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B N 91 Bk R A7 3% B /7313 SEQ ID NO: 1
PR IFY, EERFELEER P2 khA4
BRI b, L - BEIERE R D - 8K
HIR. GURBMATIAZINZhREERY. HHEX
VEIRAE DU 2 BRAH b, % AVRYE DB KR AT i i
B NTEBITE. MAHT AR TR KA 285
R AR ARG TR B AT A RAT B3 1)
000 40w DA B R A R T, AT RN A
TE YR GEIH o

His Asn Lys Gln Glu Gly Lys Asp His Asp Lys Ser Lys Gly His
1 5 10 15

Phe His Arg Val Val Ile His His Lys Gly Gly Lys Ala His
20 25



200710066302. 9 R ) E ok $ $1/10

I, = AR ER, R EET R ANESIEKAEBIE HFFIER SEQID
NO:1 i~ IR ERF5: His Asn Lys Gln Glu Gly Arg Asp His Asp Lys Ser Lys Gly His
Phe His Arg Val Val Ile His His Lys Gly Gly Lys Ala His.
2. fTEBBMER 1 MBS ANEEEREERZESR AR B NEEERRE
ik, AFIEZE T AT $1E AR R H 1% BJF5I% SEQ ID NO:2 B E &M /551 His Asn
Lys Gln Glu Gly Lys Asp His Asp Lys Ser Lys Gly His Phe His Arg Val Val Ile His His Lys
Gly Gly Lys Ala His.
3. ATAEAMFIER | WEANEERG K HRFREEEMPER, IS EE T
ME KA IEA/FFIE SEQ ID NO:3 BRI EZEMF7: Lys Gln Glu Gly Arg Asp
His Asp Lys Ser Lys Gly His Phe His Arg Val Val Ile His His Lys Gly Gly Lys.
4. BAMER 1 Pk NIRVESTR IR B 23 B 7 vk, HAFMEE T B E K AS SEQ ID
NO:1 i EER TS .
S5 BURIEESR 1. 2 J 3 Frik B9 N VR ESU B R R AT AE W B0 % 07 3%, EAR(E7E TR A
[ AR AL SV B i
6 — Mo BRI ERFIIBE EAFT, HAEE TR % E R FSRmiEHF Bk
1 2 3 Frik M 5L k.
7. —FMAEY), REILETHIRMEEY S ERFENR 1 £ 3 MR ERF.
8. — MM, HAFIEAETITRRM S EAFER 1 & 3 Frikaoik. BFIEK 6 i
BAZE R P BRI B 3K 7 BTk iR 2.
0. —FPEIFAFER 1 2 3 Frid Bl A%k, HESTEET % EaRE.

(D FEESHAER 12 3 FrdMERRENLHET, BRI 8 Frik g
g

(2) ZFEHARIE K 1 £ 3 Frid I E k.

10, BRI ZER 1 2 3 Frik g NIRVEFUE IR R EAT AW RS, B EET: Frdms
B R B AT A DA ) 25 U AR B B 254 R B S A
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NBEHAER L EAT YR A&

BRI

KRB B AR TR AT g, BN R R RE E E  PRAR /IR Sgl-29
REGEDHIEERTY . ZERRIDFI LR EIIMHIERRL.

HREA

RBRPMEFR —BERBMAREGHNTERFNZ —, LMD 30 ERERBERIIEZ
Wi TR PR BT R T EBEER LA . HTEENARHIREFRAEH T W25RRME
YRR E G . BB EAE A7 IT &t 3 B 0 A 3 SR A thE 7 B A H 3™ 2 98 TR T A i
Ak,

PRI (XAZRERFUER) EERFOMZ, BEVEF RIS R E R B
MR, B hFNRSFALMZE, RAEERRE. B, S s. EMaHR
B2, BT 2% AL SR YR 7168 H (Koczulla AR, Bals R, 2003. Antimicrobial
peptides: current status and therapeutic potential. Drugs 63, 389-406).

PUEMRT Z s MR, BR. EYFEIY P . 07K ILHUE IR B 2Esh
EHRFEZEBAHEFEE, 30 TFERAMNCENBERARATETARER/R(TE
http://www.bbem.univ.trieste.it/~tossi/pagl.htm % ZRE]), HFH 800 LA KAFMI LI (£
EREA) (Apponyi MA, et al., 2004. Host-defence peptides of Australian anurans: structure,
mechanism of action and evolutionary significance. Peptides 25, 1035-1054).

HMABUAERKBLR, ARFEERIFIRT AR E TG TR, BEE H b
MERKFLEMEN, BRHEYHAH SR MEYREES THERRE, UEFRLEH
LY ERE R R — SR WERKRAYRTR, TEBEERENEERE. B
BRTE LA R 2otk 35 22 IRFAVE RSB B AT R FSE B N IG AR . =R F B EME AN
FREAERK EWHITRIPANE, HFEER. EEEMERVERE, MABRE, WHHk
REEPERMABRE R Z W BB EMY RO RIRTEH RSS2
DMERR RS, SR ZEANTAERMAL, SRAEERAFERESMA: MER/IME
FWER, PROET AR KUEY (BIEERRIZED, SEFEEMEIER, iEE
RAERMEAD, XREREMNE S REHER, FRAF—REE, LA BRI ZE
M (Brogden KA, 2005. Antimicrobial peptides: pore formers or metabolic inhibitors in bacteria?
Nat. Rev. Microbiol. 3, 238-250).

Smet K, Contreras R, 2005. Human antimicrobial peptides: defensins, cathelicidins and histatins.
Biotechnol. Lett. 27,1337-1347 ).

REANE -

AR BHR BN EE BB LAY, BEEaRE. ATERTE. N
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AT ANGTFRERE B A AR S - EHRRRENEERERREATED AR,
HAFRAEEMNMNHAEULEEEKKER.

AR B B #RIX A LAY

KRB B ANEEREK, RBABRBHEBUBESEREMN, REERFIIWT
(SEQ ID NO:1):

HER - REBE - BER - a8 - HER - BER - RXL4R 488
—REER-HER - 2LEAR - HER -HEAR - HER - A NER 488 —FER 4
AR —HER - FREABR-HER 42K - FER-HEAR - HER-HER —H"aR -
#1% (His Asn Lys Gln Glu Gly Arg Asp His Asp Lys Ser Lys Gly His Phe His Arg Val Val lle
His His Lys Gly Gly Lys Ala His),

FRFONEMESTFIREE LR Z PR EROBA. 0. L-BHERT A D-2
FER. SRAKRBINATE R K TIREE R £ BK.

B4 B ER AR S B AR B E SRR ES R BB REE R
Bk, FridiiE kAL 5/F5I& SEQID NO:2 fis & L /F%1: His Asn Lys Gln Glu Gly
Lys Asp His Asp Lys Ser Lys Gly His Phe His Arg Val Val lle His His Lys Gly Gly Lys Ala His.

WA LRI B R AR RERNZ N EER R K H B EEENHER, i
HERKE A% H 753 SEQ ID NO:3 Fi/RHEEMFF: Lys Gln Glu Gly Arg Asp His Asp Lys
Ser Lys Gly His Phe His Arg Val Val Ile His His Lys Gly Gly Lys.

AR PR G B FURBR, LI TR LR BAMLAETE, b AT LS TR R L
FrfEsgs b, REEEEARTREGHRE. HPREBATLUEABHEFEFTH—M.
EEARTURRZAR, B KB ESRMEZFRAES, &I UREZHAR,
AEFSAR. HYHAK. ERARESEASIPARSE. HE0 kTl g E.

AR NEERERKR B, 2 BEHEKAE SEQ ID NO:1 FinEER TS

AR B8 NIREHL R IR R EATEM I & 74, R BB A B '

—H BRI ERFIIEEBEANFS, Pl ERRF7 %5 TR FHTE k.

—MIEY, TRKMWEYEH REIEEFSIER SEQID NO:3 FiREERTFIMIAZH
RF5.

—FAE, FTRMAREE LEFTAKEK. EER TR TR R HEY.

& EETA R E IR ITIE, EITEEE:

(D fEEE LHTAFERRIAO &M T, BF LETRRHR,

(2) 4pE it EEFTE M B |

AR B NIRRT IR S AT AR IR R A&, BT B0 T DR B L AT A 1 W 2 L A ek
RPN A

AT HRNFRE R AKX NEE SRR EDR SR SRR, MHEE5%
FRE BB B — 2 AR, LARATHTA

TEUHEMER TIEERFTFIH Sgl-29, Sgl-29R7K Fl Sgl-25 HUH Ik A I k#4174

4
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i

Sgl-29 (SEQID NO:1) :

His Asn Lys Gln Glu Gly Arg Asp His Asp Lys Ser Lys Gly His Phe His Arg Val Val Ile His
His Lys Gly Gly Lys Ala His

Sgl-29R7K (SEQ ID NO:2):

His Asn Lys Gln Glu Gly Lys Asp His Asp Lys Ser Lys Gly His Phe His Arg Val Val Ile His
His Lys Gly Gly Lys Ala His

Sgl-25 (SEQ ID NO:3):

Lys Gln Glu Gly Arg Asp His Asp Lys Ser Lys Gly His Phe His Arg Val Val Ile His His Lys
Gly Gly Lys

FAE SR Bk L IR EE. FREHER HE RN ERE RO REENE.

RIRES % ik o B BR R 6 T AL MO LB AR Sh B S R R 4T T 4% S is e, &
RERYPXBL R ETRFHIREENE.

FREWERIRET: NEEREREETEY AT EENMHMAE UL ELHEKN
EM. SHERIEBMESIEZ IR, ZARERERAEESMRERE. A TARFAE. NA
T AETHURVER B 24T o

P 1 456 B

Bl 1 AR BB IR PUBE AR B SP-Sepharose B 732 # BT B,

- B2 AAREBEABEERERE G25 4 FiHERE.

B 3 AR BB AR BT BT AR Mono-S B FAX# ZHT .

K 4 AA KR AEEFUE KRS HPLC RAH C18 FEEHTE.

Bl 5 ARKBEENIEESUEIK HPLC k48 C18 AL ZEHT 55 1T & /Y it K .

Bl 6 A4 KA NEHETUERL Sgl-29 ERMAZEFR T4 .

Bl 7 AR B N IR BB K Sgl-29 HIEERIFF.

8 WAL ERA R H NIRETUHEL Sgl-29 B RILHE .

HARLHE 7 5

S 1

1. NEMEFRE RS B el

EHASEK 37 REFEINBETTRESERN, TERLE, SBTUEVDHS
WENHEB AT RS (BS: CASAS-QH-NI, JERERFFZMR) BTk &M E
FHIFEAR T 10000 ¥/ B0 10 780 0 BRS T 5, MOWEE EEWRE-20 CEA.

8 —30: SP-Sepharose HFACH: & LIRFERBHIEE AKK (n=40) EFETFE
ﬁﬁ 50 mM Na2HPO4- NaH2PO4, PH=7.4 &% “F-#7#) SP-Sepharose (Pharmacia /=) BHE

RAHAE (130mm &, EE20mm). ERESEEREM 0-0.5 M NaCl #4T4 el . BB IR 3
mlo RS NIRA 58-131 EHRBIIAREE . &I 58-131 BIKGET IS, WHHE 1.

B0 4rFIF Sephadex G—25 Bifi: H— DTS Milli-Q BAi/KE#E)E,
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EHFHSEA 50 mM Tris-HCl, pH8.8 22/ R-F# /) AKTA® HiPrepTM G-25 i #h4F (26/10,
Pharmacia /= &), FTA{ 385 AKTA® Explore 100 ( Amersham Biosciences F= ). W& 11
I 37 AT VKR T 1R K48, 2 WA 2.

B=4F: Mono-S BFXH: B DHET IR A Milli-Q BA/KE®RE, LHTIHE
F 50 mM Tris-HCl, pHS8.8 284 % F% # Mono-S PH® FaZ#4F (1ml, HR5/5, Pharmacia /=
), BT 2% AKTA Explore 100 ( Amersham Biosciences = ). WS VII &, ILHHE 3.

BUE: RAHSREBAEEN: % Mono-S FHE FRMITEMATEE VILIELIK (F0.1%
SHZE): 2R (F 0.1%=MZM) MBI RIEHATHALEN, MRS 11 R
TEEER NG RGERE D [ATAER, AWE 4. |

SHTEEEN SRR ER TR EE . ,

B—: RMSEBRAARHEE IIEXEERFIINE: XA2 BalE &R (RS
491, ABI ~&]=f) WEFELFFEHM . &REWE AL BAEEN S 11 BRI RERTF
% 4: His Asn Lys Gln Glu Gly Arg Asp His Asp Lys Ser.

B o5 RIRFE TR (Fast atom bombardment mass spectrometry, FAB-MS)ll i€ 4 F
8. DUH: EREAE. CHTR (0L, VIV, EERL)AEY, CsHERERRT, B
WA 1 mA, REBEN 25 Kv. SREURMAELEREENE NESH 44D 07, 18
S F BRI 3377.17 /R, 3850.67 /R, 5117.64 E/RUFN 5174.18 /R, WHE 5.

B0 NREMBEER A TATAERRREE . W5E R SRS R AR RN 2 IR ER P
His Asn Lys Gln Glu Gly Arg Asp His Asp Lys Ser # 4T BLAST 74 B0 45 B8~ T RIE T AR
BEED MM, RARBREEES 1AL . FAB-MS iR 27 &l 2 i 7
TFEBH 3377.17 IR 2 HORYE T AR IR E 25 A1 1, FL 8047 2 0 B R RUEE i 2
F1 RIS 85 RLAEE 113 fir. FIREIRTE R BRAEEAR KB an 4 Sel-29, H&F5IH: His Asn
Lys Gln Glu Gly Arg Asp His Asp Lys Ser Lys Gly His Phe His Arg Val Val lle His His Lys Gly Gly
Lys Ala His. Sgl-29 Hit F ¥4 FE[M+H]+ K 3377.74, WES FE[M+H]+H 3377.17. LK
ZERFUE T Sgl-29 B NRWEERE & A [ UK R4 8.

SEHE) 2

1. NEHSTE ke & S Emaiik.

A HEF R BN EE BIE#HTT, FIR2 8302 KB mERENNersl, &
ERNERAIZ R E L2 FIEER - RAEHWT

Sgl-29 (SEQ ID NO:1):

His Asn Lys Gln Glu Gly Arg Asp His Asp Lys Ser Lys Gly His Phe His Arg Val Val Ile His
His Lys Gly Gly Lys Ala His

Sgl-29R7K (SEQ ID NO:2):

His Asn Lys Gln Glu Gly Lys Asp His Asp Lys Ser Lys Gly His Phe His Arg Val Val Ile His
His Lys Gly Gly Lys Ala His

Sgl-25 (SEQID NO:3):
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Lys Gln Glu Gly Arg Asp His Asp Lys Ser Lys Gly His Phe His Arg Val Val Ile His His Lys
Gly Gly Lys. ‘

it HPLC /48 C18 FEEMTRE £ 4k,

2. NIEHHTTERREE:

A NEHEE K SRR A HPLC A4S e HaE, 2 T7ENERARETE
ik, A BIEERNT N ERERTIIEM.

K 3

1. NJEHEHUEPL Sgl-29 R KB EFHIRIE

R AR AR AN RSN EE 115 86 T2 12 MHNERFY, BHTEDE
EEAE pMAL-p2X JiFL b, REHWKBHFTE DHS o, 4 IPTG ¥ 8 %&I1& MBP-Sgl-29 B &
|ET KA R, H BB B B2 K2 43 5 i MBP SR R4, 1834546 MBP-SgI-29
MEEH, B2 FXa VIEIEHB2PIE K Sgl-29.

LHEE R AF =R E pfu B8, , TADNA E#:E51 5 £ E Promega A7), &N IEE
Xmn 1. Hind III. SEM#AE (Amylose resin) LA R RIXH 4K pMAL-p2X W 5 ZL[E New England
BioLabs 8], FEEEM. BERIYWE Oxoid A8, HEBK. P XNHEEEE. TR
B, RANE-B-D-MAFIEE(IPTG) ¥MWHE Sigma A7 . FXa ) H Novagen 2 7).

ANRBEREE 17 56 & KB IRES E BTN, fi5R, BERESVIBRA B &L,
HEREIERFERREHERIL. SFRTTHRERILNE TREAPSRSE, HEENA
RNA.

2. 2 RNA HEBUH cDNA & R

& RNA XA Qiangen 2 7] & RNA $##EUAFI SR E . cDNA & %A TAKALA 2 &) 7
&, BB EREEBHT. |

3. 51RIF S5 &R

WRHE Sgl ERMIFFIR T, Sgl-1 5’ GGT TTT CCA AGC AAG ATG AAG 3/ ;
Sgl-1R: 5/ AGG TGG TGT CAT CCA TGG ACC AAG 3’ ; Sgl-EX15' CAT AAT AAA CAA
GAA GGC AGA GAC C 3’ ; SgI52-EXR 5’ CCT AAC AAG CTT TTA ATA TTG ACT GGA
TAT TCC 3’ HILETEEAM AR &M, H+ AAG CTT £ HindIII KIBFYI AL &, Hpim e
CCTAAC HRFFFI. |

4. Sgls2 FERY 18 K& 5%

F /5260 cDNA AR, KM Sgl-1 & Sgl-1R A 5447 PCR 1, 4<f#: cDNA 1
pl, 10X buffer Sul, dNTP(10mM) 11 1, Sgl-1(20p/ 1 1)1 1 1, Sgl-1R(20p/ 1 )1 1 1, pfu 0.25 1
1,ddH20 40.751 1. PCR ¥ #4&/4:94 C 2min;92 C 155,50 C 30s,72 ‘C 1 min, 35
f&*; 72 °C 10 min. PCR P¥ATERARFEEEEC UK, % 1.3 Kb AbRH B 47 F Tiangen DNA &
[FEIWOR I & 4T DNA [, FEIWCHT DNA #UEH, DL SgI-EX1 1 SgI52-EXR 5|4t 1T
PCR #"1¥ Sgl-52 R HBL. &M: [HH Sgl DNA0.511, 10 X buffer 51 1, dNTP(2.5mM) 4
w1, Sgl-EX1(20p/ v 1 1 1, SgI52-EXR(20p/u 1)1 11, pfu0.25 nl, H203825 ul. PCR ¥ 1%

7
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%:94 C 2min; 92 C 155,50 ‘C 30s,72 C 20s,35 fEH;72 C 2min. PCR F=#j%
Bk A 150 bp MIEH AR & . PCR F=#% HindIll B§Y], YIRAGERE A B . FRHIRFA
BB R E IM109 F1 89 pMAL-p2X Fifs, A8 Hindlll & Xmnl Y1750k, HKiE
S, P T4 HEEEE FORL S B4 A W YIS HindlII 14719 Sgl-52 ERMBTIERE. 4 Cidwk. &
WEZ S KHFTE DHS a « SkENEEBITE R, HIRBUFKIF.

5. Sgl-52 ZHIFEFKRIA

AREFRHH Sgl-52 EE B pMAL-p2X FRL K BFF & DHS a . 0 1/100 i3 R 535 09 K
FF B DH5 a #f A\ RB 55374 1000ml, 37°C 200rpm #EE 4 2-3 /N E 0.D.600 7 0.5. 1N IPTG

(ZIREH 0.3mM) GREEHESRENE T 3 B, LRI IPTG S M& AR LA @55
/PR

6. EHEAMNMEE

R A IR 1 T+ 4000g B0 10min WA, A 30mM Tris-HCI + 20% Sucrose pH8.0
ERME (g B0 80ml). fn0.5M i EDTA {F LM 1mM, ZE{BHE 5-10 204F.4 C 8000g
B0 10 408k, F 2.5ml VKA SmM ) MgSO4 E&. B T 10 4., 4 C 8000g .0
10 4. LEBEIAHBARREMEAR. MEXHEL LEZMR, Zib 5 min BT
SDS-PAGE Wik, HE&F LR Lie, HEEARAFLRE. AF X ATrEEHEAN
RieEl Rk, BTG RIFEIIE

LTt 4 ,

DU ER I, 2 BESCHR TV (Lehrer et al, 1991. Ultrasensitive assays for endogenous
antimicrobial polypeptides. J. Immunol. Methods 137:167-173), ¥ B 5l 48 UZ 4T FLVE T = B2 1
H W E MEC (Minimal Efféctive Concentration). 24~ SZhEH S BIHE 5K HBAELEES B, &
B RAEKK 2R 2P R ER — RS ML HER] 2.

Hrer, Sgl-29 MZERTSINME 6. EERFIILWE 7. &RENEESEIL Sel-29
5 1% P LB L 8.

JREHFREI T A: 1% 85 S5 PENE(Sigma A6013), 0.3 mg/ml R H % (Oxoid 7= )
T 10 mM pH 7.4 Na2HPO4-NaH2PO4 Zili . [REHEFE 20ml T 42 CHABImA T

RIS BUE KM EI(Z 105-106CFU) , BB EER Temm 53 I 5/ M A 1E Ky
JEE . frftd 5, IREEIRE LT 3 mm BIEFL, BFLIN Su | REIKEITIEKKER. 37 C
WE3IANGE, BRELEBH -BEERERIVERFRE: 1%Sigma A6013 &4 SIHfEHE, 0.6
mg/ml Oxoid fEE H% % T 10 mM pH 7.4 Na2HPO4-NaH2PO4 ik F), 37 CHLLWE 12
—16 /pif. MELTHEFEAKWENFER. FLEEEITE: IEEERN U=IEXNER
mm—3) X 10, PAHLRE PR T BT OB A AL AR, HUBETE WO ARIERIH T2, HitE R
HIG B A KRR B MK MEC. AHHEMRETEHEXR S —HEBER, AR E
R, BEYE, FRNEK 1.
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& 1. NEM SRS I-20 M40 B 1

B{EE XK E MEC (1 g/ml)

Microorganisms Sgl-29  Sgl-29R7K Sgl-25
Escherichia coli ATCC 25922 2.831 3.062 5.361
Escherichia coli ML-35P 7.433 6.882 10.231
Escherichia coli clinic strain 1 3.556 4.079 6.823
Escherichia coli clinic strain 2 3.937 3.638 7.231
Bacillus pyocyaneus ATCC 27853 5.292 4.996 11.734
Bacillus pyocyaneus CMCCB 10104 7.334 6.378 15.634
Bacillus pyocyaneus PA 01 12.864 10.638 18.885
Bacillus pyocyaneus clinic strain 10.405 11.909 25.362
Staphylococcus aureus ATCC 25923 >100 R E ESb
Staphylococcus aureus ATCC 43300 >100 i & i 2
Candida albicans  ATCC 10231 20.523 25.768 30.665
Pichia pastoris GS115 18.244 21.224 24.315
ST BT P 4 1 A S R TR R U A -

& H B % EKE (Staphylococcus aureus) ATCC 43300, B HE KNS HEEERE

ATCC trilErk, WMEBRE, B-WHKEWE, W HHBEZEHEE,
KIGFFE (Escherichia coli) ML-35P, Z& 5 255R ARk .
KMa#TH (Escherichia coli) W&RTN 254k 1 A1 2, ¥ 47588 it B - 3 BEREES FO R R 2 B 4%,

NEER, KB 1AL 2. 3L 4Ry, TR BEFRALHUX.
ZRMATE (Bacillus pyocyaneus) IR 25k, 5% i 25k R 2 Bikk, XF H AT imAR# A

BRPERBIMNE, BIERE, MEM.

HEHEMAEESEKE (Candida albicans) ATCC 10231 DL K B 7B (Pichia pastoris ) -

GS115 #BI R UERK .

& 1A, ERMARESRER Sel-29 REEERERLUREERREGTEVATE
FHHINEIA R L KB A KRR, AT AT T H-& PUs LR R I .
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J¥513%. SEQ

<110> = ERFF£ R B A ST 5 BT
<120> AUREHTE IR S H HU A A PR .
<160> 6

<210> 1

211> 29

<212> PRT

<213> AN (Homo sapiens)

<400> 1
His Asn Lys GIn Glu Gly Arg Asp His Asp Lys Ser Lys Gly His Phe
1 5 10 15

His Arg Val Val Ile His His Lys Gly Gly Lys Ala His
20 25

210> 2
211> 29
<212> PRT
213> NT1741

<400> 2
His Asn Lys Gln Glu Gly Lys Asp His Asp Lys Ser Lys Gly His Phe
1 5 10 15

His Arg Val Val Ile His His Lys Gly Gly Lys Ala His
20 25

<210> 3
211> 25

<212> PRT
213> NTF%|

<400> 3
Lys Gln Glu Gly Arg Asp His Asp Lys Ser Lys Gly His Phe His Arg
1 5 10 15

Val Val Ile His His Lys Gly Gly Lys
20 25

210> 4
211> 87

<212> DNA
10
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213> AN (Homo sapiens)

<400> 4

cataataaac aagaaggcag agaccatgat aaatcaaaag gtcattttca cagggtagtt 60

atacaccata aaggaggcaa agctcat 87

210> 5

211> 87

<212> DNA
213> N LJF41

<400> 5

cataataaac aagaaggcaa agaccatgat aaatcaaaag gtcattttca cagggtagtt 60

atacaccata aaggaggcaa agctcat 87

<210> 6
211> 75

<212> DNA
Q213> NLFF

<400> 6

aaacaagaag gcaaagacca tgataaatca aaaggtcatt ttcacagggt agttatacac 60

cataaaggag gcaaa 75

11
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AL EERD
[ NaCI (m)]
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Vel AEA CZFF) [ Volume (mi)]
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ERLETE (Minutes)
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o
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00 05067 12994
90
80
0
i 5174.18
0 117.6¢

# 3 /77 17

204
104 l
0 T . L A . , ’
4794 13598 5240.2 81206 10001.0
e (REBAL)  (Mesivg ]

RJE Y
{ % intensity )

K5

cataataaac aagaaggcag agaccatgat aaatcaaaag gtcattttca 50
cagggtagtt atacaccata aaggaggcaa agctcat 87

K 6

His Asn Lys Gln Glu Gly Lys Asp His Asp Lys Ser Lys Gly His
1 5 10 15

Phe His Arg Val Val Ile His His Lys Gly Gly Lys Ala His
20 25

3378.05
100 ] i

337052
90 :

33dg 47
340051

80

i BT HE (Messicoare)
K8

14



