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3, o] ATl GUS &l o] fHzte ZrRE 248 vehlE A& gelskelt.
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Ticd0 Toc75, CIA2, GLK, Stromal 70-kD Heat Shock Protein, Glutamine Phosphoribosyl Pyrophosphate
Amidotransferase, Chloroplastic Adenylate Kinase, Differential development Of Vascular associated
cells 1, Phosphoenolpyruvate-Phosphate Translocator, Carbamoyl Phosphate Synthase subunit, 3343 3
HE FHAAZEA oA PEP carboxylase, Magnesium Chelatase H subunit, Magnesium Chelatase I subunit,
Magnesium Chelatase D subunit, Chlide a monooxygenase, glutamyl-tRNA reductase, NADPH:Pchlide
oxidoreductase, glutamic acid 1-semialdehyde aminotransferase, Uro-II1 decarboxylase, Mg-Proto-IX
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T 78 LOC_0s02g03670 Ak ATGSE 2Kb T2 REE YehlE Eolu).

T 88 LOC_0s02g03670 ZZEE GUS A& A=2S 9 AFgd e o] tlolo]jaae el Folu),

Wy A7 Hek A g
ot A, AAeE Fatol L wHe Bs PAs APsII @k, 2y, olde] ANdE wge s
$7] 918 alAlel B, olo] oja] ¥ wyel Mok AFHE AL ok,

AN 1> g E= E7] SolHoz BAHE B FA4 U 43

[e5

d e ZF7)d Boldor Wdste FHAE Ay f1ste], FUlE mlolA 2o o] dlo]EjH o]~ NCBI
GEO(http://www.ncbi.nlm.nih.gov/geo/) oA FHE 983%F< H olydEZ A wlo]m2ol# o] (affymetrix
microarray) A5E 1770 7|3/ Z2AER Adste] fda G 248 dolgHolAs 55T

o]& 3 1° YERHAT.

F 1 71/ 2AEE A" A 2 248 vlolEHol A

=4 RS e
I el /R AE 10
2 %9 129
3 =9 121
4 Ha 150
5 +(shoot) 164
6 =7] 8
7 A 27HWhole_internode) 9
8 A(SAM) 27
9 AZF27}19| (Panicle) 112
10 A=0] o eveloping anther) 36
. 2= Zuk(Mature_anther) 37
12 A/ gemd 17
13 a7 ¢]3}d(Palea lemma) 4
14 Ivl] ol 32
15 v (Embryo) 3
16 g3 (Embrvo sac) 27
7 ol -7 (Endosperm) 15

K-means clustering ¥4 W& olfate], A7 % 1o] AANE §274 2@ BAE dolHmols 5 o 2 =
A W] Be FA4 15 Lelagit,

ol mlo]lm ol o] AE BAE AT EYo]C] MeVel K-means clusterlng A WS ARESte] sksleH,
7|3 /22 ] A4S dlolHuo)l s F Y FT)olA Bde] AR 547 Fo] FHA = A
O AFRE T 1o YeEhTh

1o el Hlo}

<AAld 2> A H SV $AFHI RAA WY Z=RE trap AT A

X2 RE A8 vectordl pGA2707, pGA2715, pGA2717, pGA27729] T-DNA L 2% dutd A
FARZE ol 3] 7] wiEol, T-DNAZF f-dA7F 3= W) 4uger 22wy Fuld 4hglo] ¥
LS B ZERY @42 4 F A

271 S Fatel, T-DNAZE AFgsl W Alsol tigh inverse-P(R B 971X E A4S 3sho] diif 2= T-DNA 4F
A AATE B QA Gl Aol Hlen, Ea(ds st Bfsta = tiEF W Al 1/2¢0 S
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Az} 7] 547F 9 A} F7] FAH FHAAZEE locus id olEFS 7AW FAHoZ ZTZHEI) trap®d
ASES FAT = ATt olE F3lA, 250F 9] FHR el gk 280709 ZRRE trap AlEe] AHEEAT.
<AA 3> G6US FAEE B3 4 E E7] 44 Td {HAAY 71F 5olF #d 4
AdE FHEAY] 71 Bolds ERlsty] flstel, dit V|4 S$AHeR ddE= 2507 FAXEC g
2800] LRWE trap AEES FAZ 10714 28TolA 747 wlL3t & & AAS GUS 94 28 st
GUS & 0.5M sodium phosphate buffer 200ml, 12.5mM potassium ferricyanide 100ml, 12.5mM potassium
ferrocyanide 100ml, O.5M EDTA 20ml, 10% Triton X-100 50ml, 10ml 2] DMSO (dimethyl sulfoxide)el] =<1 X-

gluc 1g¥} Methanol 200mlE Yil &FF=E 1L9 BIE 9o AxFHIJT. ZF AEY AEAS 25 15mlY
GUS A Nof 24A17F ] 3+ 5 70% o eh-23} 100% oSS <=x}X o7 o] g3lo] Ao A3 AT).

=

I AT, GUSEAS AT 280017 AT 7FEu 36A1F 0l GUS wao] gFArt. 1 5, T-DNAY Aol A

Wako 7 o] Rolzl 2B5AES Ayt

<HAAd 4> g E F7] $437 dES Hols AEEY GUS &I} T-DNA EX9] co-segregation A

71 AEE 25 Al W FAE NSO HHX] o 28TollA 7AIF ATt olFA Wit 7L MAES A

100mg e AFste] AAAiol FE7F F HAetar oo AR GUS Gl ALgS . E2 € olelA CTAB

buffer (CTAB 10g, NaCl 40.91g, 0.5M EDTA(pH8.0) 20ml, PVP 10g¥} ascobic acid 0.44gS Y31 22 500ml

< 2 ZASATHE o838l DNAE FE3F3 .

H 25 AZ9 W ZEA oA DNAZ 3=Z3}gor, 1 F A8 1B-21622% LOC_0s02¢03670 §-Ax}e] T HA|

2of GUS reporter FAA7} AdE AZTOZ T-DNA A 9% GH A w50z Zglolw(Ags 2 2
H3F 3)9F NGUST Zlolm(MEHE 4)Z o] 83le] P(RE FdE 42 3st9dtl. LOC_0s02g03670 A<k W

Al AR 2 oEE AEe = 2 9 AEdEE 5o YeEhgdler AMEE ZgolwE 7] E 20 YERAT

F 2. 1B-21622¢] ZajolH

Zelols HH A 4L(5'-3"

1B-21622-T(A¥9HF2) | TTTCTCAGCAGGGACAAAGC
1B-21622-R(4 9 73) | AAGGGCAACTACACTGGTGG
NGUSL(HEHE4) AACGCTGATCAATTCCACAG

L 29 12 AEds 59 7wEHHE 88W WA 156We|™, T-DNAE A=

7I08e]r], 2= AANE 59 5l EE 2560 U] 437e]ed, 38 s 59) %T:gaﬂ-‘”ka 10489 14
10950 | 4= MIdHE 59 FEe 1°E1C 11779 W#] 1218He]H, 5= AEWE 59 FEUQEHE 13184
U= 1416Wol™, 6 AGWE 59 ¥ aﬂoE]c 1625 W= 1817WolH | 78 AGWE 59 FEHLH=
1897% W] 1995¥olH | 82 A I3 FEHSE = 2301 A 2420 0] 3 T2
= 30119 WA 3129¥10lt}h, = 9o sF3t= olg 7t ko 6H%6}% A oltt,

ji
©
rr
2
147
T
folr
o
12

291 1 YA
PCR WF$-& 95Tl A 58 Z; 95T A 30%, 57ColA 30%, 72CoA 1830%2 373] ¥t&Esla, npxjuo=w
72°Co| A 58S a3, PCR S AFEL 4Co] B#slgom ol dRE A7) ly

a2 AdRE & 3ol YEhAT.

& 3ol YERd whel ro], Adt 1B-216229] PR 2o} GUSHA Z3p7h dAlshs Ae 1d 4 3.
& 39 A= A9 1B-216229] A5 JHAl 57l tiEk GUSAA HkE dEhi, & 39] B PRE °l&-s)
of Aol AHgE A FAEE B4F Adolnt

5% 3 AollAl ofAIE 2 T-DNA AF¢e]l glermz GUS wdo] Yehux] ghol Aol HX g & (he)d % (ho)
2 T-DNAZZS] GUS &do] YelyE AS I8 dad A94=2 A 5 sid.

X 3 B Ay wl=% L0C_0s02g036702] gene specific primer(AEHZ 2 @ AHAHS 3)9 PCR A& i
3} o}vu MEE AMdiE 37 T-DNAQ] RB(right border) 732 NGUSL(MEWE 4)9] PCR AFEol 333},
ORI 2 gene specific primero] oAt FEZFQ o FF(he)S gene specific primer(AEHE 2 L A
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[e]

RS

ok

dHs 3)9 AEs 3 2 T-DNAQ RB(right border) 9] NGUSL(AMEHZ 4)9o)8] BF ZZo] 3 AL
kel

N
s} 4= AT, wpR P o R £E(ho)S AEWE 3 D T-DNAQ RB(right border) #+e] NGUSL(AEHE 4)<)3)A4
U SEE AL A 5 Uk
= A7) 272 Ea)A 1B-21622 AEL LOC_0s02g03670 A =bel]l co-segregation ¥ Ho] Sel¥grt.
T3, = 4o YERA mie} o], 1B-21622 AES] 7Y 7F A A Ao M= BgloA GUSTE-S Holx] ¢
Ak, oA EojFo=m uty Hi= AL gl & 4 9y

i

7ok Z&e QoA o] el s &lsty] 91ske], hand sections S8 A<d A(flag leaf)o] @S

=0 j7ﬂﬂ 1B-21622 A= 43t <47 A9 1-3eme] A7)E oz A &2 GUS G N F7) 2447+

[e2]

=

e dE HEES o83 £2F 0.5m oWE HFpom, &
1]

A¥E & 50 Jehdt.

X 59 YERA upe} Zol, 9l Jhedl 524 (mesophyll) HubA] W E = S &2 & 4 S,
npA ko g who] A Rolgo] wloJE o] BAE Fe L0C_0s02g03670 fradate] 22 W P A
o 1 AFRE % 69 YERIYT).

= 6ol YeR mie} Zo], oy Z7)oA =TS HiE AL o & F 9oy o= A ZU|oA el whEol
AL on i,

A7 & 3 A & 69 A4S EUIE L0C_0s02g03670 FAFe] F WAl JQEE] GUS reporter FAX7F 2%
H AR AT 1B-216227}F A3 714 A0 FE S YERhE AL g0 5 ISl

<AAd 5> Y &7] $AF THE H3 Z2REY F2Y

LOC_0s02g036702] T2 RHE ZF=24Y37] st 2" ZgolHEd 53 W (Oryza sativa L. japonica
cultivar-group) A& DNAZ FP o= PCRE /"/\]L}Oﬂt} F3 DNAE 100 ngZ® A}83}9a, 7+ Zglolm= 5
pmoli AFETE. PCR 71L& 95TolA] 58 35 95T A 30%, 55(:01]*1 30%, 63T 585 53] whEst
% 95TolA 30%, 62TCoA 30x 68C°ﬂ/\1 SRS 353 WS 35 mixuto® 683TolA 108 7 25+
o} 2 HE ai‘*‘l Zgfol &= OHH 39l eI

¥ 3. LOC_0s02g03670¢] T2 RE ZFRYE Zlo]n

Tefolo] A g (5-3) B
02g03670-pro_xba

GTCTAGAGATGGAGAAGTCGATGTTCG Hog A 29

1A€A 5 6) PAC genomic
02g03670-pro_xho sequence
CTCGAGGTAGAAATGTTTGAGCAGCA (POS76F08)

LAEH=E 1)

PCR AFES 7|53t A7 &Rlskar, pGEM T-o]A] g 23t @714 E S 3. 293

DNAZ Xbal®} Xholo® A3t 3 U3 AFdasL= Adoe pGA3383 WE](promoter-GUS cloning& =€)}

gho] Alo] & 14C°ﬂ/‘1 12417 X agaqict. gtolAlo]Ad 4HEE Topl0 E.coli AVHE A 50u3 Z3ate] 1.5

ml FEo| & 2 42 158 WXFAT. o]ojAM, 7= QE] 18-S v WXE F 1 mle LB A =X

s F7= WEOH Yo ohF 3AIZF Beh 37x Mo]F] QIFH|olE A WA|EAT). o]ojA], BIEZtAlo]Ed A3
e

4 LB 3A] wjAel wuka Yok e 22UE WL 1B oA wAelA A W 5 vy =
Aoty wY malow A DAE AT & Xbald Xhol& AHgat] A F ArQdEAA oplmz A 2
o A WS AAGAG. ol A GOl T2 AE BA D7 AL L dol ofelsh WA
oo DNAZ AElaolth. ol=l wHEolT LOC_0s02g03670 Z2RE GUS A=A AZE 98 A& wE el tiol

L

o]a:ME % 8o JERNGITE. 3730XL DNA analyzer (AB,USA) ¢} BigDye v3.1(AB, USA) o] g3l fFrIMdg 4
&4 33k 3 NGUSL, RB(right border), Z#]i ET2RE U HIE o] &3 Zelo]|HES AFEEIFon o
¥ 40 YERNSIT.

mlm
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X

=]

4. 971 A4 2AS A%

|4
L)
o
=

e

Zejolr] A 2 (G-3)
NGUS1(HEHzE 4) AACGCTGATCAATTCCACAG
RB_backbone-TF2(/ {23 8) TCGCACGGAATGCCAAGCA
02g03670-seq 1(AEH 3 9) TGTATGACATGTGGGACCAG
02203670-seq 2(-<EH=E 10) GEUTCTGGECTTCATCTG

A7) BA A9E & 7 D HEEE 1o JeER e, LOC_0s02g03670 A xFe] ATG Skell 2Kb EZFE] A Fo
Agsle ZRZREVF A FV)o $AXoR wdstE T2 EE e

LOC_0s02g03670 -7 xFe] oA 44 &S YElY = RNA-seq &d 4 A7E % 59 YeERNAT.
¥ 5. LOC_0s02g036702] oA 4% #&S Hol:= RNA-seq ©d #24 A3}

RNA-Seq FPKM Expression Values

Library Name Library Description Rice Genotype FPKM
OSN_AA Leaves-20 days Nipponbare 11.0214
OSN_AB Post-emergence inflorescence Nipponbare 9.44617
OSN_AC Pre-emergence inflorescence Nipponbare 3.01141
OSN_AD Anther Nipponbare 0
OSN_AE Pistil Nipponbare 1.01756
OSN_AF Seed-5 DAP Nipponbare 0
OSN_AG Embryo- 25 DAP Nipponbare 0
OSN_AH Endosperm- 25 DAP Nipponbare 0
OSN_AK Seed- 10 DAP Nipponbare 0
OSN_BH Endosperm- 25 DAP (replicate) Nipponbare 0
OSN_CA Leaves- 20 days (replicate) Nipponbare 33.1823

SRR042529 Shoots Nipponbare 5.81837
SRX016113 Seedling four-leaf stage F1 93-11/Nipp 37.4707
SRX016112 Seedling four-leaf stage F1 Nipp/93-11 30.6377
SRX016111 Seedling four-leaf stage 93-11 32.1172
SRX016110 Seedling four-leaf stage Nipponbare 26.1779
471 A3 wAld FHUE, Rice Genome Annotation Project BollA Al&3 o B AR

(http://rice. plantblology msu.edu/expression.shtml) & ©o]&3F o= W FEA
A 24 71zl 7Iks = RNA 9714 E (RNA-seq) 4] ZAtelrh. #50] YEE library & ZRl¥ RNA-
seqd] WIER A 4219 H8 AES vebATE. RNA-seq 4 Aol b2l

& DAl(four leaf stage)d 3 (seedling)olA 71 & 2o vy
AE Qg 2Zq A o] A YA, o= mhe|AR o FoldA] ERlgh DAY

=

<dAl 6> FAAE AE AF

71 AAld 5ol M A Ae EdE WMEHE FEssln

ol 158 WA oo, AAAL R 9 F, I S2o S8E T WAR F 1nicl 1B ol
WA S e The 3417 ek 28% o] QitulolHel A WASAL}. oA, HE
wAol mwela 36A7e stk AAEE TRUS el LB A wAeA AE v
Xbalsh Xhol& Ab&ate] E4 A F Alo|=E Sl a3tk

ol1=utH gl HYBE M (Agrobacterium tumefaciens LB4404) 5009} 2pge] Al EddE WMEHE E3ste] o
|
E

7] AdE PAAHEE olaRdte RS ol &3te] W FF A3 A ARSI

<AA e 7> FAAE AEA A}

N6D A A A W FAE 7Y AE 28T AGHAA 71994 We A xE AT, AdE Ay~
£ 7] AAd 6olA do AEEFLUEHE dd Aty olaRubH g 72417 718 AMlXEe} E3sle] N6D-
Acetosyringone < F¥&3F X0l A 22T <bx]g] Ao HEX AT},

ol g ¥E AY2E 33 FHTE ARl 59 AR Aol W oS NeD A wX] ol A
hygromycin A%< 1xF(hygromycin 30 mg/L), 2%} (hygromycin 40 mg/L)ol 74%]7\1 A vjFS Ea 35
o}, A2 28T AGAOA A7 25 A FElA 4 F 5t o|FoHu. FEH AAE AR vl MSR
(hygromycin 40 mg/L) LAl &7 45 28C F=7 oA AEsts % gk 3 AEAE MS 1A 6
A2 H713 79 28C Fx7 AFAAA 7|91 242 HFAAN AT AEAE 7190

<AAld 8> FAAG HEAE o8 dH &7 +AH ¥ HF
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[0107] AR A=A 7@ Eold GUS 2dS FAsty] ko], &3 FAE 1008 28TolA 747 w3 &
BE JRAE GUS 94 A sttt
=9

= & =

S ‘\‘:«6"’
s # - o
N > e P
s - & e O S
« & & Pt & T
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Vascular bundle sheath

xylem

moter cell

=96

5 9 13

& + 6&“ 3 Gp:@#
& b & &

A & ¢ IR AR R
10C_0s02¢03600 111
=97

| |l 1 - }‘_r‘
iy LOC_Dwgn3sm

=48
R LOC_0s02g03670 L
B o Zz=mE GUS Tnos P35S HPH T7td B

EEE

<110> University-Industry Cooperation Group of Kyung Hee University

<120> Leaf-, stem— or both specific promoter, expression vector
comprising the same, transformed plants thereby and method for
preparation thereof

<130> P-12-076-KHU

<160> 10

<170> KopatentIn 2.0

<210> 1

<211> 2320

<212> DNA

<213> Oryza sativa

<220><221> promoter

_13_
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<222> (1)..(2320)

<223> Promoter of LOC 0s02g03670

<400> 1

gatggagaag tcgatgttcg atagggtggt tattcagaca atcggcagag agaacatccg 60
gttgcacaac cacctgctca tgtcggtcct ccgcaatgca tctctcecccag ctecccatee 120
aggtgcaccg ccaggagceca tgtgattttt tgcgacaagt ttgtttcagg gtttttagaa 180
atctcttgga aggagcggat tttgcaggat ttttctgata aattagtcat ggggaaaatt 240
ctatttgttc ggtaatagag ttcttggtga tgtttgttag gaagaaccac catttagttt 300
gattgttggt gttacttcgt cacctattcg aggatatgta tcctttagecg ttaaactata 360
attttgattg ttaaattcat ttttttccct agatttaatt catctcctgg ttttggatgce 420
aagtagcagg tgatttattt gcaatgagga tgttgaagtt tttatagttg aatcattatg 480
attaagcttg ctattgcaaa acacttattg tttttctttt ccatttctac acctacattt 540
gcataaaaga tctagtaccc attgatgcat gtgaaatgta ctatacttac ttcagagcat 600
gtacaatagc aggctataag ccagctataa acacatttcg aagagataaa agagaagaga 660
gaagggcaac ggcttacaga tttgtagcca gectgtagcac ggacttaagg ttcctccaag 720
gtgcatgtgt atgacatgtg ggaccagata ttaattatgc agtatatgtt tataagtaac 780
tattgtatga attagctatt aagttgacta tagatgattt agagccagca gttggctata 840
ctattaaact tcctctcata taatactccc tcegtttttt aatagatgac getgttgact 900
ttttctcaca tatttgacca ttcgtcttat tcaaaaaatt tatgtaatta taatttattt 960
tgttatgagt tgttttatca ttcatagtac tttaagtgtg atttatatct tatacatttg 1020
tataaaattt ttaaataaga cgaatgatca aatatgtgag aaaaagtcaa cggcgtcatc 1080
tattaaaaaa cggaggtagt atgtttggat gcaagaattc tgtggtatct ttccatagta 1140
agtttaagaa actctaggtc gttggatgeg cctggaaaca ttccgagatt cgtacacgtg 1200
gcgaaacacg ctacccgaag cagacgccac cgecgetcect ctcecteegee geegtceggag 1260
cacgccgcecg gegatatcect ccggtagacc tcaggcatcg cggcatcacc accctetgec 1320
cggctagegg agcggagtag tccccgeege gegttcegegt ggagetcgea agectgcaag 1380
tctgcaacca gecatggetct gggettcatce tggaaccgga tgctcgeceg ccgacgeccg 1440
cgtggtgttc gacgtaatgc cgacgaggga ttccgetegt ggeccgagec cccgegagga 1500
gcaggagggg cgecgaggec agggagcetcet ttagtttgac atgatgecat cggggaatgg 1560
ctaatcgtgg ctgacaatga tcttctaget aaaccaagag gaagcatatc tgcagagegg 1620
ggggagettt ctgacttcegg tttcggtgtg cgacgetgta ctgtattget gtcaaattcet 1680
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gtcgagettt agcagatact tggattgaga cttgagcaga

agagtgcttt ggtgctatgg tcgtcagaat ggattcggaa

actatttttg acgatcttca tggcttcaga gttcagacac

gatatgccca gatggaaatt gcttactgaa agtattcatt

ctattctgag gattccttac aaggctaaca tcgagaagct

cctctgtgtce catggetgac

tggtaggtat agaagcaaag

attaaaccgc ttgtttttac tcagcttctg ttcaggcaac

taagctgcta tatgcaaaat actagatttc ctctgtatag

tttaaaacaa aactagcaga gaaaacgtct ccatcttatc

cagaactgtc ataacagaca agatattttc ccccatctct

gtaaggcccc acaaacagat tgctgctcaa acatttctac
<210> 2

<211> 20

<212> DNA
<213> Artificial Sequence
<220><223> Forward primer of 1B-21622
<400> 2

tttctcagca gggacaaagc

<210> 3

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Reverse primer of 1B-21622
<400> 3

aagggcaact acactggtgg

<210> 4

<211> 20

<212> DNA

<213> Artificial Sequence
<220><223> Primer of NGUS1
<400> 4

aacgctgatc aattccacag

taagccgaag

agtttctgtg
cgatttttgg
atgctggacc
caaaacaaca
gcaaggtgaa
tcatttctca

ttgtccacca

acccaatggc

ctccaattgg

_15_

tagaagaggc

tgatctttct
tcgaggccag
tcactccgtt
ttttgccaat
gtactggagc
accaagattt

tcttaaaatt

agcatatgca

agaccacaca

1740

1800
1860
1920
1980
2040
2100

2160

2220
2280

2320

20

20

20
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<210> 5
211> 4123
<212> DNA

<213> Artificial Sequence

<220><223>
<400> 5

aaacatttct

ccaatcccat
tccattatce
atcttttgtt
ttttttttte
cactggtggt
cgtcaatgga

tgaacttcta

aatcataaag
gctcgcetatt
agtggcagca
aatatgggtg
aatcttgatg
tggagcacca

tactgaacta

gtttatgtgt
taataaccag
attcactata
ggaagcagct
tttttgcaca
ctacaatctg

attggtcagg

agtgaaggtg
tttgtcectg

actagtacta

Recombinant DNA of LOC Os 02g03670

acattaccac

ccccagtgtt
aaaacttcct
cttaatgttg
aaggtcccag
atttatacta
ggtcagggea

gcgcaggtac

catgcttatc
gcaactgctc
ttactgaatt
gttcatgtac
ggttgcttat
taggtgtata

gttgcgaagt

aattttgtac
aaactatgca
catgtagtga
attggtaaag
agaaattgtg
taccaggttc

actcaggtgg

gaattgagat
ctgagaaagc

caggctaatc

atagccttct

cagtgaccat
ttcccaataa
tacttattat
gttgggtact
caacaaagag
ctcgcaatgt

ttaatgtcag

ttagtctctt
aattaagata
aacaatgcca
attttggtca
cagcaagact
atcaaaggca

catcgttgtg

tgggatatcc
cttgtttagg
tttcaggcaa
ccttaatctg
atgcaatgta
tacatagcta

aaaggatacc

gactggaagc
tacaagaacc

tgtaaatgta

ttgtttctec

ggcaaccagt
acaggtatgc
cagcatttct
tcgagcaatc
gaatttaaga
gtctggggea

agtgtgaaaa

tacttgagta
atccagttaa
getgtttgtt
aaattttgtg
gaacttttcc
ccgcatttag

gatagatgtc

aatatactga
gatggaggga
aagaagctgc
tccactgtct
tttcaggaaa
acctttatgt

atataagatt

atgcttctta
agaatcgtat

ttcctgactce

ctcecteect ctccaacaca

tattgctcca tctccaatce
tatcacaaac aagctacaac
gcttatgecat tgtcttggat
agcaaaggca agggcaacta
actgggttcc atgtttgtgc
gagttcccaa gcgattacac

cttgttcact gatagttgat

tatataacta taagcatgta
cccacttaaa aaattcagac
ttaagtgatg atattactga
agatctcacc tcataaaaag
gtgcatgtta cctgttctga
atgtctcatt ttttgcactc

caaaaaataa catatgaagg

agctggaaac tgtatttctg
gtagaataat cgaatgacta
tgagtcagct tttaaggatg
gacttatttt tttattcctt
ttgagttccc tacagcagga
atattacctt gttataagat

ctattttact tttaggtgac

taagagaatt ctgtgatcgc
gttctgacca ttttctagta

tcatttataa acagcaaaaa
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60

120
180
240
300
360
420

480

540
600
660
720
780
840

900

960
1020
1080
1140
1200
1260

1320

1380
1440

1500
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gacaaagttg
gtgtgctgaa
tcagttcttc

ttccctgaag

aaaggtcaaa
ctatttcaat
ttaccacttc
acaaggaagc
gaataagaag
aactgctaat

gatcttatgc

caaatgatgt
gatgatgttt
atttccttga
caaaacattt
aggaggaaca
caccactgac

aattcattga

tgatatggca
tgtgtttggce
tacccagttt
attgttatta
aacaaatata
atttagtttg

cagaaccttt

tctggcaggt
tgcttgcatg
tctgcctaga
aagcctaaaa
ggagagctag

tgcatggttt

tacatggata
attaaacttg
cctgaggcaa

ctagattatc

atgtcagacc
gtcaatggta
actaatatga
aattgttagc
tgggtgtatc
tattctgtgc

caaacaagtt

gtaaattttg
gaaaatagta
ccaatcaaag
cttccaaagc
cttttcaggt
tcatgtctat

ctgattatac

cccaaattag
aagataatta
gaatgatgct
ttgtcaccat
ttcagcttgt
gtataagttg

atggagcaaa

gttatcctgg
aacaagaaga
acttttcatg
gactacaggt
gaacggatgt

ggtgecttga

atcactggca
aaatgtcctg
atgaagtttc

taacaaaacc

gtgtgcegtcce
tgtgtttctg
tgatgatgtt
acagaccgaa
cttgtttgta
taaactgcta

attaaatttg

cagtgctagt
tgcttgtgaa
actaccctcc
tggagacagt
ttgcatattc
gcttttgeat

agttttatgt

atgccttcag
acttacttac
ctagttaaca
cgccagcatg
tgttaccatc
cagtatgttt

ctgtggagat

gccttggaag
gatgccatca
agtcattcca
tatttctccce
attgctctga

tggcgatcaa

gttttctacc
cttgattcca
atttgcaaga

atccctattt

agaagacgag
tttattatta
ttccagaaat
aactgataat
atttagagtt
attctagtgc

tttttaaatc

gactttcctce
attctagtta
tttcttctac
ttattatatt
cagccttcett
gagcaagttt

tggccaatca

ctgccatact
actccaataa
tgacaacttg
gctattgttt
aactcaccat
atctcatcag

taaacgtgtg

gttctgagaa
ctgaaggaag
agcataagcc
tatatgttga
tgtgtacatg

tatttgtcct

agtgattgaa
tttttattat
caatctgcct

gaagattttg

atattcctcg
ttgctctatc
gettgtggtt
attcaacggg
tgtatttcat
atatatgatg

aaacctgttt

aacaaaagag
gctatcattt
ccaaagctag
cacaatttta
ctgttgctct
tggtctagct

ttcttgaatc

ttttggagga
ccctagttga
aatgttgcgt
cttgatatgt
accaagatgt
gagaaaaaca

attttgccga

acataggtgg
tggccectcega
aagaaaatgg
tggactttcg
catctgtgca

gccaaaaatt

_17_

gcacaaacca
ctgacatgtt
ttgaaggatg

gttttacaac

tggcttatcc
gaagttgagt
gaagagcttt
gaactagatc
atgatgacaa
ccaaacagtt

tcctgcatca

aagctgcegct
gtgttggttce
cggaactttc
agggactcaa
ccaaaattag
ataattaatt

aatgtaccaa

tccgattaac
ttttgtctgt
tctatccttt
aatgctttga
agttgcagaa
tgattgcatt

aactttgttg

cagtttcttc
catccttect
agaagggaaa
ttgtacataa
tcaaagtgaa

aagacttttt

1560
1620
1680

1740

1800
1860
1920
1980
2040
2100

2160

2220
2280
2340
2400
2460
2520

2580

2640
2700
2760
2820
2880
2940

3000

3060
3120
3180
3240
3300

3360
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tttttgtcgg gatgaccgaa ggaggtcatc caatgttatt aagatagagg aggaaaaaaa 3420
tgttacaaga aggtttttca tcgacaacaa gttgtcgagg aaggatgtgce accaaagcac 3480
actccccgac accacatgec aaccgcacaa acacaagcta caaagaagag agccgaacac 3540
cgaaccggcec gecgetatge aaggcaggtc gtcecgecggge ttacaacaac accacataac 3600
ggatattcta aaaaagacaa cgccttcacg aaggtagtga cgtcaaaaga cgccgtcegtt 3660
gtccgtccaa agagactaga catggttttc acctagagat cctcgtcgaa ggaggagggt 3720
acctcgacaa tgcccccaag agggttaccg cgectgaagg cgtagecget gcecgaccaag 3780
tgttttgtta ccgtgcttga aggcgtagece getgecggtce cagtgaaaca ctgggetagg 3840
ctttcgecte ctctaccece gtegtegtgg tcecegtcegecce accaactctg ataccaccag 3900
cccagtgtat gagaagtaag gatccgttgg gtaaactgaa atgctagtgt gtaagagaga 3960
tcggataatg gacagctcag gatttatgca aatttgagta ttttggccag gataaaaaca 4020
tcaagaggaa gaaccggcct tcectttcectgt taattgagat cgaagtgttg caaattgcett 4080
agaagaacga taccactaag aacaagttaa caattgatct aaa 4123
<210> 6

<211> 27

<212> DNA

<213> Artificial Sequence

<220><223> Primer of 02g03670-pro_xbal

<
400> 6

gtctagagat ggagaagtcg atgttcg 27
<210> 7

<211> 26

<212> DNA

<213> Artificial Sequence

<220><223> Primer of 02g03670-pro_xhol

<400> 7

ctcgaggtag aaatgtttga gcagca 26
<210> 8

<211> 19

<212> DNA

<213> Artificial Sequence

<220><223> Primer of RB_backbone-F2

_18_



<400> 8

tcgcacggaa tgccaagca 19
<210> 9

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Primer of 02g03670-seq_1

<400> 9

tgtatgacat gtgggaccag 20
<210> 10

<211> 18

<212> DNA

<213> Artificial Sequence

<220><223> Primer of 02g03670-seq_2

<400> 10

ggctctggge ttcatctg 18

_19_
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