3-VL3-VH2-VLI1-Fc ;
VL1-VL2-VH3-VL3-VH2-VHI-Fc ;
VHI1-VH2-VL3-VH3-VL2-VLI1-Fc ;
VL1-VH2-VH3-VL3-VL2-VHI-Fc ;
VH1-VL2-VL3-VH3-VH2-VLI1-Fc ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-Fc ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-Fc
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-Fc ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-Fc :
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-Fc ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-Fc
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-Fc ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-Fc :
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-Fc ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-Fc :
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-Fc ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-Fc :
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-Fc ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-Fc :

VH1-L1-VL2-1L2-VL3-L3-VH3-L4-VH2-L5-VLI1-Fc¢ ; B
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VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc ;
Hr e
VLI AR BMEGEHIVER L5 — R REQKE TS E
VL2 BRRMGE EHIVED 256 R ERE Ol 21E
VL3 BHENGEEHIVED 256 = R ERE O IE ] 21E
VHI &R BEME G EHIVER 2SS — R EKEOEE I BE ¢
VH2 B BME G EHIVER XS R EKEOEE 2 E
VH3 AR BME G EHIVER XSRS =R EKENEE 2 E
FehBatRIRETEBREE2 (CH2) » BEIREHHEREES3

(CH3) R R IBRFAE 2 RIZERE B SRV IEE - H
L1~L2+L3-L4-L5KL6 MRS ERT -

GRREEN
—REfEGEE I HEARML TR ZER
VL1-VL2-VL3-VH3-VH2-VH1-Fc-Fc ;
VH1-VH2-VH3-VL3-VL2-VL1-Fc-Fc ;
VL1-VH2-VL3-VH3-VL2-VH1-Fc-Fc ;
VH1-VL2-VH3-VL3-VH2-VL1-Fc-Fc ;
VL1-VL2-VH3-VL3-VH2-VH1-Fc-Fc ;
VH1-VH2-VL3-VH3-VL2-VL1-Fc-Fc ;
VL1-VH2-VH3-VL3-VL2-VH1-Fc-Fc ;
VH1-VL2-VL3-VH3-VH2-VL1-Fc-Fc ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-Fc-Fc ;

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-Fc-Fc ;
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VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-Fc-L7-Fc ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-Fc-Fc
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-Fc-Fc ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-Fc-L7-Fc ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-Fc-Fc
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-Fc-Fc ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-Fc-L7-Fc ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VLI1-Fc-Fc
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-Fc-Fc ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-Fc-L7-Fc ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-Fc-Fc
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-Fc-Fc ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-Fc-L7-Fc ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-Fc-Fc
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-Fc-Fc ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-Fc-L7-Fc ;
L1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-Fc-Fc ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-Fc-Fc ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-Fc-L7-Fc ;
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VLI1-Fc-Fc
VH1-L1-VL2-1L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc-Fc ; B
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc-L7-Fc ;

o
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VLI AR EEEa EHIVER Z %5 —
VL2 B REMEa ZHIVER 2% ~ REIREHKHE I 2 &
VL3RR ENEG EHIVER Z B =R RETKHE &
—REEKEHE M Z &
VH2 B BME e EHIVEG X B - REREHEH#E S
VH3BRr RS EHIVEH B =R REH EH# A 2 |
FelhBaREIKEHE#HMNEE2 (CH2)
(CH3) R I M L RIZBRE B Y &I 0 H
L2~L3-~L4-~L5~L6KL7EEEREPET -

VHI BFrEMEEa ZHIVER 25

L1~

[55°K7E31]

—HERRGEEZNEEY  HEaB -2 RE DI
HpZ B —ZIREAR TR 266 ¢
VL1-VL2-VL3-VH3-VH2-VHI1-Fc ;

VHI1-VH2-VH3-VL3-VL2-VLI1-Fc

VL1-VH2-VL3-VH3-VL2-VHI-Fc

VH1-VL2-VH3-VL3-VH2-VLI1-Fc

VL1-VL2-VH3-VL3-VH2-VHI-Fc

VH1-VH2-VL3-VH3-VL2-VLI1-Fc

VL1-VH2-VH3-VL3-VL2-VHI-Fc ;

VH1-VL2-VL3-VH3-VH2-VLI1-Fc ;

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-Fc ;

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-Fc

VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-Fc ;

K

K

K
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VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-L6-Fc
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-Fc ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-L6-Fc
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-Fc ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VLI1-L6-Fc
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-Fc ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-Fc
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-Fc ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-L6-Fc

VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-Fc ;

VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-Fc :

K

VH1-L1-VL2-1L2-VL3-L3-VH3-L4-VH2-L5-VLI1-Fc¢ ; B

VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VLI1-L6-Fc
Hop#Z s KA AHR LT &R &

Fc:

VL4-VH4-Fc ;

VH4-VL4-Fc ;

VL4-L7-VH4-Fc ;

VH4-L7-VL4-Fc ;

VL4-L7-VH4-L8-Fc ;

VH4-L7-VL4-L8-Fc ;

VL4-VL5-VHS5-VH4-Fc ;

VH4-VH5-VL5-VL4-Fc ;
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VL4-L7-VL5-L8-VH5-L9-VH4-Fc ;
VH4-L7-VH5-L8-VL5-L9-VL4-Fc ;
VL4-L7-VL5-L8-VH5-L9-VH4-L10-Fc ;
VH4-L7-VH5-L8-VL5-L9-VL4-L10-Fc ;
VL4-VL5-VL6-VH6-VHS5-VH4-Fc ;
VH4-VH5-VH6-VL6-VL5-VL4-Fc ;
VL4-VH5-VL6-VH6-VL5-VH4-Fc ;
VH4-VL5-VH6-VL6-VHS5-VL4-Fc ;
VL4-VL5-VH6-VL6-VHS5-VH4-Fc ;
VH4-VH5-VL6-VH6-VL5-VL4-Fc ;
VL4-VH5-VH6-VL6-VL5-VH4-Fc ;
VH4-VL5-VL6-VH6-VHS5-VL4-Fc ;
VL4-L7-VL5-L8-VL6-L9-VH6-L10-VHS5-L11-VH4-Fc
VH4-L7-VH5-L8-VH6-L9-VL6-L10-VL5-L11-VL4-Fc
VL4-L7-VH5-L8-VL6-L9-VH6-L10-VL5-L11-VH4-Fc
VH4-L7-VL5-L8-VH6-L9-VL6-L10-VH5-L11-VL4-Fc
VL4-L7-VL5-L8-VH6-L9-VL6-L10-VH5-L11-VH4-Fc
VH4-L7-VH5-L8-VL6-L9-VH6-L10-VL5-L11-VL4-Fc

VL4-L7-VH5-L8-VH6-L9-VL6-L10-VL5-L11-VH4-Fc

VH4-L7-VL5-L8-VL6-L9-VH6-L10-VH5-L11-VL4-Fc ;
VL4-L7-VL5-L8-VL6-L9-VH6-L10-VHS5-L11-VH4-L12-Fc ;
VH4-L7-VH5-L8-VH6-L9-VL6-L10-VL5-L11-VL4-L12-Fc

VL4-L7-VH5-L8-VL6-L9-VH6-L10-VL5-L11-VH4-L12-Fc ;
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VH4-L7-VL5-L8-VH6-L9-VL6-L10-VHS5-L11-VL4-L12-Fc ;

VL4-L7-VL5-L8-VH6-L9-VL6-L10-VH5-L11-VH4-L12-Fc ;

VH4-L7-VH5-L8-VL6-L9-VH6-L10-VL5-L11-VL4-L12-Fc

VL4-L7-VHS-L8-VH6-L9-VL6-L10-VL5-L11-VH4-L12-F¢ ; 2

VH4-L7-VL5-L8-VL6-L9-VH6-L10-VH5-L11-VL4-L12-Fc ;

e
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VL2 Ry 2 144
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—REfEGEE I HEARML TR ZER
VL1-VL2-VL3-VH3-VH2-VH1-CHI-CL ;

VL1-VL2-VL3-VH3-VH2-VHI1-CL-CHI1
VHI1-VH2-VH3-VL3-VL2-VL1-CHI-CL
VH1-VH2-VH3-VL3-VL2-VL1-CL-CHI1
VL1-VH2-VL3-VH3-VL2-VH1-CHI-CL
VL1-VH2-VL3-VH3-VL2-VHI1-CL-CHI1
VH1-VL2-VH3-VL3-VH2-VL1-CHI-CL
VH1-VL2-VH3-VL3-VH2-VL1-CL-CHI1
VL1-VL2-VH3-VL3-VH2-VH1-CHI-CL
VL1-VL2-VH3-VL3-VH2-VHI1-CL-CHI1
VHI1-VH2-VL3-VH3-VL2-VL1-CHI-CL
VH1-VH2-VL3-VH3-VL2-VL1-CL-CHI1
VL1-VH2-VH3-VL3-VL2-VH1-CHI-CL
VL1-VH2-VH3-VL3-VL2-VHI1-CL-CHI1

VH1-VL2-VL3-VH3-VH2-VL1-CHI-CL

VH1-VL2-VL3-VH3-VH2-VLI1-CL-CHI ;

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-CHI1-CL ;

K

K

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-CHI1-CL ;

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-CH1-L7-CL

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-CL-CHI1 ;

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-CL-CHI ;

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-CL-L7-CH]1 ;
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VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CHI1-CL ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CHI1-CL ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CH1-L7-CL
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CL-CHI1 ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CL-CHI ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CL-L7-CH]I ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-CHI1-CL ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CHI1-CL ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CH1-L7-CL
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-CL-CHI1 ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-CL-CHI ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CL-L7-CH]1 ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI1-CL ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CHI1-CL ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CH1-L7-CL
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CL-CHI1 ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CL-CHI ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CL-L7-CH]1 ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-CHI1-CL ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CHI1-CL ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CH1-L7-CL
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-CL-CHI1 ;

VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-CL-CHI ;
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VLI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-CL-L7-CH1 ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CHI1-CL ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CH1-CL ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CHI1-L7-CL ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CL-CHI ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CL-CHI1 ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CL-L7-CH1 ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-CHI1-CL ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-CH1-CL ;
VLI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-CHI1-L7-CL ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-CL-CHI :
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-CL-CHI1 ;
VLI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-CL-L7-CH1 ;
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CHI1-CL ;
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CH1-CL ;
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CHI1-L7-CL ;
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-CHI :
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL-CH1 ; =¢
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL-L7-CH1 ;
o

VLIUBHRMES EHIVES 26— S RRE LK TEE ;

VL2 BHRMES EHIVES 2 6 GRRELKETEE ;

VL3 BHRMES FHIVES 2 = G RRE LK TEE ;
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VHI BRr BEME G EHIVER 2SS — R EKEOEEZ2E
VH2 B BME G EHIVER XS R EKEOEE 2 E
VH3 AR BME G EHIVER XSRS =R EKENEE 2 E
CHI B EEEEE] ;
CLBRHIEER - H
L1~L2+L3+ L4 L5 L6RL7EEERERHET -
[F7°kTE33]
—HENREGZREEY) HEEF —-FIUEE D
HPZE AR TR ZEH
VL1-VL2-VL3-VH3-VH2-VH1-CH1 ;
VL1-VL2-VL3-VH3-VH2-VH1-CL ;
VL1-VL2-VL3-VH3-VH2-VH1-CH1-CL ;
VL1-VL2-VL3-VH3-VH2-VH1-CL-CHI ;
VH1-VH2-VH3-VL3-VL2-VL1-CHI ;
VH1-VH2-VH3-VL3-VL2-VL1-CL ;
VH1-VH2-VH3-VL3-VL2-VL1-CH1-CL ;
VH1-VH2-VH3-VL3-VL2-VL1-CL-CHI ;
VL1-VH2-VL3-VH3-VL2-VH1-CH1 ;
VL1-VH2-VL3-VH3-VL2-VH1-CL ;
VL1-VH2-VL3-VH3-VL2-VH1-CH1-CL ;
VL1-VH2-VL3-VH3-VL2-VH1-CL-CHI ;
VH1-VL2-VH3-VL3-VH2-VL1-CH1 ;

VH1-VL2-VH3-VL3-VH2-VLI1-CL ;
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VH1-VL2-VH3-VL3-VH2-VL1-CHI-CL
VH1-VL2-VH3-VL3-VH2-VL1-CL-CHI1
VL1-VL2-VH3-VL3-VH2-VHI1-CHI ;
VL1-VL2-VH3-VL3-VH2-VHI1-CL ;
VL1-VL2-VH3-VL3-VH2-VH1-CHI-CL
VL1-VL2-VH3-VL3-VH2-VHI1-CL-CHI1
VH1-VH2-VL3-VH3-VL2-VLI1-CHI ;
VH1-VH2-VL3-VH3-VL2-VL1-CL ;
VHI1-VH2-VL3-VH3-VL2-VL1-CHI-CL
VH1-VH2-VL3-VH3-VL2-VL1-CL-CHI1
VL1-VH2-VH3-VL3-VL2-VHI1-CHI ;
VL1-VH2-VH3-VL3-VL2-VHI1-CL ;
VL1-VH2-VH3-VL3-VL2-VH1-CHI-CL
VL1-VH2-VH3-VL3-VL2-VHI1-CL-CHI1
VH1-VL2-VL3-VH3-VH2-VLI1-CHI ;
VH1-VL2-VL3-VH3-VH2-VLI1-CL ;

VH1-VL2-VL3-VH3-VH2-VL1-CHI-CL

VH1-VL2-VL3-VH3-VH2-VLI1-CL-CHI ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI-CHI
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-CHI1 ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-CL ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-CL

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-CHI1-CL ;
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VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-CHI1-CL ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-CH1-L7-CL
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-CL-CHI1 ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-CL-CHI ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-CL-L7-CH]1 ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CHI
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CHI1 ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CL ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CL ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CHI1-CL ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CHI1-CL ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CH1-L7-CL
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CL-CHI1 ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CL-CHI ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CL-L7-CH]I ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-CHI
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-CHI1 ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-CL ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CL
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-CHI1-CL ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CHI1-CL ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CH1-L7-CL

VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-CL-CHI1 :
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VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-CL-CHI ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CL-L7-CH]1 ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CHI1 ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CL ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CL ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI1-CL ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CHI1-CL ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CH1-L7-CL
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CL-CHI1 ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CL-CHI ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CL-L7-CH]1 ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI-CHI
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-CHI1 ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-CL ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CL
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-CHI1-CL ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CHI1-CL ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CH1-L7-CL
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-CL-CHI1 ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-CL-CHI ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CL-L7-CH]1 ;

VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CHI
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VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CHI1 ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CL ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CL ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CHI1-CL ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CHI1-CL ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CH1-L7-CL ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CL-CHI1 ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CL-CHI ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CL-L7-CHI ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI-CHI
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-CHI1 ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-CL ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-CL
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-CHI1-CL ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-CHI1-CL ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-CH1-L7-CL
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-CL-CHI1 ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-CL-CHI ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-CL-L7-CHI ;
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CHI
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CHI1 ;
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL ;

VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL ;
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VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CHI1-CL ;
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CHI1-CL ;
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CH1-L7-CL
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-CHI1 ;
VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL-CH1 ; B
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CL-L7-CH]1 ;
Ho ik 2 RE AR T RoR 2651

VL4-VH4-CHI ;

VL4-VH4-CL ;

VL4-VH4-CHI1-CL ;

VL4-VH4-CL-CHI1

VH4-VL4-CHI ;

VH4-VL4-CL ;

VH4-VL4-CHI1-CL ;

VH4-VL4-CL-CHI

VL4-L8-VH4-CHI

VL4-L8-VH4-CL ;

VL4-L8-VH4-CHI1-CL ;

VL4-L8-VH4-CL-CHI ;

VH4-L8-VL4-CHI ;

VH4-L8-VL4-CL ;

VH4-L8-VH4-CHI1-CL ;

VH4-L8-VH4-CL-CHI1
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VL4-VL5-VH5-VH4-CHI1
VL4-VL5-VH5-VH4-CL
VL4-VL5-VH5-VH4-CHI1-CL ;
VL4-VL5-VH5-VH4-CL-CHI ;
VH4-VH5-VL5-VL4-CHI1
VH4-VH5-VL5-VL4-CL ;
VH4-VH5-VL5-VL4-CHI1-CL ;
VH4-VH5-VL5-VL4-CL-CHI ;
VL4-L8-VL5-L9-VH5-L10-VH4-CHI ;

VL4-L8-VL5-L9-VH5-L10-VH4-CL

VL4-L8-VL5-L9-VH5-L10-VH4-CHI-CL ;

VL4-L8-VL5-L9-VH5-L10-VH4-CL-CH]1

VH4-L8-VHS5-L9-VL5-L10-VL4-CHI ;

VH4-L8-VHS5-L9-VL5-L10-VL4-CL ;

VH4-L8-VHS5-L9-VL5-L10-VL4-CHI-CL

VH4-L8-VHS5-L9-VL5-L10-VL4-CL-CH]1 ;

VL4-VL5-VL6-VH6-VH5-VH4-CHI ;
VL4-VL5-VL6-VH6-VH5-VH4-CL
VL4-VL5-VL6-VH6-VH5-VH4-CHI1-CL
VL4-VL5-VL6-VH6-VH5-VH4-CL-CHI ;
VH4-VH5-VH6-VL6-VL5-VL4-CHI ;
VH4-VH5-VH6-VL6-VL5-VL4-CL ;

VH4-VH5-VH6-VL6-VL5-VL4-CHI-CL ;
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VH4-VH5-VH6-VL6-VL5-VL4-CL-CHI

VL4-VH5-VL6-VH6-VL5-VH4-CHI ;

VL4-VH5-VL6-VH6-VL5-VH4-CL

VL4-VH5-VL6-VH6-VL5-VH4-CHI1-CL

VL4-VH5-VL6-VH6-VL5-VH4-CL-CHI1

VH4-VL5-VH6-VL6-VHS5-VL4-CHI ;

VH4-VL5-VH6-VL6-VH5-VL4-CL ;

VH4-VL5-VH6-VL6-VH5-VL4-CHI1-CL ;

VH4-VL5-VH6-VL6-VH5-VL4-CL-CHI

VL4-VL5-VH6-VL6-VH5-VH4-CHI ;

VL4-VL5-VH6-VL6-VH5-VH4-CL

VL4-VL5-VH6-VL6-VH5-VH4-CHI-CL

VL4-VL5-VH6-VL6-VH5-VH4-CL-CHI1

VH4-VH5-VL6-VH6-VL5-VL4-CHI ;

VH4-VH5-VL6-VH6-VL5-VL4-CL ;

VH4-VH5-VL6-VH6-VL5-VL4-CHI-CL ;

VH4-VH5-VL6-VH6-VL5-VL4-CL-CHI

VL4-VH5-VH6-VL6-VL5-VH4-CHI ;

VL4-VH5-VH6-VL6-VL5-VH4-CL

VL4-VH5-VH6-VL6-VL5-VH4-CHI1-CL

VL4-VH5-VH6-VL6-VL5-VH4-CL-CHI1

VH4-VL5-VL6-VH6-VHS5-VL4-CHI ;

VH4-VL5-VL6-VH6-VHS5-VL4-CL ;
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VH4-VL5-VL6-VH6-VHS5-VL4-CHI1-CL ;
VH4-VL5-VL6-VH6-VHS5-VL4-CL-CHI ;
VL4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VH4-CH]1
VL4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VH4-CL
VL4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VH4-CHI1-CL
VL4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VH4-CL-CHI
VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-CHI
VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-CL ;
VH4-L8-VHS5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-CHI1-CL
VH4-L8-VHS5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-CL-CHI
VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-CH]1
VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-CL
VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-CHI1-CL
VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-CL-CHI
VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-CHI
VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-CL ;
VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-CHI1-CL
VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-CL-CHI
VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-CH]1
VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-CL ;
VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-CHI1-CL
VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-CL-CHI

VH4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-CHI
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VH4-L8-VHS5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-CL ;
VH4-L8-VHS5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-CHI1-CL ;
VH4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-CL-CHI
VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VH4-CH]1
VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VH4-CL ;
VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VH4-CHI1-CL ;
VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VH4-CL-CHI
VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-CHI ;
VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-CL ;
VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-CHI1-CL ;
VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-CL-CHI
VL4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VH4-L13-CH]1 ;
VL4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VH4-L13-CL ;
VL4-L8-VL5-L9-VL6-L10-VH6-L11-VHS5-L12-VH4-L13-CHI1-
CL
VL4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VH4-L13-CL-
CHI ;
VH4-L8-VHS5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-L13-CH1 ;
VH4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-L13-CL ;
VH4-L8-VHS5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-L13-CHI-
CL
VH4-L8-VHS5-L9-VH6-L10-VL6-L11-VL5-L12-VL4-L13-CL-

CHI ;

55 77 H(EVTHIEE BB E)

C250834PA docx

111136760 FEHESE A0202 1123022386-0



202325744

VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-L13-CH]1 ;
VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-L13-CL ;
VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-L13-CHI-
CL
VL4-L8-VH5-L9-VL6-L10-VH6-L11-VL5-L12-VH4-L13-CL-
CHI ;
VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CH1 ;
VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CL ;
VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CHI-
CL
VH4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VL4-L13-CL-
CHI ;
VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-L13-CH]1 ;
VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-L13-CL ;
VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-L13-CHI-
CL
VL4-L8-VL5-L9-VH6-L10-VL6-L11-VH5-L12-VH4-L13-CL-
CHI ;
VH4-L8-VHS5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-L13-CHI ;
VH4-L8-VHS5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-L13-CL ;
VH4-L8-VHS5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-L13-CHI-
CL

VH4-L8-VHS5-L9-VL6-L10-VH6-L11-VL5-L12-VL4-L13-CL-
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CHI ;

CL

CL

CHI ;

K

VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VH4-L13-CH]1

VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VH4-L13-CL ;

VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VH4-L13-CHI1-

VL4-L8-VH5-L9-VH6-L10-VL6-L11-VL5-L12-VH4-L13-CH]1

VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-L13-CH1 ;

VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-L13-CL ;

VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-L13-CHI-

=y EZ
—

VH4-L8-VL5-L9-VL6-L10-VH6-L11-VH5-L12-VL4-L13-CL-

o
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HIVEH 2 S AREIRELEM I 2E

HIVER 2SN REREOEM I 2E
CHI B EEEEE] ;
CLBRHIEER - H
L1~L2~L3-L4-~L5-~L6 L7 L8 ~L9~L10~L11- -LI2KLI13

Rl B RGP T

[FR°kTE34]
—REEEEZREEY) > HEaF 2B =20
HPZE AR TR ZEH
VL1-VL2-VL3-VH3-VH2-VH1-CH1-Fc :
VH1-VH2-VH3-VL3-VL2-VL1-CH1-Fc :
VL1-VH2-VL3-VH3-VL2-VH1-CH1-Fc :
VH1-VL2-VH3-VL3-VH2-VL1-CH1-Fc :
VL1-VL2-VH3-VL3-VH2-VH1-CH1-Fc :
VH1-VH2-VL3-VH3-VL2-VL1-CH1-Fc :
VL1-VH2-VH3-VL3-VL2-VH1-CH1-Fc :
VH1-VL2-VL3-VH3-VH2-VL1-CH1-Fc :
VL1-VL2-VL3-VH3-VH2-VH1-CL-Fc :
VH1-VH2-VH3-VL3-VL2-VL1-CL-Fc :
VL1-VH2-VL3-VH3-VL2-VH1-CL-Fc :
VH1-VL2-VH3-VL3-VH2-VL1-CL-Fc :
VL1-VL2-VH3-VL3-VH2-VH1-CL-Fc :

VH1-VH2-VL3-VH3-VL2-VL1-CL-Fc ;
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VL1-VH2-VH3-VL3-VL2-VHI1-CL-Fc ;

VH1-VL2-VL3-VH3-VH2-VL1-CL-Fc ;

VL1-VL2-VL3-VH3-VH2-VHI1-CHI-CL-Fc ;

VHI1-VH2-VH3-VL3-VL2-VL1-CHI-CL-Fc ;

VL1-VH2-VL3-VH3-VL2-VHI1-CHI-CL-Fc ;

VH1-VL2-VH3-VL3-VH2-VL1-CHI-CL-Fc ;

VL1-VL2-VH3-VL3-VH2-VHI1-CHI-CL-Fc ;

VH1-VH2-VL3-VH3-VL2-VL1-CHI-CL-Fc ;

VL1-VH2-VH3-VL3-VL2-VHI1-CHI-CL-Fc ;

VH1-VL2-VL3-VH3-VH2-VL1-CHI-CL-Fc ;

VL1-VL2-VL3-VH3-VH2-VHI1-CL-CHI1-Fc ;

VH1-VH2-VH3-VL3-VL2-VL1-CL-CHI1-Fc

VL1-VH2-VL3-VH3-VL2-VHI1-CL-CHI1-Fc

VH1-VL2-VH3-VL3-VH2-VL1-CL-CHI1-Fc

VL1-VL2-VH3-VL3-VH2-VHI1-CL-CHI1-Fc ;

VH1-VH2-VL3-VH3-VL2-VL1-CL-CHI1-Fc

VL1-VH2-VH3-VL3-VL2-VHI1-CL-CHI1-Fc

VH1-VL2-VL3-VH3-VH2-VL1-CL-CHI1-Fc ;

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-CHI1-Fc

VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CHI1-Fc

VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-CHI1-Fc

VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI1-Fc

VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-CHI1-Fc
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VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CHI1-Fc

VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-CHI1-Fc :

VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CHI1-Fc

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-CL-Fc

VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CL-Fc

VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-CL-Fc

VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CL-Fc

VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-CL-Fc

VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CL-Fc

VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-CL-Fc

VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-Fc

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-CHI1-CL-Fc¢

VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CHI1-CL-Fc¢

VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-CHI1-CL-Fc¢

VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CHI1-CL-Fc¢

VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-CHI1-CL-Fc¢

VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CHI1-CL-Fc¢

VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-CHI1-CL-Fc¢

VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CHI1-CL-Fc¢

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-CL-CHI1-Fc

VH1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CL-CHI1-Fc

VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-CL-CHI1-Fc

VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CL-CHI1-Fc
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VLI-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-CL-CH1-Fc ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CL-CHI1-Fc ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-CL-CHI1-Fc¢ ; B
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CL-CHI1-Fc¢
Hop#Z s KA AHR LT &R &

Fc:

VL4-VH4-CH1-Fc ;

VL4-VH4-CL-Fc ;

VL4-VH4-CHI1-CL-Fc ;

VL4-VH4-CL-CHI1-Fc ;

VH4-VL4-CHI1-Fc ;

VH4-VL4-CL-Fc ;

VH4-VL4-CHI1-CL-Fc ;

VH4-VL4-CL-CHI1-Fc ;

VL4-L6-VH4-CHI1-Fc ;

VL4-L6-VH4-CL-Fc ;

VL4-L6-VH4-CHI-CL-Fc ;

VL4-L6-VH4-CL-CHI1-Fc ;

VH4-L6-VL4-CHI1-Fc ;

VH4-L6-VL4-CL-Fc ;

VH4-L6-VL4-CHI-CL-Fc ;

VH4-L6-VL4-CL-CHI1-Fc ;

VL4-CL-VH4-CHI1-Fc ;
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VH4-CL-VL4-CHI1-Fc ;
VL4-CHI1-VH4-CL-Fc ;
VH4-CHI1-VL4-CL-Fc ;

VL4-L6-CL-L7-VH4-L8-CHI1-Fc

.
K

VL4-L6-CL-L7-VH4-L8-CHI1-L9-Fc ;

VH4-L6-CL-L7-VL4-L8-CHI1-Fc

.
K

VH4-L6-CL-L7-VL4-L8-CHI1-L9-Fc ;

VL4-L6-CH1-L7-VH4-L8-CL-Fc

.
K

VL4-L6-CHI1-L7-VH4-L8-CL-L9-Fc ;

VH4-L6-CHI1-L7-VL4-L8-CL-Fc

.
K

VH4-L6-CHI1-L7-VL4-L8-CL-L9-Fc ;

VL4-VL5-VH5-VH4-CHI1-Fec ;

VL4-VL5-VH5-VH4-CL-Fc ;

VL4-VL5-VH5-VH4-CHI1-CL-Fec ;

VL4-VL5-VH5-VH4-CL-CHI1-Fec ;

VH4-VH5-VL5-VL4-CHI1-Fc ;

VH4-VH5-VL5-VL4-CL-Fc ;

VH4-VH5-VL5-VL4-CH1-CL-Fc ;
VH4-VH5-VL5-VL4-CL-CHI-Fc ;

VL4-L6-VL5-L7-VH5-L8-VH4-CHI1-Fc ;

K

K

K

K

VL4-L6-VL5-L7-VH5-L8-VH4-CL-Fc ;

VL4-L6-VL5-L7-VH5-L8-VH4-CH1-CL-Fec ;

VL4-L6-VL5-L7-VH5-L8-VH4-CL-CHI1-Fec ;
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VH4-L6-VHS5-L7-VL5-L8-VL4-CHI1-Fc ;

VH4-L6-VHS5-L7-VL5-L8-VL4-CL-Fc ;

VH4-L6-VH5-L7-VL5-L8-VL4-CHI1-CL-Fc ;

VH4-L6-VH5-L7-VL5-L8-VL4-CL-CHI1-Fec ;

VL4-VL5-VL6-VH6-VH5-VH4-CHI1-Fc ;

VL4-VL5-VL6-VH6-VH5-VH4-CL-Fc ;

VL4-VL5-VL6-VH6-VH5-VH4-CHI1-CL-Fc ;

VL4-VL5-VL6-VH6-VH5-VH4-CL-CHI1-Fc ;

VH4-VH5-VH6-VL6-VL5-VL4-CHI-Fc ;

VH4-VH5-VH6-VL6-VL5-VL4-CL-Fc ;

VH4-VH5-VH6-VL6-VL5-VL4-CHI-CL-Fc ;

VH4-VH5-VH6-VL6-VL5-VL4-CL-CHI1-Fc ;

VL4-VH5-VL6-VH6-VL5-VH4-CHI1-Fc ;

VL4-VH5-VL6-VH6-VL5-VH4-CL-Fc ;

VL4-VH5-VL6-VH6-VL5-VH4-CHI1-CL-Fc ;

VL4-VH5-VL6-VH6-VL5-VH4-CL-CHI1-Fc ;

VH4-VL5-VH6-VL6-VH5-VL4-CHI1-Fc ;

VH4-VL5-VH6-VL6-VH5-VL4-CL-Fc ;

VH4-VL5-VH6-VL6-VH5-VL4-CHI-CL-Fc ;

VH4-VL5-VH6-VL6-VH5-VL4-CL-CHI1-Fc ;

VL4-VL5-VH6-VL6-VH5-VH4-CHI1-Fc ;

VL4-VL5-VH6-VL6-VH5-VH4-CL-Fc ;

VL4-VL5-VH6-VL6-VH5-VH4-CHI1-CL-Fc ;
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VL4-VL5-VH6-VL6-VH5-VH4-CL-CHI1-Fc ;

VH4-VH5-VL6-VH6-VL5-VL4-CHI1-Fc ;

VH4-VH5-VL6-VH6-VL5-VL4-CL-Fc ;

VH4-VH5-VL6-VH6-VL5-VL4-CHI-CL-Fc ;

VH4-VH5-VL6-VH6-VL5-VL4-CL-CHI1-Fc ;

VL4-VH5-VH6-VL6-VL5-VH4-CHI1-Fc ;

VL4-VH5-VH6-VL6-VL5-VH4-CL-Fc ;

VL4-VH5-VH6-VL6-VL5-VH4-CHI1-CL-Fc ;

VL4-VH5-VH6-VL6-VL5-VH4-CL-CHI1-Fc ;

VH4-VL5-VL6-VH6-VH5-VL4-CHI1-Fc ;

VH4-VL5-VL6-VH6-VHS5-VL4-CL-Fc ;

VH4-VL5-VL6-VH6-VH5-VL4-CHI-CL-Fc ;

VH4-VL5-VL6-VH6-VH5-VL4-CL-CHI1-Fc

VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-CHI1-Fc ;

VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-CL-Fc ;

K

K

K

K

K

K

.
K

VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-CHI1-CL-Fc ;

VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-CL-CHI1-Fc ;

VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-CHI1-Fc ;

VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-CL-Fc ;

VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-CHI-CL-Fc ;

VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-CL-CHI1-Fc ;

VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-CHI1-Fec ;

VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-CL-Fc ;
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VL4-L6-VHS5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-CHI1-CL-Fc ;
VL4-L6-VHS5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-CL-CHI1-Fc ;
VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-CHI-Fec ;
VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-CL-Fc ;
VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-CHI-CL-Fc ;
VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-CL-CHI1-Fc ;
VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-CHI1-Fc ;
VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-CL-Fc ;
VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-CHI1-CL-Fc ;
VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-CL-CHI1-Fc ;
VH4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VL4-CHI1-Fc ;
VH4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VL4-CL-Fc ;
VH4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VL4-CHI-CL-Fc ;
VH4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VL4-CL-CHI1-Fc ;
VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-CHI1-Fec ;
VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-CL-Fc ;
VL4-L6-VHS5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-CHI-CL-Fc ;
VL4-L6-VHS5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-CL-CHI1-Fc ;
VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-CHI-Fec ;
VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-CL-Fc ;
VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-CHI-CL-Fc ;
VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-CL-CHI1-Fc ;

VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-L11-CHI1-Fc ;
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Fc

Fc

Fc

Fc

Fc

Fc

Fc

Fc

K

VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-L11-CL-Fc ;

VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-L11-CHI1-CL-

VL4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VH4-L11-CL-CHI1-

VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-L11-CHI1-Fc

VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-L11-CL-Fc ;

VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-L11-CHI1-CL-

VH4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VL4-L11-CL-CHI1-

VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-L11-CHI1-Fc ;

VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-L11-CL-Fc ;

VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-L11-CHI1-CL-

VL4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VH4-L11-CL-CHI1-

VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CHI1-Fc ;

VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CL-Fc ;

VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CHI1-CL-

VH4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VL4-L11-CL-CHI1-
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VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-L11-CHI1-Fc ;
VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-L11-CL-Fc ;

VL4-L6-VL5-L7-VH6-L8-VL6-L9-VH5-L10-VH4-L11-CHI1-CL-

Fc

VL4-L6-VL5-L7-VH6-L8-VL6-1L.9-VH5-L10-VH4-L11-CL-CHI-
Fc

VH4-L6-VH5-L7-VL6-L8-VH6-L9-VL5-L10-VL4-L11-CHI-Fc ;

VH4-L6-VH5-L7-VL6-1L.8-VH6-L9-VL5-L10-VL4-L11-CL-Fc¢ ;

VH4-L6-VH5-L7-VL6-L.8-VH6-L9-VL5-L10-VL4-L11-CHI-CL-
Fc

VH4-L6-VH5-L7-VL6-L.8-VH6-L9-VL5-L10-VL4-L11-CL-CHI-
Fc

VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-L11-CHI-Fc ;

VL4-L6-VH5-L7-VH6-L8-VL6-L.9-VL5-L10-VH4-L11-CL-Fc¢ ;

VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-L11-CHI-CL-
Fc

VL4-L6-VH5-L7-VH6-L8-VL6-L9-VL5-L10-VH4-L11-CL-CHI-
Fc

VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-L11-CHI-Fc ;

VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-L11-CL-Fc ;

VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-L11-CHI1-CL-
Fc 5 B¢

VH4-L6-VL5-L7-VL6-L8-VH6-L9-VH5-L10-VL4-L11-CL-CHI-
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Fc

Hr e

VLI B RIEGEE EHIVER 25 — R ER KH#E [ 2 &
VL2 B R4S S EHIVE 3 2 58 B E o B o] &
VL3IBRENGG EHIVEH L5 =R REL K&
V04 B4R MEAES EHIVE [ 2 60U G rs B E (5 0] % [
VLS B R MG EHIVEH L H A R RE O K o] 2 &
VL6 B B AE S EHIVEH 2 8B N R E B E o i v & E
VHI AR REEES EHIVER ZF—REREH HE ] 2 &
VH2 B RS S FHIVER VS i E O EEn s
VH3 B B S EHIVEL S - R ELEEIE
VH4 B B E S EHIVEL 2 SN a B E N E T &S
VHS B RMES EHIVEH L F R RERED Hil 0] 85

VH6 By Mo EHIVER 2B N REIKES B 0 2 & |
FelhBaREIKEHE#HMNERE2 (CH2) - REIKEHEH#N

(CH3) R AR AL < T BREE B R Y (& 38

T

CH1 By A E&E]
CLAEHEER  H

L1 ~L2~L3~L4~L5~L6~L7 -L8~L9 - LI0KLI1E I

o

s KIH35]

—REfEGEE I HEARML TR ZER
VL1-VL2-VL3-VH3-VH2-VH1-CH3-CH3 :
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VH1-VH2-VH3-VL3-VL2-VL1-CH3-CH3

VL1-VH2-VL3-VH3-VL2-VHI1-CH3-CH3

VH1-VL2-VH3-VL3-VH2-VL1-CH3-CH3

VL1-VL2-VH3-VL3-VH2-VHI1-CH3-CH3

VH1-VH2-VL3-VH3-VL2-VL1-CH3-CH3

VL1-VH2-VH3-VL3-VL2-VHI1-CH3-CH3

VH1-VL2-VL3-VH3-VH2-VL1-CH3-CH3 ;

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-CH3-CH3

VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-CH3-CH3

VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-CH3-CH3

VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-CH3-CH3

VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-CH3-CH3

VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-CH3-CH3

VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-CH3-CH3

VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-CH3-CH3 ;

K

K

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-CH3-CH3

VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CH3-CH3

VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CH3-CH3

VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CH3-CH3

VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CH3-CH3

VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CH3-CH3

VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-CH3-CH3

VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CH3-CH3
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VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VH1-L6-CH3-L7-
CH3 ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-CH3-L7-
CH3 ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VH1-L6-CH3-L7-
CH3 ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-CH3-L7-
CH3 ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-CH3-L7-
CH3 ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-CH3-L7-
CH3 ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VH1-L6-CH3-L7-
CH3 ; =¢

VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-CH3-L7-

CHS3 ;

o

VLIUBHRMES EHIVES 26— S RRE LK TEE ;
VL2 BHRMES EHIVES 2 6 GRRELKETEE ;
VL3 BHRMES FHIVES 2 = G RRE LK TEE ;
VHI B R ESFHIVEL 28— S RRED BHTEE |
VH2 B R ES FHIVEL 28 G RREL BHTEE |
VH3 BB R ESFHIVEL Y S G BRED BHTEE |

55 92 H (EHTHIEE M EEE)

C250834PA docx
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CH3 iR iREHHBEIEERES » H
L1~L2+L3+ L4 L5 L6RL7EEERERHET -
[F7°kTE36]

—HERREaZREEY  HEaF -2 - B_ZHEE

1]
W

ik
HpZE—2REAM T RoR 2651
VL1-VL2-VL3-VH3-VH2-VHI ;
VHI1-VH2-VH3-VL3-VL2-VLI1 ;
VL1-VH2-VL3-VH3-VL2-VHI ;
VH1-VL2-VH3-VL3-VH2-VLI1 ;
VL1-VL2-VH3-VL3-VH2-VHI ;
VHI1-VH2-VL3-VH3-VL2-VLI1 ;
VL1-VH2-VH3-VL3-VL2-VHI ;
VH1-VL2-VL3-VH3-VH2-VLI1 ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1 ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1 ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1 ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1 ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1 ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI ; 5
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VLI1 ;

Ho ik 2 RE AR T RoR 2651
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VL4-VLS5

VL4-L6-VL5 ;

VL4-VL5-VL6 ;
VL4-L6-VL5-L7-VL6 ;
VL4-CL ;

VL4-L6-CL ;

VL4-VL5-CL ;
VL4-L6-VL5-CL ;
VL4-L6-VL5-L7-CL ;
VL4-VL5-VL6-CL
VL4-L6-VL5-L7-VL6-CL ;
VL4-L6-VL5-L7-VL6-L8-CL ;
VL4-CHI ;

VL4-L6-CHI

VL4-VL5-CHI
VL4-L6-VL5-CHI ;
VL4-L6-VL5-L7-CHI ;
VL4-VL5-VL6-CHI
VL4-L6-VL5-L7-VL6-CHI ; 5§
VL4-L6-VL5-L7-VL6-L8-CHI
Hp R =2 REAMLI T RoR 2651 ¢
VH4-VHS |

VH4-L9-VHS ;|
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VH4-VH5-VHG6 ;
VH4-L9-VH5-L10-VHG6 ;
VH4-CHI

VH4-L9-CHI ;

VH4-VHS5-CHI ;
VH4-L9-VHS5-CHI1
VH4-L9-VHS5-L10-CHI ;
VH4-VH5-VH6-CHI ;
VH4-L9-VHS5-L10-VH6-CHI ;
VH4-L9-VHS5-L10-VH6-L11-CHI1
VH4-CL ;

VH4-L9-CL ;

VH4-VHS5-CL
VH4-L9-VHS5-CL ;
VH4-L9-VH5-L10-CL ;
VH4-VH5-VH6-CL
VH4-L9-VHS5-L10-VH6-CL ; B

VH4-L9-VHS5-L10-VH6-L11-CL

e

VLI BREMEEGEHIVE ZE — R RERKHE T2 & |
VL2 B REMEa EHIVER 23 R RERKHE T Z &
VL3RR EMEGEHIVEH Z B =R REAKHE T Z & |
VLA EEE G EHIVER 2B VU R ERE B K o 2 &
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PET

[55°K7H37]
—HEREEZREEY > REEF 2K - F %

ik

VLS B RS 2 HIVE D 2 AR E ] &
VL6 B RS & EHIVE B 255N % BRE 0 K 0] # (&
VHI B B E S EHIVED VS — R R E O B S5
VH2 B B S EHIVEH 2 F R E N E s
VH3 B RN ESEHIVEL VS - o B E O EET &
VH4 B B E S EHIVEL 2 SN a B E N E T &S
VHS B B Ea 2 HIVED Y B A RERED EH 2 E
VH6 B RIS EHIVEO ZEANREREO EH 2 E
CHI B EEFEE]

CLAEHEER  H

L1 ~L2~L3~L4~L5~L6~L7 -L8~L9 - LI0KLI1E I

HPZE AR TR ZEH
VL1-VL2-VL3-VH3-VH2-VHI1-Fc ;
VH1-VH2-VH3-VL3-VL2-VL1-Fc ;
VL1-VH2-VL3-VH3-VL2-VHI1-Fc ;
VH1-VL2-VH3-VL3-VH2-VL1-Fc ;
VL1-VL2-VH3-VL3-VH2-VHI1-Fc ;
VH1-VH2-VL3-VH3-VL2-VL1-Fc ;

VL1-VH2-VH3-VL3-VL2-VHI-Fc ;
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VH1-VL2-VL3-VH3-VH2-VLI1-Fc ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-Fc ;
VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-Fc
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-Fc ;
VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VL1-L6-Fc :
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-Fc ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-L6-Fc
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-Fc ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-L6-Fc :
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-Fc ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VH1-L6-Fc :
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-Fc ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VL1-L6-Fc :
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-Fc ;
VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-Fc :
VH1-L1-VL2-1L2-VL3-L3-VH3-L4-VH2-L5-VLI1-Fc¢ ; B
VHI1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc :
Ho ik 2 RE AR T RoR 2651

VL4-VLS5

VL4-L7-VL5 ;

VL4-CL ;

VL4-L7-CL ;

VL4-CHI ;
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VL4-L7-CHI

VH4-VHS |

VH4-L7-VHS

VH4-CL ;

VH4-L7-CL ;

VH4-CHI

VH4-L7-CHI ;

VL4-VL5-VL6 ;
VL4-L7-VL5-L8-VL6 ;
VL4-VL5-VL6-CL
VL4-L7-VL5-L8-VL6-CL ;
VL4-L7-VL5-L8-VL6-L9-CL ;
VL4-VL5-VL6-CHI
VL4-L7-VL5-L8-VL6-CHI
VL4-L7-VL5-L8-VL6-L9-CHI1
VH4-VH5-VHG6 ;
VH4-L7-VHS5-L8-VHG6 ;
VH4-VH5-VH6-CL
VH4-L7-VH5-L8-VH6-CL
VH4-L7-VHS5-L8-VH6-L9-CL
VH4-VH5-VH6-CHI ;
VH4-L7-VHS5-L8-VH6-CH1 ; ¢

VH4-L7-VH5-L8-VH6-L9-CHI
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Hp R =2 REAMLI T RoR 2651 ¢
VH4-VHS5-Fc ;

VH4-L10-VH5-Fc ;
VH4-L10-VH5-L11-Fc ;

VH4-CHI-Fec ;

VH4-L10-CHI-Fc ;
VH4-L10-CHI1-L11-Fc ;

VH4-CL-Fc ;

VH4-L10-CL-Fc ;
VH4-L10-CL-L11-Fc ;

VH4-VHS5-Fc ;

VH4-L10-VH5-Fc ;
VH4-L10-VH5-L11-Fc ;
VH4-VH5-VHG6-Fc ;
VH4-L10-VH5-L11-VHG6-Fc ;
VH4-L10-VH5-L11-VH6-L12-Fc ;
VH4-VH5-VH6-CHI1-Fc ;
VH4-L10-VH5-L11-VH6-CHI1-Fc ;
VH4-L10-VH5-L11-VH6-L12-CHI1-Fc ;
VH4-L10-VH5-L11-VH6-L12-CHI-L13-Fc ;
VH4-VH5-VH6-CL-Fc ;
VH4-L10-VH5-L11-VH6-CL-Fc ;

VH4-L10-VH5-L11-VH6-L12-CL-Fc ;
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VH4-L10-VH5-L11-VH6-L12-CL-L13-Fc
VL4-VL5-VL6-Fc ;
VL4-L10-VL5-L11-VL6-Fc ;
VL4-L10-VL5-L11-VL6-L12-Fc
VL4-VL5-VL6-CHI-Fc ;
VL4-L10-VL5-L11-VL6-CHI1-Fec ;
VL4-L10-VL5-L11-VL6-L12-CHI1-Fc ;
VL4-L10-VL5-L11-VL6-L12-CHI1-L13-Fc ;
VL4-VL5-VL6-CL-Fc ;
VL4-L10-VL5-L11-VL6-CL-Fc ;
VL4-L10-VL5-L11-VL6-L12-CL-Fc¢ ; 2
VL4-L10-VL5-L11-VL6-L12-CL-L13-Fc
e
VL1 & E 14
VL2 R 14

VL3 R 14

Ak

ufit

HIVE B 255 - RE KR H v 2
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WM M
E R B O
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O O o8 ok Ul+
D> o ooy ooy o> o> oo o> o> o

<
an
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a:d‘
g
)
ﬁ
28
ufit

HIVEEH 25 REEKE H B # 1 &
HIVEEH 25 = REKEH B # 1 &

<
an
[UV]
ﬁ
ﬁ
28
ufit

S
S
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S
S
S
S
S
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ik

VHS Bfr RS S
£ A
0=

VHO6 By %4

CH1 By A E&E]
CLAEHEER  H

FZHIVEH B A REREHEHE T EE

ZHIVEHZHE X

GIEREL R RE ;
Felyfl & R ERE O RMEEE2 (CH2) - AEERE & &M EE)
(CH3) R 18 0 AL 2 S P BRE (9 33 AT B

L1~L2~L3-L4-~L5-~L6 L7 L8 ~L9~L10~L11- -LI2KLI13
Rl B RGP T
[F7°kTE38]

—HNRGEEZREEY > HEE2F 2K %

HpZE—2REAM T RoR 2651

VL1-VL2-VL3-VH3-VH2-VHI1-Fc
VHI1-VH2-VH3-VL3-VL2-VLI1-Fc
VL1-VH2-VL3-VH3-VL2-VHI-Fc
VH1-VL2-VH3-VL3-VH2-VLI1-Fc
VL1-VL2-VH3-VL3-VH2-VHI-Fc

VH1-VH2-VL3-VH3-VL2-VLI1-Fc

VL1-VH2-VH3-VL3-VL2-VHI-Fc ;

VH1-VL2-VL3-VH3-VH2-VLI1-Fc

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-Fc ;

.
K

K

.
K

VL1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VHI1-L6-Fc

VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-Fc ;
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VHI1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VLI1-L6-Fc
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI1-Fc ;
VL1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VHI-L6-Fc
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VL1-Fc ;
VHI1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VLI1-L6-Fc
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-Fc ;
VL1-L1-VL2-L2-VH3-L3-VL3-L4-VH2-L5-VHI1-L6-Fc
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-Fc ;
VHI1-L1-VH2-L2-VL3-L3-VH3-L4-VL2-L5-VLI1-L6-Fc

VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-Fc ;

VL1-L1-VH2-L2-VH3-L3-VL3-L4-VL2-L5-VHI1-L6-Fc :

K

VH1-L1-VL2-1L2-VL3-L3-VH3-L4-VH2-L5-VLI1-Fc¢ ; B

VH1-L1-VL2-L2-VL3-L3-VH3-L4-VH2-L5-VL1-L6-Fc
HPZH 2 EAmR TR 26

VL4-VL5-Fc ;

VL4-L7-VL5-Fc :

VL4-L7-VL5-L8-Fc ;

VL4-CL-Fc :

VL4-L7-CL-Fc ;

VL4-L7-CL-L8-Fc :

VL4-CH1-Fc :

VL4-L7-CH1-Fc ;

VL4-L7-CHI1-L8-Fc ;

55 102 H(EHAHEHHERE)

C250834PA docx

111136760 FEHESE A0202

.
K

1123022386-0



202325744

VH4-VHS5-Fc ;

VH4-L7-VHS5-Fc ;
VH4-L7-VHS5-L8-Fc ;

VH4-CL-Fc ;

VH4-L7-CL-Fc ;
VH4-L7-CL-L8-Fc ;

VH4-CHI-Fec ;

VH4-L7-CHI-Fc ;
VH4-L7-CHI1-L8-Fc ;
VL4-VL5-VL6-Fc ;
VL4-L7-VL5-L8-VL6-Fc ;
VL4-L7-VL5-L8-VL6-L9-Fc
VL4-VL5-VL6-CL-Fc ;
VL4-L7-VL5-L8-VL6-CL-Fc ;
VL4-L7-VL5-L8-VL6-L9-CL-Fc ;
VL4-L7-VL5-L8-VL6-L9-CL-L10-Fc ;
VL4-VL5-VL6-CHI-Fc ;
VL4-L7-VL5-L8-VL6-CHI-Fc ;
VL4-L7-VL5-L8-VL6-L9-CHI1-Fc ;
VL4-L7-VL5-L8-VL6-L9-CHI1-L10-Fc ;
VH4-VH5-VHG6-Fc ;
VH4-L7-VH5-L8-VH6-Fc ;

VH4-L7-VH5-L8-VH6-L9-Fc ;
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VH4-VH5-VH6-CL-Fc ;
VH4-L7-VH5-L8-VH6-CL-Fc ;
VH4-L7-VH5-L8-VH6-L9-CL-Fc ;
VH4-L7-VH5-L8-VH6-L9-CL-L10-Fc ;
VH4-VH5-VH6-CHI1-Fc ;
VH4-L7-VH5-L8-VH6-CHI1-Fc ;
VH4-L7-VH5-L8-VH6-L9-CHI1-Fc¢ ; B¢
VH4-L7-VH5-L8-VH6-L9-CHI-L10-Fc ;
Hp R =2 REAMLI T RoR 2651 ¢
VH4-VHS |

VH4-L11-VHS ;

VH4-CHI

VH4-L11-CHI ;

VH4-CL ;

VH4-L11-CL ;

VH4-VHS |

VH4-L11-VHS ;

VH4-VH5-VHG6 ;
VH4-L11-VH5-L12-VH6 ;
VH4-VH5-VH6-CHI ;
VH4-L11-VH5-L12-VH6-CHI ;
VH4-L11-VHS5-L12-VH6-L13-CHI1 ;

VH4-VH5-VH6-CL

55 104 HEEHAHEHHERE)
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VH4-L11-VH5-L12-VH6-CL
VH4-L11-VH5-L12-VH6-L13-CL

VL4-VL5-VL6 ; VL4-L11-VL5-L12-VL6 ;

VL4-VL5-VL6-CHI ; VL4-L11-VL5-L12-VL6-CHI ;

VL4-L11-VL5-L12-VL6-L13-CHI1 ;
VL4-VL5-VL6-CL
VL4-L11-VL5-L12-VL6-CL ; ¢

VL4-L11-VL5-L12-VL6-L13-CL ;

Horp e

VL1 Bt B4 & S HIVE (2 5 — s bk (3 550 v 2 (5
VL2 B4 RV E S EHIVE A 2 F BB E [ i il n
VL3 B RS EHIVE L Y % = @R E o 85 0] % [
VL4 B BME4E S EHIVE [ 2 5 00 G s bR [ 6 g 0] 8% (&
VLS B RS EHIVE L 2 % A G R E o 85 0] % [
VL6 B4 EME S EHIVE 2 E NG ek E [ i o) 2 (&
VHI B RS S EHIVEO VS — @i E O EEn & E
VH2 B RS S EHIVEL VS B E O EET &
VH3 B B S EHIVEL S - R ELEEIE
VHA B RS S EHIVE O 2 S0 ek E (0 E i) & 5
VHS Bfp B EHIVES LSRR EREOE#H A 2 &

VH6 By Mo EHIVER 2B N REIKES B 0 2 & |
CEREHHE# K

FelhBaREIKEHE#HMNEE2 (CH2)
(CH3) R 1% M A < R BREE B #5 a HY [& Je,
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CH1 By A E&E]

CLAEHEER  H

L1~L2~L3~L4~L5~-L6~L7~L8~L9~L10~L11~L12KLI3
ol B R P T
[55°K7E39]

MEE KA E38FE—IHZPURGEE L RESY) > HfVHL ~ VH2
VH3 R VHARF EM G 2 AFHIVER » 3G a 2MHEHIVES EZ A
FURRES
[55°K7H40]

MEE KA E38FE—IHZPURGEE L RESY) > HfVHL ~ VH2
VH3 » VHA R VHS R EMEEEAFEHIVEY - &G 2MEHIVES E
ZAFPURAEE -

[55°KTH41]

MEE KA E38FE—IHZPURGEE L RESY) > HfVHL ~ VH2
VH3 ~ VH4 ~ VH5 Rk VHOFF EME T £ A FEHIVER » =&EE £ MEHIV
EH EZAFRPURAES -

[55°KTH42]

MEFE KA B P E-IHZRFEGEZRESY) - HFVLL -~ VL2
VL3R VLA M E G EAFHIVEH > &G 2MHEHIVES EZAH
FURRES

s oKTH43]
MEFE KA B P E-IHZRFEGEZRESY) - HFVLL -~ VL2

VL3 » VLAR VLS EMEE 2 A HHIVER - KEEE2MHEHIVES E
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Z A EFR R EE -
[55°K7H44]

WEEKFN 24P E—HREE&E G RESY » HPVL] -~ VL2 -
VL3 ~ VL4 ~ VLS R VLR £ M & 2 A EHIVEH @ W& & £ EHIV
B EZ REUR R EE
[55°K7H45])

WMEEKIFN E238FHE—IHZ R E S ZREEY » HfVHI » VLI -
VH4 R VLA R4S EMHEHIVEH  VH2 ~ VL2 ~ VH5 B VLS5 214
6L EMEHIVEH » HVH3 ~ VL3 ~ VH6 B VL6 145 & £ 8 [FHIV
£H -

[55°K7H46]

WMEFERKEN 24SFHE—HHREESEMESTREEENEEY » H
FZHIVED FHIVEEZED - HIVEEED - HIVY) g & 0 sCHIVE B
£H -

[55°K7H47])

WEFERKEI B4 E—H IRGE S EMETREEETNEEY » H
FVHI1 + VH2 - VH3 « VH4 « VH5 & VH6F 2 — 5 £ & f1 & BASEQ ID
NO:20-23 2T —F BEH £/090%— M ~ £/095%— B4 5100%— %
MRy R AL B 3] -

[55°K7H48])

WEFERKEI B4 E—H IRGE S EMETREEETNEEY » H

FVLI -~ VL2 ~ VL3 ~ VL4 ~ VL5 E VL6 2 — 5 % ¥ f1 & BISEQ ID

NO: 2427 7 {F—F B AH E/090%— M ~ £/095%— B M:50100%— 2
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PERY R BB P A -
iAKIE49]
WEHEKHEIZ8HE—TH RS S ZNEDLRGEEZMNEEY - H
bR E O EE S R - PR - TR - sSHAES -
[35°K3E50]
WEHEKHEIZ49FE—TH RS S ZNEDLRGEEZMNEEY - H
b FLI-L2-1L3-L4~L5-0L6-L7~L8-L9-~L10-L11 - L12F/
SL13 B HL AR 2 8IS0E AR ERE -
[F°KkIE51])
WEHEKHEIZS0RE—TH RS S ZNEDLIREGEZMNEEY - H
ha#E Ll L2-1L3-L4~L5-0L6-L7-~L8-~L9-~L10-L11 - L12F/
sGL136 & B A B Fr 5llg ~ a ~ gss ~ asg ~ ggssg ~ gssgs ~ gtvaa ~ asggs
astgg - asggsg ~ ZESZESSPSS ~ SZESLSSLYS © ZYSZLPSPSZLYSAsSESY
gESZESZSZLRLSASLSE ~ ZRLSSZLLLSZLSLSLLSLS LY SLLSLSLZYLZSasgsg °
gELSSLYSYSZLSLSZLSLS * SZESSZLSZSZLSLSLESLSSY °
gSESSZRLYSZLSLSLLSLSSY
g2LESESLRSPLESSZLLLSLYLLSLLLLSZLRLSLLLLS °
g2LeESEELLSZLYLSLLLLSLYLYSLLLLSZLRLSLLL LS °
g2LESESLRSZLESSZLLLSLZLRSZLLLSZLZLSLELESSSS
g2LESLSLRSZLYSSLELLSLLLYSLLLLSZLZLSLZLYSSSSZS ~ g2sgL °
gsggsagsgsggggsasgsg ~ ggggsfrgsggsggsgsggggsasgsg (SEQ ID NO:1-
19 % 100-107)EBSEQ ID NO:1-19 % 100-107F 2 F—F B HE/050% -

£/060% ~ £/070% ~ £/080% ~ £/D9I0%EE/VIS%— RIS o
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m 5% S5 P s B R 1 e s SR M

R EERED

WEFERHFIE22FE—HZ &S ENENRREE L NEEY - &
d 5% 55 e AL B i R 2 AL EI AV TR R R B 4 -
[F5°KIHS4]

WEFERHFANR2S3FE—HZBFE& S S NENREELNEEY - &
FazFcl@ & 2 /b — @ B o
[E5°KIHS5])

WEF K4 2R E G L IESY) - H
IgG1E(1gG4Pife Az B EE s

(i) S354CKT366W .~ ¥ BLfLLL K Y349C ~ T366S ~ L368A K Y407V
PASN: vk

(ii) L234A ~ L235A & P239A 7 [1E(L

(iii) L234A K L235A 7 [THLFL 5

(iv) M428L & N433S 7 [FHUfE

(v) M252Y ~ S254T & T256E 7 [THLfL 5 5

%

HR&E G 2 KA

i

=) Ry

i
oy

(vi)HgH &
ZAEE A BN EUSRSE T2 -
[55°KIE56]

WMEFEKHAIE2SSPE—HIZAFE G HREMESEZREEY > K

TRMRGEE D NEPIREGEE ZMESYE & T EHTEC -
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WEERIES6 2 iR &5 & IR & ZIE &Y » H iz ol &R
SEC R T MR D ~ (BB SRR ~ EOBARAD - IRECINES - sUHES -
[553KTE58]

WEEKRIEST 2 R &S & RS S ZIE Y » Pz IES
R &A1 22 491018 4H B B2 T AL dH o Y B aH B P 1R 48 ©
[553KTE59]

WEERKIESS 2 R a N MFESE S ZIE Y » HhZ Tk
i 152 48 FE &Y 8 (B 4H b7 R 78RR 4H Bk -

[553KTE60]

WEFEKBE1 259 FE—H s RE S ZNERTIRESZNEESY > H
FEIRESZNETIRE S ZINE S BEER G o BURE-EYEay
(ADC) »

[Z53KkTE61]

WEEKIEOO 2 iR &5 & I RE & ZIESY » P EZER R

AT MR - REPEEGE - kEFEOaEED - HHES -
[353KkTE62]

WEEKEI 261 HE—IH o MFRE S ZNERTRESZNEESY > H

LA&J10 pMZE 1 pMHEY P #r ik s 2(Kp)éE & £HIVEH ©
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—HENENRENRESR K HESWEREIZ2FE—IH ZHUR

GadINETREEZIESY) -

[55°KTH64]

+
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WEF KA Z PLAS PR &G & R Bz - Pz Pise BlegG ~ [gM »
IgE ~ IgATZIgD -
[55°Kk7EH65]

WERKIAA Z Hiss S H MR & R B > HPazlgGRlegGl ~ 1gG2 -
IgG3ekIgG4 -
[55°K7H66]

WERKIHO3 il ARG & R B - K #ZRE &R B AFab »
scFab -~ Fab' ~ F(ab'), ~ FvE{scFv °

[55°K7H67]

WER KA P HPIRGE G R > AT s NERAMEL
AN
[55°K7H68]

—FELRL - HEBISEQ ID NO:32-47 ~ 84 ~ 86 ~ 88 ~90 ~92 ~ 94 ~ 96
Fo8d »E—FHEHFZE/LI0%—E M ~ 2/D95%—EMEE100%—E M -
[3E°KIH69 ]

—FESLRL > HF#SEQ ID NO:48-59 ~ 85~ 87 ~ 89 +~91 ~93 95 -
0T K99I ZHE—FH EH2/D90%—Z M -~ £2/095%— B H:E100%—E M
T B RS -
[3E°KIH70]

—MEEZER  HEBUFRKBEIZ2FE—IH RREE S LR
RéE G IEEY) -
[E°KIHT1]

—fE B E R 0 HBISEQ ID NO:48-59 ~ 8587~ 89~ 91 ~ 93 -
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95 ~ 97 99t Y (F—E B A E/D90%—F M « ©/095%—FMEE100%—
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— B > H4 B BISEQ ID NO:32-47 ~ 84 ~ 86 ~ 88 ~ 90 -
92~ 94~ 96 K98 £ —F HEAF £ /L0%—E M - £ /DI5%— M

100%— 2 BV 2 BK -

[55°KTH73]
—HEERE > HESWHEKIET0E72FE-H L EZ TR -
[55°KIH74]

—HE7E EAAE - HE S W KIHT0R 7200 {E— 10 2 B F B AR
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—HER &R Z AR (CAR) » HESWEFKHI 262 E—IH 2 /R4S

EFRERREE 2 REEY) -

[55°KIE76]
— R AIAE > HEE W KIHTS ZCAR -
s KIHTT]

—HEREFEELY > HEsOWHFKHI 22T E—H ARG 2K
ERG e ZIRESY) ~ WEKE3 R THE—IH Z R ETIFEE S
b &~ AIEEOKIE68E69 2 Z Ik ~ MEEKIETOET2FE—H L FEZHR -
EEKIAT3 2888 ~ WERKIAT4. 275 E40RE ~ A5R°KIHT5 ZCAR ~ MR
KIAT6 Z S diifE ~ G » R (1) B EEEE b I 52 7 s -

[55°KTH78]
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—EEE  HES5EKHEI 262 P E—IH 2 HRE S 2R RE
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A CKIH68E69 2 Ik ~ WEFKIATOR 729X —IH Z B H B ~ W35 °KIH
732 HAS ~ WEEKIATAZTE EAIAE ~ MWEFKIHTS ZCAR ~ WIEEKIHT6.Z
RN - WEREKIETT 2B EEH ) ~ HEE -

s oKIHT9]

— AR TEN N R sk = waE (HIV) G Z A EIEEEE"
B2 e f BB R A W E L WA SKIH T 262X —IH Z PR & Z KDL
F&EGZRESY ~ WFEKHSETFE—H PR EMARE S
Fe ~ WIEASKIH68E69 2 ik ~ WEFKIHT0OE 20 {E—IH 2 B R ~ A0
sm KIHT3 Z EAS ~ WEF°KIH74 278 4 ~ WSFKIATS ZCAR ~ 455>
JHT6 Z R E A ~ 055 °KIHTT 2B EEH ) ~ BiHM & o

[55°K7H80]
WERKIATI 257 » E Az HIV AHIV-1
s oKTH81]
— SR R R RESRZE R (AIDS) 2 h A HEERAR
B2 e f BB R A W E L WA SKIH T 262X —IH Z PR & Z KDL

FEEGZRESY) ~ WEFEKIAEOTHE—IH Z iR H i JH &
Fe ~ WIEASKIH68E69 2 ik ~ WEFKIHT0OE 20 {E—IH 2 B R ~ A0
sm KIHT3 Z EAS ~ WEF°KIH74 278 4 ~ WSFKIATS ZCAR ~ 455>
JHT6 Z R E A ~ 055 °KIHTT 2B EEH ) ~ BiHM & o
[55°K7H82]

— B R ETHIAIDSHBIE S IE(ARC) Z A » HEBRAFREL
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(Efe % BB AN E 2 WeE KIE1 2629 E—IH Z HUIR & & % KT R &5
B RESY) ~ WEERBE3ETHE—H TR NHERREEERE -~ W@
iR CKIHO68E69 2 Ik ~ MR KIFT0 R 72T {E—TH ZEZHBE - 5 KA
732 HAS ~ WEEKIATAZTE EAIAE ~ MWEFKIHTS ZCAR ~ WIEEKIHT6.Z
RN - WEREKIETT 2B EEH ) ~ HEE -

[55°K7H83]

— AR ECTHITHI VAR 2 g R 2 5% » HE S e A FEE L (E
AR AN E ZWMFEKHLEZ2PE—H I FGEE XSS
ZIKEEY) ~ WEFEKHEI TP E—IH iR EMIEEE R & - W55
SKIH68E69 2 Ik ~ WIEFKIATOR T2 {E—TH Z B HBE - 55 KIHT3
ZELRS - WEFORIATA 215 E AR ~ 4055 °KIHTS ZCAR ~ WIEEKIATO Z %
TEAAE ~ WEEKIATT 2B ERHEY) ~ RHEE -
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