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The present application provides GPC2-specific antibodies and antigen binding fragments thereof. A
chimeric antigen receptor (CAR) that specifically binds glypican-2 (GPC2) comprising a GPC2-specific
antibody, a transmembrane domain, and an intracellular signaling domain. T cells comprising the disclosed

CAR constructs can be used for cancer immunotherapy.
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The present application provides GPC2-specific antibodies and antigen binding
fragments thereof. A chimeric antigen receptor (CAR) that specifically binds glypican-
2 (GPC2) comprising a GPC2-specific antibody, a transmembrane domain, and an
intracellular signaling domain. T cells comprising the disclosed CAR constructs can be

used for cancer immunotherapy.
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(00011 1. [¥%hiress]

[0002] AEEERAN EHERE IR BAR BRI o iU 2 - RH
IR E R IFA Z AR < R p i ATE BR BRl Y A A LB 2B 5 E-2( GPC2)
BARFEENTIENR S IURZEE (CAR) KHAR

[0003] 2.  [5emiFtiln]

[0004] FhHEERHARE (NBL) (A =S [ 2 BRyMNE - R E
RIS 2 (2 5 = K% AL ERIENL - 2] - NBLG 5 RHEE 2 8%-10% - il H
90%HINBLE AL FEAL TR [ - FFALALEIERET00HINBL » FEEM
#E 150001 - At 1 B A LT HRETA 8- 12{ENBLEHRE[3] - I R ZEER]
2t ILHATEREAE T 0 BASEMNBLIYNBLE & 2 THZE A o fHELI-TIHA
BEZFERI0% - IVEIER Z SFFERHI% - (EER2Ebn - RE2iEE
BEZEEPETHASPAEAMEHNES - I HIETFREE80% [1 > 2] - (I > ¥
2 HA ROt G SRR A R e BBV FoK -
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[0005] E24ERHA > wifsREliE &S HE-2 (GPC2) mRNAMIE 1L HAE
BRI = ERIA4 - 51 o A2/ NIOREATE ~ TCOCRAE (Ewing sarcoma) -~ 15
SR ~ SEAEFEAINRE IS MM E BEATREM: B M - i 2= 215 /K- GPC2
RI (1) - GPC2{RREIMEEAEREALEE (GPL) sEERYE B TSy EEL
Zhe o CBIRNBE AR ES FHEA R (ZEFEEHERNTEE
BB E RPEEAERIER ) - L B2 R A FE o FB /Y
[51 - GPC2HYRE LI AL/ N S RI B E A2 PR - 1T SR AL R AN & TP HIRG
SER T B EFRIR/KVLS - 6] - ST AYEHERRIE - GPC2# 1] LURE F Al pleai e
HEAE R N 255 EHVAH A RE 8 TR ARGR S T CtH AR 2 JEPE 7] - GPC2EH M
FERER T NBLAEREANAEAE R4 > 51> BRI EHNBLERIL 2 A F e/ -

[0006] #x&Hifihe (CAR) MEHR (FIAEEIE) BAREMER
RIS i - BRpSHFISRI TAIRE (S SR EE S R &4 AL - 2% F 2R TR
RN M BRSSO ST - m%eh BN - CAR THIRR(AEE A
RITRELLES A T4 ZEE (BIAICAR) 2 TAHRE - FH 5% - CART4H
HEIEAE R R R 23 1 B MR AV A AR 2 57 » BR e R R A e R E M
2B

[IANE]

[0007) AHERME TR RIS SGPC2AVR SSRGS S F B (Hla0i
GPC2ELAE (sdAb) BERHFIRGEER ) ~ B —({#=Z (#{iGPC2 sdAbEK
HPpURGEE R B (PIVeHF By ) BVIRE TR (CAR) ~ TAR (LR AEUEd
HE > DURHAERRE R AT ZE R A -

F2H - 4142 HEETRRIAE)
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[0008] AfgRefft I &E St lsERAIAE & 0 ZE-2( GPC2 )Hy&E &3 7 (1
W FEREHPIRE SR ) - S a il rmas — 8 i F— 8
HAZHMSEQ ID NO: 1-304HK ~ BF4H AT ALl PP IR A E & (CDR) 1

HAEEEMSEQ ID NO: 31-614HR ~ BF4HAYAF A RL P 7 IHYCDR2IE ~ FIEA
#EE HISEQ ID NO: 62-924H Bl . BR4HAYRE L 7 51[HYCDR3[E » E({ECDR1~ CDR2
FICDR3FAYG—{E & & B 20 % = (ER AR (fl0 - —(@ - fEE=
{FIR B BE A ) AYFTHZLSEQ D NOHY— I 202 82

[0009] fE—{F )71 - Afafe s Hiks s H bR & R B DLEiEEE E
SEQ ID NO: 1-304H5% > FE4HAYCDRI ~ % H HSEQ ID NO: 31-614H5 > BE4RAY
CDR2 - FE H f1SEQ ID NO: 62-924HY 7 Bf4HAYCDR3 -

[0010] fE—2&je 7= - Afa8 < Hiss s bR & F B nl LAEfE R,
4SEQID NO: 1#JCDR1 ~ £.&SEQ ID NO: 31§JCDR2 ~ fl1f1&SEQ ID NO: 62§
CDR3 > Ef14SEQID NO: 2f/JCDR1 - f1£SEQ ID NO: 32/)CDR2 - flf12SEQ
ID NO: 63§JCDR3 » A& SEQID NO: 3fCDR1 ~ 14 SEQ ID NO: 33§JCDR2 -
FIE2SEQ ID NO: 64(JCDR3 » 2,2 SEQ ID NO: 4fJCDRI1 ~ 4 SEQ ID NO:
3419CDR2 ~ 134 SEQ ID NO: 65§JCDR3 » 2 &SEQID NO: 5fJCDR1 - &4
SEQ ID NO: 35§JCDR2 ~ F1&SEQ ID NO: 66HJCDR3 » 542 SEQ ID NO: 6]
CDRI - f1£&SEQ ID NO: 36/)JCDR2 ~ 1114 SEQ ID NO: 67¢JCDR3 > 5412 SEQ
ID NO: 7#JCDR1 - f1&SEQ ID NO: 37#JCDR2 - 114 SEQ ID NO: 68#JCDR3 >
504 SEQ ID NO: 8fJCDR1 ~ 4 SEQ ID NO: 38fJCDR2 ~ 1114 SEQ ID NO:
698JCDR3 » B4 SEQ ID NO: 9fJCDR1 - A4 SEQ ID NO: 39fJCDR2 - flE 4
SEQ ID NO: 706)JCDR3 » 52 SEQ ID NO: 10fJCDRI1 ~ £4SEQ ID NO: 40f/]
CDR2 - & SEQ ID NO: 71§JCDR3 » 58,4 SEQ ID NO: 11#JCDR1 ~ A& SEQ
ID NO: 41#JCDR2 ~ & SEQ ID NO: 72fJCDR3 » 54 SEQ ID NO: 12
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CDR1 - f1&'SEQ ID NO: 42(/JCDR2 ~ F1f14'SEQ ID NO: 73¢JCDR3 » 5{14SEQ
ID NO: 11fJCDR1 - f4SEQ ID NO: 43(JCDR2 * {14 SEQ ID NO: 74fJCDR3 »
5412 SEQ ID NO: 13fJCDRI - £14:SEQ ID NO: 44fJCDR2 ~ F1f14'SEQ ID NO:
756JCDR3 » 5t/A14SEQ ID NO: 14fJCDRI ~ f14SEQ ID NO: 45¢JCDR2 -~ Flfl
£ SEQ ID NO: 76{JCDR3 » 514 SEQ ID NO: 15fJCDR1 - £14SEQ ID NO: 46
(JCDR2 - F1H4 SEQ ID NO: 77fJCDR3 > =4 SEQ ID NO: 16(JCDRI ~ f2
SEQ ID NO: 47¢JCDR2 ~ F1£14:SEQ ID NO: 78(JCDR3 » 5£14'SEQ ID NO: 17
fJCDRI ~ £14SEQ ID NO: 48%JCDR2 ~ Fl1f14SEQ ID NO: 794JCDR3 » (A2
SEQ ID NO: 18fJCDRI - £1&SEQ ID NO: 494JCDR2 ~ 144 SEQ ID NO: 80
CDR3 » 5t/ SEQ ID NO: 19fJCDR1 ~ £14'SEQ ID NO: 504JCDR2 - Fl1414SEQ
ID NO: 81#CDR3 » {14 -SEQ ID NO: 204JCDR1 - 414 -SEQ ID NO: 514JCDR2 -

1614 SEQ ID NO: 82(/JCDR3 » 5414'SEQ ID NO: 21#JCDRI -~ £14'SEQ ID NO:
52fJCDR2 ~ F{f4'SEQ ID NO: 83fJCDR3 » 5{14:SEQ ID NO: 22fJCDR1 - £
£ SEQ ID NO: 53fJCDR?2 - f1f14'SEQ ID NO: 84#JCDR3 > 5t/£14SEQ ID NO:
23fJCDR1 ~ 12 SEQ ID NO: 54fJCDR2 - f1f1& SEQ ID NO: 85¢JCDR3 » st/
£ SEQ ID NO: 24fJCDR1 - £14:SEQ ID NO: 55§JCDR2 + #1414:SEQ ID NO: 86
fJCDR3 » =44 SEQ ID NO: 25(CDRI ~ £14SEQ ID NO: 564JCDR2 ~ &
SEQ ID NO: 87fJCDR3 » st/ SEQ ID NO: 26§JCDR1 - £1-4SEQ ID NO: 57¢
CDR2 - 1134 SEQ ID NO: 88fJCDR3 > 514 SEQ ID NO: 27fJCDR1 ~ f14SEQ
ID NO: 58f/JCDR2 -~ F1f14:SEQ ID NO: 89%JCDR3 » 54 SEQ ID NO: 28f1y
CDR1 ~ f1&'SEQ ID NO: 59¢JCDR2 - F1f14'SEQ ID NO: 904JCDR3 » 51 4SEQ
ID NO: 29(JCDR1 - f34SEQ ID NO: 60fJCDR2 * {144 SEQ ID NO: 91¢JCDR3 »

2¢H& SEQ ID NO: 30FJCDRI ~ £1&SEQ ID NO: 61#JCDR2 ~ f1£]&SEQ ID NO:

FAH - 142 HETRRAE)
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92fJCDR3 > E{HAFCDR1 ~ CDR2 - fI/E¢CDR3FE I A2 —(F - F{EE =4
OReT R BB AU CHY SRR
[0011] fE—f&h7=(F » AfEF il HE TR SR BT I E SR

£ SEQID NO: 1fJCDRI1 ~ 4 SEQ ID NO: 31#JCDR2 ~ flf1£SEQ ID NO: 62{
CDR3 » 584 SEQID NO: 2#JCDR1 - £14SEQ ID NO: 32fJCDR2 - f1f14SEQ
ID NO: 63f/JCDR3 » 5¢£ & SEQ ID NO: 3fJCDRI1 ~ 414 SEQ ID NO: 33(JCDR?2
FIE14SEQ ID NO: 648JCDR3 » ¢ £14SEQ ID NO: 44JCDR1 ~ f14SEQ ID NO:
341 CDR2 ~ FIH14SEQ ID NO: 658JCDR3 » 512 SEQID NO: 5§9CDRI ~ &
SEQ ID NO: 3589CDR2 ~ £ 4 SEQ ID NO: 66{/JCDR3 > 514 SEQ ID NO: 6f/]
CDRI ~ &4 SEQID NO: 36(JCDR2 ~ 114 'SEQ ID NO: 678JCDR3 > 512 SEQ
ID NO: 769CDRI1 -~ £1&SEQ ID NO: 37#JCDR2 ~ 14 SEQ ID NO: 68¢JCDR3
504 SEQ ID NO: 8ffJCDRI - f14SEQ ID NO: 38fJCDR2 - f1f14SEQ ID NO:
697JCDR3 » /A4 SEQ ID NO: 9fJCDR1 - A4 SEQID NO: 394JCDR2 ~ flfE £
SEQ ID NO: 70#JCDR3 > 514 SEQ ID NO: 10§JCDR1 - A4 SEQ ID NO: 40ff]
CDR2 - flf1&SEQ ID NO: 71fJCDR3 » 544 SEQID NO: 11§JCDRI - f1£SEQ
ID NO: 41fJCDR2 ~ ff14SEQ ID NO: 72(JCDR3 > 512 SEQ ID NO: 12
CDRI ~ &4 SEQID NO: 42(5CDR2 ~ 114 'SEQ ID NO: 738JCDR3 > Hf12SEQ
ID NO: 11f/JCDR1 ~ & SEQ ID NO: 43§JCDR2 ~ 1114 SEQ ID NO: 74(JCDR3 »
504 SEQ ID NO: 13#JCDRI1 ~ f14'SEQ ID NO: 445JCDR2 ~ 112 SEQ ID NO:
75fJCDR3 » 544 SEQ ID NO: 144JCDR1 - A4 SEQ ID NO: 458JCDR2 ~ f1f1
£SEQ ID NO: 76//JCDR3 » 4 SEQ ID NO: 15(JCDRI ~ f14SEQ ID NO: 46
fJCDR2 -~ f1f14SEQ ID NO: 77#JCDR3 » 54 SEQ ID NO: 16§JCDR1 -~ f1&
SEQ ID NO: 47fCDR2 - f1f2:SEQ ID NO: 78fJCDR3 > 514 SEQ ID NO: 17
fJCDRI1 ~ 24 SEQ ID NO: 48#JCDR2 ~ 14 SEQ ID NO: 79f)JCDR3 » Sifa4
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SEQ ID NO: 18fJCDRI - £1&SEQ ID NO: 494JCDR2 ~ 144 SEQ ID NO: 80
CDR3 » 5t/ SEQ ID NO: 19fJCDR1 ~ £14'SEQ ID NO: 504JCDR2 - Fl1414SEQ
ID NO: 81#CDR3 » {14 -SEQ ID NO: 204JCDR1 - 414 -SEQ ID NO: 514JCDR2 -
1614 SEQ ID NO: 82(/JCDR3 » 5414'SEQ ID NO: 21#JCDRI -~ £14'SEQ ID NO:
52fJCDR2 ~ F{f4'SEQ ID NO: 83fJCDR3 » 5{14:SEQ ID NO: 22fJCDR1 - £
£ SEQ ID NO: 53fJCDR?2 - f1f14'SEQ ID NO: 84#JCDR3 > 5t/£14SEQ ID NO:
23fJCDR1 ~ 12 SEQ ID NO: 54fJCDR2 - f1f1& SEQ ID NO: 85¢JCDR3 » st/
£ SEQ ID NO: 24fJCDR1 -~ £14:SEQ ID NO: 55§JCDR2 + #{1414:SEQ ID NO: 86
fJCDR3 » =44 SEQ ID NO: 25(CDRI ~ £14SEQ ID NO: 564JCDR2 ~ &
SEQ ID NO: 87fJCDR3 » st/ SEQ ID NO: 26§JCDR1 - £1-4SEQ ID NO: 57¢
CDR2 - 1134 SEQ ID NO: 88fJCDR3 > 514 SEQ ID NO: 27fJCDR1 ~ f14SEQ
ID NO: 58f/JCDR2 -~ F1f14:SEQ ID NO: 89%JCDR3 » 54 SEQ ID NO: 28f1y
CDR1 ~ f1&'SEQ ID NO: 59¢JCDR2 - F1f14'SEQ ID NO: 904JCDR3 » 51 4SEQ
ID NO: 29(JCDR1 - f34SEQ ID NO: 60fJCDR2 * {144 SEQ ID NO: 91¢JCDR3 »
/412 SEQ ID NO: 304JCDRI -~ £14:SEQ ID NO: 61#JCDR2 ~ F1f14'SEQ ID NO:
92fJCDR3 -

[0012]) fE—2eEhE =N - AR L PUis SRS & F Y nl DLEFE S
— [ 0 %S — B AR 5 SEQ ID NO: 93-1424H 14 < BFAHAV R AL P 5]
EAZEDT0% ~ B/075% - ZB/180% ~ B/185% ~ Z/090% ~ ZE/195% ~ %71:96%
2/097% ~ 2/098% 5% /V99%)7 5| [E—1E

[0013]) fE—teEhE =N - AR L PUis SRS & F X nl DLEFE S
— 8 0 32— B A 8 5 SEQ ID NO: 93-1424HRY ~ BraHHIRE AL BE Fr
Fl] o

SFOH - 4t 142 HEEHRRAE)
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[0014]) fE55—fEJ7E - DA Bl sl b RS R BRE— P B &%
] 0 3255 A S B H SEQ ID NO: 93-1424Hk0  BFAH AV A RL PP
Uk
[0015]) fE—E&fi =\ - K455 < Fiis sl hiR S & R BT LB FE
Briiee - ZPITUREE & A B E ISEQ ID NO: 93-1424Hkk  BFAHAV N ARL PP
BIHY 5 — AT SEecRT & A 385 5 ISEQ 1D NO: 93-1428H . B¥4H IR A B 5 R 2R
]
[0016] fE—Le& i =\t - K455« S RrbiAe o7 AR A B S nT8isAe
[FIRYE— T2, - (T MEEERHURA S - BIOEE BT -
[0017]) fE—E5hi =\ - K455 2 AAlibiAs o] AR A B mT8CR
[FIHYE—AT2E, - (R TMERERHRAS - IO (E BT -
[0018]) fi—iEfi y=\rf - A5 2 BHiRS T DUERE (TEN-Kiii£C-
i) B1E&SEQ ID NO: 12615 —a] sk A1 & SEQ ID NO: 128158 — T] 8 -

EE

EE

B A& SEQ ID NO: 128/ 55— 0] £ 18,2 SEQ ID NO: 126955 m] %k »
4 SEQ ID NO: 12485 — o] A1 4 SEQ ID NO: 127895 — ol &l » sk s
SEQ ID NO: 127175 — 0] 835 f1 12 SEQ ID NO: 12475 — i #:4, » 5¢E4SEQ
ID NO: 12415 — 0] 88 f1615 SEQ ID NO: 124155 — H] sk -

[0019]) fE—L& i y=0 - K455 < SRR o] AR A R 2 A
¥ (linker ) B1%5 "R UHEBIHYE — T80, - fE— T =\ » Z AR TE
S ER T - I AR EZ I E R TGS E 1

[0020] fE—L& i y=0 - A58~ BREHTEs o] LUBLEEH 1SEQ ID NO:
143-147/1244-24540 5% 2 BRAAHIREEEE FP 7| B 2 /070% ~ 2/V75% ~ 2/080%
Z/185% ~ Z/090% ~ Z/195% ~ E/096% ~ B/097% ~ F/VISBEL Z /1 99% |
[t

SFTH - 4142 HEETRRAE)
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[0021] fE—SEEhi =P - ABFE 2 BhiAE T LR A ZEE HSEQ ID
NO: 143-147F1244-2454H K% 2 BEHAREETZ 5] -

[0022] FE—Eegghi =0 - ARG il RE G R BT LA S

— O] B ECEE T - % T B B DA T AER 2 BEAE ¢ BEEHRS (sdAD) -
[EEHFGIRE (HCAb) ~ HiFA-45G R B (Fab) ~ Fab® ~ F(ab’) ~ Hi/F4E & ATE1E
B (Fv) ~ B8#Fv (scFv) -~ (scFv), ~ IEEKEH (Ig) G - 1gG24ife -
IgG3HAS FIIgG4bTAS -

[0023] fE—Eegghi =0t - RS sl ARG G R BT LA A A
2 VaHI Y B AE (sdAb) o

[0024] FE—Ebghi 7=t - AfEFE iis s ARG R BT AR A5
BERE ~ e~ ANJR(LEOA OB 55— O] S R/ B8 — o] S, -

[0025]) fE55—(E )7 - AHEEE 2 &7 2T DUE AR R 145 & GPC2AY
mEPRZE (CAR) » ZEHFRZREE | () BEE—EaERIs MR
SO REEEEEELL PR SRS HEAURAE SR B 0 b) BEREEL AT
(©) BN E SR EEE -

[0026] fE55—(E )7 @ AHEEE 2 &7 2T DUE AR R 145 & GPC2AY
mEFEZEE (CAR) » ZiRGHERZEES (EN-RGZEC-Kl) (@ 8a

FEEGBERIIMURE S ZE—EEEE & E HSEQ ID NO: 1-304HEY
Z BF4HAYCDRI ~ ZEH [ISEQ ID NO: 31-614H ¢ ~ B¥4HHYCDR?2 ~ F1%EH [ISEQ ID
NO: 62-924H1Y > BE4HAYCDR3 » B HAFCDRI ~ CDR2 ~ FI/5CDR3 B 1 E &
— [ - W= AER B I CAYZES - (b) SRR 0 F0 (o) REN{E SRS, -

[0027] FE—&EH G2 ABE Y CAREE (HEN-REHEC-AYH) -
() BaF -SSR S - ZE—EEEE 228 MSEQIDNO: 1-

SH8H - 4t 142 HEEFRRAE)
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304H/ < BF4HAYCDRI ~ 25 HISEQID NO: 31-612H 5 ~ B¥4HAYCDR2 ~ AIEEH
SEQ ID NO: 62-924H 1%~ B£4HAYCDR3 > (b) EEEHEL  F (o) AN (S5 s &, -

[0028) FE—LEhE =0+ A5FE 2 CARA] DLH1EE 5 FHSEQ ID NO: 189-
238F0248-25240 1k < BRHAVIE ABE FPYI BEAH 2/070% ~ 2/075% ~ £/080% ~ &
/85% ~ Z/190% ~ /095% ~ £/096% ~ 2/097% ~ Z/098% 5 % /199% 5 [E]
_‘/ri o

[0029] fE—ogjEh=\F  A§FE 2 CARTLLEAEEH HSEQ ID NO:
189-238H1248-2524H ¢ ~ BFAHAYREEBL P71 ©

[0030) fER—(@ M » AHEE 2 CARTLIUEFESFCAR » 3% FHCARE
AIAMURSGE S - ZA MRS G ERE SRR < CARIYE—&E A T~
F A ZE A ESEEE MSEQIDNO: 1-304H 5 2 B¥4HAYCDRI ~ #E
HHSEQ ID NO: 31-614H5 > FEARHJCDR2AI3EE H FHSEQ ID NO: 62-924H R > B
4HAYCDR3 » E{HA{ECDRI - CDR2 ~ F1/ECCDR3F & AL & —{E ~ A = ([
PR BB AURAYERS - HPZ S — e & R+ 4 & imt
/E[\ o

[0031]) FE—Eh H=0F » K185 2 CARE—DEEE _EOl > %5
&EaEEEE HSEQ ID NO: 1-304Hk% 2 B£4HHJCDRI ~ #EH HSEQ ID NO:
31-614Hp < B¥4HAYCDR2 ~ 718 5 ISEQ ID NO: 62-92%Hx¢ ~ Bf4HHYCDRS3 © 7+
— e EH A R O R A R GRS o
M R T E AT W H R A A GS R T -

[0032]) fE—8hh /70  AfEEe 2 Sl CAR T LAEL#EE 5 [ SEQ ID NO:
239-243F0246-2474H 1~ BRAHAVRE AL P 7B 2/070% ~ 2/075% ~ 2/080%
2/185% ~ Z2/090% ~ Z/095% ~ /096% ~ £/097% ~ Z/V98% D % /199%FF |
[E]—:

SROH - 4t 142 HEEHRRAE)
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[0033] 7E—SbEii=Cf - AHEFE 2 Bl CARY] DIEAEE 5 HISEQ ID
NO: 239-243H1246-24 740 5 BRAHAVRGEBE P51 ©

[0034] fE—2EjE /7= - AIBEE 2 BECARV DLETERISMURAE &
o MRS Sl — P Ea e HREESNSE el WHZE
JFBIGPC2AR[E] « #hJEESR » RIFAE—4E SR BE HiRES -

[0035] fE—ibEhi 7= - A58~ BHHCART] DUELRE S il A
HAE (GD2) =ik H3 (DLL3) Y _HiR -

[0036] fE—E8 i H=F » ARFE. 2 CARFIFRBHCARE] DU —S A fE(r
A2 BRAIN-RIHETERERL -

[0037) H—EEHH=F > K385 2 CARFISEFRCAR Y] DUEFEREHL -
ZENE AT B EEE iR DL TR 2 BFEEAY 53 F ¢ 43 (L#E (CD) 8aff (CD8a) -
R 4HAT EVEAHATEE S RIS+ (GM-CSF) ZR3afllgGlE§#

[0038) fE—E& i H=F » A4RFE 2 CARFIFRBCARE] DU — A fE(r
AR MR &8 S C- A A5 BRI AIN- K i <~ R SAe e, -

[0039] fE—ieE i 70T - £185E 2 CARFIFHECART] LUEFES T4 H
CD8o ~ CD28EIgG4/7 FEAT45 & (Fe) HYFHE, -

[0040) HE—EEH = F > K485 2 CARFISFRCAR Y] DUEFERS I -
IS BRI T A B E R LU TN BESHAY 775 - CD8a~ CD4~CD2 - CD27~CD28 »
CD137 ~ CD80 ~ CD86 ~ CTLA-4 (CD152) -~ ICOS ~ OX40F15 &1 4HpE5E T
A1 (PD-1) -

[0041] fE—EE8jE HF » AR5 2 CARFIFRBCARE DIEFEE S LT
SR B AIRE A (SR B,

[0042] fE—EE8fE H=0F > A385E 2 CARFIRBCART DI/EEEE Gk
SEABAET A AR AN (5 SR B AT A (S SR S, -

FI10H - 4k 142 HEEHERE)
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[0043] fE—EE i H=0F  AHEFE 2 CARFISFCART] DLEFESTE B
CD3CHIATIARAEN (E R B, -

[0044] FE—2&hE A F > ABFE 2 CARFIFERCARE UGS
SRR > s LRSS E BT B B E R DL T 4R BRAARY IR T
CD27 -~ CD28 ~ 4-1BB (CDI137) - INFAZEEREZ IR Ei4 (0X40) ~ CD30 - CD40 ~
CD3 » TNFZ RS R 14 (HVEM) ~ AIEEER TR AF (1COS) -
MYDS88e KM R s E IR 7 1 (Myd88) ~ B&&EHuiAa L (LFA-1) -
CD2- CD7 - TNFEZ ER 214 (LIGHT ) ~ NKG2-C IHIZL 46T 5 (NKG2C)
CD276%y 1 (B7-H3) -~ CDS83®JECfrE: « R HAHE -

[0045) fE55—(EJ7H - A48 2 Gt /7T LAV EIE#CARL S - HEE
40 Al 2 55 —CARFIAN_FATl 2 25 —CAR -

[0046]) fr55—(EJ7iH - A455E 2 Ehit /7T LAVEIE#ECAR L4 - HERE
R B4 G GPC2HY 55— CARFIF] B M4E & GPC2HY 55 CAREEE &5 —HiRAY
FCAR » #ZFE—CAREE (TEN-KRIGEC-KLf) * () BEFE—EaEE—
FAMAREG S 2 FE S EEE &% H M SEQ ID NO: 1-304H kY~ BF4HHY
CDRI -~ #EH HSEQID NO: 31-614H /.~ BF4HHYCDR?2 ~ 1% H FHSEQ ID NO: 62-
924H Kk~ BF4HAYCDR3 » ECHAECDRI ~ CDR2 ~ FI/2(CDR3FF AL & —(
WA {18 2= (8 O PR A U RYEERS - (b) SB—IBHRI S A (o) E—REN{EREE
i R RMAE A GPC2HYE _CAREE (1EN- K2 C- Kl ) © (a) B&H 4
GEAE “HMURSS S ZE S EE S EEE MSEQ ID NO: 1-304HK
BF4HAYCDRI ~ #EE HSEQ ID NO: 31-614H5% 2 B¥4HAYCDR2 ~ A1 H FHSEQ ID
NO: 62-924H 5% >~ BE4HAYCDR3 » 5 /FCDR1 ~ CDR2 ~ FI/5{CDR3F TS
—{E ~ W EC= AR PRSP RE B HUCAY RS - (b) 58 SRR 5 0 (o) 5 _AN(E5R
(B > B PR AHIE CARE S (TEN-KIGEC-AlE) * (a) B&H

FUEH - 4k 142 HEETERE)
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FNREEIE SEEEVE _IMNURSEEE - RIEGRE -SSR E
THURGES - (b) 55 SRR S R (c) B REAE RS -

[0047] fE—2e& i =0 A% 2 BECAR 24 7] LA FE £ —CARMI/E
% CAR > %% —CARFI/EE _CARELEE H F1SEQ ID NO: 189-2387F1248-2524H
R BRRAREE B P Y| R 20 T70% ~ 2/075% ~ 22/080% ~ 22/1085% ~ /090% ~
£2/095% ~ 2/096% ~ £/097% ~ Z2/V98% B %/ 199% A E—1E -

[0048]) fE—EeE& i 720 A% 2 BECAR 247 7] LA FE £ —CARMI/E
% CAR > % E—CARFI/EE _CAREFA #EH HSEQ ID NO: 189-238F1248-252
AR BRAHAVRE AL P71

[0049]) fE—Eeg& i =0 A% 2 BECAR 247 7] LA FE £ —CARMI/E
F_CAR » Z5E—CARM/EEE _CARE—DE S ZILAIN-KnHY RSN

[0050) fE—Ee8 e /7= » A 2 BECAR 241 7] DLEIFERRENK - 3R
ERKCTA B ER LU N BFAEAY 7+ CD8a » GM-CSFAZASafITIgG 1 E #

[0051] fE—2e8& i =0 A% 2 B CAR 24 7] A& £ —CARMI/E
F_CAR » #ZF—CARF/EZE —CARME—E A A Mt R4S S Y C- AR
IR BEIERH N - A < FETHY $5 e, o

[0052] fE—2eg& i 7= » A0~ BECAR A4 v LLEIFETT4E §CD80 »
CD28s1gG4 Fehys e o

[0053] fE—2e& i 7= » A%HH C BCAR LM o] IEFEFE—FE 15
RESE > BT B E F DA T 4HRC 2 BEAHAY 73 - CD8a - CD4 ~ CD2 - CD27 »
CD28 ~ CD137 ~ CD80 ~ CD86 ~ CTLA-4 (CD152) -~ ICOS ~ OX40FIET51 - 4HHf
SECEHL (PD-1) -

[0054]) fE5—(@J7TH » A%50H 2 BECAR Z:48 vl LLEIIE B — /B AN
(EREEL > HEEEIE S IR ST FE, -

P12 - 4k 142 HEETERBE)
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[0055] fE—ibEhi 720 - AEEIH 2 BECAR A4 il LAELFE LRI (E 57 (F
A Z AL SR E 0T B B A DU T 4Rk BRERY LRSSy 7 - CD27
CD28 - CD137 ~ 0X40 ~ CD30 ~ CD40 - CD3 ~ HVEM - ICOS - Myd88 ~ LFA-1 -
ICOS ~ CD2 ~ CD7 » LIGHT + NKG2C - B7-H3 - CD83fifir & ~ RHAHE -

[0056] 7r—Ebgg i =i A E50H 2 BECAR 47 o] DAL FE S5 —F/E0EE —
RN ETREESE - L& 5B IE— T a & R e R IR A (9t EE
i o

[0057] FfE—Ebghi 7= A48 0 2 BECAR %47 iT LLEIFET T4 5 CD3CHY
VAR AN [E57 B -

[0058]) fE—ibEhi =0 - ANIH Y BECAR 24 v LAEIFE B & LR E
SRR EIHYSE  CARAYAINETREE N, - fi— Lo iy =0 - sz LR E SR E A
Sk TAE B R E F DA T $HRG Z BEAHAVALRE 53 F - CD27 ~ CD28 ~ CD137 ~ 0X40 ~
CD30 -~ CD40 ~ CD3 ~ HVEM -~ ICOS - Myd88 « LFA-1~ ICOS - CD2 - CD7 ~ LIGHT -
NKG2C - B7-H3 - CD83#YRC iz ~ FH4HE -

[0059]) TE55—(EJ5E » A BTN LERE T HICAR R4 (A
FEANS R ECARRAR ) » H S —H A (E5RE B T D45 R AN M
AESREE -

[0060] FE—ELghi 720 » A2 TEERICAR 24 T L B R &
RUEARREHT AR AT N (S T B B 0T B — A E SRS A & LR E T A
AV EE RN (ESREE -

[0061] fE—EbEhir=0H - AEIH 2 SrBERICAR 45 v] DUELFE FH R
ELBRE AR AR AR A (5 5% B B4R R 55 — R A (S S (B Eaofn i AL E SRS
SERAH RV EE R ESR A, -

FI3H - 4k 142 HEETERE)
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[0062] FE—EEHT70F » ASIH 2 7 BERCAR 28t i LB ST £ H
CD3CHIIER AR (S5t g -

[0063] fE—L5 N 720 AN5E0H 2 7RI CAR Z5t o] LLELFEILRIBE
SeEE - ZIRIBE T E B CTAE 5 EEE DL N R B ERY RS
CD27 ~ CD28 » CD137 » 0X40 ~ CD30 + CD40 ~ CD3 » HVEM - ICOS - Myd88 -

LFA-1 ~ ICOS ~ CD2 ~ CD7 ~ LIGHT -~ NKG2C -~ B7-H3 - CD83fJfii fir £ ~ Ky H4H

A
=

[0064]) fe55—{W )5 @ A485e < Eht /7= I AR FEBL 0 T L F %k
T 4RES AR L Dike (RIS B E IS B UE ) R RS R B EECAR-
FIECAR ~ BECARZ I T EEHYCARZER ©

[0065) fE—ELEhE Tz > szl r T R PAEEH ISEQ ID NO: 148-178
SRR BFAH

[0066] fE—HiH > Afgfa L Gt 7=\ DIERERIERS - 2 RREe
aAIEE L IRETT -

[0067]) fe55—{[ 5 @ ZEie o] LS iR aiie s bR aie - i —58
e IR EERR RIS RS

[0068]) fE— HiH > AfagFa L EH /7 =\n] DL TR (bR U diie - %
TR EEAEa E AREEHE 28 - NEEAIE5E 2 %FE -

[0069]) fE—ELEhE Tz Z TR (bR eUediiE r L e fasEH LA~
AHRR.Z BESHAY R ATAE © TAIAE - NKAHAE - SME MmEZAAE (PBMC) - iE
MEFAHAE - 2 RERRAIAE - MEARERAIAE - RHEE -

[0070) fE—EELEHE = - Z TR (bR eUediiE A L e s H h LT
AR BRHAYTANAE © AR METAIAE - SN TANAE - B 2R B THIREATYS TAHAE -

i

A\

F14H - 4k 142 HEETERE)
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[0071] fES5—{ED5TE - 8% TA2 (LR B ] DUE— D B a Ess &
frE%E (IL) -1SEREGE S HYIL-T -

[0072) fE—H - Afaf 2 Hit H =] LEFEEY) - ke Ea
BAEN AT < TR LR RUEARE A SRR F a2 AYEAS o

[0073) fE55—fEJ7H - AtGEE < 4HRaT LUtk — 0 B dE e e g e -

[0074]) fE55—{ETE - &% Ry EEI ] DAEEE Ll N 4HR < BF4H © 3-(4-
P B -1- &R A -1.3- & -2H- o) 0 -2- BR) IR BE -2,6- L~ 00 & JE
(pomalidomide ) -~ [i[{X[ERF (avadomide) -~ FIHA4HE o

[0075]) fE—L&)E = » 3% s el o] DUEL#E 3-(4- e - -l S| A
1,3- - 2H- 5205 |IU%-2- F) IR E-2,6- i

[0076] fE—hH » A455E < Hit )7 =] LA 6 B A LI GPC2HY
TEAVERE 27k - s A B B AR L HEY) -

[0077]) fE—SL&h7=\F - & TR LU i o LIE BB &S -

[0078) fE—Lb8& i H=\F - Z LA (b ooy e 4Rt o] DATE (R pE RS J&

iy

«T

[0079]) {53 —(EJ57H @ %R T LABE B DA T 4HRC 2 BFAE - Mot
ARG B s AHRE ~ JC SR PRg 4RE ~ 1iaE ARG - REREMEASSIAIL AR ~ A
wALANE - BfE - IS - 7R - TESE - KIBERE - 5% - 3H5E - 5
T RBRE - UNELEE - BOE - 'R SNENNERE

[0080] ZS—{EE F=\EFEREHFEZE (CAR) » ZkEahi/FzEa
& () 88 2/ —(HFGPC2EE 45 S HY BRI PTASHY IME (ectodomain ) ; (i) 5
RESE 5 A (i) B & — (BB (R e e 2 BE BRI Y RO SR ES (TTAM) S5y IA
3% (endodomain ) o fE—ELF ) ST H - MK LUE 25 EG - LA LIFEH
{50 P T Bz B -k e B 2 W [ S A I T R Ry 2 A e E <~ 7 =K

FISH - 4k 142 HEETERE)

110109033 FH YR A0202 1103157037-0
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KR » AL ARG e < — ST =\ - TR -SRhe it i (4 B0 (GGGGS), »
H {407 SHYERS] - (F—Eb B 5 =0 H » nf43 » IGGGGSGGGGSGGGGS ( SEQ
ID NO: 181) o BERF MRS ] LURE i {se I E Feclg -G B e 1 — {6 BEL A
fige (FlveH) BS—(EEEGR (F0VaH) BCEREHE B AR R MRV E
#EERS (scFv) FCHEIZRIPEL - fE—28 i /7204 - CARRYES#EE T Ea—Eh 7
CD8o » —&R5rCD288— &R 731gG4 Fe » BT H ARG - CARMYESHEEN 73 1] LALTAE B
BRSE M BEAE SR 0+ - P e] AR & T-4R A2 Be I G B EL DR Y SR AR —(E
( Il ~ S ~ y#EEes ) » MBI §## - B29 » # R FcR y (FCERIG) * FcyRlla
FcR B(FeeR1b) » DL —(# ~ RI{EECGE 2 (EAEIA(E SR EE S (F141CD27 ~ CD28 »
CD137 (4-1BBETNFZEE#E IR E9 ) - CD40~ DAP-10 - DAP-12 - CD2 - ICOS -
OX40/CD134 ~ FceRly ~ IL-2RB/CD122 ~ IL 2Ra/CD132 ~ FICD40 ) HI4HE » DL
58CAR THHAERF A MR ERELIRL -
[0081] WILARIASC AT CAREE A Y RE R HERH LR Y & FFR T GPC24k
B PSR A ET TR (GD2) -~ BwHUR125 (CA-125) ~ FiEH1
(MUC-1) ~8f%3 (DLL3) ~ EEHUR ~ FHigEE - R4 KRR F288 (EGFR)
EGFR VIII ~ erb-b2:Z A& sfEEL S (Her)2 ~ Her3 ~ [ R fBREHIR ~ B1ETARICH]
BEEER, (Dectin-1) % o
[0082) fA—LEHE AT » T CAREAREAE SRVARAE M R 4L 5T - B
WMLMEE AL/ D SRR TR SR AM: » B0 > 5] DURFCAREA RS 45 & HY
IL- 158 RR4E SHYIL-TILRE
[0083) fH—LLEhE AT » TR CAREL#I LR T2 B8 L 7= Bl
oS T4 A O R 20 « 40 - o7 LURF CAREAC-X-CHE A i (L IR <2 8
(CXCR) 1/2 ~ CXCR3 ~ CXCR4 + CXCRS ~ C-CfE&#/(LA T288 (CCR) 28
CCR74L3F -

F16H - 4k 142 HEEHIERE)
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[0084] FF—Lbo&hE 7= ATLURKFCAREEE M & MEPD- 1 2 B s EAME &t
HLAERNT (TGF) p2ie (REE5EEAVIMNRERR =N EFEEL) %
o DABGE TAIRE A VRIS TR R DR -

[0085] fE—LLE i 5=\ » GPC2 CAR THIA AT LASE3-(4-fi k- 1- (s
-1,3- G -2H-F05| - 2- B IRIE-2,6- -l (Rt R {EEPIA) HEER - PIdGE
CAR THIE NI PTERILIRE

HN
@ N

[0086] 0 EEA)

NH;

GEENGE D

[0087] [[El 1Rt T s A[F FE R EHE < GPC2 mRNARH/KF- -
[0088] [ME2A-2D Rt 7 4E 0 e A S8 EE#T B N GPC2EH Z A2k /&
3

R

[0089] [ME3A-3GIRit 7 NF(EPTAGPC2EPRViHEE & 781 AGPCI
GPC2 ~ GPC3 ~ GPC4 ~ GPC5 ~ GPCORI/NE GPC2 7 A8 Y Kz fiEM: -

[0090] [E4A-4CPRH: 1 PUREHTIGPC2 VyHPTAG BIZRIGPC2AVHIAE £ 1Y
SEEFRA]

[0091]) (SRt 17 nBIMERYR S VeHHY B A — {1 2/ {E Ve HIsHYCAR
NSRS

[0092] [[E6A-6DI/RH T B HFTIGPC2 CAR TAIAEAESH-SYSY (AL KA
HeTfRg IR T < AR A M S -

FITH > 4k 142 HEYERPE)
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[0093] [[E7A-7IRE 7 NR{EEEHTIGPC2 CAR THIAEAESH-SYSY AN
IMR-321HE REHRERA A AR A-43 1R e R e dltife o <~ SRR M -

[0094] [EBA-8FRith I NRLEEEM X {EHIGPC2 CAR THH AL SH-
SYSYFIIMR-321HE SRR REAHAR DU A-43 1 5% B R A SRR P 2~ s P 1k -

[0095] [EI9A-9CIRit: 1 #EHHIGPC2 CAR THHAESE HEE REHASS ZAEH
TERER A & A -

[0096] [E 101~ T{EEYAH NJR{ECAS70950VH6-BBz CAR T4HAH
FESH-SYSY 1S RN R ife - RydifE S s 1t 2 22 -

[0097]) [E11A-1ICIRE TEEEATFEL N AJR{ECAS70950VH6-BBz
CAR T4 BES MBS NE -

[0098] [[E 12A-12CT5RH T # A {ECAS70950VH6-BBz CAR T4Tf
FUEEYIARTH B R R R AR tE R A = I -

[0099] [[E13A-13BI/RH 7 A 74-1BB - CD28~ CD27~ CD2~ICOSE{0X40
JLRIBURAIGPC2 CAR TEHASH-SY S Y5 ] DLSHEA Ry HAE 5 11 EE A IF Ny -

[0100] [[E14A-14CI/RH T BF4-1BB - CD28~ CD27 - CD2~ICOSE{0X40
JLRFIRAYGPC2 CAR TE Z2|SH-SYSYEEHSERFAIREAFANEAMCAR TH
HE R (8 -

[0101] [ME1ST/RE 1 GPC2AE A\ HEEELAIAENRE ~ /NAHAEATRE - pleral a4
HEYRR IR R Ak R R R Al 2 P 2 3R -

[0102] [RE16]/R~iti 7 GPC2 CAR Tt 1HiE B AR/ RE AR £ SH-SYSY 2

ey Mg -
[0103] [E17]/RiE T GPC2 CAR TH¥E AR AR AIAE 2 A-431 258
YNliREEETE -

FI8H - 4k 142 HEEHIERE)
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[0104] [E[18]/Rit ;' GPC2 CAR TEH¥ A/ NITAEAT AL ZNCI-H526 2

A SRR -

[0105] [E191~Hi TGPC2 CAR TEHf A/ NHAf AT 4HAR 2 SHP-77 2 5%
SMEREEME ©

[0106] [E201RH T/ REIEGPC2 CAR T AR A S 4HA R 4HAE %
D341 Med Z BE5 M1 -

[0107] [E21RH T REIEGPC2 CAR T AR A 4H AR 4HAE %
D283 Med RS/ M1 -

[&Fiti /=]

[0108]) ACCHEEE 1 GPC2Hr R M BREEM BIsiiae - HAF RS A AIAE
RHEGPC2 - AFaEE | ERENCER AR Ve HEERE - HSe A4
REREGPC2 - A8 e /B - HEaGPC2EE iR (Hllik o il ZhE

(CAR) THIAE) - #ZFHEESIREAESTHIHIGPC2IE M FE R AL A Rl A GRSt
GPC2[ZMERE B AR - AR R 1 (AR GPC2Ar B M BRI TRV IR G TR
BETHIANAC A GPC2 IS MR . /% -

1. EE

[0109]) BRIEASRINERR > BRI ASEIH T 5 FRROTATRE0RE B
ABZIARTE TR R R L 5%

[0110] " —{E/AE (a/an) | F0 ", * WOASCAT AR EER s —(H =%
PR—{E (B - 2/0—(#) ezt sEAEs - FBhE8f - " Hife ) Bfs
A B — TS

[0111]) FifG - WA - ZilisB e st 2 /0 — @ PR s
WP RMEHE SENERE ~ 20K I IRAK(EEY) - Z2i%E - BEE - BT

FI9H - 4k 142 HEETERE)

110109033 FH YR A0202 1103157037-0
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it P A A B RN 0T+ P BB A & B A R E (5
T2 A[BEN - WA @ #ZilrsiE w2 RS - So RS -
SAE (sdAb ; 40 - BREERIAS - EEEPIAE ) ~ BE##Fv (scFv) Hifs - EHil
#8 (HCAb) -~ E##hiAS (LCAb) ~ ZREMDAS - BiEMEDUE - BRREMI
B E(EPES - B AP SRS ED R SHURES B
R EA K B ek E T o+ (FI0 > BErTE s REkET 1) (R
BREMTEENAEYEENE) - ilEEERE AR RS - BREhE - &xa
UBE ~ AR (EHUASI A DIAS - GBS o] DU SR BRE (Y T8 X S I P e fE (T —
fE : IgA ~ IgD - IgE ~ 1gGRIIgM - SCHESE (FfER!) (fi401gG1 - [gG2 - 1gG3 -
19G4 ~ IgAIFllgA2) » EEiAH B bl — 5 BURG Bo ~ 8~ &~ yHllp - R
BB B S ER T (1 B R B L RHIA B B A R = 4 b - SR T DU
HYECE A o3 F (B (E R RN B EZ BT M E 2 ) $is - iT:E T R ikEl |
(Ig) BIlTsE " fue | fEA S T Gt A « FRIESSIMNARERS L » BAIIASL
FRFREY - flosE " PiRg , BFESCRbUEN T REER B, ¢

[0112] =RPUE - AFTRAVEZ s G IR TR R A EYIEE 2 HY
LERE > BRETTREAIEEE - Bl RS BIRAEY) (EEEARVNE) o 1gG
RS GIUEEE - W MEERWSE (BETR) REIKE O #AEL - B
A — IS SR — IR IR & SRR E I VLAICL » 3 LIRS
A& RER R VH ~ CHI ~ CH2FICH3 « fr—SIfHFLBW » Gl B ERfIZE
BT - IgGHUAR % iR IS4 (HCAD) - K Ef I & BFCI i e o]

@ (CH2FICH3%) -

SF20H - 4k 142 HEEHEREIE)

110109033 FH YR A0202 1103157037-0
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(0113] (L8 © AUAKFRA GBS T P Cia B E 9%
Erfir® - A - iR T T TP A TN R
5T s — (B S - WS s - PSS i B (B B - A
ISR FVE TS T - AT - SR R A E N
o 7 R £ B AR IR IR - AR S0 R PSR4 & (i B T
DA SR FAR IR -

(O114) BEFES2VEHIRS ¢ e (5 d RS S L IR 5 0 2 R O HE S 3
il DA » RAKGORB (5 B SV o AR - {26 T BT RN L IR A
H—(HR 2 (B & (BT - RS & B S RURR IR i - 4988
7 S GPC2E S B VA B S UM T DL B o3 (A » A0 18 - DO{Esk
AL

(O115) S35 EEHTAS AIACCRT - S4B 7T LGS 25 (F S bR 1 ] 2
BRFET P (E P A — G E O T BT S — R LA S R
VE L% 5 (R 55 S Bk (1 FTB SI S R A B S S A « U
A —RIB_RAAEREER (P40 - 2% B RS et ) el
FEGUR (B0 % HAB A F%E R BT ) T - SR F
&= SIS T GERREE (TS, - DS R PU T- s R
T SHRUEHES TR RIS T -

[0116] 55 FIEHH | 5T LR B —F i FAE S R E
S 23 P 7 RSB T B P 1 D 15— EL 4 £ TR E T b
FE SRS T BT 31 - SEAE RN FURE S T FT DL S — R fr RS G R
VER IR (IAIVAHERELH B ) DUR S R i B 45 &4 B LA B A

F21H - 4k 142 HEEPEREIE)

110109033 FH YR A0202 1103157037-0
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(BIAOVeHECH R B2 ) - SRr RIS T A LB A HE — R B RGO &N
HyscPvEH 7 ER LR T SR R A B SE Ry BIERYscFVEE F B - 0 H B —A05R
R DA EIGUR (B0 2R EEAIEE EE R ) EEEARFET
(P ZEREENAEEANAFREID) F - SrREMPRe s T A
AHBE-RUAAGE S EER-FIRERE R RS E R B AGorE
(EREOESANEEvays

[0117]) PiR&GE R Ex © MEGTASSS o (E AV sE (R e 5c B UTReRT— T

ol R FE e BUTRIIPUFAE T 2& - Jiieh RV EPIEEE ARG Fab -
Fab'~ F(ab’), ~ Fv ~ &115188 ~ BE#EGURG >+ (Bl4scFv) ~ TG (HCAb) -
CopRe (LCAb) ~ Ui EREAYscFy (dsscFv) ~ BEpTAG - =4 ~ DUPTAS -
EIPTAS ~ B pTRG (DVD) ~ B RISBITAG (sdAb : BIANESEERITAG > =
SeriRe) ~ EHETASHYEE i) (VaH) ~ DU FEHURG R BRIP piRy 245 B MRS -
[0118) RAFPURAER @ BRIEMFEAL A ] GHAER - (A5

B S SRRy TR ERIALEL - R R R EEE - B T DIE S E
HE ~ Ik~ 2B~ Kb EPEiEE - B R ISR R AL [T
e S HERTRE 738 —TB 57 ARG AN SFE R BT R A) 57k (RS BanE b o
TR ) Tt ERY - A HUREMERVEL T HUR A R iie S S iV o THY—
oy o PURRALA L —E BRI « RALEE H o TR EEREMRE AR
(R AL BRSO I ) (BB - I H B AR ER = SRR U R R e R By
e flosh TR ) EFERRIERAAIERRAL - WRRAHE T (BI0ZA0) §Y
W35k T LUE 2R HY IR N AR > B Pl A] DA—kE 2K 5 B 031 B W {18 21 B 25 {18
FRIAEE I, o FRAL O] LUE B DA B RSy T ZMER AR - B AR L

F225 - 4k 142 HEETERBIE)

110109033 FH YR A0202 1103157037-0
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Ay (Al R gt fin ) BB B B B MR IR » T =4I
fir (R RS ) BN {E B BB R L o R AN GRS 2 /D3 (F -
DUR BB /D5 - 6 ~ TE8-10{F 2B AT 2SR SR A

[0119]) EIPUAS : flosf " GG, - " BHEGUEE D, ~ TsdAb, ¢

"sdAbER I | HIEEA =G EE (CDR) WERFREG I - AfE 2R
#s (PIAIHCAb) RHGUFRGEER B (FI0VeH) - BEIBHYsdAbRES B RS &
R B ERY B2 CDRAYZIRECE - fi—LEFN T - BB ESEEERHCAD A
{TLARAE - ol H H B ] B A S R Ry " VeH | - —EVuH b ITRE A8 B2
KBRS © BEEERIsdAbAR AR/ NVHURSE G AR R Br . — (25, - filiTHamers-
Casterman % A , Nature 363:446-8 (1993) ; Riechmann A, Nature, 374:168-73
(1995) ; Hassanzadeh-Ghassabeh A , Nanomedicine (Lond), 8:1013-26 (2013)) -
EAHYVeHAEN-Ali 2 C-A i E A LA T 4518 | FR1-CDR1-FR2-CDR2-FR3-CDR3-
FR4 > L FR1ZFR4S; HIZFEIEZEE 124 - 1 H LA CDR1Z CDR3 {445 Gk
EEIE3 -

[0120] EPIEEERRPERETRE - RAGRZEHEIHEE - TTEEER
A-SEPTRBAY BEEIIAS - TARHURBAIRRETAE B HURBAV TR DAY BRI S 48 - BRIk
S 1T LUZ R RIASHIEAI RS » BUERIAR KAV BRI TAS - Blgias o] LALT AR B AEAA]
Yk > EFEERRR/ NG - A~ B8BE - EMNBE - f - B W RFNT - R
At EE < S—f 7 - BEIGTRS T LUR R ARV BRI GTAS - 18 Ry = I Ay =
HEETLES o BIAI{EWO 9404678 F15ER | /B M BISHIAS < B Al B DINTAE B R
PR Z B HEA EEE TR  HAC A PR Ry VaHEGEO R GRS » DURFH BLPU S8 6 R
EHWE R VHE I - B8 VaH 7y 8] LUR B SEEERHTE - FIanbese - =NEe -
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BRIESRED - MR EC T & A HTTURS © PRESBERLY MY o] 2 AR R AR = 8
PNV ER SRS o IR VeH AR B Z #0E N -

[0121] EFkPUAS © E AU ARy SERFE R e RS 4RiS 5]
E A I E A BTDIRE - BARTUIS R VEZIERITE BRI Z 70k
KESE - BEARTURR RIS R BB -

[0122] #REHRE © ZiMrEAIE R R KB IR AACRAVE EE B E A
HHYEEVEE R ERITRE < a E — el G iie AR A 2B FiEE
HYIE ) Bk B 5o — Y fEny & EY e S

[0123] NJE(EPURG  BEHEEAERELUAKEIEAN (PN ~ &
RE - BHEEEREY) REEKEBR—([H B ([H CDRAYRBEEREH - 12t CDRAY
JEARIEERECT R T 4tie ) - W HIRAEZRA A REERESTE " 288, -3
EEAFEFL - HOREMFL  EMUERAREREECEEA FH
[5] - BI2/D&985%-90% » BIaN&)95% B % M EHY « (AL > B 1 HIAERYCDRZ
Sh o NIREREEREE RV E 2 A EBR AN R E B PP IHYAR AR 77
ME - R EHTASE & FIEHRECORAY S HUASHERTHUR F - ANR(EHiag s
i EE PR 7] AR S MUPRSFREES BRI » s F AU TR G G e A R %
PREHHIREREANZ AR E -

[0124] ERECRIDURG © AR - ZilisE SAL B B T2 BRI -
H A HEZRE K CDRE SR B BSSERHE 2 AR 771 tEAh iR ife Bl EEE
& > AllEZTEE & R B SR BE R A B RS Y1) - AN S8 2 BRBe R DA nT LLELFE
A BREE R E 2 B SR RG 5 T ém iy e AR RE T (140 > FE RS S Nt 2 Bl
ArBS T A E B AR N AR SR 25 | ARYZEE ) - 2481 > WIASCRTRIEY > 1l
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g | BESERHIRR ) A B EEERNDUE > Kb o R 8 S AL gt e
ZHYCDRFFIEMAE RIBEEEFHEAR AL -

[0125] VHEFRVLE : Z s v g4l BRUmA TR R IERE (FR
BFW) IEIRSFVES S EE (R " afiEE, (CDR) ) -

[0126] fEZRE@FCDRIVEIE @ CEFEHFL /T AEHER (2 FRabat,
E. A% A (1991) Sequences of Proteins of Immunological Interest, Fifth Edition, U.S.
Department of Health and Human Services, NTH/\B22%891-3242 5 Chothia, C.5 A
(1987) J. Mol. Biol. 196:901-917 : LK [i4f-i& 4 T-AbMET BB 25 # % ( Oxford
Molecular’s AbM antibody modeling software ) {HEFAJADMES ) - #EH 2 A AU
Protein Sequence and Structure Analysis of Antibody Variable Domains. 7f : Antibody
Engineering Lab Manual ( Ed.: Duebel, S.#1Kontermann, R., Springer-Verlag,
Heidelberg )

[0127) E#ER (CDR) : WIASCATA » HigpiEhi v @A T
R BMERGE SRA TEER 2 751 - AT — S E i =0 SE S o] S E
#/£ ={EICDR (HCDRI1 ~ HCDR2FIHCDR3) - ifi H E{Rl# 3 0] & s 7 = (3
CDR (LCDRI - LCDR2FILCDR3)

[0128] sdAb (BIZ0VeH ) HIREERETSEAUE LN 46 H B Velsiy 8 F 4R 5k
EITARYE - Kabat® A ( T Sequence of proteins of immunological interest |, US Public
Health Services, NIH Bethesda, Md., /\BZE%E91 ) » #1fr RiechmannFfIMuyldermans,
J. Immunol. Methods 20004£6 523 5 ; 240 (1-2): 185-19517 372 o i F A 5 E & B
RHYVHIE - AR BL4RST > VaHEYFR 1EL &A1 B 1-30E YR A IR TS A VeHIYCDR1
BENrE31-35ENEARRTSE - VaHIVFR2E & (i1 E36-49E AR > VaHHY
CDR2f1 & L B 50-65fE AR AL IR 8 AL > VuHAYFR3 L & (i B 66-94 5 Ve A 1 7
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5L VuHAYCDR3GL & L E95- 10252 H R B IR e &L > DAK VuHAYFRAEL S B 103-
VI3ERHIREFRETEE - {EIE )T > FEZE EHY S — ARSI T 70 VidgiiT VI
FTEAHIRY - &{ CDRA BY R E B R BB AT LU (L > I B AR R B R RE
Kabatém5t i R BR AL AEE (B > fRIEKabatdm5iay—(HE S M B L IR
FRA R Al BE R 8 - B EIR PRl LUl & EERE K abatdR 5t AT Ua FHYEL H &
DHINEEIREE:) -

[0129] il " 40Kabatth By n EEFE AR ) B0 | 0Kabat AV E R I
BimIT ) KR RIS AN FoCKabatF A\ HIHTAG S dmAY S 1] S Bl o
VAR 2 - (ERE(ERST 540 BIRE RN 771 n] DUEL & AL a] 2
HYFRECH VREY RS St ARTE/ VAV MR EEL - Bl40 > B a] sk n] DLE
SEH2AYEEALS2 2 (R Ry B A el A (TRIZKabatHy785:52a) LUK AL EH#EFR
FRELR2 VRN AGREL (40 - MR {EKabatfy5EEL82a - 82bA(182¢E ) - HTLIFEH
FEPUREFPAIEL T HEAE | KabatdR5RFe A0[RI e A T EE ¥ AR T E 4 TE SRR HY
TERLATKabat4R5E -

[0130] #EZRIE : fECDR ZfEfl AHVHEE B 5] © HEAR IR B ik AT EEEAR
SR AT EFEZRE - HEZRE ARG CORIRE L F AR &S S E Ha | o

[0131] HUfC - BV SR ERAFALIN TUR R ERe AT Bk tP A B
Bz -

[0132] HufCEBef « ARl < BRUUE R &~ 2 RIAFAT S HHYCDR
E A& B R -

[0133] FaEBRHU © SZMTsE (A TE 2R3 i — (AR BB A o — (e
EREEEA - T ORI Rt — (AR BB B A M BB
YRR 5o — (I Re AR BE T BL AU o ELA DUy e AL B SRR Y R R A
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AREIE S > B rhlm R (B BEREEE - R - sHREER ) - BRME(RISE (1
a0 RN ~ Bl ) ~ ARyl (Pl H el - RBER - 20k
Ralk ~ SRRERE ~ BRRERE - BEREEE - PREREEE ) ~ FEMBIEOEE (140 > PREHE - 48
Hils ~ BRERE - RO - D - SRR - PORIEER - CREEE ) ~ B-or (A
s (P > &RREEL - SEREGER ~ RO REE ) 57 R (Pl - BEREE - SRpalE
- COREl ~ HREER) o B0 FAESRE BRI R BR (A IR STEU « 1B - A8
Fa L 2K~ AIEMEE BN/ G TRR RIS PRI RS AU SO & A R AL
SRR ~ A E B B S IRR PEE C B & - e HPREGE SRR AL
PRAFEURZ AR A SHISEARIRY -

=
RSP

[0134] {RAFERS : T IRSF ) BEEBEIUAUGEAR F AR B REELE (4
WGPC2HVHIRS ) HIRAIJHITIBEE AL o 1F B—(EE ] - Fr R M4 & GPC2HY Bk
MRS TTLLEREE LA - 2421 - £L43(H - EXLAE - 22450 - 2
ZKI6(H ~ ZHEE ~ 2LL8(E - ZHLIE - ZHNI0[E - ELZI11E - £
EII2ME ~ EZEN3(E ~ B4~ R BLISERSFEUER R I4E G GPC2%
Ak - flirsl " ORSTERS | B AR IR AR AR U AR BV IR AR AL - R
HERBIRFDENE < IECRFAUA AR RE O BEUEMERVIRLE o CRFEURAVIEIR S E
BIE] DB A0 Creighton (1984) Proteins. W.H. Freeman and Company %% » LA
BFEMSI AEEROEA -

[0135) {RSFEUL @ B EIAEEHEDayhoffff " The Atlas of Protein Sequence

EE

and Structure.Z55%: | , Natl. Biomedical Research/###idyH[LE - HNFFEH S H
DIHLERRSHF A o B0 - FE— D7 > B DA N A & — YR AR E o] AR I 2Tk » g
MR ARSF A © SB14H © WREEE (A) -~ Bilglg (P) ~ Higlk (G) ~ REHER
B (N) -~ &zfalg (S) -~ &figlg (T)  SB28H - AR (C) -~ &xfglz (S) -~
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BfEle (Y) ~ #RpEle (T) 5 55340 @Rt (V) ~ Bk (1D - g (L) -
HEfREE (M) ~ WHEBE (A) ~ ENRERE (F) 5 55440 © Bt (KD~ HhR
Bz (R) -~ 4HMEle (H) ; 55540 : ZXNRERE (F) -~ BéREle (YY) ~ BfEBE (W) -
(R (H) 5 FISE64H © RAREE (D) ~ BRele (BE) - f—J7H » fRePReEs
FEEA AT LAEEE DL : T>A - G—A A=~ TV A->M-T—I - A—»V - T-G
F/ET—S o AL 5T - FrAFREEEE BT LA R R A B A [ R 55—
R ELBE R - Bl (1) JERRM: © Ala > Val ~ Leu ~ Tle ~ Pro ~ Met ~ Phe ~ Trp ; (2)
THEEEBEIRRME © Gly ~ Ser ~ Thr ~ Cys ~ Tyr ~ Asn ~ Gln 5 (3) 614 : Asp ~ Glu ; FI
(4) @tk © Lys ~ Arg ~ His o HAMCRSFHIREEBLEUE T LAAILA R ERRL - (1) F57E
Phe - Tyr - His ; (2) EF{itf% : Asn ~ Gln ~ Lys ~ Arg ~ His ~ Trp ; 1 3) EF2
#% : Glu ~ Asp ~ Thr ~ Ser ~ Tyr ~ Asn ~ Gln ( &5, > {4125 F = F]2£9£10,106,805 >
HANBFEMSIHUHERGA) - A5 —FE ) - FTRMRBERAETIRFEUR -
FAH TR B B B B 8RR 2 M 2 575 0T LSS ER A 141 Guo % A, Proc. Natl.
Acad. Sci., USA, 101(25):9205-9210 (2004) - H N ZFFEH 5| F DS G A - 15
—J7H - PRSFEUAET LU R s T ORSFEU ) HYRBHEYIRLE 405 HEARHEY
REEAEYEMERTEAL TR LA [ ARBHR Ry T REIMER E LS EE
BL o I HAC TR AR B Y -
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PR ST B R AR
i He i HUAR CHAt R AR RN D

N

X
Ala Ser, Gly, Cys
Arg Lys. Gln, His
Asn Gln, His. Glu. Asp
Asp Glu. Asn, Gin
Cys Ser, Met. Thr
Gln Asn, Lys. Glu, Asp. Arg
Glu Asp. Asn. Gln
Gly Pro. Ala. Ser
His Asn, Gln, Lys
lle Leu, Val. Met, Ala
Leu Ile, Val. Met, Ala
Lys Arg, Gln, His
Met Leu, Ile. Val. Ala, Phe
Phe Met, Leu, Tyr. Trp. His
Ser Thr. Cys. Ala
Thr Ser, Val, Ala
Tmp Tyr. Phe
Tyr Trp. Phe. His
Val Ile, Leu. Met. Ala. Thr

[0137]) [=B]

R AR
L
(RBAF1E ey R — e} S

Ala €\ Val Val: Teu: Ile

Arg (R) I vs [ys: Gl Asn

Asn(N) Giln Gln: His: Asp. Lys: Arg

Asp 1) Glu Glu: Asn

Cvs (C) Ser Ser: Ala

Gin Q) Asn Asn: Glu

Giu (1) Asp Asp: Gln

Giv (G Ala Ala

His (1) Arg Asn: Gln: Tys: Arg

lle (D) l.eu Leu: Val: Met: Alar Phe:
Norleucine

Leutl) [le Norfeucine: Te: Val: Met:
Ala: Phe

[ys (K) Arg Arg: Gln: Asn

Met M) Ien [.en: Phe: Tle

Phe (1) lyr Lew: Val: Her Alas Tvr

Pro () Ala Ala

Ser (8) Thr Thr

Thr (D Ser Ser

Trp (W) Iyr Tyr: Phe

Tvr (Y Phe Tip: Phe: Thr: Ser

Val (V) I.eu [le: Teu: Met: Phe: Ala:
Norleucine

[0138) FPAUE—ME: © el rr Y s fe o5 < FR AR (DU B A1 2
HYAREUMEARRER - & Al o e F Rl — 1 - Rl [E]— Mg s e B e — M (B (L
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MEBCEDRME ) BT EEACHIE © o Ebies - WS TRUE L o & (E A VAL
HIRF > ZIKEAZEE 7y TR ER Y B RS R A B e i Y PR — 1k

[0139] HFEM:4E & GPC2EIRHYHIAGHYVLELV uEl VRHECV narHY [EF ]
SRRV A 20 6Y75% > Pl 22/ D4980% ~ 90% ~ 95% ~ 96% ~ 97% »
98% B 9% I[A—1%: ({EHINCBI Blast 2.0 (Z=firblastp) > &EEAFTAGHIME AL
Beryl e REEHMETRIL ) o B 7 EEECRQU30(E i BRI R B 8L 771 > AU
Blast 27108 > HofsE R B R TR 2 BRI FHRCBLOSUM62E [ ( ZE (L fFAE R A
Foll > BEEEZEARARL) - EEHEIK (CRE30EIEEER ) B > BT
FiBlast 2751 U PR P 5 B R FREX S BHIYPAMB0ZE [ (BHZE (19 » ffE 2= (i 127
71 ) HEFTEES - REMEE T ASHER - BI2E Y AR S FeMOMERE
iR N [E—PEE sy Eesghn - B E/080% ~ 2£/085% ~ £/090% ~ £/095% -
£/V98% B £V AN[E—M: o E Ll DR B E AR AU E — T - [FRY
FSEEAG HLAL YA 10- 20 B A BE HYIG & 1 _E B 22 /D 80% Ry A [l — 14 » 3 H.A]
REEH £V 85% 2 2/ VI0%EI5 Ty FH I —1: » IEHUAR EMEEZF AR
OLME - AR B Mg E R A [E)—ME 2 U574 AT A 4 Bk4d_E HYNCBIAEE F 1]
POBIARTE AR L F YA —MEEEE RS © Se2 A RS
iR (R EE R IR ERAERY) -

[0140] FHICEAS - AEARREE 2 L Id - RIS ) (RIE4RIEGPC2%
IKEGEE & CPC2I IR Y 2% H L - i A% H BR B & M b 8 i i f LAY e
Bl o F20fER AR ERL - Hop RS 8 A — (-8 E - NIL > BLAERTH
HIZH B FPA AR i E Y| 4RtSHY GPC2 2 IR Bl & GPC2A i Aa I B B
BeFr 512 RIE]

[0141] &R PURRERRRGERAN T - fE—EEH 7=\ - ¥
FERBEHm L T RAIET £ & /8 (Scatchard ) 7EZKETHE ¢ Frankel % A Mol.
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Immunol., 16:101-106, 1979 - {255 —{M&HE T2\ - &GS IR MITR/TTREAE
HEERAHE - A2 55— M E R 2 S SE SR IR i U R A e A
B AL 50T S SR RS M ELISAACHIE - A2 55— (f &t 7 =\ »
TSR R R AR E AR E - T RENSSS ) TUR (HIIGPC2)
R BLSERA G e TR B ABEE S HA A TR -

[0142] #EED @ EREEEFERG R S —[ o1 (FIOiesERE ) §yH]
A EE VIR - DU % 7T Hy el - SRECHY R E I IR BIME B B R R
T50 BRI MR R - AE—(EE T - T EERCAvie ) (e iR T A
ST o B0 AEECAR AT RIEVEEECY) - (IS AR M SO A e A B
ENEVREE TR ZIE ] D RIRRCAVRA R (BI0E &2 sty en]
FEOCE S b AR MR RE S MV ERGR AR ) felll) - IRECZ IAIREE B Y&
FH ARSI ERIAYL B AT EAE - ZIRRCHIE FIEFRE AR LUT 5
MEE i R BES MEARZE B (HI20™S ~ ''C ~ PN~ PO~ F ~ PF ~ ®mTc ~ P11~ °H ~
MC~ PN~ YY ~ PTe ~ HInf1™>1) - BERS (PINRREEE R (FITC) -
ZEFTHR ~ IR EOLEBDCRS) - BEIERD (BRI E(EYNE - B--FILREENE - 2O
20 - mnliEels ) - (EERSPUIRECY) > AYIRE - M BT RITHE %
IR (BB SR A ~ SF_PUReRIGE = I8 ~ SfEsE ol » RS
S ER] (BIasLEE=P)) - AE—S g A1 R A EREREETE
fs$ > ferfnise NEAEZE R E -

[0143]) EpET - fE—EEFN T - BT GIRETHE (FIMIFvRER)
PIEIEE - FORI MRS T 52 R R 1 i o 22 P SB[ R T ) ] DUFE R BORAEE
[EE S (BIAIPTAS ) B s+ (PIAnaipEes =T i iR ) BRI © R
TETRP A E T8 LUE £ AT R ARG &3E -
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[0144] $i& ~ &5E ~ BREBCERE © Z Filanb(hFe (ERI(E 2 IR R — (i
NI F B REST ERZ R B A o IHERHREN 2K BlilscFy - 1% 2
My E T s rsE EAETR ROR B E: (BIAsEl D) e BXUE S+ -
PR LIS R A T EETT - BT ) RIBDURRER D AU 7+ < FETHY
FHE » (EEAER (I 7y T Z I R AL B S DU — {8 o+ -

[0145] I&biFZHE (CAR)  EFE—[SE(EHRESE D (FIaE
SRS EscFv ) RIS S B B ( BNk B THHRE A2 B8 A5 e E & ( B4 > CD3E) )
R &7+ - A CARMEHURSE S E ) - BSHFEIERIREA &R R - R A
AR A EN R 7RI AR SIERS (TTAM) HY(SSREEH - f141CD3(
B(FceRTy o fE—EFN T - MAEGE—D R 20— [ 5SMayL RIS (Bl
CD28 - 4-1BB (CD137) ~ICOS ~ OX40 (CD134) - CD27) F/=& AR
EIEAF (DAP10) ) WYRENER > - FEAHEERY BT CF » 25 ilrsE T Mk

( cytoplasmic domain ) | ~ " AN (intracellular domain ) | F1 " EA{E5HEHE
3 (intracellular signaling domain ) | {40 G -

[0146] EHCAR : GFEEGRGEEH D (PIROEREETAESscFy ) ME5HE
s (AN B TR Z ARV S SR E & (B4 - CD3C) ) BViRE 77T  HiALHY -
HCARF LB EHEFEMHURESE D - BN -

[0147] FBEECAR : GFEZ R —(EHURLS S5y (HIH02 - 4506(H B biAe
BiscFv ) FEFREER, (Fld - KB TARZ ARV E TR ES, (flCD3E) ) |y
BRE 7y o B - FECARA LA & R EZ A EREEH > (HI0 - /Wi
{EfE EIRY4S & GPC2HY VeI ) SRR EM: (PR REN: ) EPFEEEE D

(B0 RI(ER FIEY4S & GPC2HY VeI » Bi— {45 & GPC2Hy Vel A1 55— (F4E &
f% T GPC2LASMNHE AN 73+ (FIXIGD2AIDLL3 ) AYVeHIEL) - ESREIEFIAE A -
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[0148] #ECAR: W{HEEBHICAR (LU EERFRIERY ) - BCRI (i FHECAR

(B CARFTLUZ B B F MR ) > B—(E B CARFI—{ FEHECAR (1]
LUZ BB R M s R R HY ) - BECARULLE A S —CARMSE _CARFHYE(E -
HgEAILRESE, (F21CD28 ~ 4-1BB (CDI137) -~ ICOS ~ OX40 (CDI134) -~
CD27HIDAP10 ) HE 5 FE L B4 2 B THIAEZ Ae #5535 B f41CD3C )-

[0149] 57EEHICAR @ A[EFYEECAR > fE7THEHYCART » S5—CARHA[LIEL
LR EGE = A E THIREAZ A S S S 55 _CARA LI &2k B THH
HEAZ ReRY (55 Bk (Hdh = SR -

[0150) SRfEfefE - REAGHIANAE (20 - BATAE - THHAEECEZANE)
HIRLBEIEIE - fE— L E i ST SIEEREDUR (" R EIERE, ) B
ARPEN - AL —EFH AT RERIERTHERE - FIAICD4+ s CD8+
[ - A2 —(EE = > ROEHBAIAES e - il HEEr E e E s -

(O151] &« A7 & M m <2 5t 2 BT A e FH s BE S8 A A EE Y VB 5B
TRPGE ARV EER (b a V@R -

[0152] #8E2 FuJREZfyskas « (£ RVEEEE b ol e 2 HUSAS (R AR
Remington’s Pharmaceutical Sciences ( E.W. Martin, Mack Publishing Co., Easton,
PA, SIS, 1975 ) #3l 1T BAHASGE Fa R UH YIRS R 1A HIH BRI BC 2L
Y-

[0153] FEFS ~ BRFEERIs | TENT ) SRR IEIm R os R -
WASEREY - a8 (treatmentEXtreating ) | {4 FH FMESA SRRV AT A4S
R (CHMEERRGER ) ZH7A - HINASZHZHEY > Amayepr ARG R A
FEREARES LU ey — R B AE « SR AR BRIR 5 (e — TR S AR EIR ~ BRI
HVRETE ~ R EBRIR (B0 > TP B B RIRHIE L) ~ FAPT B AIm A EaE ()]
90 )~ TERTEEEARIREHY R « AL BB PRIR Y HERE - E RIS
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TEMLBRIRRY AR (B TECEER ) ~ B BB RIR AT Ry — & B 2 A HLA R A
B EEREAER - sAEE - M/EGEREE - AR ) BEERE
TERT— (B RR IR R, « ARHEE 2 A8 7 8% S ek 7 H T HY T —{E=
2 - "R RIEREERR (BIAEEAE ) HYASE SRRy B E SR 1 -

[0154] &H(E : figsE " 4U(bAY ) FREZGEEAE  FAEMmIEE - © 51ElF
Fy—EHEaRE © R > Bl - Si(ERYTR BRIk B E BB EE A R N R AR
S op S E SRV - AL — S T AT o BB R EREEIIFRED
S0%HYEIRIVAEIREE H'E & 8 - A4 F B 1L HANE B 'E SR 7 4
b A EAEVEREHRED60% ~ 70% ~ 80% ~ 90% ~ 95% 98T 4hHY - (NI -
HE—EFFERVIERR I E BT B EAi bRV E B 'E 0% & HAhE 5 8 BT
dHIT -

(0155) sy = ' ooy, AEVsHy (PIa0ZE: - EEE (EFETHE)
SRS ) EAEEA EIERZAE 7 RIMFAERVERIR (ISR ) ey A A= P5H 77
( AH A B BB R B F8 SFNDNAFIRNA ~ ZEHEFAHAEES ) srEEsaibEzk -
BT ok ) RURRIRTIE B SRR A E ) A BRI ANE B E - #41la
ri e i e ke LT E AR T A R T R R B AN B B B AR A BB AV
Bz -

[0156] EEAHHY : EHAEMBL (AR A IERIAFALRY A ECE AT A DAEAR
HESTEE YR BRI AN AR E AR PP IRIZER - B A TS mE Mt
B B T A TAESE i B 7 B - BIA0RE AN ARSI AR 5E Ak, -

[0157] RAGER : Baz/b—MomtErRE (BF) EHENVERE -

[0158]) Heim (BUAEYIRAL) * (ICZ S EEGHIEEEAZHDNA - RNA (&

fEmMRNA) ~ EHEEGHHSHIAEYIEA - BEIEMAEAIRIIMNEM - H5 - 41
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R~ FROR ~ R ~ sHARAEAR ~ SHEHRY) ~ TR AR AR AT o A —(EE A
BronELIERE R Aot - BIARE R S A -

[0159]) Z50E : FERZ AT EEYIE IR - B ANEYzealE (B
FEAFIE AN ALEY)) B—(E805] - T2elE, - TERS L AT EE ) A
AT G REA - e T 2 B R ALY R EATRI A £ 5
S N BEEFVEERSPY) - LS E T 2 ERA

[0160] &pkHY : fEEREFREM AT TEES  PlaT e ER= b
Boia kiR ERE (FIafiEg) -

[0161] BFANE  ASUERBVEE H5 R LUGHTE EREEE - JHAEE
BIR (PIANEGE ~ B ~ RS A0/ BE B R AR Y — B 2 Ad ) JYUE] (B
TGPC2REERS ~ TAR (LRI SRRy ) 28 - 25 R > ANE
B e DA — (R 4/ AL/ B (RaZ B Y A R ERR (BRIl AR ) =i
1B B H A A A E ARS8 - A — S E T 2\ T AE (e DULE S
B8 - AE—SER AT AREREUFAV L EE % & - AR EREH
PA—ZRE S REGEEAN T © sZ BV EERRPIRY A RE T A+ () /DA AEA YR
£ () BeNERAUN ¢ (i) fMIH] L~ e E R ERE AL HEEREF LR
FEARREESNESE S Gv) #Id] B A —E R e HEEREZE )
REREHERS ¢ (v) MIFURERE AL % © (vi) TR LB R R S8 AR A/ B 3 © A/EK (vid)
FE—EARE AR ARELEE IEAH AR — TR B AR -

[0162] =#AS © BEATE EAAEAVIZEL 731 - e A (LAY 75 LAIAE - &K
A% H] BLFE AR FHALTE Z A T R AT B ) - AR BEERS - skAsiE a] LIRS —
fa sl A ] BHEAVIE LA A A HIS E Ry HA = E oo -

[0163] wER{ERNIERE © B — 2B FFIELE 2R e 51 B iR L RE R (%
- SB— A% BR Y B SE AR 5 AT R E R R o (5 - QO RB T2 RS

F3SH - 4k 142 HEEHERBE)
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FIHVEE S EFRIR - RIS+ BLARS e 51 o R RE - JRE - AR st Ry
DNAFPFIGELARHY - H AL TR ZENG 45 & W (8 8 4Rt 1E » (0 HERA L[ —REET -
[0164] R « AL B BRI S | AMHREAYEAE - % n] DU Rk
Bet5 (RIWEEE =485 ) - #EHEEZESL - AR s T a AR E Y B R
ELUEARRER (ZEFRER PR SR L BRI N ) AT -

[0165]) EEZEFL. : (s F AR B S 125 1 AHARASE - 11 (2R 0+ ( HISIDNA
E(RNA) # AFI4HAIFHYIEE -

[0166]) 4 : iR BEEUR BRI MNEDNAS | AT HYEE - K
FH LR EARN T E RS - 185E - IR EEERRE -

[0167]) Y RL - FEMERERE ~ FEfEEER « BV A IAEAVARE 3 E
VAR EEIHY R E A R - I R EAER - (MR TR EEH% " B
af, o T AERNEE - BENEEKEE - TERIEREELE T R, -
(EINGIEEEE ZERIPN =V a0 )iy Y R

[0168]) GPC2[EMEREAE © GPCIGMEREERVE PIEIEERRYY © ML L4
RESEE ~ S Mobk S SRR ME 1 R - RERG MRS AR ~ Afis SN PR ~ LSk
PR ~ fREGE A4 S0 A/ N EIAERT AR R A0S AT
2. HIGPCHIMEDIRGEE R EICAR

[0169] WRASARAAR &% HE-2 (GPC2) : il LEaitZ (HS) L FHE
7S Bk AR REH LIS & B B0 8 - HRE h GPIHEAIT 3% 22 AAE R HI( Filmus
% A, Genome Biol 9:224,2008 ) » GPC2{E{IE% 125 & HAIBEAS =R ( Stipp=F A,
J Cell Biol 124:149-160, 1994; Lugert S, Kremer T2 A, Scientific Reports. 2017;7:
46543.) » 2 BIARARRAR G T B o] G 22894 RANFE S - IE4h » GPC2 mRNA
FERHEE REER R AN ECAM S RHE AE R = R R (OrentasS5 A, Front Oncol 2:194,
2012) - GPC2HHH S HEE S ZEHE (cerebroglycan proteoglycan ) A1bsAEERA

F36H - 4k 142 HEEHIERE)
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BB R 2. (glypican proteoglycan2) © GPC2EERIAMRNAFIE (/K
A% AT ABIEEHT (25 FIZINCBI Gene ID 221914)
2A : FIGPC2TBRHURGESH B

[0170] (SEMHA (HCAb) RIS (VuH)

[0171) ABTHEHTTL O EEMHE (HCAD) - BSELR (BSE: - B
WEBSERRIZEINEL ) T4 T IER A SEAGSHETAS (—(RiiA T 2 2 e
B 5 BESEEFEE (EEEEH) - HCAb (FRBVH - ZokHTR st g
HUE8 (sdAb) ) FY RT3k (R MITR SR A5 2 ThAE H B2 (£915KDa) «
14 FAAVRHIIH R T S 01T B YA (CH 1 B, - 4RECH Uskir o ME T4
PEEPRALT (B T ECH 1S MET-695 BB hAE a0 B 2 B P 51 e et -
L8 VDIE ETHEFICH2AME T I« & ViHEF(IIEEE (CH2 » CH3)
R B T M A (BT AR A (PR (R B A ) -
HURAYSE & R EIR SRR AT RS S - (LR LUERINT 12 » BIREr T 2 E
B IR R R DR TR » TR R » RSV aHAE
T Bl R mAbIE E AT R RS S B -

[0172]) $HGPC2 VuH

[0173) A$BF - BT 2 S B & R At &5 GPC2AIV HI TS - 11
BT AT o BLBBTEE (£915KD) A& A HSEQID NO: 13041
BEAAORE AN VIR EEE (CDR) 1~ B HSEQ ID NO: 31-61415
> BEAE AR EEBAFFSIFICDRY ~ U B E SEQ ID NO: 62-9240H > BFAAIRE
HREFFIRICDR3 « [ - 5 LS £ GPCAVHELS B o LU 2412 1 31
HHJCDRI1 ~ CDR2AICDR3 -

[0174] AIEFE 2 FieH BT EEEEVHERHE RS2
FUA 5 E HSEQ ID NO: 13048 ple- BEARIIIRERA FFF IHICDR 1 HE 1 —(F Wi A

F3TH - 4k 142 HEEHIEREIE)

110109033 FH YR A0202 1103157037-0
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B = PrAFREESBE RN - AI/2fE B B8 H HISEQ ID NO: 31-612H5.Z BF4HAVME
EL i 5 H CDR2 A AL 5 —([f ~ W {2 = [ PR <FRE BRI NI/ E A #EE
SEQ ID NO: 62-928H k.~ BEHAV I EBL P 3 IHYCDR3 P L& — ([ ~ Fi{EEC =R
PR R AU - A g EE < B 7 =UE 0] DUELFE LU T VeS8 8G > s S A
E HISEQ ID NO: 1-305H 5% 2 BfaHAY A EE P FIHYCDRI iP5 — (i Or ST AR
U F/EGfE B 55 H SEQ ID NO: 31-6 14HY 2 BFH AV B B2 -5 |HICDR2 41
e[ PRI AR AU - AI/EE B BEEH HISEQ ID NO: 62-922H5% 2 Bf4HAY
e E B 5 HICDR3F Al & —(E R ~TREAR BRI ©

[0175] fH—S&H7A\F - 264t THGPC2 VuH » HAE  (a) ®&SEQ
ID NO: 238Vl & B2 -7 |HJCDR1 - BCHAECDRIF RIS 223 (FI40 - 1~ 2503)
(e ZLRE QRS2 EE ¢ (b) BESEQ ID NO: S4RVRE R FFYIHJCDR2 » BHAE
CDR2 I 2243 (il > 1~ 2803 (EfZ B BR AU CHYEAG © A (o) Bl & SEQID
NO: 858Vl E: B2 775 |HJCDR3 » BCHAECDRIFELE 22493 (Hil > 1~ 2543
R ELBE QRS AG - AL — S E i 5=\ > 12t T HIGPC2 Vel - HES * (a) HE
SEQ ID NO: 23¢yfgEfZFF5#JCDRI : (b) E=SEQ ID NO: S48 AR 5 IHY
CDR2 : # (c) f1=SEQ ID NO: 858V Al 75 |HJCDR3 » B AECDRF A&
ZELYS (P> 1~ 2~ 3~ 4805 ) (MR EBE VARG « AL —EE 8 7=\ > T2 ft
THIGPC2 VyH - HAEH : (a) ®ESEQ ID NO: 2369 &z FF5IHYCDR1 : (b) &
=SEQ ID NO: 5S4z EM F75IRICDR2 © Al (c) E1&SEQ ID NO: 858y ARE 7
FIHJCDR3 « fE—EE ) =0T - 126t 7 E&SEQID NO: 23 ~ S4FI8SHRE A ML Fr
B IR -

[0176] f—E&HE7=\F - 26t THIGPC2 VuH » HAE * (a) ®&SEQ
ID NO: 278Vl & B2 -5 |HJCDR1 - BUHAECDRIF RIS 2243 (FI40 - 1~ 2503)
(e ZLRE L CHYSEEE ¢ (b) BESEQ ID NO: 58IREE M FFYIHJCDR2 » BHAE

SF38H - 4k 142 HEEHIERE)
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CDR2HEL & %2493 (FIl40 - 1~ 2803) {EREERLECAYEES ; 1 (c) B2 SEQID
NO: 89H R AEL FP7IHYCDR3 » B¢ HAFCDR3IFE &L L3 (Fila0 - 1~ 28¢3) (@
R BRI AVERE - £ — e E i 7 =0 - $REL T HIGPC2 ViH > HEE ' (B E
SEQ ID NO: 278z Bl F77IHICDRI ;5 (b) £ SEQ ID NO: 58HYHZ A RE 716
CDR2 ; A (c) E&SEQ ID NO: 898l E:BL 77 IfYCDR3 » sCHAECDRHFHE &%
LS (B0 - 12~ 3~ 4805 ) (ARG EBEEURAVEES - (£ —EEhin s =i - 1Rt
THIGPC2 VyH - HAE  (a) B1&SEQ ID NO: 27V B P4 IHYCDRI ; (b) &
& SEQ ID NO: 58HYHZABEFF7IFYCDR2 5 1 (c) .= SEQ ID NO: 89 iz ALl P
FIYCDR3 « fE—ELE i 7720 - $26E 7B & SEQID NO: 27 ~ S8FI8OHYHEETLIT
FIRYZIK

[0177]) fE—ELEhE7=C » $2HE THIGPC2 ViH » HAEE  (a) B1IESEQ
ID NO: 3y BB FP3IRYCDRI » BCHAECDRI & %7243 (fiIan » 1~ 2803)
e B HUACHYSEES (b)) BLESEQ ID NO: 33y A REFPAIHYCDR2 » Bt HAE
CDR2HEL & %2493 (FIl40 - 1~ 2803) {EREERLECAYEES ; 1 (c) B2 SEQID
NO: 641 A EE FP 5 IHYCDR3 » B¢ HAECDR3IFE &2 243 (filam - 1~ 28¢3) (@
R BRI AVERE - £ — e E i 7 =0 - $REL T HIGPC2 ViH > HEE ' (B E
SEQ ID NO: 38yzA R F75[#YCDRI ; (b) E&SEQ ID NO: 338 AREFF3IHY
CDR2 ; A (c) E&SEQ ID NO: 64ffZ EB% 77 IFYCDR3 » BCHALCDRFHE &%
LS (B0 - 12~ 3~ 4805 ) (ARG EBEEURAVEES - (£ —EEhin s =i - 1Rt
THIGPC2 VyH » A&  (a) &&SEQID NO: 3fy A FF7IRYCDRI ; (b) A&
SEQ ID NO: 33z Az 51HICDR2 ; 1 (c) E&SEQ ID NO: 641 AR 75 ]
CDR3 « {5 —SL B =0 o #RL E&SEQID NO: 3 ~ 33R1641IRF AR 75|
INEZiINE

39K - 4k 142 HEEHEREE)
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202144432

[0178]) fE—ibEh7=CH » $2HE THIGPC2 ViH » HAEE  (a) BIESEQ
ID NO: SHE EBLFP3IFYCDRI » BCHAECDRI & %7243 (FIan » 1~ 2803)
e B HUACHYSEES (b)) BLESEQ ID NO: 35HYRZ AREFPAIHYCDR2 » Bt HAE
CDR2HEL & %2493 (FIl40 - 1~ 2803) {EREERLECAYEES ; 1 (c) B2 SEQID
NO: 66H R A EL F77IHICDR3 » B¢ HAFCDR3IFE & 2243 (fila0 - 1~ 28¢3) {F
R BRI AVERE - £ — e E i 7 =0 - $REL T HIGPC2 ViH > HEE ' (B E
SEQ ID NO: SHyEAR:F75[#YCDRI ; (b) E&SEQ ID NO: 35HIZAREFFAIHY
CDR2 ; A (c) E&SEQ ID NO: 668} E:BL 77 IFYCDR3 » SCHATCDRHHE &%
LS (B0 - 12~ 3~ 4805 ) (ARG EBEEURAVEES - (£ —EEhin s =i - 1Rt
THIGPC2 VyH » HAE  (a) &&SEQID NO: 5HyEEEE FF7IRYCDRI ; (b) A&
SEQ ID NO: 35/ A2 51HICDR2 ; 1 (c) E&SEQ ID NO: 661 R AR 7]
fCDR3 « {5 —SuE i =0 o #RAL E&SEQIDNO: 5 ~ 35R166HIRE AR 75 ]
INEZiINE

[0179]) fE—ibEhE7=CH » $2HE THIGPC2 ViH » HAEE * (a) B1ESEQ
ID NO: 11 #JRZEBEF7IHICDR1 » B(HAECDRIHE & %43 (Fl4n - 1~ 25¢3)
e B HUACHYSEES (b)) BLESEQ ID NO: 430y A REFPAIHYCDR2 » Bt HAE
CDR2HEL & %2493 (FIl40 - 1~ 2803) {EREERLECAYEES ; 1 (c) B2 SEQID
NO: 748 AL FP 5 IHICDR3 » B¢ HAECDR3IFE &2 243 (Filan - 1~ 28¢3) (@
R BRI AVERE - £ — e E i 7 =0 - $REL T HIGPC2 ViH > HEE ' (B E
SEQ ID NO: 1Ay EfLFFFIHICDRI ; (b) E&SEQ ID NO: 430k Bl IR
CDR2 ; A (c) H&SEQ ID NO: 746l EBL 77 IFYCDR3 » sCHAECDRFHE &%
LS (B0 - 12~ 3~ 4805 ) (ARG EBEEURAVEES - (£ —EEhin s =i - 1Rt
THIGPC2 VyH » HAE © (a) B1ESEQ ID NO: HEHZERMFFYIHICDRI ; (b) £
& SEQ ID NO: 431y ABEFF7IHYCDR2 5 1 (c) & SEQ ID NO: 74/ i ALl e

SFA0H - 4k 142 HEETIEREIE)
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FIYCDR3 « fE—ELE i /720 - $26E T B ESEQID NO: 11 ~ 43F174/ AL T
FIRYZIK

[0180) A —EbEHE H=t - BIELL BRI 2 B 5 =0 E—IHAV I
GPC2 VyH (Bl &% EM:CDR1 ~ CDR2FI/E;CDR3#JH1GPC2 VyH) &I T
VuHI, » 5% VeHIEBISEQ ID NO: 93-142 £ — (AR AR 7 7| B A £ /D 4I85%
86% ~ 87% ~ 88% ~ 89% ~ 90% ~ 91% ~ 92% ~ 93% ~ 94% ~ 95% ~ 96% ~ 97% ~ 98% -
99% ~ B¢100% - E—HY A El—E - fE— L8 a7 =01 - BAH 2/V4I85% ~ 86%
87% ~ 88% ~ 89% ~ 90% ~ 91% ~ 92% ~ 93% ~ 94% ~ 95% ~ 96% ~ 97% ~ 98% ~ B,
99% FE—{EHYE— PRI VeH P I B 275 R 7 e A B (B0 » fREFE )
i A SRS > (B A& FEAAYHIGPC2 ViHERRFEAGPC24E S HIRE TT < 15— E HiE
i3 > fESEQID NO: 93- 142 (E—{ERy R ERL 7 H - Hhat 12 10{ERE AR
HELA ~ il AFI/EGERSE o AE—ERE i 720 BV - # A SR #4 fECDREA
SMVEIE (BIFRH) o fE—ERE i 5= » H1GPC2 VuHE & SEQID NO: 93-142
E—(ERY R ERL PP 3 - R R RIEZ YRR R 24 -

[0181]) fE—ibghi7=Cr » o] DAFEH4H YN R BE Rl A E AL DhRE MR
fir « FEBETEH - W LAE F4E S RPN R RL fR R SRS DAZE i GPC2 & HRRY A B
HLGPC2 sdAbfH & (F FH A BRI ERL < fE—LE i =0 - RAGREER - Il

454 £ GPC2AYHIGPC2 sdAbHY R A4S T LU N EEHAL -

[0182] FE—Ebgji j7=0rp » AHBRME THEg (FlOveH) - HEUAST
Fiit > $1GPC2 VyH (£ —(E 5 R BIGPC2RYSS & (i — LBl Sy =X » AH 3%
PRAL THUAR(FIOVaH ) BB S AR RAYHTGPC2 VH B — {55 F H1GPC2
FEVRAIAVEE G o iR E TR $REE T HIGPC2AS (FIAIVeH ) - HES
G EBEESEQ ID NO: 93- 1429 (£ —{EiV i ERL 77V HIGPC2 VaHAH [ERYZR

FALH - 4k 142 HEETERBIE)
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fir b o AF—EF fii 52 $2 4 7 GPC2HiAR( I VeH ) HELH & SEQ ID NO:93-
142 tp - —(EH B Al P 5 1IHIHLGPC2 VeHGE F4E 5 GPC2 -

[0183] 7E—iL& ) /7= - #eFHIE o] S B LA FT it 2 11 GPC2
VuH5 FEAGPC2EE S HYHEMRIAS BT HIE o] 7 #E s A8 [F) 20 zs I B HY
TN AN TE W TGRS S 4G SR EIAVRAL - B — B T+ Ut 1] 55 —1E
PR ENUFAVEE & - AL R E i 7 =0 Sl F DU LA il i e s &
HIMIEIR (4G & o IR TR E B FEE A RIS EFURE - G0/ LT PR AR
#LE © HarlowfILane (1988) Antibodies: A Laboratory Manual ch.14 ( Cold Spring
Harbor Laboratory, Cold Spring Harbor, N.Y.) + Morris (1996) " Epitope Mapping
Protocols, ; Methods in Molecular Biology 4566%: ( Humana Press, Totowa, N.J.)
IR T E LD AT &S S B RN BYFFA S I 7k - AE— S F 7 =0 - 2SR
TR I P HERS0% B 2 aY4E & - RIRY RS U AS B EIRY R A48 & - A5 —Lk
it = BUASCRTI 2 HTGPC2 VeHEE VAR ARESEERL - k& ~ ANJRIEEL
ADURG - fE—EFhin =0 » ARHEETRAL T ETA Pl 2 B&SeR} ~ i ~ AR
& ~ BLAHIGPC2 VuHEE FHITES -

[0184] 7E—tEhn izF » Al — (B EE ER AR E TS | AA SR HERY
PUAGHYFCE A » T A Pl 4G - Pl B ga n] /& AFcl&@ a1 (Hian - AlgGl -~
IgG2 ~ 1gG35IgG4 Fel&t ) » #Zfph e r—{Ee S (e Bl i BRR oI AL E
& (0 > B -

[0185) fE—LLEhn /5= - AHFEZE T BHA—% (HIE2E) BET
TIREHIPAS 88 - 12 ML RE [ aZ DRSS aG i Ry 18 & HE R RV BRAER 128 - fE % e
& PURHVREN P EIIRER - [HRERETDEE (FId > MHEEFIADCC) %4F
DEECHERY - u[LUETTRSS MI/EES N AR R E il CDCHI/EKADCCIE ME
ARV EFE B0 - a]LAEETTRCSZAS (FeR) 4 & AIEErRIIAS 2 AFcyRESE S HE

FA2H - 4k 142 HEETERBIE)
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71 (R RTRERRZ ADCCIENE ) » ERTLASREFCRn&EGHE ST « /1B ADCCHY £ 32
AR ——NK4HREE I FC(RIIL - [ A% 4R REFe(RT ~ Fo(RIFIFC(RII « 5T
ARAE - AYFcRZFEIRAA4E fERavetchMIKinet » Annu. Rev. Immunol. 9:457-492 (1991)
B 464 Y723 - (T 2B B 955,500,362 ( 540 » £ R Hellstrom, L5 A Proc.
Nat’l Acad. Sci. USA 83:7059-7063 (1986)F1Hellstrom, 1% A, Proc. Nat'l Acad. Sci.
USA 82:1499-1502 (1985)) ; 5,821,337 ( £:5 Bruggemann, M.5 A, J. Exp. Med.
166:1351-1361 (1987) ) FRftl |7 AR EHE B AV FAYADCCEMEAVRSY MAIERYFE
FRAIMEE R - BT > BT AR IR MERIE J70% (B0 - 2 B AR 8)=04
REDAIE T Y ACTI™I Bt M4 3 MR E ( CellTechnology, Inc. Mountain View »
CA 5 LAKCYTOTOX 96°FE i S M4HAEZMHIE (Promega » Madison » WI) - f
T LRI AV F BV SRR AL R S M i BEAZ AR (PBMC) F1H #47%(5% (NK)
ARG - PR AAHECSS S - ITRAERR NRRAE H BV > FHYADCCIEM: » BIAEENY)
R > 41ClynesSE A, Proc. Nat'l Acad. Sci. USA 95:652-656 (1998)F 18 5E0Y - i
A LUETClo4E &M E R TIRR T RE&E G Clq » I H R = CDCIENE - il -
£ FLAEWO 2006/029879FIWO 2005/100402 1 1JC1qFIC3c4ESELISA © & T 5
A EL - TTLUETTCDCHIE (2 A, 541 Gazzano-SantoroZE A » J. Immunol.
Methods 202:163 (1996) ; Cragg, M.S.55 A, Blood 101:1045-1052 (2003) ; . & Cragg,
M.S.FIM.J. Glennie, Blood 103:2738-2743 (2004)) - 1 H] LA FIASEI T A1 5
EHEITRRn&E S FIRE N ERR/E=HTIIE (25, > fldlPetkova, SB.ZE A, Int'l.
Immunol. 18(12):1759-1769 (2006) ) <
[0186] EAREAVIEFLIAEHIHIAS BFEHUAFl@ 238 ~ 265 ~ 269 -

270 ~ 297 ~ 327HI329 A —{EELLAEEI RS (SREIEAIZE5%6,737,056) - thAHFC
Ze SRS L FE I U A L i1 265 ~ 269 ~ 270 ~ 2971327 FHY WA {[H B Z{[EHYFcZE

FA3H - 4k 142 HEETEREIE)
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EFEFRER265FN29TH NREERENARAYH By T DANA | FYFcZE 88 (EEEF]
229%7.332,581) o

[0187] ffiuft 1 BIFCR&E SR = SR RAV LA ERE (2 A BIER
B 2E556,737,056 ; WO 2004/056312 » LA ShieldsZ5 A, J. Biol. Chem. 9(2): 6591-
6604 (2001)) ©

[0188]) Fr—Ebggjii 7= - HIRS S B & BA —(E e 2 (R A B L LAY
Fel& » ZEEAUA (B0 > Fel@&NAIAr E298 ~ 333F1/E334EATHLA (FRERTEUSR
5%) ) BZADCC -

[0189]) fE—ibEfi 7= » Fel@ N&4 % » BECIq4E S /AR K
FEMARREENE (CDC) #4m® (B REsE &) - fla » WEEEF|ER
6,194,551 ~ WO 99/51642F11dusogies A , J. Immunol. 164: 4178-4184 (2000) Fi#
?ﬂt o

[0190] E ARSI 4 P28 (FeRn) BV4S SRR

(HamgrielgGiEfs 2habl (GuyerZ A, J. Immunol. 117:587 (1976)F1Kim=Z
A, J. Immunol. 24:249 (1994)) ) fEFAUS 2005/0014934 A17 (HintonZE A ) o
EehiAs & B — M= (FR B iU AYFel& - H sz FHUR I T Fel& Bl
FeRnf4E & o HEEAFCEBG G FE 1T — (W2 (FFc @ T A e B BV CHY IR © 238
256 ~ 265 ~ 272 ~ 286 ~ 303 ~ 305 ~ 307 ~ 311 ~ 312 ~ 317 ~ 340 ~ 356 ~ 360 ~ 362 ~
376 ~ 378 ~ 380 ~ 382 ~ 413 ~ 42457434 » FIIHUCFCl@ g E434 (EFHEF|FER
7,371,826) o

[0191] 322 FDuncan & Winter, Nature 322:738-40 (1988) ; Z5E S| Z9%
5,648,260 ; 3= [E 25 F| 25 5% 5,624,821 5 DL K Bf A Feld 2 8 1y HAth & fI AT WO

94/29351 <
[0192] HiGPCEERFEM_EDIE

P44 - 4k 142 HEETIERBIE)
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[0193] AtgFe 2 Bl iz o] VAR 2 - Rl {ETURAS &3
A DA{E BRI R e o+ (BN _EHGPC2HRR ) F4EG - ABE LI
GPC2EER; M (B n] A& & AR 5HCDRI - CDR2AICDR3FY{E{A]
{ER[EIRY VeHER I - R0EST - W{EAREHYVeHEEGE & GPC2 - fild0 - HLGPC2
4 M H7 B2 0] DL/ & AST0549-AS70771 ~ 5 AS70549-AS70950 ~
AS70549-AS71402 - 5{AS70549-AS71529 ~ E{AST0549-AS71661%5 - KI8T i
GPC2EER; M {BHASE i LR &R 1 T AV FE— VaHEERIELFR T GPC2LA
MY (BINGD2ECDLLS ) 45 &HY2E - VeHERI - fila - HTIGPC2EERF =M
BYUAS I LR S BIGPC2 (AS70549) 45E&HYE—VeHE, - BIGD24E &Y
VeHER > BCBIGPC2 ( AS70549 ) 454 HYE—VaHE - BIDLL34E &HYE __VeH
BRI - EEBIGPC2 (AS70771) 45 & HIEE—VaH B - BAGD24E &Y — VaH B -
SEAGPC2 (AS70771) 45&HYE—VaHEE - BFIDLL34E&AVE — VaHEIE -
AFGEE 2 FiGPC2EE S M _EHIAE v LEFvR Bt ({dscFv ) ECHCAbE(FabHY
TEE - FiGPC2EER; R (EHiAS v LA T B aEAE WA Y VaH B [H] 2
PERVERE TR > PINGSERET - B4 » JiGPC2EERF &M _([EHE T IE S
AS71529VH5-AS72052VHS  ~  AS72052VHS5-AS71529VHS - AS70950VHG6-
AS71529VH6 -~ AS71529VH6-AS70950VH6 - AS70950VH6-AS70950VH6
AS78117VH4-AS71529VH6EXAS71529VH6-AS78117VH4 o
2B : $iGPC2 CAR

[0194]) AHEEHY—E HERE 7 ikah/RZ8e - HE SN - szish
B B —{EEZ EETGPC2 sdAb (fId0VeH) ~ BSHEIAIREA (S 5RE S - B2
T mERZERS > HEE () BEM/MINE—ETUR2EE » 32
B EFIGPC2 sdAb (FlxaVeH ) ~ BSRREGRIAE NS FREEEL © A (b) B &REsh
MV E RabiFEZ R o MR E S RS A FIFR GPC2HY E HiFE

FASH - 4k 142 HEETIEREIE)
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GPC2H A BRIV G 8l 77 « Al 2 IGPC AR EHR &S & 7 B FAI(E
—{E BIAEA ST IR G2 R ER S VUFAZ IR RS EH - ka2 E
HURZ RS R R IS RS [ S oy -
B—}HiGPC2 CAR
[0195] Aigge &t 7=\ R M 7 BEAMSMUREE & 8 HY B —HiGPC2

CAR - sz MUREE S E A BEGPC245 &35 « A — & he /7 =0rF - 1REE T HlH
GPC2HyHR GHURAZHE (A RS " HiGPC2ir&72#% | 2L ' iiGPC2CAR | ) -
HEE : () BEHCPC2ESIATHIIMNE » 52 BHGPC24E S B e AR FHIH
FJCDR1 ~ CDR2HICDR3{J#iGPC2 VuHIg, ; (b) BSREI 5 1 (c) A (S5RE B -
Ao AT DA AR AE Ve H B SCRES BRIk o e - (7 — Lo F i 7 =0 » IS
Je 358 5 F DA T 4HRY > BF4H - CDS8o.~ CD4 ~ CD28 ~ 4-1BB ~ CD80 ~ CD86 ~ CD152 -
PD-1 - CD2 - CD27 - ICOSFI0X40 - {E—LF i S+ » ANEREEN TSR
TR EARAR (PIAITARE ) AYIARAENESREE R - fE—SEH 7 =NF » ¥4k
RN (E SR EE P AITA HICD3( ~ CD3y ~ CD33 ~ CD3e ~ % FFcRy (FCERIG) -
FcyRIla ~ FcRP (FeceR1b) ~ CD5 ~ CD22 ~ CD79a ~ CD79b5{CD66d - {F—Lb
gt =t IRMEANETREEFYICTEBCD3C » f—E g X F - FEAE
SR A S RN LB - AE— 5 = NSRS P14 B R
FH DA TN 4R R > BEAR AT LT85y - CD27 ~ CD28 ~ 4-1BB ~ OX40 ~ CD40 ~ PD-1 -
LFA-1 ~ ICOS ~ CD2 - CD7 - LIGHT - NKG2C - B7-H3 - TNFRSF9 « TNFRSF4 -
TNFRSF8 - CD40LG - ITGB2  KLRC2 -~ TNFRSF18 - TNFRSF14 - HAVCRI1 -
LGALS9 ~ DAP10 ~ DAP12 - CD83 - CD83HJRCfir & ~ M HAHE - AfEFE B
1 GPC2 CAR 1] [ f1.#E CAS70549-BBz ~ CAS70771-BBz -~ CAS70950-BBz -
CAS71402-BBz - CAS71529-BBz - CAS71661-BBz ~ CAS72021-BBz  CAS72052-

z ~ CAS72383-BBz - CAS72479-BBz - CAS72499-BBz - CAS72531-BBz -

FA6H - 4k 142 HEETIEREIE)
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CAS72669-BBz - CAS72794-BBz - CAS72805-BBz - CAS72806-BBz « CAS72835-
z ~ CAS77906-BBz - CAS77916-BBz + CAS77932-BBz - CAS77934-BBz -
CAS77978-BBz ~ CAS77986-BBz - CAS78117-BBz - CAS78215-BBz « CAS78810-
z ~ CAS79101-BBz - CAS79236-BBz ~ CAS79274-BBz - CAS79285-BBz -

CAS79317-BBz~ CAS70950VH6-BBz~ CAS70950VH7-BBz - CAS71529VH5-BBz ~
CAS71529VH6-BBz - CAS72052VH5-BBz - CAS72052VH6-BBz - CAS72669VH6-
BBz - CAS78117VH4-BBz - CAS78117VH5-BBz - CAS78117VH6-BBz -

CAS78117VH7-BBz - CAS79236VH4-BBz - CAS79236VH5-BBz - CAS79236VH6-
BBz - CAS77916VH6-BBz -~ CAS77916VH7-BBz - CAS77916VH8-BBz -

CAS77916VH9-BBz - CAS77916VH10-BBz » GPC2-CD28z - GPC2-CD27z - GPC2-
ICOSz + GPC2-CD2zFIGPC2-0X40z » W AT ECAS70950-BBz ~ CAS70950VH6-
BBz CAS71529-BBz~CAS71529VH6-BBz-CAS78117-BBz~CAS78117VH4-BBz-
CAS79236-BBz~CAS79236VH6-BBz~ GPC2-CD28z~ GPC2-CD27z~ GPC2-ICOSz~
GPC2-CD2z ~ GPC2-0X40z - S{HA4H 4 -

[0196] fr—tughi =X - 20 TR R GPC2HY IR &R 278 -

(a) EEPIGPC2 VuHAYAEIME, - 3#%3iGPC2 VeHEL & SEQ ID NO: 3f[Z A%

FF5IRYCDRI ~ &7 SEQ ID NO: 330 %A FF¥I[HJCDR2 ~ #1&75 SEQ ID NO: 64
R BB PP 51IHYCDR3 » BLHAECDR A L& % 2 LS AR U CAYEES © (0) 15
BRI S A0 (o) RENESREEN - (i—SE 7 ={+ » HiGPC2 ViHE T E&&H
SEQ ID NO: 95 ~ 12451258 R B EE P 7 IHT Ve, » BCHE & AT REERE 7 HY
SRS N ERLFYBISEQ ID NO: 95 ~ 124501258V &L 5| BA 2 /04995 %
FEFIE—M: « fe—E g 7= IR EREEFYICTEECD3E - ff—1ik
gt = A ESREEE SR A LR STA - f—E g =0 ALt
HI 51 £4-1BB ~ CD28z ~ CD27z ~ ICOSz ~ CD2z5{0X40z » {£— LB =t

FATH - 4k 142 HETIEREE)
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s HIGPC2R G 2 #8 E— 0 B & L RS ME Y C- R I FOES RS HIN- A
ERYSCHEIE ((0 - CDSgdisk) - fE—LLE i =+ » HiGPC2EEHFZHE
SRR (FHNCDSERERL) « fE—EE 7=t » HIGPC2R &I
ZREEEZI  ZEIRIEN-AR £C- Rl &  CD8FUENL ~ H1GPC2 VeHER 73 ~
CD8#% s, - CDSES I A (S5 E A - ZAAEFREEREaTT4EEY-
IBBAYAA LR 7 FICD3 AN (E SR EE R » fE—EF i =+ » HiGPC2
meEPEZREEZIN - ZZIIEN-Rin £C-RmEl S © CD8FHENL ~ HiiGPC2
VuHEL S5 ~ CD28§:##5 - CD28PS RIS A (S5 E 2 - 22N (S E N E
BT H4-1BBRIEN LT FIAICD3 A (S IR EEFT] - HE—ELE i 5=
F1 - HIGPC2ik &HiRZ A E & &HSEQ ID NO: 190 ~ 2205022 1 HyfEAEE 7 51HY
2K L EELIT AR Y IRVERS - AR5 PISEQ ID NO: 190 ~ 220
221 AL P Y | B 22/ D&I95 % Fr 3 Bl — 1k

[0197]) fE—iEhr=C @ 24t T RGPC2HRGTIRZ R » HEad
(a) B &HIGPC2 VuHAYAES M, - 5Z2F1GPC2 VeHEL & & SEQ ID NO: SHYRZ AR
FF5IRYCDRI ~ &7 SEQ ID NO: 350 AL 77 I[HJCDR2 ~ #1&75 SEQ ID NO: 66
R Bl FYCDR3 » B HAECDR A& % m 4TS (E R B B CAVERS 5 (b) 5
REI S A0 (o) RENESREES - fE—E 7=t - $1GPC2 ViHE T E&E&H
SEQ ID NO: 97 ~ 12620127/ AR 5 IR VeHIE, - 2 HALE DU R B BL P 5/
R8> AR FYBISEQ ID NO: 97 ~ 126812709 B Re 75| B 2 /0 495%
FPAE—M: - fE—2E 7= 0F - MR ETREEFFICTAEECD3L « f£—1k
B 7= A E SRS E S RN AL RSP A - fE— R E = - A
R % 44-1BB ~ CD28z ~ CD27z ~ ICOSz ~ CD2z5{0X40z « {1 — LB /7=
s HIGPC2R G 2 #8 E— 0 B & L RS ME Y C- R I FOES RS HIN- A
ERYSCHEIE ((0 - CDSgdisk) - fE—LLE i =+ » HiGPC2EEHFZHE

SFA8H - 4k 142 HEEHIERIE)
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A E R (FHNICDSERERL) « fE—EE =t » HIGPC2REHIE
ZREEE LK - ZBIRIEN-RG 2 C- Rl & * CDSFHZNK - HGPC2 VuHE 73
CD8#% s, - CDSES I A (S5 E A - ZAAEFREEREaTT4EEY-
IBBAYAA LR 7 FICD3 AN (E SR EE R » fE—EF i =+ » HiGPC2
mEPRZREEZIN - ZEIIEN-KinE2C-ARlinfl e © CDSHUZNL - HiGPC2
VuHEL S5 ~ CD28§:##5 - CD28PS RIS A (S5 E 2 - 22N (S E N E
BT H4-1BBRIEN LT FIAICD3 A (S IR EEFT] - HE—ELE i 5=
F1 0 HIGPC2ik &HiRZ A E & &HSEQ ID NO: 193 ~ 222502230 AL 7 51HY
2K L EELIT AR Y IRVERS - ALY PISEQ ID NO: 193 ~ 222
B2 B Fr 3 | B 2 /D &Y95 % e F IRl — Mk -

[0198]) Fr—Ebghi =0 - #R AL T #RIGPC2HY IR S HUR 8 -
(a) B &PIGPC2 VuHAYAES M, - 5Z2F1GPC2 VeHEL & & SEQ ID NO: 8HYREZ AR
FF5IRYCDRI ~ & SEQID NO: 38MiZ AL F+71[HICDR2 ~ F1&7 SEQ ID NO: 69
AR B 7 51IHYCDR3 > BCHALCDRAVEL & % 4TS (E R ALEE LAY EEES © (b) 15
REI S A0 (o) RENESREES - fE—E 7=t - $1GPC2 ViHE T E&E&H
SEQID NO: 100 - 12821290 A B Fr 5 IR Ve HIE, » S HAL & DU T R B BL P51/
SR8 N EILTIELSEQ ID NO: 100 ~ 1281290 £ls 7751 B £ /0 4J95%
FPAE—1E o fE—E g =0 PRI (SR EEFFYINTAE B CD3 « ff—1E
B 7= A E SRS E S RN ALY - e — R E T X - A
R % 44-1BB ~ CD28z ~ CD27z ~ ICOSz ~ CD2z5{0X40z « {1 — LB /7=
s HIGPC2R G 2 #8 E— 0 B & L RS ME Y C- R I FOES RS HIN- A
ERYSCHEIE ((0 - CDSgdisk) - fE—LLE i =+ » HiGPC2EEHFZHE
SRR (FHNCDSERERL) « fE—EE 7=t » HIGPC2R &I
RSB E ML B IRGEN-K £ C- AR EL &  CD8ERENK ~ HiGPC2 VeHER 7y

FA9H - 4k 142 HEETIEREIE)
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CD8#% s, - CDSES I A (S5 E A - ZAAEFREEREaTT4EEY-
IBBAYAA LR 7 FICD3 AN (E SR EE R » fE—EF i =+ » HiGPC2
mEPRZREEZIN - ZEIIEN-KinE2C-ARlinfl e © CDSHUZNL - HiGPC2
VuHEL S5 ~ CD28§:##5 - CD28PS RIS A (S5 E 2 - 22N (S E N E
BT H4-1BBRIEN LT FIAICD3 A (S IR EEFT] - HE—ELE i 5=
1 HGPCR SR 784 &2 75SEQ ID NO: 196 ~ 224802251l B FE 511y
2K L EELIT AR TV IRVERS - ZRARLFYPISEQ ID NO: 196 ~ 224
B22SHY R Fr 3 | B 2 /D &Y95 % e F a1 — Mk -
[0199]) fE—ibEhi =0 @ 2t VRGP G <R Had
(a) AEHIGPC2 VRHIVRIAME » #Z$GPC2 ViHEL & & SEQ ID NO: 1115
%7 5IHICDR1 ~ &7 SEQ ID NO: 430z 75HCDR2 - F1&7H SEQ ID NO:
T4 IR AL FPFFYCDR3 - BUH AL CDRA & % 2L S R B IV HY RS © (b)
ESREEY 5 A (o) A (SSREEN - E—L =+ » HIGPC2 VeHE Y E &S
A SEQ ID NO: 105513009 E R 75T Valis - SCEEE DU B AR P52
B o ARG FYIFISEQ ID NO: 1055130/ i EfE e 5 B £ /0 4995% 4 [H]
— o FE—EREE T IR EREEFYICTA HCD3 - (E—E T
= R ESRHE R E SRR IR - i — g T - A LRSS
%11 4:4-1BB ~ CD28z - CD27z ~ ICOSz ~ CD2z8{0X40z « {1 — &} 54 » 3
GPC2 iR &R 2 B i — 061 & (i A RS MR AN C- A A0 5 BRIk I N- A Ui 2~ Y
SR (W40 - CD8EREL ) - fE—EH =T » HiGPC2RE TR ZAG
ZEERL (BI0CDSEIERE) » fE—LE =T - HiGPCRGHIRZAE
BEZIL > 8% IIEN-KG £ C-RiEL & © CD8FUEAL ~ $GPC2 VuHER 53 ~ CD8
st - COSESREISFIREN ESRE RS, - ZINEREENE 174 H4-1BBHY
R LRSI FICD3CA A (E R EE P - (fE— i 7=\ » HIGPC2R & HT

FS0H - 4k 142 HEEHERE)
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FZREa 2L 2 IRIEN-ALi 2C-Aifl & © CD8FHEK ~ $iGPC2 ViHHEL
77 ~ CD2835 e, ~ CD28I5 RIS SR EHE > AN G5 EEMEE0T4E
H4-1BBRYAEA SRS AICD3CREN B TR EE 5 - AL —SEEhE = - T
GPC2iir & Pi/R ZRE R =37 SEQ ID NO: 196 ~ 224502258 i AR Y IHYZ K -
SCHAE LU T AR Y RIERS - 2R A BL P 5 BISEQ ID NO: 201502266 [ 5k
MR A B £ /0e995 %R Hl[E—HME: o

[0200] fE—SE&hH 7=\ F 24t TR RGPC2HY I &R ZMe > HEE
(a) BE&HIGPC2 VRHAYAESME - %251GPC2 VuHEL & 574 SEQ ID NO: 23/ R 5
BzFr5HJCDRI ~ &7 SEQ ID NO: 54z E B FF5IIHYCDR2 ~ A175SEQ ID NO:
85HYE AL IL Y IRYCDRS - B AECDR AP 1 & 25 2L S B AR YRS © (b)
PSRRI ¢ A0 (o) RENESREE - fF—S&h S0 - JIGPC2 ViHE rH &S
ASEQ ID NO: 1165¢131- 1348 BB FrF IRy Vel » B A& DU BB 5]
HYSEAG 2 B BL PP 1 EASEQ ID NO: 116313 1- 1340yl BB 751 5 22 /0 &95%
FRAE—1E - HE—EEHE 0 WIS ESHEERFSICTEBCD3 - f£—1
BT\ F o BN ESHEE B 2R RIS - A — S 5= BE 3L
R 518 &4-1BB ~ CD28z ~ CD27z ~ ICOSz ~ CD2z8(0X40z - {-—L& i /5 =,
§ o JIGPC2IR G PR Z G HE— 7 Bl & (L FAES MakEy C- AR Ui ATES BRI YN - K i 2
Ry g (a0 - CD8gi#s ) - fE—SEEH 7=\F > HIGPC2R iR
#E—FEEEER (FIZICD8EL) © AE—EEhE Hz1 > FIGPC2IREHIR
ZREE I ZZIREN-AG £C- Al & | CD8FHENL « HiGPC2 VuHER 77 ~
CD8g% sk ~ CD8ESH-IANAE N (B 5T & - ZiEN (B EEREa £ HY-
IBBEYREN HLRF I IAICD3I N (B EE R « £ —EE i =0 > HiGPC2
meETUFRZREE I Z2IEN-Ain Z2C- Kt  CD8FHENL « HiGPC2
VuHE ST ~ CD2835i#sk ~ CD28ESRRISATAL A (S5 B, - AN (S5 B A

FS1H - 4k 142 HEETERE)
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202144432

BT H4-1BBRIEN LT FIAICD3 A (S IR EEFT] - HE—ELE i 5=
F1 > HIGPC2iik &R 2 fe B2 &7H SEQ ID NO: 2128227- 2300y R Al Fe 71 HY %
i BB S LU T AR VIRV RS - SR A IL P3| BISEQ ID NO: 2125¢227-230
R Bl 7 51 B 22/ V4995 % Pl [E—1: -

g 0 $R (I T ERIGPC2HIR AT Z8S - HE S () &
GPC2 VyHAYAEYME - #Z$HIGPC2 VuHE & & SEQ ID NO: 271 E R 7511
CDRI1 ~ &ASEQ ID NO: 581y E: % 7 51[HICDR2 ~ 1375 SEQ ID NO: 89rkzZ AL
Bz 5IHYCDR3 » B ECDRHFELE % EATS(ERATL I Y288 5 (b) BESREEL
1 (c) RN EIREEE - (F—LE i+ - HIGPC2 VeHE 73 E & &7 SEQ ID
NO: 1208¢135-137HIRE AR P 7Y VeI > SCEEE DU T BEEIRFFIHVEEE - 5%
AL FPFBISEQ ID NO: 120E¢135- 1370k B RS Fp 71| B 2 /0495 % Fr 35—
M o AE— T = - ISR E SR EE RS BCD3E - fi—S & =0
1 BEAESHEEEE SN LRIEF ] - fE— g7 =0 ML RS2
f14:4-1BB ~ CD28z ~ CD27z - ICOSz ~ CD2zE{0X40z - {f—EE i H=XF - BT
GPC2 iR &R 2 B i — 061 & (i A RS MR AN C- A A0 5 BRIk I N- A Ui 2~ Y
SR (I - CD8ERHEEL ) - fE—EHE 7=+ - HIGPC2R SR ZR M —
AEEFER (BIOCDSERERL) - fE—EEH 7= » HiGPC2E &R ZHE
BEZIL > 8% IIEN-KG £ C-RiEL & © CD8FUEAL ~ $GPC2 VuHER 53 ~ CD8
st - COSESREISFIREN ESRE RS, - ZINEREENE 174 H4-1BBHY
R LRSI FICD3CA A (E R EE P - (fE— i 7=\ » HIGPC2R & HT
FZREE Ik 222 IRIEN-AKi 2 C-ARLG & - CDSFHUZNL ~ $GPC2 VyHER
73 ~ CD28§ s ~ CD28ES RIS A E SR E AN - AN EHREEREETTE
1 4-1BBAYAE A LR 7 FICD3CRENE SRIEEFF - (L —S & =0 - 5t
GPC2ik 1R Z G & & A SEQID NO: 21654231- 2330 AR PV IIHY ik - B¢

F52H - 4k 142 HEETIEREE)
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HEELUTIEERFYIREEE - ZiEARFYISISEQ ID NO: 2165(231-2331%
EB PPy B 2/ V95 %o Fr Al [E — 1
EHRCAR
[0201] A48 7 2 & B CAR 1] DL 1 & CAS70950VH6-AS70950VH6-BBz
(SEQIDNO: 243 ) - AfgFE 2 BHHCARE ] LLEFEFIGPC2EERF ML (HCAR »
f1$% CAS71529VH5-AS72052VH5-BBz ( SEQ ID NO: 239) - CAS72052VHS-
AS71529VH5-BBz (SEQID NO: 240 ) - CAS70950VH6-AS71529VH6-BBz ( SEQ
ID NO: 241 ) -~ CAS71529VH6-AS70950VH6-BBz ( SEQ ID NO: 242 )
CAS78117VH4-AS71529VH6-BBz ( SEQ ID NO: 246 ) 71 CAS71529VH6-
AS78117VH4-BBz (SEQ ID NO: 247) -
[0202] fE—E50E =0 feft 1 3EEGPC2HY Bl = fii/f /e K
& ¢ (a) B BEEIGPC2 VaHIVAEY MK © (b) ESHRI ¢ F (o) BEN(ETE S - 12
—EEF 5T > HiGPC2 VRHE /& & 75 SEQ ID NO: 143-147 ~ 24457245
R BB P A I VaHig) BB & DU T B AR P YIRS a2 R Bl P51 #ASEQ ID
NO: 143-147 ~ 2448245K IR AR Y| BA £ /0995 % Fr A [E— 1 - £ — B
SR AIRAEAESREEFFAINTA B CD3E - AE—S & 7=(d - BEAERE
s B B S i IRV A — B 5 2 R AR5 B 5 4-1BB »
CD28z ~ CD27z ~ ICOSz ~ CD2z5{0X40z - 1 —E & 7t » HiGPC2L &R

2 Re i —20 BB i RS MR C- AR i A S BRIk IN- K i < ] By gcsissk. (4n -
CD8F I ) « fE—2E i /720 » JIGPC2ik &P Z g — B &SR (1

FICDSERENK) ~ f—EEE = > HIGPC2IREHIFRZREE LI > 2K
TEN-AUi 2 C- Al El & * CD8FHENK ~ iGPC2 VuHER Sy ~ CD8#isk ~ CD8J5S
RIS A (B9 B SZAEN (B EE B 2114 H4-1BBRIREN LRI
FICD3CHEN{E T EERFY - £ — L E i 7=\ HiGPC2IR G HiR 2Rt & ik

SF53H - 4k 142 HEEPEREE)
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2 IRTEN-Rii 2 C- ARl &+ CDSEHUENL ~ $1GPC2 VuHE ) ~ CD28FiHfIE -
CD28IS IS AR AE SR E S, - ZIA (S5t E S 2174 54-1BBRYAIN L
R 7 IFICD3CRIN{E SR EFFF - fL—L & 520 » HiGPC2iR &HiF 2

4-475SEQ ID NO: 243 ~ 239-242 ~ 24682470l E B B IR Bk > B 4
LU R BB PRy SRS - s B B iR PP YI[BASEQ ID NO: 243 ~ 239-242 ~ 2465247
R Bl 7 5 | B 22/ D 4995 % Fe 71| [E—1:

[0203) fE—s&fi =\ » AHFRE T ZE (PO _E  =EES
B ez HEE 1 @ WM - HEaBGPC2HE—RUFTRIES
HYsdAb R 73 FIBIGPC2HY 55 —RATFF RMAEGHYSE “4Ea a7y (FlxsdAbE
scFv) 5 (b) ESHEIE 5 A (o) RENE SREE - Hd s —FRA NS RALRAFHY o
E—EE T F - FE—HIGPC2 sdAbfirAEE _GPC24EEE Sy (FI40 > %
GPC2 sdAb ) FYN-Kif o fE—E B 5 = H » E—HiGPC2 sdAbfir jA%E — GPC24%
&ERSy (40 - 5 $HiGPC2 sdAb) HYC-K L  fF—Ee & 7 =0 -
FAZ R RMAE G GPC2 EHYRI AR [FIRYER AL « 45— & /7= -
R B s EMAE G GPC2 Y = (FEE 2 E R EHIRAL -

[0204] fE—E5 7=\ - &5 BlasdAb (EFEZ(FsdAb » 55—
sdAbHI/ECEE "sdAb) (RE&EEER} ~ ke - ABCARILRY » fE— &8 7= - &
Gl Bisd AbZE IR S BT Bt R & o fE— 208 7 =0 - B AE
P RSN EIBLIS0 (FIAREBLY35 ~ 25 ~ 20 ~ 15 ~ 1085 HE—([ ) {FEfeEs
Bz o A —SEhE =0 - ESEEGE E DA T 4HR 2 BF4H © CD8a ~ CD4 ~ CD28 -
4-1BB ~ CDS0 ~ CD86 ~ CD152 ~ PD-1 ~ CD2 ~ CD27 ~ ICOSHIOX40 o {f—LbgF
Tt 7 = o A E SR S & R EARE (BIHNTHEM ) RTINS SR &
B - AE—SE iy 2 IR SR EE ST HCD3( - CD3y ~ CD33 -

CD3e ~ ERHFcRy (FCERIG) ~FcyRIla~FcRB (FceRlb) ~CD5 -~ CD22 -
BB54H - 3 142 HEEHSHD

B =it

[BiR =it

L
=
Le=s
=

%
%
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CD79a ~ CD79bE(CD66d - fE—E&F i T H - (IR INEREEFIITEE
CD3¢ - fE—EEFNE H = - AENESHEEEE SN RIEFA - £ — &
FEHE - A SRS S GT AR E R E DU T 4R 2 BEAHAY AL RS 5y F - CD27 »
CD28~4-1BB - 0X40~ CD40 + PD-1 - LFA-1~ICOS - CD2 - CD7 - LIGHT - NKG2C -
B7-H3~ TNFRSF9 - TNFRSF4 - TNFRSFS8 - CD40LG - ITGB2 - KLRC2 - TNFRSF18 -
TNFRSF14 - HAVCR1 ~ LGALS9 ~ DAP10 ~ DAPI2 ~ CD83 ~ CDS83MVE {ir £ ~ &
HAR & - fE— e F 7= - A ILREEFF P14 5 CD28 ~ 4-1BB ~ CD2 ~ CD27 »
ICOSHIOXA0 - f£— Lt 5t =\ - BB SR ZieE — P B & HEIMHY
C- IR Uit MPE AR S YN R < TR 85 38 I 0CD8 gk ) « AE— L5 e /7 = -
B ahiR2iRE S E SR (FIICDSERERL)  f£— &t =
HGPC2R EHIRZREE ZIN » sZZMIIEN-Kin £C-KlinE &  CDSFHENK
RfI4ME > CD8ECCD2843: 5, » CD8 ~ CD28 ~ CD2 ~ CD27 ~ ICOSECOX40F5 s -
FIREN (ST E SR, ZANEFREENEE1T4 54-1BB - CD28 ~ CD2 ~ CD27 »
ICOSELOX40TREMN IR FIANCD3 AN (ESREE R » AE— L& /7= -
ZEMETURZ R HER R -T2 ZERETRZRGRZR
SLERY - Bl EER R EAY -

[0205]) ARl 28k & 5288 o] LUR A8 A #E th A F RS & i
BLAG [ F) 45 2K B 17 2 TR RS PR B I SR B R4S S T EGR & 77 -
AR AF AT EIGPC2 sdAbE ] DAY A ORI~ 2B ik & 52 BEHIHES M -
BECAR

[0206] EECARHELUZETHI{EFHTIGPC2 CARKYAHE » H 5 —CARNISE
T CARFHYE—(E T LLEBECARE FHACAR - BIECAR/ECAR - ECAR/EH
CAR ~ BUFRRICAR/AHCAR - BECAR THHN(S S EERYACT 7] LS rH M E

F—FE _CARIIHENICKERET - fl40 > 5—CARMIZE _CARFHYEFERIIENA

BSSH o 4k 142 HEETERE)
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Sk A] DAL S sk (B140CD28 ~ 4-1BB (CD137) -~ ICOS » OX40 (CD134) -
CD27H1/2KDAP10 ) F1/=2K 5 THHREZ A2 E 5L E S (FIa1sK S TARE ZAgHY
(EEE (FI0CD30) ) - Bl AseEE 2 BCARFDIEES —CARRIZE —
CAR H&5H EA B S IHIEIEA2K 5 THIRE Z A2 (S 5T S AE A - (NI »
EECARG IR (BIIEFFRIERT) B - THAR(EST AT DI 2k B AR 2 A8
YT 1 e (B A
[0207] ®ECARE]LUZMEILMEE S i DUT 30 5l 2 B &H A (T A0] Wy (B B — 471
GPC2 CARHJ4H % : CAS70549-BBz~ CAS70771-BBz~ CAS70950-BBz CAS71402-
z ~ CAS71529-BBz - CAS71661-BBz + CAS72021-BBz + CAS72052-BBz -
CAS72383-BBz ~ CAS72479-BBz - CAS72499-BBz ~ CAS72531-BBz » CAS72669-
z ~ CAS72794-BBz - CAS72805-BBz - CAS72806-BBz - CAS72835-BBz -
CAS77906-BBz ~ CAS77916-BBz - CAS77932-BBz » CAS77934-BBz » CAS77978-
z ~ CAS77986-BBz - CAS78117-BBz - CAS78215-BBz - CAS78810-BBz -
CAS79101-BBz ~ CAS79236-BBz - CAS79274-BBz ~ CAS79285-BBz » CAS79317-
BBz - CAS70950VH6-BBz - CAS70950VH7-BBz - CAS71529VH5-BBz -
CAS71529VH6-BBz * CAS72052VHS5-BBz « CAS72052VH6-BBz » CAS72669VH6-
BBz - CAS78117VH4-BBz - CAS78117VH5-BBz - CAS78117VH6-BBz -
CAS78117VH7-BBz * CAS79236VH4-BBz - CAS79236VH5-BBz » CAS79236VH6-
BBz - CAS77916VH6-BBz - CAS77916VH7-BBz - CAS77916VH8-BBz -
CAS77916VH9-BBz ~ CAS77916VH10-BBz + GPC2-CD28z + C2-CD27z * GPC2-
ICOSz » GPC2-CD2zHIGPC2-0X40z > 1 {#HJ/ECAS70950-BBz » CAS70950VHG6-
BBz-CAS71529-BBz>CAS71529VH6-BBz-CAS78117-BBz~CAS78117VH4-BBz-
CAS79236-BBz* CAS79236VH6-BBz~ GPC2-CD28z~ GPC2-CD27z* GPC2-1COSz*
GPC2-CD2z + GPC2-0X40z + CAS71529VH5-AS72052VH5-BBz ~ CAS72052VHS5-

FS6H - 4k 142 HEEHIERE)
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AS71529VH5-BBz - CAS70950VH6-AS71529VH6-BBz ~ CAS71529VH6-
AS70950VH6-BBz - CAS70950VH6-AS70950VH6-BBz -~ CAS78117VH4-
AS71529VH6-BBzAICAS71529VH6-AS78117VH4-BBz o

[0208] EECARFJLUZELL N E—E—HiGPC2 CARKISE _CARHVAHE » %
£ —H—HIGPC2 CARZEH H LA MHB 2 BF4H : CAS70549-BBz~ CAS70771-BBz-
CAS70950-BBz ~ CAS71402-BBz ~ CAS71529-BBz ~ CAS71661-BBz ~ CAS72021-
BBz + CAS72052-BBz - CAS72383-BBz ~ CAS72479-BBz - CAS72499-BBz -
CAS72531-BBz ~ CAS72669-BBz -~ CAS72794-BBz - CAS72805-BBz ~ CAS72806-
BBz - CAS72835-BBz - CAS77906-BBz - CAS77916-BBz ~ CAS77932-BBz -
CAS77934-BBz ~ CAS77978-BBz ~ CAS77986-BBz - CAS78117-BBz - CAS78215-
BBz - CAS78810-BBz - CAS79101-BBz ~ CAS79236-BBz - CAS79274-BBz -
CAS79285-BBz ~ CAS79317-BBz ~ CAS70950VH6-BBz ~ CAS70950VH7-BBz
CAS71529VH5-BBz » CAS71529VH6-BBz ~ CAS72052VH5-BBz - CAS72052VH6-
BBz - CAS72669VH6-BBz - CAS78117VH4-BBz - CAS78117VH5-BBz -
CAS78117VH6-BBz ~ CAS78117VH7-BBz ~ CAS79236VH4-BBz - CAS79236VHS5-
BBz - CAS79236VH6-BBz - CAS77916VH6-BBz - CAS77916VH7-BBz -
CAS77916VHS-BBz ~ CAS77916VH9-BBz - CAS77916VH10-BBz » GPC2-CD28z ~
GPC2-CD27z ~ GPC2-ICOSz - GPC2-CD2z - GPC2-OX40z - CAS71529VH5-
AS72052VH5-BBz - CAS72052VH5-AS71529VH5-BBz ~  CAS70950VHG6-
AS71529VH6-BBz - CAS71529VH6-AS70950VH6-BBz ~  CAS70950VHG6-
AS70950VH6-BBz - CAS78117VH4-AS71529VH6-BBz 1 CAS71529VH6-
AS78117VH4-BBz » WA ECAS70950-BBz - CAS70950VH6-BBz - CAS71529-
BBz-CAS71529VH6-BBz-CAS78117-BBz~CAS78117VH4-BBz-CAS79236-BBz-
CAS79236VH6-BBz - GPC2-CD28z - GPC2-CD27z ~ GPC2-ICOSz ~ GPC2-CD2z ~

BSTH - 4k 142 HEEPIERIE)
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GPC2-0X40z - CAS71529VH5-AS72052VH5-BBz ~ CAS72052VH5-AS71529VHS-
BBz - CAS70950VH6-AS71529VH6-BBz ~ CAS71529VH6-AS70950VH6-BBz -
CAS70950VH6-AS70950VH6-BBz ~  CAS78117VH4-AS71529VH6-BBz (I
CAS71529VH6-AS78117VH4-BBz » %28 _CARHA[R T GPC2LIYMT S F (540
GD2#IDLL3 ) 45& 82 Ll ( #121CD28 ~ 4-1BB (CD137 ) ~ ICOS ~ 0X40

(CD134) - CD27 - HI/E(DAP10) F12K H THHRE ZEERV(E R EER, - FIaskET
HAESZASHYE TR EE (FlICD3g) -

[0209]) fE—8he /50 @ 120t M ERENFEZR AR HES ()|
SN S — iR EPURZAS - sZBT/ MR EHIGPC2 sdAb ( FIlIA S FTit s $it
GPC2 VyHH{E—([ ) ~ ESHEECFIAA(E SR EER, - 2N E5REEEETTE
H4-1BBEXCD28 R A 1L H I FICDIA (SIS A1 (b) EEhEsh
YR ik E PRz S AN EL &1 TGD2EDLL3 sdAbEscFv ~ BRI
NEFREE, - 2N (E TR EE R & 174 54-1BBECCD28HY RN LR P51
FICD3CHENEIREERS] - AE— L8 7 =0 - BSF e 5 h DA T 4B BE4H
CD8a ~ CD4 ~ CD28 ~ 4-1BB - CD80 ~ CD86 ~ CD152F1PD-1 o ff— &} = »
FIRAENE S EE Y74 BCD3C - fE—S &) 7 = - AR RS04
H#EEE LA MR BRAHAVIE RS 7+ + CD27 ~ CD28 ~ 4-1BB ~ 0OX40 ~ CD40 »
PD-1 ~ #&E A el (LFA-1) - ICOS ~ CD2 - CD7 ~ LIGHT - NKG2C - B7-
H3 - TNFZ B R 2 (TNFRSF) 9 « TNFRSF4 ~ TNFRSFS ~ CD40f (i £

(CD40LG) -~ EGEHLeAR (ITGB) 2 - LB E R ZHE (KLR) C2 -
TNFRSF18 - TNFRSF14 - ABIFF L H 40788 (HAVCR) 1 ~ LA 5 ZE9
(LGALSY) -~ i&m4MAEERE FIRA+ (DAPI0) -~ FSRE RIE(EFRIEE R T
TYROBP (DAPI12) -~ CD83 ~ CD83HYAC(ir A Rk HAH& « fAE—E i i=\F » 56
—iRE PR RN/ B ik E TR 2 AR — B E i RS MY C- R A ES

SB58H - 4k 142 HEHIERE)
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SEREYN- A 2 RIS sk ( BIANCD8gsisk ) - A —L & =0 » F—mE Pt
2 ReA/2EE ik e iR 2 — b B a2k (FICDSERERL) - Ef &
HYPTGD22KDLL3 sdAbElscFvIgH] LU PR A STl 2 BER S TR 2R 247
TrEERICAR

[0210] 57 EEHICARA[EFTEECAR » [N B35 —CARA LIEL & HLRIFUSEA
2k H TR Z Re R (B9 8 S8 —CARFDIE S 2K E TR Z iR (E 51 E
B EA SR - NIt > E08ICARG SR (PIaneERs B2y ) 65 - T
AMAE(E 5% AT LARE IH S5 — CARAY L RIBUSAN 2K B 58— CARRY THIAE Z Ae Y (597 &
B - B0 > A3EFE 2 o EERCAR A LUEASE —CARFIZE _CAR > i% 55—
CARE & EGPC2HYE A EEH SEQ ID NO: 93-1428Y 7 B BE Fr 5 IHy VeH ER &S
B BB _CAREEGEEFR I GPC2LIIMY S35 (140 - GD2AIDLL3 ) HyVeHEL
ol o F—CARE I LUZ BRy BBy B EHHECAR © S5—CARH[ L)
BAE THREZ BRRVESHEE (FI41CD3C) - i H & “CARFLAEA LR
sk (BIAN1CD2854-1BB ) i H K ZJRA

(0211]) AH—S&ER AT - 24t T R e iR e Ay HEE
() EEHMRRYE—RE VIR ZEE - ZAEIMNREL EHIGPC2 sdAb (BIATASIAT
7t Z HIGPC2 VeHAE—(# ) ~ ESHRIAIREA(E 57 EE - sZ AN (B9 E E
S REUELINE (BIOTHINE) BYRIRAEAESEERY] - K iFEEZEAE
S B SR ELRIRRAT  (b) BELE YN SE ik e iR 2R - A
SR RMEE TR IUREER AR &Gy (B4 > sdAb ~ scFvEZAGHY
RESMED) ~ ESRRIEATRE N (E9RE S - ZAENET S SN RS -
H R R Z AN G EESA B e sk EHREERF] - fL—E8 T3\

i s 25 i [E{4GD28/DLL3 -

FS9H - 4k 142 HEETIEREE)
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[0212] fE—8 6 /70 - BSREGEE S h DU N4 B54H : CD8o~ CD4 -~
CD28 -~ 4-1BB ~ CD80 - CD86 ~ CD152fIPD-1 » {T—L& )i /=0 - FI4RAEN (S
YL EEETIRTA HCD3 ~ CD3y ~ CD36 ~ CD3e ~ % "FcR v (FCERIG) -~ Fc vy
Rlla ~ FcRB (FceR1lb) ~ CD5 ~ CD22 ~ CD79a ~ CD79b5{CD66d - {1 —LLEFjiE
FHRHF - WEBEN SR EERYIGTAE EHCD3C - fE S U o MR LR
FeolltTA B B8 th L N aH R BRAARY LS >+ : CD27 - CD28 ~ 4-1BB ~ 0X40 »
CD40 ~ PD-1 ~ LFA-1 ~ ICOS ~ CD2 ~ CD7 ~ LIGHT - NKG2C - B7-H3 ~ TNFRSF9
TNFRSF4 - TNFRSF8 ~ CD40LG - ITGB2 - KLRC2 - TNFRSF18 - TNFRSF14 -
HAVCRI1 - LGALS9 - DAPI10 * DAPI2 ~ CD83 ~ CD838Ji(ir & ~ BHAHE - 1
— LB A > RN ILREEF 51148 5 CD2854-1BB « fE— & = » 5
—iRE PR RN/ B ik E TR 2 AR — B E i RS MY C- R A ES
SN IN- R < RIS e, (BIanCD8ssisk ) - fE—SF i iz=\H » F—ikaht
[RZBERN/ECE el 2 ig i — P E & E R (HIOCDSEHERL) - fE—5F
T2 B ETURZEREE L - %2 IIEN-Ki 2 C- Rl & : CD8
S ~ JIGPC2 sdAb ~ CD8gx#ie, ~ CDSESREIAIRE NS5 E B - a2 iHN{ETR
HEEE SCD3RENEREERFS] - fE—HLEi = - F ke Ziea
SZIK 0 ZIEN-RIG 2 C- Kt & « CDSRERK ~ 55 4558k - CD8S Y, -
CDSES ISR NS S E N - Z AN ESHEEEE 2174 54-1BBEICD28HY
A LR -

[0213] fE—FhE Aa0F @ 12t 7 iR EPUR 245 - HEE
(a) BHEMMIHE—REPUEZE © ZIIMNIEEHIGPC2 sdAb (T4 R
At FIGPC2 sdAb VeHI{E—(f ) ~ PEREIEFIAAIE » sZ BT s & & A A 4L
R IR NE ST E SR, - KR EEZNEREES AR NG
SREEFRY] (b) BEH/MEYE REPIRZE - N R RIEESE

SHO0H - 4t 142 HEEHIERE)
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THFEBFEAIAYE 4SSy (140 0 sdAb ~ scFVERAZ BERTANAMEL ) ~ EERE AT
AN ESREE R - ZAENEIREEEE & R iUEdmit (FIOTAHAE) FYeI4RA
NEFHEERY KRR SR E SN B e A LR - A —5
Bht AEF 0 B _HiRHGD2EDLLS « fF—F i S F - BBREIEEEE LT
4HFY 2 BE4H - CD8a ~ CD4 ~ CD28 ~ 4-1BB ~ CDS0 ~ CD86 ~ CD152F1PD-1 © {f—
g 7= IR E SR EE RS ECD3( » CD3y ~ CD36 ~ CD3e ~ &
FFcRy (FCERIG) ~FcyRIla~FcR B (FceR1b) ~CD5 -~ CD22 - CD79a ~ CD79b
B(CD66d - £ —E & S WIS EERFAINTAEECD3E - (£ —LEF
he 7 = B LR AT A B EE E DA T 4H R 2 BRAHAY LTS+ - CD27 »
CD28 - 4-1BB - 0X40 - CD40 - PD-1 - LFA-1~ICOS - CD2 - CD7 ~ LIGHT - NKG2C -
B7-H3 - TNFRSF9 - TNFRSF4 - TNFRSF8 - CD40LG - ITGB2 - KLRC2 - TNFRSF18 -
TNFRSF14 - HAVCR1 ~ LGALS9 ~ DAP10 ~ DAP12 ~ CD83 ~ CD83#YAC{ir £ ~ &
HAHG - Ae—ghn 7= - AN HRDE P 5174 5 CD2854-1BB « {f — L&
HEF - iR PURZEN/EEE e PR 2R E— S B a A Ay MY C-
AR DS AR Y N- R i < I g sde. ( BIANCD8SHE ) « A5 — L& h 7 =0
FomETFEZRN/EE _matE2RE S aREM (FIAICD8EE
i) - E—ET AT FmENREZREI I 5% 2 IIEN-Kin £ CK
Uil & ¢ CD8EHENK ~ $iGPC2 sdAb ~ CD8gisfie, - CDSFS AT N {EFHE
B ZARN E5HE R E 2114 B4-1BBECD28HIRI A LT « 12— L
HEF  BUmETIRZRREE DI % ZIEN-Kin 2 C- Rl & - CD8EHE
Ik~ E_&E a0 - CD8#R#, - CDSES RN N{E T/ FE - sZHIN BT HE
8B & CD3CIN BT EERF -

[0214]) feyZsedtiE (BIA0TAAE ) 285 o] PAGE R a0 e Ian LA T .2

J AT R EHENY | B E R FE 976,352,694 5 6,534,055 1 6,905,680 ; 6,692,964 ;
FO1H - 4k 142 HEEHIERE)

i
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5,858,358 ; 6,887,466 ; 6,905,681 : 7,144,575 : 7,067,318 ; 7,172,869 : 7,232,566 :
7,175,843 ; 5,883,223 ; 6,905,874 ; 6,797,514 ; 6,867,041 ; Ll K EEBIHF]HFE A FH
ZE5£2006/0121005 » HAFHE 5 [F DI EERS I OF AACSL - iU iy E
PIELFETAIAE - (400/B THHAEATY/S THHAE « BAHAE « RAKRS (NK) 41 - KA
AT (NKT) 4HAE ~ AEARAAE ~ A0E BT ARV EEIRE - A2 —E8 7=\
AR AT - BIANAHAEEE M TARE A/ 2B TAAE - £ — S EhE iz - T
4HRE(ACD4*/CD8 ~ CD4/CD8* ~ CD4*/CD8* ~ CD4/CD8 B HAH & - (£ —LbE it
A THIREAE PR CARE BLECAIAE ( BIAIGPC2 RE A ) S @mEAIL-2 -
TENAI/ECTNF © fE—8 & 574 - CD8+ THHAEAL B CAR I EASEAIANAS S 1%
FERGUR R BRI - e —EEhE =l > i fyd THIAE -

[0215] PUgI{EUS 2016/0185861 5 fii#t 1 2 iR CARAYARE 2 U7k > H
NEFEM S AR ASR IR A A -
BREITIA

[0216] fE—E&EH7=\F - IRt TIBHGPCGIE IR 2 )ik » #%GPC2
P BRI I LA T 4HEY © SR E BEARIE B MR AHAE ~ T SCER AR - it B
AR ~ AERGMEAESTLAE ~ AfEiaa AL A ~ B - B > TE0 > TB5ERE
KIGERRE - B - BHSUE - 708 - DUl - UNELE - B8 - '8N - EREM
R - A — L =0 R TUBRERS (BRI AMERS ) HYBRIE (BPILIRERE -
YOS BRI  /NRERTRE AT B A B AR ) 2 70k 52 AL [ (E G
HANENE S TRl (FraTi) FyaEyisiiy) - 2 TR bz
Rt E © JIGPC2REHFZAE - ZIICGPC2IR G PR ZARHEE © (a) & HIGPC2
VuH (FIEIAS Rt 2 $iGPC2 VeHE{E—(E ) HYAEIMEL ; (b) BSHRI ¢ A () A
NESREER - Ae—EE 500 - NS E SR & R eiUediE (HraT
AMAE) HYEISR AN ESEERY - (£ — &z - M AN B EE YT

62K - 4k 142 HEEHIERIE)
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4 ECD3( ~ FeRy ~ FeRP ~ CD3y ~ CD38 ~ CD3e ~ CD5 ~ CD22 ~ CD79a ~ CD79b
B(CD66d « fE—E & i T - #IARMENESHEERFIINTAEECD] « fi—%EF
h 7= - A E SR E B SN LR Y] - AF— 8 =0 - B SRR
WP HICTAE B R E DA N 4R BRAHAY LIS o7+ - CD27-CD28 - 4-1BB - 0X40~
CD40 ~ PD-1~ LFA-1 ~ ICOS ~ CD2 » CD7 ~ LIGHT ~ NKG2C ~ B7-H3 ~ TNFRSF9 -
TNFRSF4 ~ TNFRSF$ + CD40LG - ITGB2 ~ KLRC2 - TNFRSF18 - TNFRSF14 -
HAVCRI1 - LGALS9 - DAPI10 + DAPI2 ~ CD83 - CD83AYfifir £ « FH4HE « 18
— B E 5 =0 - BRI REE R YR B LR+ o AF— S E =0 At
T EF I 24-1BB ~ CD28z ~ CD27z ~ ICOSz ~ CD2z5{0X40z - {1 — L& /7=t
1 JIGPC2iR &HiRZAE S © (2) BEHIGPC2 VeH (FIAIA S FTIl ~ 51GPC2
VeHECERE#TGPC2 VeHH £ —([ ) AYRESMEL 5 (b) BERESEL 5 H (c) B&CD3A
(SR EEFYIRLTA 5 CD2854- 1BBIYRE N SLREFF IRVREIA (S5 F 8 « 11
— B F 720 - FIGPC2 ViHE & LA Ty £ —{F © (1) &&SEQ ID NO: 1-30
HYRE EBEFPFIHICDR1 ~ E1&SEQ ID NO: 31-61HYRE AR F5IHYCDR2 ~ MG &
SEQ ID NO: 62-928 i E i e I[HYCDR3 » B¢ HATCDR F & % 224 S{E R BB Y
REVEERS  E—EF ) S =0F » JIGPC2 ViHE & &7 SEQID NO: 93-142 ~ 143-
147701244-245 FE—(EEIREEBE P 70 VeI, - A & LUT B A EE P 71 HY 2
88 > MR FP5 | HISEQ ID NO: 93-142 ~ 143-147H1244-245 1 {F—{ERYRZ EFL
FIEH 2/ PR AE—ME - f£—SFE =T - PIGPC2IR &R ZRRE S
SEQ ID NO: 189-238#1248-252 (£ —(#IHyRE AN P51 - BiHA & DL T AN
FIHIEERS - s A FPAFASEQ ID NO: 189-23871248-252 4 (£ — (&R FE A fLFr
FIEH 2/ VE95%FFH[E—11: o £ — T T\ - GPC2ik &P F Z Ae B2 SEQ
ID NO: 239-24371246-24THRE AL FP Y - A£— L =\ F » TR b zdlifas:
IR 22 2 BRAPLRECER AL » HIUICDS52 ~ EGFREXCD20 - fFi—E & 0 » #%)5

SF63H - 4k 142 HEEHIERE)
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AP BRI A A S E B 2 e BRI TR BCR A RS GBI
T

(0217]) fE—SE&HE =\ o] DURE 1 R) 52 5t & e s R A B A/ 2B AL
Frip B EhsE LRGN SR BT ER N AR (LAAE > (Ia0 DA ~ 50 Bihe i 2N AR (LA
A (Blsmim st B i ERE ARG e~ CARBYTARAN ) AN - 1R e E i )7
T LB REER - A — SR B U 2R (R e - A2 — S E T =
el (A AR R o AL — SR B hE 52U - VB R R A — SR ey =0
a2 an i (s s e A B ) REFaUlle sFE B 73 DRe B K ATl 7y T EY (B SR EE
I o AE—EEEHE T A > 5% 0T A LML R A AR BT LU S e s ey —
Hor > BIAnfE TARE B 2 AR 0 S e AH RRAY HoAT AR 23R - A2 —
EIERRRY TS » 2 TR R IH 0 T e s TR Ee E R o T o £ —EE
s RERE R T BURTE(APD-1 ~ CD2745r1- (PD-L1) -~ 5T
SECIACzER2 (PD-L2) ~ s ETME AR HEEI EE 54 (CTLA-4) ~ HREAIHE
E{EEEA3 (LAG-3) ~ ARIFF SR AT ZAR2 (TIM3) -~ V-set a2 g

(VISTA) -~ BRE2AZHG (A2AR) BURE BN R AT RIATVE HTIERRE -

[0218] Rt A BSIHIE & SR AT ( CTLA-4RHE RS >
BT ARED]L CP-675,200) ~ $10X40 - PD-L1 &8 ($1B7-Hl; MEDI4736
SHHERERST) ~ MK-3475 (PD-1FHERE]) ~ @yslE T (HIPD-147i%%) ~ CT-011

(PIPD-1{188 ) ~ BYSSEREDLAS - AMP224 (HiPD-LIFiAS ) ~ BMS-936559 (#1

i
L

il

L
L

PD-LIi#%) - MPLDL3280A ({iPD-LI{/i%) - MSB0010718C (#{PD-LIfji#%)
FIFUCERDL (FICTLA-45AS > A 5 Yervoy® - MDX-010f1IMDX-101) - %%
s PUAR YR BI ELFE (B EREY | ZAEREL(FENK) ~ FUKEHI(AVASTING® ) »
EEERE - FUCEPT - SIEELT - RBEEST - MPDL3280A ~ SZHFIZRELLT (CT-
011) - MK-3475 ~ BMS-936559 ~ MPDL3280A ([iffEREE ) ~ HEFEAEL -

Fo4H - 4k 142 HEETIEREIE)
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IMP321 - BMS-986016 - LAG525 ~ B 5% B#7i ~ PF-05082566 ~ TRX518 » MK-4166 ~
EFE SRR (SGN-40) ~ B EL B HT (lucatumumab ) (HCD122) ~ SEACD40 -
CP-870 - CP-893 - MEDI6469 - MEDI6383  MOXR0916 ~ AMP-224 - MSB0010718C

(Fe4fe£s B ) ~ MEDI4736 (&% EHi) - PDR0OO1 ~ rHIgM12B7 - Ulocuplumab
BKT140 - Varlilumab ( CDX-1127) ~ ARGX-110 ~ MGA271 ~ TT& EE$7; (lirilumab )

( BMS-986015>IPH2101 )~IPH2201 - ARGX- 115~ {31 %% B8 #7i( Emactuzumab )~
CC-90002FIMNRP1685A B HARS 45 & 5 B o HAMRGIM: e i aim ass - fili
pr] =% +EREEHT (afutuzumab ) 5 FEIRFEE] S (pegfilgrastim ) ; 3-(4-Fa -1 E 5
-1,3- & -2H-F03|IE-2-FD)IRE-2,6- —FH( CAS : 191732-72-6 ) ; YLFI| R ~ actimid

(CC4047) ; FIRX-2 (AFEHNEHE] ~ HMEZR2MNHERYHIAMENRAIVES
) > CAS 951209-71-5 » TJf#EIRX Therapeutics ) ©

[0219]) fr—teEi /s =0 - REMEEIG OHIERE (2-2,6- —HIEEIK
0E-3-45)- 1H-F215]05-1,3(2H)-Fd ) BOOFERHVER{DIIEETEY) « AE R i
FEH s DRI R T A Y EIE B AR Y B DR FE R A4S RE RS - fBl
PEVDF FE R 107 A W) B FE AE R PR A 3-(4- R - 1- Il 8 BE-1,3- -2 H- 15| I:-2- BE)
DREE-2,6- f# ~ JAERERE ~ CC-1088 ~ CDC-501F1CDC-801 » DL AELL T F 55
{E&t) © EEEF 95,712,291 5 7,320,991 ; F18,716,315 ; ZE[F H 35 5%
2016/0313300 ; LUK PCTABIZE $5WO 2002/068414FIWO 2008/154252 5 HN %
Fah 5 AR HOF A -

[0220) fE—SEEhi = » & e i iR 43-(4- R k- 1S E-1.3- 25
-2H- 205 |IUE-2-EOIRNE-2,6- - JO SR - PTRERE - 3-(4-FEA-1-{fIE B 1,3-
R -2H-F05 |- 2- EOIRIE-2,6- FF ~ JOFEERE ~ P RERHIT AR EAEY) - 5
GEES | OIREZHVER C BEUEY)  KEY) - LES - BaYEEEEY) - i—%E
i F - ZRERAEH L EYHER3-G-FEE-1-HIE A 1,3- & -2H-5205| k- 2-EDHIR

SFOSH - 4k 142 HEEHIERE)
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E-2,6-_ffd » 3-(4-HA-1-fIEA-1,3- 5 -2H- 205 Vk-2- B UKEE-2,6- _FHHY 1748
FAEY) - B FR[RAZAVER C TAEUEY) - KEY) - LS - BEYEE &
V) o IE—EF T = s RS L YMA3-(4-Fe -1l |- 1.3- R -2H-2
g | ID-2- B IKE-2,6- [ -

[0221]) FEEEeE e =0 - vl DS R 2 e i R b & 3-(4- R A- 1]
F-1,3- R -2H-E05| V- 2- B IRTE-2,6- _Fi f1FER AgEz ~ CARIITARAEZK A
B/ B Bl IR EERE - CARSTH]DUZEEH DA M BReARY 2/ D — (B (E
CAR : CAS70549-BBz - CAS70771-BBz - CAS70950-BBz - CAS71402-BBz -
CAS71529-BBz ~ CAS71661-BBz ~ CAS72021-BBz ~ CAS72052-BBz ~ CAS72383-

z ~ CAS72479-BBz ~ CAS72499-BBz ~ CAS72531-BBz ~ CAS72669-BBz -
CAS72794-BBz ~ CAS72805-BBz - CAS72806-BBz - CAS72835-BBz ~ CAS77906-

z ~ CAS77916-BBz ~ CAS77932-BBz - CAS77934-BBz - CAS77978-BBz -
CAS77986-BBz ~ CAS78117-BBz - CAS78215-BBz - CAS78810-BBz - CAS79101-

z ~ CAS79236-BBz - CAS79274-BBz - CAS79285-BBz -~ CAS79317-BBz -
CAS70950VH6-BBz » CAS70950VH7-BBz - CAS71529VH5-BBz ~ CAS71529VH6-
BBz - CAS72052VH5-BBz - CAS72052VH6-BBz - CAS72669VH6-BBz -
CAS78117VH4-BBz - CAS78117VH5-BBz ~ CAS78117VH6-BBz - CAS78117VH7-
BBz - CAS79236VH4-BBz - CAS79236VH5-BBz - CAS79236VH6-BBz -
CAS77916VH6-BBz - CAS77916VH7-BBz - CAS77916VH8-BBz « CAS77916VHY-
BBzHICAS77916VH10-BBz~ GPC2-CD28z~ C2-CD27z~ GPC2-ICOSz~GPC2-CD2z
FIGPC2-0X40z > W ERYECAS70950-BBz~ CAS70950VH6-BBz - CAS71529-BBz
CAS71529VH6-BBz - CAS78117-BBz ~ CAS78117VH4-BBz - CAS79236-BBz -
CAS79236VH6-BBz » GPC2-CD28z ~ GPC2-CD27z » GPC2-ICOSz ~ GPC2-CD2z#{1
GPC2-0X40z » FI/EFFECAST0950VH6-AS70950VHG6-BBz Y B {EF FACAR » FI

SRO6H - 3 142 HERPRRIE)
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/2 B FE LN Y % {8 & Bt CAR @ CAS71529VH5-AS72052VH5-BBz ~
CAS72052VH5-AS71529VH5-BBz  ~  CAS70950VH6-AS71529VH6-BBz
CAS71529VH6-AS70950VH6-BBz ~ CAS78117VH4-AS71529VH6-BBz  #{1
CAS71529VH6-AS78117VH4-BBz » {2 CAST0950VH6-AST1529VH6-BBz ~
CAS71529VH6-AS70950VH6-BBz ~ CAS78117VH4-AS71529VH6-BBz  #{1
CAS71529VH6-AS78117VH4-BBz -
[0222] 3-(4-FEB-1-fl | - 1,3- i -2H- R 15[k -2- o) Uk e -2,6-  Fi 4K
FDAMLE I ER S H B IR - FSqEVE ARS8 B~ RIEEREL R
AR ARG S M/ E A MNE AR (MCL) -« 3-(4-REE-1-HIFE-1.3-
-2 H- 22050k 2- EDIRIE-2,6- FRiE H 2 RIS R SR e T4 - 36 B B ATHEE
REAZ RN - BiERE TR 2RI (APC) ZEREsE
METERC » B0 » AE—SefF T > 3-(4-REE-1-fIEE-1,3- 5 -2H- 2050k 2-E)IR
WE-2,6- _HEFHEI TARE R ENE B r % (L) -2/ECD4*FICDS T4RAT AV £
WihD - SEETEHE) (Th) [ZMENETh2 ThigHEs - HIGITAHATIEETF5 (Tregs) HY
Wi WS IR B A S kS 4R M B 9 (CLL) Hroay ZE i oge
( Otahal% A » Oncoimmunology (2016) 5(4):e1115940) o« 3-(4-fE-1-{HI5E - 1,3-
U -2H-F5|WE-2- B IRIE-2,6- R B R EEE (MM) BE R T E A E
PRI E M W R T S B FR MR OIS AR ARAY (R S8 B Ay
& (nurse-like ) 4 ) SR R EREREICLLARRB AN RIS - 3-(4-R - 1-fI R
EL-1,3- 5 -2H-FE05|D5-2- FIRE-2,6- — FHE 1] DB #8  CD3 3 sl s 22 4
R B E LAY TARR S (LAY S TAIRIN FE A B Ry EE 4 - B4h > RR3-(4-HE
- 1R A - 1,3- - 2H- 5205 I0k-2- B DRIE-2,6- i nT 35 i S8 A NK SRR E (L
AR DR R AR (BFETNF-a ~ IL-1 ~ IL-6/1IL-12) A4 TENT MY i s g
M4RRE M (ADCC) o 3-(4-FE k- 1-{AIE - 1,3- 5 -2H- 2205 |U-2-F) URIE-2,6-

FOTH - 4k 142 HEEHIERE)
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Fiig m] ASA B M B 2R 3R B = /K S Y S 3 o+ 9140 CD80 ~ CD86 ~ HLA-
DR - CD95#1CD40 ( FecteauZ A » Blood (2014) 124(10): 1637-1644 ) - /NEEH
(—HEE3)Z ZHEENE ) #1728 (30 DRI el B Ry 2 {F I BY 2 Z4EAE (TtoZE A
T, (2010) Science 327:1345-1350 ) -~ 3-(4-FEL-1-flEEE-1,3- G -2H-FE5|E-2-5)
DREE-2,6- _fEth st/ NS I H E RIS E 2 c-MycHIRFAFLE [F{K[E]HF 2
WEHNE G 4HRE AR A Ip2 1H 73] (Lopez-GironaZi A > (2012) Leukemia 26:
2326-2335) -
[0223] {EREeEhE 50 F - 2 AR5 3-(4- R k- 1-flEAL-1,3- 5 -2H-5%
g |- 2- B IREE-2,6- _FRE0 DI ERACTAEY) - EFRFERE N TN » 32 EERI(%3-
(4-Ha - 1l SR - 1,3- -2 H- 5205 | I05-2- EDIRNE-2,6- i - {£—L&hf /720
3-(4-P Bs- 1 -l SR - 1,3- -2 H- 5205 | I05-2-ED IRIE-2,6- _Fa = bR T YA
E4Y0.1 uMZEZY10 mM ~ fE£Y0.5 uMZE LIS mM ~ (E4Y1 uMZELY2 mM -~ {g&1 uM
FL1 mM ~ fELY1 uMEZY500 uM ~ FEETT uMZEZJ400 uM ~ fE4T1 uM £ ZY300
UM ~ FEL1 WM ZEZJ200 uM -~ fe& 1 uMZEEY100 uM -~ fELYT uMZELYS0 uM -~ T
AL pMZELJ40 pM ~ {ELIL uMZEZ30uM ~ fe4Y1 pMZEZ20 pM -~ {EET1 uMELY
15 uM ~ {2491 uMZEZI10 uM ~ HELY5 uMZEZTLS5 pM ~ BIEEY5 uMZELT10 uMAY
BIEH o £ —SEh =0 0 3-(4-BE- -1 E - 1,3- - 2H-205 |5k 2-E) Ik
UE-2,6- _HEEG/ D HIRE R T A AL mg 24920 mg - FIAN1ELY1 mg £ 4Y10 mg ~
17e492.5 mg % 47.5 mg ~ (1E4Y5 mg £ 415 mg - FlA0%Y5 mg ~ 10 mg ~ 15 mgsl20
mgfYEIEREA o £ —EFh 7= 0 3-(4-H - - A 1,3- 5-2H- 5205 IUk-2-
FOURIE-2,6- _FHLATELT1025 mg/kg - FI049100 pg/kg 242 mg/kg ~ £9200 pg/kg
Z£ &1 mg/kg ~ £J400 pg/kg £ 49600 ng/kg - FIE0£y500 pe/keH VR BRI © H5R5E
AVE = 0 3-(4-R - 1-lSE - 1,3- S -2H- 505 ] I05-2-E) IRIE-2,6- - Fa A
EHEURLI10 mg o AL E i 5= » #5525 e A B E Y 3-(4- e - 1-

SHO8H - 4t 142 H(EHIERE)
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(Al A-1,3- & -2 H- 05| 10f-2- ) IRIE-2,6- Fil A G HEA1/ BHB LIRS - IR ERY
Bl 7 2F o FE RS2 e i A 2 R 2 HY 3-(4-Fe B - E A 1,3- & -2H-5205)
Ife-2- B IRIE-2,6- _FRACEFEM/BER LIRS - (e e i i\ H - £ —{#E%
{EEREEEA T - i Z2AE R &Y 3-(4-H - 1-HIE A 1,3- F-2H-5205] 0 2- )k
ME-2,6- ] - AT —2eE e 720 F o JABIRTE S SR o SR
FE2VRHEFR A - &R H —23-(4-FAs- 1l E A 1,3- & -2H-5215]IU5-2-
EOURNE-2,6- > Freg14K - AEFELF 7= - fE28 RAVEFE AT » BX
it P — 2 3-(4-F - 1 -l S - 1,3- -2 H- 5205 |0k -2- B IRE-2,6- - 74821 K -

[0224) BELAFEIE FR 5 2obE FH FiGPC2 R i B sl H s 20 ) - FudEES
FUEST ~ R - B ~ A ABSAE » o] AR B E&B/IAK ~ 2T ~ EEN - BA -
GEA ~ REN ~ BILA ~ BRI 20 RE R A i R B 04H ) - 48— 2B e 7 =0
MR REEYIGERY) o AF— S E i =\ - #ErhE T (HIOFFARE T ) (=I{EAS
FEEYIAH ) « RIS SR A B RO (R ASHIE ELAIRY (2 5L » B4R osenberg
5 A > New Eng. I. of Med. 319: 1676 (1988)) © {f—Lb8 i 0 » #EFHEL LA
B TS (I {E RS R BEY)4H ) « A2 — 2B e 5 = - #E AR AR T 5T e 4H
Rt - AE— L E N U o R HEY B RO RN IR B S T - e — e E
T RFERY)AH B R Bl E R B AL - 940 B 12 3 e feg 4 R =i 5L /A e R AR
HI&H&R -

[0225] AHIEEHIEEY) LR Y B 2 A0 S Y SE YR S nl AR IZ TRARHY
TE R « T S EAYEE B4 BE R TS 58 AL B A ROT B iV AE HiE
A o BIYIE B R e S AR ARV A R B 1R AL T SRV E - n] DA IE
Mordenti, J.fIChappell, W. T The Use of Interspecies Scaling in Toxicokinetics, ; In

Toxicokinetics and New Drug Development, YacobiZF A, Eds, Pergamon Press, New

York 1989, S542-46 H AR E MY R AIEITARCRI ERVERIFER - (LA RHVEE A -

SFO9H - 4k 142 HEEHIERIE)
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R EIRTRCBY AR B AR [E YRR S A 20y - I H 516 R E s
B ECAR SR T RE TR B DAL ) 55— 25 B BB AR R (R 7 U 2% -

[0226] fE—tbghi =0 - HHZ By Y& A Pt 2 $iiGPC2
R ZEEYHRY LIERIZ4T10 ng/kg % 247100 mg/ke (FEASAS B 5
HEWIRIERA - FI0LAET1 mg/kg/ K% 10 mg/ke/ REVEIE i - 2 HURT A
BRI o

[0227]) fE—ibEhr=( » Hex ey a e A T2 bR
FEHRRE T E—(E - ZEEYIAERYILAE /D ET10% ~ 10° ~ 10° ~ 107 ~ 10° - B10°(FE4HAR
/kglERG RS E P E—RIERA - £—LEh 7= ZEEEI L0 RS
10° ~ ZJ10°ZE 4100 ~ 4910549107 ~ L9107 L9108 ~ 91082 £910° ~ Y104 EL910° -
ZI10*ZE&T10° ~ LJ10°LELT10°8 ~ EAY10° 2 4T107 ([E4Rf/ke(FB R E T E—0IE &
i o AE—EE =N SR EEAHEY AR DAV x 107~ 2% 10° - 3% 10° »

4%x10°-5%x10° - 6x10°~7x10°~8x10°~9%x10°~1x10°~2x%x10°~ 3 x10° -

%

4%10%~5x10° 6x10°~7x10°~ 8 x 10°~ 9 x 10 ~ 1 x 107{HE4HHI/kes = 20y
B Z A

[0228]) {E—Lb& e 7=\ » fit FH— X&) - fE—SEH i=0F
B2 (fa02 ~ 3~ 4~ 5~ 6 ~ SREZRFEYE— ) EEYARY) - IE— L Ei
JiH - BN — R B —REEYIAE A - e — e E T = - TR
GilEVEESIVEEN KRR INs) - St e R PN b el e = O s A R A E RS
FEM RO AR - B E RN B R BN ERE R TE -

[0229] iiH - BTLAFE H—2REE I P BGE il AR i R & - 16
— e EH S DA REBIE RS8R » BIa0&2 ~ 3 ~ 4~ 5~ BUE 0K
B A — =0 AR — BN R & - e — e E i T =
HEIE o AA—SEh 7= - S RBIE BRI ERIEI20% ~ £930%F14950% -

FT0H - 4k 142 HEETEREE)

110109033 FH YR A0202 1103157037-0
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FE— SN = B KBS < RV ALK ~ 2K - SREE & - HiR
MRNFRAVEEIA > BUARRIE » FrE B T/ 8FH 2 B R RAE R &
Y@ - ZAIM > HAEIE 5 ZE v e 2 A FRY - #& i BT E 5 5 Bz i
EHTHERE -

[0230] fE—EL8HE 7=\ SEYREYIRTE Al A5G e (ARG HY = B
R HE o HE—EE 2\ - BEY)AE IR & T A S RE(E RS PR 4k i (30574
) o AE—EER AT - SEYHEYIRY E AT G RN {E RS R ERIE S B R
R o fE— B EE 2T BEYIAR IR B AT A UL RE RS SR (L0
FEH) o ST SEYREEY A Rt GE (AR R AR A E

[0231] fE—EE =0 SEYRERYIRTE a] A alis & M s e
HYAERBUB N R T - fE—EE N 7201 BT EORE R SRV N E /D&Y
10% (EfEFIZE/04920% ~ 30% ~ 40% ~ 60% ~ 70% ~ 80% ~ 90% ~ B100% 1T
—) o E—EEH T E T R IR ER R B M RO E R A R ER N R
L -

[0232] fE—EE&HE H=\ T > SEYISH AR B a] A o ol (6 A Y s e 1
% o AE—EF 5T - MIF20a10% (RfEAI2/0E920% ~ 30% ~ 40%
60% ~ 70% ~ 80% ~ 90% ~ B100%F{E—) 8% o fE—ELFNE /70T - F2{HE 7l
W EMEE LA - AL —EE R 2 TR0t IR 2l 7k - e —
LN T\ o RO IR 2 AT 2 7k - RS n] DI A I P R R AL
FEAGEHE - BRI ~ B - XS4Rm i - CTIRf - PETfR 04

fa o

v

i

il

FILH - 4k 142 HEETERBE)
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LU E O RAREIH ol - RIEEA HERR By DU T 2R GIAEEE - DAT

B IR 5 F Re BTG B E R PR A2 AEHY
B

[0233] B eiErliEE

[0234] 1.1 &Y

[0235] fEFHEE4E A BEAEHEALAS & O Z0E2 2 H (R&D Systems » #2304-GP )
VB R Ry [F AT W R B BRIE TR - HEIYISHER 2 N R/« ALz I
e IR (SIGMA » #F5881) Bi200 pg/BlE /R M - Rfoee
FHIRVERE] (SIGMA - #F5506) 1200 pg/FlE R f ARIER R o DU 228
HFRH YR ITRE - — BB B4 B SR eEIG B2 T AR
HEK293T/hGPC24Af (1x 107 » NERRERE - 2B FWI3) 14 - sz4diffa e R
hGPC2 - {E 5% Filf B LA R 36 3 A S SR e (e WS MNE MR & - (E FEE B GO
& OABHRIEIE T ook riklgGuidd - A5 AN ELISAFIE P4 ARV R E B
SRR E (E2A-E2D) - BUnth 50 S IER % - 5P s
K EH (HCAb) WFEAERT o & 7 sl RS (sdAb) HYJHE
TERE > (B —REEERSRUTE100 mLIUKRE S o s B4R ik mE -
A PRIFAE-80°C -

[0236] 1.2 1gGorh it

[0237] #tR#ZGenScriptfE (A2 Fr i TIgGuidA &k ok - (EFHEE I Gl
& H AR (e R BR LIS T 70 S oy #iElgGuedd © fF1 mLIUE L E A E]1 mL
HITRAP®ZEHG HPHE F - 7 10 mLEELERSE DR (20mM > pH 7.0) HiifeZ it -
FHO0.15M NaCl ~ 0.58% 7./ (pH3.5) ##71gG3 (MW 100,000 Da) &%4> » i FH 1M
Tris-HC1 (pH9.0) F#15ERK 2pH 7.4 - fi{% » FH0.1 MERzEE-HC1 (pH2.7) 7%
HilgGl (MW 170,000 Da) k77 » AGRE5ER& A 1M Tris-HC1 (pH 8.5 ) H1A1%pH

F72H - 4k 142 HEETEREE)
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7.4 - 2R HHITRAP®ZE 5G HPFEATR (flow-through ) &k A %1 mL HITRAP®
& A HPHE E - U620 mLEEERESSE R (20 mM > pH 7.0) JEatE: < FHO.15
M NaCl - 0.58%Z.f% (pH4.5) %fRIgG2 (MW 100,000 Da) 4% 4% » 3 F§ 1M Tris-
HCI (pH 9.0) F#1%MKRZEpH 7.4 - #HOD280EE 4 {LHYIgG1 ~ IgG2A(1IgG3
HUBSAEREE > B R AIEE R SDS-PAGE 43 fr 2 A s B gy 41 o

[0238]) 1.3 i IEHIE

[0239] FEMELISARHdBRERHY SRRs S » Ho A HIE M A4 BAYIgG
B[S AL [RAVAS & © BT RIERI ~ 353 R E ST % LR FORBRIM AL
FHME o BRI B R ER T8 - RidE R ER4°C T HnEH R E
W - MBI AR IREEDREIR3 R MBI =00 T EIPA2/ N - BE1RRIR A
HEREEDR R4 o B — RV RN E S IgGR e, - =R TS
LS/ o AR AR R RO E 4R - IRFHRPEE S HYHL SR MNERIeGSE —Hids

(NOVUS - #NB7242) iNnef = » AEZ05 NS VN - HkE B TMBIK

YIRmEE LT - RFE1078 - A IM HCUZ IERIE - & T EE4SE
{E R EEE E R E B FLAE450 nmBEHYIROETE - ME2AMER2CH AR » 2KE& %
B R R MF L R RIS B T EAAGPC2E 4SS » B
BRRIAST H AGPC2EA G MR R az [ E - EE2BHIE2DF » frA Rl
GPC2 VyH-hIgG1FcZE 1 AR E (a7 2B B 4HGPC2E H 45 & » TEX0/E:450 nm
B HIICE EAVyH-hIgG1FeE HHYRE EAHRR
HH2

[0240] VuHUE GRS R EREE

[0241] 2.1 RNAFEH!

[0242] FERIMEAHAL T EESSEA (TBD » #LTS1076) {48 Ry BRERAY ST
FE AR L oy B 4R - RIB RS AYERBHE » (EFH TRIzoI®A K| ( LIFE

FT3H - 4k 142 HEETEREE)
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technologies » #15596-026 ) {EEH{ERE 5L 7 BEAERNA « F5 1 S K ETAHAERNA
NEERSE - W#EHHEO0D260/280E I EHITER -

[0243] 2.2 VyHEEE RIS 58 B R

[0244] tRAZBLSRGHY 55 > (L A PrimeScriptTM 35 1 B cDNA & [ E4H

(Takara » #6110A ) » $tEHEERE MRS FIEE (AT)205 [V RNAME T2 55 D)

A2 K cDNASIJE o { FI%F 2215 )¢ cDNA S E b 4R Ve HAVIZ HF EE P71 - AR
P GenScripttE AR A2 PPy VeH 5 B - (LT & l#E S E (PCR) #Rig B #
KB ORI EE - FE AR EHE E K I TTDNAEY) < BEi% > VaH PCRF £
T RE MR SERE HOM L - IR RGBS T - B VeHE R R ARV B AHE RS
BEMBFI KGR EAET - R CAVAREMRE - ISR 7575 100 pg/mLAET
BEERAV2FYTIR b o ROERATRIBR R AR T E SR AR - o HEAE
YT FORES « sTREEEOMEE TR SUERT A/ o Bt SR B (ETE kIl e
Fr DA SRR S B T AR R B RS B A AR - A KRS AR B 4R
PRAEI A 100 pg/mLEE T B BEF2 PR EERI YT F - B TETE » 1£-80°CT
A AR R oy s R R AL T - (RS E RS 7 MR R R -
HHI3

[0245] WRESASRE RIEEE

[0246] 3.1 &

[0247]) {ESCRERERIRAE & 2 BB A% SRR TR0 FIPEG/NaCl
DR > BRRAPBS T 0 WiAE-80°C N RATF o A AT VeHIG R RS ST B4 A
GPC2E 5 (R&D > #2304-GP ) S{HEK293T/hGPC24HRH 2 (N E S E3kE%E )
LT ERE L S B 7 5512 A GPC1/GPC3 (R&D » #4519-GP ; R&D » #2119-

GP) EHsHEK293TZ= 5 f1Ek ( ATCC > #CRL-1573) 0yl HEF RS - S EHE

F74H - 4k 142 HETEREE)
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AV E RN T CHENEE TR P E IR ERS# ) - GPC2ZE 1 AT
PEVERRAY AR AT 70 EE (FEHELISA & FACS) -

[0248) ENZZESE - B (E Rt s SEE F n AT ERES - A
EEEEEE o PKAEDEIAE96 A FLIR (1 mLEgHE ) F4K @ WAFEHUAIITPTG

( AMRESCO > #0487-100G ) F10.05% TritonZE# )&% B AE (sdAb) £

R o T BRRPIGPC2EH &S &HYAE ] (FEMELISA) - BG4S & IAETT
TEFP » WA ERE T E— D HE -

[0249] 3.2 WEEHBSELISA

[0250] EfTUREASELISALIZE B H 1R B AR RIUAVIERR - [HE(Hn
MU B RS TR PR L 06 F LR A4 £ - I AE M SKOTEHBNER R AS (NEB » #N0315S )
WRUETR - By T BEE IR E QS CHIIER - K96 FLELISATY &R ER 7T A E
A A GPC2E H = & H (GPCU/GPC3 ) {ERL R BN T4 CRIMR - 241&
IR FHEI PSR ENRESEA - BB - Rk B RS & YR EFLRETS0 nLIgE
B EERTNINEINR S » AF4°C RIS L5/NIE o BHCEARIUR > A HRPEHE S04
MIBEMRGIRSRNINEN T > FE4°C N 457788 o R IORIR I R
BRORIIZFLFR AR EE - HMIESEFLE450 nmBERYRUYT - HEER - FEKEEE
ELISAFG MR ASIERE - WifEVERSRIES (kit) &R EAS EADNA -

[0251] 3.3 BEEHAEFACS

[0252] 38 Al B2 3% 31 GPC2HY 4 At 45 & HYJE 1k - #&h & & A GPC2
(NM_152742.3) - &fEff# (Macaca fascicularis ) GPC2 ( NW_005092963.1)
B¢ FE AR AYNEE (Pteropus vampyrus ) GPC2 ORF (NW_011888974.1) F41[#plvx-
EF lo-puro& 84 ## L HEK293 T4l ( ATCC > #CRL-1573) kBB ERIEA
GPC2 - B EMRIEGPC2 ~ A ANHECGPC2HYHEK293 TR - IS MR
NIE|F3 GPC2HYHEK 293 TH& E 4HAFISH-SY S YRR RI 4T ( ATCC » #CRL-2266 )

FISH - 4k 142 HEETERBE)
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> FEMMI3EEERefiAE ( Sino biological » #11973-MMOS5T-H ) faHl4E &4 4ME

REAVEEERS - &R gz AR E g oA AR -

[0253] R URH I RIBEARSTEE 2 —SEh /5= HY 5858 VeH  #YCDRI
CDR2FICDR3 -

[F=1]
e ID | CDRIFF3] | ID | CDR2FE%| ID | CDR3F%|
ATRTTYPGVCPDNAAWYD
AS70549 1 | RYTGRSSC |31 |IYSDDGVT |62
Y
AADTFRWFMRRSGPINGSD
AS70771 2 | GYTGK 32 | IDDAGGT 63
YAY
AS70950 3 | EFTYKNTC | 33 | IDSDGNT 64 | AAGAYCGRLLLWIGNYAY
AADTARRGGSWSGPFKYD
AS71402 4 | GYTYNRN |34 |MYTGSGTT |65
Y
EYRYSSRY AADHLAYDCYSGATSVFR
AS71529 5 35 | IDSNGSA 66
C Y
GTTFAHY
AS71661 6 36 | ISKYGGTT |67 | AIGVLPSSTAICAGAANY
NM
AAHLELCYYTDPMYQYEY
AS72021 7 | RNTYSSYC | 37 | IDNVKT 68
NY
GFRYASY AAGAYCGADAILTLYDYA
AS72052 8 38 | IHSDGII 69
C F
AS72383 9 | GLTFDDSG |39 | ITWNGRST |70 | AAAFITKTGCSYE

110109033

FT6H - 4k 142 HEEHIERE)

FHGTE A0202
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ETTDCRY
AS72479 10 40 | ITSGGST 71 | ESDPGWSGYHARRC
\Y
AS72499 11 | RFTYSSYC | 41 | IEKDDST 72 | AARIPGGNCGVVARMAY
GLTFAHY
AS72531 12 42 | ISKYGGT 73 | AIGVLSSTARGPGAANY
NM
AS72669 11 | RFTYSSYC |43 | FYTGGGRT |74 | VAGFYCSGGYWEGDFGY
GFTFDDY AADRFRDYCSDSWSHLYN
AS72794 13 44 | ISASGTTT 75
A YEYMH
RLRVSNN AAADFSSGGYCNIASVYHS
AS72805 14 45 | LGSDGRT 76
C YFPY
GYTYMPP AADNLCYATGILRSAYDYS
AS72806 15 46 | IYGRGGST |77
C Y
GGYTSRT AASPGYSDAACVSVPQAN
AS72835 16 47 | IYRSGTT 78
VC R
GVVKCDV
AS77906 17 48 | IEAGGHT 79 | VAAPRYYTLSCPKDF
E
GYTSSWN
AS77916 18 49 | IANRGHST |80 |ATDTWACVGISTDFEY
C
GYWYSVA
AS77932 19 50 | VLNGGGRR | 81 | AAGNGVGHPLGPSEYNY
A
AS77934 20 | GYTYSSYS |51 | FFYSGGPT |82 | AARRSNTNDYCFYPTYTY
GATSCRW
AST7978 21 52 | IANGAT 83 | AADPRVYTSRCDRTY
R

110109033

FITH - 4k 142 HEETERE)

FHGTE A0202
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ASGYTYSS AADGPSMTAIQALGDLYP
AS77986 22 53 | ISTGGRST |84
DS VDFAW
RYTYATY VVDPASAKVTYGSWSTPS
AS78117 23 54 |LDSVGAT |85
S YAY
AARAGPCWSWAQADLYN
AS78215 24 | RYTFSSNC |55 |IASASGYT |86
Y
AS78810 25 | GYTYYD |56 |ISSSSST 87 | AAGRYVGRKLEVYDYAY
GDTYSNY ATDPKVACARVVEYGGG
AS79101 26 57 | IDSDGSR 88
C WYR
AVDVRTRCGGTWDGEAV
AS79236 27 | GYTYSSYC | 58 | IDAGGRT |89
YFPY
KYAFCTY
AS79274 28 59 |IDSRGNT |90 | AAQIVGGALRCPRFAMY
D
RYTVSNY AGVYGLIWYYKPCPAQRE
AS79285 29 60 | ISTDGTT 91
C WALQRYGY
AS79317 30 | GYSSSSVC |61 |IYVTLGSI |92 | AAGGCGYRGVADVPEFTY
AS70950VH6 |3 | EFTYKNTC |33 | IDSDGNT |64 | AAGAYCGRLLLWIGNYAY
AS70950VH7 |3 | EFTYKNTC |33 |IDSDGNT |64 | AAGAYCGRLLLWIGNYAY
EYRYSSRY AADHLAYDCYSGATSVFR
AS71529VH5 |5 35 | IDSNGSA 66
C Y
EYRYSSRY AADHLAYDCYSGATSVFR
AS71529VH6 |5 35 | IDSNGSA 66
C Y

110109033
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GFRYASY AAGAYCGADAILTLYDYA
AS72052VHS | 8 38 | IHSDGII 69
C F
GFRYASY AAGAYCGADAILTLYDYA
AS72052VH6 |8 38 | IHSDGII 69
C F
AS72669VH6 |11 | RFTYSSYC |43 | FYTGGGRT |74 | VAGFYCSGGYWEGDFGY
RYTYATY VVDPASAKVTYGSWSTPS
AS78117VH4 | 23 54 | LDSVGAT 85
S YAY
RYTYATY VVDPASAKVTYGSWSTPS
AS78117VHS | 23 54 | LDSVGAT 85
S YAY
RYTYATY VVDPASAKVTYGSWSTPS
AS78117VH6 | 23 54 | LDSVGAT 85
S YAY
RYTYATY VVDPASAKVTYGSWSTPS
AS78117VH7 | 23 54 | LDSVGAT 85
S YAY
AVDVRTRCGGTWDGEAV
AS79236VH4 |27 | GYTYSSYC | 58 | IDAGGRT 89
YFPY
AVDVRTRCGGTWDGEAV
AS79236VHS |27 | GYTYSSYC | 58 | IDAGGRT 89
YFPY
AVDVRTRCGGTWDGEAV
AS79236VH6 |27 | GYTYSSYC | 58 | IDAGGRT 89
YFPY
GYTSSWN
AS77916VH6 | 18 49 | IANRGHST |80 |ATDTWACVGISTDFEY
C
GYTSSWN
AS77916VH7 | 18 49 | IANRGHST |80 |ATDTWACVGISTDFEY
C

110109033

F19H - 4k 142 HEETIEREE)
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GYTSSWN
AS77916VHS | 18 49 | IANRGHST |80 |ATDTWACVGISTDFEY
C
GYTSSWN
AS77916VH9 | 18 49 | IANRGHST |80 |ATDTWACVGISTDFEY
C
AS77916VHI GYTSSWN
18 49 | IANRGHST |80 |ATDTWACVGISTDFEY
0 C

[0254] RIBAMEE 2 —LE 7= 585 Vel E B 71 0] LLETE
AS70549 (SEQIDNO:93) -~ AS70771 (SEQIDNO:94) - AS70950 ( SEQ ID
NO:95) - AS71402 (SEQIDNO:96) - AS71529 (SEQIDNO:97) -~ AS71661

(SEQIDNO:98) ~ AS72021 (SEQIDNO:99) -~ AS72052 (SEQID NO: 100) -
AS72383 (SEQIDNO: 101) - AS72479 (SEQIDNO: 102) - AS72499 ( SEQ ID
NO: 103) ~ AS72531 (SEQID NO: 104 ) ~ AS72669 (SEQID NO: 105) ~ AS72794
(SEQIDNO: 106) ~ AS72805 ( SEQ IDNO: 107) ~ AS72806 ( SEQ ID NO: 108 ) -
AS72835 (SEQIDNO: 109) - AS77906 (SEQIDNO: 110) - AS77916 ( SEQ ID
NO: 111) ~ AS77932 (SEQIDNO: 112) ~ AS77934 (SEQIDNO: 113) ~ AS77978
(SEQIDNO: 114) ~ AS77986 ( SEQIDNO: 115) ~ AS78117 (SEQIDNO: 116) -
AS78215 (SEQIDNO: 117) - AS78810 (SEQIDNO: 118) - AS79101 ( SEQID
NO: 119) ~ AS79236 (SEQID NO: 120) ~ AS79274 (SEQID NO: 121) ~ AS79285
(SEQID NO: 122) F1AS79317 (SEQID NO: 123) -
[0255] BRERVuHZEEFF% 0] LLAELFEAST0549( SEQ ID NO: 148 )~ AS70771
(SEQIDNO: 149) ~ AS70950 ( SEQ IDNO: 150) ~ AS71402 ( SEQ ID NO: 151 ) -

AS71529 (SEQIDNO: 152) - AS71661 (SEQIDNO: 153) - AS72021 ( SEQID
NO: 154) ~ AS72052 (SEQID NO: 155) ~ AS72383 (SEQID NO: 156 ) ~ AS72479

(SEQIDNO: 157) ~ AS72499 (SEQID NO: 158 ) ~ AS72531 (SEQIDNO: 159) -
SE80H - #k 142 HEFRAHE)
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AS72669 (SEQIDNO: 160) - AS72794 (SEQIDNO: 161) - AS72805 (SEQID
NO: 162) ~ AS72806 (SEQIDNO: 163) ~ AS72835 (SEQIDNO:164) ~ AS77906
(SEQIDNO: 165) + AS77916 ( SEQ ID NO: 166) ~ AS77932 ( SEQID NO: 167)
AS77934 (SEQIDNO: 168) - AS77978 (SEQIDNO: 169) - AS77986 ( SEQID
NO: 170) ~ AS78117 (SEQIDNO: 171) ~ AS78215 (SEQID NO: 172) ~ AS78810
(SEQIDNO: 173) ~ AS79101 ( SEQ IDNO: 174) ~ AS79236 (SEQ ID NO: 175)
AS79274 (SEQIDNO: 176) - AS79285 (SEQIDNO: 177) F1AS79317 (SEQID
NO: 178) -
EHl4

[0256] AJFALARRAITTHIE

[0257] {#iFINCBIIg-Blast ( ncbi.nlm.nih.gov/projects/igblast/ ) 1 A Z.85
1R PR Z AR AT ] B R A DI EN A A28 (RIEVE AT URE BA S EEH
PERY A BTS2 ) - A sZAGHYCDR A EESEEH EYI U - HPURE SR P
ARl R R R E EAVRE A R A [EmEE —H LSRR - L HAEH
"VH, 57

[0258] REFAF A IR LERRHYDNAFF Y EEE FpcDNA3 48 #EH - 2818
HFE BEHE AL FIHEK293-6E4RAE - - Ui fE FIFIR » {5 i Biacore T20055 3R HIEE
fEdbfr (SPR) HIEHAI 14K -

[0259] IREAIEEE 2 — L& 5 - AJR(EVeHRZ B 751 0] LUELTE
AS70950VH6 ( SEQID NO: 124) ~ AS70950VH7( SEQID NO: 125 ) ~ AS71529VH5
(SEQID NO: 126) ~ AS71529VH6 (SEQ ID NO: 127) -~ AS72052VH5 (SEQ
ID NO: 128) ~ AS72052VH6 (SEQID NO: 129) -~ AS72669VH6 ( SEQ ID NO:
130) ~ AS78117VH4 (SEQIDNO: 131) - AS78117VH5 (SEQIDNO: 132) -
AS78117VH6( SEQID NO: 133 ) ~ AS78117VH7( SEQID NO: 134 ) - AS79236VH4

81 - 4k 142 HEEHIERE)
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(SEQ ID NO: 135) ~ AS79236VH5 (SEQ ID NO: 136) - AS79236VH6 ( SEQ
ID NO: 137) ~ AS77916VH6 (SEQ ID NO: 138) -~ AS77916VH7 ( SEQ ID NO:
139) - AS77916VHS (SEQID NO: 140) ~ AS77916VH9 (SEQID NO: 141) -
AS77916VH10 (SEQ ID NO: 142) -~ AS71529VH5-AS72052VHS5 ( SEQ ID NO:
143 )~ AS72052VH5-AS71529VH5( SEQ ID NO: 144 )~ AS70950VH6-AS71529VH6

( SEQ ID NO: 145 ) - AS71529VH6-AS70950VH6 ( SEQ ID NO: 146 ) I
AS70950VH6-AS70950VH6 ( SEQ ID NO: 147) o
BHIs

[0260) HiGPC2 VuHA R A1 IR FM:
[0261] 5.1 KFmERILHR (SPR) HlE
[0262] ¥ %5 {7 1 ¥ 51 GPC2 VuH Fr %] 3 78 51 B & A 1gGlFc |/ B&

(hlgG1Fc) FpalfysEkagd - DUE#EHiGPC2 VyH-hlgG1Fch SR 4HFER - JES LA
E WL EHRSPRANE  fEFHBIACORE® T2007347%:4% ( GE Healthcare ) #%&
i SPRIfEE - TGPC2 VuH-hlgG 1 Fc B GPC2HVHRAN /T » flfi = < - 56 b fE
E4HKF B 4H A\ GPC2-HisZE [ HE I 2 — = ECMS EUIEE & A - R pitE
VyH-hIgG1FcZE (4758745 @& (10mM HEPES ~ 150 mM NaCl ~ 3 mM EDTA -
0.05% Tween-20 > pH 7.4 ) HHE4ERFRE > W LL100 pnl/minffy37  F 5 5] 5 4HAG
RFE 008D - IR AE G SRENRFFE3008) » DUEHIAGAEHE - (EFIBIACORE®
T2005FH8RAG3. 04 (Langmuiréhi & @ [ EREES - 1: IS5 GTEAY) MEE s R
He (KD) - AN{EVaH-hlgGlIFcHY4E SRR FELIT -

[# 1]. it GPC2 VuH-hIgG1Fc B1EE4H A GPC2-his & [ A4S &A1 T

Eey ka (1/Ms) kd (1/s) KD (M)

AS78117VH4-hIgG1Fc 2.0E+05 1.7E-04 8.2E-10

F82H - 4k 142 HEYERPE)
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AS79236VH6-hIgG1Fc 5.3E+05 1.9E-04 3.7E-10

AS70950VH6-hIgG1Fc 3.90E+05 1.10E-04 2.70E-10

AS71529VH6-hIgG1Fc 8.50E+05 4.40E-03 5.10E-09
AS71529VHG6-

3.20E+05 6.10E-05 1.90E-10
AS70950VH6-hIgG1Fc

AS72669VH6-hIgG1Fc 5.20E+05 7.70E-05 1.50E-10

[0263] 5.2 FpEM:AEEHIE

[0264] &P AJR(ESIGPC2 VHA B4 AGPC2EE HHYRF R » BITE
FAELISARV4E & HIE » DAEEHIGPC2 ViHAY R E LS - i S 2 B
FLHRZ A2 ng/mLEE4H A GPC1-His (RD System » H$%9%4519-GP) ~ GPC2-His (RD
System » H$%5%2304-GP) - GPC3-His (ACRO - H$##5%GP3-H5223 ) - GPC4-Fc
(RD System » H$%5%9195-GP) - GPC5-His (RD System » H$%5%2607-G5/CF) -
GPC6-His (RD System > [ §#%£2845-GP) =& 4H//\g.GPC2-His (RD System > [
$7572355-GP) EE M - FHIRASFLEIPAEE A E S EHHIR - KIEEmRELIA

JR{EVeH-hlgG1Fe EEARFTBGIA M EMRAY [ L - WAF4°CTIIFE 1.5 h o i
— A FIHRPHE S HYLLFHTAILG (H+L) 5 148 ( Genescript > H $£57A00166-
1) 1250 > RIS SRRV I E F3,3.,5,5 - TUH AR £ (TMB) EYIEA(S
5T ° ¥HRGPC4 - (i VeH-His B TRS AN THIstR S E 4138 ( Genescript > H
#F5TA00612 ) IANNZE GPCA-FeRIHIIR T » FAIBEEEHIE (£450 nmEm A HE -
[0265] 40 [E 3A- [E 3G §* AT/~ AT A A J& (b VaH-hIgG1Fc & H
( AS78117VH4-hIgG1Fc ~ AS79236VH6-hIgG1Fc ~ AS70950VH6-hIgG1Fc F
AS71529VH6-hIgG1Fc ) BB EH AGPC2EHE & - fHEEZ T - A
IgGI{E Bl RERHPIGPCRIGEH &S - RS EIRAIAaRr 2

SR83H - 4k 142 HEEHIERE)

110109033 FH YR A0202 1103157037-0
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[y o $ R - AS78117VH4-hIgG1Fc - AS79236VH6-hIgG1Fc f{1 AS70950VH6-
hIgG1FctE B EAYD3-GPC2-IgGIEUR ¥ AGPC2&E 1 E4FAVRF 2 51 R Fs
T H At B A0 AR EBGPCRIEE LA N EM: - 482 BigRFHNIR(L
VuH-hIgG1Fc&E 5 7] DURF MR AGPC2EH -

[0266) 5.3 E4HVuH-HisZE [ B 4RREAY4E &

[0267] FErHRHIGPC2 VeHFFFIEANKIGHHY/ )N Bl B EHE AR5 (N -
MGWSWILLFLLSVTAGVHS-C ; SEQ ID NO: 179 ) FICAHIii#6xHis-f&4% (N’ -
HHHHHH-C' ; SEQID NO: 180) Rl skt E4R#GPC2 VyH-HisE [ - #—#
BT AN ALY TR (LR U P E R R R - ARRIER
W% B e B 7 | BEFE 2T FL BN 4 R B AE pCDNAS 4 oh DIR LIRS RS -

[0268] {56 A 7 B =CAH BN & fig sk e 2 A JR(E VeH & 5 AST0950VHG
AS71529VH6 ~ AS72669VH6FIAST1529VH6-AST0950VHG6#{GPC2 VyH-HISE
B1Z535 A\ GPC2094HH ( SH-SYSYFIHEK293T/hGPC2) FIFIH & fEGPC2HY
A (HEK293T/cynoGPC2) HY4ESHRAT) - fEI S < @ R EHTHIGPC2
VuH-HIS&E 5 #12 x 10°{E#EAHAAE4°C T 307088 - JRiikt - 7E4°CN - Re4HAE
iE—4 FHTHE™ Hist24531 8% (iFluor 647 ) ( Genescript > #A01802 ) fZ2(30434% o
& R B A AR B R B 65 - (5 A At Windows 6,02 A Ky GraphPad
Prismi U2 8 o] SRR G E & FEF A - WE4A-E4CT TR - BT
AS70950VH6 ~ AS71529VHG6 ~ AST2669VH6FIAS71529VH6-AS70950VH6 LB &

fierght 5= BISH-SYSY ~ HEK293T/hGPC2FIHEK293T/cynoGPC24F E 454 -
HHl6

[0269] ER{AGPC2FFEMECAR THHREATES

[0270] 6.1 CARAYEA:

84 - 4k 142 HEEHIEREIE)
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[0271])

B2 EERTIGPC2 VeHPTRS F FRHYE N VeHAY BB CAR AT LIGE

FERAAE A HY 4R b5 Ve H B % P 5185 7 31 CD8 o g5 #8 Y #5 SISk AT Rl & 22 4-1BBATI

CD3CREN B 57 E BT PSR s ([E5 ) - RixBE Py BEE 2 A EF 1o &)
TS REEETRET -
[0272]) TRIBAIEEE ~—5E i 7= » CARHYAH 7 Bl DAEIFELA T %75 ¢
SEQ ID
CARHYEHIT | FP¥I

NO:

181 HEFET GGGGSGGGGSGGGGS

182 CD8oifUEHK | MALPVTALLLPLALLLHAARP

183 CD8o i TTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACD

184 CD8afSHEIE | IYIWAPLAGTCGVLLLSLVITLYC

253 CD28E5Hd | FWVLVVVGGVLACYSLLVTVAFIIFWV

254 CD275H53 | ILVIFSGMFLVFTLAGALFLH

255 ICOSESHEIE | FWLPIGCAAFVVVCILGCILI

256 CD2i5H8. | IYLIIGICGGGSLLMVEVALLVFYIT

257 OX40¥5H18 | VAAILGLGLVLGLLGPLAILL

185 4-1BBREAE | KRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL

186 CD28H NI | RSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRS

258 CD27HN¥ | QRRKYRSNKGESPVEPAEPCHY SCPREEEGSTIPIQEDYRKPEPACSP

259 ICOSHENIE | CWLTKKKYSSSVHDPNGEYMFMRAVNTAKKSRLTDVTL

KRKKQRSRRNDEELETRAHRVATEERGRKPHQIPASTPQNPATSQHPPPPP
260 CD2HN, | GHRSQAPSHRPPPPGHR VQHQPQKRPPAPSGTQVHQQKGPPLPRPRVQP
KPPHGAAENSLSPSSN
EE85E > 142 HEHHHBD)
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261 OX40fAs, | ALYLLRRDQRLPPDAHKPPGGGSFRTPIQEEQADAHSTLAKI

RVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKP
187 CD3CAENE | RRKNPQEGLYNELQKDKMAEAY SEIGMKGERRRGKGHDGLYQGLSTATK

DTYDALHMQALPPR

188 P2ATTH: GSGATNFESLLKQAGDVEENPGP

[0273] IREAIERE 2 — S8 G20 B VaHFFIRYER ViHAY R
{5 B8 [ECARH] LAELFECAS70549-BBz ( SEQ ID NO: 189 ) ~ CAS70771-BBz( SEQ

IDNO: 190) - CAS70950-BBz (SEQIDNO: 191) ~ CAS71402-BBz ( SEQ ID NO:
192) ~ CAS71529-BBz (SEQID NO: 193) ~ CAS71661-BBz (SEQ IDNO: 194 ) ~
CAS72021-BBz( SEQ ID NO: 195 )~ CAS72052-BBz( SEQ ID NO: 196 )~ CAS72383-
BBz (SEQIDNO: 197) - CAS72479-BBz (SEQIDNO: 198) - CAS72499-BBz

(SEQIDNO: 199) ~ CAS72531-BBz ( SEQIDNO: 200) - CAS72669-BBz ( SEQ
IDNO:201) ~ CAS72794-BBz (SEQIDNO: 202) - CAS72805-BBz ( SEQ ID NO:
203) ~ CAS72806-BBz ( SEQID NO: 204 ) - CAS72835-BBz (SEQIDNO:205) -
CAS77906-BBz( SEQ ID NO: 206 )~ CAS77916-BBz( SEQ ID NO: 207 )~ CAS77932-
BBz (SEQIDNO:208) - CAS77934-BBz (SEQIDNO:209) - CAS77978-BBz

(SEQIDNO:210) ~ CAS77986-BBz (SEQIDNO: 211) - CAS78117-BBz ( SEQ
IDNO:212) - CAS78215-BBz (SEQIDNO: 213) - CAS78810-BBz ( SEQ ID NO:
214) ~ CAS79101-BBz ( SEQIDNO: 215) ~ CAS79236-BBz ( SEQ ID NO: 216) -
CAS79274-BBz ( SEQ ID NO: 217) - CAS79285-BBz ( SEQ ID NO: 218)
CAS79317-BBz (SEQIDNO: 219) - fRIEAIGFE ~ —LE i /7= - B2585VaH
FES Y EAVuHA = 1 BEE B CARB] LLELFECAS70549-BBz ( SEQ ID NO: 189 ) -
CAS70771-BBz( SEQ ID NO: 190 )~ CAS70950-BBz( SEQ ID NO: 191 )~ CAS71402-

BBz (SEQIDNO:192) - CAS71529-BBz (SEQIDNO: 193) - CAS71661-BBz
86K » 4t 142 H(BEWHREIE)
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(SEQIDNO: 194) ~ CAS72021-BBz (SEQIDNO: 195) ~ CAS72052-BBz ( SEQ
IDNO: 196 ) ~ CAS72383-BBz (SEQIDNO: 197 ) ~ CAS72479-BBz ( SEQ ID NO:
198 ) ~ CAS72499-BBz (SEQID NO: 199) ~ CAS72531-BBz (SEQ ID NO: 200 ) -~
CAS72669-BBz( SEQ ID NO: 201 )CAS72794-BBz( SEQ ID NO: 202 )~ CAS72805-
BBz (SEQIDNO:203) - CAS72806-BBz (SEQIDNO:204) -~ CAS72835-BBz

(SEQIDNO:205) ~ CAS77906-BBz ( SEQID NO: 206 ) ~ CAS77916-BBz ( SEQ
IDNO: 207 ) ~ CAS77932-BBz (SEQID NO: 208 ) ~ CAS77934-BBz ( SEQ ID NO:
209 ) ~ CAS77978-BBz (SEQID NO: 210) ~ CAS77986-BBz (SEQID NO: 211 ) -~
CAS78117-BBz( SEQID NO: 212 )-CAS78215-BBz( SEQ ID NO: 213 )~CAS78810-
BBz (SEQIDNO:214) -~ CAS79101-BBz (SEQIDNO:215) -~ CAS79236-BBz

(SEQIDNO:216) ~ CAS79274-BBz ( SEQIDNO: 217 ) ~ CAS79285-BBz ( SEQ
ID NO: 218 ) FICAS79317-BBz (SEQID NO: 219) -

[0274]) TRIBEAIEEE » —EF) 7= A& NR(LESEE VeHFEFI BV AT
VuH 8951 1 14 58 (& CAR 1] LA £, #5 CAS70950VH6-BBz - CAS70950VH7-BBz
CAS71529VH5-BBz - CAS71529VH6-BBz ~ CAS72052VH5-BBz ~ CAS72052VHG6-
BBz -~ CAS72669VH6-BBz - CAS78117VH4-BBz -~ CAS78117VH5-BBz -
CAS78117VH6-BBz - CAS78117VH7-BBz ~ CAS79236VH4-BBz - CAS79236VHS5-
BBz -~ CAS79236VH6-BBz - CAS77916VH6-BBz -~ CAS77916VH7-BBz -
CAS77916VH8-BBz - CAS77916VH9-BBz ~ CAS77916VH10-BBz - GPC2-CD28z -
GPC2-CD27z ~ GPC2-ICOSz ~ GPC2-CD2zF1GPC2-0X40z -

[0275]) 6.2 18REEELE - THREERENY

[0276]) REAimE AR HIREISRHV TS » DAITHRE(CRIEL PR
fif B oo B ( PEI ) K HEK-293T 4ff Al F§ GPC2-CAR 12 J5 5 &k #% psPAX2

( Addgene#12260) FIpMD2.G ( Addgene#12259 ) JLfEL o AL UTE FIERE

SF8TH - 4k 142 HEEHIERE)
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% o BERENY & RIEE0.45 um PESIE)ESSIE)E » ARG L DUEYE S
o FHREF e ER{E-80°C N EE -

[0277] APBMCHE S HemaCare Corporation » if: {5 FiMiltenyi A PanT4Hf
s3E4E (Miltenyi » #130096535 ) 43 B /E A A T4HR - {3 FMiltenyifiCD3/CD28
ik (Miltenyi > #130091441) L2 : IHVAHAEEARRAVEE SIS LA LAV TARE (B2
> 98% CD3+4HAE ) Al i 24-48/ N8 » G 2L0.5 x 1OS{E 4HAE/mLAE ) 1E 8 75300
U/mLIL-2094 REGEAT - NEAES8 ng/mLE G FAE 1 > FEHfE1000 g ~ 32°C
TEECL.Sh - RERERAEETE( LT - AR EER AR 2 4R
EEfaT DA S BEa R N ETEERT - SR —RKEMEETE > IE2-3K
LFEFEE AR RIS E A

[0278] 6.3 &5 MHAEEMHIE

[0279) 718 mg/mLES 5E#F1300 TU/mL IL-27E4E T » R 189 35 R i ETE
JEACAYTHEAR - R THRAIIEIREAE1000 g ~ 32°C T EE L h > AR AR ERVAAE
EEfa USRI TEERRIA - fEEER S S REGEETREE 10K
ST TARRE - WAERUET (CART) BIEEAAREEEAR 10 1505« 1502 @ 15
1: 1500.2 : 1N EAfEREARREILIE & 20/ NEF o AR (R A tHEE BEARA B 4R .S H-
SYS5Y ( ATCC > #CRL-2266 ) ~ A F148 SH4R R RE4HAE ZAIMR- 32408 ( ATCC » #CCL-
127) ~ BCAFRRZER AR 22 A-431 (ATCC » #CRL-1555) - FyHlE CAR THHAM
Y e AR YA - IR B RY  E B AT S As I #E=4H (LDH)

(Roche » #11644793001 ) JAIEE o SRSV EHEE HI et -
AR DUsRI{E AR AV LDH © #5HHPHERStarli§ 2 £ 1] & 7:0D492 nmi{l
OD650 nmEHYEEE » {EAELDHE F B A AL 27 W EAHREEY 1B T e R AR rE
TR 4R LDHANAL )2 A SEARREAY F 5 T e XA i HY 4R LDH - {r4HAE%
MRIE B - A EXUEAAEHYE T N8 = B ORI ECRE By 1%HY

SH88H - 4k 142 H(EHIERE)
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Triton-X 1002 SE G EUEE A RRERT - 102 A SUEMREHYIESNL T » 2K 5 BERRERY &
TSR R/ MERL < 35 N ATGETER RSN © %S =
100*[(OD CAR THHAE+EE4HAM)-(OD CAR THHAH)-(ODEEANAY) + (OD&EENRE
F0)1/(ODEERE i KRN -OD SRR/ NET) ©

[0280] ZEFZER{EIMERVEE R/ GPC2HY EE{HCAR T4 - WA A AL MR E
AETTHIE - WE6ATFFTR - HIEFE—4HEE{EGPC2 CAR T4HHE - CAS70950-BBz »
CAS71402-BBz ~ CAS71529-BBz ~ CAS71661-BBz - CAS72021-BBz - CAS72052-
BBz - CAS72383-BBz - CAS72479-BBz -~ CAS72499-BBz - CAS72531-BBz -
CAS72669-BBz - CAS72805-BBz - CAS72835-BBz - CAS72794-BBz - CAS72806-
BBz - CAS70549-BBzfICAS70771-BBzHJCAR TAHAEZEER HY 1 14K D4Rt RE 4H
A 2 SH-SYSY 4Ry [BIK T8V 4R S AN AHRE =R - H R B 50 % H S
FAVuHAY B {ECAR TAIAEEE < HH ST ¥ISH-SYSYHY > S0%HI4RRE M - B8R it
¥ SH-SYSY # 8 50% dHAE 25 14 H 737 A O AR 5 M i+ — T m o M i A

( CAS70950-BBz~ CAS71402-BBz~ CAS71529-BBz~ CAS71661-BBz~ CAS72021-

BBz - CAS72052-BBz - CAS72479-BBz - CAS72531-BBz « CAS72669-BBz -
CAS72805-BBzAICAS70549-BBz ) CAR T4t - #BefPUFEREERE (CAS70950-
BBz - CAS71529-BBz ~ CAS72052-BBzHICAS72669-BBz) {E EytE S #E—3H
HE

[0281] ‘HIEZE _4HE(HGPC2 CAR THHAY - W BANE S —4H BEFERY =fEfE
7% (CAS70950-BBz ~ CAS72052-BBzRICAS72669-BBz) FEiiLet#fSH-SYSY
B4R AR - A E6CH s » A5 T CAS77906-BBz~ CAS77916-BBz~ CAS77932-
BBz - CAS77934-BBz - CAS77978-BBz - CAS77986-BBz - CAS78117-BBz -
CAS78215-BBz - CAS78810-BBz - CAS79101-BBz - CAS79236-BBz » CAS79274-
BBz - CAS79285-BBz  CAS79317-BBzHJCAR T4HAM » FI3k EH JeRifAZe Ve~ |

SF89H - 4k 142 HEHIERE)
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HRGUER YR =TECAR THHAUREEAS - CAR THHNIZRIE M 1 B AR
AR 2 SH-SY S Y 4HAEAY AR [E] 7K S B AHRAE 35 M A4 A/ ZE R - HoH B 50%HY
L VeHAY B (B CAR TSR #1 5 SH-SYS YAYAE 1B 50% HI 4R 3 - - SE1ERH
T H B A A B A G 2 (B Y CAS70950-BBz ~ CAS72052-BBzA1CAS72669-BBz
CAR THHFEAY R e ( CAS77916-BBz - CAS78117-BBz ~ CAS77932-
BBz - CAS77986-BBz - CAS78810-BBz - CAS79101-BBzFICAS79236-BBz ) CAR
T4HAEFAIRNTE (CAS78117-BBZFICAS79236-BBz) {E Bl T A HE— A5, -
[0282] fEERAFALEH » 5HE T —4RBIMEAR(LEEGPC2 CAR
TR < RS MEREEE I - AIE7AFIE 7B AR » AR LSRR CAST0950VH6-
BBz - CAS70950VH7-BBz - CAS71529VH5-BBz - CAS71529VH6-BBz -
CAS72052VH5-BBz « CAS72052VH6-BBzFICAS72669VH6-BBz CAR T4HfIEIH:

SN SON

A REEAECAS70950-BBz - CAS72052-BBzAICAS72669-BBz CAR T4RRE#THE
iy o CAR TAHAEZIR H 1 H e R AR G 4 A0 2. SH-S Y S Y 4 ARy A [B1 7K S T-HY 4
A MEFDAHRE T 2R - E PR E 70% AR A VeHAY B (ECAR TAHREE R H 1 ¥
SH-SY5YHY#E#350% HY AR 1 - (L8R Hi# A SH-S YS Y A8 38 50 % Hy At 25 14 HY
N fE R M AN JRAEREE S ( CAS70950VH6-BBz ~ CAS70950VH7-BBz ~
CAS71529VH6-BBz~ CAS72052VH5-BBz - CAS72052VH6-BBzHICAS72669VH6-
BBz ) CAR T4HAE " - 5E% = flfE7ERE (CAS70950VH6-BBz - CAS71529VH6-BBz
FICAS72669VH6-BBz ) {E By i A — A HIE -

[0283] fE55 R ANJFALERF - 5¥E TPt NF{EEEGPC2 CAR T
A RE /N 14 - WE 7TCHAIE 7D 2 fr o 0 #&F CAS77916VH6-BBz
CAS77916VH7-BBz~ CAS77916VHS-BBz - CAS77916VH9-BBz+ CAS77916VH10-
BBz - CAS78117VH4-BBz - CAS78117VH5-BBz - CAS78117VH6-BBz -
CAS78117VH7-BBz - CAS79236VH4-BBz - CAS79236VH5-BBz « CAS79236VHG6-

SR90H - 4k 142 HEEHIERIE)
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BBz AL EE{EGPC2 CAR T4TRE A B A R B CAS79236-BBz ~ CAS77916-
BBzAICAS78117-BBz#E{TEEER - #B1850%HIEL A VeHAYE (B CAR TAHREEE R H
$HESH-SY S YR 50 % AHAE T 11 « {0~ Hi #1 ¥ SH-SY S YR 2B 50 %Ay ARt Z 14
A F IR R AR RS CAR T ARV AR 2 1 0 7S A om B AT B
g% ( CAS77916VHI0-BBz - CAS78117VH4-BBz - CAS78117VH5-BBz -
CAS78117VH6-BBz -~ CAS78117VH7-BBz ~ CAS79236VH6-BBz ) 1 - 3E {2
CAS78117VH4-BBzHICAS79236 VH6-BBz{E B ma A A i —35 15, -

[0284]) 15— {EE N T=0F - ERRSMNAIE HR EEE e BT AR bR 2842
ARG AR{ECAR TAIREREEAS - BUREERVHIETHA (UnT) MEE - #5000
CAR T4Hf&E  AJF(EEFVEHAY ( CAS70950VH6-BBz ~ CAS72669VH6-BBz -
CAS78117VH4-BBzFICAS79236VH6-BBz ) CAR T4HRTST ¥ 2 FEGPC2P5 14 14K
R4 £ SH-SYSY ([E7E) FIMR-32 ([E7F) 3R ASAVAmAEEY: -
AGAEIMR-328% B G N2 /D745 » AESH-SYSYRER /TG hI1265 o B VaHHY
NF(ECAR T4HAE ( CAS70950VH6-BBz ~ CAS72669VH6-BBz ~ CAS78117VH4-
BBzH1CAS79236VH6-BBz ) Hy4HANEE: MR HAH E HY#T ¥ GPC2[5 14 i Rg 4Rt Y
MK -

[0285) 7& 55 — {8 & hiw /7 =0 F » %8 £ B 7 VeH 89 7= #1 1: A JR AL

( CAS70950VH6-BBz - CAS72669VH6-BBz - CAS78117VH4-BBz #
CAS79236VH6-BBz ) CAR TAHAGLAIFFECAR THHAEE & #1 EGPC2P2 14: Al fEg 4iAf
BAIE 2 s - BUnTHIGE ML - B7GE ~{ECAS70950VH6-BBz
CAS72669VH6-BBz - CAS78117VH4-BBzFICAS79236VH6-BBz 1 - #H 22 51|41 ¥+
GPC2 & th N F R A 2 A B4 EN - ZEER0E > e
CAS70950VH6-BBz~ CAS72669VH6-BBz - CAS78117VH4-BBzFICAS79236VHG6-

FILH - 4k 142 HEEHIERE)
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BBzt GPC25 4R B A B M B2 A3 - imdt ¥ GPC2Ra:A-4314H
Hefmea it -

[0286] 6.4 IFNyRZji

[0287] BxDAEARESEMEIRI - BULE T KERIMLUEEAER BF
K LAEHHCAR TAIREARERVARE 2= (P8R y (BIIFNy) AR
TE R SR T MY 55 — M TS AR - & Hof IR BL/E pg Ay 3 BH &5 (8 HTRF A IFNy
AlphaLISAZE4H ( Perkin Elmer » #62HIFNGPEH ) #{TE & - {I[E6B - [E6D -
7B ~ [El7DE7TH-E7IF Fw - AEBIGPC2[5 M #LAHAESH-SYSYAIIMR-32 4L 58
% » CAR THHRERE ST = 7K FHYIFNY < 32 A i HIE#H A GPC22 MEAHRE 22 A-431HY
HREAGHRE AR - AP E T RSN TN (UnT) REFEIFNYHTRESY -
It - sl AR PR MRS M BE — 20 ISR K H EEEHYCAR T4
HIARRE > ZE R E A GPC-2F 7 21 -
57

[0288) I (BGPC2REHUF ZAGH R

[0289] sOE 6 ATl i 4wt 5 rh K R T HE S HY 28 A [5 VeHAY X R
Fr A R I ) & CD 8o Y #5114 - IBBRICD3 CRE N (B 57 (H B IR S HIES
HAISHYCAR(S5RIE T s s AC T o RHRBE Fr Y B8 JE FR A EF o B B FHY IR
AE B AR o

[0290] fEREGI6HATILY /75 » Rl CARE RV ISR B E AT
HEFTELEE N E - 5 B Miltenyi A PanT 40 7y BEE=4H 2 B A T4HAD - G (5E
MiltenyifiCD3/CD28{ERTEAL o RAES ng/mLESEREFAE [ » FEHIE1000 g ~
32°CT R .50 IR E R RIEETRE (LAY TARE - MR EAiER £
M ERE P LS BV R N ETIE A RRE -

92K - 4k 142 HEEHIEREIE)
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202144432

[0291] tRIEBAEE 2 —HEH 7= B2 ERENAREVaHFYHY
LA % (B 1 BE (B VeHAY R 1 SR i CAR 5] LU FECAS71529VH5-AS72052VHS-
BBz ( SEQID NO: 239) ~ CAS72052VH5-AS71529VH5-BBz ( SEQ ID NO: 240 )
CAS70950VH6-AS71529VH6-BBz ( SEQ ID NO: 241 ) -~ CAS71529VH6-
AS70950VH6-BBz ( SEQ ID NO: 242 ) FICAS70950VH6-AS70950VH6-BBz ( SEQ
ID NO: 243 ) -~ CAS78117VH4-AS71529VH6-BBz ( SEQ ID NO: 246 ) #I
CAS71529VH6-AS78117VH4-BBz (SEQ ID NO: 247) -

[0292] 7.1 B@SIHREE M HIE

[0203] fridiE{esE SRECEESREEE 10K » ISR TARMD - WAL XET
(CART) FAREAHAEELSR F510 0 1561 1 1500.2 : 1 T EAREREAMAT LI 520/ N\F « By
HI7E CAR THHAD A g slREAy dfiRE s 1: - Hrdip s feoflZE4H (LDH ) (Roche
#11644793001 ) RNINEERE ERT - WAOEHI6- ATl 25fECAR TAHAER
ARV £ AR M o

[0204] f& — @ & 5 /7 =L - ¥ = & GPC2 & Bt CAR T 4l A
( CAS70950VH6-AS71529VH6-BBz ~ CAS71529VH6-AS70950VH6-BBz
CAS71529VH5-AS72052VH5-BBz ~ CAS72052VH5-AS71529VH5-BBz ) F1EE(H
GPC2E2B4CAR T4HAE (CAS70950VH6-AS70950VH6-BBz ) i #H A B {HGPC2

SN SON

CAR T4HiE (CAS70950VH6-BBz ~ CAS71529VH5-BBz ~ CAS71529VH6-BBz
CAS72052VHS5-BBz ) 15 SH-SYSYHAmE! TELE  H AP T BRI 510
1 > 820/ N\ - WIEBAT AR » FFHCAS70950VH6-AS71529VH6-BBZAJCAR
TR E GPC2 R B CAR THIRE AYHRr 21 R85 77 LE 5 63.66 + 8.02% - R
CAS71529VH6-AS70950VH6-BBzAJCAR THHAEE GPC2HEBECAR TAHAEAYE R

MEZURRTT 7y EE470.33 £ 4.93% » FFHCAST0950VH6-AS70950VH6-BBZAYCAR T
A B GPC2 R i CAR TR A5 2 1L AR 1T 73 TE (% 59.00 + 6.08% > K3

SR93H - 4 142 HEEPRRIE)
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CAS71529VH5-AS72052VH5-BBzfCAR T4HMI$GPC2ERRECAR THHRHAY S 2
B TT 57 EEA559.33 + 4.72% » FFHCAST2052VHS-AS71529VHS-BBZHJCAR T
AR GPC2ARIHCAR THHAAYE MR AR 70 EE%83.00 £ 4.58% - JEBLEGRA
B {ECAR T4 ( CAS70950VH6-BBz ~ CAS71529VH5-BBz - CAS71529VH6-BBz
FICAS72052VHS-BBz ) HH{LL - 482 » BRI HCAR T HGPC2E5 M4
R A AR E R E 1

[0295) 5T 8HZE &7 VeHAY AJF{ECAR TRV E ST ER
GPC2EEFEFF F M (E B VeHAY B AU {LCAR TAHAE( CAS71529VHS-BBz -
CAS71529VH6-BBz ~ CAS72052VH5-BBz ~ CAS70950VH6-BBz ) FIEL A VeHHAY
A JF {E — {8 GPC2 CAR T 4f iz ( CAS70950VH6-AS71529VH6-BBz -
CAS71529VH6-AS70950VH6-BBz  ~  CAS71529VH5-AS72052VH5-BBz
CAS72052VH5-AS71529VH5-BBz ) BAGPC 2[5 M= 14K F 4R 4 2 ( SH-SY5Y
FIIMR-32) FIGPC2P2 3% f R FE A 2R A-43 1 1B 8 (BT BIERELER 1 ¢
1) AT RS REMIE ©

[0296] [&E 8B &~ E(E 1 {HGPC2 CAR THHHI$ ¥ SH-SYSY 48 g #1
IMR-324HRE 4R AR 1 K 7240% » [ T 331 CAST1529VHS-BBzHYCAR T} ¥
SH-SY5Y FIIMR-324H A Y S fig /& MK 72 30% - BE{HGPC2 CAR THHREF —{H
GPC2 CAR THHREEHE A-43 1 HYRRE MR 10% » 11 AR E TAHARE B AYSH-
SYSY ~ IMR-32F1A-43 1 4R T EZ F R ARAHAE AR ([EI8B) - 4EAYAKER - B
T B VeHEY A FAE BB ECAR THHRE 5] DALAHTRE R 21407 =0
GPC2[5 MERER 4N - 6 3R AR & HYS T GPC2 5 1 e R 4R AT SRR 3 1 « Bt
VeHHEY 5B EFIE(ECAR TSR #T B GPC2 2 M 4RA AR A S M e MK
B E

94K - 4k 142 HEETIEREE)
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[0297] CL4EHEE I GPC2 CAR THHAEAYEN RS2 - I TIAFT LA E GPC2
CAR THHfE & #F ¥ GPC2[5 1 e R AR B A BRI R M A =k - (ERER
VuHAY A (LB [EGPC2 CAR T4HA ( CAS71529VHS5-BBz - CAS71529VH6-BBz »
CAS72052VH5-BBz ~ CAS70950VH6-BBz ) F1E:AVeHAY A JF{E_{EGPC2 CAR
T4AAE (CAS70950VH6-AS71529VH6-BBz ~ CAS71529VH6-AS70950VH6-BBz
CAS71529VH5-AS72052VH5-BBz ~ CAS72052VH5-AS71529VH5-BBz ) BiIGPC2
fo M FHAE BRI AR IMR-32 4R S (U FBLEUEEER 0.2 0 1F01 0 1) A
T7.20/ NI AR AR AR RIE © ANES8CHFT R » AEE : TEEAR Fs1: 1T » {HEGPC2 CAR
T4HAE ST HIMR-324HA0AY SRR E MRV EL B B T 49%266% | - P45 558% » ia
= EEGPC2 CAR THREAYTEM: (37%) - tHEEZ T » EAER0UE T B
EERR02: 1T - BRI EEM_{HGPC2 CAR THIAERIENT - $T¥TMR-324H/HHY
P AR 1 N 10% - GPC2 CAR TARRAEET EIMR-320V A0 E M A E (R M
B o A1 > B SR A T4 e TR IMR -3 241 22 51 (AT IR 2YRE -
B VeHHV BB {HGPC2 CAR THHRITREE R HAH Y £ B IMR-320Y 4HAE 2
PEKSP (E8C ) - ZBAVAKER » & FIMR-32 A L&y - {ECAR THHMY

(  CAS70950VH6-AS71529VH6-BBz -~ CAS71529VH6-AS70950VH6-BBz

CAS71529VH5-AS72052VH5-BBz - CAS72052VH5-AS71529VH5-BBz ) #2357 H B
EE{HCAR T4 CAS71529VH5-BBz- CAS71529VH6-BBz- CAS72052VH5-BBz
CAS70950VH6-BBz ) AH& HYEREL H B4 AY AR AR IE 1M -

[0298) 7.2 IFNyFEjY

[0299] snEFI6F ATl - Utk B BRAMEEEAER HFRLAFHECAR
TAATAE R 2R - P08 Ry (BIIFNy ) ¥ER - A0E8D-E8FF A »
& HIGPC2RE M B4 ISH-SY S Y FIIMR-32 4L B2 0% » 235 BE(EGPC21YCAR T4
Bg ( CAS71529VH5-BBz - CAS71529VH6-BBz - CAS72052VH5-BBz

SFISH - 4k 142 HEEHIERE)
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CAS70950VH6-BBz) 1 fBGPC2 CAR T4 ( CAS70950VH6-AS71529VHG6-
BBz - CAS71529VH6-AS70950VH6-BBz - CAS71529VH5-AS72052VH5-BBz ~
CAS72052VH5-AS71529VH5-BBz) ¥9F&H = 7K FAYIFNy « {EGPC2f&:A-431
ARG E M IFNy « fE I8 FoREERY TR (UnT ) REFEIFNYHIRERL -
BRI - KB ATt ERYCAR TAIEAYARRE T Z R E A GPC- 2% 221 4R/
Z R IR e Y MR R — L
HHI8
[0300] GPC2 CAR THEREREREER AL/ N FHIRE A TN
[0301) FR¥tiGPC2EF £ :CAR TAHAEHVAS NI REREENE - HINCG/NE,

(NOD-Prkdc Cd5 112rg Cd /NjuCrl ) 57 F 514 SRR SH-SYS Y 4HAR  {rhiE
FEREREIROR - [HE A BETRERY/ N B AR AR A it FH B 2 AU AR R TARAR (10 x 10°)
5(CAR T4HAE (5 x 10°) ([E9A) - CAR THHAEREIE % » E3-4RFEHR S UNE
FERERRE (L) &R (W) - FHATAAGEEERBER - V=W xL)2 -
AR R T IUR > BECREIEHITAA &R AVAEFEEL - FHZRFACAS70950VH6-BBz -
CAS72669VH6-BBz f1 CAS70950VH6-AS71529VH6-BBz CAR (9 T4 fiff 34 1 1Y
NCG/NB 5 BT BB RE A TR ([B9A ) - CAS70950VH6-BBz ~ CAS72669VH6-
BBz F1 CAS70950VH6-AS71529VH6-BBz CAR T 4f B 69 HE &8 34 8 Lt
CAS71529VH6-BBz & HE B o {f B 2245 S A% > 100% 1 4% B {8 CAR T4 g

( CAS70950VH6-BBz ~ CAS72669VH6-BBz ) J&FEHY/NERIS0%H4E 24{ECAR T
4HAE ( CAST0950VH6-AS71529VH6-BBz) &N/ NEWYAIEE ([B9A) - 106
BB EA2R > FIFEFHCAST2669VH6-BBZHYCAR TN AREI2/5/ N, (40% ) B
FE 45 T FAFRERCAST0950VH6-AS71529VH6-BBzAYCAR THHAE SHEAY3/5/ N,

(60% ) BEfRE N 2 087518 %% - R » CAS70950VH6-BBz - CAS72669VH6-BBz
FICAS70950VH6-AS71529VH6-BBzAEEFT 7 EHYLHT7 CAR THYCAR TH(&E (

FI6H - 4k 142 HEEHIERE)

110109033 FH YR A0202 1103157037-0
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&/NER30 x 10°HCAR TR ) (E/SREAVEIE NEUR A I TTRERE 4] -
Bz T A VeHIYCAR TAHREE R R B (R8N B o 2 B e — 2 3
YRR T AV B - EfEERYE @ EREZHE M GPC2HYCAR T4RARAINCG/ N
B TP ORE S EIARIRV RS SRS - RIANCG/NEE TS x 10°f[H#E R GPC2HJCAR T4H
FIEA RiFaum 2t (E9B) -

[0302] 1Ak > BSAICAR THHAEAY RIS AR XM s B (e B 4
A PR e R AR Y B R TEDHIHE (8] « /% T W AR Pl FHYCAR THHAEAYEAE) /1
B2 AR AR EEHENCG/ NS MBI CAR TAHAEAYE 77EE - 20E9CHFr
T~ (EEIFRIE S 14RFIABZZEINCG/ NS ME I CAR TAHREAY 5 5y EE TS < 15
F5 x 10°{#CAS70950VH6-AS71529VH6-BBz CAR TAHHEGEHINCG/NEEAYA
FE 1 1 88 B CAR T4HFEISE 34 555.00 + 6.42% » i 4E F2 B CAS70950VH6-BBz -
CAS72669VH6-BBzFICAS71529VH6-BBzIJCAR T4H f:HIE|CAR T4HFE DA
1% - {FCAS70950VH6-AS71529VH6-BBz4H H1 » CAR T4H A HE b Bl ek Jeg A/ [\
5 2 A AHRA -
B9

[0303] 3-(4-Fie k- 1-fI S B 1,3- — -2 H- 505 | Uk-2- K ) IR IE-2,6- i By 5%
T CAR THHAES R4 A 2 A DIAE

[0304] 3-(4-Fice-1-fIE B 1,3- — -2 H-B05[ -2 FOURE -2,6- — B (At
R EE SRR (MM) AYRERETEEY) o Ha{arn

NH;

[0305] 0 EEA)

FITH - 4k 142 HEYIERPIE)
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[0306] T8 - fEEEFRATIEAL S - BARIEY 0 FHHIBCMA CAR THY4H
EFEANE T CAR T/ &Y 24T REREHERRI - 10] - M LEYIATEHEE
BHHVESS - (S AR R e R S AR AL B e R AU AN A AT Bl i A T A —
TR 7L EYIAEGPC2 CAR THgEHYZ -

[0307] BsFE{LEPAZEECAR Tt B ER A0 E M E A
2 HEeERBEARLEMA (CASSRIE © 191732-72-6 » Sigma-Aldrich
St. Louis ) EFIREERE 2SO &30~ 10~ 333 ~ 1.11 ~ 0.37 ~ 0.12510.04
UM o FEEEPIABSFERAL T - CAR TAHRE SR REAHAEE5UE T (CART) ik
AAEEEAR 0.2 : TN E20/NF - B AL HYCAR TAHREAD R AR A AT
{EEVIATE YR - 0B HI6RTHL - EAEEMAeilE«H (LDH) (Roche
#11644793001 ) fHECAR THHAY ¥ FEREAREAVAEREZM: - BI107RH 1 B{EGPC2
CAR T4iig (CAS70950VH6-BBz) $H¥fSH-SYSYHHREHYAHALEMERGA FRE
M ELEYIAIRE -

[0308] 7Rafri3-(4-Ha - 1-{A Ak 1,3- G- 2H- 5215 I0-2- B IR TE-2,6-
i ({EEPIA) HCAR THRTIREREET) - TSI ENE  SA T
REYNEMERERHIE] - (FEERE11R » Kol CAS70950VH6-BBz CAR T
AR PISH-SYS YRR AR EAUE T (CART) BISEAHROEEAR Ryl - 2 N L85, - 4
BEFR T B EE TR0 ntMIEEYIA - B3R (55 1 ~ 5528 »
F3mINE4%R ) RFCAR TAHIHE BB AR JORES - K LEERYCAR T4 AE
B EAN RIS YIARERIR « F5 b R =(4HpE R o CD3* TAHREAY 7o EE
CD3*CAR* T4HREAY 73 EE « B FI6FTHE - 8 FJHTRF AIFNy Alphal.ISAZEZH

(Perkin Elmer > #62HIFNGPEH ) E &% AR FIFNy 2 & © L2 FE nlk
T » ZXSH-SYSY R 43 2 CAS70950VH6-BBz CAR THHAAY4HANZ
MEREAE » 3EH4ECD3+ TAHRIAICD3*CARY T4HAEAY 5 73 EERERE T E D o e (

SR98H - 4k 142 H(EHIERE)
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1AFIE11B) ° ML T > #%A10 pM{ESARICAST0950VH6-BBz CAR T
AHREAE BB R B R (R AT Prdsr HSUE & Ml (2 £ CD3*CAR" T4HREAYIE)S
FOHEsY (EAFE11B) - BUREREAYCAR TR - 3-(4-F - 1-HIE A 1,3-
TG -2H-F5|E-2-EDIRNE-2,6- H ([fbEYIA) BREEE M T E = EAYIFNyE
CAS70950VH6-BBz CAR TAHAEFEN  th5h » FIECR 10 pM{EEYJA BRI
R TAAE (UnT) IR eEmERm ey ER - I BAESE RiER s
HETANFESE (EA) - BUBRI - BRI CARMKE ML BIE -

[0309] AP L&Y ABIGPC2R: 2 14:CAR THRAEATAL S HIRE N FE BT
RERATER » {ECAR TH#pERT - $INCG/NG, (NOD-Prkde Cd5 112rg Cd /NjuCrl) J7
RS A SRR SH-SYS YRR RFE 13K - (=) fiE g EARASAE /N 8 AR AR A e
B EREENTHA (6 x 10ELETHE/FE/NE ) BCCARY THHAE

( CAS70950VH6-BBz » 1.5 x 10°(HCAR+ TAHRE/INEE,) > i LA7.5 mg{E&)A/kg
REER—TIEBEARAZHELEYA » 821K - CAR T4ATREE - &3-
AFRFEM-R RN SRR (L) 8RR (W) - (FRATASRSEEREEE
V=(W2xL)2 -

[0310] ¥ e+ K » B REENTHMEENAEMEE - A
CAS70950VH6-BBz CAR TR & HINCG/ NS~ H B RE A IR ([E]12A) -
FE EBN LAY A T REE IR (T R (B EACAR-TAIREAVAH S A B
HHERAVRE RN R - BRI REIR - (LA YARZEY 38 T CAR T4HATE # SH-
SYSY R 4R R RE VBRI AE « BRI EEME » (ERFZ 1 a GPC2HY
CAR THHRE S B L& YIARVAE G HINCG N H AR 22 51 B SRR AS B RGES » 221
NCG/NEH W AR BA RIFAVATZM: (E12B) - 0E12CHFATR » (EEH
%58 14RBFIIABIZEFINCG/NERSMNE M CAR THRERY 7y EEFA = - BETESE14
RENFE2VRFFEEIZZFICAR THHAHEDY - £5%92.80%HJCAR + T4 » HE(DA

SR99H - 4k 142 HEEHIERE)
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BRFE2R - ALEVARTE AR E (e 7 CAR" TAHIREHEN - #5E 1 4y6{H
(16.78% ) - [EfFEEHYE » (LHEHYCAR THIAE M A (L&) ARV G HIYSH
Zf# > CAR* THHRERY 77 ELEA R A & 2 IR AHE -
HHI10
[0311] EAAFELLREIAIGPC2 CAR THYRE/MIAEEMAICAR THA

[0312] {#=EREPIGFIEFI7TH AT < EEateRr - MGt E A A LR Ay
GPC2 CAR T+ BINBLAEREAHAE £ SH-SYSY YA M Dk » At Bt GPC2
CAR T GPC2-BBz ( GPC2 CAR TH144-1BBFICD3(IN(S Y528, FER I
BHHE 5 BIGPC2-CD28z ( SEQ ID NO: 248 » GPC2 CAR T/, & CD28FICD3HIA
(S9E{EMEYE;) ~ GPC2-CD27z ( SEQID NO: 249 » GPC2 CAR T/, & CD27HICD3(
A (S 55 (EEE; ) ~ GPC2-CD2z (SEQID NO: 251 » GPC2 CAR T4 CD2FICD3(
BN (SYE(EMEE; ) ~ GPC2-ICOSz ( SEQ ID NO: 250 » GPC2 CAR TH-ZICOSHI
CD3 AN (S35 255 - FIGPC2-0X40z( SEQ ID NO: 252 > GPC2 CAR T/, £ 0X40
FICD3CHEN (SR EEE, ) ETILE - ME13AF R - FrAfEHIGPC2 CAR T
BT SH-SYSYRYA AT =M - BA A FELLFIFUISAICAR TR R L
f5 14 ¥R GPC2-BBz CAR TAH EAYARREE AT -

[0313] pEoh - #ZEREFIOFE FI7H il Eiate s - BiedisE 1 AlE
EAMNIFNYWKPF I TEE « BRI (UnT) AMBEE - BT RIEAAYGPC2 CAR
TN B R SH-SYSYIVIFNy A /K- A& ([E13B) - A& » GPC2-
CD28z CAR TH:GPC2-BBz - GPC2-CD27z ~ GPC2-CD2z + GPC2-ICOSzHIGPC2-
OX40zZE £ HIIFNy/K P E S ([E13B) - 482 » BiERA - EAAEILRIEEHEY
GPC2 CAR T+ ¥IGPC2L5 - Al g A At 209 m 285 SV AR 2 M Il ZE AR IF Ny -

SF100H - 3£ 142 HEYRHAD)
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[0314] F&FAGPC2 CAR THHATAYRF A M: » B RGIMECAR THHATGAE
BEM BN TRETHE - S < (EAASIL- 20984 RIFEE (E:TLE
®=1:3) ¥4 x 105FSH-SY5Y4RAIELFGPC2-BBz  GPC2-CD28z ~ GPC2-
CD27z + GPC2-CD2z ~ GPC2-ICOSzE{GPC2-0X40z 157 5 Hi ASis 1171.33 x 10°
{HCAR THHAAL 1210 T 4L o LB = RIS UHEARE - I FJAOPIEREERE
SETTHRATE T RO MFACTE ET4RAT - AR SIL- 20 ERIBERF - KHCAR T
AREBLYTEFAYSH-SYSY4HRELAL « 26VE @ TEEZRE M - DABHMA N —EmiERg L
B8 - ATEIORE (B=R—R) &R - RERSETHAEE B T T4
TEE ° GPC2-BBz{E R[5 MR » MAEEAYTARA (UnT ) FITER MR - 20E]
4AHFTR - FISH-SYSYRAERIHCAR T4RAT - U B & B1Un TR M $ HEAR LS -
FTAGPC2 CAR THIMTHFRR HI B AFHIFRF A M - GPC2-CD28z 5.7 B [5514: i
GPC2-BBzfH & 7K AT EHAR 2 M AICAR TAHREEE (B 14ARIE14C) - B
GPC2-CD27z ~ GPC2-CD2z ~ GPC2-ICOSzFIGPC2-OX40z CAR T4HffI 522 %]
CARPG M THHMY T 47 ELIZ T R » {HGPC2-BBzFIGPC2-CD28z CAR T4HHfIAIIHS
WG ELARR R 3 28w % 0 CARMG I TAHRE 7y ELZE S TIE(E K ([E14B) -
TESEARA B 4w % - CD28ILRIEE CFE EE A L RHE ) S IHCARES 14 T4HAM
RFFIBENTKF ([E14B) -

[0315) %EAYsKER » BB FEH4-1BB ~ CD28 ~ CD27 ~ CD2 - ICOSHI0X40
LR E SRR ITRE S L FFGPC2 CAR T#HHGPC25 M REAHRERY 4R E 11 L))
K& - ZAif » BLEZFCD2 ~ CD27 ~ ICOSHIOXA0(Z 9 {# I IGPC2 CAR T4HHEAE
bt - BA4-1BBECCD28IL U ATGPC2 CAR TARE L A E 4R s T~ BA
ST A TAR A A RHA R M
BEHi1

SFI01H - 3£ 142 HEYRHAS)
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[0316] GPC2 CAR TH1#HiEE SRR ~ /NIRRT (SCLC) FIRHEsiE
AR R R AR A A S
[0317] EHIEGPC2RIAKY: » 1L 74 10% FBSHYEMEMEF & A 158
NFHEE R AR AHAE 22SH-SYSY (ATCC » #CRL-2266 ) F1A tHie8 R 4RRt G AR
ZIMR-324ff1 (ATCC > #CCL-127) ° {£&7510% FBSHYEMEMAIHam's F12 (1 :
1TER) SREYE R A T ' A B4R 4HAE 2 LAN-140A (ECACC >
#06041201 ) - (£ #7575 10% FBSHYDMEMES & £ chirs A 75 i e 4 2 A-431
(ATCC > #CRL-1555) ° {L#§ %75 10% FBSHYRPMI- 1640553 K rh#z3 A SCLC
RER4HRE 2 SHP-77 (ATCC » #CRL-2195) FINCI-H526 ( ATCC » #CRL-5811) o
TEAHIEH 10% FBSHYEMEM 548 B 15 8 A Bl v 458 4 e R g 4l Al % D283
Med( ATCC > #HTB-185) » i {L i 75./520% FBSHYEMEMES 8 £ 11232 D341 Med
(ATCC > #HTB-187) - #& R By =V ARRHI £ 0lT 53 AT GPC2AY R R AR Fe 2o -
WIENS R - SRR R AR 2. SH-SYSY ~ IMR-32F1LAN-1{%GPC2[5{4:HY -
SCLCHfAf A NCI-H526/4GPC2[Z 1467 H SHP-77{4GPC2{K[5 14 ([E15) ° plfi
LS HRREEE 4R 2.D283 Med D341 Med{4GPC2E A ([E15) - A-43114GPC2
ftEEy ([E15) - BEEGPC25 M FEFREAMAR 2l {F A MRS MR TR, -
[0318] %#F{tGPC2 CAR T+ EREAMAEATARAE I LRL - BFGPC2551%:
NBLER ML 5 SH-SYSY FITEIS I R » AR GPC2E M 4HAf 2 A-431 FR{EREME
$HHE - JNE 16F0E 17 FTR > FTAGPC2 CAR THE R #HAISH-SYS YRV A 24
R - (ERBIEMEIBA-43 1 BRI EM: - B8R > FTAGPC2 CAR T
BHEGPC2I5 M HEATAE S B A A XA MR « AN BLREE AT TARRE IR
(UnT)AELE > TEREARIFTA GPC2 CAR THTHEIZZ F £+ SCLCHA Z:NCI-H526
FISHP-77 27 & fcfatd: 7 VAR S K = (EN8FIE19 ) « BEHE AR
OB dHRt R R R ARG Tl 14HYGPC2 CAR T (CAS70950VH6-BBz ) - #IE]

F102H - 3 142 HEYRHAS)
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20/1[&E 21 H A7 > BLUNTHHEL » CAS70950VH6-BBz CAR TE1#{D341 MedF1D283
MeddHAE A HYAIREEE LR T FH S

[0319) ASRIAETATS IHRVATA S5 UM EIL RS [ROFA > 20E&(E
S A IR A B s A TR S [ OF A« (25 Ry [ B Bt
HAFIRS HIZ Fita e - 1L H A MERRRE R RSl A8 e iR Je s IH I /2 3 &8
TR -

[0320] FpEAE > b ABE 2R o A A8 SR (A 2 E 25 ([f—ifE 2 o] LI E A [RIY
AR HA AR 2 AT R EE ARV - IR oo ESGRE
H i R A RE L R LU HA AT LIRS i R A R B S| HAEI
AN ZAERER - 7273 BT LA o B R K G TR IE M R A S HH 35 S5 A5
AR A e B — A B AR Y B L o BT E B T U
LIEBIRY T2 EaH - AT 2 i E (E rhBa i A a5 S8 e E TR -

Py

et da |

AS70549 (SEQ ID NO: 93)
QVRLVESGGGSVQAGGSLTLSCAYSRYTGRSSCMAWFRRPPGKKRERVASIYSDDGVTVYADSVKG
RFTITQDSAQNTLYLQMNSLDPEDTAMYYCATRTTYPGVCPDNAAWYDYWGQGTQVTVSS
AS70771 (SEQ ID NO: 94)
QVQLVESGGGSVQAGGSLRLSCAASGYTGKMAWFRQAPGKEREGVAAIDDAGGTNYIDSVKGRFTI
SKDNAENTLYLRMNSLKPEDTAIY YCAADTFRWFMRRSGPINGSDYAYWGQGTQVTVSS

AS70950 (SEQ ID NO: 95)
QVQLVESGGGSAQSGGSLRLSCAISEFTYKNTCVGWFRQAPGKEREGVAAIDSDGNTNY VDSVKGR

FTISQGNAKNTVYLQMNSLKPEDTAMY YCAAGAYCGRLLLWIGNYAYWGQGTQVTVSS
FI03H - 3 142 HEHEYRHAS)
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AS71402 (SEQ ID NO: 96)
QMQLVESGGGSVQAGGSLRLSCVVSGYTYNRNMAWFRQAPGKEREGVAAMYTGSGTTDYADSVK
GRFTISHDNAKNTLYLQMNSLKPEDTATYYCAADTARRGGSWSGPFKYDYWGQGTQVTVSS
AS71529 (SEQ ID NO: 97)
EVQLVESGGGSVQAGGSLRLSCVVSEYRYSSRYCMGWFRQAPGKEREGVAAIDSNGSADYVDSVK
GRFTISKDNAKNTLYLQINSVRPEDTAMY YCAADHLAYDCYSGATSVFRYWGQGTQVTVSS
AS71661 (SEQ ID NO: 98)
QVQLVESGGGLVQAGGSLRLSCSPSGTTFAHYNMVGWFRQAPGKDREGVSCISKYGGTTYYADSV
KGRFTIYRDNAKNTLFLQMNSLKPEDTAMY YCAIGVLPSSTAICAGAANYWGQGTQVTVSS
AS72021 (SEQ ID NO: 99)
EVQLAESGGGSVQAGGSLRLSCVVSRNTYSSYCMSWFRQAPGKEREGVAAIDNVKTSYADSVKGRF
TISKDNAKNTLYLQMNSLKPEDTAMYYCAAHLELCYYTDPMYQYEYNYWGQGTQVTVSS
AS72052 (SEQ ID NO: 100)
QVRLVESGGGSVQAGGSLRLSCAVSGFRYASYCMGWFRQAPGKEREGVAAIHSDGIIRY AESVKGR
FTISKDNAKNTLYLQLNSLKPEDNAMYSCAAGAYCGADAILTLYDYAFWGQGTQVTVSS

AS72383 (SEQ ID NO: 101)
QVRLVESGGGLVQAGGSQRLSCTASGLTFDDSGMGWFRQAPGKGREGVSCITWNGRSTYYADSVK
GRFTISRDNSKNTLYLQMNSLKPEDTAMY YCAAAFITKTGCSYEYDYSGQGTQVTVSS

AS72479 (SEQ ID NO: 102)

QVKLVESGGGSVQAGGSLRLSCAASETTDCRY VWRWYREDPGMEREFVSSITSGGSTWYADSVKG
RFTISQDNAKSTLYLQMNSLKPEDSGMY YCESDPGWSGYHARRCEVYRGQGIQVTVSS

AS72499 (SEQ ID NO: 103)
QVRLVESGGGSVQAGGSLRLSCVVSRFTYSSYCMGWFRQAPGKEREGVAGIEKDDSTYYADSVKG

RFTISKDNAKNTLYLOQMNSLKPEDTAMY YCAARIPGGNCGVVARMAYWDYWGKGTLVTVSS
F104H - 3£ 142 HEYRHAS)
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AS72531 (SEQ ID NO: 104)
QVQLVESGGGLVQAGGSLRLSCTASGLTFAHYNMVGWFRQAPGKDREGVSCISKYGGTIY YADSV
KGRFTIDRNNAKNTLYLQMNSLKPEDTAMY YCAIGVLSSTARGPGAANYWGQGTQVTVSS
AS72669 (SEQ ID NO: 105)
EVQLVESGGGSVQAGGSLKLSCAASRFTYSSYCMGWIRQAPGKEREGVAIFYTGGGRTYYADSVKG
RFTISQDTAKNTLYLQMNSLKPEDTGIYYCVAGFYCSGGYWEGDFGYWGQGTQVTVSS

AS72794 (SEQ ID NO: 106)

QVQLVESGGGLVQAGGSLRLSCTASGFTFDDY AMSWFRQAPGKEREGVSCISASGTTTYYGDSVKG
RFTISRDNAKTTLILQMSSLKPEDTAMY YCAADRFRDYCSDSWSHLYNYEYMHWGQGTQVTVSS
AS72805 (SEQ ID NO: 107)
QVQLVESGGDSVQAGGSLTLSCVASRLRVSNNCMGWFRQAPGNEREGVATLGSDGRTIYADSVKG
RFTISKDNVANTLYLOQMNGLKLDDTALYYCAAADFSSGGYCNIASVYHSYFPYWGQGTQVTVSS
AS72806 (SEQ ID NO: 108)
QVQLVESGGGSVQAGGSLRLSCAASGYTYMPPCMGWFRQAPGKEREGVATIYGRGGSTYYADSVK
GRFTISQDNAKNTLYLQMNNLEPEDTAMY YCAADNLCYATGILRSAYDYSYWGQGTQVTVSS
AS72835 (SEQ ID NO: 109)
QVHLMESGGGSVQAGGSLRLSCAVSGGYTSRTVCMGWFRQTPGKEREVLAAIYRSGTTYYHDSVK
GRFTISRDGDKNTVYLQMDSLKPEDTAMY YCAASPGYSDAACVSVPQANRWGQGTQVTVSS
AS77906 (SEQ ID NO: 110)
QVRLVESGGGSVQAGESLRLSCARSGVVKCDVEMRWYRQSPGKEREFVALIEAGGHTEYADSVKG
RFTISQDNAKMLEFYLQMNSLKPEDTAKYYCVAAPRYYTLSCPKDFWGRGTQVTVSS

AS77916 (SEQ ID NO: 111)
QVHLMESGGGSVQAGGSLRLSCATSGYTSSWNCMGWFRQPPGKEREGVATIANRGHSTYYADSVK

GRFTISQGNAKNTVYLQMNSLKPEDTAMY YCATDTWACVGISTDFEYWGQGTQVTVSS
SFI05H - 3 142 HEYRHAS)
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AS77932 (SEQ ID NO: 112)
QVQLKESGGGSVQAGGSLRLSCAVSGYWYSVAWMGWFRQTPGKEREGVAAVLNGGGRRYYADS
VKGRFTISQDNSKNTLYLQMNSLKPEDTAMY YCAAGNGVGHPLGPSEYNYWGQGTQVTVSS
AS77934 (SEQ ID NO: 113)
EVQLVESGGGSVQAGGSLRLSCAASGYTYSSYSIAWFRQAPGKEREGVAGFFYSGGPTCYADSVKG
RFTISQDNAKNTLYLQMNSLKPEDTAMY YCAARRSNTNDYCFYPTYTYWGQGTQVTVSS

AS77978 (SEQ ID NO: 114)
QVRLVESGGGSVQAGGSLRLSCAASGATSCRWRMSWYRQAPGKEREFVSSIANGATEYADSVKGR
FTISQDNARNTMYLQMNSLSPEDTAMYYCAADPRVYTSRCDRTYLGQGTQVTVSS

AS77986 (SEQ ID NO: 115)
QVQLVESGGGSVQAGGSLRLSCAASASGYTYSSDSMAWFRQAPGKEREGVAGISTGGRSTYYADSV

KGRFTISQDNAKTTVYLHMNSLKPEDTAMY YCAADGPSMTAIQALGDLYPVDFAWWGQGTQVTVS

AS78117 (SEQ ID NO: 116)
QVKLVESGGGSVQAGGALRLSCIVRRYTYATYSMAWFRQSPGKEREGVAGLDSVGATGY AESVKG
RFTISKDNAKNILYLQMNSLKPEDTAMYYCVVDPASAKVTYGSWSTPSYAYWGQGTQVTVSS
AS78215 (SEQ ID NO: 117)
QVKLVESGGGSVQAGGALRLSCAASRYTFSSNCMGWFRQAPGKEREGVATIASASGYTDYHDSVK
GRFAISRDNAKNTVYLQMNSLKPEDTATYYCAARAGPCWSWAQADLYNYWGQGTQVTVSS
AS78810 (SEQ ID NO: 118)

QVHLVESGGGSVQAGGSLRLSCAASGYTY YDMGWFRLAPGKEREGIAAISSSSSTYYADSVKGRFTI
SRDSNTLYLQMNSLKPEDTAMYSCAAGRYVGRKLEVYDYAYWGQGTQVTVSS

AS79101 (SEQ ID NO: 119)

F106H - 3 142 HEHEYRHAS)
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QVQLVESGGGSVQAGGSLRLSCAASGDTYSNYCMGWFRQAPGKEREEVAAIDSDGSRRYPDSVKG
RFTISKDNAKKILYLQMNSLKPEDTAMYFCATDPKVACARVVEYGGGW YRWGQGTQVTVSS
AS79236 (SEQ ID NO: 120)
QVKLVESGGGSVQAGGSLRLSCAVSGYTYSSYCMAWFRQAPGEEREGVASIDAGGRTTYVDSVKG
RFTISKDNAKTSLYLQMNSLKPEDTAMYYCAVDVRTRCGGTWDGEAVYFPYWGQGTQVTVSS
AS79274 (SEQ ID NO: 121)
QVHLVESGGGSVQAGGSLRLSCAASKYAFCTYDMSWFRQAPGKEREVVSSIDSRGNTNYSDSVKGR
FTISQDHAKNTLYLQMNSLKPEDTAMYTCAAQIVGGALRCPRFAMYWGQGTQVTVSS

AS79285 (SEQ ID NO: 122)
QVRLVESGGGSVQAGGSLALSCETSRYTVSNYCMGWFRQVSGKEVEGVALISTDGTTTYADSVKGR
FTISKDNAKNTLYLQMNSLKSEDTAMYFCAGVYGLIWY YKPCPAQREWALQRYGYWGQGTQVTV
SS

AS79317 (SEQ ID NO: 123)
EVQLAESGGGSVQPGGSLRLSCAASGYSSSSVCMGWFRQAPGKEREGVAITY VTILGSIAYADSVKGR
FTISRDNAKNTLDLEMNSLKPDDTALYYCAAGGCGYRGVADVPEFTYRGQGTQVTVSS
AS70950VH6 (SEQ ID NO: 124)
EVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGREGVAAIDSDGNTNYVDSVKGR
FTISQDNSKNTVYLQMNSLRAEDTAMYYCAAGAYCGRLLLWIGNYAYWGQGTLVTVSS
AS70950VH7 (SEQ ID NO: 125)
EVQLVESGGGLVQPGGSLRLSCAASEFTYKNTCVGWFRQAPGKGREGVAAIDSDGNTNYVDSVKG
RFTISRDNSKNTVYLQMNSLRAEDTAMYYCAAGAYCGRLLLWIGNYAYWGQGTLVTVSS
AS71529VHS5 (SEQ ID NO: 126)
EVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKGLEGVSAIDSNGSADYVDSVKG

RFTISKDNSKNTLYLOMNSLRAEDTAVYYCAADHLAYDCYSGATSVFRYWGQGTLVTVSS
FI07H - 3 142 HEYERHAD)
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AST1529VHG6 (SEQ ID NO: 127)
EVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKGREGVAAIDSNGSADYVDSVK
GRFTISKDNSKNTLYLQMNSLRAEDTAMY YCAADHLAYDCYSGATSVFRYWGQGTLVTVSS
AS72052VHS (SEQ ID NO: 128)
QVQLVESGGGVVQPGGSLRLSCAVSGFRYASYCMGWFRQAPGKGLEGVAAIHSDGIIRYAESVKGR
FTISKDNSKNTLYLOQMNSLRAEDTAVYYCAAGAYCGADAILTLYDYAFWGQGTLVTVSS
AS72052VH6 (SEQ ID NO: 129)
QVQLVESGGGVVQPGGSLRLSCAVSGFRYASYCMGWFRQAPGKGLEGVAAIHSDGIIRYAESVKGR
FTISKDNSKNTLYLOQMNSLRAEDTAMYSCAAGAYCGADAILTLYDY AFWGQGTLVTVSS
AST2669VHG6 (SEQ ID NO: 130)
QVQLVESGGGVVQPGGSLRLSCAASRFTYSSYCMGWIRQAPGKGREGVAIFYTGGGRTYYADSVKG
RFTISQDNSKNTLYLOQMNSLRAEDTAVYYCVAGFYCSGGYWEGDFGYWGQGTLVTVSS
AS78117VH4 (SEQ ID NO: 131)
EVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGLEGVSGLDSVGATGY AESVKGR
FTISRDNSKNTLYLOQMNSLRAEDTAVYYCVVDPASAKVTYGSWSTPSYAYWGQGTLVTVSS
AS78117VHS (SEQ ID NO: 132)
EVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGLEGVSGLDSVGATGY AESVKGR
FTISKDNSKNTLYLOQMNSLRAEDTAVYYCVVDPASAKVTYGSWSTPSYAYWGQGTLVTVSS
AS78117VHG6 (SEQ ID NO: 133)
EVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGLEGVSGLDSVGATGY AESVKGR
FTISKDNSKNTLYLOQMNSLRAEDTAMY YCVVDPASAKVTYGSWSTPSYAYWGQGTLVTVSS
AS78117VH7 (SEQ ID NO: 134)
EVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGLEGVAGLDSVGATGYAESVKG

RFTISKDNSKNTLYLOQMNSLRAEDTAMYYCVVDPASAKVTYGSWSTPSYAYWGQGTLVTVSS
SFI08H - 3 142 H(EHEPRHAS)
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AS79236VH4 (SEQ ID NO: 135)
EVQLVESGGGLVQPGGSLRLSCAASGYTYSSYCMAWFRQAPGKGLEGVASIDAGGRTTYVDSVKG
RFTISRDNAKNSLYLQMNSLRAEDTAVY YCAVDVRTRCGGTWDGEAVYFPYWGQGTLVTVSS
AS79236VHS (SEQ ID NO: 136)
EVQLVESGGGLVQPGGSLRLSCAVSGYTYSSYCMAWFRQAPGKGLEGVASIDAGGRTTYVDSVKG
RFTISKDNAKNSLYLQMNSLRAEDTAVYYCAVDVRTRCGGTWDGEAVYFPYWGQGTLVTVSS
AS79236VHG6 (SEQ ID NO: 137)
EVQLVESGGGLVQPGGSLRLSCAVSGYTYSSYCMAWFRQAPGKGLEGVASIDAGGRTTYVDSVKG
RFTISKDNAKNSLYLQMNSLRAEDTAMYYCAVDVRTRCGGTWDGEAVYFPYWGQGTLVTVSS
AST7916VHG6 (SEQ ID NO: 138)
EVQLVESGGGLVQPGGSLRLSCATSGYTSSWNCMGWFRQAPGKGLEGVATIANRGHSTYYADSVK
GRFTISQDNSKNTLYLQMNSLRAEDTAVYYCATDTWACVGISTDFEYWGQGTLVTVSS
AST7916VH7 (SEQ ID NO: 139)
EVQLVESGGGLVQPGGSLRLSCATSGYTSSWNCMGWFRQAPGKGLEGVATIANRGHSTYYADSVK
GRFTISQDNSKNTLYLQMNSLRAEDTAMY YCATDTWACVGISTDFEYWGQGTLVTVSS
AST7916VHE (SEQ ID NO: 140)
EVQLVESGGGLVQPGGSLRLSCATSGYTSSWNCMGWFRQAPGKGLEGVATIANRGHSTYYADSVK
GRFTISQDNSKNTVYLQMNSLRAEDTAVYYCATDTWACVGISTDFEYWGQGTLVTVSS
AST7916VH9 (SEQ ID NO: 141)
EVQLVESGGGLVQPGGSLRLSCATSGYTSSWNCMGWFRQAPGKGREGVATIANRGHSTYYADSVK
GRFTISQDNSKNTLYLQMNSLRAEDTAVYYCATDTWACVGISTDFEYWGQGTLVTVSS
AST7916VHI10 (SEQ ID NO: 142)
EVQLVESGGGLVQPGGSLRLSCATSGYTSSWNCMGWFRQAPGKGREGVATIANRGHSTYYADSVK

GRFTISQDNSKNTVYLQMNSLRAEDTAVYYCATDTWACVGISTDFEYWGQGTLVTVSS
FI109H - 3 142 HEYRHAS)
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AST1529VHS5-AS72052VHS (SEQ ID NO: 143)
EVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKGLEGVSAIDSNGSADYVDSVKG
RFTISKDNSKNTLYLOQMNSLRAEDTAVYYCAADHLAYDCYSGATSVFRYWGQGTLVTVSSGGGGS
GGGGSGGGGSQVQLVESGGGVVQPGGSLRLSCAVSGFRYASYCMGWFRQAPGKGLEGVAAIHSDG
IIRYAESVKGRFTISKDNSKNTLYLQMNSLRAEDTAVYYCAAGAYCGADAILTLYDYAFWGQGTLV
TVSS

AST2052VHS5-AS71529VHS (SEQ ID NO: 144)
QVQLVESGGGVVQPGGSLRLSCAVSGFRYASYCMGWFRQAPGKGLEGVAAIHSDGIIRYAESVKGR
FTISKDNSKNTLYLOQMNSLRAEDTAVYYCAAGAYCGADAILTLYDYAFWGQGTLVTVSSGGGGSG
GGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKGLEGVSAIDSNGS
ADYVDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAVYYCAADHLAYDCYSGATSVFRYWGQGTLV
TVSS

AST0950VH6-AS71529VH6 (SEQ ID NO: 145)
EVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGREGVAAIDSDGNTNYVDSVKGR
FTISQDNSKNTVYLQMNSLRAEDTAMYYCAAGAYCGRLLLWIGNYAYWGQGTLVTVSSGGGGSG
GGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKGREGVAAIDSNG
SADYVDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAMYYCAADHLAYDCYSGATSVFRYWGQGTL
VTVSS

AST1529VH6-AS70950VH6 (SEQ ID NO: 146)
EVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKGREGVAAIDSNGSADYVDSVK
GRFTISKDNSKNTLYLQMNSLRAEDTAMYYCAADHLAYDCYSGATSVFRYWGQGTLVTVSSGGGG
SGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGREGVAAIDSDG
NTNYVDSVKGRFTISQDNSKNTVYLOQMNSLRAEDTAMY YCAAGAYCGRLLLWIGNYAYWGQGTL

VTVSS
10K > 3 142 HEHRHE)
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AST70950VH6-AS70950VH6 (SEQ ID NO: 147)
EVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGREGVAAIDSDGNTNY VDSVKGR
FTISQDNSKNTVYLQMNSLRAEDTAMYYCAAGAYCGRLLLWIGNYAYWGQGTLVTVSSGGGGSG
GGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGREGVAAIDSDGNT
NYVDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMYYCAAGAYCGRLLLWIGNYAYWGQGTLVT
VSS

AS78117VH4-AS71529VH6 (SEQ ID NO: 244)
EVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGLEGVSGLDSVGATGY AESVKGR
FTISRDNSKNTLYLOMNSLRAEDTAVYYCVVDPASAKVTYGSWSTPSYAYWGQGTLVTVSSGGGG
SGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKGREGVAAIDS
NGSADYVDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAMY YCAADHLAYDCYSGATSVFRYWGQ
GTLVTVSS

AS71529VH6-AS78117VH4 (SEQ ID NO: 245)
EVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKGREGVAAIDSNGSADYVDSVK
GRFTISKDNSKNTLYLQMNSLRAEDTAMYYCAADHLAYDCYSGATSVFRYWGQGTLVTVSSGGGG
SGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGLEGVSGLDSVG
ATGYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCVVDPASAKVTYGSWSTPSYAYWGQG
TLVTVSS

CAS70549-BBz (SEQ ID NO: 189)
MALPVTALLLPLALLLHAARPQVRLVESGGGSVQAGGSLTLSCAYSRYTGRSSCMAWFRRPPGKKR
ERVASIYSDDGVTVYADSVKGRFTITQDSAQNTLYLQMNSLDPEDTAMY YCATRTTYPGVCPDNAA
WYDYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPL

AGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSAD

FUIH - #4142 HEYRAD)
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APAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS70771-BBz (SEQ ID NO: 190)
MALPVTALLLPLALLLHAARPQVQLVESGGGSVQAGGSLRLSCAASGYTGKMAWFRQAPGKEREG
VAAIDDAGGTNYIDSVKGRFTISKDNAENTLYLRMNSLKPEDTATY Y CAADTFRWFMRRSGPINGSD
YAYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAG
TCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAP
AYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS70950-BBz (SEQ ID NO: 191)
MALPVTALLLPLALLLHAARPQVQLVESGGGSAQSGGSLRLSCAISEFTYKNTCVGWFRQAPGKERE
GVAAIDSDGNTNYVDSVKGRFTISQGNAKNTVYLQMNSLKPEDTAMYYCAAGAYCGRLLLWIGNY
AYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT
CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPA
YKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS71402-BBz (SEQ ID NO: 192)
MALPVTALLLPLALLLHAARPQMQLVESGGGSVQAGGSLRLSCVVSGYTYNRNMAWFRQAPGKER
EGVAAMYTGSGTTDY ADSVKGRFTISHDNAKNTLYLQMNSLKPEDTATYYCAADTARRGGSWSGP
FKYDYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPL
AGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSAD
APAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI

GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

FU2H - 3142 HEYRHAD)
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CAS71529-BBz (SEQ ID NO: 193)
MALPVTALLLPLALLLHAARPEVQLVESGGGSVQAGGSLRLSCVVSEYRYSSRYCMGWFRQAPGKE
REGVAAIDSNGSADYVDSVKGRFTISKDNAKNTLYLQINSVRPEDTAMY YCAADHLAYDCYSGATS
VFRYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLA
GTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADA
PAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS71661-BBz (SEQ ID NO: 194)
MALPVTALLLPLALLLHAARPQVQLVESGGGLVQAGGSLRLSCSPSGTTFAHYNMVGWFRQAPGK
DREGVSCISKYGGTTYYADSVKGRFTIYRDNAKNTLFLQMNSLKPEDTAMY YCAIGVLPSSTAICAG
AANYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLA
GTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADA
PAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72021-BBz (SEQ ID NO: 195)
MALPVTALLLPLALLLHAARPEVQLAESGGGSVQAGGSLRLSCVVSRNTYSSYCMSWFRQAPGKER
EGVAAIDNVKTSYADSVKGRFTISKDNAKNTLYLQMNSLKPEDTAMYYCAAHLELCYYTDPMYQY
EYNYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLA
GTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADA
PAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72052-BBz (SEQ ID NO: 196)
MALPVTALLLPLALLLHAARPQVRLVESGGGSVQAGGSLRLSCAVSGFRYASYCMGWFRQAPGKE

REGVAAIHSDGIIRY AESVKGRFTISKDNAKNTLYLQLNSLKPEDNAMYSCAAGAYCGADAILTLYD
FUBH - #4142 HEYRHAS)
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YAFWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAG
TCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELR VKFSRSADAP
AYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72383-BBz (SEQ ID NO: 197)
MALPVTALLLPLALLLHAARPQVRLVESGGGLVQAGGSQRLSCTASGLTFDDSGMGWFRQAPGKG
REGVSCITWNGRSTYYADSVKGRFTISRDNSKNTLYLQMNSLKPEDTAMY YCAAAFITKTGCS YEY
DYSGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT
CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELR VKFSRSADAPA
YKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72479-BBz (SEQ ID NO: 198)
MALPVTALLLPLALLLHAARPQVKLVESGGGSVQAGGSLRLSCAASETTDCRYVWRWYREDPGME
REFVSSITSGGSTWY ADSVKGRFTISQDNAKSTLYLQMNSLKPEDSGMY YCESDPGWSGYHARRCE
VYRGQGIQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGTC
GVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPAY
KQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGL YNELQKDKMAEAYSEIGMK
GERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72499-BBz (SEQ ID NO: 199)
MALPVTALLLPLALLLHAARPQVRLVESGGGSVQAGGSLRLSCVVSRFTYSSYCMGWFRQAPGKER
EGVAGIEKDDSTYYADSVKGRFTISKDNAKNTLYLQMNSLKPEDTAMYYCAARIPGGNCGVVARM
AYWDYWGKGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGA VHTRGLDFACDIYIWAP

LAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSA

F14H - #1142 HEYRHAD)
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DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS
EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72531-BBz (SEQ ID NO: 200)
MALPVTALLLPLALLLHAARPQVQLVESGGGLVQAGGSLRLSCTASCGLTFAHYNMVGWFRQAPGK
DREGVSCISKYGGTIYYADSVKGRFTIDRNNAKNTLYLQMNSLKPEDTAMY YCAIGVLSSTARGPGA
ANYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAG
TCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELR VKFSRSADAP
AYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72669-BBz (SEQ ID NO: 201)
MALPVTALLLPLALLLHAARPEVQLVESGGGSVQAGGSLKLSCAASRFTYSSYCMGWIRQAPGKER
EGVAIFYTGGGRTYYADSVKGRFTISQDTAKNTLYLQMNSLKPEDTGIYYCVAGFYCSGGYWEGDF
GYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT
CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPA
YKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72794-BBz (SEQ ID NO: 202)
MALPVTALLLPLALLLHAARPQVQLVESGGGLVQAGGSLRLSCTASGFTFDDY AMSWFRQAPGKER
EGVSCISASGTTTYYGDSVKGRFTISRDNAKTTLILQMSSLKPEDTAMY YCAADRFRDYCSDSWSHL
YNYEYMHWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIW
APLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSR
SADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEA

YSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

FUSH - #4142 HEYRHAD)
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CAS72805-BBz (SEQ ID NO: 203)
MALPVTALLLPLALLLHAARPQVQLVESGGDSVQAGGSLTLSCVASRLRVSNNCMGWFRQAPGNE
REGVATLGSDGRTIYADSVKGRFTISKDNVANTLYLQMNGLKLDDTALY YCAAADFSSGGYCNIAS
VYHSYFPYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIW
APLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFEFSR
SADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEA
YSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72806-BBz (SEQ ID NO: 204)
MALPVTALLLPLALLLHAARPQVQLVESGGGSVQAGGSLRLSCAASGYTYMPPCMGWFRQAPGKE
REGVATIYGRGGSTYYADSVKGRFTISQDNAKNTLYLQMNNLEPEDTAMYYCAADNLCYATGILRS
AYDYSYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAP
LAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSA
DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS
EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72835-BBz (SEQ ID NO: 205)
MALPVTALLLPLALLLHAARPQVHLMESGGGSVQAGGSLRLSCAVSGGYTSRTVCMGWFRQTPGK
EREVLAAIYRSGTTYYHDSVKGRFTISRDGDKNTVYLQMDSLKPEDTAMYYCAASPGYSDAACVSV
PQANRWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPL
AGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSAD
APAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAY SEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77906-BBz (SEQ ID NO: 206)
MALPVTALLLPLALLLHAARPQVRLVESGGGSVQAGESLRLSCARSGVVKCDVEMRWYRQSPGKE

REFVALIEAGGHTEYADSVKGRFTISQDNAKMLFYLQMNSLKPEDTAKYYCVAAPRYYTLSCPKDF
FU6H - 3 142 HEHEYRHAD)
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WGRGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGTCG
VLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPAYK
QGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAY SEIGMKG
ERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77916-BBz (SEQ ID NO: 207)
MALPVTALLLPLALLLHAARPQVHLMESGGGSVQAGGSLRLSCATSGYTSSWNCMGWFRQPPGKE
REGVATIANRGHSTYYADSVKGRFTISQGNAKNTVYLQMNSLKPEDTAMY YCATDTWACVGISTDF
EYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT
CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPA
YKQGONQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77932-BBz (SEQ ID NO: 208)
MALPVTALLLPLALLLHAARPQVQLKESGGGSVQAGGSLRLSCAVSGYWYSVAWMGWFRQTPGK
EREGVAAVLNGGGRRYYADSVKGRFTISQDNSKNTLYLQMNSLKPEDTAMYYCAAGNGVGHPLGP
SEYNYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPL
AGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSAD
APAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAY SEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77934-BBz (SEQ ID NO: 209)
MALPVTALLLPLALLLHAARPEVQLVESGGGSVQAGGSLRLSCAASGYTYSSYSIAWFRQAPGKERE
GVAGFFYSGGPTCYADSVKGRFTISQDNAKNTLYLQMNSLKPEDTAMYYCAARRSNTNDYCFYPTY
TYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT

CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPA

FUTH - #4142 HEYRHAD)
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YKQGONQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77978-BBz (SEQ ID NO: 210)
MALPVTALLLPLALLLHAARPQVRLVESGGGSVQAGGSLRLSCAASGATSCRWRMSWYRQAPGKE
REFVSSIANGATEYADSVKGRFTISQDNARNTMYLQMNSLSPEDTAMY YCAADPRVYTSRCDRTYL
GQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGTCGV
LLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPAYKQ
GONQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAY SEIGMKGE
RRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77986-BBz (SEQ ID NO: 211)
MALPVTALLLPLALLLHAARPQVQLVESGGGSVQAGGSLRLSCAASASGYTYSSDSMAWFRQAPGK
EREGVAGISTGGRSTYYADSVKGRFTISQDNAKTTVYLHMNSLKPEDTAMY YCAADGPSMTAIQAL
GDLYPVDFAWWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDI
YIWAPLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVK
FSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKM
AEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS78117-BBz (SEQ ID NO: 212)
MALPVTALLLPLALLLHAARPQVKLVESGGGSVQAGGALRLSCIVRRYTYATYSMAWFRQSPGKER
EGVAGLDSVGATGYAESVKGRFTISKDNAKNILYLQMNSLKPEDTAMYYCVVDPASAKVTYGSWS
TPSYAYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAP
LAGTCGVLLLSLVITLY CKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKEFSRSA
DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS

EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

FUSH - 3£ 142 HEHYRHAS)
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CAS78215-BBz (SEQ ID NO: 213)
MALPVTALLLPLALLLHAARPQVKLVESGGGSVQAGGALRLSCAASRYTFSSNCMGWFRQAPGKER
EGVATIASASGYTDYHDSVKGRFAISRDNAKNTVYLQMNSLKPEDTATYYCAARAGPCWSWAQAD
LYNYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLA
GTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADA
PAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS78810-BBz (SEQ ID NO: 214)
MALPVTALLLPLALLLHAARPQVHLVESGGGSVQAGGSLRLSCAASGYTYYDMGWFRLAPGKERE
GIAAISSSSSTYYADSVKGRFTISRDSNTLYLOQMNSLKPEDTAMYSCAAGRYVGRKLEVYDYAYWG
QGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGTCGVL
LLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPAYKQG
QNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGMKGER
RRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS79101-BBz (SEQ ID NO: 215)
MALPVTALLLPLALLLHAARPQVQLVESGGGSVQAGGSLRLSCAASGDTYSNYCMGWFRQAPGKE
REEVAAIDSDGSRRYPDSVKGRFTISKDNAKKILYLQMNSLKPEDTAMYFCATDPKVACARVVEYG
GGWYRWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAP
LAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSA
DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS
EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS79236-BBz (SEQ ID NO: 216)
MALPVTALLLPLALLLHAARPQVKLVESGGGSVQAGGSLRLSCAVSGYTYSSYCMAWFRQAPGEER

EGVASIDAGGRTTYVDSVKGRFTISKDNAKTSLYLOQMNSLKPEDTAMY YCAVDVRTRCGGTWDGE
F9H - 3 142 HEYRHAD)

110109033 FH YR A0202 1103157037-0



202144432

AVYFPYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGA VHTRGLDFACDIYIW AP
LAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSA
DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS
EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS79274-BBz (SEQ ID NO: 217)
MALPVTALLLPLALLLHAARPQVHLVESGGGSVQAGGSLRLSCAASKYAFCTYDMSWFRQAPGKE
REVVSSIDSRGNTNYSDSVKGRFTISQDHAKNTL YLQMNSLKPEDTAMYTCAAQIVGGALRCPRFA
MYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT
CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPA
YKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS79285-BBz (SEQ ID NO: 218)
MALPVTALLLPLALLLHAARPQVRLVESGGGSVQAGGSLALSCETSRYTVSNYCMGWFRQVSGKEV
EGVALISTDGTTTYADSVKGRFTISKDNAKNTLYLQMNSLKSEDTAMYFCAGVYGLIWY YKPCPAQ
REWALQRYGYWGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDI
YIWAPLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVK
FSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKM
AEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS79317-BBz (SEQ ID NO: 219)
MALPVTALLLPLALLLHAARPEVQLAESGGGSVQPGGSLRLSCAASGYSSSSVCMGWFRQAPGKER
EGVAITY VTLGSIAYADSVKGRFTISRDNAKNTLDLEMNSLKPDDTALYYCAAGGCGYRGVADVPEF
TYRGQGTQVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT

CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPA

FI120H - 3 142 HEYRHAD)

110109033 FH YR A0202 1103157037-0



202144432

YKQGONQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS70950VH6-BBz (SEQ ID NO: 220)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGRE
GVAAIDSDGNTNYVDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMY YCAAGAYCGRLLLWIGNY
AYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT
CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPA
YKQGONQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS70950VH7-BBz (SEQ ID NO: 221)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAASEFTYKNTCVGWFRQAPGKGR
EGVAAIDSDGNTNYVDSVKGRFTISRDNSKNTVYLQMNSLRAEDTAMY YCAAGAYCGRLLLWIGN
YAYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAG
TCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAP
AYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS71529VH5-BBz (SEQ ID NO: 222)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKG
LEGVSAIDSNGSADYVDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAVYYCAADHLAYDCYSGATS
VFRYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLA
GTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADA
PAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS71529VH6-BBz (SEQ ID NO: 223)
F121H - 2L 142 HEEWHRAE)

110109033 FH YR A0202 1103157037-0



202144432

MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKG
REGVAAIDSNGSADY VDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAMY YCAADHLAYDCYSGAT
SVFRYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPL
AGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSAD
APAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72052VH5-BBz (SEQ ID NO: 224)
MALPVTALLLPLALLLHAARPQVQLVESGGGVVQPGGSLRLSCAVSGFRYASYCMGWFRQAPGKG
LEGVAAIHSDGIIRY AESVKGRFTISKDNSKNTLYLQMNSLRAEDTAVYYCAAGAYCGADAILTLYD
YAFWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAG
TCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELR VKFSRSADAP
AYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72052VH6-BBz (SEQ ID NO: 225)
MALPVTALLLPLALLLHAARPQVQLVESGGGVVQPGGSLRLSCAVSGFRY ASYCMGWFRQAPGKG
LEGVAAIHSDGIIRY AESVKGRFTISKDNSKNTLYLQMNSLRAEDTAMYSCAAGAYCGADAILTLYD
YAFWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAG
TCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAP
AYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS72669VH6-BBz (SEQ ID NO: 226)
MALPVTALLLPLALLLHAARPQVQLVESGGGVVQPGGSLRLSCAASRFTYSSYCMGWIRQAPGKG
REGVAIFYTGGGRTYY ADSVKGRFTISQDNSKNTLYLQMNSLRAEDTAVYYCVAGFYCSGGYWEGD

FGYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAG
FI122H - #1142 HEYERHAD)

110109033 FH YR A0202 1103157037-0



202144432

TCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAP
AYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS78117VH4-BBz (SEQ ID NO: 227)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGL
EGVSGLDSVGATGYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCVVDPASAKVTYGSWST
PSYAYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPL
AGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSAD
APAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEI
GMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS78117VH5-BBz (SEQ ID NO: 228)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGL
EGVSGLDSVGATGYAESVKGRFTISKDNSKNTLYLQMNSLRAEDTAVYYCVVDPASAKVTYGSWS
TPSYAYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAP
LAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSA
DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS
EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS78117VH6-BBz (SEQ ID NO: 229)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGL
EGVSGLDSVGATGYAESVKGRFTISKDNSKNTLYLQMNSLRAEDTAMY YCVVDPASAKVTYGSWS
TPSYAYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAP
LAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSA
DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS

EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
FI23H - 3142 HEYERHAS)

110109033 FH YR A0202 1103157037-0
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CAS78117VH7-BBz (SEQ ID NO: 230)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGL
EGVAGLDSVGATGYAESVKGRFTISKDNSKNTLYLQMNSLRAEDTAMY YCVVDPASAKVTYGSWS
TPSYAYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAP
LAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSA
DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS
EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS79236VH4-BBz (SEQ ID NO: 231)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAASGYTYSSYCMAWFRQAPGKGL
EGVASIDAGGRTTYVDSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCAVDVRTRCGGTWDGE
AVYFPYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAP
LAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSA
DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS
EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS79236VH5-BBz (SEQ ID NO: 232)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAVSGYTYSSYCMAWFRQAPGKGL
EGVASIDAGGRTTYVDSVKGRFTISKDNAKNSLYLQMNSLRAEDTAVYYCAVDVRTRCGGTWDGE
AVYFPYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGA VHTRGLDFACDIYIWAP
LAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSA
DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS
EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS79236VH6-BBz (SEQ ID NO: 233)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAVSGYTYSSYCMAWFRQAPGKGL

EGVASIDAGGRTTYVDSVKGRFTISKDNAKNSLYLOQMNSLRAEDTAMY YCAVDVRTRCGGTWDGE
FI124H - 142 HEYERHAS)

110109033 FH YR A0202 1103157037-0



202144432

AVYFPYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAP
LAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSA
DAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYS
EIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77916VH6-BBz (SEQ ID NO: 234)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCATSGYTSSWNCMGWFRQAPGKGL
EGVATIANRGHSTYYADSVKGRFTISQDNSKNTLYLQMNSLRAEDTAVY YCATDTWACVGISTDFE
YWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGTC
GVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPAY
KQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGL YNELQKDKMAEAYSEIGMK
GERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77916VH7-BBz (SEQ ID NO: 235)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCATSGYTSSWNCMGWFRQAPGKGL
EGVATIANRGHSTYYADSVKGRFTISQDNSKNTLYLQMNSLRAEDTAMY YCATDTWACVGISTDFE
YWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGTC
GVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPAY
KQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGL YNELQKDKMAEAYSEIGMK
GERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77916VH8-BBz (SEQ ID NO: 236)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCATSGYTSSWNCMGWFRQAPGKG
LEGVATIANRGHSTYYADSVKGRFTISQDNSKNTVYLQMNSLRAEDTAVYYCATDTWACVGISTDF
EYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT

CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPA

FI25H - 3 142 HEYRHAS)

110109033 FH YR A0202 1103157037-0



202144432

YKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77916VH9-BBz (SEQ ID NO: 237)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCATSGYTSSWNCMGWFRQAPGKG
REGVATIANRGHSTY Y ADSVKGRFTISQDNSKNTLYLQMNSLRAEDTAVYYCATDTWACVGISTDF
EYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT
CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPA
YKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS77916VH10-BBz (SEQ ID NO: 238)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCATSGYTSSWNCMGWFRQAPGKG
REGVATIANRGHSTYYADSVKGRFTISQDNSKNTVYLQMNSLRAEDTAVYYCATDTWACVGISTDF
EYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGT
CGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKFSRSADAPA
YKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGM
KGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS71529VH5-AS72052VH5-BBz (SEQ ID NO: 239)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKG
LEGVSAIDSNGSADYVDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAVYYCAADHLAYDCYSGATS
VFRYWGQGTLVTVSSGGGGSGGGGSGGGGSQVQLVESGGGVVQPGGSLRLSCAVSGFRYASYCMG
WFRQAPGKGLEGVAATHSDGIIRY AESVKGRFTISKDNSKNTLYLQMNSLRAEDTAVYYCAAGAYC
GADAILTLYDYAFWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFAC

DIYIWAPLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELR

FI26H - 3 142 HEYRHAS)

110109033 FH YR A0202 1103157037-0



202144432

VKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDK
MAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
CAS72052VHS5-AS71529VHS-BBz (SEQ ID NO: 240)
MALPVTALLLPLALLLHAARPQVQLVESGGGVVQPGGSLRLSCAVSGFRYASYCMGWFRQAPGKG
LEGVAAIHSDGIIRYAESVKGRFTISKDNSKNTLYLQMNSLRAEDTAVYYCAAGAYCGADAILTLYD
YAFWGQGTLVTVSSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMG
WFRQAPGKGLEGVSAIDSNGSADY VDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAVYYCAADHL
AYDCYSGATSVFRYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFA
CDIYIWAPLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCEL
RVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKD
KMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
CAS70950VH6-AS71529VH6-BBz (SEQ ID NO: 241)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGRE
GVAAIDSDGNTNYVDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMY YCAAGAYCGRLLLWIGNY
AYWGQGTLVTVSSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGW
FRQAPGKGREGVAAIDSNGSADYVDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAMYYCAADHLA
YDCYSGATSVFRYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFAC
DIYIWAPLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELR
VKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDK
MAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
CAS71529VH6-AS70950VH6-BBz (SEQ ID NO: 242)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKG
REGVAAIDSNGSADYVDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAMYYCAADHLAYDCYSGAT

SVFRYWGQGTLVTVSSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVG
FI27H - #1142 HEYERHAD)

110109033 FH YR A0202 1103157037-0



202144432

WFRQAPGKGREGVAAIDSDGNTNY VDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMY YCAAGA
YCGRLLLWIGNYAYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDF
ACDIYIWAPLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCE
LRVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQK
DKMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
CAS70950VH6-AS70950VH6-BBz (SEQ ID NO: 243)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGRE
GVAAIDSDGNTNYVDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMY YCAAGAYCGRLLLWIGNY
AYWGQGTLVTVSSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWER
QAPGKGREGVAAIDSDGNTNY VDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMY YCAAGAYCGR
LLLWIGNYAYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIY
IWAPLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGGCELRVKF
SRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMA
EAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR
CAS78117VH4-AS71529VH6-BBz(SEQ ID NO: 246)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMAWFRQAPGKGL
EGVSGLDSVGATGYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCVVDPASAKVTYGSWST
PSYAYWGQGTLVTVSSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYC
MGWFRQAPGKGREGVAAIDSNGSADYVDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAMY YCAA
DHLAYDCYSGATSVFRYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRG
LDFACDIYIWAPLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEG
GCELRVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNE
LQKDKMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

CAS71529VH6-AS78117VH4-BBz(SEQ ID NO: 247)
1285 - 2L 142 HEHRAE)

110109033 FH YR A0202 1103157037-0



202144432

MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAVSEYRYSSRYCMGWFRQAPGKG
REGVAAIDSNGSADY VDSVKGRFTISKDNSKNTLYLQMNSLRAEDTAMYYCAADHLAYDCYSGAT
SVFRYWGQGTLVTVSSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSLRLSCIVSRYTYATYSMA
WFRQAPGKGLEGVSGLDSVGATGYAESVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCVVDPA
SAKVTYGSWSTPSYAYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGL
DFACDIYIWAPLAGTCGVLLLSLVITLYCKRGRKKLLYIFKQPFMRPVQTTQEEDGCSCRFPEEEEGG
CELRVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNEL
QKDKMAEAYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

GPC2-CD28z(SEQ ID NO: 248)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGRE
GVAAIDSDGNTNY VDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMYYCAAGAYCGRLLLWIGNY
AYWGQGTLVTVSSIEVMYPPPYLDNEKSNGTIIHVKGKHLCPSPLFPGPSKPFWVLVVVGGVLACYS
LLVTVAFIIFWVRSKRSRLLHSDYMNMTPRRPGPTRKHYQPYAPPRDFAAYRSRVKFSRSADAPAYK
QGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGMKG
ERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

GPC2-CD27z(SEQ ID NO: 249)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGRE
GVAAIDSDGNTNY VDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMYYCAAGAYCGRLLLWIGNY
AYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGA VHTRGLDFACDILVIFSGMFL
VFTLAGALFLHQRRKYRSNKGESPVEPAEPCHY SCPREEEGSTIPIQEDYRKPEPACSPRVKFSRSADA
PAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIG
MKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

GPC2-1COSz(SEQ ID NO: 250)

FI129H - 3 142 HEYERHAS)
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MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGRE
GVAAIDSDGNTNYVDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMY YCAAGAYCGRLLLWIGNY
AYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDFWLPIGCAAF
VVVCILGCILICWLTKKKYSSSVHDPNGEYMFMRAVNTAKKSRLTDVTLRVKFSRSADAPAYKQGQ
NQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGMKGERRR
GKGHDGLYQGLSTATKDTYDALHMQALPPR

GPC2-CD2z(SEQ ID NO: 251)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGRE
GVAAIDSDGNTNYVDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMY YCAAGAYCGRLLLWIGNY
AYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDIYLIIGICGGG
SLLMVFVALLVFYITKRKKQRSRRNDEELETRAHRVATEERGRKPHQIPASTPQNPATSQHPPPPPGH
RSQAPSHRPPPPGHRVQHQPQKRPPAPSGTQVHQQKGPPLPRPRVQPKPPHGAAENSLSPSSNRVKFS
RSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAE
AYSEIGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

GPC2-O0X40z(SEQ ID NO: 252)
MALPVTALLLPLALLLHAARPEVQLVESGGGLVQPGGSLRLSCAISEFTYKNTCVGWFRQAPGKGRE
GVAAIDSDGNTNY VDSVKGRFTISQDNSKNTVYLQMNSLRAEDTAMY YCAAGAYCGRLLLWIGNY
AYWGQGTLVTVSSTTTPAPRPPTPAPTIASQPLSLRPEACRPAAGGAVHTRGLDFACDVAAILGLGLV
LGLLGPLAILLALYLLRRDQRLPPDAHKPPGGGSFRTPIQEEQADAHSTLAKIRVKFSRSADAPAYKQ
GONQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNELQKDKMAEAYSEIGMKGE
RRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

A 32l

AS70549 (SEQ ID NO: 148)

FI30H - 3 142 HEYRHAS)
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CAGGTGCGGCTGGTGGAGAGCGGAGGAGGCTCCGTGCAGGCAGGAGGCTCTCTGACCCTGAGC
TGCGCCTACTCCCGGTATACAGGCAGAAGCTCCTGTATGGCCTGGTTCCGGAGACCCCCTGGCA
AGAAGAGGGAGAGGGTGGCATCCATCTACTCTGACGATGGCGTGACCGTGTATGCCGACTCTGT
GAAGGGCAGGTTTACCATCACACAGGATAGCGCCCAGAACACACTGTACCTGCAGATGAACAG
CCTGGACCCCGAGGATACCGCCATGTACTATTGCGCCACACGCACCACATATCCAGGCGTGTGC
CCAGACAACGCAGCATGGTACGATTATTGGGGCCAGGGCACCCAGGTGACAGTGTCTAGC
AS70771 (SEQ ID NO: 149)
CAGGTGCAGCTGGTGGAGTCTGGAGGAGGCAGCGTGCAGGCAGGAGGCTCCCTGAGGCTGTCTT
GCGCAGCAAGCGGATACACCGGCAAGATGGCCTGGTTCAGGCAGGCACCAGGCAAGGAGAGGG
AGGGAGTGGCCGCCATCGACGATGCCGGCGGCACAAACTACATCGACAGCGTGAAGGGCCGGT
TTACCATCTCCAAGGATAACGCCGAGAATACACTGTATCTGAGAATGAACAGCCTGAAGCCCGA
GGACACCGCCATCTACTATTGTGCCGCCGATACATTCAGATGGTTTATGCGGAGATCCGGCCCTA
TCAACGGCTCTGACTACGCCTATTGGGGCCAGGGCACCCAGGTGACAGTGAGCTCC

AS70950 (SEQ ID NO: 150)
CAGGTGCAGCTGGTGGAGTCTGGAGGAGGCTCTGCCCAGAGCGGAGGCTCCCTGCGGCTGTCTT
GCGCCATCAGCGAGTTCACCTACAAGAACACATGCGTGGGATGGTTTAGGCAGGCACCAGGCAA
GGAGAGAGAGGGAGTGGCAGCAATCGACAGCGATGGAAACACCAATTACGTGGACTCCGTGAA
GGGCAGGTTCACCATCTCTCAGGGCAACGCCAAGAATACAGTGTATCTGCAGATGAACTCCCTG
AAGCCTGAGGATACAGCCATGTACTATTGCGCAGCAGGAGCATATTGTGGCCGCCTGCTGCTGT
GGATCGGCAATTACGCCTATTGGGGCCAGGGCACCCAGGTGACAGTGAGCTCC

AS71402 (SEQ ID NO: 151)
CAGATGCAGCTGGTGGAGTCCGGAGGAGGCTCTGTGCAGGCAGGAGGCAGCCTGCGGCTGTCCT
GCGTGGTGTCTGGCTACACCTATAACAGGAATATGGCCTGGTTCAGGCAGGCACCAGGCAAGGA

GAGGGAGGGAGTGGCAGCAATGTACACAGGCAGCGGCACCACAGACTATGCCGATTCCGTGAA
FI31H - 3 142 HEYRHAD)
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GGGCAGGTTTACCATCTCTCACGACAACGCCAAGAATACACTGTACCTGCAGATGAACAGCCTG
AAGCCCGAGGACACCGCCACATACTATTGTGCAGCAGATACCGCAAGGAGAGGAGGCTCTTGG
AGCGGACCTTTCAAGTACGATTATTGGGGCCAGGGCACCCAGGTGACAGTGAGCTCC

AS71529 (SEQ ID NO: 152)
GAGGTGCAGCTGGTGGAGAGCGGAGGAGGCTCCGTGCAGGCAGGAGGCTCTCTGAGGCTGAGC
TGCGTGGTGTCCGAGTACCGGTATAGCTCCAGATACTGTATGGGCTGGTTCAGGCAGGCACCAG
GCAAGGAGAGGGAGGGAGTGGCAGCAATCGACTCCAACGGCTCTGCCGACTACGTGGATTCCG
TGAAGGGCCGGTTTACCATCTCTAAGGACAACGCCAAGAATACACTGTATCTGCAGATCAATTC
CGTGAGACCTGAGGATACCGCCATGTACTATTGCGCCGCCGACCACCTGGCCTACGATTGTTATT
CTGGCGCCACAAGCGTGTTCAGATATTGGGGCCAGGGCACCCAGGTGACAGTGTCTAGC
AS71661 (SEQ ID NO: 153)
CAGGTGCAGCTGGTGGAGAGCGGAGGAGGACTGGTGCAGGCAGGAGGCTCCCTGCGGCTGTCC
TGCTCTCCAAGCGGCACCACATTCGCCCACTACAACATGGCTGGGCTGGTTTAGGCAGGCACCAG
GCAAGGACAGGGAGGGCGTGTCCTGTATCTCTAAGTACGGCGGCACCACATACTATGCCGACTC
TGTGAAGGGCCGGTTCACCATCTATAGAGATAACGCCAAGAATACACTGTTTCTGCAGATGAAC
AGCCTGAAGCCCGAGGATACCGCCATGTACTATTGCGCCATCGGCGTGCTGCCTAGCTCCACAG
CAATCTGTGCAGGAGCAGCAAATTATTGGGGACAGGGAACCCAGGTGACAGTGTCTAGC
AS72021 (SEQ ID NO: 154)
GAGGTGCAGCTGGCCGAGTCCGGAGGAGGCTCTGTGCAGGCAGGAGGCAGCCTGCGGCTGTCCT
GCGTGGTGTCTAGAAACACCTACAGCTCCTATTGTATGTCCTGGTTCAGGCAGGCACCAGGCAA
GGAGAGGGAGGGAGTGGCCGCCATCGACAATGTGAAGACAAGCTACGCCGATTCCGTGAAGGG
CCGGTTTACCATCTCTAAGGACAACGCCAAGAATACACTGTATCTGCAGATGAACAGCCTGAAG
CCCGAGGATACCGCCATGTACTATTGCGCCGCCCACCTGGAGCTGTGCTACTATACAGACCCTAT

GTACCAGTATGAGTACAATTATTGGGGCCAGGGCACCCAGGTGACAGTGTCTAGC
FI32H - 3142 HEYERHAS)
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AS72052 (SEQ ID NO: 155)
CAGGTGCGGCTGGTGGAGTCTGGAGGAGGCAGCGTGCAGGCAGGAGGCTCCCTGCGGCTGTCTT
GCGCCGTGAGCGGCTTCAGGTACGCCTCTTATTGTATGGGATGGTTTAGGCAGGCACCAGGCAA
GGAGAGAGAGGGAGTGGCAGCAATCCACAGCGACGGAATCATCAGATACGCCGAGTCCGTGAA
GGGCCGCTTCACCATCTCTAAGGACAACGCCAAGAATACACTGTATCTGCAGCTGAACAGCCTG
AAGCCTGAGGATAATGCCATGTACTCCTGCGCAGCAGGAGCATATTGTGGAGCAGACGCCATCC
TGACCCTGTACGATTATGCCTTTTGGGGCCAGGGCACCCAGGTGACAGTGAGCTCC

AS72383 (SEQ ID NO: 156)
CAGGTGCGGCTGGTGGAGTCCGGAGGAGGACTGGTGCAGGCAGGAGGCTCTCAGAGGCTGAGC
TGCACCGCATCCGGACTGACATTCGACGATTCTGGAATGGGATGGTTTAGGCAGGCACCAGGCA
AGGGAAGGGAGGGCGTGAGCTGTATCACCTGGAACGGCCGGTCCACATACTATGCCGACTCTGT
GAAGGGCCGGTTCACCATCTCTAGAGATAACAGCAAGAATACACTGTATCTGCAGATGAACAGC
CTGAAGCCTGAGGACACCGCCATGTACTATTGCGCCGCCGCCTTTATCACCAAGACAGGCTGTA
GCTACGAGTATGATTACTCCGGCCAGGGCACCCAGGTGACAGTGAGCTCC

AS72479 (SEQ ID NO: 157)
CAGGTGAAGCTGGTGGAGAGCGGAGGAGGCTCCGTGCAGGCAGGAGGCTCTCTGCGGCTGAGC
TGCGCCGCCTCCGAGACCACAGACTGTAGATACGTGTGGAGGTGGTATCGCGAGGACCCCGGCA
TGGAGAGGGAGTTCGTGAGCTCCATCACCTCCGGCGGCTCTACATGGTACGCCGACTCTGTGAA
GGGCCGCTTTACCATCTCCCAGGATAACGCCAAGTCTACACTGTATCTGCAGATGAATAGCCTG
AAGCCCGAGGACTCCGGCATGTACTATTGCGAGTCTGATCCTGGATGGAGCGGATACCACGCAC
GGAGATGTGAGGTGTATCGGGGCCAGGGCATCCAGGTGACCGTGTCTAGC

AS72499 (SEQ ID NO: 158)
CAGGTGAGGCTGGTGGAGTCCGGAGGAGGCTCTGTGCAGGCAGGAGGCAGCCTGCGGCTGTCCT

GCGTGGTGTCTAGATTCACCTACAGCTCCTATTGTATGGGCTGGTITAGGCAGGCACCAGGCAA
FI33H - 3 142 HEYRHAS)
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GGAGAGGGAGGGAGTGGCCGGCATCGAGAAGGACGATAGCACATACTATGCCGACTCCGTGAA
GGGCAGATTCACCATCTCTAAGGATAACGCCAAGAATACACTGTACCTGCAGATGAACAGCCTG
AAGCCCGAGGACACCGCCATGTACTATTGCGCCGCCAGAATCCCCGGAGGAAATTGTGGAGTGG
TGGCAAGAATGGCCTACTGGGATTATTGGGGCAAGGGCACCCTGGTGACAGTGTCTAGC
AS72531 (SEQ ID NO: 159)
CAGGTGCAGCTGGTGGAGTCTGGAGGAGGACTGGTGCAGGCAGGAGGCAGCCTGAGGCTGTCC
TGCACCGCATCTGGACTGACATTCGCCCACTACAACATGGTGGGCTGGTTTAGGCAGGCACCAG
GCAAGGACAGGGAGGGCGTGTCCTGTATCTCTAAGTATGGCGGCACCATCTACTATGCCGACAG
CGTGAAGGGCCGGTTCACCATCGATAGAAACAATGCCAAGAACACACTGTACCTGCAGATGAAC
AGCCTGAAGCCCGAGGATACCGCCATGTACTATTGCGCCATCGGCGTGCTGAGCTCCACAGCAA
GGGGACCTGGAGCAGCAAATTATTGGGGACAGGGCACCCAGGTGACAGTGTCTAGC

AS72669 (SEQ ID NO: 160)
GAGGTGCAGCTGGTGGAGTCCGGAGGAGGCTCTGTGCAGGCAGGAGGCAGCCTGAAGCTGTCC
TGCGCCGCCTCTCGGTTCACCTACAGCTCCTATTGTATGGGCTGGATCAGACAGGCACCAGGCA
AGGAGAGAGAGGGAGTGGCAATCTTCTACACCGGAGGAGGCAGGACATACTATGCCGACAGCG
TGAAGGGCCGCTTTACCATCTCCCAGGATACCGCCAAGAACACACTGTATCTGCAGATGAACAG
CCTGAAGCCTGAGGACACAGGCATCTACTATTGCGTGGCCGGCTTCTACTGTAGCGGCGGCTATT
GGGAGGGCGATTTTGGCTACTGGGGCCAGGGCACCCAGGTGACAGTGTCTAGC

AS72794 (SEQ ID NO: 161)
CAGGTGCAGCTGGTGGAGAGCGGAGGAGGACTGGTGCAGGCAGGAGGCAGCCTGCGGCTGTCC
TGCACAGCCTCTGGCTTCACCTTTGACGATTATGCAATGTCTTGGTTCAGGCAGGCACCAGGCAA
GGAGAGGGAGGGCGTGTCCTGTATCTCCGCCTCTGGCACCACAACCTACTATGGCGATAGCGTG
AAGGGCAGGTTTACAATCTCCCGCGACAACGCCAAGACAACCCTGATCCTGCAGATGAGCTCCC

TGAAGCCTGAGGATACCGCCATGTACTATTGCGCCGCCGACCGGTTCAGAGATTACTGTAGCGA
FI34H - 3142 HEYERHAS)
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CTCCTGGTCTCACCTGTACAATTATGAGTACATGCACTGGGGCCAGGGCACACAGGTGACCGTG
TCTAGC

AS72805 (SEQ ID NO: 162)
CAGGTGCAGCTGGTGGAGTCCGGAGGCGACTCTGTGCAGGCAGGAGGCAGCCTGACCCTGTCCT
GCGTGGCATCTAGGCTGAGAGTGTCCAACAATTGTATGGGCTGGTTCAGGCAGGCACCAGGAAA
CGAGAGGGAGGGAGTGGCCACCCTGGGCTCTGACGGCCGGACAATCTATGCCGATTCTGTGAAG
GGCAGGTTTACCATCAGCAAGGACAACGTGGCCAATACACTGTACCTGCAGATGAACGGCCTGA
AGCTGGACGATACAGCCCTGTACTATTGCGCAGCAGCAGATTITCAGCTCCGGAGGATATTGTAA
TATCGCCAGCGTGTACCACTCCTATTTTCCITACTGGGGCCAGGGCACCCAGGTGACAGTGTCTA
GC

AS72806 (SEQ ID NO: 163)
CAGGTGCAGCTGGTGGAGTCTGGAGGAGGCAGCGTGCAGGCAGGAGGCTCCCTGAGGCTGTCTT
GCGCAGCAAGCGGATACACCTATATGCCCCCTTGTATGGGATGGTTCAGGCAGGCACCAGGCAA
GGAGAGAGAGGGAGTGGCAACCATCTATGGAAGGGGAGGCAGCACATACTATGCCGACTCCGT
GAAGGGCCGCTTTACCATCTCTCAGGATAACGCCAAGAATACACTGTATCTGCAGATGAACAAT
CTGGAGCCCGAGGACACCGCCATGTACTATTGCGCCGCCGATAACCTGTGCTACGCCACAGGCA
TCCTGAGGTCCGCCTACGACTATTCTTACTGGGGCCAGGGCACCCAGGTGACAGTGAGCTCC
AS72835 (SEQ ID NO:164)
CAGGTGCACCTGATGGAGTCTGGAGGAGGCAGCGTGCAGGCAGGAGGCTCCCTGCGGCTGTCTT
GCGCCGTGAGCGGCGGCTACACCTCTAGAACCGTGTGCATGGGCTGGTTCAGGCAGACCCCAGG
CAAGGAGAGGGAGGTGCTGGCAGCAATCTATAGGAGCGGCACCACATACTATCACGACTCCGT
GAAGGGCCGGTTTACCATCTCTAGAGACGGCGATAAGAACACAGTGTACCTGCAGATGGACAGC
CTGAAGCCCGAGGATACAGCCATGTACTATTGCGCAGCATCCCCAGGATATTCTGATGCAGCAT

GCGTGAGCGTGCCTCAGGCAAATAGATGGGGCCAGGGCACCCAGGTGACAGTGAGCTCC
FI3SH - 3142 HEYRHASD)
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AS77906 (SEQ ID NO: 165)
CAGGTGCGGCTGGTGGAGTCTGGAGGAGGCAGCGTGCAGGCAGGAGAGTCCCTGAGGCTGTCTT
GCGCACGCAGCGGAGTGGTGAAGTGTGACGTGGAGATGCGGTGGTACAGACAGTCTCCAGGCA
AGGAGAGGGAGTTCGTGGCCCTGATCGAGGCAGGAGGACACACCGAGTACGCAGACTCCGTGA
AGGGCCGCTTCACAATCTCTCAGGATAACGCCAAGATGCTGTTTTATCTGCAGATGAATAGCCTG
AAGCCCGAGGACACCGCCAAGTACTATTGCGTGGCCGCCCCCCGGTACTATACACTGTCCTGTCC
TAAGGATTTTTGGGGCAGAGGCACCCAGGTGACAGTGAGCTCC

AS77916 (SEQ ID NO: 166)
CAGGTGCACCTGATGGAGTCCGGAGGAGGCTCTGTGCAGGCAGGAGGCAGCCTGCGGCTGTCCT
GCGCCACCTCTGGCTACACAAGCTCCTGGAACTGTATGGGATGGTTCAGGCAGCCACCTGGCAA
GGAGAGAGAGGGAGTGGCCACCATCGCCAATAGGGGCCACAGCACATACTATGCCGACTCCGT
GAAGGGCCGCTTTACCATCTCTCAGGGCAACGCCAAGAATACAGTGTACCTGCAGATGAACAGC
CTGAAGCCCGAGGACACCGCCATGTACTATTGCGCCACCGATACATGGGCCTGCGTGGGCATCT
CCACAGATTTCGAGTATTGGGGCCAGGGCACCCAGGTGACAGTGTCTAGC

AS77932 (SEQ ID NO: 167)
CAGGTGCAGCTGAAGGAGTCTGGAGGAGGCAGCGTGCAGGCAGGAGGCTCCCTGCGGCTGTCTT
GCGCCGTGAGCGGCTACTGGTATTCTGTGGCCTGGATGGGCTGGTTCAGGCAGACCCCAGGCAA
GGAGCGCGAGGGAGTGGCAGCCGTGCTGAACGGAGGAGGCCGGAGATACTATGCCGACAGCGT
GAAGGGCAGGTTTACCATCTCCCAGGATAACTCTAAGAATACACTGTACCTGCAGATGAACAGC
CTGAAGCCCGAGGACACAGCCATGTACTATTGTGCAGCAGGAAACGGAGTGGGACACCCACTG
GGCCCTAGCGAGTACAATTATTGGGGCCAGGGCACCCAGGTGACAGTGAGCTCC

AS77934 (SEQ ID NO: 168)
GAGGTGCAGCTGGTGGAGTCCGGAGGAGGCTCTGTGCAGGCAGGAGGCAGCCTGAGGCTGTCC

TGCGCAGCATCTGGATACACCTATAGCTCCTACTCCATCGCATGGTTCAGGCAGGCACCAGGCA
FI36H - 3 142 HEHEYRHAS)
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AGGAGAGGGAGGGAGTGGCCGGCTTCTTTTACTCTGGCGGCCCTACATGTTATGCCGACAGCGT
GAAGGGCAGGTTTACCATCTCCCAGGATAACGCCAAGAATACACTGTATCTGCAGATGAACTCT
CTGAAGCCAGAGGACACCGCCATGTACTATTGCGCCGCCCGGAGAAGCAACACAAATGATTACT
GTTTCTATCCCACCTACACATATTGGGGCCAGGGCACCCAGGTGACAGTGTCTAGC

AS77978 (SEQ ID NO: 169)
CAGGTGCGGCTGGTGGAGAGCGGAGGAGGCTCCGTGCAGGCAGGAGGCTCTCTGCGGCTGAGC
TGCGCCGCCTCCGGCGCCACCTCTTGTCGGTGGAGAATGTCTTGGTACAGGCAGGCACCAGGCA
AGGAGAGAGAGTTCGTGAGCTCCATCGCCAACGGCGCCACAGAGTACGCCGATAGCGTGAAGG
GCAGGTTTACCATCTCCCAGGACAACGCCCGCAATACAATGTATCTGCAGATGAACAGCCTGTC
TCCCGAGGACACCGCCATGTACTATTGCGCCGCCGATCCTAGAGTGTACACCTCCAGGTGTGAC
CGCACATATCTGGGCCAGGGCACCCAGGTGACAGTGTCTAGC

AS77986 (SEQ ID NO: 170)
CAGGTGCAGCTGGTGGAGAGCGGAGGAGGCTCCGTGCAGGCAGGAGGCTCTCTGCGGCTGAGC
TGCGCAGCATCCGCCTCTGGATACACCTATAGCTCCGACAGCATGGCATGGTTCAGGCAGGCAC
CAGGCAAGGAGAGAGAGGGAGTGGCAGGAATCTCCACCGGAGGCAGGTCTACATACTATGCCG
ACAGCGTGAAGGGCCGCTTTACAATCTCCCAGGATAACGCCAAGACCACAGTGTACCTGCACAT
GAACAGCCTGAAGCCCGAGGACACCGCCATGTACTATTGTGCCGCCGATGGCCCTTCCATGACA
GCCATCCAGGCCCTGGGCGACCTGTATCCAGTGGATTTCGCATGGTGGGGACAGGGAACCCAGG
TGACAGTGTCTAGC

AS78117 (SEQ ID NO: 171)
CAGGTGAAGCTGGTGGAGTCCGGAGGAGGCTCTGTGCAGGCAGGAGGCGCCCTGCGGCTGTCTT
GCATCGTGCGGAGATACACCTATGCCACATACAGCATGGCCTGGTTCAGGCAGTCCCCAGGCAA
GGAGCGCGAGGGAGTGGCAGGACTGGACAGCGTGGGAGCCACCGGCTACGCCGAGTCTGTGAA

GGGCAGGTTTACAATCAGCAAGGATAACGCCAAGAATATCCTGTATCTGCAGATGAACTCCCTG
FI3TH - 142 HEYRHAD)
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AAGCCCGAGGACACCGCCATGTACTATTGCGTGGTGGACCCCGCATCCGCCAAGGTGACCTATG
GCTCTTGGAGCACACCCTCTTACGCCTATTGGGGCCAGGGCACCCAGGTGACAGTGAGCTCC
AS78215 (SEQ ID NO: 172)
CAGGTGAAGCTGGTGGAGAGCGGAGGAGGCTCCGTGCAGGCAGGAGGCGCCCTGAGGCTGTCT
TGCGCCGCCAGCCGCTACACCTTCAGCTCCAACTGTATGGGATGGTTTAGGCAGGCACCAGGCA
AGGAGAGGGAGGGAGTGGCAACCATCGCATCCGCCTCTGGCTACACAGACTATCACGATTCCGT
GAAGGGCCGGTTCGCCATCTCTAGAGACAACGCCAAGAATACAGTGTATCTGCAGATGAACAGC
CTGAAGCCCGAGGATACCGCAACATACTATTGCGCAGCAAGGGCAGGACCTTGTTGGTCCTGGG
CCCAGGCCGACCTGTACAATTATTGGGGCCAGGGCACCCAGGTGACAGTGTCTAGC

AS78810 (SEQ ID NO: 173)
CAGGTGCACCTGGTGGAGAGCGGAGGAGGCTCCGTGCAGGCAGGAGGCTCTCTGAGGCTGAGC
TGCGCAGCATCCGGATATACCTACTATGACATGGGCTGGTTCAGGCTGGCACCAGGCAAGGAGA
GGGAGGGCATCGCCGCCATCAGCTCCTCTAGCTCCACATACTATGCCGACAGCGTGAAGGGCAG
GTTTACCATCTCCCGCGATTCTAACACACTGTACCTGCAGATGAACAGCCTGAAGCCTGAGGAC
ACCGCCATGTATTCCTGTGCAGCAGGCCGGTACGTGGGAAGAAAGCTGGAGGTGTACGATTATG
CCTACTGGGGCCAGGGCACCCAGGTGACAGTGTCTAGC

AS79101 (SEQ ID NO: 174)
CAGGTGCAGCTGGTGGAGTCCGGAGGAGGCTCTGTGCAGGCAGGAGGCAGCCTGAGGCTGTCCT
GCGCAGCATCTGGCGACACCTACTCTAACTATTGTATGGGCTGGTTICAGGCAGGCACCAGGCAA
GGAGAGGGAGGAGGTGGCAGCAATCGACTCTGATGGCAGCCGGAGATACCCCGACAGCGTGAA
GGGCAGATTCACAATCTCCAAGGATAACGCCAAGAAGATCCTGTACCTGCAGATGAATAGCCTG
AAGCCCGAGGACACCGCCATGTATTTITTGCGCCACAGATCCTAAGGTGGCCTGTGCAAGGGTGG

TGGAGTACGGAGGAGGATGGTATAGATGGGGACAGGGCACCCAGGTGACAGTGAGCTCC

SFI38H - 3 142 HEHEYRHAS)
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AS79236 (SEQ ID NO: 175)
CAGGTGAAGCTGGTGGAGTCCGGAGGAGGCTCTGTGCAGGCAGGAGGCAGCCTGCGGCTGTCCT
GCGCCGTGTCTGGCTACACCTATAGCTCCTACTGTATGGCATGGTTCAGGCAGGCACCAGGAGA
GGAGAGGGAGGGAGTGGCCAGCATCGACGCAGGAGGAAGGACCACATACGTGGATTCCGTGAA
GGGCAGGTTTACCATCAGCAAGGACAACGCCAAGACATCCCTGTATCTGCAGATGAACAGCCTG
AAGCCCGAGGACACAGCCATGTACTATTGCGCCGTGGATGTGCGGACCAGATGTGGCGGCACAT
GGGATGGCGAGGCCGTGTACTTCCCTTATTGGGGCCAGGGCACCCAGGTGACAGTGTCTAGC
AS79274 (SEQ ID NO: 176)
CAGGTGCACCTGGTGGAGAGCGGAGGAGGCTCCGTGCAGGCAGGAGGCTCTCTGAGGCTGAGC
TGCGCAGCATCCAAGTACGCCTTCTGTACCTATGACATGTCCTGGTTTAGGCAGGCACCAGGCA
AGGAGAGGGAGGTGGTGAGCTCCATCGACTCTCGGGGCAACACAAATTACTCCGATTCTGTGAA
GGGCAGGTTCACCATCTCTCAGGACCACGCCAAGAACACACTGTACCTGCAGATGAATAGCCTG
AAGCCCGAGGATACCGCCATGTATACATGCGCAGCACAGATCGTGGGAGGCGCCCTGAGGTGTC
CTAGATTTGCCATGTATTGGGGCCAGGGCACCCAGGTGACAGTGTCTAGC

AS79285 (SEQ ID NO: 177)
CAGGTGCGGCTGGTGGAGTCCGGAGGAGGCTCTGTGCAGGCAGGAGGCAGCCTGGCCCTGTCCT
GCGAGACATCTAGGTACACCGTGTCTAACTATTGTATGGGCTGGTTCAGGCAGGTGAGCGGCAA
GGAGGTGGAGGGAGTGGCCCTGATCTCCACAGACGGCACCACAACCTACGCCGATAGCGTGAA
GGGCAGGTTCACAATCTCCAAGGACAACGCCAAGAATACCCTGTATCTGCAGATGAACAGCCTG
AAGAGCGAGGATACCGCCATGTACTTTITGCGCCGGCGTGTATGGCCTGATCTGGTACTATAAGC
CATGTCCTGCACAGAGGGAGTGGGCACTGCAGAGATACGGCTATTGGGGCCAGGGCACACAGG
TGACCGTGAGCTCC

AS79317 (SEQ ID NO: 178)

GAGGTGCAGCTGGCAGAGAGCGGAGGAGGCTCCGTGCAGCCAGGAGGCTCTCTGAGGCTGAGC
FI39H - 3 142 HEYRHAS)
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TGCGCAGCATCCGGATACAGCTCCTCTAGCGTGTGCATGGGATGGTTCAGGCAGGCACCAGGCA
AGGAGAGGGAGGGAGTGGCCATCATCTACGTGACCCTGGGCTCTATCGCCTATGCCGACAGCGT
GAAGGGCCGGTTTACCATCTCCAGAGACAACGCCAAGAATACACTGGATCTGGAGATGAACTCT
CTGAAGCCCGACGATACCGCCCTGTACTATTGCGCAGCAGGAGGATGTGGATACAGGGGAGTGG

CAGATGTGCCTGAGTTCACATATAGGGGCCAGGGCACCCAGGTGACAGTGTCCTCT
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SEES
<110> FASUEAFEYRHFEAIRAF (Nanjing Legend Biotech Co., Ltd.)
<120>  WAHGRGEN RS & 2 5R0E - 26 S a0 ~ e TR &R
<130> 3000076-002000
<160> 252
<170> PatentIn3.5k%
210> 1
211> 8
<212> PRT

Q213> ATLFH

<220>
<223> AS70549 (DRI

<400> 1
Arg Tyr Thr Gly Arg Ser Ser Cys

1 5

210> 2

Q21> 5

<212> PRT
Q213> ATLFY

<220>
<223> AS70771 (DRI

<400> 2
Gly Tyr Thr Gly Lys

1 5

<210> 3

Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS70950 (DRI

<400> 3

110109033 FHGR A0202 B1H, H235H(FFIFR) 1103157037-0
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Glu Phe Thr Tyr Lys Asn Thr Cys
1 5

210> 4

L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS71402 (DRI

<400> 4

Gly Tyr Thr Tyr Asn Arg Asn
1 5

210> 5

L2ll> 9

<212> PRT
Q213> ATLFY

<220>
<223> AS71529 (DRI

<400> 5
Glu Tyr Arg Tyr Ser Ser Arg Tyr Cys

1 5

210> 6

L2ll> 9

<212> PRT
Q213> ATLFY

<220>
<223> AS71661 (DRI

<400> 6
Gly Thr Thr Phe Ala His Tyr Asn Met

1 5

<210> 7
<21l> 8
<212> PRT

110109033 FHGR A0202 H2H, H235H(FFIFR) 1103157037-0
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Q213> ATLFH

<220>
<223> AS72021 (DRI

<400> 7
Arg Asn Thr Tyr Ser Ser Tyr Cys

1 5

210> 8

Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS72052 (DRI

<400> 8
Gly Phe Arg Tyr Ala Ser Tyr Cys

1 5

210> 9

Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS72383 (DRI

<400> 9
Gly Leu Thr Phe Asp Asp Ser Gly

1 5

<210> 10
Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS72479 (DRI

<400> 10

Glu Thr Thr Asp Cys Arg Tyr Val

110109033 FHGR A0202 H3H, H235H(FIIFR) 1103157037-0
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

11

8

PRT
szl

AS72499 (DRI1

11

Arg Phe Thr Tyr Ser Ser Tyr Cys

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

12

9

PRT
szl

AS72531 (DRI

12

Gly Leu Thr Phe Ala His Tyr Asn Met

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

13

8

PRT
szl

AS72794 (DRI

13

Gly Phe Thr Phe Asp Asp Tyr Ala

1

<210>
<211>
<212>
<213>

5

14

8

PRT
szl

110109033 FHGTE A0202

F4H. H235H(FTIR)

1103157037-0
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<220>
<223> AS72805 (DRI

<400> 14

Arg Leu Arg Val Ser Asn Asn Cys
1 5

<210> 15
Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS72806 (DRI

<400> 15
Gly Tyr Thr Tyr Met Pro Pro Cys

1 5

<210> 16
L2ll> 9

<212> PRT
Q213> ATLFY

<220>
<223> AS72835 (DRI

<400> 16
Gly Gly Tyr Thr Ser Arg Thr Val Cys

1 5

210> 17
Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS77906 (DRI

<400> 17

Gly Val Val Lys Cys Asp Val Glu
1 5
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

18

8

PRT
szl

AS77916 (DRI

18

Gly Tyr Thr Ser Ser Trp Asn Cys

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

19

8

PRT
szl

AS77932 (DRI

19

Gly Tyr Trp Tyr Ser Val Ala Trp

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

20

8

PRT
szl

AS77934 (DRI

20

Gly Tyr Thr Tyr Ser Ser Tyr Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

110109033

5

21

8

PRT
szl

AS77978 (DRI

FHGTE A0202

HOH. H235H(FIIR)

1103157037-0
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<400> 21

Gly Ala Thr Ser Cys Arg Trp Arg
1 5

210> 22
211> 10
<212> PRT
Q213> ATLFY

<220>
<223> AS77986 (DRI

<400> 22
Ala Ser Gly Tyr Thr Tyr Ser Ser Asp Ser

1 5 10

<210> 23
Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS78117 (DRI

<400> 23
Arg Tyr Thr Tyr Ala Thr Tyr Ser

1 5

210> 24
Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS78215 (DRI

<400> 24

Arg Tyr Thr Phe Ser Ser Asn Cys
1 5

<210> 25
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211>
<212>
<213>

<220>
<223>

<400>

6
PRT
szl

AS78810 CDRI1

25

Gly Tyr Thr Tyr Tyr Asp

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

26

8

PRT
szl

AS79101 CDRI1

26

Gly Asp Thr Tyr Ser Asn Tyr Cys

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

27

8

PRT
szl

AS79236 (DRI

27

Gly Tyr Thr Tyr Ser Ser Tyr Cys

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

110109033

5

28

8

PRT
szl

AS79274 (DRI

28

FHGTE A0202

H8H. H235H(FIIR)

1103157037-0
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Lys Tyr Ala Phe Cys Thr Tyr Asp
1 5

<210> 29
Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS79285 (DRI

<400> 29

Arg Tyr Thr Val Ser Asn Tyr Cys
1 5

<210> 30
Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS79317 (DRI

<400> 30
Gly Tyr Ser Ser Ser Ser Val Cys

1 5

<210> 31

Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS70549 CDR2

<400> 31
Ile Tyr Ser Asp Asp Gly Val Thr

1 5

<210> 32
L21l> 7
<212> PRT
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Q213> ATLFH

<220>
<223> AS70771 CDR2

<400> 32
Ile Asp Asp Ala Gly Gly Thr

1 5

<210> 133
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS70950 CDR2

<400> 33
Ile Asp Ser Asp Gly Asn Thr

1 5

210> 34
Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS71402 CDR2

<400> 34
Met Tyr Thr Gly Ser Gly Thr Thr

1 5

<210> 35
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS71529 CDR2

<400> 35

Ile Asp Ser Asn Gly Ser Ala
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

36

8

PRT
szl

AS71661 (DR2

36

Ile Ser Lys Tyr Gly Gly Thr Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

37

6

PRT
szl

AS72021 CDR2

37

Ile Asp Asn Val Lys Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

38

7

PRT
szl

AS72052 CDR2

38

Ile His Ser Asp Gly Ile Ile

1

<210>
<211>
<212>
<213>

110109033

5

39

8

PRT
szl

FHGTE A0202

F11H, #H235H(FTIR)
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<220>
<223> AS72383 CDR2

<400> 39

Ile Thr Trp Asn Gly Arg Ser Thr
1 5

<210> 40
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS72479 CDR2

<400> 40
Ile Thr Ser Gly Gly Ser Thr

1 5

<210> 41

L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS72499 CDR2

<400> 41
Ile Glu Lys Asp Asp Ser Thr

1 5

<210> 42
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS72531 CDR2

<400> 42

Ile Ser Lys Tyr Gly Gly Thr
1 5
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202144432

<210>
<211>
<212>
<213>

<220>
<223>

<400>

43

8

PRT
szl

AST72669 (DR2

43

Phe Tyr Thr Gly Gly Gly Arg Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

44

8

PRT
szl

AS72794 (DR2

44

Ile Ser Ala Ser Gly Thr Thr Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

45

7

PRT
szl

AS72805 CDR2

45

Leu Gly Ser Asp Gly Arg Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

110109033

5

46

8

PRT
szl

AS72806 (DR2

FHGTE A0202

F13H, H235H(FTIR)

1103157037-0
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<400> 46

Ile Tyr Gly Arg Gly Gly Ser Thr
1 5

<210> 47
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS72835 CDR2

<400> 47
Ile Tyr Arg Ser Gly Thr Thr

1 5

<210> 48
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS77906 CDR2

<400> 48
Ile Glu Ala Gly Gly His Thr

1 5

<210> 49
Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS77916 CDR2

<400> 49
Ile Ala Asn Arg Gly His Ser Thr
1 5

<210> 50

110109033 FHGR A0202 H14H, H235H(FFIHR) 1103157037-0
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211>
<212>
<213>

<220>
<223>

<400>

8
PRT
szl

AS77932 (DR2

50

Val Leu Asn Gly Gly Gly Arg Arg

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

51

8

PRT
szl

AS77934 (DR2

51

Phe Phe Tyr Ser Gly Gly Pro Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

52

6

PRT
szl

AS77978 (DR2

52

Ile Ala Asn Gly Ala Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

110109033

5

53

8

PRT
szl

AS77986 (DR2

53

FHGTE A0202

B15E, H235H(FFE)

1103157037-0
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Ile Ser Thr Gly Gly Arg Ser Thr
1 5

210> 54
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS78117 CDR2

<400> 54

Leu Asp Ser Val Gly Ala Thr
1 5

<210> 55

Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS78215 CDR2

<400> 55
Ile Ala Ser Ala Ser Gly Tyr Thr

1 5

<210> 56
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS78810 CDR2

<400> 56
Ile Ser Ser Ser Ser Ser Thr

1 5

<210> 57
L21l> 7
<212> PRT
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Q213> ATLFH

<220>
<223> AS79101 CDR2

<400> 57

Ile Asp Ser Asp Gly Ser Arg
1 5

<210> 58
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS79236 CDR2

<400> 58
Ile Asp Ala Gly Gly Arg Thr

1 5

<210> 59
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS79274 CDR2

<400> 59
Ile Asp Ser Arg Gly Asn Thr

1 5

<210> 60
L1> 7

<212> PRT
Q213> ATLFY

<220>
<223> AS79285 CDR2

<400> 60

Ile Ser Thr Asp Gly Thr Thr

110109033 FHGTE A0202

B17E, H235H(FFE)

1103157037-0
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<210> 61

Q21> 8

<212> PRT
Q213> ATLFY

<220>
<223> AS79317 CDR2

<400> o6l
Ile Tyr Val Thr Leu Gly Ser Ile

1 5

<210> 62
211> 19
<212> PRT
Q213> ATLFY

<220>
<223> AS70549 CDR3

<400> 62
Ala Thr Arg Thr Thr Tyr Pro Gly Val Cys Pro Asp Asn Ala Ala Trp

1 5 10 15

Tyr Asp Tyr

<210> 63
L1l> 22
<212> PRT
Q213> ATLFY

<220>
<223> AS70771 CDR3

<400> 63

Ala Ala Asp Thr Phe Arg Trp Phe Met Arg Arg Ser Gly Pro Ile Asn
1 5 10 15

Gly Ser Asp Tyr Ala Tyr

110109033 FHGR A0202 H18H, H235H(FFIH) 1103157037-0
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<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

64

18

PRT
szl

AS70950 CDR3

64

Ala Ala Gly Ala Tyr Cys Gly Arg Leu Leu Leu Trp Ile Gly Asn Tyr

1

Ala Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

65

19

PRT
szl

AS71402 CDR3

65

10

15

Ala Ala Asp Thr Ala Arg Arg Gly Gly Ser Trp Ser Gly Pro Phe Lys

1

5

Tyr Asp Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

66

19

PRT
szl

AS71529 CDR3

66

10

15

Ala Ala Asp His Leu Ala Tyr Asp Cys Tyr Ser Gly Ala Thr Ser Val

110109033

FHGTE A0202

F19H, H235H(FIIR)
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Phe Arg Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

67

18

PRT
szl

AS71661 CDR3

67

15

Ala Ile Gly Val Leu Pro Ser Ser Thr Ala Ile Cys Ala Gly Ala Ala

1

Asn Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

68

20

PRT
szl

AS72021 CDR3

68

15

Ala Ala His Leu Glu Leu Cys Tyr Tyr Thr Asp Pro Met Tyr Gln Tyr

1

5 10

Glu Tyr Asn Tyr

<210>
<211>
<212>
<213>

<220>
<223>

20

69

19

PRT
szl

AS72052 CDR3

110109033 FHGTE A0202

15

H20H, H235H(FTIR)
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<400>

69

Ala Ala Gly Ala Tyr Cys Gly Ala Asp Ala Ile Leu Thr Leu Tyr Asp

1

5

Tyr Ala Phe

<210>
<211>
<212>
<213>

<220>
<223>

<400>

70

13

PRT
szl

AS72383 (DR3

70

15

Ala Ala Ala Phe Ile Thr Lys Thr Gly Cys Ser Tyr Glu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

71

14

PRT
szl

AS72479 (DR3

71

Glu Ser Asp Pro Gly Trp Ser Gly Tyr His Ala Arg Arg Cys

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

72

17

PRT
szl

AS72499 (DR3

72

Ala Ala Arg Ile Pro Gly Gly Asn Cys Gly Val Val Ala Arg Met Ala

110109033
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Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

73

17

PRT
szl

AS72531 (CDR3

73

15

Ala Ile Gly Val Leu Ser Ser Thr Ala Arg Gly Pro Gly Ala Ala Asn

1

Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

74

17

PRT
szl

AST72669 CDR3

74

15

Val Ala Gly Phe Tyr Cys Ser Gly Gly Tyr Trp Glu Gly Asp Phe Gly

1

Tyr

<210>
<211>
<212>
<213>

<220>
<223>

5 10

75

23

PRT
szl

AS7277194 (DR3

110109033 FHGTE A0202

15

H22H, H235H(FIIR)

1103157037-0
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<400> 75

Ala Ala Asp Arg Phe Arg Asp Tyr Cys Ser Asp Ser Trp Ser His Leu
1 5 10 15

Tyr Asn Tyr Glu Tyr Met His
20

<210> 76
L21l> 23
<212> PRT
Q213> ATLFY

<220>
<223> AS72805 CDR3

<400> 76
Ala Ala Ala Asp Phe Ser Ser Gly Gly Tyr Cys Asn Ile Ala Ser Val

1 5 10 15

Tyr His Ser Tyr Phe Pro Tyr
20

210> 77
211> 20
<212> PRT
Q213> ATLFY

<220>
<223> AS72806 CDR3

<400> 77
Ala Ala Asp Asn Leu Cys Tyr Ala Thr Gly Ile Leu Arg Ser Ala Tyr

1 5 10 15

Asp Tyr Ser Tyr
20

<210> 78
211> 19
<212> PRT

110109033 FHGR A0202 H23H, #235H(FFIHR) 1103157037-0
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Q213> ATLFH

<220>
<223> AS72835 CDR3

<400> 78

Ala Ala Ser Pro Gly Tyr Ser Asp Ala Ala Cys Val Ser Val Pro Gln
1 5 10 15

Ala Asn Arg

<210> 79
21> 15
<212> PRT
Q213> ATLFY

<220>
<223> AS77906 CDR3

<400> 79

Val Ala Ala Pro Arg Tyr Tyr Thr Leu Ser Cys Pro Lys Asp Phe
1 5 10 15

<210> 80
211> 16
<212> PRT
Q213> ATLFY

<220>
<223> AS77916 CDR3

<400> 80
Ala Thr Asp Thr Trp Ala Cys Val Gly Ile Ser Thr Asp Phe Glu Tyr

1 5 10 15

<210> 81

L1> 17
<212> PRT
Q213> ATLFY

<220>
<223> AS77932 CDR3

110109033 FHGR A0202 H24H, H235H(FTIHR) 1103157037-0
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<400>

81

Ala Ala Gly Asn Gly Val Gly His Pro Leu Gly Pro Ser Glu Tyr Asn

1

Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

82

18

PRT
szl

AS77934 (DR3

82

15

Ala Ala Arg Arg Ser Asn Thr Asn Asp Tyr Cys Phe Tyr Pro Thr Tyr

1

Thr Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

83

15

PRT
szl

AS77978 (DR3

83

15

Ala Ala Asp Pro Arg Val Tyr Thr Ser Arg Cys Asp Arg Thr Tyr

1

<210>
<211>
<212>
<213>

<220>
<223>

1101090

5

84

23

PRT
szl

AS77986 CDR3

33 FHGTE A0202

15

B25H, H235H(FFE)

1103157037-0
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<400> &4

Ala Ala Asp Gly Pro Ser Met Thr Ala Ile Gln Ala Leu Gly Asp Leu
1 5 10 15

Tyr Pro Val Asp Phe Ala Trp
20

<210> 85
21> 21

<212> PRT
Q213> ATLFY

<220>
<223> AS78117 CDR3

<400> 85
Val Val Asp Pro Ala Ser Ala Lys Val Thr Tyr Gly Ser Trp Ser Thr

1 5 10 15

Pro Ser Tyr Ala Tyr
20

<210> 86
211> 18
<212> PRT
Q213> ATLFY

<220>
<223> AS78215 CDR3

<400> 86
Ala Ala Arg Ala Gly Pro Cys Trp Ser Trp Ala Gln Ala Asp Leu Tyr

1 5 10 15

Asn Tyr

<210> 87
211> 17
<212> PRT

110109033 FHGR A0202 H26H, H235H(FFIHR) 1103157037-0
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Q213> ATLFH

<220>
<223> AS78810 CDR3

<400> 87
Ala Ala Gly Arg Tyr Val Gly Arg Lys Leu Glu Val Tyr Asp Tyr Ala

1 5 10 15

Tyr

<210> 88
211> 20
<212> PRT
Q213> ATLFY

<220>
<223> AS79101 CDR3

<400> 88
Ala Thr Asp Pro Lys Val Ala Cys Ala Arg Val Val Glu Tyr Gly Gly

1 5 10 15

Gly Trp Tyr Arg
20

<210> &9
21> 21

<212> PRT
Q213> ATLFY

<220>
<223> AS79236 CDR3

<400> &9
Ala Val Asp Val Arg Thr Arg Cys Gly Gly Thr Trp Asp Gly Glu Ala

1 5 10 15

Val Tyr Phe Pro Tyr
20

110109033 FHGR A0202 H27H, H235H(FFIR) 1103157037-0



202144432

<210> 90
L1> 17
<212> PRT
Q213> ATLFY

<220>
<223> AS79274 CDR3

<400> 90
Ala Ala Gln Ile Val Gly Gly Ala Leu Arg Cys Pro Arg Phe Ala Met

1 5 10 15

Tyr

<210> 91

211> 26
<212> PRT
Q213> ATLFY

<220>
<223> AS79285 CDR3

<400> 91
Ala Gly Val Tyr Gly Leu Ile Trp Tyr Tyr Lys Pro Cys Pro Ala Gln

1 5 10 15

Arg Glu Trp Ala Leu Gln Arg Tyr Gly Tyr
20 25

<210> 92
211> 18
<212> PRT
Q213> ATLFY

<220>
<223> AS79317 CDR3

<400> 92

Ala Ala Gly Gly Cys Gly Tyr Arg Gly Val Ala Asp Val Pro Glu Phe
1 5 10 15

110109033 FHGR A0202 H28H, H235H(FFIHR) 1103157037-0



202144432

Thr Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gln Val Arg Leu Val

1

Ser Leu Thr Leu Ser

Cys Met Ala Trp Phe

Ala Ser Ile Tyr Ser

50

Lys Gly Arg Phe Thr

65

Leu Gln Met Asn Ser

Ala Thr Arg Thr Thr

93

126

PRT
szl

AS70549

93

20

35

100

Glu Ser Gly Gly Gly Ser
10

Cys Ala Tyr Ser Arg Tyr
25

Arg Arg Pro Pro Gly Lys
40

Asp Asp Gly Val Thr Val
55

Ile Thr Gln Asp Ser Ala
70 75

Leu Asp Pro Glu Asp Thr
90

Tyr Pro Gly Val Cys Pro
105

Tyr Asp Tyr Trp Gly Gln Gly Thr Gln Val Thr

<210>
211>
<212>

115

94
125
PRT

110109033

120

FHGTE A0202

Val Gln Ala Gly Gly
15

Thr Gly Arg Ser Ser
30

Lys Arg Glu Arg Val
45

Tyr Ala Asp Ser Val
60

Gln Asn Thr Leu Tyr
80

Ala Met Tyr Tyr Cys
05

Asp Asn Ala Ala Trp
110

Val Ser Ser
125

H29H, H235H(FIIR)

1103157037-0



202144432

Q213> ATLFH

<220>
<223> AS70771

<400> 94
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Ser Val

1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Thr
20 25

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly
35 40

Asp Asp Ala Gly Gly Thr Asn Tyr Ile Asp Ser Val
50 55 60

Thr Ile Ser Lys Asp Asn Ala Glu Asn Thr Leu Tyr
65 70 75

Ser Leu Lys Pro Glu Asp Thr Ala Ile Tyr Tyr Cys
85 90

Phe Arg Trp Phe Met Arg Arg Ser Gly Pro Ile Asn
100 105

Ala Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser
115 120

<210> 95

L2ll> 124

<212> PRT

Q213> ATLFH

<220>
<223> AS70950

<400> 95

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Ser Ala

110109033 FHGTE A0202

Gln Ala Gly Gly
15

Gly Lys Met Ala
30

Val Ala Ala Ile
45

Lys Gly Arg Phe

Leu Arg Met Asn
30

Ala Ala Asp Thr
05

Gly Ser Asp Tyr
110

Ser
125

Gln Ser Gly Gly

H3I0H, H235H(FTIR)

1103157037-0



202144432

Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe Thr Tyr Lys Asn Thr
20 25 30

Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val
35 40 45

Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr Val Asp Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Gln Gly Asn Ala Lys Asn Thr Val Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Met Tyr Tyr Cys Ala
85 90 05

Ala Gly Ala Tyr Cys Gly Arg Leu Leu Leu Trp Ile Gly Asn Tyr Ala
100 105 110

Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser
115 120

<210> 96
211> 125
<212> PRT
Q213> ATLFY

<220>
<223> AS71402

<400> 96

Gln Met Gln Leu Val Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Val Val Ser Gly Tyr Thr Tyr Asn Arg Asn
20 25 30

Met Ala Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val Ala

110109033 FHGR A0202 ®31H, #235H(FFIHR) 1103157037-0



202144432

35

Ala Met Tyr Thr Gly
50

Gly Arg Phe Thr Ile
65

Gln Met Asn Ser Leu
85

Ala Asp Thr Ala Arg
100

Asp Tyr Trp Gly Gln
115

<210> 97
211> 126
<212> PRT
Q213> ATLFY

<220>
<223> AS71529

<400> 97

Glu Val Gln Leu Val
1 5

Ser Leu Arg Leu Ser
20

Tyr Cys Met Gly Trp
35

Val Ala Ala Ile Asp
50

Lys Gly Arg Phe Thr

110109033

Ser

Ser

70

Lys

Arg

Gly

Glu

Cys

Phe

Ser

Ile

40

Gly Thr Thr Asp Tyr
55

His Asp Asn Ala Lys
75

Pro Glu Asp Thr Ala
90

Gly Gly Ser Trp Ser
105

Thr Gln Val Thr Val
120

Ser Gly Gly Gly Ser
10

Val Val Ser Glu Tyr
25

Arg Gln Ala Pro Gly
40

Asn Gly Ser Ala Asp
55

Ser Lys Asp Asn Ala

FHGTE A0202

45

Ala Asp Ser Val Lys
60

Asn Thr Leu Tyr Leu
80

Thr Tyr Tyr Cys Ala
05

Gly Pro Phe Lys Tyr
110

Ser Ser
125

Val Gln Ala Gly Gly
15

Arg Tyr Ser Ser Arg
30

Lys Glu Arg Glu Gly
45

Tyr Val Asp Ser Val
60

Lys Asn Thr Leu Tyr

H32H, H235H(FTIR)

1103157037-0



202144432

65

Leu Gln Ile Asn

Ala Ala Asp His

100

70 75 80

Ser Val Arg Pro Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 05

Leu Ala Tyr Asp Cys Tyr Ser Gly Ala Thr Ser Val
105 110

Phe Arg Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

98

126

PRT
szl

AS71661

98

120 125

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly

1

5 10 15

Ser Leu Arg Leu Ser Cys Ser Pro Ser Gly Thr Thr Phe Ala His Tyr

20

Asn Met Val Gly

35

Val Ser Cys Ile

50

Val Lys Gly Arg

65

Phe Leu Gln Met

Cys Ala Ile Gly

110109033

25 30

Trp Phe Arg Gln Ala Pro Gly Lys Asp Arg Glu Gly
40 45

Ser Lys Tyr Gly Gly Thr Thr Tyr Tyr Ala Asp Ser
55 60

Phe Thr Ile Tyr Arg Asp Asn Ala Lys Asn Thr Leu
70 75 80

Asn Ser Leu Lys Pro Glu Asp Thr Ala Met Tyr Tyr
85 90 05

Val Leu Pro Ser Ser Thr Ala Ile Cys Ala Gly Ala

FH4E A0202 #33HE, £235H(FTIE)

1103157037-0



202144432

100 105 110

Ala Asn Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser
115 120 125

<210> 99
<L211> 125
<212> PRT
Q213> ATLFY

<220>
<223> AS72021

<400> 99

Glu Val Gln Leu Ala Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Val Val Ser Arg Asn Thr Tyr Ser Ser Tyr
20 25 30

Cys Met Ser Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val
35 40 45

Ala Ala Ile Asp Asn Val Lys Thr Ser Tyr Ala Asp Ser Val Lys Gly
50 55 60

Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gln
65 70 75 80

Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Met Tyr Tyr Cys Ala Ala
85 90 05

His Leu Glu Leu Cys Tyr Tyr Thr Asp Pro Met Tyr Gln Tyr Glu Tyr
100 105 110

Asn Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser
115 120 125

<210> 100

110109033 FHGR A0202 H34H, H235H(FTIHR) 1103157037-0



202144432

211> 125
<212> PRT
Q213> ATLFH

<220>
<223> AS72052

<400> 100
Gln Val Arg Leu Val Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Phe Arg Tyr Ala Ser Tyr
20 25 30

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val
35 40 45

Ala Ala Ile His Ser Asp Gly Ile Ile Arg Tyr Ala Glu Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys Asn Thr Leu Tyr Leu
65 70 75 80

GlIn Leu Asn Ser Leu Lys Pro Glu Asp Asn Ala Met Tyr Ser Cys Ala
85 90 05

Ala Gly Ala Tyr Cys Gly Ala Asp Ala Ile Leu Thr Leu Tyr Asp Tyr
100 105 110

Ala Phe Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser
115 120 125

<210> 101
211> 123
<212> PRT
Q213> ATLFH

<220>
<223> AS7T2383

<400> 101

110109033 FHGR A0202 #®35H, H235H(FFIHR) 1103157037-0



202144432

Gln Val Arg Leu Val Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
1 5 10 15

Ser Gln Arg Leu Ser Cys Thr Ala Ser Gly Leu Thr Phe Asp Asp Ser
20 25 30

Gly Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Arg Glu Gly Val
35 40 45

Ser Cys Ile Thr Trp Asn Gly Arg Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 05

Ala Ala Ala Phe Ile Thr Lys Thr Gly Cys Ser Tyr Glu Tyr Asp Tyr
100 105 110

Ser Gly Gln Gly Thr Gln Val Thr Val Ser Ser
115 120

<210> 102
211> 123
<212> PRT
Q213> ATLFH

<220>
<223> AS72479

<400> 102
Gln Val Lys Leu Val Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Glu Thr Thr Asp Cys Arg Tyr
20 25 30

110109033 FHGR A0202 H36H, H235H(FFIHR) 1103157037-0



202144432

Val Trp Arg Trp Tyr
35

Ser Ser Ile Thr Ser
50

Gly Arg Phe Thr Ile
65

Gln Met Asn Ser Leu
85

Ser Asp Pro Gly Trp
100

Arg Gly Gln Gly Ile
115

<210> 103
211> 126
<212> PRT
Q213> ATLFY

<220>
<223> AS72499

<400> 103
Gln Val Arg Leu Val

1 5

Ser Leu Arg Leu Ser
20

Cys Met Gly Trp Phe
35

Ala Gly Ile Glu Lys
50

110109033

Arg Glu Asp Pro Gly Met Glu Arg Glu Phe Val
40 45

Gly Gly Ser Thr Trp Tyr Ala Asp Ser Val Lys
55 60

Ser Gln Asp Asn Ala Lys Ser Thr Leu Tyr Leu
70 75 80

Lys Pro Glu Asp Ser Gly Met Tyr Tyr Cys Glu
90 05

Ser Gly Tyr His Ala Arg Arg Cys Glu Val Tyr
105 110

Gln Val Thr Val Ser Ser
120

Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly
10 15

Cys Val Val Ser Arg Phe Thr Tyr Ser Ser Tyr
25 30

Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val
40 45

Asp Asp Ser Thr Tyr Tyr Ala Asp Ser Val Lys
55 60

FH4E A0202 #37H, £235H(FTIE)

1103157037-0



202144432

Gly Arg Phe Thr Ile Ser
65 70

Gln Met Asn Ser Leu Lys
85

Ala Arg Ile Pro Gly Gly
100

Trp Asp Tyr Trp Gly Lys
115

<210> 104
211> 125
<212> PRT
Q213> ATLFH

<220>
<223> AS72531

<400> 104
Gln Val Gln Leu Val Glu

1 5

Ser Leu Arg Leu Ser Cys
20

Asn Met Val Gly Trp Phe
35

Val Ser Cys Ile Ser Lys
50

Val Lys Gly Arg Phe Thr
65 70

Tyr Leu Gln Met Asn Ser
85

110109033 FHGTE A0202

Lys Asp Asn Ala Lys Asn
75

Pro Glu Asp Thr Ala Met
90

Asn Cys Gly Val Val Ala
105

Gly Thr Leu Val Thr Val
120

Ser Gly Gly Gly Leu Val
10

Thr Ala Ser Gly Leu Thr
25

Arg Gln Ala Pro Gly Lys
40

Tyr Gly Gly Thr Ile Tyr
55 60

Ile Asp Arg Asn Asn Ala
75

Leu Lys Pro Glu Asp Thr
90

Thr Leu Tyr Leu
80

Tyr Tyr Cys Ala
05

Arg Met Ala Tyr
110

Ser Ser
125

Gln Ala Gly Gly
15

Phe Ala His Tyr
30

Asp Arg Glu Gly
45

Tyr Ala Asp Ser

Lys Asn Thr Leu
80

Ala Met Tyr Tyr
05

H3I8H, H235H(FIIR)

1103157037-0



202144432

Cys Ala Ile Gly Val
100

Asn Tyr Trp Gly Gln
115

<210> 105
211> 124
<212> PRT
Q213> ATLFH

<220>
<223> AS72669

<400> 105
Glu Val Gln Leu Val

1 5

Ser Leu Lys Leu Ser
20

Cys Met Gly Trp Ile
35

Ala Ile Phe Tyr Thr
50

Lys Gly Arg Phe Thr
65

Leu Gln Met Asn Ser
85

Val Ala Gly Phe Tyr
100

Leu Ser Ser Thr Ala Arg Gly Pro Gly Ala Ala
105 110

Gly Thr Gln Val Thr Val Ser Ser
120 125

Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly
10 15

Cys Ala Ala Ser Arg Phe Thr Tyr Ser Ser Tyr
25 30

Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val
40 45

Gly Gly Gly Arg Thr Tyr Tyr Ala Asp Ser Val
55 60

Ile Ser Gln Asp Thr Ala Lys Asn Thr Leu Tyr
70 75 80

Leu Lys Pro Glu Asp Thr Gly Ile Tyr Tyr Cys
90 05

Cys Ser Gly Gly Tyr Trp Glu Gly Asp Phe Gly
105 110

Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

115

110109033

120

FH4E A0202 #39H, £235H(FTIE)

1103157037-0



202144432

<210> 106
211> 130
<212> PRT
Q213> ATLFY

<220>
<223> AS72794

<400> 106
Gln Val Gln Leu Val

1 5

Ser Leu Arg Leu Ser
20

Ala Met Ser Trp Phe
35

Ser Cys Ile Ser Ala
50

Lys Gly Arg Phe Thr
65

Leu Gln Met Ser Ser
85

Ala Ala Asp Arg Phe
100

Tyr Asn Tyr Glu Tyr
115

Ser Ser
130

<210> 107
<211> 129
<212> PRT

110109033

Glu Ser Gly Gly Gly Leu Val Gln Ala Gly Gly
10 15

Cys Thr Ala Ser Gly Phe Thr Phe Asp Asp Tyr
25 30

Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val
40 45

Ser Gly Thr Thr Thr Tyr Tyr Gly Asp Ser Val
55 60

Ile Ser Arg Asp Asn Ala Lys Thr Thr Leu Ile
70 75 80

Leu Lys Pro Glu Asp Thr Ala Met Tyr Tyr Cys
90 05

Arg Asp Tyr Cys Ser Asp Ser Trp Ser His Leu
105 110

Met His Trp Gly Gln Gly Thr Gln Val Thr Val
120 125

FH4E A0202 HA40H, £235H(FTIE)

1103157037-0



202144432

Q213> ATLFH

<220>
<223> AS72805

<400> 107
Gln Val Gln Leu Val Glu Ser Gly Gly Asp Ser Val Gln Ala Gly Gly

1 5 10 15

Ser Leu Thr Leu Ser Cys Val Ala Ser Arg Leu Arg Val Ser Asn Asn
20 25 30

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Asn Glu Arg Glu Gly Val
35 40 45

Ala Thr Leu Gly Ser Asp Gly Arg Thr Ile Tyr Ala Asp Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Val Ala Asn Thr Leu Tyr Leu
65 70 75 80

Gln Met Asn Gly Leu Lys Leu Asp Asp Thr Ala Leu Tyr Tyr Cys Ala
85 90 05

Ala Ala Asp Phe Ser Ser Gly Gly Tyr Cys Asn Ile Ala Ser Val Tyr
100 105 110

His Ser Tyr Phe Pro Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser
115 120 125

Ser

<210> 108
211> 127
<212> PRT
Q213> ATLFH

<220>
<223> AS72806

110109033 FHGR A0202 H4A1H, H235H(FFIHR) 1103157037-0



202144432

<400> 108
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Thr Tyr Met Pro Pro
20 25 30

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val
35 40 45

Ala Thr Ile Tyr Gly Arg Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ala Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Asn Leu Glu Pro Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 05

Ala Ala Asp Asn Leu Cys Tyr Ala Thr Gly Ile Leu Arg Ser Ala Tyr
100 105 110

Asp Tyr Ser Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser
115 120 125

<210> 109
211> 126
<212> PRT
Q213> ATLFY

<220>
<223> AST2835

<400> 109

Gln Val His Leu Met Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Gly Tyr Thr Ser Arg Thr

110109033 FHGR A0202 HA2H, H235H(FFIR) 1103157037-0



202144432

Val Cys Met Gly Trp Phe Arg Gln Thr Pro Gly

Leu Ala Ala Ile Tyr Arg Ser Gly Thr Thr Tyr

50

Lys Gly Arg Phe Thr Ile Ser Arg Asp Gly Asp
70

65

Leu Gln Met Asp Ser Leu Lys Pro Glu Asp Thr

Ala Ala Ser Pro Gly Tyr Ser Asp Ala Ala Cys

Ala Asn Arg Trp Gly Gln Gly Thr Gln Val Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Gln Val Arg Leu Val Glu Ser Gly Gly Gly Ser

1

Ser Leu Arg Leu Ser Cys Ala Arg Ser Gly Val

Glu Met Arg Trp Tyr Arg Gln Ser Pro Gly Lys

Ala Leu Ile Glu Ala Gly Gly His Thr Glu Tyr

20

35

100

115

110
121
PRT
szl

AS77906

110

20

35

110109033

25

40

55

105

120

25

40

FHGTE A0202

30

Lys Glu Arg Glu Val
45

Tyr His Asp Ser Val
60

Lys Asn Thr Val Tyr
80

Ala Met Tyr Tyr Cys
05

Val Ser Val Pro Gln
110

Val Ser Ser
125

Val Gln Ala Gly Glu
15

Val Lys Cys Asp Val
30

Glu Arg Glu Phe Val
45

Ala Asp Ser Val Lys

B43E, H235H(FFE)

1103157037-0



202144432

50

Gly Arg Phe Thr Ile
65

Gln Met Asn Ser Leu
85

Ala Ala Pro Arg Tyr
100

Arg Gly Thr Gln Val
115

<210> 111
211> 123
<212> PRT
Q213> ATLFH

<220>
<223> AS77916

<400> 111

Gln Val His Leu Met
1 5

Ser Leu Arg Leu Ser
20

Cys Met Gly Trp Phe
35

Ala Thr Ile Ala Asn
50

Lys Gly Arg Phe Thr
65

Leu Gln Met Asn Ser

110109033

55 60

Ser Gln Asp Asn Ala Lys Met Leu Phe Tyr Leu
70 75 80

Lys Pro Glu Asp Thr Ala Lys Tyr Tyr Cys Val
90 05

Tyr Thr Leu Ser Cys Pro Lys Asp Phe Trp Gly
105 110

Thr Val Ser Ser
120

Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly
10 15

Cys Ala Thr Ser Gly Tyr Thr Ser Ser Trp Asn
25 30

Arg Gln Pro Pro Gly Lys Glu Arg Glu Gly Val
40 45

Arg Gly His Ser Thr Tyr Tyr Ala Asp Ser Val
55 60

Ile Ser Gln Gly Asn Ala Lys Asn Thr Val Tyr
70 75 80

Leu Lys Pro Glu Asp Thr Ala Met Tyr Tyr Cys

FH4E A0202 H44H, £235H(FTIE)

1103157037-0



202144432

85

90

95

Ala Thr Asp Thr Trp Ala Cys Val Gly Ile Ser Thr Asp Phe Glu Tyr

100

105

Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser

115 120

<210> 112
211> 124
<212> PRT
Q213> ATLFH

<220>
<223> AS77932

<400> 112

Gln Val Gln Leu Lys Glu Ser Gly Gly Gly Ser

1 5

Ser Leu Arg Leu Ser Cys Ala Val
20

Trp Met Gly Trp Phe Arg Gln Thr
35 40

Ala Ala Val Leu Asn Gly Gly Gly
50 55

Lys Gly Arg Phe Thr Ile Ser Gln
65 70

Leu Gln Met Asn Ser Leu Lys Pro
85

Ala Ala Gly Asn Gly Val Gly His
100

Tyr Trp Gly Gln Gly Thr Gln Val

10

Ser Gly Tyr
25

Pro Gly Lys

Arg Arg Tyr

Asp Asn Ser
75

Glu Asp Thr
90

Pro Leu Gly
105

Thr Val Ser

110109033 FHGTE A0202

110

Val Gln Ala Gly Gly
15

Trp Tyr Ser Val Ala
30

Glu Arg Glu Gly Val
45

Tyr Ala Asp Ser Val
60

Lys Asn Thr Leu Tyr
80

Ala Met Tyr Tyr Cys
05

Pro Ser Glu Tyr Asn
110

Ser

B45H, H235H(FFE)

1103157037-0



202144432

115

<210> 113
211> 125
<212> PRT
Q213> ATLFH

<220>
<223> AS77934

<400> 113
Glu Val Gln Leu Val

1 5

Ser Leu Arg Leu Ser
20

Ser Ile Ala Trp Phe
35

Ala Gly Phe Phe Tyr
50

Lys Gly Arg Phe Thr
65

Leu Gln Met Asn Ser
85

Ala Ala Arg Arg Ser
100

120

Glu Ser Gly Gly Gly Ser
10

Cys Ala Ala Ser Gly Tyr
25

Arg Gln Ala Pro Gly Lys
40

Ser Gly Gly Pro Thr Cys
55

Ile Ser Gln Asp Asn Ala
70 75

Leu Lys Pro Glu Asp Thr
90

Asn Thr Asn Asp Tyr Cys
105

Thr Tyr Trp Gly Gln Gly Thr Gln Val Thr Val

115

<210> 114
<211> 120
<212> PRT
Q213> ATLFH

110109033

120

FHGTE A0202

Val Gln Ala Gly Gly
15

Thr Tyr Ser Ser Tyr
30

Glu Arg Glu Gly Val
45

Tyr Ala Asp Ser Val
60

Lys Asn Thr Leu Tyr
80

Ala Met Tyr Tyr Cys
05

Phe Tyr Pro Thr Tyr
110

Ser Ser
125

B46E, H235H(FFE)

1103157037-0



202144432

<220>
<223> AST7978

<400> 114
Gln Val Arg Leu Val Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Ala Thr Ser Cys Arg Trp
20 25 30

Arg Met Ser Trp Tyr Arg Gln Ala Pro Gly Lys Glu Arg Glu Phe Val
35 40 45

Ser Ser Ile Ala Asn Gly Ala Thr Glu Tyr Ala Asp Ser Val Lys Gly
50 55 60

Arg Phe Thr Ile Ser Gln Asp Asn Ala Arg Asn Thr Met Tyr Leu Gln
65 70 75 80

Met Asn Ser Leu Ser Pro Glu Asp Thr Ala Met Tyr Tyr Cys Ala Ala
85 90 05

Asp Pro Arg Val Tyr Thr Ser Arg Cys Asp Arg Thr Tyr Leu Gly Gln
100 105 110

Gly Thr Gln Val Thr Val Ser Ser
115 120

<210> 115
<211> 132
<212> PRT
Q213> ATLFH

<220>
<223> [AS77986

<400> 115

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly
1 5 10 15

110109033 FHGR A0202 HATH, H235H(FFIR) 1103157037-0



202144432

Ser Leu Arg Leu Ser Cys Ala Ala Ser Ala Ser Gly Tyr Thr Tyr Ser
20 25 30

Ser Asp Ser Met Ala Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu
35 40 45

Gly Val Ala Gly Ile Ser Thr Gly Gly Arg Ser Thr Tyr Tyr Ala Asp
50 55 60

Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ala Lys Thr Thr
65 70 75 80

Val Tyr Leu His Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Met Tyr
85 90 05

Tyr Cys Ala Ala Asp Gly Pro Ser Met Thr Ala Ile Gln Ala Leu Gly
100 105 110

Asp Leu Tyr Pro Val Asp Phe Ala Trp Trp Gly Gln Gly Thr Gln Val
115 120 125

Thr Val Ser Ser
130

<210> 116
211> 127
<212> PRT
Q213> ATLFY

<220>
<223> AST8117

<400> 116
Gln Val Lys Leu Val Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly

1 5 10 15

Ala Leu Arg Leu Ser Cys Ile Val Arg Arg Tyr Thr Tyr Ala Thr Tyr
20 25 30

110109033 FHGR A0202 H48H, H235H(FFIR) 1103157037-0



202144432

Ser Met Ala Trp Phe
35

Ala Gly Leu Asp Ser
50

Gly Arg Phe Thr Ile
65

Gln Met Asn Ser Leu
85

Val Asp Pro Ala Ser
100

Ser Tyr Ala Tyr Trp
115

<210> 117
211> 125
<212> PRT
Q213> ATLFH

<220>
<223> AS78215

<400> 117
Gln Val Lys Leu Val

1 5

Ala Leu Arg Leu Ser
20

Cys Met Gly Trp Phe
35

Ala Thr Ile Ala Ser
50

110109033

Arg Gln Ser Pro Gly Lys Glu Arg Glu Gly Val
40 45

Val Gly Ala Thr Gly Tyr Ala Glu Ser Val Lys
55 60

Ser Lys Asp Asn Ala Lys Asn Ile Leu Tyr Leu
70 75 80

Lys Pro Glu Asp Thr Ala Met Tyr Tyr Cys Val
90 05

Ala Lys Val Thr Tyr Gly Ser Trp Ser Thr Pro
105 110

Gly Gln Gly Thr Gln Val Thr Val Ser Ser
120 125

Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly
10 15

Cys Ala Ala Ser Arg Tyr Thr Phe Ser Ser Asn
25 30

Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val
40 45

Ala Ser Gly Tyr Thr Asp Tyr His Asp Ser Val
55 60

FH4E A0202 H49H, £235H(FTIE)

1103157037-0



202144432

Lys Gly Arg Phe Ala
65

Leu Gln Met Asn Ser
85

Ala Ala Arg Ala Gly
100

Asn Tyr Trp Gly Gln
115

<210> 118
<211> 119
<212> PRT
Q213> ATLFH

<220>
<223> AS78810

<400> 118
Gln Val His Leu Val

1 5

Ser Leu Arg Leu Ser
20

Gly Trp Phe Arg Leu
35

Ile Ser Ser Ser Ser
50

Phe Thr Ile Ser Arg
65

Leu Lys Pro Glu Asp
85

110109033

Ile Ser Arg Asp Asn Ala Lys Asn Thr Val Tyr
70 75 80

Leu Lys Pro Glu Asp Thr Ala Thr Tyr Tyr Cys
90 05

Pro Cys Trp Ser Trp Ala Gln Ala Asp Leu Tyr
105 110

Gly Thr Gln Val Thr Val Ser Ser
120 125

Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly
10 15

Cys Ala Ala Ser Gly Tyr Thr Tyr Tyr Asp Met
25 30

Ala Pro Gly Lys Glu Arg Glu Gly Ile Ala Ala
40 45

Ser Thr Tyr Tyr Ala Asp Ser Val Lys Gly Arg
55 60

Asp Ser Asn Thr Leu Tyr Leu Gln Met Asn Ser
70 75 80

Thr Ala Met Tyr Ser Cys Ala Ala Gly Arg Tyr
90 05

FH4E A0202 H50H, £235H(FTIE)

1103157037-0



202144432

Val Gly Arg Lys Leu Glu Val Tyr Asp Tyr Ala Tyr Trp Gly Gln Gly

100 105

Thr Gln Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

119
126
PRT
szl

AS79101

119

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Ser

1

5 10

110

Val Gln Ala Gly Gly
15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Asp Thr Tyr Ser Asn Tyr

20 25

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys

35 40

Ala Ala Ile Asp Ser Asp Gly Ser Arg Arg Tyr

50

55

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys

65

70 75

30

Glu Arg Glu Glu Val
45

Pro Asp Ser Val Lys
60

Lys Ile Leu Tyr Leu
80

Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Met Tyr Phe Cys Ala

85 90

Thr Asp Pro Lys Val Ala Cys Ala Arg Val Val

100 105

Trp Tyr Arg Trp Gly Gln Gly Thr Gln Val Thr

115 120

110109033 FHGTE A0202

95

Glu Tyr Gly Gly Gly
110

Val Ser Ser
125

B51E, H235H(FFE)

1103157037-0



202144432

<210> 120
211> 127
<212> PRT
Q213> ATLFH

<220>
<223> AS79236

<400> 120
Gln Val Lys Leu Val Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Tyr Thr Tyr Ser Ser Tyr
20 25 30

Cys Met Ala Trp Phe Arg Gln Ala Pro Gly Glu Glu Arg Glu Gly Val
35 40 45

Ala Ser Ile Asp Ala Gly Gly Arg Thr Thr Tyr Val Asp Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys Thr Ser Leu Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Met Tyr Tyr Cys Ala
85 90 05

Val Asp Val Arg Thr Arg Cys Gly Gly Thr Trp Asp Gly Glu Ala Val
100 105 110

Tyr Phe Pro Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser
115 120 125

<210> 121
211> 123
<212> PRT
Q213> ATLFH

<220>
<223> AS79274

110109033 FHGR A0202 H52H, H235H(FFIR) 1103157037-0



202144432

<400> 121
Gln Val His

1

Ser Leu Arg

Asp Met Ser
35

Ser Ser Ile
50

Gly Arg Phe
65

Gln Met Asn

Ala Gln Ile

Trp Gly Gln
115

<210> 122
<211> 132
<212> PRT

Leu Val Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly

5 10 15

Leu Ser Cys Ala Ala Ser Lys Tyr Ala Phe Cys Thr
20 25 30

Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Val
40 45

Asp Ser Arg Gly Asn Thr Asn Tyr Ser Asp Ser Val
55 60

Thr Ile Ser Gln Asp His Ala Lys Asn Thr Leu Tyr
70 75

Ser Leu Lys Pro Glu Asp Thr Ala Met Tyr Thr Cys
85 90 05

Val Gly Gly Ala Leu Arg Cys Pro Arg Phe Ala Met
100 105 110

Gly Thr Gln Val Thr Val Ser Ser
120

Q213> ATLFH

<220>

<223> AST9285

<400> 122

Tyr

Val

Lys

Leu

80

Ala

Tyr

Gln Val Arg Leu Val Glu Ser Gly Gly Gly Ser Val Gln Ala Gly Gly

1

5 10 15

Ser Leu Ala Leu Ser Cys Glu Thr Ser Arg Tyr Thr Val Ser Asn Tyr

110109033

FH4E A0202 H#53H, £235H(FTIE)

1103157037-0



202144432

20 25 30

Cys Met Gly Trp Phe Arg Gln Val Ser Gly Lys Glu Val Glu Gly Val
35 40 45

Ala Leu Ile Ser Thr Asp Gly Thr Thr Thr Tyr Ala Asp Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys Asn Thr Leu Tyr Leu
65 70 75 80

GlIn Met Asn Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Phe Cys Ala
85 90 05

Gly Val Tyr Gly Leu Ile Trp Tyr Tyr Lys Pro Cys Pro Ala Gln Arg
100 105 110

Glu Trp Ala Leu Gln Arg Tyr Gly Tyr Trp Gly Gln Gly Thr Gln Val
115 120 125

Thr Val Ser Ser
130

<210> 123
211> 125
<212> PRT
Q213> ATLFH

<220>
<223> AS79317

<400> 123

Glu Val Gln Leu Ala Glu Ser Gly Gly Gly Ser Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Ser Ser Ser Val
20 25 30

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu Gly Val

110109033 FHGR A0202 H54H, H235H(FTIR) 1103157037-0



202144432

35 40 45

Ala Ile Ile Tyr Val Thr Leu Gly Ser Ile Ala Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Asp
65 70 75 80

Leu Glu Met Asn Ser Leu Lys Pro Asp Asp Thr Ala Leu Tyr Tyr Cys
85 90 05

Ala Ala Gly Gly Cys Gly Tyr Arg Gly Val Ala Asp Val Pro Glu Phe
100 105 110

Thr Tyr Arg Gly Gln Gly Thr Gln Val Thr Val Ser Ser
115 120 125

<210> 124
211> 124
<212> PRT
Q213> ATLFH

<220>
<223> AS70950VH6

<400> 124

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe Thr Tyr Lys Asn Thr
20 25 30

Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Arg Glu Gly Val
35 40 45

Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr Val Asp Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys Asn Thr Val Tyr Leu

110109033 FHGR A0202 H55H, H235H(FFIR) 1103157037-0



202144432

65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys Ala
85 90 05

Ala Gly Ala Tyr Cys Gly Arg Leu Leu Leu Trp Ile Gly Asn Tyr Ala
100 105 110

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 125
211> 124
<212> PRT
Q213> ATLFH

<220>
<223> AS70950VH7

<400> 125

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Glu Phe Thr Tyr Lys Asn Thr
20 25 30

Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Arg Glu Gly Val
35 40 45

Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr Val Asp Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Val Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys Ala
85 90 05

Ala Gly Ala Tyr Cys Gly Arg Leu Leu Leu Trp Ile Gly Asn Tyr Ala

110109033 FHGR A0202 HS6H, H235H(FFIR) 1103157037-0



202144432

100 105 110

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 126
211> 126
<212> PRT
Q213> ATLFY

<220>
<223> AST71529VH5

<400> 126

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Glu Tyr Arg Tyr Ser Ser Arg
20 25 30

Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly
35 40 45

Val Ser Ala Ile Asp Ser Asn Gly Ser Ala Asp Tyr Val Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 05

Ala Ala Asp His Leu Ala Tyr Asp Cys Tyr Ser Gly Ala Thr Ser Val
100 105 110

Phe Arg Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

<210> 127

110109033 FHGR A0202 HS7H, H235H(FTIR) 1103157037-0



202144432

211>
<212>
<213>

<220>
<223>

<400>

126
PRT
szl

AST71529VH6

127

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1

5 10 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Glu Tyr Arg Tyr Ser Ser Arg

20 25 30

Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Arg Glu Gly

35 40 45

Val Ala Ala Ile Asp Ser Asn Gly Ser Ala Asp Tyr Val Asp Ser Val

50

55 60

Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu Tyr

65

70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys

85 90 95

Ala Ala Asp His Leu Ala Tyr Asp Cys Tyr Ser Gly Ala Thr Ser Val

100 105 110

Phe Arg Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115 120 125

128
125
PRT
szl

AST2052VH5

128

110109033 FHGR A0202 H58H, H235H(FFIR)

1103157037-0



202144432

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Phe Arg Tyr Ala Ser Tyr
20 25 30

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly Val
35 40 45

Ala Ala Ile His Ser Asp Gly Ile Ile Arg Tyr Ala Glu Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 05

Ala Gly Ala Tyr Cys Gly Ala Asp Ala Ile Leu Thr Leu Tyr Asp Tyr
100 105 110

Ala Phe Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

<210> 129
211> 125
<212> PRT
Q213> ATLFH

<220>
<223> AS72052VH6

<400> 129
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Phe Arg Tyr Ala Ser Tyr
20 25 30

110109033 FHGR A0202 H59H, H235H(FFIHR) 1103157037-0



202144432

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly Val
35 40 45

Ala Ala Ile His Ser Asp Gly Ile Ile Arg Tyr Ala Glu Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Ser Cys Ala
85 90 05

Ala Gly Ala Tyr Cys Gly Ala Asp Ala Ile Leu Thr Leu Tyr Asp Tyr
100 105 110

Ala Phe Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

<210> 130
211> 124
<212> PRT
Q213> ATLFH

<220>
<223> AS72669VH6

<400> 130
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Arg Phe Thr Tyr Ser Ser Tyr
20 25 30

Cys Met Gly Trp Ile Arg Gln Ala Pro Gly Lys Gly Arg Glu Gly Val
35 40 45

Ala Ile Phe Tyr Thr Gly Gly Gly Arg Thr Tyr Tyr Ala Asp Ser Val
50 55 60

110109033 FHGR A0202 H60H, H235H(FFIHR) 1103157037-0



202144432

Lys Gly Arg Phe Thr
65

Leu Gln Met Asn Ser
85

Val Ala Gly Phe Tyr
100

Tyr Trp Gly Gln Gly
115

<210> 131
211> 127
<212> PRT
Q213> ATLFH

<220>
<223> AS78117VH4

<400> 131
Glu Val Gln Leu Val

1 5

Ser Leu Arg Leu Ser
20

Ser Met Ala Trp Phe
35

Ser Gly Leu Asp Ser
50

Gly Arg Phe Thr Ile
65

Ile Ser Gln Asp Asn Ser
70 75

Leu Arg Ala Glu Asp Thr
90

Cys Ser Gly Gly Tyr Trp
105

Thr Leu Val Thr Val Ser
120

Glu Ser Gly Gly Gly Leu
10

Cys Ile Val Ser Arg Tyr
25

Arg Gln Ala Pro Gly Lys
40

Val Gly Ala Thr Gly Tyr
55

Ser Arg Asp Asn Ser Lys
70 75

Lys Asn Thr Leu Tyr
80

Ala Val Tyr Tyr Cys
05

Glu Gly Asp Phe Gly
110

Ser

Val Gln Pro Gly Gly
15

Thr Tyr Ala Thr Tyr
30

Gly Leu Glu Gly Val
45

Ala Glu Ser Val Lys
60

Asn Thr Leu Tyr Leu
80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Val

85

110109033

90

FHGTE A0202

95

H61H, H235H(FIIR)

1103157037-0



202144432

Val Asp Pro Ala Ser Ala Lys Val Thr Tyr Gly Ser Trp Ser Thr Pro
100 105 110

Ser Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

<210> 132
211> 127
<212> PRT
Q213> ATLFH

<220>
<223> AS78117VH5

<400> 132
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ile Val Ser Arg Tyr Thr Tyr Ala Thr Tyr
20 25 30

Ser Met Ala Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly Val
35 40 45

Ser Gly Leu Asp Ser Val Gly Ala Thr Gly Tyr Ala Glu Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Val
85 90 05

Val Asp Pro Ala Ser Ala Lys Val Thr Tyr Gly Ser Trp Ser Thr Pro
100 105 110

Ser Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

110109033 FHGR A0202 HO2H, H235H(FFIHR) 1103157037-0



202144432

<210> 133
211> 127
<212> PRT
Q213> ATLFH

<220>
<223> AS78117VH6

<400> 133
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ile Val Ser Arg Tyr Thr Tyr Ala Thr Tyr
20 25 30

Ser Met Ala Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly Val
35 40 45

Ser Gly Leu Asp Ser Val Gly Ala Thr Gly Tyr Ala Glu Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys Val
85 90 05

Val Asp Pro Ala Ser Ala Lys Val Thr Tyr Gly Ser Trp Ser Thr Pro
100 105 110

Ser Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

<210> 134
211> 127
<212> PRT
Q213> ATLFH

<220>
<223> AS78117VH7

110109033 FHGR A0202 H63H, H235H(FFIHR)

1103157037-0



202144432

<400> 134
Glu Val Gln Leu Val

1 5

Ser Leu Arg Leu Ser
20

Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

15

Cys Ile Val Ser Arg Tyr Thr Tyr Ala Thr Tyr

25

30

Ser Met Ala Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly Val

35

Ala Gly Leu Asp Ser
50

40

45

Val Gly Ala Thr Gly Tyr Ala Glu Ser Val Lys

55

60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu Tyr Leu

65

70

80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys Val

85

Val Asp Pro Ala Ser
100

95

Ala Lys Val Thr Tyr Gly Ser Trp Ser Thr Pro

105

110

Ser Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

115

<210> 135
211> 127
<212> PRT
Q213> ATLFH

<220>
<223> AS79236VH4

<400> 135

120

125

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5

15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Thr Tyr Ser Ser Tyr

110109033

FHGTE A0202

Be4E, H235H(FIE)

1103157037-0



202144432

20

Cys Met Ala Trp Phe

35

Ala Ser Ile Asp Ala

50

Gly Arg Phe Thr Ile

65

25

Arg Gln Ala Pro Gly Lys

40

Gly Gly Arg Thr Thr Tyr

55

Ser Arg Asp Asn Ala Lys

75

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala

Val Asp Val Arg Thr
100

90

Arg Cys Gly Gly Thr Trp

105

Tyr Phe Pro Tyr Trp Gly Gln Gly Thr Leu Val

115

<210> 136
QLll> 127
<212> PRT

Q213> ATLFH

<220>

<223>  AST9236VH5

<400> 136

Glu Val Gln Leu Val

1

Ser Leu Arg Leu Ser

20

Cys Met Ala Trp Phe

35

120

Glu Ser Gly Gly Gly Leu

10

Cys Ala Val Ser Gly Tyr

25

Arg Gln Ala Pro Gly Lys

40

Ala Ser Ile Asp Ala Gly Gly Arg Thr Thr Tyr

110109033

FHGTE A0202

Gly

Val

60

Asn

Val

Asp

Thr

Val

Thr

Gly

Val

B65H, H235H(FFE)

30

Leu Glu Gly
45

Asp Ser Val

Ser Leu Tyr

Tyr Tyr Cys
05

Gly Glu Ala
110

Val Ser Ser
125

Gln Pro Gly
15

Tyr Ser Ser
30

Leu Glu Gly
45

Asp Ser Val

Val

Lys

Leu

80

Ala

Val

Gly

Tyr

Val

Lys

1103157037-0



202144432

50 55 60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys Asn Ser Leu Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 05

Val Asp Val Arg Thr Arg Cys Gly Gly Thr Trp Asp Gly Glu Ala Val
100 105 110

Tyr Phe Pro Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

<210> 137
211> 127
<212> PRT
Q213> ATLFH

<220>
<223> AS79236VH6

<400> 137

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Tyr Thr Tyr Ser Ser Tyr
20 25 30

Cys Met Ala Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly Val
35 40 45

Ala Ser Ile Asp Ala Gly Gly Arg Thr Thr Tyr Val Asp Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys Asn Ser Leu Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys Ala

110109033 FHGR A0202 HO6H, H235H(FFIHR) 1103157037-0



202144432

85

90

95

Val Asp Val Arg Thr Arg Cys Gly Gly Thr Trp Asp Gly Glu Ala Val

100

105

110

Tyr Phe Pro Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

115

<210> 138
211> 123
<212> PRT
Q213> ATLFH

<220>

<223> AS77916VH6

<400> 138

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu

1

Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr

20

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys

35

Ala Thr Ile Ala Asn Arg Gly His Ser Thr Tyr

50

Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser
70

65

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
85

Ala Thr Asp Thr Trp Ala Cys Val Gly Ile Ser
100

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

110109033

5

120

25

40

55

105

FHGTE A0202

10

90

75

125

Val Gln Pro Gly Gly
15

Thr Ser Ser Trp Asn
30

Gly Leu Glu Gly Val
45

Tyr Ala Asp Ser Val
60

Lys Asn Thr Leu Tyr
80

Ala Val Tyr Tyr Cys
05

Thr Asp Phe Glu Tyr
110

Be7H, H235H(FFE)

1103157037-0



202144432

115 120

<210> 139
211> 123
<212> PRT
Q213> ATLFH

<220>
<223> AS77916VH7

<400> 139
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr Thr Ser Ser Trp Asn
20 25 30

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly Val
35 40 45

Ala Thr Ile Ala Asn Arg Gly His Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys
85 90 05

Ala Thr Asp Thr Trp Ala Cys Val Gly Ile Ser Thr Asp Phe Glu Tyr
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 140
211> 123
<212> PRT
Q213> ATLFH

110109033 FHGR A0202 H68H, H235H(FFIHR) 1103157037-0



202144432

<220>
<223> AS77916VHR

<400> 140
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr Thr Ser Ser Trp Asn
20 25 30

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly Val
35 40 45

Ala Thr Ile Ala Asn Arg Gly His Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys Asn Thr Val Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 05

Ala Thr Asp Thr Trp Ala Cys Val Gly Ile Ser Thr Asp Phe Glu Tyr
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 141
211> 123
<212> PRT
Q213> ATLFH

<220>
<223> AS77916VH9

<400> 141

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

110109033 FHGR A0202 HOOH, H235H(FFIHR) 1103157037-0



202144432

Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr Thr Ser Ser Trp Asn
20 25 30

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Arg Glu Gly Val
35 40 45

Ala Thr Ile Ala Asn Arg Gly His Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 05

Ala Thr Asp Thr Trp Ala Cys Val Gly Ile Ser Thr Asp Phe Glu Tyr
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 142
211> 123
<212> PRT
Q213> ATLFH

<220>
<223> AST7916VHIO

<400> 142
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr Thr Ser Ser Trp Asn
20 25 30

Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Arg Glu Gly Val
35 40 45

110109033 FHGR A0202 H70H, H235H(FFIHR)

1103157037-0



202144432

Ala Thr Ile Ala Asn Arg Gly His
50 55

Lys Gly Arg Phe Thr Ile Ser Gln
65 70

Leu Gln Met Asn Ser Leu Arg Ala
35

Ala Thr Asp Thr Trp Ala Cys Val
100

Trp Gly Gln Gly Thr Leu Val Thr
115 120

<210> 143

Q211> 266

<212> PRT

Q213> ATLFH

<220>
<223> AST1529VH5-AS72052VH5

<400> 143
Glu Val Gln Leu Val Glu Ser Gly

1 5

Ser Leu Arg Leu Ser Cys Ala Val
20

Tyr Cys Met Gly Trp Phe Arg Gln
35 40

Val Ser Ala Ile Asp Ser Asn Gly
50 55

Lys Gly Arg Phe Thr Ile Ser Lys
65 70

110109033 FHGTE A0202

Ser Thr Tyr Tyr Ala Asp Ser Val
60

Asp Asn Ser Lys Asn Thr Val Tyr
75 80

Glu Asp Thr Ala Val Tyr Tyr Cys
90 05

Gly Ile Ser Thr Asp Phe Glu Tyr
105 110

Val Ser Ser

Gly Gly Leu Val Gln Pro Gly Gly
10 15

Ser Glu Tyr Arg Tyr Ser Ser Arg
25 30

Ala Pro Gly Lys Gly Leu Glu Gly
45

Ser Ala Asp Tyr Val Asp Ser Val
60

Asp Asn Ser Lys Asn Thr Leu Tyr
75 80

B71E, H235H(FFE)

1103157037-0



202144432

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr

Ala Ala Asp

Phe Arg Tyr
115

Gly Gly Ser
130

Leu Val Glu
145

Leu Ser Cys

Trp Phe Arg

His Ser Asp
195

Thr Ile Ser
210

Ser Leu Arg
225

Tyr Cys Gly

Gly Gln Gly

<210> 144

110109033

85

His Leu Ala Tyr Asp Cys
100 105

Trp Gly Gln Gly Thr Leu
120

Gly Gly Gly Gly Ser Gly
135

Ser Gly Gly Gly Val Val
150

Ala Val Ser Gly Phe Arg
165

Gln Ala Pro Gly Lys Gly
180 185

Gly Ile Ile Arg Tyr Ala
200

Lys Asp Asn Ser Lys Asn
215

Ala Glu Asp Thr Ala Val
230

Ala Asp Ala Ile Leu Thr
245

Thr Leu Val Thr Val Ser
260 265

FHGTE A0202

90

Tyr Ser

Val Thr

Gly Gly

Gln Pro
155

Tyr Ala
170

Leu Glu

Glu Ser

Thr Leu

Tyr Tyr
235

Leu Tyr
250

Ser

Ala

Gly

Val

Gly

140

Gly

Ser

Gly

Val

Tyr

220

Cys

Val Tyr

Ala Thr
110

Ser Ser
125

Ser Gln

Gly Ser

Tyr Cys

Val Ala
190

Lys Gly
205

Leu Gln

Ala Ala

Tyr Cys
05

Ser Val

Gly Gly

Val Gln

Leu Arg

160

Met Gly

175

Ala Ile

Arg Phe

Met Asn

Gly Ala
240

Asp Tyr Ala Phe Trp

B72E, H235H(FFE)

255

1103157037-0



202144432

211>
<212>
<213>

<220>
<223>

<400>
Gln Val

1

Ser Leu

Cys Met

Ala Ala
50

Gly Arg
65

Gln Met

Ala Gly

Ala Phe

Gly Ser
130

Val Glu
145

Ser Cys

1101090

266
PRT
szl

AST2052VH5-AST1529VHS

144

Gln Leu Val Glu Ser Gly Gly Gly Val

5

Arg Leu Ser Cys Ala Val Ser
20 25

Gly Trp Phe Arg Gln Ala Pro
35 40

Ile His Ser Asp Gly Ile Ile
55

Phe Thr Ile Ser Lys Asp Asn
70

Asn Ser Leu Arg Ala Glu Asp
85

Ala Tyr Cys Gly Ala Asp Ala
100 105

Trp Gly Gln Gly Thr Leu Val
115 120

Gly Gly Gly Gly Ser Gly Gly
135

Ser Gly Gly Gly Leu Val Gln
150

Ala Val Ser Glu Tyr Arg Tyr

33 FHGTE A0202

Val Gln Pro Gly Gly
15

Arg Tyr Ala Ser Tyr
30

Gly Leu Glu Gly Val
45

Ala Glu Ser Val Lys
60

Asn Thr Leu Tyr Leu
80

Val Tyr Tyr Cys Ala
05

Thr Leu Tyr Asp Tyr
110

Ser Ser Gly Gly Gly
125

Ser Glu Val Gln Leu
140

Gly Ser Leu Arg Leu
160

Arg Tyr Cys Met Gly

B73E, H235H(FFE)

1103157037-0



202144432

165 170 175

Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly Val Ser Ala Ile
180 185 190

Asp Ser Asn Gly Ser Ala Asp Tyr Val Asp Ser Val Lys Gly Arg Phe
195 200 205

Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu Tyr Leu Gln Met Asn
210 215 220

Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala Ala Asp His
225 230 235 240

Leu Ala Tyr Asp Cys Tyr Ser Gly Ala Thr Ser Val Phe Arg Tyr Trp
245 250 255

Gly Gln Gly Thr Leu Val Thr Val Ser Ser
260 265

<210> 145
211> 265
<212> PRT
Q213> ATLFY

<220>
<223> AST70950VH6-AS71529VH6

<400> 145

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe Thr Tyr Lys Asn Thr
20 25 30

Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Arg Glu Gly Val
35 40 45

Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr Val Asp Ser Val Lys

110109033 FHGR A0202 H74H, H235H(FTIR) 1103157037-0



202144432

50

Gly Arg Phe Thr Ile
65

55

Ser Gln Asp Asn
70

Ser Lys
75

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala

85

Ala Gly Ala Tyr Cys
100

Tyr Trp Gly Gln Gly
115

Ser Gly Gly Gly Gly
130

Glu Ser Gly Gly Gly
145

Cys Ala Val Ser Glu
165

Phe Arg Gln Ala Pro
180

Ser Asn Gly Ser Ala
195

Ile Ser Lys Asp Asn
210

Leu Arg Ala Glu Asp
225

Ala Tyr Asp Cys Tyr
245

110109033

Gly Arg Leu Leu
105

Thr Leu Val Thr
120

Ser Gly Gly Gly
135

Leu Val Gln Pro
150

Tyr Arg Tyr Ser

Gly Lys Gly Arg
185

Asp Tyr Val Asp
200

Ser Lys Asn Thr
215

Thr Ala Met Tyr
230

Ser Gly Ala Thr

FHGTE A0202

90

Leu Trp

Val Ser

Gly Ser

Gly Gly
155

Ser Arg
170

Glu Gly

Ser Val

Leu Tyr

Tyr Cys

235

Ser Val
250

60

Asn Thr Val Tyr Leu
80

Met Tyr Tyr Cys Ala
05

Ile Gly Asn Tyr Ala
110

Ser Gly Gly Gly Gly
125

Glu Val Gln Leu Val
140

Ser Leu Arg Leu Ser
160

Tyr Cys Met Gly Trp
175

Val Ala Ala Ile Asp
190

Lys Gly Arg Phe Thr
205

Leu Gln Met Asn Ser
220

Ala Ala Asp His Leu
240

Phe Arg Tyr Trp Gly
255

B75H, H235H(FFE)

1103157037-0



202144432

Gln Gly Thr Leu Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>

146
265
PRT

260 265

szl

<223>  AST1529VH6-AS70950VII6

<400>

Glu Val
1

Ser Leu

Tyr Cys

Val Ala

50

Lys Gly

65

Leu Gln

Ala Ala

Phe Arg

Gly Gly
130

1101090

146

Gln

Arg

Met

35

Ala

Arg

Met

Asp

Tyr

115

Ser

33

Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro
5 10

Leu Ser Cys Ala Val Ser Glu Tyr Arg Tyr Ser
20 25 30

Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Arg
40 45

Ile Asp Ser Asn Gly Ser Ala Asp Tyr Val Asp
55 60

Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr
70 75

Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr
85 90

His Leu Ala Tyr Asp Cys Tyr Ser Gly Ala Thr
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu
135 140

FH4E A0202 #76H, £235H(FTIE)

Gly Gly
15

Ser Arg

Glu Gly

Ser Val

Leu Tyr

80

Tyr Cys

95

Ser Val

Gly Gly

Val Gln

1103157037-0



202144432

Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu Arg
145 150 155 160

Leu Ser Cys Ala Ile Ser Glu Phe Thr Tyr Lys Asn Thr Cys Val Gly
165 170 175

Trp Phe Arg Gln Ala Pro Gly Lys Gly Arg Glu Gly Val Ala Ala Ile
180 185 190

Asp Ser Asp Gly Asn Thr Asn Tyr Val Asp Ser Val Lys Gly Arg Phe
195 200 205

Thr Ile Ser Gln Asp Asn Ser Lys Asn Thr Val Tyr Leu Gln Met Asn
210 215 220

Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys Ala Ala Gly Ala
225 230 235 240

Tyr Cys Gly Arg Leu Leu Leu Trp Ile Gly Asn Tyr Ala Tyr Trp Gly
245 250 255

Gln Gly Thr Leu Val Thr Val Ser Ser
260 265

<210> 147
211> 263
<212> PRT
Q213> ATLFY

<220>
<223>  AS70950VH6-AS70950VH6

<400> 147
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe Thr Tyr Lys Asn Thr
20 25 30

110109033 FHGR A0202 W77H, H235H(FFIR) 1103157037-0



202144432

Cys Val Gly Trp Phe

35

Ala Ala Ile Asp Ser

50

Gly Arg Phe Thr Ile

65

Gln Met Asn Ser Leu

85

Ala Gly Ala Tyr Cys

100

Tyr Trp Gly Gln Gly

115

Ser Gly Gly Gly Gly

130

Glu Ser Gly Gly Gly

145

Cys Ala Ile Ser Glu

165

Arg Gln Ala Pro Gly

180

Asp Gly Asn Thr Asn

195

Ser Gln Asp Asn Ser

210

Arg Ala Glu Asp Thr

110109033

Arg Gln Ala Pro
40

Asp Gly Asn Thr
55

Ser Gln Asp Asn
70

Arg Ala Glu Asp

Gly Arg Leu Leu
105

Thr Leu Val Thr
120

Ser Gly Gly Gly
135

Leu Val Gln Pro
150

Phe Thr Tyr Lys

Lys Gly Arg Glu
185

Tyr Val Asp Ser
200

Lys Asn Thr Val
215

Ala Met Tyr Tyr

FHGTE A0202

Gly Lys

Asn Tyr

Ser Lys
75

Thr Ala
90

Leu Trp

Val Ser

Gly Ser

Gly Gly

155

Asn Thr

170

Gly Val

Val Lys

Tyr Leu

Cys Ala

Gly Arg Glu Gly
45

Val Asp Ser Val
60

Asn Thr Val Tyr

Met Tyr Tyr Cys
05

Ile Gly Asn Tyr
110

Ser Gly Gly Gly
125

Glu Val Gln Leu
140

Ser Leu Arg Leu

Cys Val Gly Trp
175

Ala Ala Ile Asp
190

Gly Arg Phe Thr
205

Gln Met Asn Ser
220

Ala Gly Ala Tyr

B78E, H235H(FFIE)

Val

Lys

Leu

80

Ala

Ala

Gly

Val

Ser

160

Phe

Ser

Ile

Leu

Cys

1103157037-0



225

202144432

230

235

240

Gly Arg Leu Leu Leu Trp Ile Gly Asn Tyr Ala Tyr Trp Gly Gln Gly

245

Thr Leu Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

148
378
DNA

<220>

<223>

<400> 148
cagglgegee

agctgcgect

cctggcaaga

geegactcetg

ctgcagatga

acatatccag

caggtgacag

<210>

211>
<212>

149
375
DNA

260

szl

AS70549

tggtggagag

acteeeggta

agagggagag

tfgaagggcag

acagcectgga

gegtgtgcce

tgtctage

cggaggagec

tacaggcaga

ggtggcatce

gtttaccate

ccecegaggat

agacaacgea

250

tcegtgcagg

agctcctgta

atctactetg

acacaggata

accgecatgt

gcatggtacg

caggaggctce

fggcctgett

acgatggcgt

gcgeecagaa

actattgcge

attattgggg

255

tctgaccctg

ceggagacee

gaccgtgtat

cacactgtac

cacacgcacce

ceagggcace

60

120

180

240

300

360

378

Q213> ATLFY
<220>
<223> AS70771

<400> 149

caggtgcage tggtggagtc tggaggagge agegtgcagg caggaggcetc cctgaggctg 60

tettgegeag caageggata caccggcaag atggectggt tcaggcagge accaggeaag 120

gagagggagy gagtggccge catcgacgat gecggeggca caaactacat cgacagegty 180

110109033 FHGR A0202 H79H, H235H(FFIR) 1103157037-0



202144432

aagggccggt ttaccatcte caaggataac gecgagaata cactgtatct gagaatgaac 240
agectgaage ccgaggacac cgecatetac tattgtgecg ccgatacatt cagatggttt 300
atgcggagat ccggeectat caacggetct gactacgect attggggeca gggcacccag 360
gtgacagtga getec 375
<210> 150

21> 372

<212> DNA

Q213> AL

<220>

<223> AS70950

<400> 150

caggtgcage tggtggagtc tggaggagge tctgcccaga geggaggcetc cctgegecty 60
tettgegeca tcagegagtt cacctacaag aacacatgeg tgggatggtt taggeaggca 120
ccaggcaagg agagagaggy agtggcagea atcgacageyg atggaaacac caattacgtg 180
gactcegtga agggcaggtt caccatctet cagggeaacg ccaagaatac agtgtatcetg 240
cagatgaact ccctgaagee tgaggataca gecatgtact attgegecage aggageatat 300
tgtggecgee tgcotgetgty gatcggcaat tacgectatt ggggecaggg cacccaggty 360
acagtgagcet cc 372
<210> 151

<21l> 375

<212> DNA

Q213> AL

<220>

<223> AS71402

<400> 151

cagatgcage tggtggagtic cggaggagge tctgtgcagg caggaggeag cctgegectg 60
tectgegtegy tgtetggeta cacctataac aggaatatgg cctggttcag geaggcacca 120
ggcaaggaga gggagegagt ggcageaatg tacacaggea geggeaccac agactatgece 180
gattcegtga agggcaggtt taccatctct cacgacaacg ccaagaatac actgtacctg 240

110109033 FHGR A0202 H8OH, H235H(FFIH) 1103157037-0



202144432

cagatgaaca gcctgaagec cgaggacace gecacatact attgtgcage agataccgea 300
aggagaggag gctcettggag cggaccttte aagtacgatt attggggeca gggcacccag 360
gtgacagtga getec 375
<210> 152
<211> 378
<212> DNA
Q213> AL
<220>
<223> AS71529
<400> 152
gaggtgcage tggtggagag cggaggagec tecgtgcagg caggaggctc tctgaggcetg 60
agctgcgtgg tgtcegagta coggtatage tccagatact gtatggegctg gttcaggcag 120
gcaccaggca aggagagygga gggagtggca geaatcgact ccaacggctc tgecgactac 180
gtggattecg tgaagggecyg gtttaccatc tctaaggaca acgecaagaa tacactgtat 240
ctgcagatca attccgtgag acctgaggat accgecatgt actattgege cgeegaccac 300
ctggectacg attgttatte tggcgecaca agegtgttceca gatattgggg ccagggceace 360
caggtgacag tgtctage 378
<210> 153
<211> 378
<212> DNA
Q213> AL
<220>
<223> AS71661
<400> 153
caggtgcage tggtggagag cggaggagega ctggtgcagg caggaggctc cctgegectg 60
tectgetete caageggeac cacattcgec cactacaaca tggtggectyg gtttaggeag 120
gcaccaggca aggacaggga gggegtgtee tgtatcteta agtacggecgg caccacatac 180
tatgcegact ctgtgaaggg ceggttcacce atctatagag ataacgecaa gaatacactg 240
tttctgcaga tgaacagecet gaageccgag gataccgeea tgtactattg cgecategge 300
110109033 FHEYE A0202 HE81H, H235H(FFFE) 1103157037-0



202144432

glgctgecta getecacage aatctgtgea ggagcageaa attattgggg acagggaace

caggtgacag

210> 154
211> 375
<212> DNA

tgtctage

Q213> ATLFH

<220>

<223> AST2021

<400> 154
gaggtgeage

tcetgegtgg

ccaggcaagg

tcegtgaagg

atgaacagee

tgctactata

glgacagtgt

<210> 155

211> 375
<212> DNA

tggccgagtce

tgtctagaaa

agagggages

geeggtttac

tfgaagccecga

cagaccctat

ctage

Q213> ATLFH

<220>

<223> AST2052

<400> 155
cagglgegee

tcttgegecg

ccaggcaagg

gagtccgtga

cagctgaaca

tgtggagcag

110109033

tggtggagtc

tgagcggcett

agagagaggyg agtggcagea

agggccgett

gceetgaagee

acgeecatect gaccctgtac

cggaggagec

cacctacage

agtggccgcec

catctctaag

ggataccgce

gtaccagtat

tggaggagygc

caggtacgcec

caccatctct

tfgaggataat

tctgtgcagg caggaggcag

tcetattgta

atcgacaatg

fgtectgett

tfgaagacaag

gacaacgeca agaatacact

atgtactatt gegecgeecea

gagtacaatt

agegtgeagg

tcttattgta

atccacageg

aaggacaacg

gcecatgtact

gattatgect

FHGTE A0202

attggggcca

caggaggctce

tgggatggtt

acggaatcat

ccaagaatac

cctgegeage

tttgggecca

cctgeggcetg

caggeaggea

ctacgecgat

gtatctgcag

Cctggagcetg

gggecaceeag

cctgeggcetg

taggcaggca

cagatacgec

actgtatctg

aggagcatat

gggecaceeag

H82H, H235H(FIIR)

360

378

60

120

180

240

300

360

375

60

120

180

240

300

360

1103157037-0



glgacagtga

<210> 156
211> 369
<212> DNA

202144432

gctee

Q213> ATLFH

<220>

<223> AST2383

<400> 156
caggtgcgegc

agctgcaccg

ccaggcaagg

geegactcetg

ctgcagatga

atcaccaaga

glgagctce

<210> 157

211> 369
<212> DNA

tggtggagtc

catceggact

gaagggaggy

tfgaagggccg

acagectgaa

caggctgtag

Q213> ATLFH

<220>

<223> AST2479

<400> 157
caggtgaage

agctgcgecg

cceggeatgg

gactctgtga

cagatgaata

fggagcggat

glgtctage

110109033

cggaggagead

gacattcgac

cgtgagcetet

gttcaccate

gccetgaggac

ctacgagtat

tggtggagay cggaggagyc

cctecgagac

agagggagtt

agggccgett

gceetgaagee

accacgcacg gagatgtgag

cacagactgt

cgtgagetcee

taccatctce

cgaggactcc

Ctggtgcagg

gattctggaa

atcacctgga

fctagagata

accgecatgt

gattactccg

caggaggctce

tgggatggtt

acggecggtce

acagcaagaa

actattgcge

gccagggeac

tcegtgcagg caggaggctce

agatacgtgt ggaggtggta

atcacctecg geggetetac

caggataacg ccaagtctac

ggcatgtact

attgcgagtce

gltgtatcggg gccagggcat

FHGTE A0202

tcagaggctg

taggcaggca

cacatactat

tacactgtat

cgeegeettt

ccaggtgaca

tctgcgecty

tcgcgaggac

atggtacgcee

actgtatctg

tgatcctgga

ccaggtgacce

H83H, H235H(FIIR)

375

60

120

180

240

300

360

369

60

120

180

240

300

360

369

1103157037-0



<210> 158
211> 378
<212> DNA

202144432

Q213> ATLFH

<220>

<223> AST2499

<400> 158
cagglgagge

tcetgegtgg

ccaggcaagg

gactccgtga

cagatgaaca

ggaggaaatt

Ctggtgacag

<210> 159

211> 375
<212> DNA

tggtggagtc

tgtctagatt

agagggages

agggcagatt

gceetgaagee

glggagtggt

tgtctage

Q213> ATLFH

<220>

<223> AST2531

<400> 159
caggtgcage

teetgeaceg

gcaccaggea

tatgccgaca

tacctgcaga

gltgctgagct

glgacagtgt

<210> 160

110109033

tggtggagtc

catctggact

aggacaggga

gegtgaaggy

tgaacagecet

ccacagcaag

ctage

cggaggagec

cacctacage

agtggccgec

caccatctct

cgaggacace

ggcaagaatg

tggaggagga

gacattcgee

gggegtgtee

ceggttcace

gaageecgag

gggacctgga

fctgtgcagg

tcetattgta

atcgagaagg

aaggataacg

gcecatgtact

geetactggg

Clggtgeagg

cactacaaca

tgtatctecta

atcgatagaa

gataccgeca

gcagcaaatt

FHGTE A0202

caggaggeag

tgggetggtt

acgatageac

ccaagaatac

attgcgcecge

attattgggg

caggaggeag

tggtggecty

agtatggegy

acaatgccaa

tfgtactattg

attggggaca

cctgeggcetg

taggcaggca

atactatgec

actgtacctg

cagaatcece

caagggcace

cctgaggctyg

gittaggcag

caccatctac

gaacacactg

cgcecategge

gggecaceeag

B84E, H235H(FFIE)

60

120

180

240

300

360

378

60

120

180

240

300

360

375

1103157037-0



L211> 372
<212> DNA

202144432

Q213> ATLFH

<220>

<223> AS72669

<400> 160
gaggtgcage

tcetgegeceg

ccaggcaagg

geegacageg

ctgcagatga

tactgtagcg

acagtgtcta

<210> 161

211> 390
<212> DNA

tggtggagtc

ccteteggtt

agagagagyes

tfgaagggccg

acagectgaa

gceggctattg

gc

Q213> ATLFH

<220>

<223> AST2794

<400> 161
caggtgcage

tcetgeacag

ccaggcaagg

ggcgatageg

ctgcagatga

ftcagagatt

ggeceaggecd

<210> 162
211> 387
<212> DNA

110109033

tggtggagag

cctetggett

agagggages

tfgaagggcag

gcteectgaa

actgtagcga

cacaggtgac

cggaggagec

cacctacage

agtggcaatc

ctttaccatc

gccetgaggac

ggagggegat

cggaggagead

cacctttgac

cgtgtectgt

gtttacaatce

gcctgaggat

ctectggtcet

cgtgtctage

tctgtgcagg caggaggcag

tcetattgta

tgggctggat

ttctacaccg gaggaggcag

tcecaggata

acaggeatct

ccgecaagaa

actattgcgt

tttggetact ggggccaggg

Clggtgeagg

gattatgcaa

atctecgect

tcecgegaca

accgecatgt

cacctgtaca

FHGTE A0202

caggaggeag

fgtettggtt

ctggeaccac

acgeeaagac

actattgcge

attatgagta

Ccctgaagctg

cagacaggea

gacatactat

cacactgtat

ggceggette

cacccaggtg

cctgeggcetg

caggeaggea

aacctactat

aaccctgate

cgeegacegg

catgcactgg

B85H, H235H(FFIE)

60

120

180

240

300

360

372

60

120

180

240

300

360

390

1103157037-0



202144432

Q213> ATLFH

<220>

<223> AST2805

<400> 162
caggtgcage

tcetgegtgg

ccaggaaacg

gattctgtga

cagatgaacg

agctcecggag

cagggcacce

<210> 163

211> 381
<212> DNA

tggtggagtc

catctaggct

agagggages

agggcaggtt

gceetgaaget

gatattgtaa

aggtgacagt

Q213> ATLFH

<220>

<223> AS72806

<400> 163
caggtgcage

tcttgcgeag

ccaggcaagg

geegactecg

ctgcagatga

ctgtgctacg

acccaggtega

<210> 164

211> 378
<212> DNA

tggtggagtc

caagcggata

agagagagyes

tfgaagggccg

acaatctgga

ccacaggeat

cagtgagcetce

Q213> ATLFH

110109033

cggaggegac

gagagtgtce

agtggccacce

taccatcage

ggacgataca

tatcgecage

gtctage

tggaggagygc

cacctatatg

agtggcaacc

ctttaccatc

gceegaggac

cctgaggtcc

C

fctgtgcagg

aacaattgta

Ctgggctctg

aaggacaacg

geectgtact

gtgtaccact

agcgtgcagg

ceeccttgta

atctatggaa

tfctcaggata

accgecatgt

gcctacgact

FHGTE A0202

caggaggeag

tgggetggtt

acggeeggac

tggccaatac

attgcgcage

cctattttee

caggaggctce

tgggatggtt

ggggaggcag

acgccaagaa

actattgcge

attcttactg

cetgaccetg

caggeaggea

aatctatgec

actgtacctg

agcagatttc

ttactgggec

cctgaggctyg

caggeaggea

cacatactat

tacactgtat

cgcegataac

gggecaggec

H86H, H235H(FIIR)

60

120

180

240

300

360

387

60

120

180

240

300

360

381

1103157037-0



<220>

202144432

<223> AST2835

<400> 164
caggtgcacce

tcttgegecg

accceaggea

cacgactecg

Cctgcagatgg

ggatattctg

caggtgacag

<210> 165

211> 363
<212> DNA

tgatggagtc

tgageggegy

aggagaggyad

tfgaagggccg

acagectgaa

atgcagcatg

tgagctce

Q213> ATLFH

<220>

<223> AS77906

<400> 165
caggtgeggce

tcttgegeac

ccaggcaagg

gactccgtga

cagatgaata

tactatacac

tce

<210> 166

211> 369
<212> DNA

tggtggagtc

geageggagt

agagggagtt

agggccgett

gceetgaagee

tgtcctgtee

Q213> ATLFH

<220>

<223> AS77916

110109033

tggaggagygc

ctacacctct

ggtgctggca

gtttaccate

geecgaggat

cgtgagegty

tggaggagygc

ggtgaagtgt

cgtggccectyg

cacaatctct

cgaggacace

taaggatttt

agcgtgcagg

agaaccgtgt

gcaatctata

tctagagacg

acagecatgt

ccteaggeaa

agcgtgcagg

gacgtggaga

atcgaggcag

caggataacg

gccaagtact

tggggcagag

FHGTE A0202

caggaggctce

gcatggecty

ggageggeac

gcgataagaa

actattgcge

atagatggge

caggagagtc

tgeggtygta

gaggacacac

ccaagatgct

attgcgtgge

gcacccaggt

cctgeggcetg

gttcaggcag

cacatactat

cacagtgtac

agcatcceca

ceagggcace

cctgaggctyg

cagacagtct

cgagtacgcea

gttttatety

cgeeeccegg

gacagtgage

B87HE, H235H(FFIE)

60

120

180

240

300

360

378

60

120

180

240

300

360

363

1103157037-0



<400> 166
caggtgcacce

teetgegecea

Ccctggcaagg

geegactecg

ctgcagatga

tggecctgcg

glgtctage

<210> 167

L211> 372
<212> DNA

202144432

tgatggagtc

cctetggeta

agagagagyes

tfgaagggccg

acagectgaa

tgggcatctce

Q213> ATLFH

<220>

<223> AST1932

<400> 167
caggtgcage

tcttgegecg

ccaggcaagg

geegacageg

ctgcagatga

ggagtgggac

acagtgagct

<210> 168

211> 375
<212> DNA

tgaaggagtc

tfgagcggcta

agegegages

tfgaagggcag

acagectgaa

acccactggg

cC

Q213> ATLFH

<220>

<223> AST1934

<400> 168

110109033

cggaggagec

cacaagctee

agtggccacce

ctttaccatc

gceegaggac

cacagatttce

tggaggagygc

Ctggtattct

agtggcagec

gtttaccate

gceegaggac

ccctagegag

fctgtgcagg

tfggaactgta

atcgecaata

tctcagggca

accgecatgt

gagtattggg

agegtgeagg

glggectgga

glgctgaacg

tcecaggata

acagecatgt

tacaattatt

FHGTE A0202

caggaggeag

tgggatggtt

ggggecacay

acgccaagaa

actattgcge

gccagggeac

caggaggctce

fggectoett

gaggaggecy

actctaagaa

actattgtgce

gggeccages

cctgeggcetg

caggeagecea

cacatactat

tacagtgtac

caccgataca

ccaggtgaca

cctgeggcetg

caggeagace

gagatactat

tacactgtac

agcaggaaac

cacccaggtg

H8BH, H235H(FIIR)

60

120

180

240

300

360

369

60

120

180

240

300

360

372

1103157037-0



gaggtgcage

tcetgegeag

ccaggcaagg

geegacageg

ctgcagatga

agcaacacad

glgacagtgt

<210> 169

211> 360
<212> DNA

202144432

tggtggagtc

catctggata

agagggages

tfgaagggcag

actctetgaa

atgattactg

ctage

Q213> ATLFH

<220>

<223> ASTI978

<400> 169
caggtgeggce

agctgcgecg

ccaggcaagg

agcgtgaagg

atgaacagee

tacacctcca

<210> 170

211> 396
<212> DNA

tggtggagag

ccteeggege

agagagagtt

gcaggtttac

tgtcteecga

ggtgtgaccg

Q213> ATLFH

<220>

<223> AS77986

<400> 170

cggaggagec

cacctatage

agtggccgec

gtttaccate

gccagaggac

tttetatece

cggaggagec

cacctettygt

cgtgagetcee

catcteccag

ggacaccgee

cacatatctg

fctgtgcagg

tcctacteca

ttettttact

tcecaggata

accgecatgt

acctacacat

caggaggeag

fcgcatggtt

ctggeggcecee

acgccaagaa

actattgcge

attggggcca

tcegtgcagg caggaggctce

cggtggagaa tgtcttggta

atcgecaacyg gegecacaga

gacaacgece geaatacaat

atgtactatt gcgcecgecga

ggccagggca cccaggtgac

cctgaggctyg

caggeaggea

tacatgttat

tacactgtat

cgcceggaga

gggecaceeag

tctgcgecty

caggeaggea

gtacgccgat

gtatctgcag

tcctagagtg

agtgtctage

caggtgcage tggtggagag cggaggaggce tccgtgecagg caggaggcetc tetgegectg

agctgcgeag catccgecte tggatacacce tatagetcecg acageatgge atggttcagg

110109033

FHGTE A0202

H8OH, H235H(FIIR)

60

120

180

240

300

360

375

60

120

180

240

300

360

60

120

1103157037-0



caggeaccag

tactatgccg

gtgtacctgce

gatggccectt

tggtggggac

<210>

211>

<212>
<213>

171
381
DNA

<220>

<223>

<400> 171
caggtgaage

tcttgcatceg

ccaggcaagg

gagtctgtga

cagatgaact

tcegcecaagg

acccaggtega

<210>

211>

<212>
<213>

172
375
DNA

<220>

<223>

<400> 172
caggtgaage

tcttgegecg

ccaggeaagy agagggages

110109033

202144432

geaaggagag

acagcgtgaa

acatgaacag

ccatgacage

agggaaccca

szl

AST8117

tggtggagtc

tfgcggagata

agegegages

agggcaggtt

cectgaagee

tfgacctatgg

cagtgagcetce

szl

AS78215

tggtggagag

ccageegeta

agagggagty

gggccgettt

cctgaagece

catccaggee

ggtgacagtg

cggaggagec

cacctatgee

agtggeagga

tacaatcage

cgaggacace

ctcttggage

(@)

cggaggagec

caccttcage

gcaggaatct ccaccggagg caggtctaca

acaatctece aggataacge caagaccaca

gaggacaccg ccatgtacta ttgtgccgee

Ctgggcgacc tgtatccagt ggatttcgea

tctage

fctgtgcagg caggaggcge cctgeggetg

caggcagtcce

acatacagca tggcectggtt

Ctggacagcg tgggagcecac cggcetacgec

aaggataacg ccaagaatat cctgtatetg

gceecatgtact attgegtggt ggaccccgea

acaccctett acgectattg gggccagggce

fcegtgcagg caggagecge cctgaggetg

fccaactgta tgggatggtt taggcaggca

agltggcaacc atcgeateeg cetetggeta cacagactat

FHGTE A0202

HO0H, H235H(FIIR)

180

240

300

360

396

60

120

180

240

300

360

381

60

120

180

1103157037-0



202144432

cacgattccg tgaagggccg gttcgecate tctagagaca acgecaagaa tacagtgtat

Cctgcagatga acagcctgaa geccgaggat accgcaacat actattgege agcaagggca

ggaccttgtt ggtectggee ccaggecgac ctgtacaatt attggggcca gggeaccceag

glgacagtgt

<210>
<211>
<212>
<213>

173
357
DNA

<220>

<223>

<400> 173
caggtgcacce

agctgcgeag

daggagaggs

glgaaggegca

ctgaagcctg

Ctggaggtet

<210>

211>

<212>
<213>

174
378
DNA

<220>

<223>

<400> 174
caggtgcage

tcetgegeag

ccaggcaagg

gacagcgtga

cagatgaata

110109033

ctage

szl

AS78810

tggtggagag

catccggata

agggcatcge

ggtttaccat

aggacacege

acgattatgc

szl

AS79101

tggtggagtc

catctggcega

agagggagyead

agggcagatt

gceetgaagee

cggaggagec

tacctactat

cgecatcage

ctecegegat

catgtattce

ctactgggec

cggaggagec

cacctactct

ggtggeagea

cacaatctcc

cgaggacace

tcegtgcagg

gacatggect

teetetaget

tctaacacac

tgtgcagcag

cagggcacce

fctgtgcagg

aactattgta

atcgactctg

aaggataacg

gcecatgtatt

FHGTE A0202

caggaggctce

gegttcaggct

ccacatacta

tgtacctgcea

gccggtacgt

aggtgacagt

caggaggeag

tgggetggtt

atggcageceg

ccaagaagat

tttgcgecac

tctgaggctg

ggcaccagge

tgccgacage

gatgaacage

gggaagaaag

gtctage

cctgaggctyg

caggeaggea

gagataccce

cctgtacctg

agatcctaag

HO1H, H235H(FIIR)

240

300

360

375

60

120

180

240

300

357

60

120

180

240

300

1103157037-0



202144432

glggcctgtyg caagggtget ggagtacgga ggaggatggt atagatgggg acagggcace

caggtgacag

<210>
<211>
<212>
<213>

175
381
DNA

<220>

<223>

<400> 175
caggtgaage

tcetgegeceg

ccaggagags

gattccgtga

cagatgaaca

accagatgtg

acccaggtega

<210>

211>

<212>
<213>

176
369
DNA

<220>

<223>

<400> 176
caggtgcacce

agctgcgeag

ccaggcaagg

gattctgtga

cagatgaata

ggaggcgcce

110109033

tgagctce

szl

AS79236

tggtggagtc

tgtctggcta

agagggages

agggcaggtt

gceetgaagee

gcggcacatg

cagtgtctag

szl

AS79274

tggtggagag

catccaagta

agagggaggt

agggcaggtt

gceetgaagee

tgaggtgtce

cggaggagec

cacctatage

agtggccage

taccatcage

cgaggacaca

ggatggegag

(@)

cggaggagec

cgeettetgt

ggtgagetce

caccatctct

cgaggatacc

tagatttgcc

FHGTE A0202

tctgtgcagg caggaggcag

tcctactgta tggecatggtt

atcgacgcag gaggaaggac

aaggacaacg ccaagacatce

gccecatgtact attgcegecegt

gceegtgtact tececttattg

tcegtgcagg caggaggctce

acctatgaca tgtcctggtt

atcgactctc ggggcaacac

caggaccacg ccaagaacac

gccatgtata catgcegeage

atgtattggg gccagggcac

cctgeggcetg

caggeaggea

cacatacgtg

cctgtatctg

ggatgtgegy

gggecaggec

tctgaggctg

taggcaggca

aaattactcc

actgtacctg

acagatcgtg

ccaggtgaca

H92H, H235H(FIIR)

360

378

60

120

180

240

300

360

381

60

120

180

240

300

360

1103157037-0



glgtctage

<210>
<211>
<212>
<213>

177
396
DNA

<220>

<223>

<400> 177
caggtgcgegc

tcetgegaga

ageggeaagy

gatagcgtga

cagatgaaca

ctgatctggt

tattgggece

<210>
<211>
<212>
<213>

178
375
DNA

<220>

<223>

<400> 178
gaggtgcage

agctgcgeag

ccaggcaagg

geegacageg

Ctggagatga

tgtggataca

glgacagtgt

110109033

202144432

szl

AS79285

tggtggagtc

catctaggta

aggtggaggy

agggcaggtt

gcctgaagag

actataagee

agggecacaca

szl

AS79317

tggcagagag

catccggata

agagggages

tfgaagggccg

actctetgaa

ggggagtgge

cetet

cggaggagec

caccgtgtcet

agtggccectyg

cacaatctcc

cgaggatacc

atgtcctgea

ggtgaccgty

cggaggagec

cagetectet

agtggccatce

gtttaccate

gceecgacgat

agatgtgcct

fctgtgcagg

aactattgta

atctecacag

aaggacaacg

gcecatgtact

caggaggeag

tgggetggtt

acggeacceac

ccaagaatac

tttgcgeegg

cagagggagt gggcactgea

agetec

tcegtgcage

agcgtgtgca

atctacgtga

tccagagaca

accgeectygt

gagttcacat

FHGTE A0202

caggaggctce

tgggatggtt

ccctgggcte

acgccaagaa

actattgcge

ataggggcca

cctggcecectyg

caggcaggly

aacctacgec

cctgtatctg

cgtgtatgge

gagatacggc

tctgaggctg

caggeaggea

tatcgeetat

tacactggat

agcaggagga

gggecaceeag

H93H, H235H(FIIR)

369

60

120

180

240

300

360

396

60

120

180

240

300

360

375

1103157037-0



202144432

<210> 179
211> 19
<212> PRT
Q213> ATLFY

<220>
<223> /BRI gERFHEH AR

<400> 179

Met Gly Trp Ser Trp Ile Leu Leu Phe Leu Leu Ser Val Thr Ala Gly
1 5 10 15

Val His Ser

<210> 180
L21l> 6

<212> PRT
Q213> ATLFY

<220>
<223> O6XHistE%g

<400> 180
His His His His His His

1 5

<210> 181
21> 15
<212> PRT
Q213> ATLFY

<220>
223> HkNe- MR T

<400> 181
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser

1 5 10 15

<210> 182
211> 21
<212> PRT

110109033 FHGR A0202 HO4H, H235H(FFIHR) 1103157037-0



202144432

Q213> ATLFH

<220>
<223> (DS a FHERK

<400> 182
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro
20

<210> 183
211> 45
<212> PRT
Q213> ATLFY

<220>
<223> (D8 ¢ gacd

<400> 183
Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala

1 5 10 15

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
20 25 30

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp
35 40 45

<210> 184
QLll> 24
<212> PRT
Q213> ATLFY

<220>
<223> (D8« PEREIE

<400> 184

Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu
1 5 10 15

110109033 FHGR A0202 HISH, H235H(FFIHR) 1103157037-0



202144432

Ser Leu Val Ile Thr Leu Tyr Cys
20

<210> 185
Q211> 42
<212> PRT
Q213> ATLFY

<220>
<223> 4- BB,

<400> 185
Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln Pro Phe Met

1 5 10 15

Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser Cys Arg Phe
20 25 30

Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
35 40

<210> 186
211> 41

<212> PRT
Q213> ATLFY

<220>
<223> (D28 A,

<400> 186

Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr
1 5 10 15

Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr Ala Pro
20 25 30

Pro Arg Asp Phe Ala Ala Tyr Arg Ser
35 40

<210> 187

110109033 FHGR A0202 HI6H, H235H(FFIHR) 1103157037-0



202144432

<211> 112
<212> PRT
Q213> ATLFH

<220>
<223> (D3¢ Mupyis;

<400> 187
Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly

1 5 10 15

Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
20 25 30

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
35 40 45

Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys
50 55 60

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg
65 70 75 80

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala
85 90 05

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
100 105 110

<210> 188
L1l> 22
<212> PRT
Q213> ATLFY

<220>
<223> P2ATH:

<400> 188

Gly Ser Gly Ala Thr Asn Phe Ser Leu Leu Lys Gln Ala Gly Asp Val
1 5 10 15

110109033 FHGR A0202 HI7TH, H235H(FFIR) 1103157037-0



202144432

Glu Glu Asn Pro Gly Pro
20

<210> 189
<211> 370
<212> PRT
Q213> ATLFH

<220>
<223> CAS70549-BBz

<400> 139
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Gln Val Arg Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Thr Leu Ser Cys Ala Tyr Ser Arg Tyr
35 40 45

Thr Gly Arg Ser Ser Cys Met Ala Trp Phe Arg Arg Pro Pro Gly Lys
50 55 60

Lys Arg Glu Arg Val Ala Ser Ile Tyr Ser Asp Asp Gly Val Thr Val
65 70 75 80

Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Thr Gln Asp Ser Ala
85 90 05

Gln Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Asp Pro Glu Asp Thr
100 105 110

Ala Met Tyr Tyr Cys Ala Thr Arg Thr Thr Tyr Pro Gly Val Cys Pro
115 120 125

Asp Asn Ala Ala Trp Tyr Asp Tyr Trp Gly Gln Gly Thr Gln Val Thr
130 135 140

110109033 FHGR A0202 HI8H, H235H(FFIH) 1103157037-0



Val Ser Ser
145

Thr Ile Ala

Ala Ala Gly

Ile Tyr Ile
195

Ser Leu Val
210

Tyr Ile Phe
225

202144432

Thr Thr

Ser Gln
165

Gly Ala

180

Trp Ala

Ile Thr

Lys Gln

Thr Pro Ala
150

Pro Leu Ser

Val His Thr

Pro Leu Ala
200

Leu Tyr Cys
215

Pro Phe Met
230

Pro Arg Pro
155

Leu Arg Pro
170

Arg Gly Leu
185

Gly Thr Cys

Lys Arg Gly

Arg Pro Val
235

Pro Thr Pro Ala

Glu Ala Cys Arg

Asp Phe Ala Cys

190

Gly Val Leu Leu

205

Arg Lys Lys Leu

220

Gln Thr Thr Gln

Pro

160

Pro

Asp

Leu

Leu

Glu
240

Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys
245 250 255

Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys
260 265 270

Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu
275 280 285

Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly
290 295 300

Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu
305 310 315 320

GlIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly
325 330 335

Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser

110109033 FHGR A0202 HI9H, H235H(FFIHR) 1103157037-0



202144432

340

345

350

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro

355

Pro Arg
370

<210> 190
<211> 369
<212> PRT
Q213> ATLFY

<220>
<223> CAS70771-BBz

<400> 190

Met Ala Leu Pro Val
1 5

360

365

Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

15

His Ala Ala Arg Pro Gln Val Gln Leu Val Glu Ser Gly Gly Gly Ser

20

25

30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr

35

40

45

Thr Gly Lys Met Ala Trp Phe Arg Gln Ala Pro Gly Lys Glu Arg Glu

50

Gly Val Ala Ala Ile
65

Val Lys Gly Arg Phe
85

55

60

Asp Asp Ala Gly Gly Thr Asn Tyr Ile Asp Ser

70

80

Thr Ile Ser Lys Asp Asn Ala Glu Asn Thr Leu

95

Tyr Leu Arg Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Ile Tyr Tyr

100

Cys Ala Ala Asp Thr

110109033

105

110

Phe Arg Trp Phe Met Arg Arg Ser Gly Pro Ile

FHGTE A0202

#100H, #H235H(FFIR)

1103157037-0



202144432

Asn Gly
130

Ser Ser
145

Ile Ala

Ala Gly

Tyr Ile

Leu Val
210

Ile Phe
225

Asp Gly

Leu Arg

Gly Gln

Tyr Asp

290

Lys Pro
305

115

Ser

Thr

Ser

Gly

Trp

195

Ile

Lys

Cys

Val

Asn

275

Val

Arg

110109033

Asp Tyr

Thr Thr

Gln Pro
165

Ala Val
180

Ala Pro

Thr Leu

Gln Pro

Ser Cys

245

Lys Phe

260

Gln Leu

Leu Asp

Arg Lys

Ala

Pro

150

Leu

Leu

Tyr

Phe

230

Arg

Ser

Tyr

Lys

Asn
310

FHGTE A0202

120

Tyr Trp Gly Gln Gly Thr
135 140

Ala Pro Arg Pro Pro Thr
155

Ser Leu Arg Pro Glu Ala
170

Thr Arg Gly Leu Asp Phe
185

Ala Gly Thr Cys Gly Val
200

Cys Lys Arg Gly Arg Lys
215 220

Met Arg Pro Val Gln Thr
235

Phe Pro Glu Glu Glu Glu
250

Arg Ser Ala Asp Ala Pro
265

Asn Glu Leu Asn Leu Gly
280

Arg Arg Gly Arg Asp Pro
295 300

Pro Gln Glu Gly Leu Tyr
315

125

Gln Val Thr

Pro Ala Pro

Cys Arg Pro
175

Ala Cys Asp
190

Leu Leu Leu
205

Lys Leu Leu

Thr Gln Glu

Gly Gly Cys
255

Ala Tyr Lys
270

Arg Arg Glu
285

Glu Met Gly

Asn Glu Leu

Val

Thr

160

Ala

Ile

Ser

Tyr

Glu

240

Glu

Gln

Glu

Gly

Gln
320

F101H, #H235H(FFIR)

1103157037-0



202144432

Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu
325 330 335

Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr
340 345 350

Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro
355 360 365

Arg

<210> 191
<211> 368
<212> PRT
Q213> ATLFY

<220>
<223> [CAS70950-BBz

<400> 191
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Ala Gln Ser Gly Gly Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe
35 40 45

Thr Tyr Lys Asn Thr Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Glu Arg Glu Gly Val Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Gly Asn Ala Lys
85 90 05

110109033 FHGR A0202 ®102H, #H235H(FFIER) 1103157037-0



202144432

Asn Thr Val Tyr Leu Gln Met Asn Ser

Met Tyr

Ile Gly
130

Ser Thr

145

Ala Ser

Gly Gly

Ile Trp

Val Tle

210

Phe Lys

225

Gly Cys

Arg Val

Gln Asn

Asp Val

Tyr

115

Asn

Thr

Gln

Ala

Ala

195

Thr

Gln

Ser

Lys

Gln

275

Leu

110109033

100

Cys Ala

Tyr Ala

Thr Pro

Pro Leu
165

Val His
180

Pro Leu

Leu Tyr

Pro Phe

Cys Arg

245

Phe Ser
260

Leu Tyr

Asp Lys

105

Ala Gly Ala Tyr
120

Tyr Trp Gly Gln
135

Ala Pro Arg Pro
150

Ser Leu Arg Pro

Thr Arg Gly Leu
185

Ala Gly Thr Cys
200

Cys Lys Arg Gly
215

Met Arg Pro Val
230

Phe Pro Glu Glu

Arg Ser Ala Asp
265

Asn Glu Leu Asn
280

Arg Arg Gly Arg

FHGTE A0202

Leu Lys

Cys Gly

Gly Thr

Pro Thr
155

Glu Ala
170

Asp Phe

Gly Val

Arg Lys

Gln Thr

235

Glu Glu

250

Ala Pro

Leu Gly

Asp Pro

Pro Glu Asp Thr Ala
110

Arg Leu Leu Leu Trp
125

Gln Val Thr Val Ser
140

Pro Ala Pro Thr Ile
160

Cys Arg Pro Ala Ala
175

Ala Cys Asp Ile Tyr
190

Leu Leu Leu Ser Leu
205

Lys Leu Leu Tyr Ile
220

Thr Gln Glu Glu Asp
240

Gly Gly Cys Glu Leu
255

Ala Tyr Lys Gln Gly
270

Arg Arg Glu Glu Tyr
285

Glu Met Gly Gly Lys

®103H, #H235H(FFIER) 1103157037-0



202144432

290

Pro Arg Arg Lys Asn
305

295

300

Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys

310

315

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met

325

Arg Arg Gly Lys Gly
340

Thr Lys Asp Thr Tyr
355

<210> 192
<211> 369
<212> PRT
Q213> ATLFY

<220>
<223> CAS71402-BBz

<400> 192
Met Ala Leu Pro Val

1 5

His Ala Ala Arg Pro
20

Val Gln Ala Gly Gly
35

His Asp Gly

330

Leu Tyr Gln Gly
345

Asp Ala Leu His Met Gln Ala

360

Thr Ala Leu

Gln Met Gln

Ser Leu Arg
40

Leu Leu Pro Leu
10

Leu Val Glu Ser
25

Leu Ser Cys Val

Thr Tyr Asn Arg Asn Met Ala Trp Phe Arg Gln Ala

50

55

60

Arg Glu Gly Val Ala Ala Met Tyr Thr Gly Ser Gly

65

70

75

Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser His

110109033

FHGTE A0202

320

Lys Gly Glu Arg
335

Leu Ser Thr Ala
350

Leu Pro Pro Arg
365

Ala Leu Leu Leu
15

Gly Gly Gly Ser
30

Val Ser Gly Tyr
45

Pro Gly Lys Glu

Thr Thr Asp Tyr
80

Asp Asn Ala Lys

$£104H, H£235H(FFIE)

1103157037-0



202144432

Asn Thr

Thr Tyr

Gly Pro
130

Ser Ser
145

Ile Ala

Ala Gly

Tyr Ile

Leu Val

210

Ile Phe

225

Asp Gly

Leu Arg

Gly Gln

Leu

Tyr

115

Phe

Thr

Ser

Gly

Trp

195

Ile

Lys

Cys

Val

Asn
275

110109033

85

Tyr Leu Gln Met Asn Ser
100 105

Cys Ala Ala Asp Thr Ala
120

Lys Tyr Asp Tyr Trp Gly
135

Thr Thr Pro Ala Pro Arg
150

Gln Pro Leu Ser Leu Arg
165

Ala Val His Thr Arg Gly
180 185

Ala Pro Leu Ala Gly Thr
200

Thr Leu Tyr Cys Lys Arg
215

Gln Pro Phe Met Arg Pro
230

Ser Cys Arg Phe Pro Glu
245

Lys Phe Ser Arg Ser Ala
260 265

Gln Leu Tyr Asn Glu Leu
280

FHGTE A0202

90

Leu Lys Pro

Arg Arg Gly

Gln Gly Thr
140

Pro Pro Thr
155

Pro Glu Ala
170

Leu Asp Phe

Cys Gly Val

Gly Arg Lys
220

Val Gln Thr
235

Glu Glu Glu
250

Asp Ala Pro

Asn Leu Gly

$£105H, H£235H(FFIE)

95

Glu Asp Thr
110

Gly Ser Trp
125

Gln Val Thr

Pro Ala Pro

Cys Arg Pro
175

Ala Cys Asp
190

Leu Leu Leu
205

Lys Leu Leu

Thr Gln Glu

Gly Gly Cys
255

Ala Tyr Lys
270

Arg Arg Glu
285

Ala

Ser

Val

Thr

160

Ala

Ile

Ser

Tyr

Glu

240

Glu

Gln

Glu

1103157037-0



202144432

Tyr Asp Val Leu Asp
290

Lys Pro Arg Arg Lys
305

Lys Asp Lys Met Ala
325

Arg Arg Arg Gly Lys
340

Ala Thr Lys Asp Thr
355

Arg

<210> 193
<211> 370
<212> PRT
Q213> ATLFH

<220>
<223> CAS71529-BBz

<400> 193
Met Ala Leu Pro Val

1 5

His Ala Ala Arg Pro
20

Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly

295

300

Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln

310

Glu Ala Tyr Ser

Gly His Asp Gly
345

320

Glu Ile Gly Met Lys Gly Glu

335

Leu Tyr Gln Gly Leu Ser Thr

350

Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro

360

365

Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

15

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Ser

25

30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Val Val Ser Glu Tyr

35

40

45

Arg Tyr Ser Ser Arg Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly

50

110109033

55

FHGTE A0202

60

F106H, H235H(FFIR)

1103157037-0



202144432

Lys Glu Arg Glu Gly Val Ala Ala Ile Asp Ser Asn Gly Ser Ala Asp
65 70 75 80

Tyr Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala
85 90 05

Lys Asn Thr Leu Tyr Leu Gln Ile Asn Ser Val Arg Pro Glu Asp Thr
100 105 110

Ala Met Tyr Tyr Cys Ala Ala Asp His Leu Ala Tyr Asp Cys Tyr Ser
115 120 125

Gly Ala Thr Ser Val Phe Arg Tyr Trp Gly Gln Gly Thr Gln Val Thr
130 135 140

Val Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro
145 150 155 160

Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro
165 170 175

Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp
180 185 190

Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu
195 200 205

Ser Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu
210 215 220

Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu
225 230 235 240

Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys
245 250 255

Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys

110109033 FHGR A0202 ®107H, #H235H(FFIER) 1103157037-0



202144432

260 265 270

Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu
275 280 285

Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly
290 295 300

Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu
305 310 315 320

GlIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly
325 330 335

Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser
340 345 350

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro
355 360 365

Pro Arg
370

<210> 194
<211> 370
<212> PRT
Q213> ATLFH

<220>
<223> CAS71661-BBz

<400> 194

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Ser Pro Ser Gly Thr

110109033 FHGR A0202 ®108H, #H235H(FFIER) 1103157037-0



202144432

Thr

Lys

65

Tyr

Ala

Thr

Ile

Val

145

Thr

Ala

Ile

Ser

Tyr
225

Phe
50

35

Ala

Asp Arg

Tyr

Lys

Ala

Cys

130

Ser

Ile

Ala

Tyr

Leu

210

Ile

Ala

Asn

Met

115

Ala

Ser

Ala

Gly

Ile

195

Val

Phe

110109033

His Tyr

Glu Gly

Asp Ser
85

Thr Leu
100

Tyr Tyr

Gly Ala

Thr Thr

Ser Gln

165

Gly Ala

180

Trp Ala

Ile Thr

Lys Gln

40

Asn Met Val
55

Val
70

Ser Cys

Val

Lys Gly

Phe

Leu Gln

Ala Ile
120

Cys

Ala Asn Tyr

135

Thr
150

Pro Ala

Pro

Leu Ser

Val

His Thr

Leu Ala
200

Pro

Tyr Cys
215

Leu

Pro Phe Met
230

Gly Trp Phe

Ile Ser Lys
75

Arg Phe Thr
90

Met Asn Ser
105

Gly Val Leu

Trp Gly Gln

Pro Arg Pro
155

Leu Arg Pro
170

Arg Gly Leu
185

Gly Thr Cys

Lys Arg Gly

Arg Pro Val
235

FHGTE A0202

45

Arg Gln
60

Tyr Gly

Ile Tyr

Leu Lys

Pro Ser
125

Gly Thr
140

Pro Thr

Glu Ala

Asp Phe

Gly Val

205

Arg Lys
220

Gln Thr

#109H,

Ala Pro Gly

Gly Thr Thr
80

Arg Asp Asn
05

Pro Glu Asp
110

Ser Thr Ala

Gln Val Thr

Pro Ala Pro

160

Cys Arg Pro

175

Ala Cys
190

Asp

Leu Leu Leu

Lys Leu Leu

Thr Gln Glu
240

H235H(FFIE)

1103157037-0



202144432

Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys
245 250 255

Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys
260 265 270

Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu
275 280 285

Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly
290 295 300

Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu
305 310 315 320

GlIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly
325 330 335

Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser
340 345 350

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro
355 360 365

Pro Arg
370

<210> 195
<211> 369
<212> PRT
Q213> ATLFY

<220>
<223> CAS72021-BBz

<400> 195

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

110109033 FHGR A0202 H110H, #H235H(FFIER) 1103157037-0



202144432

His Ala Ala Arg Pro Glu Val Gln Leu Ala Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Val Val Ser Arg Asn
35 40 45

Thr Tyr Ser Ser Tyr Cys Met Ser Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Glu Arg Glu Gly Val Ala Ala Ile Asp Asn Val Lys Thr Ser Tyr Ala
65 70 75 80

Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys Asn
85 90 05

Thr Leu Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Met
100 105 110

Tyr Tyr Cys Ala Ala His Leu Glu Leu Cys Tyr Tyr Thr Asp Pro Met
115 120 125

Tyr Gln Tyr Glu Tyr Asn Tyr Trp Gly Gln Gly Thr Gln Val Thr Val
130 135 140

Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr
145 150 155 160

Ile Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala
165 170 175

Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile
180 185 190

Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser
195 200 205

Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr

110109033 FHGR A0202 H111H, #H235H(FFIER) 1103157037-0



210

Ile Phe Lys
225

Asp Gly Cys

Leu Arg Val

Gly Gln Asn
275

Tyr Asp Val
290

Lys Pro Arg
305

Lys Asp Lys

Arg Arg Arg

Ala Thr Lys
355

Arg

<210> 196
211> 369
<212> PRT

202144432

215 220

Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu
230 235 240

Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu
245 250 255

Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln
260 265 270

Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu
280 285

Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly
295 300

Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln
310 315 320

Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu
325 330 335

Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr
340 345 350

Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro
360 365

Q213> ATLFH

<220>

<223> (CAST2052-BBz

110109033

FH4E A0202 H112E, H235H(FYE)

1103157037-0



<400> 196
Met Ala Leu

1

His Ala Ala

Val Gln Ala
35

Arg Tyr Ala
50

Glu Arg Glu
65

Ala Glu Ser

Asn Thr Leu

Met Tyr Ser
115

Thr Leu Tyr
130

Ser Ser Thr

145

Ile Ala Ser

Ala Gly Gly

110109033

202144432

Pro Val
5

Arg Pro
20

Gly Gly

Ser Tyr

Gly Val

Val Lys
85

Tyr Leu
100

Cys Ala

Asp Tyr

Thr Thr

Gln Pro

165

Ala Val
180

Thr

Gln

Ser

Cys

Ala

70

Gly

Gln

Ala

Ala

Pro

150

Leu

His

Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

Val Arg Leu
25

Leu Arg Leu
40

Met Gly Trp
55

Ala Ile His

Arg Phe Thr

Leu Asn Ser
105

Gly Ala Tyr
120

Phe Trp Gly
135

Ala Pro Arg

Ser Leu Arg

Thr Arg Gly
185

FHGTE A0202

10

Val Glu Ser

Ser Cys Ala

Phe Arg Gln
60

Ser Asp Gly
75

Ile Ser Lys
90

Leu Lys Pro

Cys Gly Ala

Gln Gly Thr
140

Pro Pro Thr
155

Pro Glu Ala
170

Leu Asp Phe

F113H, £235H(FFIR)

Gly Gly
30

Val Ser
45

Ala Pro

Ile Ile

Asp Asn

Glu Asp

110

Asp Ala

125

Gln Val

Pro Ala

Cys Arg

Ala Cys
190

15

Gly

Gly

Gly

Arg

Ala

95

Asn

Ile

Thr

Pro

Pro

175

Asp

Ser

Phe

Lys

Tyr

80

Lys

Ala

Leu

Val

Thr

160

Ala

Ile

1103157037-0



202144432

Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser
195 200 205

Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr
210 215 220

Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu
225 230 235 240

Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu
245 250 255

Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln
260 265 270

Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu
275 280 285

Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly
290 295 300

Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln
305 310 315 320

Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu
325 330 335

Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr
340 345 350

Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro
355 360 365

Arg

<210> 197

110109033 FHGR A0202 ®114H, H235H(FFIER) 1103157037-0



202144432

211> 367
<212> PRT
Q13> ALY

<220>
<223> CAS72383-BBz

<400> 197

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Arg Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Ala Gly Gly Ser Gln Arg Leu Ser Cys Thr Ala Ser Gly Leu
35 40 45

Thr Phe Asp Asp Ser Gly Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Arg Glu Gly Val Ser Cys Ile Thr Trp Asn Gly Arg Ser Thr Tyr
65 70 75 80

Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser
85 90 05

Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr
100 105 110

Ala Met Tyr Tyr Cys Ala Ala Ala Phe Ile Thr Lys Thr Gly Cys Ser
115 120 125

Tyr Glu Tyr Asp Tyr Ser Gly Gln Gly Thr Gln Val Thr Val Ser Ser
130 135 140

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala
145 150 155 160

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly

110109033 FHGR A0202 H115H, #H235H(FFIER) 1103157037-0



202144432

Gly Ala

Trp Ala

Ile Thr
210

Lys Gln
225

Cys Ser

Val Lys

Asn Gln

Val Leu
290

Arg Arg

305

Lys Met

Arg Gly

Lys Asp

Val

Pro

195

Leu

Pro

Cys

Phe

Leu

275

Asp

Lys

Ala

Lys

Thr
355

110109033

165

His Thr
180

Leu Ala

Tyr Cys

Phe Met

Arg Phe
245

Ser Arg
260

Tyr Asn

Lys Arg

Asn Pro

Glu Ala
325

Gly His
340

Tyr Asp

170 175

Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr
185 190

Gly Thr Cys Gly Val Leu Leu Leu Ser Leu
200 205

Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile
215 220

Arg Pro Val Gln Thr Thr Gln Glu Glu Asp
230 235

Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu
250 255

Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly
265 270

Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
280 285

Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
295 300

Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys
310 315

Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg
330 335

Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala
345 350

Ala Leu His Met Gln Ala Leu Pro Pro Arg
360 365

FHGTE A0202

Ile

Val

Phe

Gly

240

Arg

Gln

Asp

Pro

Asp

320

Arg

Thr

F116H, H235H(FFIR)

1103157037-0



202144432

<210> 198
211> 367
<212> PRT
Q213> ATLFY

<220>
<223> CAS72479-BBz

<400> 198
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Gln Val Lys Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Glu Thr
35 40 45

Thr Asp Cys Arg Tyr Val Trp Arg Trp Tyr Arg Glu Asp Pro Gly Met
50 55 60

Glu Arg Glu Phe Val Ser Ser Ile Thr Ser Gly Gly Ser Thr Trp Tyr
65 70 75 80

Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ala Lys
85 90 05

Ser Thr Leu Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Ser Gly
100 105 110

Met Tyr Tyr Cys Glu Ser Asp Pro Gly Trp Ser Gly Tyr His Ala Arg
115 120 125

Arg Cys Glu Val Tyr Arg Gly Gln Gly Ile Gln Val Thr Val Ser Ser
130 135 140

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala
145 150 155 160

110109033 FHGR A0202 ®117H, #235H(FFIER) 1103157037-0



202144432

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
165 170 175

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile
180 185 190

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val
195 200 205

Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe
210 215 220

Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly
225 230 235 240

Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg
245 250 255

Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln
260 265 270

Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp
275 280 285

Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro
290 295 300

Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp
305 310 315 320

Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg
325 330 335

Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr
340 345 350

Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg

110109033 FHGR A0202 ®118H, #H235H(FFIER) 1103157037-0



202144432

355 360 365

<210> 199
<211> 370
<212> PRT
Q213> ATLFH

<220>
<223> CAS72499-BBz

<400> 199

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Arg Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Val Val Ser Arg Phe
35 40 45

Thr Tyr Ser Ser Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Glu Arg Glu Gly Val Ala Gly Ile Glu Lys Asp Asp Ser Thr Tyr Tyr
65 70 75 80

Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys
85 90 05

Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala
100 105 110

Met Tyr Tyr Cys Ala Ala Arg Ile Pro Gly Gly Asn Cys Gly Val Val
115 120 125

Ala Arg Met Ala Tyr Trp Asp Tyr Trp Gly Lys Gly Thr Leu Val Thr
130 135 140

Val Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro

110109033 FHGR A0202 H119H, #H235H(FFIER) 1103157037-0



202144432

145

Thr Ile Ala Ser Gln
165

Ala Ala Gly Gly Ala
180

Ile Tyr Ile Trp Ala
195

Ser Leu Val Ile Thr
210

Tyr Ile Phe Lys Gln
225

Glu Asp Gly Cys Ser
245

Glu Leu Arg Val Lys
260

Gln Gly Gln Asn Gln
275

Glu Tyr Asp Val Leu
290

Gly Lys Pro Arg Arg
305

Gln Lys Asp Lys Met
325

Glu Arg Arg Arg Gly
340

110109033

150

155

160

Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro

170

175

Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp

185

190

Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu

200

205

Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu

215

220

Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu

230

235

240

Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys

250

255

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys

265

270

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu

280

285

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly

295

300

Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu

310

315

320

Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly

330

335

Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser

345

FHGTE A0202

350

#1208, #H235H(FFIR)

1103157037-0



202144432

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro

355

Pro Arg
370

<210> 200
<211> 369
<212> PRT
Q213> ATLFY

<220>
<223> CAS72531-BBz

<400> 200

Met Ala Leu Pro Val
1 5

360

365

Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

15

His Ala Ala Arg Pro Gln Val Gln Leu Val Glu Ser Gly Gly Gly Leu

20

25

30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Thr Ala Ser Gly Leu

35

Thr Phe Ala His Tyr
50

40

45

Asn Met Val Gly Trp Phe Arg Gln Ala Pro Gly

55

60

Lys Asp Arg Glu Gly Val Ser Cys Ile Ser Lys Tyr Gly Gly Thr Ile

65

Tyr Tyr Ala Asp Ser
85

70

80

Val Lys Gly Arg Phe Thr Ile Asp Arg Asn Asn

95

Ala Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp

100

Thr Ala Met Tyr Tyr
115

110109033

105

110

Cys Ala Ile Gly Val Leu Ser Ser Thr Ala Arg

120

FHGTE A0202

125

F121H, £235H(FFIR)

1103157037-0



202144432

Gly Pro Gly Ala Ala

130

Ser Ser
145

Ile Ala

Ala Gly

Tyr Ile

Leu Val
210

Ile Phe
225

Asp Gly

Leu Arg

Gly Gln

Tyr Asp
290

Lys Pro
305

Lys Asp

Thr

Ser

Gly

Trp

195

Ile

Lys

Cys

Val

Asn

275

Val

Arg

Lys

110109033

Thr Thr Pro
150

Gln Pro Leu
165

Ala Val His
180

Ala Pro Leu

Thr Leu Tyr

Gln Pro Phe
230

Ser Cys Arg
245

Lys Phe Ser
260

Gln Leu Tyr

Leu Asp Lys

Arg Lys Asn
310

135 140

Ala Pro Arg Pro Pro Thr
155

Ser Leu Arg Pro Glu Ala
170

Thr Arg Gly Leu Asp Phe
185

Ala Gly Thr Cys Gly Val
200

Cys Lys Arg Gly Arg Lys
215 220

Met Arg Pro Val Gln Thr
235

Phe Pro Glu Glu Glu Glu
250

Arg Ser Ala Asp Ala Pro
265

Asn Glu Leu Asn Leu Gly
280

Arg Arg Gly Arg Asp Pro
295 300

Pro Gln Glu Gly Leu Tyr
315

Asn Tyr Trp Gly Gln Gly Thr Gln Val Thr

Pro Ala Pro

Cys Arg Pro
175

Ala Cys Asp
190

Leu Leu Leu
205

Lys Leu Leu

Thr Gln Glu

Gly Gly Cys
255

Ala Tyr Lys
270

Arg Arg Glu
285

Glu Met Gly

Asn Glu Leu

Val

Thr

160

Ala

Ile

Ser

Tyr

Glu

240

Glu

Gln

Glu

Gly

Gln
320

Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu

FHGTE A0202

H122H, £235H(FFIR)

1103157037-0



202144432

325 330 335

Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr
340 345 350

Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro
355 360 365

Arg

<210> 201
<211> 368
<212> PRT
Q213> ATLFY

<220>
<223> CAS72669-BBz

<400> 201

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Arg Phe
35 40 45

Thr Tyr Ser Ser Tyr Cys Met Gly Trp Ile Arg Gln Ala Pro Gly Lys
50 55 60

Glu Arg Glu Gly Val Ala Ile Phe Tyr Thr Gly Gly Gly Arg Thr Tyr
65 70 75 80

Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Thr Ala
85 90 05

Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr

110109033 FHGR A0202 ®123H, #H235H(FFIER)

1103157037-0



202144432

Gly Ile Tyr
115

Glu Gly Asp
130

Ser Thr
145

Thr

Ala Ser Gln

Gly Gly Ala

Ile Trp Ala

195

Val Ile
210

Thr

Phe Lys
225

Gln

Gly Cys Ser

Arg Val Lys

Gln Asn Gln

275

Asp Val Leu

290

110109033

100

Tyr Cys

Phe Gly

Thr Pro

Pro Leu
165

Val His
180

Pro Leu

Leu Tyr

Pro Phe

Cys Arg

245

Phe Ser
260

Leu Tyr

Asp Lys

Val

Tyr

Ala

150

Ser

Thr

Ala

Cys

Met

230

Phe

Arg

Asn

Arg

105

Ala Gly Phe Tyr Cys
120

Trp Gly Gln Gly Thr
135

Pro Arg Pro Pro Thr
155

Leu Arg Pro Glu Ala
170

Arg Gly Leu Asp Phe
185

Gly Thr Cys Gly Val
200

Lys Arg Gly Arg Lys
215

Arg Pro Val Gln Thr
235

Pro Glu Glu Glu Glu
250

Ser Ala Asp Ala Pro
265

Glu Leu Asn Leu Gly
280

Arg Gly Arg Asp Pro
295

FHGTE A0202

110

Ser Gly Gly Tyr
125

Trp

Gln Val Thr Val
140

Ser

Pro Ala Pro Thr Ile

160

Arg Pro Ala Ala
175

Cys

Ala Cys Asp Ile

190

Tyr

Leu Leu Leu Ser Leu

205

Lys Leu Leu Tyr Ile

220

Thr Gln Glu Glu Asp

240

Gly Gly Cys Glu Leu
255

Ala Tyr Lys Gln Gly
270

Arg Arg Glu Glu Tyr
285

Glu Met Gly Gly Lys
300

H124H, H£235H(FFIE)

1103157037-0



202144432

Pro Arg Arg Lys Asn

305

Asp Lys Met Ala Glu

325

Arg Arg Gly Lys Gly

340

Thr Lys Asp Thr Tyr

<210>
<211>
<212>
<213>

<220>
<223>

<400>

355

202
374
PRT
szl

CAS727794-BBz

202

Met Ala Leu Pro Val

1

5

His Ala Ala Arg Pro

20

Val Gln Ala Gly Gly

35

Thr Phe Asp Asp Tyr

50

Glu Arg Glu Gly Val

65

Tyr Gly Asp Ser Val

85

110109033

Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln

310

Ala Tyr Ser Glu Ile Gly Met

His Asp Gly Leu Tyr Gln Gly

Asp Ala Leu His Met Gln Ala

360

Thr Ala Leu Leu Leu Pro Leu

Gln Val Gln Leu Val Glu Ser

Ser Leu Arg Leu Ser Cys Thr

40

Ala Met Ser Trp Phe Arg Gln

55

Ser Cys Ile Ser Ala Ser Gly

70

Lys Gly Arg Phe Thr Ile Ser

FHGTE A0202

Lys Gly Glu
335

Leu Ser Thr
350

Leu Pro Pro
365

Ala Leu Leu
15

Gly Gly Gly
30

Ala Ser Gly
45

Ala Pro Gly

Thr Thr Thr

Arg Asp Asn
05

Lys

320

Arg

Ala

Arg

Leu

Leu

Phe

Lys

Tyr

80

Ala

B125H, H£235H(FFIE)

1103157037-0



202144432

Lys Thr Thr Leu Ile
100

Ala Met Tyr Tyr Cys

115

Trp Ser His Leu

130

Ser

Thr
145

Gln Val Thr Val

Thr Pro Ala Pro Thr

165

Ala Cys Pro Ala

180

Arg

Phe Ala Cys

195

Asp Ile

Val Leu Leu Leu Ser

210

Lys Lys Leu Leu Tyr

225

Thr Thr Gln Glu Glu

245

Glu Gly Gly Cys Glu

260

Pro Ala Tyr
275

Lys Gln

Gly Arg Arg Glu Glu

110109033

Leu Gln Met

Ala Ala Asp

120

Asn Tyr
135

Tyr

Ser Ser Thr

150

Ile Ala Ser

Ala

Gly Gly

Ile Trp
200

Tyr

Val Ile
215

Leu

Ile
230

Phe Lys

Asp Gly Cys

Leu Arg Val

Gly Gln Asn

280

Tyr Asp Val

FHGTE A0202

Ser Ser Leu Lys
105

Arg Phe Arg Asp

Glu Tyr Met His

140

Thr Thr Pro

155

Ala

Gln Pro Leu Ser

170

Ala
185

Val His Thr

Ala Pro Leu Ala

Thr Cys

220

Leu Tyr

Gln Pro Phe

235

Met

Ser Cys Arg Phe

250

Lys Phe Ser Arg

265

Gln Leu Tyr Asn

Leu Asp Lys Arg

Pro Glu Asp Thr
110

Tyr Cys Ser Asp
125

Trp Gly Gln Gly

Pro Arg Pro Pro
160

Leu Arg Pro Glu
175

Arg Gly Leu Asp
190

Gly Thr Cys Gly
205

Lys Arg Gly Arg

Arg Pro Val Gln
240

Pro Glu Glu Glu
255

Ser Ala Asp Ala
270

Glu Leu Asn Leu
285

Arg Gly Arg Asp

F126H, H235H(FFIR)

1103157037-0



202144432

290 295 300

Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu
305 310 315 320

Tyr Asn Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile
325 330 335

Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr
340 345 350

Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met
355 360 365

Gln Ala Leu Pro Pro Arg
370

<210> 203
<211> 373
<212> PRT
Q213> ATLFH

<220>
<223> CAS72805-BBz

<400> 203

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Val Glu Ser Gly Gly Asp Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Thr Leu Ser Cys Val Ala Ser Arg Leu
35 40 45

Arg Val Ser Asn Asn Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Asn
50 55 60

Glu Arg Glu Gly Val Ala Thr Leu Gly Ser Asp Gly Arg Thr Ile Tyr

110109033 FHGR A0202 ®127H, H235H(FFIER) 1103157037-0



202144432

65 70 75 80

Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Val Ala
85 90 05

Asn Thr Leu Tyr Leu Gln Met Asn Gly Leu Lys Leu Asp Asp Thr Ala
100 105 110

Leu Tyr Tyr Cys Ala Ala Ala Asp Phe Ser Ser Gly Gly Tyr Cys Asn
115 120 125

Ile Ala Ser Val Tyr His Ser Tyr Phe Pro Tyr Trp Gly Gln Gly Thr
130 135 140

Gln Val Thr Val Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr
145 150 155 160

Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala
165 170 175

Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe
180 185 190

Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val
195 200 205

Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys
210 215 220

Lys Leu Leu Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr
225 230 235 240

Thr Gln Glu Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu
245 250 255

Gly Gly Cys Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro
260 265 270

110109033 FHGR A0202 H128H, #H235H(FFIER) 1103157037-0



202144432

Ala Tyr Lys Gln Gly
275

Arg Arg Glu Glu Tyr
290

Glu Met Gly Gly Lys
305

Asn Glu Leu Gln Lys
325

Met Lys Gly Glu Arg
340

Gly Leu Ser Thr Ala
355

Ala Leu Pro Pro Arg
370

<210> 204
<211> 371
<212> PRT
Q213> ATLFH

<220>
<223> CAS728006-BBz

<400> 204
Met Ala Leu Pro Val

1 5

His Ala Ala Arg Pro
20

Val Gln Ala Gly Gly
35

110109033

Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly
280 285

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro
295 300

Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr
310 315 320

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly
330 335

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln
345 350

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln
360 365

Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
10 15

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Ser
25 30

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr
40 45

FH4E A0202 H120F, H235H(FYIE)

1103157037-0



202144432

Thr Tyr Met Pro Pro Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys

50

Glu Arg Glu Gly Val

65

Tyr Ala

Lys Asn

Ala Met

Leu Arg
130

Thr Val
145

Pro Thr

Pro Ala

Asp Ile

Leu Ser
210

Leu Tyr
225

Glu Glu

Asp

Thr

Tyr

115

Ser

Ser

Ile

Ala

Tyr

195

Leu

Ile

Asp

110109033

Ser Val
85

Leu Tyr

100

Tyr Cys

Ala Tyr

Ser Thr

Ala Ser

165

Gly Gly

180

Ile Trp

Val Tle

Phe Lys

Gly Cys

55

Ala Thr Ile
70

Lys Gly Arg

Leu Gln Met

Ala Ala Asp
120

Asp Tyr Ser
135

Thr Thr Pro
150

Gln Pro Leu

Ala Val His

Ala Pro Leu
200

Thr Leu Tyr
215

Gln Pro Phe
230

Ser Cys Arg

FHGTE A0202

Tyr

Phe

Asn

105

Asn

Tyr

Ala

Ser

Thr

185

Ala

Cys

Met

Phe

Gly Arg
75

Thr Ile
90

Asn Leu

Leu Cys

Trp Gly

Pro Arg

155

Leu Arg
170

Arg Gly

Gly Thr

Lys Arg

Arg Pro

235

Pro Glu

60

Gly Gly Ser

Ser Gln Asp

Glu Pro Glu
110

Tyr Ala Thr
125

Gln Gly Thr
140

Pro Pro Thr

Pro Glu Ala

Leu Asp Phe
190

Cys Gly Val
205

Gly Arg Lys
220

Val Gln Thr

Thr

Asn

95

Asp

Gly

Gln

Pro

Cys

175

Ala

Leu

Lys

Thr

Tyr

80

Ala

Thr

Ile

Val

Ala

160

Arg

Cys

Leu

Leu

Gln
240

Glu Glu Glu Gly Gly

F130H, #H235H(FFIR)

1103157037-0



202144432

245

250 255

Cys Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr

Lys Gln Gly
275

Glu Glu Tyr
290

Gly Gly Lys
305

Leu Gln Lys

Gly Glu Arg

Ser Thr Ala
355

Pro Pro Arg
370

<210> 205
<211> 370
<212> PRT

260 265

270

Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg

280

285

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met

295

300

Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu

310

315 320

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys

325

330 335

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu

340 345

350

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu

360

Q213> ATLFH

<220>

<223> (CAST2835-BBz

<400> 205

365

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1

5

10 15

His Ala Ala Arg Pro Gln Val His Leu Met Glu Ser Gly Gly Gly Ser

110109033

FHGTE A0202

F131H, H235H(FFIR)

1103157037-0



202144432

Val

Tyr

Lys

65

Tyr

Lys

Ala

Val

Val

145

Thr

Ala

Ile

Ser

Gln

Thr

50

Glu

His

Asn

Met

Ser

130

Ser

Ile

Ala

Tyr

Leu
210

20

Ala Gly Gly
35

Ser Arg Thr

Glu Val

Arg

Ser Val
85

Asp

Thr Val Tyr

100

Tyr Tyr Cys

115

Val Pro Gln

Ser Thr Thr

Ala Ser Gln

165

Gly Gly Ala

180

Ile
195

Trp Ala

Val Ile Thr

110109033

Ser Leu Arg
40

Val Cys Met
55

Leu Ala Ala
70

Lys Gly Arg

Leu Gln Met

Ala Ala Ser
120

Ala Asn Arg
135

Thr Pro Ala
150

Pro Leu Ser

Val His Thr

Pro Leu Ala
200

Leu Tyr Cys
215

25

Leu Ser Cys

Gly Trp Phe

Ile Tyr Arg
75

Phe Thr Ile
90

Asp Ser Leu
105

Pro Gly Tyr

Trp Gly Gln

Pro Arg Pro
155

Leu Arg Pro
170

Arg Gly Leu
185

Gly Thr Cys

Lys Arg Gly

FHGTE A0202

30

Ala Val Ser
45

Arg Gln Thr
60

Ser Gly Thr

Ser Arg Asp

Lys Pro Glu
110

Ser Asp Ala
125

Gly Thr Gln
140

Pro Thr Pro

Glu Ala Cys

Asp Phe Ala
190

Gly Val Leu
205

Arg Lys Lys
220

Gly Gly

Pro Gly

Thr Tyr
80

Gly Asp
05

Asp Thr

Ala Cys

Val Thr

Ala Pro

160

Arg Pro

175

Cys Asp

Leu Leu

Leu Leu

H132H, H235H(FFIR)

1103157037-0



202144432

Tyr Ile Phe Lys Gln
225

Glu Asp Gly Cys Ser
245

Glu Leu Arg Val Lys
260

Gln Gly Gln Asn Gln
275

Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu

230

240

Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys

255

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys

265

270

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu

280

285

Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly

290

Gly Lys Pro Arg Arg
305

Gln Lys Asp Lys Met
325

Glu Arg Arg Arg Gly
340

295

300

Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu

310

320

Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly

335

Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser

345

350

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro

355

Pro Arg
370

<210> 206
211> 365
<212> PRT
Q213> ATLFY

<220>
<223> CAS77906-BBz

<400> 206

110109033

360

FHGTE A0202

365

#133H, H235H(FFIR)

1103157037-0



202144432

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Arg Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Glu Ser Leu Arg Leu Ser Cys Ala Arg Ser Gly Val
35 40 45

Val Lys Cys Asp Val Glu Met Arg Trp Tyr Arg Gln Ser Pro Gly Lys
50 55 60

Glu Arg Glu Phe Val Ala Leu Ile Glu Ala Gly Gly His Thr Glu Tyr
65 70 75 80

Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ala Lys
85 90 05

Met Leu Phe Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala
100 105 110

Lys Tyr Tyr Cys Val Ala Ala Pro Arg Tyr Tyr Thr Leu Ser Cys Pro
115 120 125

Lys Asp Phe Trp Gly Arg Gly Thr Gln Val Thr Val Ser Ser Thr Thr
130 135 140

Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln
145 150 155 160

Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala
165 170 175

Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala
180 185 190

Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr

110109033 FHGR A0202 ®134H, H235H(FFIER) 1103157037-0



202144432

195 200 205

Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln
210 215 220

Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser
225 230 235 240

Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg Val Lys
245 250 255

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln Asn Gln
260 265 270

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu
275 280 285

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg
290 295 300

Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met
305 310 315 320

Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly
325 330 335

Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp
340 345 350

Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

<210> 207
211> 367
<212> PRT
Q213> ATLFY

<220>
<223> CAS77916-BBz

110109033 FHGR A0202 ®135H, H235H(FFIER) 1103157037-0



202144432

<400> 207

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val His Leu Met Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr
35 40 45

Thr Ser Ser Trp Asn Cys Met Gly Trp Phe Arg Gln Pro Pro Gly Lys
50 55 60

Glu Arg Glu Gly Val Ala Thr Ile Ala Asn Arg Gly His Ser Thr Tyr
65 70 75 80

Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Gly Asn Ala
85 90 05

Lys Asn Thr Val Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr
100 105 110

Ala Met Tyr Tyr Cys Ala Thr Asp Thr Trp Ala Cys Val Gly Ile Ser
115 120 125

Thr Asp Phe Glu Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser
130 135 140

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala
145 150 155 160

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
165 170 175

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile
180 185 190

110109033 FHGR A0202 ®136H, H235H(FFIER) 1103157037-0



202144432

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val
195 200 205

Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe
210 215 220

Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly
225 230 235 240

Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg
245 250 255

Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln
260 265 270

Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp
275 280 285

Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro
290 295 300

Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp
305 310 315 320

Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg
325 330 335

Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr
340 345 350

Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

<210> 208
<211> 368
<212> PRT
Q213> ATLFY

110109033 FHGR A0202 ®137H, H235H(FFIER) 1103157037-0



202144432

<220>
<223> CAS77932-BBz

<400> 208

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Lys Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Tyr
35 40 45

Trp Tyr Ser Val Ala Trp Met Gly Trp Phe Arg Gln Thr Pro Gly Lys
50 55 60

Glu Arg Glu Gly Val Ala Ala Val Leu Asn Gly Gly Gly Arg Arg Tyr
65 70 75 80

Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser
85 90 05

Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr
100 105 110

Ala Met Tyr Tyr Cys Ala Ala Gly Asn Gly Val Gly His Pro Leu Gly
115 120 125

Pro Ser Glu Tyr Asn Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser
130 135 140

Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile
145 150 155 160

Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala
165 170 175

Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr

110109033 FHGR A0202 ®138H, #H235H(FFIER) 1103157037-0



202144432

Ile Trp Ala
195

Val Ile Thr
210

Phe Lys Gln
225

Gly Cys Ser

Arg Val Lys

Gln Asn Gln
275

Asp Val Leu
290

Pro Arg Arg
305

Asp Lys Met

Arg Arg Gly

Thr Lys Asp
355

<210> 209
211> 369
<212> PRT

110109033

180

Pro Leu

Leu Tyr

Pro Phe

Cys Arg
245

Phe Ser
260

Leu Tyr

Asp Lys

Lys Asn

Ala Glu
325

Lys Gly
340

Thr Tyr

185

Ala Gly Thr Cys Gly Val
200

Cys Lys Arg Gly Arg Lys
215

Met Arg Pro Val Gln Thr
230 235

Phe Pro Glu Glu Glu Glu
250

Arg Ser Ala Asp Ala Pro
265

Asn Glu Leu Asn Leu Gly
280

Arg Arg Gly Arg Asp Pro
295

Pro Gln Glu Gly Leu Tyr
310 315

Ala Tyr Ser Glu Ile Gly
330

His Asp Gly Leu Tyr Gln
345

Asp Ala Leu His Met Gln
360

FHGTE A0202

190

Leu Leu Leu Ser Leu
205

Lys Leu Leu Tyr Ile
220

Thr Gln Glu Glu Asp
240

Gly Gly Cys Glu Leu
255

Ala Tyr Lys Gln Gly
270

Arg Arg Glu Glu Tyr
285

Glu Met Gly Gly Lys
300

Asn Glu Leu Gln Lys
320

Met Lys Gly Glu Arg
335

Gly Leu Ser Thr Ala
350

Ala Leu Pro Pro Arg
365

#139H, H235H(FFIR)

1103157037-0



202144432

Q213> ATLFH

<220>
<223> CAS77934-BBz

<400> 209

Met Ala Leu Pro Val

1

His

Val

Thr

Glu

65

Tyr

Lys

Ala

Phe

Ser

145

Ile

Ala Ala

Gln Ala
35

Tyr Ser
50

Arg Glu

Ala Asp

Asn Thr

Met Tyr

115

Tyr Pro
130

Ser Thr

Ala Ser

110109033

5

Arg Pro
20

Gly Gly

Ser Tyr

Gly Val

Ser Val

85

Leu Tyr

100

Tyr Cys

Thr Tyr

Thr Thr

Gln Pro
165

Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

Glu Val Gln Leu
25

Ser Leu Arg Leu
40

Ser Ile Ala Trp
55

Ala Gly Phe Phe
70

Lys Gly Arg Phe

Leu Gln Met Asn
105

Ala Ala Arg Arg
120

Thr Tyr Trp Gly
135

Pro Ala Pro Arg
150

Leu Ser Leu Arg

FHGTE A0202

10

Val

Ser

Phe

Tyr

Thr

90

Ser

Ser

Gln

Pro

Pro
170

15

Glu Ser Gly Gly Gly Ser
30

Cys Ala Ala Ser Gly Tyr
45

Arg Gln Ala Pro Gly Lys
60

Ser Gly Gly Pro Thr Cys
75 80

Ile Ser Gln Asp Asn Ala
05

Leu Lys Pro Glu Asp Thr
110

Asn Thr Asn Asp Tyr Cys
125

Gly Thr Gln Val Thr Val
140

Pro Thr Pro Ala Pro Thr
155 160

Glu Ala Cys Arg Pro Ala
175

$£140H, H£235H(FFIE)

1103157037-0



202144432

Ala Gly Gly

Tyr Ile Trp
195

Leu Val Ile
210

Ile Phe Lys
225

Asp Gly Cys

Leu Arg Val

Gly Gln Asn
275

Tyr Asp Val
290

Lys Pro Arg
305

Lys Asp Lys

Arg Arg Arg

Ala Thr Lys
355

Arg

110109033

Ala Val
180

Ala Pro

Thr Leu

Gln Pro

Ser Cys
245

Lys Phe
260

Gln Leu

Leu Asp

Arg Lys

Met Ala
325

Gly Lys
340

Asp Thr

His Thr Arg Gly Leu Asp Phe
185

Leu Ala Gly Thr Cys Gly Val
200

Tyr Cys Lys Arg Gly Arg Lys
215 220

Phe Met Arg Pro Val Gln Thr
230 235

Arg Phe Pro Glu Glu Glu Glu
250

Ser Arg Ser Ala Asp Ala Pro
265

Tyr Asn Glu Leu Asn Leu Gly
280

Lys Arg Arg Gly Arg Asp Pro
295 300

Asn Pro Gln Glu Gly Leu Tyr
310 315

Glu Ala Tyr Ser Glu Ile Gly
330

Gly His Asp Gly Leu Tyr Gln
345

Tyr Asp Ala Leu His Met Gln
360

Ala Cys Asp Ile
190

Leu Leu Leu Ser
205

Lys Leu Leu Tyr

Thr Gln Glu Glu
240

Gly Gly Cys Glu
255

Ala Tyr Lys Gln
270

Arg Arg Glu Glu
285

Glu Met Gly Gly

Asn Glu Leu Gln
320

Met Lys Gly Glu
335

Gly Leu Ser Thr
350

Ala Leu Pro Pro
365

FH4E A0202 H141E, H235H(FYE)

1103157037-0



202144432

<210> 210
211> 364
<212> PRT
Q213> ATLFY

<220>
<223> CAS77978-BBz

<400> 210

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Arg Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Ala
35 40 45

Thr Ser Cys Arg Trp Arg Met Ser Trp Tyr Arg Gln Ala Pro Gly Lys
50 55 60

Glu Arg Glu Phe Val Ser Ser Ile Ala Asn Gly Ala Thr Glu Tyr Ala
65 70 75 80

Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ala Arg Asn
85 90 05

Thr Met Tyr Leu Gln Met Asn Ser Leu Ser Pro Glu Asp Thr Ala Met
100 105 110

Tyr Tyr Cys Ala Ala Asp Pro Arg Val Tyr Thr Ser Arg Cys Asp Arg
115 120 125

Thr Tyr Leu Gly Gln Gly Thr Gln Val Thr Val Ser Ser Thr Thr Thr
130 135 140

Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro

110109033 FHGR A0202 ®142H, H235H(FFIER) 1103157037-0



202144432

145 150 155 160

Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val
165 170 175

His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro
180 185 190

Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu
195 200 205

Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln Pro
210 215 220

Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser Cys
225 230 235 240

Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg Val Lys Phe
245 250 255

Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln Asn Gln Leu
260 265 270

Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp
275 280 285

Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys
290 295 300

Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met Ala
305 310 315 320

Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys
325 330 335

Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr
340 345 350

110109033 FHGR A0202 ®143H, #H235H(FFIER) 1103157037-0



202144432

Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Met Ala

1

His Ala

Val Gln

Gly Tyr

50

Gly Lys

65

Thr Tyr

Asn Ala

Asp Thr

Ile Gln
130

1101090

355

211
376
PRT
szl

CAS77986-BBz
211
Leu Pro Val

5

Ala Arg Pro
20

Ala Gly Gly
35

Thr Tyr Ser

Glu Arg Glu

Tyr Ala Asp
85

Lys Thr Thr
100

Ala Met Tyr
115

Ala Leu Gly

33

Thr

Gln

Ser

Ser

Gly

70

Ser

Val

Tyr

Asp

360

Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

Val Gln Leu
25

Leu Arg Leu
40

Asp Ser Met
55

Val Ala Gly

Val Lys Gly

Tyr Leu His
105

Cys Ala Ala
120

Leu Tyr Pro
135

FHGTE A0202

10

Val Glu Ser

Ser Cys Ala

Ala Trp Phe
60

Ile Ser Thr
75

Arg Phe Thr
90

Met Asn Ser

Asp Gly Pro

Val Asp Phe
140

$144H, H£235H(FFIE)

15

Gly Gly Gly Ser
30

Ala Ser Ala Ser
45

Arg Gln Ala Pro

Gly Gly Arg Ser
80

Ile Ser Gln Asp
05

Leu Lys Pro Glu
110

Ser Met Thr Ala
125

Ala Trp Trp Gly

1103157037-0



Gln Gly Thr
145

Pro Pro Thr

Pro Glu Ala

Leu Asp Phe
195

Cys Gly Val
210

Gly Arg Lys
225

Val Gln Thr

Glu Glu Glu

Asp Ala Pro
275

Asn Leu Gly
290

Arg Asp Pro
305

Gly Leu Tyr

Glu Ile Gly

110109033

202144432

Gln Val

Pro Ala
165

Cys Arg
180

Ala Cys

Leu Leu

Lys Leu

Thr Gln
245

Gly Gly
260

Ala Tyr

Arg Arg

Glu Met

Asn Glu
325

Met Lys

Thr Val Ser
150

Pro Thr Ile

Pro Ala Ala

Asp Ile Tyr
200

Leu Ser Leu
215

Leu Tyr Ile
230

Glu Glu Asp

Cys Glu Leu

Lys Gln Gly
280

Glu Glu Tyr
295

Gly Gly Lys
310

Leu Gln Lys

Gly Glu Arg

Ser Thr Thr
155

Ala Ser Gln
170

Gly Gly Ala
185

Ile Trp Ala

Val Ile Thr

Phe Lys Gln
235

Gly Cys Ser
250

Arg Val Lys
265

Gln Asn Gln

Asp Val Leu

Pro Arg Arg
315

Asp Lys Met
330

Arg Arg Gly

FHGTE A0202

Thr Pro Ala

Pro Leu Ser

Val His Thr
190

Pro Leu Ala
205

Leu Tyr Cys
220

Pro Phe Met

Cys Arg Phe

Phe Ser Arg
270

Leu Tyr Asn
285

Asp Lys Arg

300

Lys Asn Pro

Ala Glu Ala

Lys Gly His

$£145H, H£235H(FFIE)

Pro Arg
160

Leu Arg
175

Arg Gly

Gly Thr

Lys Arg

Arg Pro
240

Pro Glu
255

Ser Ala

Glu Leu

Arg Gly

Gln Glu
320

Tyr Ser
335

Asp Gly

1103157037-0



202144432

340 345 350

Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu
355 360 365

His Met Gln Ala Leu Pro Pro Arg
370 375

<210> 212
<211> 371
<212> PRT
Q213> ATLFH

<220>
<223> CAS78117-BBz

<400> 212

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Lys Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ala Leu Arg Leu Ser Cys Ile Val Arg Arg Tyr
35 40 45

Thr Tyr Ala Thr Tyr Ser Met Ala Trp Phe Arg Gln Ser Pro Gly Lys
50 55 60

Glu Arg Glu Gly Val Ala Gly Leu Asp Ser Val Gly Ala Thr Gly Tyr
65 70 75 80

Ala Glu Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys
85 90 05

Asn Ile Leu Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala
100 105 110

Met Tyr Tyr Cys Val Val Asp Pro Ala Ser Ala Lys Val Thr Tyr Gly

110109033 FHGR A0202 ®146H, H235H(FIIER) 1103157037-0



202144432

115 120 125

Ser Trp Ser Thr Pro Ser Tyr Ala Tyr Trp Gly Gln Gly Thr Gln Val
130 135 140

Thr Val Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala
145 150 155 160

Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg
165 170 175

Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys
180 185 190

Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu
195 200 205

Leu Ser Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu
210 215 220

Leu Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln
225 230 235 240

Glu Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly
245 250 255

Cys Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
260 265 270

Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
275 280 285

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
290 295 300

Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu
305 310 315 320

110109033 FHGR A0202 ®147H, H235H(FFIER) 1103157037-0



202144432

Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys
325 330 335

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu
340 345 350

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu
355 360 365

Pro Pro Arg
370

<210> 213
<211> 369
<212> PRT
Q213> ATLFY

<220>
<223> CAS78215-BBz

<400> 213
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Gln Val Lys Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ala Leu Arg Leu Ser Cys Ala Ala Ser Arg Tyr
35 40 45

Thr Phe Ser Ser Asn Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Glu Arg Glu Gly Val Ala Thr Ile Ala Ser Ala Ser Gly Tyr Thr Asp
65 70 75 80

Tyr His Asp Ser Val Lys Gly Arg Phe Ala Ile Ser Arg Asp Asn Ala
85 90 05

110109033 FHGR A0202 ®148H, #H235H(FFIER) 1103157037-0



202144432

Lys Asn Thr Val Tyr Leu
100

Ala Thr Tyr Tyr Cys Ala
115

Gln Ala Asp Leu Tyr Asn
130

Ser Ser Thr Thr Thr Pro
145 150

Ile Ala Ser Gln Pro Leu
165

Ala Gly Gly Ala Val His
180

Tyr Ile Trp Ala Pro Leu
195

Leu Val Ile Thr Leu Tyr
210

Ile Phe Lys Gln Pro Phe
225 230

Asp Gly Cys Ser Cys Arg
245

Leu Arg Val Lys Phe Ser
260

Gly Gln Asn Gln Leu Tyr
275

Tyr Asp Val Leu Asp Lys

110109033 FHGTE A0202

Gln Met Asn Ser Leu Lys
105

Ala Arg Ala Gly Pro Cys
120

Tyr Trp Gly Gln Gly Thr
135 140

Ala Pro Arg Pro Pro Thr
155

Ser Leu Arg Pro Glu Ala
170

Thr Arg Gly Leu Asp Phe
185

Ala Gly Thr Cys Gly Val
200

Cys Lys Arg Gly Arg Lys
215 220

Met Arg Pro Val Gln Thr
235

Phe Pro Glu Glu Glu Glu
250

Arg Ser Ala Asp Ala Pro
265

Asn Glu Leu Asn Leu Gly
280

Arg Arg Gly Arg Asp Pro

Pro Glu Asp Thr
110

Trp Ser Trp Ala
125

Gln Val Thr Val

Pro Ala Pro Thr
160

Cys Arg Pro Ala
175

Ala Cys Asp Ile
190

Leu Leu Leu Ser
205

Lys Leu Leu Tyr

Thr Gln Glu Glu
240

Gly Gly Cys Glu
255

Ala Tyr Lys Gln
270

Arg Arg Glu Glu
285

Glu Met Gly Gly

$£1498H, H£235H(FFIE)

1103157037-0



202144432

290

Lys Pro Arg Arg Lys
305

Lys Asp Lys Met Ala
325

Arg Arg Arg Gly Lys
340

Ala Thr Lys Asp Thr
355

Arg

<210> 214
<211> 363
<212> PRT
Q213> ATLFY

<220>
<223> CAS78810-BBz

<400> 214
Met Ala Leu Pro Val

1 5

His Ala Ala Arg Pro
20

Val Gln Ala Gly Gly
35

295

300

Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln

310

315

320

Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu

330

335

Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr

345

350

Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro

360

365

Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

10

15

Gln Val His Leu Val Glu Ser Gly Gly Gly Ser

25

30

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr

40

45

Thr Tyr Tyr Asp Met Gly Trp Phe Arg Leu Ala Pro Gly Lys Glu Arg

50

55

60

Glu Gly Ile Ala Ala Ile Ser Ser Ser Ser Ser Thr Tyr Tyr Ala Asp

110109033

FHGTE A0202

$150H, H£235H(FFIE)

1103157037-0



202144432

65 70 75 80

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Ser Asn Thr Leu Tyr
85 90 05

Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala Met Tyr Ser Cys
100 105 110

Ala Ala Gly Arg Tyr Val Gly Arg Lys Leu Glu Val Tyr Asp Tyr Ala
115 120 125

Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser Thr Thr Thr Pro
130 135 140

Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu
145 150 155 160

Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His
165 170 175

Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu
180 185 190

Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr
195 200 205

Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe Lys Gln Pro Phe
210 215 220

Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly Cys Ser Cys Arg
225 230 235 240

Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg Val Lys Phe Ser
245 250 255

Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln Asn Gln Leu Tyr
260 265 270

110109033 FHGR A0202 ®151H, #H235H(FFIER) 1103157037-0



202144432

Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys
275 280 285

Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn
290 295 300

Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met Ala Glu
305 310 315 320

Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly
325 330 335

His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr
340 345 350

Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360

<210> 215
<211> 370
<212> PRT
Q213> ATLFH

<220>
<223> CAS79101-BBz

<400> 215
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Asp
35 40 45

Thr Tyr Ser Asn Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

110109033 FHGR A0202 ®152H, #H235H(FFIER)

1103157037-0



202144432

Glu Arg Glu
65

Pro Asp Ser

Lys Ile Leu

Met Tyr Phe
115

Glu Tyr Gly
130

Val Ser Ser
145

Thr Ile Ala

Ala Ala Gly

Ile Tyr Ile
195

Ser Leu Val
210

Tyr Ile Phe
225

Glu Asp Gly

Glu Leu Arg

110109033

Glu Val

Val Lys
85

Tyr Leu
100

Cys Ala

Gly Gly

Thr Thr

Ser Gln

165

Gly Ala
180

Trp Ala

Ile Thr

Lys Gln

Cys Ser

245

Val Lys

Ala

70

Gly

Gln

Thr

Trp

Thr

150

Pro

Val

Pro

Leu

Pro

230

Cys

Phe

FHGTE A0202

Ala Ile

Arg Phe

Met Asn

Asp Pro

120

Tyr Arg
135

Pro Ala

Leu Ser

His Thr

Leu Ala

200

Tyr Cys

215

Phe Met

Arg Phe

Ser Arg

Asp

Thr

Ser

105

Lys

Trp

Pro

Leu

Arg

185

Gly

Lys

Arg

Pro

Ser

Ser Asp Gly Ser Arg Arg Tyr

75

Ile Ser Lys Asp Asn
90

Leu Lys Pro Glu Asp
110

Val Ala Cys Ala Arg
125

Gly Gln Gly Thr Gln
140

Arg Pro Pro Thr Pro
155

Arg Pro Glu Ala Cys
170

Gly Leu Asp Phe Ala
190

Thr Cys Gly Val Leu
205

Arg Gly Arg Lys Lys
220

Pro Val Gln Thr Thr
235

Glu Glu Glu Glu Gly
250

Ala

95

Thr

Val

Val

Ala

Arg

175

Cys

Leu

Leu

Gln

Gly
255

80

Lys

Ala

Val

Thr

Pro

160

Pro

Asp

Leu

Leu

Glu

240

Cys

Ala Asp Ala Pro Ala Tyr Lys

$153H, H£235H(FFIE)

1103157037-0



202144432

260 265 270

Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu
275 280 285

Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly
290 295 300

Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu
305 310 315 320

GlIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly
325 330 335

Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser
340 345 350

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro
355 360 365

Pro Arg
370

<210> 216
211> 371
<212> PRT
Q213> ATLFY

<220>
<223> CAS79236-BBz

<400> 216

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Lys Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Tyr

110109033 FHGR A0202 H154H, H235H(FFIER) 1103157037-0



202144432

35 40 45

Thr Tyr Ser Ser Tyr Cys Met Ala Trp Phe Arg Gln Ala Pro Gly Glu
50 55 60

Glu Arg Glu Gly Val Ala Ser Ile Asp Ala Gly Gly Arg Thr Thr Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys
85 90 05

Thr Ser Leu Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala
100 105 110

Met Tyr Tyr Cys Ala Val Asp Val Arg Thr Arg Cys Gly Gly Thr Trp
115 120 125

Asp Gly Glu Ala Val Tyr Phe Pro Tyr Trp Gly Gln Gly Thr Gln Val
130 135 140

Thr Val Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala
145 150 155 160

Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg
165 170 175

Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys
180 185 190

Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu
195 200 205

Leu Ser Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu
210 215 220

Leu Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln
225 230 235 240

110109033 FHGR A0202 H155H, #H235H(FFIER) 1103157037-0



Glu Glu Asp

Cys Glu Leu

Lys Gln Gly
275

Glu Glu Tyr
290

Gly Gly Lys
305

Leu Gln Lys

Gly Glu Arg

Ser Thr Ala
355

Pro Pro Arg
370

Q210> 217
211> 367
<212> PRT

202144432

Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly

245

250

255

Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr

260 265

270

Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg

280

285

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met

295

300

Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu

310

315

320

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys

325

330

335

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu

340 345

350

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu

360

Q213> ATLFH

<220>

<223> (CAST9274-BBz

<400> 217

365

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1

110109033

5

FHGTE A0202

10

15

$156H, H£235H(FFIE)

1103157037-0



202144432

His Ala Ala Arg Pro Gln Val His Leu Val Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Ala Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Lys Tyr
35 40 45

Ala Phe Cys Thr Tyr Asp Met Ser Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Glu Arg Glu Val Val Ser Ser Ile Asp Ser Arg Gly Asn Thr Asn Tyr
65 70 75 80

Ser Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp His Ala Lys
85 90 05

Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Lys Pro Glu Asp Thr Ala
100 105 110

Met Tyr Thr Cys Ala Ala Gln Ile Val Gly Gly Ala Leu Arg Cys Pro
115 120 125

Arg Phe Ala Met Tyr Trp Gly Gln Gly Thr Gln Val Thr Val Ser Ser
130 135 140

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala
145 150 155 160

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
165 170 175

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile
180 185 190

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val
195 200 205

Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe

110109033 FHGR A0202 H157H, H235H(FFIER) 1103157037-0



202144432

210

Lys Gln
225

Cys Ser

Val Lys

Asn Gln

Val Leu
290

Arg Arg
305

Lys Met

Arg Gly

Lys Asp

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Met Ala

1101090

215 220

Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly
230 235 240

Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg
245 250 255

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln
260 265 270

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp
275 280 285

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro
295 300

Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp
310 315 320

Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg
325 330 335

Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr
340 345 350

Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

218

376

PRT
szl
CAS79285-BBz

218

Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

33 FH YR A0202 ®158H, #H235H(FFIER)

1103157037-0



202144432

His Ala

Val Gln

Thr Val
50

Glu Val
65

Ala Asp

Asn Thr

Met Tyr

Cys Pro

130

Gln Gly

145

Pro Pro

Pro Glu

Leu Asp

Ala

Ala

35

Ser

Glu

Ser

Leu

Phe

115

Ala

Thr

Thr

Ala

Phe
195

110109033

Arg Pro
20

Gly Gly

Asn Tyr

Gly Val

Val Lys
85

Tyr Leu
100

Cys Ala

Gln Arg

Gln Val

Pro Ala
165

Cys Arg
180

Ala Cys

Gln Val Arg

Ser Leu Ala
40

Cys Met Gly
55

Ala Leu Ile
70

Gly Arg Phe

Gln Met Asn

Gly Val Tyr
120

Glu Trp Ala
135

Thr Val Ser
150

Pro Thr Ile

Pro Ala Ala

Asp Ile Tyr
200

FHGTE A0202

Leu

25

Leu

Trp

Ser

Thr

Ser

105

Gly

Leu

Ser

Ala

Gly

185

Ile

10

Val Glu

Ser Cys

Phe Arg

Thr Asp
75

Ile Ser
90

Leu Lys

Leu Ile

Gln Arg

Thr Thr

155

Ser Gln
170

Gly Ala

Trp Ala

15

Ser Gly Gly Gly Ser
30

Glu Thr Ser Arg Tyr
45

Gln Val Ser Gly Lys
60

Gly Thr Thr Thr Tyr
80

Lys Asp Asn Ala Lys
05

Ser Glu Asp Thr Ala
110

Trp Tyr Tyr Lys Pro
125

Tyr Gly Tyr Trp Gly
140

Thr Pro Ala Pro Arg
160

Pro Leu Ser Leu Arg
175

Val His Thr Arg Gly
190

Pro Leu Ala Gly Thr
205

$159H, H235H(FFIE)

1103157037-0



202144432

Cys Gly Val Leu Leu
210

Gly Arg Lys Lys Leu
225

Val Gln Thr Thr Gln
245

Glu Glu Glu Gly Gly
260

Asp Ala Pro Ala Tyr
275

Asn Leu Gly Arg Arg
290

Arg Asp Pro Glu Met
305

Gly Leu Tyr Asn Glu
325

Glu Ile Gly Met Lys
340

Leu Tyr Gln Gly Leu
355

His Met Gln Ala Leu
370

<210> 219
<211> 369
<212> PRT
Q213> ATLFY

110109033

Leu Ser Leu Val Ile Thr
215

Leu Tyr Ile Phe Lys Gln
230 235

Glu Glu Asp Gly Cys Ser
250

Cys Glu Leu Arg Val Lys
265

Lys Gln Gly Gln Asn Gln
280

Glu Glu Tyr Asp Val Leu
295

Gly Gly Lys Pro Arg Arg
310 315

Leu Gln Lys Asp Lys Met
330

Gly Glu Arg Arg Arg Gly
345

Ser Thr Ala Thr Lys Asp
360

Pro Pro Arg
375

FHGTE A0202

Leu Tyr Cys Lys Arg
220

Pro Phe Met Arg Pro
240

Cys Arg Phe Pro Glu
255

Phe Ser Arg Ser Ala
270

Leu Tyr Asn Glu Leu
285

Asp Lys Arg Arg Gly
300

Lys Asn Pro Gln Glu
320

Ala Glu Ala Tyr Ser
335

Lys Gly His Asp Gly
350

Thr Tyr Asp Ala Leu
365

F160H, H235H(FFIR)

1103157037-0



202144432

<220>
<223> CAS79317-BBz

<400> 219

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Ala Glu Ser Gly Gly Gly Ser
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr
35 40 45

Ser Ser Ser Ser Val Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Glu Arg Glu Gly Val Ala Ile Ile Tyr Val Thr Leu Gly Ser Ile Ala
65 70 75 80

Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala
85 90 05

Lys Asn Thr Leu Asp Leu Glu Met Asn Ser Leu Lys Pro Asp Asp Thr
100 105 110

Ala Leu Tyr Tyr Cys Ala Ala Gly Gly Cys Gly Tyr Arg Gly Val Ala
115 120 125

Asp Val Pro Glu Phe Thr Tyr Arg Gly Gln Gly Thr Gln Val Thr Val
130 135 140

Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr
145 150 155 160

Ile Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala
165 170 175

Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile

110109033 FHGR A0202 ®161H, #H235H(FFIER) 1103157037-0



202144432

Tyr Ile Trp
195

Leu Val Ile
210

Ile Phe Lys
225

Asp Gly Cys

Leu Arg Val

Gly Gln Asn
275

Tyr Asp Val
290

Lys Pro Arg
305

Lys Asp Lys

Arg Arg Arg

Ala Thr Lys

355

Arg

110109033

180

Ala Pro

Thr Leu

Gln Pro

Ser Cys
245

Lys Phe
260

Gln Leu

Leu Asp

Arg Lys

Met Ala
325

Gly Lys
340

Asp Thr

185

Leu Ala Gly Thr Cys Gly Val
200

Tyr Cys Lys Arg Gly Arg Lys
215 220

Phe Met Arg Pro Val Gln Thr
230 235

Arg Phe Pro Glu Glu Glu Glu
250

Ser Arg Ser Ala Asp Ala Pro
265

Tyr Asn Glu Leu Asn Leu Gly
280

Lys Arg Arg Gly Arg Asp Pro
295 300

Asn Pro Gln Glu Gly Leu Tyr
310 315

Glu Ala Tyr Ser Glu Ile Gly
330

Gly His Asp Gly Leu Tyr Gln
345

Tyr Asp Ala Leu His Met Gln
360

190

Leu Leu Leu Ser
205

Lys Leu Leu Tyr

Thr Gln Glu Glu
240

Gly Gly Cys Glu
255

Ala Tyr Lys Gln
270

Arg Arg Glu Glu
285

Glu Met Gly Gly

Asn Glu Leu Gln
320

Met Lys Gly Glu
335

Gly Leu Ser Thr
350

Ala Leu Pro Pro
365

FH4E A0202 #162F, H235H(FYIE)

1103157037-0



202144432

<210> 220
<211> 368
<212> PRT
Q213> ATLFY

<220>
<223> CAS70950VHO-BBz

<400> 220
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe
35 40 45

Thr Tyr Lys Asn Thr Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Arg Glu Gly Val Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys
85 90 05

Asn Thr Val Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Met Tyr Tyr Cys Ala Ala Gly Ala Tyr Cys Gly Arg Leu Leu Leu Trp
115 120 125

Ile Gly Asn Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser
130 135 140

Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile
145 150 155 160

110109033 FHGR A0202 ®163H, H235H(FFIER) 1103157037-0



202144432

Ala Ser Gln Pro Leu

Gly Gly

Ile Trp

Val Ile
210

Phe Lys
225

Gly Cys

Arg Val

Gln Asn

Asp Val

290

Pro Arg

305

Asp Lys

Arg Arg

Thr Lys

Ala

Ala

195

Thr

Gln

Ser

Lys

Gln

275

Leu

Arg

Met

Gly

Asp

110109033

165

Val His
180

Pro Leu

Leu Tyr

Pro Phe

Cys Arg
245

Phe Ser
260

Leu Tyr

Asp Lys

Lys Asn

Ala Glu
325

Lys Gly
340

Thr Tyr

Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala

Thr Arg Gly Leu
185

Ala Gly Thr Cys
200

Cys Lys Arg Gly
215

Met Arg Pro Val
230

Phe Pro Glu Glu

Arg Ser Ala Asp
265

Asn Glu Leu Asn
280

Arg Arg Gly Arg
295

Pro Gln Glu Gly
310

Ala Tyr Ser Glu

His Asp Gly Leu
345

Asp Ala Leu His

FHGTE A0202

170

Asp Phe

Gly Val

Arg Lys

Gln Thr
235

Glu Glu
250

Ala Pro

Leu Gly

Asp Pro

Leu Tyr

315

Ile Gly
330

Tyr Gln

Met Gln

175

Ala Cys Asp Ile Tyr
190

Leu Leu Leu Ser Leu
205

Lys Leu Leu Tyr Ile
220

Thr Gln Glu Glu Asp
240

Gly Gly Cys Glu Leu
255

Ala Tyr Lys Gln Gly
270

Arg Arg Glu Glu Tyr
285

Glu Met Gly Gly Lys
300

Asn Glu Leu Gln Lys
320

Met Lys Gly Glu Arg
335

Gly Leu Ser Thr Ala
350

Ala Leu Pro Pro Arg

$164H, H235H(FFIE)

1103157037-0



202144432

355 360 365

<210> 221
<211> 368
<212> PRT
Q213> ATLFY

<220>
<223> (CAS70950VH7-BBz

<400> 221

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Glu Phe
35 40 45

Thr Tyr Lys Asn Thr Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Arg Glu Gly Val Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys
85 90 05

Asn Thr Val Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Met Tyr Tyr Cys Ala Ala Gly Ala Tyr Cys Gly Arg Leu Leu Leu Trp
115 120 125

Ile Gly Asn Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser
130 135 140

Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile

110109033 FHGR A0202 ®165H, H235H(FIIER) 1103157037-0



202144432

145

Ala Ser

Gly Gly

Ile Trp

Val Ile
210

Phe Lys
225

Gly Cys

Arg Val

Gln Asn

Asp Val

290

Pro Arg
305

Asp Lys

Arg Arg

Gln

Ala

Ala

195

Thr

Gln

Ser

Lys

Gln

275

Leu

Arg

Met

Gly

110109033

Pro Leu
165

Val His
180

Pro Leu

Leu Tyr

Pro Phe

Cys Arg
245

Phe Ser
260

Leu Tyr

Asp Lys

Lys Asn

Ala Glu
325

Lys Gly
340

150 155

Ser Leu Arg Pro Glu Ala
170

Thr Arg Gly Leu Asp Phe
185

Ala Gly Thr Cys Gly Val
200

Cys Lys Arg Gly Arg Lys
215

Met Arg Pro Val Gln Thr
230 235

Phe Pro Glu Glu Glu Glu
250

Arg Ser Ala Asp Ala Pro
265

Asn Glu Leu Asn Leu Gly
280

Arg Arg Gly Arg Asp Pro
295

Pro Gln Glu Gly Leu Tyr
310 315

Ala Tyr Ser Glu Ile Gly
330

His Asp Gly Leu Tyr Gln
345

FHGTE A0202

160

Cys Arg Pro Ala Ala
175

Ala Cys Asp Ile Tyr
190

Leu Leu Leu Ser Leu
205

Lys Leu Leu Tyr Ile
220

Thr Gln Glu Glu Asp
240

Gly Gly Cys Glu Leu
255

Ala Tyr Lys Gln Gly
270

Arg Arg Glu Glu Tyr
285

Glu Met Gly Gly Lys
300

Asn Glu Leu Gln Lys
320

Met Lys Gly Glu Arg
335

Gly Leu Ser Thr Ala
350

F166H, H235H(FFIR)

1103157037-0



202144432

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

<210> 222
<211> 370
<212> PRT
Q213> ATLFH

<220>
<223> (CAS71529VH5-BBz

<400> 222
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Glu Tyr
35 40 45

Arg Tyr Ser Ser Arg Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly
50 55 60

Lys Gly Leu Glu Gly Val Ser Ala Ile Asp Ser Asn Gly Ser Ala Asp
65 70 75 80

Tyr Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser
85 90 05

Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Ala Asp His Leu Ala Tyr Asp Cys Tyr Ser
115 120 125

Gly Ala Thr Ser Val Phe Arg Tyr Trp Gly Gln Gly Thr Leu Val Thr
130 135 140

110109033 FHGR A0202 ®167H, H235H(FFIER) 1103157037-0



Val Ser Ser
145

Thr Ile Ala

Ala Ala Gly

Ile Tyr Ile
195

Ser Leu Val
210

Tyr Ile Phe
225

Glu Asp Gly

Glu Leu Arg

Gln Gly Gln
275

Glu Tyr Asp
290

Gly Lys Pro
305

GlIn Lys Asp

Glu Arg Arg

110109033

202144432

Thr Thr

Ser Gln
165

Gly Ala
180

Trp Ala

Ile Thr

Lys Gln

Cys Ser

245

Val Lys
260

Asn Gln

Val Leu

Arg Arg

Lys Met

325

Arg Gly

Thr Pro Ala
150

Pro Leu Ser

Val His Thr

Pro Leu Ala
200

Leu Tyr Cys
215

Pro Phe Met
230

Cys Arg Phe

Phe Ser Arg

Leu Tyr Asn
280

Asp Lys Arg
295

Lys Asn Pro
310

Ala Glu Ala

Lys Gly His

Pro Arg Pro
155

Leu Arg Pro
170

Arg Gly Leu
185

Gly Thr Cys

Lys Arg Gly

Arg Pro Val
235

Pro Glu Glu
250

Ser Ala Asp
265

Glu Leu Asn

Arg Gly Arg

Gln Glu Gly
315

Tyr Ser Glu
330

Asp Gly Leu

FHGTE A0202

Pro Thr Pro Ala Pro
160

Glu Ala Cys Arg Pro
175

Asp Phe Ala Cys Asp
190

Gly Val Leu Leu Leu
205

Arg Lys Lys Leu Leu
220

Gln Thr Thr Gln Glu
240

Glu Glu Gly Gly Cys
255

Ala Pro Ala Tyr Lys
270

Leu Gly Arg Arg Glu
285

Asp Pro Glu Met Gly
300

Leu Tyr Asn Glu Leu
320

Ile Gly Met Lys Gly
335

Tyr Gln Gly Leu Ser

#168H, H235H(FFIR)

1103157037-0



202144432

340

345

350

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro

Pro Arg
370

<210>
<211>
<212>
<213>

<220>
<223>

<400>

355

223
370
PRT
szl

CAS71529VH6-BBz

223

360

365

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1

5

His Ala Ala Arg Pro Glu Val Gln Leu

20

25

Val Gln Pro Gly Gly Ser Leu Arg Leu

35

40

Arg Tyr Ser Ser Arg Tyr Cys Met Gly

50

55

Lys Gly Arg Glu Gly Val Ala Ala Ile
70

65

Tyr Val Asp Ser Val Lys Gly Arg Phe

85

Lys Asn Thr Leu Tyr Leu Gln Met Asn

100

105

Ala Met Tyr Tyr Cys Ala Ala Asp His

110109033

FHGTE A0202

10 15

Val Glu Ser Gly Gly Gly Leu
30

Ser Cys Ala Val Ser Glu Tyr
45

Trp Phe Arg Gln Ala Pro Gly
60

Asp Ser Asn Gly Ser Ala Asp
75 80

Thr Ile Ser Lys Asp Asn Ser
90 05

Ser Leu Arg Ala Glu Asp Thr
110

Leu Ala Tyr Asp Cys Tyr Ser

#169H, H235H(FFIR)

1103157037-0



202144432

115 120 125

Gly Ala Thr Ser Val Phe Arg Tyr Trp Gly Gln Gly Thr Leu Val Thr
130 135 140

Val Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro
145 150 155 160

Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro
165 170 175

Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp
180 185 190

Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu
195 200 205

Ser Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu
210 215 220

Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu
225 230 235 240

Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys
245 250 255

Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys
260 265 270

Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu
275 280 285

Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly
290 295 300

Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu
305 310 315 320

110109033 FHGR A0202 ®170H, #H235H(FFIER) 1103157037-0



202144432

GlIn Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly
325 330 335

Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser
340 345 350

Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro
355 360 365

Pro Arg
370

<210> 224
<211> 369
<212> PRT
Q213> ATLFY

<220>
<223> (CAS72052VH5-BBz

<400> 224
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Phe
35 40 45

Arg Tyr Ala Ser Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Leu Glu Gly Val Ala Ala Ile His Ser Asp Gly Ile Ile Arg Tyr
65 70 75 80

Ala Glu Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys
85 90 05

110109033 FHGR A0202 ®171H, #H235H(FFIER) 1103157037-0



202144432

Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala

Val Tyr

Thr Leu
130

Ser Ser

145

Ile Ala

Ala Gly

Tyr Ile

Leu Val

210

Ile Phe

225

Asp Gly

Leu Arg

Gly Gln

Tyr Asp

Tyr

115

Tyr

Thr

Ser

Gly

Trp

195

Ile

Lys

Cys

Val

Asn
275

Val

110109033

100

Cys Ala Ala

Asp Tyr Ala

Thr Thr Pro
150

Gln Pro Leu
165

Ala Val His
180

Ala Pro Leu

Thr Leu Tyr

Gln Pro Phe
230

Ser Cys Arg
245

Lys Phe Ser
260

Gln Leu Tyr

Leu Asp Lys

FHGTE A0202

105

Gly Ala Tyr Cys Gly Ala
120

Phe Trp Gly Gln Gly Thr
135 140

Ala Pro Arg Pro Pro Thr
155

Ser Leu Arg Pro Glu Ala
170

Thr Arg Gly Leu Asp Phe
185

Ala Gly Thr Cys Gly Val
200

Cys Lys Arg Gly Arg Lys
215 220

Met Arg Pro Val Gln Thr
235

Phe Pro Glu Glu Glu Glu
250

Arg Ser Ala Asp Ala Pro
265

Asn Glu Leu Asn Leu Gly
280

Arg Arg Gly Arg Asp Pro

110

Asp Ala Ile Leu
125

Leu Val Thr Val

Pro Ala Pro Thr
160

Cys Arg Pro Ala
175

Ala Cys Asp Ile
190

Leu Leu Leu Ser
205

Lys Leu Leu Tyr

Thr Gln Glu Glu
240

Gly Gly Cys Glu
255

Ala Tyr Lys Gln
270

Arg Arg Glu Glu
285

Glu Met Gly Gly

B1728H, H£235H(FFIE)

1103157037-0



202144432

290 295 300

Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln
305 310 315 320

Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu
325 330 335

Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr
340 345 350

Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro
355 360 365

Arg

<210> 225
<211> 369
<212> PRT
Q213> ATLFY

<220>
<223> CAS72052VH6-BBz

<400> 225

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Phe
35 40 45

Arg Tyr Ala Ser Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Leu Glu Gly Val Ala Ala Ile His Ser Asp Gly Ile Ile Arg Tyr

110109033 FHGR A0202 ®173H, #H235H(FFIER) 1103157037-0



65

Ala Glu Ser

Asn Thr Leu

Met Tyr Ser
115

Thr Leu Tyr
130

Ser Ser Thr
145

Ile Ala Ser

Ala Gly Gly

Tyr Ile Trp
195

Leu Val Ile
210

Ile Phe Lys

225

Asp Gly Cys

Leu Arg Val

110109033

202144432

Val Lys
85

Tyr Leu
100

Cys Ala

Asp Tyr

Thr Thr

Gln Pro
165

Ala Val
180

Ala Pro

Thr Leu

Gln Pro

Ser Cys

245

Lys Phe
260

70

Gly Arg Phe Thr

Gln Met Asn Ser
105

Ala Gly Ala Tyr
120

Ala Phe Trp Gly
135

Pro Ala Pro Arg
150

Leu Ser Leu Arg

His Thr Arg Gly
185

Leu Ala Gly Thr
200

Tyr Cys Lys Arg
215

Phe Met Arg Pro
230

Arg Phe Pro Glu

Ser Arg Ser Ala
265

FHGTE A0202

75

Ile Ser Lys
90

Leu Arg Ala

Cys Gly Ala

Gln Gly Thr
140

Pro Pro Thr
155

Pro Glu Ala
170

Leu Asp Phe

Cys Gly Val

Gly Arg Lys
220

Val Gln Thr
235

Glu Glu Glu
250

Asp Ala Pro

B174H, H£235H(FFIE)

Asp Asn Ser
05

Glu Asp Thr
110

Asp Ala Ile
125

Leu Val Thr

Pro Ala Pro

Cys Arg Pro
175

Ala Cys Asp
190

Leu Leu Leu
205

Lys Leu Leu

Thr Gln Glu

Gly Gly Cys
255

Ala Tyr Lys
270

80

Lys

Ala

Leu

Val

Thr

160

Ala

Ile

Ser

Tyr

Glu

240

Glu

Gln

1103157037-0



202144432

Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu
275 280 285

Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly
290 295 300

Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln
305 310 315 320

Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu
325 330 335

Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr
340 345 350

Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro
355 360 365

Arg

<210> 226
<211> 368
<212> PRT
Q213> ATLFY

<220>
<223> CAST72669VHO-BBz

<400> 226
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Arg Phe
35 40 45

110109033 FHGR A0202 ®175H, H235H(FFIER) 1103157037-0



202144432

Thr Tyr Ser Ser Tyr Cys Met Gly Trp Ile Arg Gln Ala Pro Gly Lys
50 55 60

Gly Arg Glu Gly Val Ala Ile Phe Tyr Thr Gly Gly Gly Arg Thr Tyr
65 70 75 80

Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser
85 90 05

Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Val Ala Gly Phe Tyr Cys Ser Gly Gly Tyr Trp
115 120 125

Glu Gly Asp Phe Gly Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser
130 135 140

Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile
145 150 155 160

Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala
165 170 175

Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr
180 185 190

Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu
195 200 205

Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile
210 215 220

Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp
225 230 235 240

Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu

110109033 FHGR A0202 ®176H, H235H(FFIER) 1103157037-0



202144432

245 250 255

Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly
260 265 270

Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr
275 280 285

Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys
290 295 300

Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys
305 310 315 320

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg
325 330 335

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala
340 345 350

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

<210> 227
<211> 371
<212> PRT
Q213> ATLFH

<220>
<223> (CAS78117VH4-BBz

<400> 227

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ile Val Ser Arg Tyr

110109033 FHGR A0202 ®177H, H235H(FFIER) 1103157037-0



202144432

Thr Tyr
50

Gly Leu
65

Ala Glu

Asn Thr

Val Tyr

Ser Trp
130

Thr Val
145

Pro Thr

Pro Ala

Asp Ile

Leu Ser

210

Leu Tyr
225

35

Ala

Glu

Ser

Leu

Tyr

115

Ser

Ser

Ile

Ala

Tyr

195

Leu

Ile

110109033

Thr Tyr

Gly Val

Val Lys
85

Tyr Leu
100

Cys Val

Thr Pro

Ser Thr

Ala Ser

165

Gly Gly

180

Ile Trp

Val Tle

Phe Lys

40

45

Ser Met Ala Trp Phe Arg Gln Ala Pro

55

Ser Gly Leu Asp
70

Gly Arg Phe Thr

Gln Met Asn Ser
105

Val Asp Pro Ala
120

Ser Tyr Ala Tyr
135

Thr Thr Pro Ala
150

Gln Pro Leu Ser

Ala Val His Thr
185

Ala Pro Leu Ala
200

Thr Leu Tyr Cys
215

Gln Pro Phe Met
230

FHGTE A0202

Ser Val
75

Ile Ser
90

Leu Arg

Ser Ala

Trp Gly

Pro Arg

155

Leu Arg

170

Arg Gly

Gly Thr

Lys Arg

Arg Pro
235

60

Gly Ala Thr

Arg Asp Asn

Ala Glu Asp
110

Lys Val Thr
125

Gln Gly Thr
140

Pro Pro Thr

Pro Glu Ala

Leu Asp Phe
190

Cys Gly Val
205

Gly Arg Lys
220

Val Gln Thr

$178H, H£235H(FFIE)

Gly

Ser

95

Thr

Tyr

Leu

Pro

Cys

175

Ala

Leu

Lys

Thr

Lys

Tyr

80

Lys

Ala

Gly

Val

Ala

160

Arg

Cys

Leu

Leu

Gln
240

1103157037-0



202144432

Glu Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly
245 250 255

Cys Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
260 265 270

Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
275 280 285

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
290 295 300

Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu
305 310 315 320

Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys
325 330 335

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu
340 345 350

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu
355 360 365

Pro Pro Arg
370

<210> 228
<211> 371
<212> PRT
Q213> ATLFH

<220>
<223> (CAS78117VH5-BBz

<400> 228

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

110109033 FHGR A0202 ®179H, H235H(FFIER) 1103157037-0



202144432

His Ala Ala Arg Pro Glu Val Gln Leu

Val Gln

Thr Tyr
50

Gly Leu

65

Ala Glu

Asn Thr

Val Tyr

Ser Trp

130

Thr Val

145

Pro Thr

Pro Ala

Asp Ile

Leu Ser

Pro

35

Ala

Glu

Ser

Leu

Tyr

115

Ser

Ser

Ile

Ala

Tyr

195

Leu

110109033

20

Gly Gly

Thr Tyr

Gly Val

Val Lys
85

Tyr Leu
100

Cys Val

Thr Pro

Ser Thr

Ala Ser

165

Gly Gly
180

Ile Trp

Val Tle

25

Ser Leu Arg Leu
40

Ser Met Ala Trp
55

Ser Gly Leu Asp
70

Gly Arg Phe Thr

Gln Met Asn Ser
105

Val Asp Pro Ala
120

Ser Tyr Ala Tyr
135

Thr Thr Pro Ala
150

Gln Pro Leu Ser

Ala Val His Thr
185

Ala Pro Leu Ala
200

Thr Leu Tyr Cys

FHGTE A0202

Val Glu

Ser Cys

Phe Arg

Ser Val
75

Ile Ser
90

Leu Arg

Ser Ala

Trp Gly

Pro Arg

155

Leu Arg

170

Arg Gly

Gly Thr

Lys Arg

Ser Gly Gly Gly Leu

30

Ile Val Ser
45

Gln Ala Pro
60

Gly Ala Thr

Lys Asp Asn

Ala Glu Asp
110

Lys Val Thr
125

Gln Gly Thr
140

Pro Pro Thr

Pro Glu Ala

Leu Asp Phe
190

Cys Gly Val
205

Gly Arg Lys

#180H, H235H(FFIR)

Arg

Gly

Gly

Ser

95

Thr

Tyr

Leu

Pro

Cys

175

Ala

Leu

Lys

Tyr

Lys

Tyr

80

Lys

Ala

Gly

Val

Ala

160

Arg

Cys

Leu

Leu

1103157037-0



202144432

210 215 220

Leu Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln
225 230 235 240

Glu Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly
245 250 255

Cys Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
260 265 270

Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
275 280 285

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
290 295 300

Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu
305 310 315 320

Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys
325 330 335

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu
340 345 350

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu
355 360 365

Pro Pro Arg
370

<210> 229
<211> 371
<212> PRT
Q213> ATLFH

<220>
<223> CAS78117VH6-BBz

110109033 FHGR A0202 ®181H, #235H(FFIFE) 1103157037-0



202144432

<400> 229

Met Ala
1

His Ala

Val Gln

Thr Tyr
50

Gly Leu
65

Ala Glu

Asn Thr

Met Tyr

Ser Trp

130

Thr Val
145

Pro Thr

Pro Ala

Leu Pro Val
5

Ala Arg Pro
20

Pro Gly Gly
35

Ala Thr Tyr

Glu Gly Val

Ser Val Lys
85

Leu Tyr Leu
100

Tyr Cys Val
115

Ser Thr Pro

Ser Ser Thr

Ile Ala Ser
165

Ala Gly Gly
180

110109033

Thr Ala Leu Leu Leu Pro
10

Glu Val Gln Leu Val Glu
25

Ser Leu Arg Leu Ser Cys
40

Ser Met Ala Trp Phe Arg
55

Ser Gly Leu Asp Ser Val
70 75

Gly Arg Phe Thr Ile Ser
90

Gln Met Asn Ser Leu Arg
105

Val Asp Pro Ala Ser Ala
120

Ser Tyr Ala Tyr Trp Gly
135

Thr Thr Pro Ala Pro Arg
150 155

Gln Pro Leu Ser Leu Arg
170

Ala Val His Thr Arg Gly
185

FHGTE A0202

Leu Ala Leu Leu Leu
15

Ser Gly Gly Gly Leu
30

Ile Val Ser Arg Tyr
45

Gln Ala Pro Gly Lys
60

Gly Ala Thr Gly Tyr
80

Lys Asp Asn Ser Lys
05

Ala Glu Asp Thr Ala
110

Lys Val Thr Tyr Gly
125

Gln Gly Thr Leu Val
140

Pro Pro Thr Pro Ala
160

Pro Glu Ala Cys Arg
175

Leu Asp Phe Ala Cys
190

®182H, #235H(FFIE) 1103157037-0



202144432

Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu
195 200 205

Leu Ser Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu
210 215 220

Leu Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln
225 230 235 240

Glu Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly
245 250 255

Cys Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
260 265 270

Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
275 280 285

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
290 295 300

Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu
305 310 315 320

Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys
325 330 335

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu
340 345 350

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu
355 360 365

Pro Pro Arg
370

<210> 230

110109033 FHGR A0202 #®183H, #H235H(FFIE) 1103157037-0



202144432

211>
<212>
<213>

<220>
<223>

<400>
Met Ala

1

His Ala

Val Gln

Thr Tyr
50

Gly Leu
65

Ala Glu

Asn Thr

Met Tyr

Ser Trp
130

Thr Val
145

Pro Thr

1101090

371
PRT
szl

CAST78117VH7-BBz

230
Leu Pro Val

5

Ala Arg Pro
20

Pro Gly Gly
35

Ala Thr Tyr

Glu Gly Val

Val Lys

85

Ser

Leu Tyr Leu

100

Tyr Cys Val

115

Ser Thr Pro

Ser Ser Thr

Ile Ala Ser

33

Thr Ala Leu Leu

Glu Val Gln Leu
25

Ser Leu Arg Leu
40

Ser Met Ala Trp
55

Ala Gly Leu Asp
70

Gly Arg Phe Thr

Gln Met Asn Ser
105

Val Asp Pro Ala
120

Ser Tyr Ala Tyr
135

Thr Thr Pro Ala
150

Gln Pro Leu Ser

FHGTE A0202

Leu Pro
10

Val Glu

Ser Cys

Phe Arg

Ser Val
75

Ile Ser
90

Leu Arg

Ser Ala

Trp Gly

Pro Arg

155

Leu Arg

Leu Ala Leu Leu
15

Ser Gly Gly Gly
30

Ile Val Ser Arg
45

Gln Ala Pro Gly
60

Gly Ala Thr Gly

Lys Asp Asn Ser
05

Ala Glu Asp Thr
110

Lys Val Thr Tyr
125

Gln Gly Thr Leu
140

Pro Pro Thr Pro

Pro Glu Ala Cys

Leu

Leu

Tyr

Lys

Tyr

80

Lys

Ala

Gly

Val

Ala

160

Arg

$£184H, H£235H(FFIE)

1103157037-0



202144432

165

Pro Ala Ala Gly Gly
180

Asp Ile Tyr Ile Trp
195

Leu Ser Leu Val Ile
210

Leu Tyr Ile Phe Lys
225

Glu Glu Asp Gly Cys
245

Cys Glu Leu Arg Val
260

Lys Gln Gly Gln Asn
275

Glu Glu Tyr Asp Val
290

Gly Gly Lys Pro Arg
305

Leu Gln Lys Asp Lys
325

Gly Glu Arg Arg Arg
340

Ser Thr Ala Thr Lys
355

110109033

Ala

Ala

Thr

Gln

230

Ser

Lys

Gln

Leu

Arg

310

Met

Gly

Val His Thr
185

Pro Leu Ala
200

Leu Tyr Cys
215

Pro Phe Met

Cys Arg Phe

Phe Ser Arg
265

Leu Tyr Asn
280

Asp Lys Arg
295

Lys Asn Pro

Ala Glu Ala

Lys Gly His
345

170 175

Arg Gly Leu Asp Phe Ala Cys
190

Gly Thr Cys Gly Val Leu Leu
205

Lys Arg Gly Arg Lys Lys Leu
220

Arg Pro Val Gln Thr Thr Gln
235 240

Pro Glu Glu Glu Glu Gly Gly
250 255

Ser Ala Asp Ala Pro Ala Tyr
270

Glu Leu Asn Leu Gly Arg Arg
285

Arg Gly Arg Asp Pro Glu Met
300

Gln Glu Gly Leu Tyr Asn Glu
315 320

Tyr Ser Glu Ile Gly Met Lys
330 335

Asp Gly Leu Tyr Gln Gly Leu
350

Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu

360

FHGTE A0202

365

$£185H, H235H(FFIE)

1103157037-0



202144432

Pro Pro Arg
370

<210> 231
<211> 371
<212> PRT
Q213> ATLFH

<220>
<223> CAS79236VH4-BBz

<400> 231
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr
35 40 45

Thr Tyr Ser Ser Tyr Cys Met Ala Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Leu Glu Gly Val Ala Ser Ile Asp Ala Gly Gly Arg Thr Thr Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys
85 90 05

Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Val Tyr Tyr Cys Ala Val Asp Val Arg Thr Arg Cys Gly Gly Thr Trp
115 120 125

Asp Gly Glu Ala Val Tyr Phe Pro Tyr Trp Gly Gln Gly Thr Leu Val
130 135 140

110109033 FHGR A0202 #186H, H235H(FFIE) 1103157037-0



202144432

Thr Val Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala
145 150 155 160

Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg
165 170 175

Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys
180 185 190

Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu
195 200 205

Leu Ser Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu
210 215 220

Leu Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln
225 230 235 240

Glu Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly
245 250 255

Cys Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
260 265 270

Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
275 280 285

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
290 295 300

Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu
305 310 315 320

Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys
325 330 335

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu

110109033 FHGR A0202 ®187H, H235H(FFIE) 1103157037-0



202144432

340 345 350

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu
355 360 365

Pro Pro Arg
370

<210> 232
<211> 371
<212> PRT
Q213> ATLFH

<220>
<223> CAS79236VH5-BBz

<400> 232

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Tyr
35 40 45

Thr Tyr Ser Ser Tyr Cys Met Ala Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Leu Glu Gly Val Ala Ser Ile Asp Ala Gly Gly Arg Thr Thr Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys
85 90 05

Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Val Tyr Tyr Cys Ala Val Asp Val Arg Thr Arg Cys Gly Gly Thr Trp

110109033 FHGR A0202 #188H, H235H(FFIE) 1103157037-0



202144432

115 120 125

Asp Gly Glu Ala Val Tyr Phe Pro Tyr Trp Gly Gln Gly Thr Leu Val
130 135 140

Thr Val Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala
145 150 155 160

Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg
165 170 175

Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys
180 185 190

Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu
195 200 205

Leu Ser Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu
210 215 220

Leu Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln
225 230 235 240

Glu Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly
245 250 255

Cys Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
260 265 270

Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
275 280 285

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
290 295 300

Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu
305 310 315 320

110109033 FHGR A0202 ®189H, H235H(FFIE) 1103157037-0



202144432

Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys
325 330 335

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu
340 345 350

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu
355 360 365

Pro Pro Arg
370

<210> 233
<211> 371
<212> PRT
Q213> ATLFH

<220>
<223> CAS79236VHO-BBz

<400> 233
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Tyr
35 40 45

Thr Tyr Ser Ser Tyr Cys Met Ala Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Leu Glu Gly Val Ala Ser Ile Asp Ala Gly Gly Arg Thr Thr Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ala Lys
85 90 05

110109033 FHGR A0202 ®190H, #H235H(FFIE) 1103157037-0



202144432

Asn Ser Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Met Tyr Tyr Cys Ala Val Asp Val Arg Thr Arg Cys Gly Gly Thr Trp
115 120 125

Asp Gly Glu Ala Val Tyr Phe Pro Tyr Trp Gly Gln Gly Thr Leu Val
130 135 140

Thr Val Ser Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala
145 150 155 160

Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg
165 170 175

Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys
180 185 190

Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu
195 200 205

Leu Ser Leu Val Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu
210 215 220

Leu Tyr Ile Phe Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln
225 230 235 240

Glu Glu Asp Gly Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly
245 250 255

Cys Glu Leu Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
260 265 270

Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
275 280 285

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met

110109033 FHGR A0202 ®191H, #H235H(FFIER) 1103157037-0



202144432

290 295 300

Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu
305 310 315 320

Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys
325 330 335

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu
340 345 350

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu
355 360 365

Pro Pro Arg
370

<210> 234
211> 367
<212> PRT
Q213> ATLFY

<220>
<223> CAS77916VHO-BBz

<400> 234

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr
35 40 45

Thr Ser Ser Trp Asn Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Leu Glu Gly Val Ala Thr Ile Ala Asn Arg Gly His Ser Thr Tyr

110109033 FHGR A0202 ®192H, #H235H(FFIE) 1103157037-0



202144432

65

Tyr Ala Ser Val

85

Asp

Thr Leu Tyr

100

Lys Asn

Ala Val Tyr Tyr Cys

115

Thr Asp
130

Phe Glu Tyr

Thr Thr
145

Thr Pro Ala

Ser Gln Pro Leu Ser

165

Gly Ala Val His Thr

180

Trp Ala Pro

195

Leu Ala

Ile Thr
210

Leu Tyr Cys

Lys Gln
225

Pro Phe Met

Arg Phe
245

Cys Ser Cys

Val Lys Phe Ser Arg

260

110109033

70

Lys Gly Arg Phe Thr
90

Leu Gln Met Asn Ser
105

Ala Thr Asp Thr Trp
120

Trp Gly Gln Gly Thr
135

Pro Arg Pro Pro Thr
150

Leu Arg Pro Glu Ala
170

Arg Gly Leu Asp Phe
185

Gly Thr Cys Gly Val
200

Lys Arg Gly Arg Lys
215

Arg Pro Val Gln Thr
230

Pro Glu Glu Glu Glu
250

Ser Ala Asp Ala Pro
265

FHGTE A0202

75

Ile

Leu

Ala

Leu

Pro

155

Cys

Ala

Leu

Lys

Thr

235

Gly

Ala

80

Ser Gln Asp Asn
05

Ser

Arg Ala Glu Asp Thr

110

Cys Val Gly
125

Ile Ser

Val Thr Val
140

Ser Ser

Ala Pro Thr Ile Ala

160

Arg Pro Ala Ala

175

Gly

Cys Asp Ile
190

Tyr Ile

Leu Leu Ser Leu Val

205

Leu Leu Tyr Ile Phe

220

Gln Glu Glu Asp Gly

240

Gly Cys Glu Leu Arg
255

Tyr Lys Gln Gly Gln
270

#193H, H235H(FFIR)

1103157037-0



202144432

Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp
275 280 285

Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro
290 295 300

Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp
305 310 315 320

Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg
325 330 335

Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr
340 345 350

Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

<210> 235
211> 367
<212> PRT
Q213> ATLFY

<220>
<223> CAS77916VH7-BBz

<400> 235
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr
35 40 45

Thr Ser Ser Trp Asn Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

110109033 FHGR A0202 H194H, H235H(FFIER) 1103157037-0



202144432

Gly Leu
65

Tyr Ala

Lys Asn

Ala Met

Thr Asp
130

Thr Thr
145

Ser Gln

Gly Ala

Trp Ala

Ile Thr

210

Lys Gln
225

Cys Ser

Val Lys

Glu Gly Val

Asp Ser Val
85

Thr Leu Tyr
100

Tyr Tyr Cys
115

Phe Glu Tyr

Thr Pro Ala

Pro Leu Ser
165

Val His Thr
180

Pro Leu Ala
195

Leu Tyr Cys

Pro Phe Met

Cys Arg Phe

245

Phe Ser Arg

110109033

Ala Thr Ile Ala
70

Lys Gly Arg Phe

Leu Gln Met Asn
105

Ala Thr Asp Thr
120

Trp Gly Gln Gly
135

Pro Arg Pro Pro
150

Leu Arg Pro Glu

Arg Gly Leu Asp
185

Gly Thr Cys Gly
200

Lys Arg Gly Arg
215

Arg Pro Val Gln
230

Pro Glu Glu Glu

Asn

Thr

90

Ser

Trp

Thr

Thr

Ala

170

Phe

Val

Lys

Thr

Glu
250

Arg
75

Ile

Leu

Ala

Leu

Pro

155

Cys

Ala

Leu

Lys

Thr

235

Gly

Ser Ala Asp Ala Pro Ala

FHGTE A0202

Gly His Ser Thr

Ser Gln Asp Asn
05

Arg Ala Glu Asp
110

Cys Val Gly Ile
125

Val Thr Val Ser
140

Ala Pro Thr Ile

Arg Pro Ala Ala
175

Cys Asp Ile Tyr
190

Leu Leu Ser Leu
205

Leu Leu Tyr Ile
220

Gln Glu Glu Asp

Gly Cys Glu Leu
255

Tyr Lys Gln Gly

$195H, H£235H(FFIE)

Tyr

80

Ser

Thr

Ser

Ser

Ala

160

Gly

Ile

Val

Phe

Gly

240

Arg

Gln

1103157037-0



202144432

260 265 270

Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp
275 280 285

Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro
290 295 300

Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp
305 310 315 320

Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg
325 330 335

Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr
340 345 350

Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

<210> 236
211> 367
<212> PRT
Q213> ATLFY

<220>
<223> CAS77916VHR-BBz

<400> 236

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr
35 40 45

Thr Ser Ser Trp Asn Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys

110109033 FHGR A0202 H196H, H235H(FFIE) 1103157037-0



202144432

50 55 60

Gly Leu Glu Gly Val Ala Thr Ile Ala Asn Arg Gly His Ser Thr Tyr
65 70 75 80

Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser
85 90 05

Lys Asn Thr Val Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Thr Asp Thr Trp Ala Cys Val Gly Ile Ser
115 120 125

Thr Asp Phe Glu Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
130 135 140

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala
145 150 155 160

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
165 170 175

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile
180 185 190

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val
195 200 205

Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe
210 215 220

Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly
225 230 235 240

Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg
245 250 255

110109033 FHGR A0202 ®197H, #H235H(FFIER) 1103157037-0



202144432

Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln
260 265 270

Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp
275 280 285

Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro
290 295 300

Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp
305 310 315 320

Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg
325 330 335

Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr
340 345 350

Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

<210> 237
211> 367
<212> PRT
Q213> ATLFY

<220>
<223> CAS77916VHO-BBz

<400> 237
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr
35 40 45

110109033 FHGR A0202 ®198H, #H235H(FFIE) 1103157037-0



202144432

Thr Ser Ser Trp Asn
50

Gly
65

Arg Glu Gly Val

Ala Ser Val

85

Tyr Asp

Thr Leu Tyr

100

Lys Asn

Ala Val Tyr Tyr Cys

115

Thr Asp Phe Glu Tyr

130

Thr
145

Thr Thr Pro Ala

Gln Pro Leu Ser

165

Ser

Gly Ala Val His Thr

180

Ala Pro

195

Trp Leu Ala

Ile Thr

210

Leu Tyr Cys

Lys Gln Pro Phe Met

225

Cys Ser Cys Arg Phe

110109033

Cys Met Gly Trp Phe
55

Ala Thr Ile Ala Asn
70

Lys Gly Arg Phe Thr
90

Leu Gln Met Asn Ser
105

Ala Thr Asp Thr Trp
120

Trp Gly Gln Gly Thr
135

Pro Arg Pro Pro Thr
150

Leu Arg Pro Glu Ala
170

Arg Gly Leu Asp Phe
185

Gly Thr Cys Gly Val
200

Lys Arg Gly Arg Lys
215

Arg Pro Val Gln Thr
230

Pro Glu Glu Glu Glu

FHGTE A0202

Arg

Arg

75

Ile

Leu

Ala

Leu

Pro

155

Cys

Ala

Leu

Lys

Thr

235

Gly

Gln
60

Ala Pro Gly Lys

Gly His Ser Thr Tyr

80

Ser Gln Asp Asn Ser

95

Ala Glu Asp
110

Arg Thr

Val Gly
125

Cys Ile Ser

Val
140

Thr Val Ser Ser

Ala Pro Thr Ile Ala

160

Pro Ala Ala

175

Arg Gly

Asp Ile
190

Cys Tyr Ile

Leu Ser Leu Val

205

Leu

Leu Leu Tyr Ile Phe

220

Gln Glu Glu Asp Gly

240

Gly Cys Glu Leu Arg

#199H, H235H(FFIR)

1103157037-0



202144432

245 250 255

Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln
260 265 270

Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp
275 280 285

Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro
290 295 300

Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp
305 310 315 320

Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg
325 330 335

Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr
340 345 350

Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

<210> 238
211> 367
<212> PRT
Q213> ATLFY

<220>
<223> CAS77916VH10-BBz

<400> 238

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Thr Ser Gly Tyr

110109033 FHGR A0202 H200H, #H235H(FFIER) 1103157037-0



202144432

35 40 45

Thr Ser Ser Trp Asn Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Arg Glu Gly Val Ala Thr Ile Ala Asn Arg Gly His Ser Thr Tyr
65 70 75 80

Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser
85 90 05

Lys Asn Thr Val Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Thr Asp Thr Trp Ala Cys Val Gly Ile Ser
115 120 125

Thr Asp Phe Glu Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
130 135 140

Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile Ala
145 150 155 160

Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala Gly
165 170 175

Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Tyr Ile
180 185 190

Trp Ala Pro Leu Ala Gly Thr Cys Gly Val Leu Leu Leu Ser Leu Val
195 200 205

Ile Thr Leu Tyr Cys Lys Arg Gly Arg Lys Lys Leu Leu Tyr Ile Phe
210 215 220

Lys Gln Pro Phe Met Arg Pro Val Gln Thr Thr Gln Glu Glu Asp Gly
225 230 235 240

110109033 FHGR A0202 H201H, #H235H(FFIER) 1103157037-0



202144432

Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg
245 250 255

Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln
260 265 270

Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp
275 280 285

Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro
290 295 300

Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp
305 310 315 320

Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg
325 330 335

Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr
340 345 350

Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

<210> 239
<211> 510
<212> PRT
Q213> ATLFH

<220>
<223> CAST71529VH5-AS72052VH5-BBz

<400> 239
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

110109033 FHGR A0202 H202H, #H235H(FFIER) 1103157037-0



202144432

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Glu Tyr
35 40 45

Arg Tyr Ser Ser Arg Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly
50 55 60

Lys Gly Leu Glu Gly Val Ser Ala Ile Asp Ser Asn Gly Ser Ala Asp
65 70 75 80

Tyr Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser
85 90 05

Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
100 105 110

Ala Val Tyr Tyr Cys Ala Ala Asp His Leu Ala Tyr Asp Cys Tyr Ser
115 120 125

Gly Ala Thr Ser Val Phe Arg Tyr Trp Gly Gln Gly Thr Leu Val Thr
130 135 140

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
145 150 155 160

Gly Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro
165 170 175

Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Phe Arg Tyr Ala
180 185 190

Ser Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu
195 200 205

Gly Val Ala Ala Ile His Ser Asp Gly Ile Ile Arg Tyr Ala Glu Ser
210 215 220

Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu

110109033 FHGR A0202 #$203H, #H235H(FFIER) 1103157037-0



225

Tyr Leu Gln

Cys Ala

Ala

Ala
275

Asp Tyr

Thr Thr
290

Pro

Gln Pro
305

Leu

Ala Val His

Ala Pro Leu

Thr Leu Tyr

355

Gln Pro
370

Phe

Ser Cys Arg

385

Lys Phe Ser

Gln Leu Tyr

110109033

202144432

230

Met Asn Ser
245

Gly Ala Tyr
260

Phe Trp Gly

Ala Pro Arg

Ser Leu Arg

310

Thr Arg Gly

325

Ala
340

Gly Thr

Cys Lys Arg

Met Arg Pro

Phe Pro Glu

390

Ser Ala
405

Arg

Asn Glu Leu
420

Leu Arg Ala Glu Asp Thr

Cys Gly Ala
265

Gln Gly Thr
280

Pro Pro Thr
295

Pro Glu Ala

Leu Asp Phe

Cys Gly Val
345

Gly Arg Lys
360

Val Gln Thr
375

Glu Glu Glu

Asp Ala Pro

Asn Leu Gly
425

FHGTE A0202

235

250

Asp Ala

Leu Val

Pro

Ala

Arg
315

Cys

Ala
330

Cys

Leu Leu

Lys Leu

Thr Gln

Gly Gly
395

Ala Tyr
410

Arg Arg

Ala Val

Ile Leu Thr

270

Thr Val Ser

285

Pro
300

Thr Ile

Pro

Ala Ala

Ile Tyr

Asp

Ser Leu
350

Leu

Tyr Ile
365

Leu

Glu
380

Glu Asp

Cys Glu Leu

Gln Gly

Lys

Glu Glu Tyr
430

240

Tyr Tyr
255

Leu Tyr

Ser Thr

Ala Ser

Gly
320

Ile
335

Trp

Val Tle

Phe Lys

Gly

Cys

Val
400

Arg

Gln
415

Asn

Asp Val

$204H, H£235H(FHIE)

1103157037-0



202144432

Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg
435 44() 445

Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys
450 455 460

Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg
465 470 475 480

Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys
485 490 495

Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
500 505 510

<210> 240
<211> 510
<212> PRT
Q213> ATLFH

<220>
<223> CAST72052VH5-AS71529VH5-BBz

<400> 240
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Phe
35 40 45

Arg Tyr Ala Ser Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Leu Glu Gly Val Ala Ala Ile His Ser Asp Gly Ile Ile Arg Tyr
65 70 75 80

110109033 FHGR A0202 H205H, #H235H(FFIER) 1103157037-0



202144432

Ala Glu Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys
85 90 05

Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Val Tyr Tyr Cys Ala Ala Gly Ala Tyr Cys Gly Ala Asp Ala Ile Leu
115 120 125

Thr Leu Tyr Asp Tyr Ala Phe Trp Gly Gln Gly Thr Leu Val Thr Val
130 135 140

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
145 150 155 160

Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly
165 170 175

Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Glu Tyr Arg Tyr Ser Ser
180 185 190

Arg Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu
195 200 205

Gly Val Ser Ala Ile Asp Ser Asn Gly Ser Ala Asp Tyr Val Asp Ser
210 215 220

Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu
225 230 235 240

Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
245 250 255

Cys Ala Ala Asp His Leu Ala Tyr Asp Cys Tyr Ser Gly Ala Thr Ser
260 265 270

Val Phe Arg Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Thr

110109033 FHGR A0202 H206H, H235H(FFIE) 1103157037-0



202144432

275

Thr Thr Pro
290

Gln Pro Leu
305

Ala Val His

Ala Pro Leu

Thr Leu Tyr
355

Gln Pro Phe
370

Ser Cys Arg
385

Lys Phe Ser

Gln Leu Tyr

Leu Asp Lys
435

Arg Lys Asn
450

Ala Pro

Ser Leu

Thr Arg
325

Ala Gly
340

Cys Lys

Met Arg

Phe Pro

Arg Ser
405

Asn Glu
420

Arg Arg

Pro Gln

280

Arg Pro Pro Thr
295

Arg Pro Glu Ala
310

Gly Leu Asp Phe

Thr Cys Gly Val
345

Arg Gly Arg Lys
360

Pro Val Gln Thr
375

Glu Glu Glu Glu
390

Ala Asp Ala Pro

Leu Asn Leu Gly
425

Gly Arg Asp Pro
44()

Glu Gly Leu Tyr
455

Pro Ala

Cys Arg
315

Ala Cys
330

Leu Leu

Lys Leu

Thr Gln

Gly Gly

395

Ala Tyr

410

Arg Arg

Glu Met

Asn Glu

Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys

465

110109033

470

FHGTE A0202

475

285

Pro Thr Ile Ala
300

Pro Ala Ala Gly

Asp Ile Tyr Ile
335

Leu Ser Leu Val
350

Leu Tyr Ile Phe
365

Glu Glu Asp Gly
330

Cys Glu Leu Arg

Lys Gln Gly Gln
415

Glu Glu Tyr Asp
430

Gly Gly Lys Pro
445

Leu Gln Lys Asp
460

Gly Glu Arg Arg

$207H, H£235H(FHIE)

Ser

Gly

320

Trp

Ile

Lys

Cys

Val

400

Asn

Val

Arg

Lys

Arg
480

1103157037-0



202144432

Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys
485 490 495

Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
500 505 510

<210> 241
<211> 509
<212> PRT
Q213> ATLFH

<220>
<223> CAST0950VH6-AS71529VH6-BBz

<400> 241
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe
35 40 45

Thr Tyr Lys Asn Thr Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Arg Glu Gly Val Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys
85 90 05

Asn Thr Val Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Met Tyr Tyr Cys Ala Ala Gly Ala Tyr Cys Gly Arg Leu Leu Leu Trp
115 120 125

110109033 FHGR A0202 H208H, #H235H(FFIER) 1103157037-0



202144432

Ile Gly Asn Tyr Ala Tyr Trp Gly Gln Gly Thr

130

135

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser

145

Glu Val Gln

Ser Leu Arg

Met
195

Tyr Cys

Val Ala
210

Ala

Lys Gly
225

Arg

Leu Gln Met

Ala Ala Asp

Phe Arg Tyr

275

Thr Pro
290

Ala

Pro Leu Ser

305

Val His Thr

110109033

Leu Val
165

Leu Ser

180

Gly Trp

Ile Asp

Phe Thr

Asn Ser

245

His Leu

260

Trp Gly

Pro Arg

Leu Arg

Arg Gly

150

Glu Ser Gly

Cys Ala Val

Phe Arg Gln
200

Ser Asn Gly
215

Ile Ser Lys
230

Leu Arg Ala

Ala Tyr Asp

Gln Gly Thr
280

Pro Pro Thr
295

Pro Glu Ala
310

Leu Asp Phe

155

Gly Gly Leu
170

Ser Glu Tyr

185

Ala Pro Gly

Ala Asp

Ser

Asn Ser
235

Asp

Glu Asp Thr

250

Cys Tyr Ser

265

Leu Val Thr

Pro

Ala Pro

Arg Pro
315

Cys

Ala Cys Asp

FHGTE A0202

Leu Val Thr
140

Gly Gly Gly

Val Gln Pro

Arg Tyr Ser
190

Gly Arg
205

Lys

Tyr Val Asp

220

Lys Asn Thr

Ala Met Tyr

Gly Ala Thr
270

Val Ser Ser

285

Thr
300

Ile Ala

Ala Ala Gly

Ile Tyr Ile

Val Ser

Gly Ser

160

Gly
175

Gly

Ser

Arg

Glu

Gly

Ser Val

Tyr
240

Leu

Tyr Cys

255

Ser Val

Thr Thr

Ser Gln

Gly Ala

320

Trp Ala

#2098, H235H(FFIR)

1103157037-0



202144432

Pro Leu Ala

Leu Tyr Cys
355

Pro Phe Met
370

Cys Arg Phe
385

Phe Ser Arg

Leu Tyr Asn

Asp Lys Arg
435

Lys Asn Pro
450

Ala Glu Ala
465

Lys Gly His

Thr Tyr Asp

<210> 242
<211> 509
<212> PRT

110109033

325

Gly Thr Cys Gly Val Leu
340 345

Lys Arg Gly Arg Lys Lys
360

Arg Pro Val Gln Thr Thr
375

Pro Glu Glu Glu Glu Gly
390

Ser Ala Asp Ala Pro Ala
405

Glu Leu Asn Leu Gly Arg
420 425

Arg Gly Arg Asp Pro Glu
44()

Gln Glu Gly Leu Tyr Asn
455

Tyr Ser Glu Ile Gly Met
470

Asp Gly Leu Tyr Gln Gly
485

Ala Leu His Met Gln Ala
500 505

FHGTE A0202

330 335

Leu Leu Ser Leu Val Ile
350

Leu Leu Tyr Ile Phe Lys
365

Gln Glu Glu Asp Gly Cys
330

Gly Cys Glu Leu Arg Val
395

Tyr Lys Gln Gly Gln Asn
410 415

Arg Glu Glu Tyr Asp Val
430

Met Gly Gly Lys Pro Arg
445

Glu Leu Gln Lys Asp Lys
460

Lys Gly Glu Arg Arg Arg
475

Leu Ser Thr Ala Thr Lys
490 495

Leu Pro Pro Arg

H210H, #H235H(FFIR)

Thr

Gln

Ser

Lys

400

Gln

Leu

Arg

Met

Gly

480

Asp

1103157037-0



202144432

Q213> ATLFH

<220>
<223> CAST71529VH6-AS70950VH6-BBzZ

<400> 242
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Glu Tyr
35 40 45

Arg Tyr Ser Ser Arg Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly
50 55 60

Lys Gly Arg Glu Gly Val Ala Ala Ile Asp Ser Asn Gly Ser Ala Asp
65 70 75 80

Tyr Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser
85 90 05

Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr
100 105 110

Ala Met Tyr Tyr Cys Ala Ala Asp His Leu Ala Tyr Asp Cys Tyr Ser
115 120 125

Gly Ala Thr Ser Val Phe Arg Tyr Trp Gly Gln Gly Thr Leu Val Thr
130 135 140

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
145 150 155 160

Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro
165 170 175

110109033 FHGR A0202 H211H, #235H(FFIER) 1103157037-0



Gly Gly Ser

Asn Thr Cys
195

Gly Val Ala
210

Val Lys Gly
225

Tyr Leu Gln

Cys Ala Ala

Tyr Ala Tyr
275

Thr Pro Ala
290

Pro Leu Ser
305

Val His Thr

Pro Leu Ala

Leu Tyr Cys
355

Pro Phe Met

110109033

202144432

Leu Arg
180

Val Gly

Ala Ile

Arg Phe

Met Asn
245

Gly Ala
260

Trp Gly

Pro Arg

Leu Arg

Arg Gly

325

Gly Thr
340

Lys Arg

Arg Pro

Leu Ser Cys

Trp Phe Arg
200

Asp Ser Asp
215

Thr Ile Ser
230

Ser Leu Arg

Tyr Cys Gly

Gln Gly Thr
280

Pro Pro Thr
295

Pro Glu Ala
310

Leu Asp Phe

Cys Gly Val

Gly Arg Lys

360

Val Gln Thr

FHGTE A0202

Ala

185

Gln

Gly

Gln

Ala

Arg

265

Leu

Pro

Cys

Ala

Leu

345

Lys

Thr

Ile Ser Glu Phe Thr Tyr

Ala Pro Gly

Asn Thr Asn
220

Asp Asn Ser
235

Glu Asp Thr
250

Leu Leu Leu

Val Thr Val

Ala Pro Thr
300

Arg Pro Ala
315

Cys Asp Ile
330

Leu Leu Ser

Leu Leu Tyr

190

Lys Gly
205

Tyr Val

Lys Asn

Ala Met

Trp Ile
270

Ser Ser
285

Ile Ala

Ala Gly

Tyr Ile

Leu Val

350

Ile Phe
365

Arg

Asp

Thr

Tyr

255

Gly

Thr

Ser

Gly

Trp

335

Ile

Lys

Gln Glu Glu Asp Gly Cys

H212H, #H235H(FFIR)

Lys

Glu

Ser

Val

240

Tyr

Asn

Thr

Gln

Ala

320

Ala

Thr

Gln

Ser

1103157037-0



202144432

370 375 380

Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu Arg Val Lys
385 390 395 400

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln Asn Gln
405 410 415

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu
420 425 430

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg
435 44() 445

Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met
450 455 460

Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly
465 470 475 480

Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp
485 490 495

Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
500 505

<210> 243
211> 507
<212> PRT
Q213> ATLFH

<220>
<223> CAST70950VH6-AS70950VH6-BBzZ

<400> 243
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu

110109033 FHGR A0202 H213H, #H235H(FFIER) 1103157037-0



202144432

20

Val Gln Pro Gly Gly

35

Thr Tyr
50

Lys Asn Thr

Gly Arg
65

Glu Gly Val

Val Asp Ser Val Lys
85

Asn Thr Val Tyr Leu

100

Met Tyr Tyr Cys Ala

115

Ile Gly
130

Asn Tyr Ala

Ser Gly
145

Gly Gly Gly

Glu Val Gln Leu Val

165

Ser Leu Arg Leu Ser
180

Cys Val Gly Trp Phe

195

Ala Ala
210

Ile Asp Ser

110109033

Ser

Cys

Ala

70

Gly

Gln

Ala

Tyr

Ser

150

Glu

Cys

Arg

Asp

25

Leu Arg Leu Ser Cys
40

Val Gly Trp Phe Arg
55

Ala Ile Asp Ser Asp
75

Arg Phe Thr Ile Ser

90

Met Asn Ser
105

Leu Arg

Gly Ala Tyr
120

Cys Gly

Trp Gly Gln Gly Thr
135

Gly Gly Gly Gly Ser
155

Ser Gly Gly Gly Leu
170

Ala Ile Ser Glu Phe
185

Gln Ala Pro Gly Lys
200

Gly Asn Thr Asn Tyr
215

FHGTE A0202

30

Ala Ile Ser Glu Phe
45

Gln Ala Pro Gly Lys
60

Gly Asn Thr Asn Tyr
80

Gln Asp Asn Ser
05

Lys

Ala Glu Asp Thr Ala

110

Arg Leu Leu Leu Trp
125

Leu Val Thr Val
140

Ser

Gly Gly Gly Gly Ser
160

Val Gln Pro Gly Gly
175

Thr Tyr Lys Asn Thr
190

Gly Arg Glu Gly Val
205

Val Asp Ser Val
220

Lys

H214H, H£235H(FFIE)

1103157037-0



202144432

Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys

225

Gln Met Asn

Ala Gly Ala

Tyr Trp Gly
275

Ala Pro Arg
290

Ser Leu Arg
305

Thr Arg Gly

Ala Gly Thr

Cys Lys Arg
355

Met Arg Pro
370

Phe Pro Glu
385

Arg Ser Ala

Asn Glu Leu

110109033

230

Ser Leu Arg
245

Tyr Cys Gly
260

Gln Gly Thr

Pro Pro Thr

Pro Glu Ala
310

Leu Asp Phe
325

Cys Gly Val
340

Gly Arg Lys

Val Gln Thr

Glu Glu Glu
390

Asp Ala Pro
405

Asn Leu Gly

FHGTE A0202

Ala Glu Asp

Arg Leu Leu
265

Leu Val Thr
280

Pro Ala Pro
295

Cys Arg Pro

Ala Cys Asp

Leu Leu Leu
345

Lys Leu Leu
360

Thr Gln Glu

375

Gly Gly Cys

Ala Tyr Lys

Arg Arg Glu

235

Thr Ala
250

Leu Trp

Val Ser

Thr Ile

Ala Ala
315

Ile Tyr
330

Ser Leu

Tyr Ile

Glu Asp

Glu Leu
395

Gln Gly
410

Glu Tyr

Asn

Met

Ile

Ser

Ala

300

Gly

Ile

Val

Phe

Gly

380

Arg

Gln

Asp

Thr Val

Tyr Tyr

Gly Asn
270

Thr Thr
285

Ser Gln

Gly Ala

Trp Ala

Ile Thr

350

Lys Gln

365

Cys Ser

Val Lys

Asn Gln

Tyr

Cys

255

Tyr

Thr

Pro

Val

Pro

335

Leu

Pro

Cys

Phe

Leu
415

Leu

240

Ala

Ala

Pro

Leu

His

320

Leu

Tyr

Phe

Arg

Ser

400

Tyr

Val Leu Asp Lys

B215H, H£235H(FFIE)

1103157037-0



202144432

420 425 430

Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn
435 44() 445

Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met Ala Glu
450 455 460

Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly
465 470 475 480

His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr
485 490 495

Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
500 505

210> 244

211> 268

<212> PRT

Q213> ATLFH

<220>
<223> AS78117VH4-AS71529VH6

<400> 244
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ile Val Ser Arg Tyr Thr Tyr Ala Thr Tyr
20 25 30

Ser Met Ala Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu Gly Val
35 40 45

Ser Gly Leu Asp Ser Val Gly Ala Thr Gly Tyr Ala Glu Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr Leu
65 70 75 80

110109033 FHGR A0202 H216H, H235H(FFIER) 1103157037-0



202144432

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Val
85 90 05

Val Asp Pro Ala Ser Ala Lys Val Thr Tyr Gly Ser Trp Ser Thr Pro
100 105 110

Ser Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Val
130 135 140

Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly Ser Leu
145 150 155 160

Arg Leu Ser Cys Ala Val Ser Glu Tyr Arg Tyr Ser Ser Arg Tyr Cys
165 170 175

Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly Arg Glu Gly Val Ala
180 185 190

Ala Ile Asp Ser Asn Gly Ser Ala Asp Tyr Val Asp Ser Val Lys Gly
195 200 205

Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn Thr Leu Tyr Leu Gln
210 215 220

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys Ala Ala
225 230 235 240

Asp His Leu Ala Tyr Asp Cys Tyr Ser Gly Ala Thr Ser Val Phe Arg
245 250 255

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
260 265

110109033 FHGR A0202 H217H, #H235H(FFIER) 1103157037-0



202144432

Q210> 245
211> 268
<212> PRT

Q213> ATLFH

<220>

<223> AST1529VH6-AS78117VI4

<400> 245
Glu Val Gln

1

Ser Leu Arg

Tyr Cys Met
35

Val Ala Ala
50

Lys Gly Arg
65

Leu Gln Met

Ala Ala Asp

Phe Arg Tyr
115

Gly Gly Ser
130

Leu Val Glu
145

110109033

Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

5

Leu Ser Cys Ala Val
20

Gly Trp Phe Arg Gln
40

Ile Asp Ser Asn Gly
55

Phe Thr Ile Ser Lys
70

Asn Ser Leu Arg Ala
35

His Leu Ala Tyr Asp
100

Trp Gly Gln Gly Thr
120

Gly Gly Gly Gly Ser
135

Ser Gly Gly Gly Leu
150

10

15

Ser Glu Tyr Arg Tyr Ser Ser Arg

25

Ala Pro Gly

30

Lys Gly Arg Glu Gly
45

Ser Ala Asp Tyr Val Asp Ser Val

Asp Asn Ser
75

60

Lys Asn Thr Leu Tyr
80

Glu Asp Thr Ala Met Tyr Tyr Cys

90

Cys Tyr Ser
105

Leu Val Thr

Gly Gly Gly

Val Gln Pro
155

FHGTE A0202

95

Gly Ala Thr Ser Val
110

Val Ser Ser Gly Gly
125

Gly Ser Glu Val Gln
140

Gly Gly Ser Leu Arg
160

#2188, #H235H(FFIR)

1103157037-0



202144432

Leu Ser Cys Ile Val Ser Arg Tyr Thr Tyr Ala

165 170

Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu

180 185

Asp Ser Val Gly Ala Thr Gly Tyr Ala Glu Ser

195 200

Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu

210

215

Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr

225

230 235

Ala Ser Ala Lys Val Thr Tyr Gly Ser Trp Ser

245 250

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser

260 265

210> 246

211>
<212>
<213>

<220>
<223>

<400>

512
PRT
szl

CAS78117VH4-AS71529VH6-BBz

246

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro

1

5 10

Thr Tyr Ser Met Ala
175

Gly Val Ser Gly Leu
190

Val Lys Gly Arg Phe
205

Tyr Leu Gln Met Asn
220

Cys Val Val Asp Pro
240

Thr Pro Ser Tyr Ala
255

Ser

Leu Ala Leu Leu Leu
15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu

20 25

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys

35 40

30

Ile Val Ser Arg Tyr
45

Thr Tyr Ala Thr Tyr Ser Met Ala Trp Phe Arg Gln Ala Pro Gly Lys

110109033 FHGTE A0202

#2198, #H235H(FFIR)

1103157037-0



202144432

50 55 60

Gly Leu Glu Gly Val Ser Gly Leu Asp Ser Val Gly Ala Thr Gly Tyr
65 70 75 80

Ala Glu Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys
85 90 05

Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Val Tyr Tyr Cys Val Val Asp Pro Ala Ser Ala Lys Val Thr Tyr Gly
115 120 125

Ser Trp Ser Thr Pro Ser Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val
130 135 140

Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
145 150 155 160

Gly Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln
165 170 175

Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Glu Tyr Arg Tyr
180 185 190

Ser Ser Arg Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly Lys Gly
195 200 205

Arg Glu Gly Val Ala Ala Ile Asp Ser Asn Gly Ser Ala Asp Tyr Val
210 215 220

Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser Lys Asn
225 230 235 240

Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met
245 250 255

110109033 FHGR A0202 H220H, #H235H(FIIER) 1103157037-0



202144432

Tyr Tyr Cys

Thr Ser Val

275

Ser Thr
290

Thr

Ala Ser
305

Gln

Gly Gly Ala

Ile Trp Ala

Val Ile Thr

355

Phe Lys
370

Gln

Gly Cys
385

Ser

Arg Val Lys

Gln Asn Gln

Asp Val Leu

435
Arg

Pro Arg

110109033

Ala Ala
260

Phe Arg

Thr Pro

Pro Leu

Val His
325

Pro Leu
340

Leu Tyr

Pro Phe

Cys Arg

Phe Ser
405

Leu Tyr
420

Asp Lys

Lys Asn

Asp His Leu Ala Tyr Asp Cys Tyr Ser Gly

Tyr

Ala

Ser

310

Thr

Ala

Cys

Met

Phe

390

Arg

Asn

Arg

Pro

265

Trp Gly Gln Gly Thr
280

Pro Arg Pro Pro Thr
295

Leu Arg Pro Glu Ala
315

Arg Gly Leu Asp Phe
330

Gly Thr Cys Gly Val
345

Lys Arg Gly Arg Lys
360

Arg Pro Val Gln Thr
375

Pro Glu Glu Glu Glu
395

Ser Ala Asp Ala Pro
410

Glu Leu Asn Leu Gly
425

Arg Gly Arg Asp Pro
44()

Gln Glu Gly Leu Tyr

FHGTE A0202

Ala
270

Val Thr
285

Leu Val Ser

Pro
300

Ala Pro Thr Ile

Ala Ala

320

Cys Arg Pro

Ala Ile

335

Cys Asp Tyr

Leu Leu Ser Leu

350

Leu

Leu Leu Tyr Ile

365

Lys

Thr
380

Gln Glu Glu Asp

Gly Gly Cys Glu Leu

400

Gln
415

Ala Tyr Lys Gly

Arg Arg Glu Glu Tyr
430

Glu Met Gly Gly Lys
445

Asn Glu Leu Gln Lys

2218, #H235H(FFIR)

1103157037-0



202144432

450 455 460

Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg
465 470 475 480

Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala
485 490 495

Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
500 505 510

<210> 247
<211> 512
<212> PRT
Q213> ATLFH

<220>
<223> CAST71529VH6-AS78117VH4-BBz

<400> 247

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Val Ser Glu Tyr
35 40 45

Arg Tyr Ser Ser Arg Tyr Cys Met Gly Trp Phe Arg Gln Ala Pro Gly
50 55 60

Lys Gly Arg Glu Gly Val Ala Ala Ile Asp Ser Asn Gly Ser Ala Asp
65 70 75 80

Tyr Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asn Ser
85 90 05

Lys Asn Thr Leu Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr

110109033 FHGR A0202 222, #H235H(FFIER) 1103157037-0



202144432

100 105 110

Ala Met Tyr Tyr Cys Ala Ala Asp His Leu Ala Tyr Asp Cys Tyr Ser
115 120 125

Gly Ala Thr Ser Val Phe Arg Tyr Trp Gly Gln Gly Thr Leu Val Thr
130 135 140

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
145 150 155 160

Gly Ser Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro
165 170 175

Gly Gly Ser Leu Arg Leu Ser Cys Ile Val Ser Arg Tyr Thr Tyr Ala
180 185 190

Thr Tyr Ser Met Ala Trp Phe Arg Gln Ala Pro Gly Lys Gly Leu Glu
195 200 205

Gly Val Ser Gly Leu Asp Ser Val Gly Ala Thr Gly Tyr Ala Glu Ser
210 215 220

Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
225 230 235 240

Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr
245 250 255

Cys Val Val Asp Pro Ala Ser Ala Lys Val Thr Tyr Gly Ser Trp Ser
260 265 270

Thr Pro Ser Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser
275 280 285

Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile
290 295 300

110109033 FHGR A0202 #223H, #235H(FFIER) 1103157037-0



202144432

Ala Ser Gln
305

Pro Leu

Gly Gly Ala Val His

325

Ile Trp Ala Pro Leu

340

Val Ile Thr
355

Leu Tyr

Phe Lys Gln
370

Pro Phe

Gly Cys Ser
385

Cys Arg

Arg Val Lys Phe Ser

405

Gln Asn Gln Leu Tyr

420

Asp Val Leu
435

Asp Lys

Pro Arg Arg Lys Asn

450

Asp Lys Met Ala Glu

465

Arg Arg Gly Lys Gly

485

Thr Lys Asp Thr Tyr

110109033

Ser Leu Arg Pro Glu Ala
310 315

Thr Arg Gly Leu Asp Phe
330

Ala Gly Thr Cys Gly Val
345

Cys Lys Arg Gly Arg Lys
360

Met Arg Pro Val Gln Thr
375

Phe Pro Glu Glu Glu Glu
390 395

Arg Ser Ala Asp Ala Pro
410

Asn Glu Leu Asn Leu Gly
425

Arg Arg Gly Arg Asp Pro
440

Pro Gln Glu Gly Leu Tyr
455

Ala Tyr Ser Glu Ile Gly
470 475

His Asp Gly Leu Tyr Gln
490

Asp Ala Leu His Met Gln

FHGTE A0202

Ala Ala
320

Cys Arg Pro

Ala Cys Asp Ile
335

Tyr

Leu Leu Leu Ser Leu

350

Lys Leu Leu Tyr Ile

365

Thr Gln Glu Glu Asp
330

Gly Gly Cys Glu Leu

400

Ala Tyr Lys Gln Gly

415

Arg Arg Glu Glu Tyr
430

Glu Met Gly Gly Lys
445

Asn Glu Leu Gln Lys
460

Met Lys Gly Glu Arg
480

Gly Leu Ser Thr Ala
495

Ala Leu Pro Pro Arg

$224H, H235H(FHIE)

1103157037-0



202144432

<210>
<211>
<212>
<213>

<220>
<223>

<400>

500 505

248
364
PRT
szl

GPC2-CD28z

248

510

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1

His Ala

Val Gln

Thr Tyr

50

Gly Arg

65

Val Asp

Asn Thr

Met Tyr

Ile Gly
130

5 10

Ala Arg Pro Glu Val Gln Leu Val Glu Ser
20 25

Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala
35 40

Lys Asn Thr Cys Val Gly Trp Phe Arg Gln
55 60

Glu Gly Val Ala Ala Ile Asp Ser Asp Gly
70 75

Ser Val Lys Gly Arg Phe Thr Ile Ser Gln
85 90

Val Tyr Leu Gln Met Asn Ser Leu Arg Ala
100 105

Tyr Cys Ala Ala Gly Ala Tyr Cys Gly Arg
115 120

Asn Tyr Ala Tyr Trp Gly Gln Gly Thr Leu
135 140

15

Gly Gly Gly Leu
30

Ile Ser Glu Phe
45

Ala Pro Gly Lys

Asn Thr Asn Tyr
80

Asp Asn Ser Lys
05

Glu Asp Thr Ala
110

Leu Leu Leu Trp
125

Val Thr Val Ser

Ser Ile Glu Val Met Tyr Pro Pro Pro Tyr Leu Asp Asn Glu Lys Ser

1101090

33 FH YR A0202 H225H, #H235H(FIIER)

1103157037-0



202144432

145 150 155 160

Asn Gly Thr Ile Ile His Val Lys Gly Lys His Leu Cys Pro Ser Pro
165 170 175

Leu Phe Pro Gly Pro Ser Lys Pro Phe Trp Val Leu Val Val Val Gly
180 185 190

Gly Val Leu Ala Cys Tyr Ser Leu Leu Val Thr Val Ala Phe Ile Ile
195 200 205

Phe Trp Val Arg Ser Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met
210 215 220

Asn Met Thr Pro Arg Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro
225 230 235 240

Tyr Ala Pro Pro Arg Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe
245 250 255

Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln Asn Gln Leu
260 265 270

Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp
275 280 285

Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys
290 295 300

Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met Ala
305 310 315 320

Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys
325 330 335

Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr
340 345 350

110109033 FHGR A0202 H226H, H235H(FIIER) 1103157037-0



202144432

Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360

<210> 249
<211> 371
<212> PRT
Q213> ATLFH

<220>
<223> GPC2-CD27z

<400> 249
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe
35 40 45

Thr Tyr Lys Asn Thr Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Arg Glu Gly Val Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys
85 90 05

Asn Thr Val Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Met Tyr Tyr Cys Ala Ala Gly Ala Tyr Cys Gly Arg Leu Leu Leu Trp
115 120 125

Ile Gly Asn Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser
130 135 140

110109033 FHGR A0202 H227H, H235H(FIIER) 1103157037-0



202144432

Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile
145 150 155 160

Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala
165 170 175

Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Ile Leu
180 185 190

Val Ile Phe Ser Gly Met Phe Leu Val Phe Thr Leu Ala Gly Ala Leu
195 200 205

Phe Leu His Gln Arg Arg Lys Tyr Arg Ser Asn Lys Gly Glu Ser Pro
210 215 220

Val Glu Pro Ala Glu Pro Cys His Tyr Ser Cys Pro Arg Glu Glu Glu
225 230 235 240

Gly Ser Thr Ile Pro Ile Gln Glu Asp Tyr Arg Lys Pro Glu Pro Ala
245 250 255

Cys Ser Pro Arg Val Lys Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr
260 265 270

Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg
275 280 285

Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp Pro Glu Met
290 295 300

Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu
305 310 315 320

Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys
325 330 335

Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr Gln Gly Leu

110109033 FHGR A0202 $228H, H235H(FFIE) 1103157037-0



202144432

340 345 350

Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met Gln Ala Leu
355 360 365

Pro Pro Arg
370

<210> 250
<211> 361
<212> PRT
Q213> ATLFY

<220>
<223> GPC2-ICOSz

<400> 250

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu
1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe
35 40 45

Thr Tyr Lys Asn Thr Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Arg Glu Gly Val Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys
85 90 05

Asn Thr Val Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Met Tyr Tyr Cys Ala Ala Gly Ala Tyr Cys Gly Arg Leu Leu Leu Trp

110109033 FHGR A0202 229, #H235H(FIIER) 1103157037-0



202144432

115

120

Ile Gly Asn Tyr Ala Tyr Trp Gly Gln Gly Thr

130

Ser Thr
145

Ala Ser

Gly Gly

Leu Pro

Ile Leu
210

Asp Pro
225

Lys Ser

Ala Asp

Leu Asn

Gly Arg
290

Glu Gly
305

Thr Thr Pro

Gln Pro Leu

165

Ala Val His

180

Ile
195

Gly Cys

Ile

Cys Trp

Asn Gly Glu

Leu Thr
245

Arg

Ala Pro Ala

260

Leu Gly Arg
275

Asp Pro Glu

Leu Tyr Asn

110109033

135

Ala Pro Arg
150

Ser Leu Arg

Thr Arg Gly

Ala Ala Phe
200

Leu Thr Lys
215

Tyr Met Phe
230

Asp Val Thr

Tyr Lys Gln

Arg Glu Glu
280

Met Gly Gly
295

Glu Leu Gln
310

Pro Pro Thr
155

Pro Glu Ala
170

Leu Asp Phe
185

Val Val Val

Lys Lys Tyr

Met Arg Ala
235

Leu Arg Val
250

Gly Gln Asn
265

Tyr Asp Val

Lys Pro Arg

Lys Asp Lys
315

FHGTE A0202

Leu

140

Pro

Cys

Ala

Cys

Ser

220

Val

Lys

Gln

Leu

Arg

300

Met

125

Val Thr Val

Ala Pro Thr

Arg Pro Ala
175

Cys Asp Phe
190

Ile Leu Gly
205

Ser Ser Val

Asn Thr Ala

Phe Ser Arg

255

Leu Tyr Asn

270

Asp Lys Arg
285

Lys Asn Pro

Ala Glu Ala

Ser

Ile

160

Ala

Trp

Cys

His

Lys

240

Ser

Glu

Arg

Gln

Tyr
320

#230H, #235H(FFIR)

1103157037-0



202144432

Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp
325 330 335

Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala
340 345 350

Leu His Met Gln Ala Leu Pro Pro Arg
355 360

<210> 251
211> 444
<212> PRT
Q213> ATLFH

<220>
<223> GPC2-CD2z

<400> 251
Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5 10 15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu
20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe
35 40 45

Thr Tyr Lys Asn Thr Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Arg Glu Gly Val Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys
85 90 05

Asn Thr Val Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

110109033 FHGR A0202 ®231H, #H235H(FFIE) 1103157037-0



202144432

Met Tyr Tyr Cys Ala
115

Ile Gly Asn Tyr Ala
130

Ser Thr Thr Thr Pro
145

Ala Ser Gln Pro Leu
165

Gly Gly Ala Val His
180

Leu Ile Ile Gly Ile
195

Ala Leu Leu Val Phe
210

Arg Asn Asp Glu Glu
225

Glu Arg Gly Arg Lys
245

Pro Ala Thr Ser Gln
260

Ala Pro Ser His Arg
275

Pro Gln Lys Arg Pro
290

Lys Gly Pro Pro Leu

110109033

Ala Gly Ala Tyr Cys Gly

Tyr

Ala

150

Ser

Thr

Cys

Tyr

Leu

230

Pro

His

Pro

Pro

Pro

FHGTE A0202

120

Trp Gly Gln Gly Thr

135

Pro Arg

Leu Arg

Arg Gly

Gly Gly
200

Ile Thr
215

Glu Thr

His Gln

Pro Pro

Pro Pro
280

Ala Pro
295

Arg Pro

Pro

Pro

Leu

185

Gly

Lys

Arg

Ile

Pro

265

Pro

Ser

Arg

Pro Thr
155

Glu Ala
170

Asp Phe

Ser Leu

Arg Lys

Ala His

235

Pro Ala

250

Pro Pro

Gly His

Gly Thr

Val Gln

Arg Leu Leu Leu Trp

125

Leu Val
140

Pro Ala

Cys Arg

Ala Cys

Leu Met
205

Lys Gln
220

Arg Val

Ser Thr

Gly His

Arg Val
285

Gln Val
300

Pro Lys

#2328, £235H(FFIR)

Thr

Pro

Pro

Asp

190

Val

Arg

Ala

Pro

Arg

270

Gln

His

Pro

Val

Thr

Ala

175

Ile

Phe

Ser

Thr

Gln

255

Ser

His

Gln

Pro

Ser

Ile

160

Ala

Tyr

Val

Arg

Glu

240

Asn

Gln

Gln

Gln

His

1103157037-0



202144432

305

Gly Ala Ala Glu Asn
325

310

315

320

Ser Leu Ser Pro Ser Ser Asn Arg Val Lys Phe

335

Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln Asn Gln Leu

340

Tyr Asn Glu Leu Asn
355

Lys Arg Arg Gly Arg
370

Asn Pro Gln Glu Gly
385

345

350

Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp

360

365

Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys

375

380

Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met Ala

390

395

400

Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys

405

415

Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr

420

Tyr Asp Ala Leu His
435

<210> 252
211> 365
<212> PRT
Q213> ATLFY

<220>
<223> GPC2-0X40z

<400> 252

425

430

Met Gln Ala Leu Pro Pro Arg

440

Met Ala Leu Pro Val Thr Ala Leu Leu Leu Pro Leu Ala Leu Leu Leu

1 5

15

His Ala Ala Arg Pro Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu

110109033

FHGTE A0202

#233H, £235H(FFIR)

1103157037-0



202144432

20 25 30

Val Gln Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ile Ser Glu Phe
35 40 45

Thr Tyr Lys Asn Thr Cys Val Gly Trp Phe Arg Gln Ala Pro Gly Lys
50 55 60

Gly Arg Glu Gly Val Ala Ala Ile Asp Ser Asp Gly Asn Thr Asn Tyr
65 70 75 80

Val Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Gln Asp Asn Ser Lys
85 90 05

Asn Thr Val Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala
100 105 110

Met Tyr Tyr Cys Ala Ala Gly Ala Tyr Cys Gly Arg Leu Leu Leu Trp
115 120 125

Ile Gly Asn Tyr Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser
130 135 140

Ser Thr Thr Thr Pro Ala Pro Arg Pro Pro Thr Pro Ala Pro Thr Ile
145 150 155 160

Ala Ser Gln Pro Leu Ser Leu Arg Pro Glu Ala Cys Arg Pro Ala Ala
165 170 175

Gly Gly Ala Val His Thr Arg Gly Leu Asp Phe Ala Cys Asp Val Ala
180 185 190

Ala Ile Leu Gly Leu Gly Leu Val Leu Gly Leu Leu Gly Pro Leu Ala
195 200 205

Ile Leu Leu Ala Leu Tyr Leu Leu Arg Arg Asp Gln Arg Leu Pro Pro
210 215 220

110109033 FHGR A0202 $234H, H235H(FIIER) 1103157037-0



202144432

Asp Ala His Lys Pro Pro Gly Gly Gly Ser Phe Arg Thr Pro Ile Gln
225 230 235 240

Glu Glu Gln Ala Asp Ala His Ser Thr Leu Ala Lys Ile Arg Val Lys
245 250 255

Phe Ser Arg Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln Asn Gln
260 265 270

Leu Tyr Asn Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu
275 280 285

Asp Lys Arg Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Arg
290 295 300

Lys Asn Pro Gln Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met
305 310 315 320

Ala Glu Ala Tyr Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly
325 330 335

Lys Gly His Asp Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp
340 345 350

Thr Tyr Asp Ala Leu His Met Gln Ala Leu Pro Pro Arg
355 360 365

110109033 FHGR A0202 #235H, #H235H(FIIER) 1103157037-0
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[ S0 H R S 5uE ]

[E5°KTH1] —TERr R4S S Ui iERRAIR & O FE-2 (GPC2) By EEIIDIAS
HGIFREE R E > iR EPIRE &R B & By — B o] 8
(ViH) - ZE—HEa 8 a5 2B S MSEQ ID NO: 1-304H/ ~ FrAH AR B
Bz Y A AHAER (CDR) 1~ &AHEEE HISEQ ID NO: 31-612H 5.« BFAHATHE
BB FPAIHCDR2 ~ MIEH B E HISEQ ID NO: 62-924H 1\~ BH&HAY R ARL PPV IHY
CDR3 - B{HAEs%CDRI ~ 3% CDR2HI/EZCOR3IF A E — ([ ~ W {E =R fr<FHz
BRI CHYEERS -

[E5°K7H2) AEE RIEI ATl Hias s AR &S & R B - H e

(i) #%CDR12ESEQID NO: 1 » #%CDR2&ESEQID NO: 31 » ifi H#CDR3 4

& SEQ ID NO: 62 » B{H A7 CDRI ~ 3% CDR2F1/5¢Z% CDR3F A& —1f ~ W {fEE]
= (B PRTRE BB IV CHYERES =X

(ii) #%CDR1ESEQ ID NO: 2 » #%CDR2£,4SEQ ID NO: 32 » ifi H3%CDR3
A&SEQ ID NO: 63 » B HATFZCDRI1 ~ 3% CDR2F1/E(7% CDR3 AL & —{[& ~ Wi{[E
B =B PR R A AUV RS © B

(iii) #%CDR1&4SEQ ID NO: 3 » #CDR2&4SEQ ID NO: 33 » ifi H3%CDR3
A&SEQ ID NO: 64 » B HATFZCDRI1 ~ 3% CDR2F1/E(7% CDR3F AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(iv) #%CDRIEASEQ ID NO: 4 » #%CDR2£,2SEQ ID NO: 34 » ifi H#CDR3
A&SEQ ID NO: 65 » Bl HATFZCDRI1 ~ 3% CDR2H1/E(7% CDR3F AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

F1H - 4t 14 HEEIHFHAEE)
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(v) #%CDR1ESEQID NO: 5 » #%CDR2,ESEQ ID NO: 35 » ifi H#% CDR3H
& SEQ ID NO: 66 » B{H A3 CDRI ~ 3% CDR2F1/5¢Z CDR3F A& —1{f ~ [ {fEE]
= (B PRTRE BB IV CHYERES =X

(vi) #ZCDR1£ZSEQ ID NO: 6 > #%CDR2f,4SEQ ID NO: 36  ifi 2 CDR3
A&SEQ ID NO: 67 » s HATEZCDRI1 ~ 3% CDR2H1/E(5% CDR3F AL & —({[& ~ Wi{[E
== (B OR-TRE R AU CHYEES B¢

(vii) #CDR1ZSEQ ID NO: 7 » #%CDR2M4SEQ ID NO: 37 » ifi H #%CDR3
A&SEQ ID NO: 68 » B HATEZCDRI1 ~ 3% CDR2H1/E(7% CDR3F AL & —{[& ~ Wi{[E
B =B PR R A AUV RS © B

(viii) Z CDR1,ESEQID NO: 8 » # CDR2,4SEQ ID NO: 38 » ifi H3%CDR3
A&SEQ ID NO: 69 » sl HATEZCDRI1 ~ 3% CDR2H1/E(7% CDR3F AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(ix) #ZCDR144SEQ ID NO: 9 » #%CDR2f,4:SEQ ID NO: 39 » ifi H# CDR3
A&SEQ ID NO: 70 » B HATFZCDRI1 ~ 3% CDR2H1/E(7% CDR3 AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(x) #ZCDRI1H,4SEQ ID NO: 10 » #%CDR2£,4SEQ ID NO: 40 » i H#%CDR3
A&SEQ ID NO: 71 » B HATFZCDRI1 ~ 3% CDR2F1/E(7% CDR3F AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(xi) #%CDR1ESEQID NO: 11 5 #%CDR2,4SEQ ID NO: 41 » iff H3%CDR3
A&SEQ ID NO: 72 » B HATFZCDRI1 ~ 3% CDR2H1/E(7% CDR3 AL & —({[& ~ Wi{[E
B =l PR~ T R A AU CHY RS © B

(xii) Z CDR1,ESEQIDNO: 12 » # CDR2£,4SEQ ID NO: 42 » ifi H#%CDR3
A&SEQ ID NO: 73 » B HATFZCDRI1 ~ 3% CDR2H1/E(5% CDR3 AL & —{[& ~ Wi{[E
B =B PR R A AUV RS © B

F2H - 4t 14 HEEWHFEEAEE)
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(xiii) ZCDR1£ZSEQID NO: 11 » #%CDR2£14 SEQ ID NO: 43 » if; H #%CDR3
A&SEQ ID NO: 74 » B HATFZCDRI1 ~ 3% CDR2H1/E(5% CDR3 AL & —{[& ~ Wi{[E
B =B PR R A AUV RS © B

(xiv) #%CDR 14 SEQID NO: 13 » #%CDR2,4SEQID NO: 44 » ifi H#%CDR3
A&SEQ ID NO: 75 » B HATFZCDRI1 ~ 3% CDR2F1/E(5% CDR3 AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(xv) #%CDR14SEQIDNO: 14 » #CDR284SEQ ID NO: 45 » ifi H#%CDR3
A&SEQ ID NO: 76 » B HATFZCDRI1 ~ 3% CDR2H1/E(7% CDR3F AL & —{[& ~ Wi{[E
B =B PR R A AUV RS © B

(xvi) % CDR1E,&SEQID NO: 15 » #%CDR2&SEQID NO: 46 » ifi H 3% CDR3
A&SEQ ID NO: 77 » B HATFZCDR1 ~ 3% CDR2H1/E(7% CDR3 AL & —{[& ~ Wi{[E
B =B PR R A AUV RS © B

(xvii) % CDR1ESEQID NO: 16 #%CDR2M,4SEQ ID NO: 47 » i H#%CDR3
A&SEQ ID NO: 78 » Bl HATFZCDRI1 ~ 3% CDR2M1/E(7% CDR3 AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(xviii) Z%CDR1,&SEQID NO: 17> #%CDR2H,4&SEQ ID NO: 48 > (i H #%CDR3
A&SEQ ID NO: 79 » B HATFZCDRI1 ~ 3% CDR2H1/E(7% CDR3 AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(xix) % CDR1&&SEQID NO: 18 » #%CDR2&SEQID NO: 49 » ifi H 3% CDR3
A&SEQ ID NO: 80 » B HATFZCDRI1 ~ 3% CDR2H1/E(7% CDR3F AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(xx) #%CDR184SEQIDNO: 19 » #CDR284SEQ ID NO: 50 » ifi H#%CDR3
A&SEQ ID NO: 81 » B HATFZCDRI1 ~ 3% CDR2H1/E(7% CDR3 AL & —({[ ~ Wi{[E
B =B PR R A AUV RS © B

F3H - 4t 14 HEEPHFEHAEE)
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(xxi) #% CDR 18,4 SEQ ID NO: 20 » #%CDR26&SEQIDNO: 51 » ifi H 3% CDR3
A&SEQ ID NO: 82 » B HATFZCDRI1 ~ 3% CDR2F1/E(7% CDR3F AL & —{[& ~ Wi{[E
B =B PR R A AUV RS © B

(xxii) % CDR1ESEQID NO: 21 » #%CDR2a,4SEQ ID NO: 52 » i H#%CDR3
A&SEQ ID NO: 83 » Bl HATFZCDRI1 ~ 3% CDR2H1/E(5% CDR3F AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(xxiii) Z%CDR1,4&SEQID NO: 22 # CDR2, 4 SEQ ID NO: 53> i H#%CDR3
A&SEQ ID NO: 84 » Bl HATFZCDRI1 ~ 3% CDR2H1/E(5% CDR3 AL & — (& ~ Wi{[E
B =B PR R A AUV RS © B

(xxiv) #%CDR1,4& SEQ ID NO: 23 #% CDR2£,4:SEQ ID NO: 54> i H#%CDR3
A&SEQ ID NO: 85 » B HATFZCDRI1 ~ 3% CDR2M1/E(7% CDR3F AL & —({[& ~ Wi{[E
=B PR R A AU RS © B

(xxv) % CDR1E&SEQID NO: 24 » #%CDR2A, 2 SEQ ID NO: 55 » ilfi H #%CDR3
A&SEQ ID NO: 86 » 5L HATFZCDRI1 ~ 3% CDR2H1/E(7% CDR3F AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(xxvi) #%CDR1,4 SEQ ID NO: 25 #% CDR2£,4:SEQ ID NO: 56 > i H#%CDR3
A&SEQ ID NO: 87 » B HATFZCDRI1 ~ 3% CDR2H1/E(7% CDR3 AL & —({[& ~ Wi{[E
B =B PR R A AUV RS © B

(xxvii) #ZCDRIEZSEQ ID NO: 26 » #%CDR2E4SEQ ID NO: 57 » i H#%
CDR3EESEQID NO: 88 » 5\ HfF7%CDRI1 ~ % CDR2F1/5(z% CDR3F & & —(f -
WA {2 = {18 O ST R A IR FCHY 28 B

(xxviii) #CDR1£1ZSEQ ID NO: 27 » #%CDR2EASEQ ID NO: 58 » ifi H#%
CDR3EESEQIDNO: 89 » 5{H{E7%CDRI1 ~ % CDR2F1/5(z% CDR3F & & —(F -
WA {2 = {18 O ST R A IR FCHY 28 B

FAH - 4t 14 HEEIHFEHAEE)
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(xxix) #%CDR1,4& SEQ ID NO: 28 #% CDR2£,4:SEQ ID NO: 59 i H%CDR3
A ZSEQ ID NO: 90 » B(H1#%CDR1 ~ #Z%CDR2HI/5(3% CDR3F AL = —1{F ~ Wi{E
== (B OR-TRE R AU CHYEES B¢

(xxx) #Z CDR 144 SEQ ID NO: 29 » #%CDR2/, 2 SEQ ID NO: 60 - ifi H #% CDR3
AZSEQ ID NO: 91 » B(HAE#ZCDR1 ~ #ZCDR2FI/E(3% CDR3 AL = —1{[ ~ WifE
== (B OR-TRE R AU CHYEES B¢

(xxxi) #ZCDR1ZSEQ ID NO: 30> # CDR2£14 SEQ ID NO: 61 » iff H#CDR3
AZSEQ ID NO: 92 » B(H 17 CDR1 ~ #ZCDR2FI/E(3% CDR3F AL = —1{[ ~ Wi{E
B = (A PR TR L U RHY S -

FECKIE3] AEEKIH1ERF I 2 PIRg sl i FsE &/ B » Hodp -

(i) #%CDR12ESEQID NO: 1 » #%CDR2&ESEQID NO: 31 » ifi H#CDR3 4
4SEQID NO: 62 ; B

(ii) #%CDR1ESEQ ID NO: 2 » #%CDR2£,4SEQ ID NO: 32 » ifi H3%CDR3
£1&SEQ ID NO: 63 » B¢

(iii) #%CDR1&4SEQ ID NO: 3 » #CDR24SEQ ID NO: 33 » ifi H3%CDR3
£14SEQ ID NO: 64 » B¢

(iv) #CDRI£4SEQ ID NO: 4 » 3% CDR2E,4SEQ ID NO: 34 » ifi H#CDR3
£14SEQ ID NO: 65 » B¢

(v) #%CDR1ESEQID NO: 5 » #%CDR2,ESEQ ID NO: 35 » ifi H#% CDR3H
4'SEQ ID NO: 66 » B

(vi) #ZCDR1£ZSEQ ID NO: 6 > #%CDR2f,4SEQ ID NO: 36  ifi 2 CDR3
£1&SEQ ID NO: 67 » B¢

(vii) #%CDR14SEQ ID NO: 7 » #%CDR24:SEQ ID NO: 37 » ifi H3%CDR3
£14SEQ ID NO: 68 » B¢

FSH - 4t 14 HEIHFEHAEE)
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(viii) Z CDR1,ESEQID NO: 8 » # CDR2,4SEQ ID NO: 38 » ifi H3%CDR3
£14SEQ ID NO: 69 » B¢

(ix) #ZCDR144SEQ ID NO: 9 » #%CDR2f,4:SEQ ID NO: 39 » ifi H# CDR3
£14SEQ ID NO: 70 » B

(x) #ZCDRI1H,4SEQ ID NO: 10 » #%CDR2£,4SEQ ID NO: 40 » i H#%CDR3
A1&SEQID NO: 71 » B¢

(xi) #%CDR1ESEQID NO: 11 5 #%CDR2,4SEQ ID NO: 41 » iff H3%CDR3
H1&SEQID NO: 72 » B

(xii) Z CDR1,ESEQIDNO: 12 » # CDR2£,4SEQ ID NO: 42 » ifi H#%CDR3
f1&SEQ ID NO: 73 » B¢

(xiii) #ZCDR1ZSEQID NO: 11 » #%CDR2AZSEQ ID NO: 43 » iff H # CDR3
f1&SEQ ID NO: 74 » B¢

(xiv) #%CDR 14 SEQID NO: 13 » #%CDR2,4SEQID NO: 44 » ifi H#%CDR3
f1&SEQ ID NO: 75 » B¢

(xv) #%CDR14SEQIDNO: 14 » #CDR284SEQ ID NO: 45 » ifi H#%CDR3
£14SEQ ID NO: 76 » B¢

(xvi) #%CDR1£4&SEQID NO: 15 » #%CDR2£,4SEQID NO: 46 » iff H#%CDR3
f1&SEQ ID NO: 77 » B¢

(xvii) % CDR1ESEQID NO: 16 #%CDR2M,4SEQ ID NO: 47 » i H#%CDR3
f1&SEQ ID NO: 78 » B¢

(xviii) Z%CDR1,&SEQID NO: 17> #%CDR2H,4&SEQ ID NO: 48 > (i H #%CDR3
f1&SEQID NO: 79 » B¢

(xix) #%CDR 1414 SEQID NO: 18 » #%CDR2£,4SEQID NO: 49 » ifi H #%CDR3
£14SEQ ID NO: 80 » B¢

SFOH - 4t 14 H(E I FEHAEE)
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(xx) #%CDR184SEQIDNO: 19 » #CDR284SEQ ID NO: 50 » ifi H#%CDR3
£1&SEQ ID NO: 81 » B¢

(xxi) #% CDR 1414 SEQID NO: 20 » #%CDR2£,4SEQIDNO: 51 » iff H#%CDR3
f1&SEQ ID NO: 82 » B¢

(xxii) % CDR1ESEQID NO: 21 » #%CDR2a,4SEQ ID NO: 52 » i H#%CDR3
£1&SEQ ID NO: 83 » B¢

(xxiii) Z%CDR1,4&SEQID NO: 22 # CDR2, 4 SEQ ID NO: 53> i H#%CDR3
£1&SEQ ID NO: 84 » B¢

(xxiv) #%CDR1,4& SEQ ID NO: 23 #% CDR2£,4:SEQ ID NO: 54> i H#%CDR3
£1&SEQ ID NO: 85 » B¢

(xxv) #ZCDR 144 SEQ ID NO: 24 » #%CDR2/A, 2 SEQ ID NO: 55 » ifi H #% CDR3
£14SEQ ID NO: 86 » B¢

(xxvi) #%CDR1,4 SEQ ID NO: 25 #% CDR2£,4:SEQ ID NO: 56 > i H#%CDR3
f14SEQ ID NO: 87 » B¢

(xxvii) #%CDRI1ZSEQ ID NO: 26 » #%CDR2EZSEQ ID NO: 57 » i H#%
CDR34SEQ ID NO: 88 » &,

(xxviii) #ZCDR1ZSEQ ID NO: 27 » #%CDR2{,4SEQ ID NO: 58 » iff H#%
CDR34SEQ ID NO: 89 » &,

(xxix) #%CDR1,4& SEQ ID NO: 28 #% CDR2£,4:SEQ ID NO: 59 i H%CDR3
£14SEQ ID NO: 90 » B¢

(xxx) #Z CDR 144 SEQ ID NO: 29 » #%CDR2/, 2 SEQ ID NO: 60 - ifi H #% CDR3
f1&SEQ ID NO: 91 » B¢

(xxxi) #%CDR1,4& SEQ ID NO: 30 #% CDR2£,4:SEQ ID NO: 61 > i H#%CDR3
A1&SEQID NO: 92 «

SFTH - 4t 14 HEEWHFEHAEE)
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[3F°KIE4]) WE5KIFL-3E—IHERT L SRl H i FaE o R B HF 5%
— B S DU N AR R - sZ NG AER R YB35 H HSEQ ID NO: 93-1422H
A BRH RGP Y B 2/070% ~ 2/075% ~ 2/080% ~ £/1085% ~ 2/190% ~
Z2/095% ~ £/096% ~ £/097% ~ 2/V98% ~ B % /V99% A [E—1E:
[FE°KIES5) WEEKIFL-4FE—IER L SR sl H i FaE o R B R 5%
— L n[ A & 58 H HSEQ ID NO: 93-1424HRY < BRAARYRE A BEFF A1 -
[FFKkIE6)] —TEFFEM S S GPC2HY R HV TS B LIRS & F B sZ s
SHGUREE S R BB RIA - S {E—TH Pl 2 JUAS SR E U RS & F Bk P48
£&GPC2 -
[3E5KkTH7] WEEKIA1-69 R —IEpT I Pras sl i Fas &/ B H i
REEHRAE & R B R B EiAE (sdAb) BUEENIAS (HCAb) -
FACKIES ] WOEESKIHL-THE—THAT I Z SRS E PR &S & 5 EY  sZPiARER
HyR&EE R B el -
[3E°KIE9) ANER KIESFTHl Y PIRGE R GS & 7 B » HorpazFela Bt 5 i 2L
F4HEY > BE4H : 1gG1 Fe ~ 1gG2 Fe ~ 1gG3 FeAlllgG4 Fe -
sAOKIE10] A0EESKIE -9 (R —TEAT I FIaS Bl U R&S &/ B - HA 3%
VeHIEFEEEERHUES - TraPiig - AREDUREEATTEE o8, -
[FEoRIHI] — B 2R R DR HEEWE5KIE - 10 £ —THAT Il
ZHiRs e HA RS & F By 2/ D {E Ve I -
sAoKIHI2]) WIEEKIANIFTI 2 2 Eiies - H %2/ D EVeHiE %

FEIY -
REI3] OB T S R » Hop 25D RIAVaH %
R -

(EA°KIH14] A0E5°KIA AT 2 2 Re 2 MRS » H TEN-Alin £ C- ARl & -
S > 4 14 E (30 AR E)

110109033 FH YR A0202 1103157037-0
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(i) B&SEQ ID NO: 12685 —VyHIE A1 5 SEQ ID NO: 1282~ VyHi ;
o

(ii) B& SEQ ID NO: 128192 —VyHi M5 SEQ ID NO: 126FY28 _ VyHI -
o

(iii) A& SEQ ID NO: 12475 —VyHIE A& 2 SEQ ID NO: 1278Y5 _—VyHi »
o

(iv) B&SEQ ID NO: 127092 — VyHiEf1 85 SEQ ID NO: 12458 _— VyHI -
o

(v) 14 SEQ ID NO: 12485 — VI 12 SEQ ID NO: 124(758 — VyHIE; -
o

(vi) E&SEQ ID NO: 131892 — VyHiEF1 85 SEQ ID NO: 1278Y58 _—VyHI -
o

(vil) &2 & SEQ ID NO: 1278Y58— VyHIFAIE 2 SEQ ID NO: 1317Y2E __VyHi -

[EB5KIALS) amadsKIF14FTI 2 e Rties - HE sl M AR - %
o Bl PP BL35E 5 I SEQ ID NO: 143-147H1244-24540 k2 BRAHAVRE BB 71| 5
EEES
£/097% ~ 2/V98% e 2/ V99% A [El—1E -
sAoKIH16] WEFERIF13ECISATI « 2R B=MEPAS - A& #EHHSEQ ID
NO: 143-147F1244-2454H B\~ FFAHAIREEBE R ©
[55°KTH17] —fERREMEASECPC2HYIREDUFEZAE (CAR) » HESE !

(a) BEFE—4EHIVIIMURSE G 25 —4EaEEWEE KIHE1-10 £
—IFFTIL Y A EC LR &S & /7 B EnaE KIE - 16 (E—IHFTIL Y 2RF R M
BS

(b) FSHEIE 5 A

=z

VT70% ~ 2/075% ~ £/080% ~ £/085% ~ £/090% ~ £/V95% ~ £/096% -

FIE - 3 14 E(SBHH AR E)

110109033 FH YR A0202 1103157037-0
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(c) REN{ESR L -

[FA5KIE18] WNE5KIEITRTIEZ CAR » HEE—HEE At LRAN-KiGHTER
BIL -

S5ORIE19) WNE5SRIE1SHTIL Y CAR » Hor 3 SRR B 8 rh L T 4R
LAY F ¢ CD8a ~ GM-CSFAZB8af1IgG1 E#i -

[FE°KIE20] 08B KIEI7- 199 F—THFTILZ CAR » HAE—E & (it
BN R 45 5 S C- A FTRZ P4 RSB A N- A < FET B S5 I, -

[3%55R7E21]) 40E5SRIE20F7 2 CAR » Hort 3455858, J5 5 CD8o. ~ CD28E,
1gG4 Fc o

[FEoKIE22]) 08 KIHI7-21 R E—THFTILZ CAR » HA a2 S EIE0R 5 28 H
MDA TN 4HRE 2 BE4EEY 7>+ + CD8a ~ CD4 ~ CD2 ~ CD27 ~ CD28 ~ CD137 ~ CDS8O -
CD86 ~ CTLA-4 (CD152) - ICOS - OX40FIET&14:4HpsE T 51 (PD-1) -

[FE°KIE23]) 08 KIE17- 225 F—TEFTL 2 CAR » HoA a2 REAE57 2
& R EAAEI IR AR ESREE TS -

[3%5°R1E24) 4055 KIE23MTHL. Y CAR » Hh RN Sy E

CD3( -
[355RIE2S]) N5 RIE238k24 A7t 2 CAR » Hirb 3% RN (S e (e el e —
BEMNILRDEFA -

=TEI6] USSR IE2SET Y CAR » Hith 3% BN LE e Fe %8 1 35 A
DU 4HER > BEAHAY LTS 43 F : CD27 ~ CD28 ~ CD137 (4-1BB) ~ OX40 -~ CD30
CD40~CD3-HVEM - ICOS - Myd88 ~ LFA-1-ICOS - CD2 - CD7 - LIGHT - NKG2C ~

B7-H3 ~ CD83RYFC 7 & ~ e HAHS -

F10F - £ 14 H (G A HAFEE)
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[35°R7E27]) 4035 RIE26FTI 2 CAR - Hh 3 CARBEIE SR » 3% ZHLTEN-
Aty 22 C- AU 1 & BB MURSS i XIS IRSRIRE A (B S E S AN (E
5t (FE 8 B 5 CD28E4- 1 BBRYIL R A H I FICD3CHI R A A (B 9 EE 5] -

[F5°K7H28] A0EA>KIAL7-27F{E—THATZLL CAR » B ZREINUREE &
BEfr RIS GPC2HYE VyHE -

[:%3K3E29]) 4035 kIE280Til > CAR » H 3% CAREL & LU AR
R FkRE A 51/EL8E 5 FSEQ ID NO: 189-23871248-252¢8H kil < BE4H ARG BB 51
HE
£/097% ~ £/V98% B/ VI9% A —11:

[55°KTE30] A03AKIE28E29F L 2 CAR » Ht 3% CARHEL &5 H HSEQ ID
NO: 189-238#01248-2524H 5% B &H KR ABL Y] ©

[F5°KE31] QERKIA 727 {E—THATL L CAR » B ZREINUREE &
e R EE S GPC2HY S — VuHIgiATsE VeI -

[35°k7E32]) W KIE31HTH 2 CAR » Hirh 3255 — VyHIsREE i ik i pr 18
8% o VuHigR &

[:%3KIE33]) 4035 KIE320T > CAR » H 3% CARE & LU AR
a2 e B P BLEE H FHSEQ ID NO: 239-243H1246-2473H 5k~ BFHAVRZ ERZ P51

BHEE/DT0% ~ £/075% ~ £/080% ~ £/185% ~ £/190% ~ £/195% ~ £/096% -

%

V70% ~ 2/075% ~ £/080% ~ £/085% ~ £/090% ~ £/095% ~ £/196% ~

\

£/097% ~ £/V98% B/ VI9% A —11:

[55°KTE34] W3ASKIE33ATI 2 CAR » HE & #8 5 FSEQ ID NO: 239-243(]
246-2474H Rk < BR AR A RE Y] ©

[F5°KIE35] AEA>KIAL7-34 {E—THATL L CAR » B ZREINUREE &
HE—PEEEE PRGOS _&Eai > I HZFE PR FRGPC2 -

[:5°KTE36] 4NEESKIE35ATH CAR » Hit 355 Hi[F {4GD22DLL3 -

FIH - 3t 14 F5 (G MR E)
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[EKIE37] —TEHCARZ4 > HEE
WEFKIALT-36 {E—THFTl 2 55—CAR »
WEFKIALT-36 H{E—THATIL 55 __CAR -

[F5°KTE38] WNEEKIASTRTIL . BECAR %47 - Ht 325 —CARRI/EFZE —
CARBED TRERTYI s Bl 75915 EH HSEQ ID NO: 189-2387F1248-
25240k 2 BRAR AT R P E A LV T70% ~ 2/075% ~ £/080% ~ 2/085% ~ &
190% ~ ZE/095% ~ ZE96% ~ E/097% ~ FE/DISBELLE /L 99%FF I [E— M o

[FE5KIE39]) 40E%KIE3SHTIL Y #ECAR %47 - Ht 325 —CARRI/EZE —
CARE &5 H SEQ ID NO: 189-2381248-2524H 1k .~ B¥4H AR AL FE 5]

SHORIEA0] AEBSKIE3T-39F (F—THEPTIL Y BECAR 47 » HA 1 (DFEFE
CARAIRT A (Z SR B LS E SR EEIAHRL © (2) ZAENEREERIRE
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