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g Al Al

9

AT 1

PAA 2R 2ed AYEsHA Al 2o PROC(Uniprot ID: P04070), A2MG(Uniprot ID: P01023), CFAH(Uniprot
ID: P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID: P04003), TTHY(Uniprot ID: P02766),
APOA4(Uniprot ID: P06727), KLKB1(Uniprot ID: P03952), HV316(Uniprot ID: AOAOC4DH30), CLUS(Uniprot ID:
P10909), PON1(Uniprot ID: P27169), C02(Uniprot ID: P06681), FETUB(Uniprot ID: QOUGM5), CO2(Uniprot ID:
P06681) 2 KAIN(Uniprot ID: P29622)& o]Fo]x o F oj= 3&}} o]Aate] ulolowmA S 7HA&EslE GAS X3
3, ZEYnHloly 2 AT A dF oS JRE AFshes WH.

A7 2
Al 18}l QlofA,
A7 @A o)Fe, A REE EE® AESHA AJgd4 PROC(Uniprot ID: P04070), A2MG(Uniprot ID:
P01023), CFAH(Uniprot ID: P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID: P04003) ® TTHY(Uniprot

ID: PO2766) % ol FoIAE T % o1L i 39 2ot ARAY, a2k FATA AT 43
7 Ee WRAE RS BAE o £geke A

H:l

T% 3
Al 13l lol A,

A7) @A olFo AR YE " AESHH AgdA APOA4(Uniprot ID: P06727), KLKB1(Uniprot ID:
P03952), HV316(Uniprot ID: AOAOC4DH30), CLUS(Uniprot ID: P10909), PON1(Uniprot ID: P27169),
C02(Uniprot ID: P06681), FETUB(Uniprot ID: QOUGM5), CO2(Uniprot ID: P06681) 2 KAIN(Uniprot ID:
P29622) 2 o] FolA = u F o= Bt oo wiolemiArt AEFHW, IEihulolel s ZHlFd tigk o $7t
i gidA 2 $dsks aAlE o 2dshe 30 3.

T4

PROC(Uniprot ID: P04070), A2MG(Uniprot ID: P01023), CFAH(Uniprot ID: P08603), CHLE(Uniprot ID:
P06276), C4BPA(Uniprot ID: P04003), TTHY(Uniprot ID: P02766), APOA4(Uniprot ID: P06727), KLKB1(Uniprot
ID: P03952), HV316(Uniprot ID: AOAOC4DH30), CLUS(Uniprot ID: P10909), PON1(Uniprot ID: P27169),
C02(Uniprot ID: P06681), FETUB(Uniprot ID: QOUGM5), CO2(Uniprot ID: P06681) = KAIN(Uniprot ID:
P29622) 2 o] Foiz o+ F o sl o] A mi o]E ¢EdslE FHAES TsE, IEuhulol s
TS dF A58 nlolentA 4=

A% 5

PROC(Uniprot ID: P04070), A2MG(Uniprot ID: P01023), CFAH(Uniprot ID: P08603), CHLE(Uniprot ID:
P06276), C4BPA(Uniprot ID: P04003), TTHY(Uniprot ID: P02766), APOA4(Uniprot ID: P06727), KLKB1(Uniprot
ID: P03952), HV316(Uniprot ID: AOAOC4DH30), CLUS(Uniprot ID: P10909), PON1(Uniprot ID: P27169),
C02(Uniprot ID: P06681), FETUB(Uniprot ID: QIUGM5), CO2(Uniprot ID: P06681) % KAIN(Uniprot ID:
P29622) 2 o] Folzl o F o= s} o] ie] vl mi= o2 ¢tF el FrAAY WE FES SASE AA
g X, ZRYbtoly s AT odF 58 2=,

_3_
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AT% 6
Al 53l lolA,

A7) B FES =A3E AAE A7) PROC, A2MG, CFAH, CHLE, C4BPA, TTHY, APOA4, KLKB1, HV316, CLUS,
PON1, C02, FETUB, CO2 2 KAINS] wilAo] Eo]do=r Asl= A, 22l Feto]=, 2]7k=, PNA(peptide
nucleic acid) @ <YE}H (aptamer)E o] Fo|Z oA AEE 15 oS X3sts, I2Ynlolglx AES 4

T 58 2=,

AT 7
Al 58l gloiA,

A7 #E S 543+ AlAlE= 2371 PROC, A2MG, CFAH, CHLE, C4BPA, TTHY, APOA4, KLKB1, HV316, CLUS,
PON1, CO2, FETUB, C02 % KAINS ¢t@stshs frilatol Solxow Adshz Zefoln], ey gl tejdlX
FULEER o]Fof3l oM AEE 1T ofd& Ik, Azuntol s AT oF 58 248,

AT% 8

A 5F WA Al 7 T o= 3 o] 2AEES e, Aol HAT dF A58 7E.

pud

7l & £
HEoabgo maunlolgl A 7HdE 31 dFEE d=sly] 9% g nlo)lontAS o] &3t ARATYE T
o| %

FARUwlelgl s S 2019(COVID-19)E 55 F4 287 S5+ ZZumlol# 2 2(SARS-Cov-2)ol o f
He A2 357 #9 Agolth. 20199 129 T3 3ol HH 2 dA HF-3 (pandemic)S dov|ar Q)
o A AR AZE A7} 9712 et k. 20229 3¥€ 39S v|EFow A AAF R 49 42001

ol el m=ub19 Sxlake} 5004t W o] o] AFgATE 715 Sl

COVID-19 tif-39o %7] @A A i COVID-19 &A= 27t AEH AE 557 AdS YJehdA vt
200 T AEoE nTEP o T ST AbEERdth. ny R V1A AR2 T5 A8 B 27T ¥ T
83 98 242 wuEy k. Ty A" 2@ FRk Agd] #AARle] 2 UgAE EAE e, nlol s

54 QA el AY %5 AAE 6 2 olsshs Aol (0VID-199] o F elFe] B5Holu,

3
re
-4
)
ofy
of\
k)
=)
ofy It
of\
(e}
(@}
=
(e}
@
>
r)

e Ao 5T F AT we v o] Aolg TSl
=, o T S B FAE IEd JFS VA & e EAH a<loly nlo|emA S 2ARG Ay
719l gvh. & wAEe ofgE s (VID-19 42 Hols 453 T5% B2 T35 ol
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[0011]

[0012]
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gige] g
S dst = HA

Hodbgo] o|Fux) sk Ve Al dAARYE 23" AEsHE A]Fo]A PROC(Uniprot ID: P04070),
A2MG(Uniprot ID: P01023), CFAH(Uniprot ID: P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID:
P04003), TTHY(Uniprot ID: P02766), APOA4(Uniprot ID: P06727), KLKB1(Uniprot ID: P03952), HV316(Uniprot
ID: AOAOC4DH30), CLUS(Uniprot ID: P10909), PON1(Uniprot ID: P27169), CO2(Uniprot ID: P06681),
FETUB(Uniprot ID: QOUGM5), CO2(Uniprot ID: P06681) 2 KAIN(Uniprot ID: P29622)=% o]Foixl o & o= 3}
o)) ulelemtAE HESIE BAE E¥stE, IRUuo|Y 2 RS FAe o F dF HRE AFste=

e AFshe Aot

714 A= A7) velentAE HESE AAE 2¥ee ZRumnbole s

A HE T

71 FAE s Jete], o wwe qAA 2R Ry AEsE AlmolA PROC(Uniprot ID: P04070),
A2MG(Uniprot ID: P01023), CFAH(Uniprot ID: P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID:
P04003), TTHY(Uniprot ID: P02766), APOA4(Uniprot ID: P06727), KLKB1(Uniprot ID: P03952), HV316(Uniprot
ID:  AOAOC4DH30), CLUS(Uniprot ID: P10909), PON1(Uniprot ID: P27169), C02(Uniprot ID: P06681),
FETUB(Uniprot ID: QOUGM5), CO2(Uniprot ID: P06681) = KAIN(Uniprot ID: P29622)% o]FojX & % ojx- &
U o)At wlolomtAE AEstE dAS EdEtE, IR UblolEl A A= A1 oF 4 ZAHRE AFTEe
WS Al g e,

A Sl wEw, A dA olFel, didAERE Ee® AESA AlsolA PROC(Uniprot ID: P04070),
A2MG(Uniprot ID: P01023), CFAH(Uniprot ID: P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID:
P04003) 2 TTHY(Uniprot ID: P02766)& o]FoA & ¢ & o] 3}t oAt ulolewlA 7t A&HH, A=}
olg i AT tEt AF7F £ AR HAHSE GAE 9 £¥¢T 5 Qo).

A Sl w=d, 7] 9A olFel, diAENE ZEld AEIH AlselA APOA4(Uniprot ID: P06727),
KLKBL(Uniprot ID: P03952), HV316(Uniprot ID: AOAOC4DH30), CLUS(Uniprot ID: P10909), PON1(Uniprot ID:
P27169), C02(Uniprot ID: P06681), FETUB(Uniprot ID: QOUGM5), CO2(Uniprot ID: P06681) % KAIN(Uniprot
ID: P29622) = o FoX|= o o= St o]de] wiolewArt AEHW, IEuutol s Helgel] He «F
7F v AR wgshs S o 23 5 Sl

HEowtge] wr thE AA 4] wEW, PROC(Uniprot ID: P04070), A2MG(Uniprot ID: P01023), CFAH(Uniprot ID:
P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID: P04003), TTHY(Uniprot ID: P02766), APOA4(Uniprot
ID: P06727), KLKB1(Uniprot ID: P03952), HV316(Uniprot ID: AOAOC4DH30), CLUS(Uniprot ID: P10909),
PON1(Uniprot ID: P27169), CO2(Uniprot ID: P06681), FETUB(Uniprot ID: Q9UGM5), CO2(Uniprot ID: P06681)
2 KAIN(Uniprot ID: P29622) % o]Folx o & o= sl o] dilz = ol& dastete FHdxE X3
Sh, IRYbtelel AT oF oS58 ulo]lowlA 2AdEo] AlFHT.

ool = T2 AAlde] wr2wW | PROC(Uniprot ID: P04070), AZ2MG(Uniprot ID: P01023), CFAH(Uniprot ID:
P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID: P04003), TTHY(Uniprot ID: P02766), APOA4(Uniprot
ID: P06727), KLKB1(Uniprot ID: P03952), HV316(Uniprot ID: AOAOC4DH30), CLUS(Uniprot ID: P10909),
PON1(Uniprot ID: P27169), CO2(Uniprot ID: P06681), FETUB(Uniprot ID: QOUGM5), CO2(Uniprot ID: P06681)
2 KAIN(Uniprot ID: P29622)& o]Fo]d & F o] &} ojate] duld = ol o5 3lels FHAe 2d

Fos SANE AAE Xk, IR Uo|Y A RS o5 58 2 E0] AFHEY.
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A Zo] wzw, A7) 9@ FES =AsE AAE 7] PROC, A2MG, CFAH, CHLE, C4BPA, TTHY, APOA4,
KLKB1, HV316, CLUS, PON1, CO2, FETUB, C02 % KAINS|] whuize] ESojx oz A sl A, S HEepo|=,
2]7+=, PNA(peptide nucleic acid) 2 <HEM (aptamer)®E o] Fo]zZ oA HeEl®l 1% oS x3d &
A

A Zo] wzd, Ay 93 FES =AsE AAE A7) PROC, A2MG, CFAH, CHLE, C4BPA, TTHY, APOA4,
KLKB1, HV316, CLUS, PON1, C02, FETUB, C02 2 KAINS ¢& 338l FA Soldor AFsl= Lo,

nen g s FRUSHER o Folzl elA AEd 1% ol4e T & dnh.

wowgel e Adde] hEw, 47 o shie] 2YBS Eget:, mzihlelds dAF AF dxg
71 =7} A,

gge] £

A7) AuAEgel R mzieleles 493 2719 oA AAZYE A uolertAY P4
sdotele] diaAle] Aol dFE ST - AUtk olF Fa A RER ARAFS FUT F 2lo] TS
& Hashaln, 4% JwA9 wie] olFold & qluh,

B owgel mdbs )@ ERE BAEE A ohim, B owdel S 49 Ex ZTuelel A48 W
THoRNE FE Ved BE AdE Zel Ao olasole}

Y
>
(e

COVID-19 A A5 & oS STRING dlo|EHHo] =9 F528 UEYIZ Yeld Holtt

T 5% COVID-19 8z} 5 o3ty 3xis} 3 &5E ) 7o x5 @Az EA0E 2F 29 3& Hlwste] o
Ebl Aol

s
a

6> COVID-19 x| T otslel gxbo} slEw x} 7ke] 2k @A Bd0Es 5 29 45 wnste] U
Ebl Aol

=
=

al
3
rlo
(1
>
2
=~
1o,
-
5
o
o
=)
=3
2
>
—
>
=
o
=}
=
el
w

|
Az
1
o
iih)
i)
i
T
o,
=
=
_0,
i)

74d A3 Mz g2 i 235 Bol= 2019 COVID-19 $hxle} 579

=] . 7 of me} o F7F FolA Ak
LA AR 181719 dAe] FIFEglen, 1
S Bt ol A tiE vEYT 2 A=
A o

A AR B AU,

A7) SAE QS fetel, B owme daAyE Reld 48] AmelA PROC(Uniprot ID: PO4070),
A2MG(Uniprot ID: P01023), CFAH(Uniprot ID: P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID:
P04003), TTHY(Uniprot ID: P02766), APOA4(Uniprot ID: P06727), KLKB1(Uniprot ID: P03952), HV316(Uniprot
ID:  AOAOC4DH30), CLUS(Uniprot ID: P10909), PON1(Uniprot ID: P27169), CO02(Uniprot ID: P06681),
FETUB(Uniprot ID: Q9UGM5), CO2(Uniprot ID: P06681) 2 KAIN(Uniprot ID: P29622)2 o]Fozl o & ol 3}
g olge] welenAE AFat wAS Egehs, amivelns 495 B9 dF dF Ans AFe
e AFa.
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of FAE= A oyt
&

L Aol ARRE go] "ute] @mbF (biomarker)" ¥ R o} W Ao whe} mEumbold s HHT
o} =

A WA AFE 5T S QRS AEE wnd wE o)E FAAE oJvIg,

tlo

A7) volerAEE A7) JlAE uheh o] 7t wuA ofolz w7
https://www.uniprot.org/ oA FAE = Uniprot IDE EA|HE=

7] wlolemtA] AEFS G 4A 3 now, AFetazr sk Aol A
A9l A% Satel JRA Aol /b5 Lejeln), ey, hebdl, wE FAY & glom, WP A% LC-
MS(liquid chromatography-mass spectrometry)

g ol o]Fold & 3dar, o] oo Fg-oll tisiA

+ ELISA(enzyme-linked immunosorbent assay)
< AZgstd 7 e At me g 248 B 4

) @ EY AW EE Al U@ @ AA Z A4 O AHASe A5l 7
A A ARE waAY Amel B A A WSS BEHE AL TPAD. no FAHoRE
sZipitolel s Faje] WAENA B R, ANEF b5 o, WPFA WA CINF MEW WF P A
NG A ol Wl A, agm §1 R ouigeh. B W BAy oFt mziplelds gaF
s Ayl A% wE AE AT ovlad. Bouge) 4] wEe olgsn, mzvhuold s 3gZ u
2 %7t 218 AAA oRE VAT 5 o], F/HHQ Az Wl A4S INE 494 24T + Aok,

B AN ALSEE ol TSl BAe] AR A% @ AR vY dFshe B9 v, n
FARoR, AF dZelw AR An F A3 DA YA mt BFF gel v gekd ¢ glom,
el Bael FuE FHHOoE meldtel AR F Wl FNE AFdE RE YA uiste Aoz AN

T Ao,

d ZHo wzw, A 9A o3, UAZEEH EIH AESHH AlFE|A PROC(Uniprot ID: P04070),
A2MG(Uniprot ID: P01023), CFAH(Uniprot ID: P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID:
P04003) @ TTHY(Uniprot ID: P02766)& o]Folx|& #+ ZF o] s} o]Are] nlo|owlA AEHWH, m2Z v}
olela FAZo ek 3V £ AR FAHSE dAE © 28§ 5 Ut

9 Zol wew, 47 w7 oo, uRAEE Pel® 4B Amold APOM(Uniprot ID: POGT27),
KLKB1(Uniprot ID: P03952), HV316(Uniprot ID: AOAOC4DH30), CLUS(Uniprot ID: P10909), PON1(Uniprot ID:
P27169), CO2(Uniprot ID: P06681), FETUB(Uniprot ID: QOUGM5), CO2(Uniprot ID: P06681) ¥ KAIN(Uniprot
ID: P20622) 2 o Fol A T F ol st ool mpolortAZ AEHW, mEibutelel s FAFel U oA F
b oA R4S BAE O 238 5 A,

ol ”011?7} TL"e A B gAACdA AMSEE &0 "d3Ut AEsHeR A wstE Uehe
BE AL ovay, upgdaAE a7 F 1o A" =Y dE2r] @ Agw AT A-A5 H = (NIAID-0S) 9
%7417} shobA = 218 ojn i),

0 Lol "It NuFgHoR HAYA ®stE YEdE

7] AR e BET 2 BANAN A8
A

2 omahe, ke

_O‘L‘ I
>

;

O

o
N
—
2
=
>
feorir
Al
e

nE 7z dgzr] 2@ AGH AFL2-A4 F=(NIAID-0S) <
%7417} EolAlE AL 9uldi.

2 i maw IR yulolejAs AHE FAAE IE dHE7] 2 dEH AFa-A5 FE=(NNIAID-0S) 7],
3EH a5 3, 4 %) ostE a5 2 aF)eE o, 7.&03 z7 1 A Z1(1F2F WA 25:3) ol F
a0 TR T2y Fstal, oFUh et ol 7 i rasdw Ads 245k F&
ASE Bl TF9 Fou|dt nlolontA e} Y o35 Bl TF fou|dt ulolontAE Felssit).

2 oabgol o2 AAdd wEW | PROC(Uniprot ID: P04070), A2MG(Uniprot ID: P01023), CFAH(Uniprot ID:

P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID: P04003), TTHY(Uniprot ID: P02766), APOA4(Uniprot
ID: P06727), KLKBL(Uniprot ID: P03952), HV316(Uniprot ID: AOAOC4DH30), CLUS(Uniprot ID: P10909),
PON1(Uniprot ID: P27169), CO2(Uniprot ID: P06681), FETUB(Uniprot ID: QOUGM5), CO2(Uniprot ID: PO6681)
S KAIN(Uniprot 1D: P29622) = o] Fol%l i 5 of= sh ofde] vl H= o5 dasishe fuAE 29
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i, mElol s 7+l

o|\

oAF 5§ volert 2| AT,

HEowlge] w thE AA 4] wEW, PROC(Uniprot ID: P04070), A2MG(Uniprot ID: P01023), CFAH(Uniprot ID:
P08603), CHLE(Uniprot ID: P06276), C4BPA(Uniprot ID: P04003), TTHY(Uniprot ID: P02766), APOA4(Uniprot
ID: P06727), KLKB1(Uniprot ID: P03952), HV316(Uniprot ID: AOAOC4DH30), CLUS(Uniprot ID: P10909),
PON1(Uniprot ID: P27169), CO2(Uniprot ID: P06681), FETUB(Uniprot ID: Q9UGM5), CO2(Uniprot ID: P06681)
9 KAIN(Uniprot ID: P29622)= o] Fo]xl i & o= 3hu} oo Uz W= olF dustsle A od

TEe SA%e AAE e, ARublolY A AAS AF A58 A=l AvdEd.

Z4ve 54 wuAHEels) £ 47 gude dusss f4%4

b = ‘O/]
24, FAHes A7 74" did = ol dEst

Jm
ol
)
X
2
X
lo
oo
9
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[aN
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S
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dg gt dE 5o 47 A= B
A7) ge A7) el uig gA

=gy gl g oua, dE So WegA WY F vk A7

oot o
(K
4 1o
o oo o
ieu
o

gl BEY b
+ et

2 oAl Ae] go] "gA) v
3] AAEHE Eolxol A
i

il
)
X
ls
> &
X
rﬁ
o
rﬁ
oX,
4o
Ho
=2

A 22N FAE e dds FeEo FAE obd FAH B 75H dHE xFS. A 15
GHolet Holw Y AF Ves BHAtal A= dHE oulstn, Fab, F(ab'), F(ab')2 E& Fvd 4 Tt
i 7 o)de] obvlidt, dlE 5 9 N o] opm|ik, 127) o]/fe] ofmnAts 2T

A7 dmAS FHESH] Y% B4 WMo Res gaw B8, Aglo| A (enzyme linked immunosorbent assay,
ELISA), WA HSGEA(RIA: Radioimmunoassay), "$AF W &b (radioimmunodiffusion), Q-S-FH=ZUY
(Ouchterlony) WA ZAE(rocket) WA, AW M WIEA (Inmunoassay), W 3}8ted
AEA (Inmunohistochemistry  Assay), WA 47 (Immunoprecipitation Assay), =AY F4H
(Complement Fixation Assay), fAl3Z%2](Fluorescence Activated Cell Sorter, FACS), ¥ (protein
chip) 5ol o o2 A|gE = A2 ofr}.

LML LY

A S WEW, A7 FHAe] 3E S SAY ¢ e AAe A7 fAXe dAE B3 Solde=w A
el Ztol e X2HY 4 Q. BAHoR = oF B9, 9 FFALNS(RI-PCR), 434 o
ArL SR E AR (Competitive RT-PCR), AAIZF FHAL Fa 4T3 (Realtime RT-PCR), RNase H& -41W
(RPA; RNase protection assay), =% E2%® (Northern blotting) & DNA HO& o]Fojz oA HMeEE= 3}
U o] o] &3t WAl ARgE 4 Q).

2 gAM A e &0 "EolH(primer)"E A 3-EE F4E87] (free 3' hydroxyl group) & 7HAl= Ak
Az B4 d7] Lo tia] AuAe F3 (template) T A71%S FAHE = Jdx FF 7t BALS 93 A
2k Ao g2A A&she WA AES weith, Zgolre Ade dF8d B 2R TS A Aok
=, DNA ZEuehA] e GHAaEL) 9 doldt 47EA Y FEUAIE EFEado]ES] EAlst A DNA T4
S A 5 QA dE B0 4] EAE 9E S dEsete X B aRNAY t)gk Ho]AQl xefo|H R

}\-]odg 7].%] A~ "1 o =

AT WA 509 e 2
s QB YY) 574
9 QrElgls efoln o] Zo]

= 2 9 tEAls Zetolm S o]g35te] PR S35 HAlste] ¢
3 ALY mEubtolel s AlFe o FE F3T vk PR 231, Alx
AN sAE 7ol w2t A8 dgd 4 ok 7] Zekelw = 10 WA

e wo

o
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[0048]

[0049]

[0053]

[0054]

[0055]

[0056]

[0058]

[0059]

SIHS31 10-2025-0069470

100, 15 W= 100, 10 WA 80, 10 WA 50, 10 WA 30, 10 W= 20, 15 WA 80, 15 WA 50, 15 W= 30,
5 W= 20, 20 WA 100, 20 WA 80, 20 WA 50, T= 20 WA 30 ntE zteE AL ¢ ).

—

2 WA A §o] "ZRH (probe)"= B4 A oE EW, mRNASH & -

DN S A wwe ovshd 54 aRe £4 £, §F% 2 0d3S AT £ RS guy
H j=1
— =1

(labeling)®o] ¢J& 4 Urt. TEBE SYuFEE LE|=(oligonucleotide) ZT&E

strand DNA) X2 H  o]Z7}9 DNA(double strand DNA) X2 H  RNA Z2H Fo gz #|2E 4 2 dE
5o A7) EAd diAd s dEslsts A EE oRNASE JHARD Ak AEE ke ZR2HE o]&3te] &4

2]
2 H
sh2 AAlete], T3t ARE S mRNAS] RHFS SAToEN A mzuuteld s AAT +
=% zruo] Ae 8l A 208 Fe Vledol TAE Vel weh Ads] ded
Atk 7] ZEHE 10 WA 100, 15 WA 100, 10 WA 80, 10 WA 50, 10 WA 30, 10 WA 5 %
80, 15 WAl 50, 15 WA 30, 15 W] 20, 20 WA 100, 20 WA 80, 20 WA 50, E= 20 UA] 30 ntE zH=
o

AL 4 9o,

A7) Zgjolw = X2 HE= EA¥olu|tho]E (phosphoramidite) A A|X| A dAWHoly 7EF 8] X
WS o)gste] shstygom FAdE 4 k. T3 ol gk A A Ee Tl VEwoke] 3XE e IHS
Fal WAL 4 k. olggt Wy o= wWdsh, s, dd wEIEHE s o] sFARe] AF
e 7EHSHE 7He] ¥, oF 59 SHAEA e AAA(d: WY EXAXUYOE, IAYEIXHE,
EIAEZohHolE, JFHolE 5) TE ddE dAA (o EAZTZE|ROE, IAZZUEQOE T)
2ol YL xFe = r). w3 Eojn e XTR2HE 7HAE 75 ASE AHRA R BE HHHoR A
3 v BAE ol&ste] M¥E = k. AV A9 o WA YA, ¥3d 2, EE vlele
g x3e 4 Qg

o Zo w2, A7 B¥ $FS =435t AAE A7 PROC, A2MG, CFAH, CHLE, C4BPA, TTHY, APOA4,
KLKB1, HV316, CLUS, PON1, CO2, FETUB, C02 % KAINS] wulzle] Holx o= Agtsi= A, &3l JElo] =,
#7+=, PNA(peptide nucleic acid) ¥ <E}™ (aptamer)® o]Fojzl oA HElgl 1% oS x3d 4
ATt

o Zo w2, A7 B¥ $FS =43t AAE A7) PROC, A2MG, CFAH, CHLE, C4BPA, TTHY, APOA4,
KLKB1, HV316, CLUS, PON1, CO2, FETUB, C02 % KAINS ¢E38lsl= fxAo] Solzxow Aglsl= Zlo|w,
Z2H 9 e A FEUQEER o]Fo ol Aew 1F oS e 4= ).

g el o uE AAded mad, 7] o= s 2AES Eites, ARvblelg s AT A% d58
71E7} Alsdt.

A7) NEE AEE AAE D5 THSAE TFT 5 Ao 0 ABA A ARA ELISA 7129 A%, AA
A, AEGA, $F, HAE FHowE gE 483 Ao, w3 439, Wi $& LFT + v
7] NEel= olglel 71%H vholentAY S4& Folshll sk Aol FAW ol =7, Ak, A% Hof
Age WA, 4% b AEE 44T Qe B4 B, e Fol x99 & A

W gxael ANdEe A Ada. Y, ANd5dE g whel A4
g Az W7 ol @ ANSel el ARHAY BAHE AL T, AN 6|5
Aol A Welel e Ao olsuolo} i,

l:ré

o
EAE TFAT, B WAANA, "EFS ©
A, BF, FHRE, FE EE B A

_‘L::

A 3 , A ES N
of EATE AHSAE AolA, sl w1 olge] BE SASY A, WA, B4, THLA, PE E
JEe xFE AT B4 EE B} AL el vAGA 2t Ao olsHojo} @},



[0061]

[0063]

[0065]
[0066]

[0067]

[0068]
[0069]
[0070]

[0071]

[0072]

ZIHSd 10-2025-0069470

gesl AelHA e @, Aol HEHQ) folg xgA o714 ALHE BE Sole AN} &
s 71 Relold e A4 7k Aol o8] durdow olslu: A% FAF InE AL ek, L
W ow ALgEE ARl golEe] gl A ge SolEe B /%9 B 4 A ovish s 9
ME e Aoz SN selok sul, B M Bua gelsa e @, olHol AL FushA 344

9 oz HAEA e,

EE, AY EAS FEstel AWPel Qol, wW FE BAglel FAW T4 Sht FAF FZVEE ol
shar ole] tig FEHE APe AR k. AAE AEF Jold wAH FA %] e TAA
9l Aol ANele] 8XAE FALS Y 5 dvtw BEHE A 1 AT 49 Y

AAe 1-1: A8 Me D Hrh+

2021 19 8YUFH 99 947X didtdlare] 7 e 3x Wl wEdgn FRYdn SRUSn WA
A FZZE A7 FAEAT. F 259o] TEEeH, o] F 20> COVID-19 =}, 58 A7e gzt
o]Ath. COVID-19 Fwhe niQlF Aol AAIZHRT) THEL A W& (PR)S B3 FAUT. S 43 A
45 ouol] Z2upo]QEAE H83 A Aol AEAT. A3 e A AlF A 4F Fo &
A, Z2ufo]legx ) gskAl, FEE #AH FE T HEIA AdSS AT F AFHJEH, olHd oF
2o nAE Ao 9%E F 5 7] wEeld. RE diEaS QT RT-PCR 2 A3 HALS S SARS-
CoV-2 &4 AL Wdth. AFBATA HH, o5 AL, WAL HA Ay, 2484 A 29, 2o 75 B
AN g2 dolEle FdE T e iyt =313 =ol7] Y& FAEL vx dy=r] 2

|
A dAFAxe edd HE(NIAID-0S; 87 & DE 7]+
Gl: H9 W 94Y 717+ =<k NIAID-0S 4(0¥)E H-A8tw A= COVID-19914 3] &3 sz},
G2: NIAID-0S 4 &= 5(0¥)dA] 7 == 82 olzly 3=},

G3: FS5EA] AZ COVID-198 Z A E o] NIAID-0S 5(0¥)A 42 Astd 3=},

N

G4: Al 7% COVID-192 =7 ¥ o] NIAID-0S 6(0¢)olA 42 W3E 32k, COVID-19 A+ MPS oS
A

o 3}
& 5 9l 27] dF nAS AdsEy] 93 0Y AZe gula s By

T

¥ 1
AT NIAID-0S A
5 ARG 1 AP A] &g, T AT glS-(Not hospitalized, no limitations on
activities)
9 A, &5 A gl /s JPAE kA B2 ¢S (Not hospitalized, no
limitations on activities and/or requiring home oxygen)
3 09, wE Aot Aadd @F - o o4 A5H Ansl AadA

%S (Hospitalized, not requiring supplemental oxygen— no longer
requires ongoing medical care)

4 dd, Bx A7 B85k @5 - AEHAHA A57F 83 (Hospitalized,
nor requiring supplemental oxygen— requiring ongoing medical care)

AU, BFE A2 HQa(Hospitalized, requiring supplemental oxygen)

6 ALY, HHEFH 7] e T A A AFE (Hospitalized, on
non-invasive ventilation or high flow oxygen devices)

7 A, 71AA $7] T ECMO (Hospitalized, on mechanical ventilation or
ECMO)

8 A} (Death)
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[0074]

[0075]

[0077]

[0078]

[0080]

[0081]

[0083]

[0084]

[0086]

[0087]

[0088]

ZIHSdl 10-2025-0069470

s %0—‘.‘ AEE 0(5%), 79, 144, 2890 FA dFHom £YH Es
Mo gy ¥el FHo| wol 2500 rpmez -4° CollA 10%-3F A E-2
g 2377 wholekl &7 -80" Coll Haste] F

AAld 1-3. 947 tlolEle TA ¥4

A4y WMEE SAUEAEY BAE vEa, UFd ¥H5e SAAESE FAEY. U AY dF oF
7ro] zpolE QlE AF2Z-dEx ARS Ao, oF nus A8 BydEy B4gS m‘lﬂﬁ} e =
A AL R WA 4.1.28 FYFJon, ths G- tal p-#kS 2- AT, p-# 7152 0.05 v|vkd w] FA
2 FoA S el

1S gsksty] flal, 84 A& AFRALe] Ao e} High-Select HSA/@Q%E%% A
= gidS AAGG. olF 7 AEelA 16 pgol @A sjdsl= ARE Lee, S.T., et
al., Identification of Nucleolin as a Novel AEG-1-Interacting Protein in Breast Cancer via Interactome
Profiling. Cancers (Basel), 2021. 13(11).¢] AH¥ thZ 2-A(in-gel) tolA2H Fct. YAH EHA &
3} #Aelo]l=+= LC-MS(Korea Basic Science Institute, Ochang, Republic of Korea)® EA=lom NS 2
MS/MS ~FEZ L [ee, S.Y., et al., Serum proteomics of severe fever with thrombocytopenia syndrome
patients. Clin Proteomics, 2022. 19(1): p. 32. % Choi, K.M., et al., Postmortem proteomics to
discover biomarkers for forensic PMI estimation. Int J Legal Med, 2019. 133(3): p. 899-908.|A A==
2 MaxQuant 2ZE o] (ver. 1.5.3.8)&2 23},

AMZ dure]l vl 7= Normalyzer =7-(http://quantitativeproteomics.org/normalyzer;)S AR&3] AF
CAES T He EA LCNS A4S AR 71EH BAE S shudll A dlelEvt e AS, P
3k, 7 EA BARdA BT EXAHA gL AL gXEHA gi'oR
2 p-3tE ExcelMicrosoft)® AAMl o 3late @ Azl 728& Prism(GraphPad) o2 A3
A S H(DEPs)S vt E= Wshrl 2wl o]4o]al p-gke] 0.05 PNkl Ao w Aok, o]
3 DEPs9] A5 z-8 UEYIE STRING ®lolejwlo] ~(https://string-db.org)ES %3l ©-23}aL, Cytoscape
Z W (http://cytoscape.org) O 2 A 233, AR 73} £2& STRING dlo]EjH|o] 2~ ¢} DAVID 75 4 =
(https://david.ncifcrf.gov/tools.jsp) & A&l ok, ASd SH=HEE 9 Choi, K.M., et al.,ol
AgeE g2 F29= AY F5E AT HAE ASH PHR 23HE)o R Fej2HH Y.

Ao 2. COVID-19 A5 A5 35 wEgo gk dheldx 543}

gl g BAle 20w o] COVID-19 3xte} 5He] 7733 oz FtAE ITEY IS AL $Fax ).

COVID-19 352 H?L & o3 a2Fo® BBt FE COVID-19914 3] &3 sa(2E 1), COVID-19 ¢F
3} A (2w 2), TeLdA AToR sHE FA(AF 3), TooAA HAFor 51 WH:L* 4). COVID-
19 3xte} 73t \‘415&%«1 718 EAL 7] % 29, 7k aFe Agad 744 Ay vl 3] 3% 3ol AAY
ATk, AT A = 1o YR, e £48 B F 18179 v S sy FHEglon, o

= = 20 YEhdT.

B4 COVID-19 A+ (n = 20) Pvalue |Z27% Uz

Group 1 (n = |Group 2 (n = |Group 3 (n = |Group 4 (n = T
4) 4) 5) 7) (n=5)
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[0089]

ZIHS3d 10-2025-0069470

ol (3h) 57.5+31.0 59.0£35.0 67.0£21.0 68.0£22.0 0.698 | 45.0%31.0
34 1E (%) 1 (25.0) 3 (75.0) 3 (60.0) 4 (57.1) 0.642 2 (40.0)
BUT (ke/m) 20.5%13.3 25.5+8.6 24.0£5.5 24.1£5.2 0.677 25.9+£8.3
Z2 BEdEE 527 3.5+7 4.5%4 10.0%5 6.0%8 0.071 -
A9 717 (4)
139 o]u] ATB 1 (25.0) 2 (50.0) 3 (60.0) 5 (71.4) 0.542 -
A18-(%)
F ATB ARE 712() |7 54177 24 0+17° 9.0+13" 10.0+7" 0.021 -
YA ERE ARR (%) 0 (0.0) 4 (100.0) 5 (100.0) 7 (100.0) <0.001 -
AG A H = AR (%) 0 (0.0) 3 (75.0) 3 (60.0) 7 (100.0) 0.006 -
9 (%) 2 (50.0) 4 (100.0) 5 (100.0) 7 (100.0) 0.063 -
Ct Zt, RdRp A=A} 20.23+17.5 | 21.55+7.72 | 30.12+6.55 | 25.73+7.22 0.113 -
Charlson E4Fo]3 X 4.7+3.5 2.0£5.0 2.7+2.6 4.0+4.4 0.814 0.5+2.4
_/':
714 A%
a3t 3 (75.0) 2 (50.0) 1 (20.0) 3 (42.9) 0.482 -
ALANS 0 (0.0) 0 (0.0) 0 (0.0) 1 (14.3) >0.999 -
=] Ak} 0 (0.0) 1 (25.0) 0 (0.0) 0 (0.0) 0.400 -
2] vl 1 (25.0) 1 (25.0) 0 (0.0) 0 (0.0) 0.200 -
A= 2 (50.0) 2 (50.0) 1 (20.0) 3 (42.9) 0.807 -
Huu] 0 (0.0) 1 (25.0) 0 (0.0) 0 (0.0) 0.400 -
AR Rl 2 (50.0) 0 (0.0) 0 (0.0) 0 (0.0) 0.063 -
¥ 3
£4 COVID-19 A+ (n = 20) P value 47 gz
Group 1 (n = |Group 2 (n = |Group 3 (n = |Group 4 (n = (n=5)
4) 4) 5) 7)

WBC (10°cells/ul) 5.74+£10.88 | 6.95+4.95 | 4.45+3.30 | 6.30%5.64 0.563 4.60£2.85
ZZ 7 (cells/ul) 3926.96 6002. 80 3524, 40 4794 .30 0.712 2196.40

+8107.89 +4475.68 +3145.90 +7026.50 +2004.60
Y2 (cells/ul) 1195.72 336.50 449 .45 648.90 0.136 1378.80

+2408.66 +360.43 +422.45 +813.90 +1127.7
-l (cells/ul) 559.44 266.50 231.00 435.00 0.397 | 439.20%235.5

+800.26 +485.37 +369.15 +668.50
| EFEw (g/dl) 12.5+1.8 13.14+5.0 14.24+1.6 12.243.0 0.441 12.8+3.1
MCV (fL) 93.9£11.0 | 94.1%5.1 90.7+£3.2 92.1£6.6 0.530 95.0£7.3
MCH (pg) 30.5+2.7 31.7+£2.9 30.24+1.4 31.1+2.8 0.616 31.0+3.1
MCHC (g/dL) 32.5%0.9 33.5%£1.5 33.9£1.0 33.7£1.2 0.092 33.3%£1.4
Haw 2 (107/uL) 154.5+185.0| 165.0+75.0 | 205.0£165.0| 189.0+124.0| 0.604 252.0+122.0
BUN (mg/dL) 47.5%43.0 | 17.5%£10.7 | 18.2413.2 16.6+2.7 0.498 15.5+4.8
A& ol (mg/dL) 3.89+8.31 | 0.6240.26 | 0.65+0.31 | 0.7540.41 0.357 0.69+0.35
= 9 A (g/dl) 6.14+0.8 6.7%£1.6 6.4+1.5 6.6+0.7 0.590 7.4£0.0
&2 (g/dL) 3.54+1.1 3.440.7 3.54+0.5 3.54+0.7 0.470 4.140.4
AST (JU/L) 21.0£58.0 | 38.0415.0 | 45.0£65.0 | 54.0424.0 0.233 24.0£17.0
ALT (1U/L) 18.5+21.0 | 30.0+41.0 | 33.0444.0 | 43.0%+27.0 0.197 26.0420.0
Z W2 £ W (mg/dL) 0.30+0.18 | 0.39+0.29 | 0.55+0.21 | 0.52+0.20 0.071 -
HDL Z#l 2Bl =(mg/dL) | 45.5+30.0 | 44.54+24.0 | 34.0%24.0 | 42.0+16.0 0.795 -
LDL Z# 28 =(mg/dL) | 58.5£71.0 | 101.0£91.0 | 71.0£44.0 | 67.0%£50.0 0.413 -
EgZgAg=(mg/dL) |123.0+£170.0] 146.0+£135.0| 81.0492.0 | 81.04+149.0 0.978 -
ESR (mm/hr) 59.5+45.0 | 42.0£53.0 | 67.0£23.0 | 57.0%47.0 0.678 -
CRP (mg/L) 11.24+58.48 | 46.69+56.72 132.39 18.84+91.81 0.103 -

+135.49

Z 2 ZAEY (ng/ol) 0.32+£0.73 | 0.094£0.09 | 0.16+0.16 | 0.07£0.04 0.068 -
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[0090]

[0091]

[0092]

ZIHSd 10-2025-0069470

LDIT (1U/L) 559.5+100.0°|818.5+441.0°|915.0+305.0°|911.0+247.0"| 0-046 -
b b

A2 € (ng/nL) 101.95 1236.50 603.30 702.10 0.677 -

+326.40 | +£1980.15 | +1233.05 | +520.80
Aol E711 (pg/mL)
TFN- y 3.1148.93 | 0.00+11.13 | 0.00+13.42 | 0.43+10.02 | 0.831 | 0.00%0.00
IL~10 2.55+10.42" |6.60+4.66" |2.19+1.54” [0.85+1.08" 0.011 0.12+0.56
1L-2 0.00£0.00 | 0.00+6.72 | 0.00£4.61 | 0.00+0.33 | 0.620 | 0.00%0.00
1L-6 16.11+18.16] 9.40£64.35 | 2.1045.69 | 6.67+21.06 | 0.107 | 0.00%0.00
TNF- o 8.21411.53 | 1.8442.40 | 3.7241.53 | 5.63+10.39 | 0.062 1.19+3.88
B-SARS-CoV-2 S IgG  |( 40+153.45'0.4040.10" |3.16+13.31° |4.31434.27° | ©0-04 -
(U/ml)
AAldl 3. COVID-19 #Age] 71x A Wl
P A3}7E 2u) o] Atolal p-gko] 0.05 m|Fkel 7|E&E 7Wto 2 215 kg o2 (DEPs)S Al ek, WA A%
g ozt g 1 8 gke] A iM—i— 7. o @ﬂr 3 1A izEsel] wis) 2070 dEel &
7¥etar 97l A3 Z 29709 DEPs7F Selw (st & oleidt Ao AlZbA H3 3o e

Y. STRING HlolEMol 2] 45E WENTE F

Z3HE 4).

F2 0 %Méﬁ} EA R )

#% 4

Uniprot | 99 & Uniprot description -logio log, AESIE 7] B FH

0 p value Fold change

P00746 |CFAD Complement 2.752 4.14 Innate immunity
factor D

P02750 [A2GL Leucine-rich 3.557 3.57 Response to bacterium
alpha-2-glycop
rotein

P02763 [A1AG1 Alpha-1-acid 4.455 3.41 Acute phase,
glycoprotein 1 Transport

AOAOC4D |HV316 Probable 3.533 3.22 Immunity

H30 non—-functional
immunoglobul in
heavy variable
3-16

P00739 |HPTR Haptoglobin-re |2.961 2.52 Acute inflammatory
lated protein response

QINZP8 |[CIRL Complement Clr |1.302 2.44 Innate immunity
subcomponent—1
ike protein

P22792 [CPN2 Carboxypeptida |2.945 2.41 Protein stabilization
se N subunit 2

P43251 |[BTD Biotinidase 1.761 1.99 Hydrolase

P01011 |[AACT Alpha-1-antich [4.189 1.94 Acute phase
ymotrypsin

P04275 [VWF von Willebrand |1.386 1.72 Blood coagulation
factor

P19652 |[A1AG2 Alpha-1-acid 1.623 1.70 Acute phase,
glycoprotein 2 Transport

P00736 |[CIR Complement Clr |4.483 1.67 Complement pathway

subcomponent
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[0093]

[0094]

ZIHSd 10-2025-0069470

Q9Y577 |TRI17 E3 2.412 1.54 Ubl conjugation
ubiquitin—prot pathway
ein ligase
TRIM17
P00738 |HPT Haptoglobin 1.935 1.47 Acute phase, Immunity
P02746 |C1QB Complement Clq |1.809 1.47 Complement pathway
subcomponent
subunit B
P06681 |CO2 Complement C2 |3.336 1.44 Complement pathway
P10909 |[CLUS Clusterin 1.833 1.36 Apoptosis, Complement
pathway
P22352 [GPX3 Glutathione 1.904 1.23 Hydrogen peroxide
peroxidase 3 catabolic process
P01009 [AIAT Alpha-1-antitr |3.127 1.22 Acute phase, Blood
ypsin coagulation
P25311 |ZA2G Zinc-alpha-2-g | 2.197 1.20 Immune response
lycoprotein
Decreased proteins in the mild COVID-19 groups
Uniprot |Protein |Uniprot description —logio log Biological
D / Fold ch function &
p value old change Process
P02751 |[FINC Fibronectin 3.188 -3.62 Heparin—
binding
P27918 |PROP Properdin 2.486 -2.04 Complement
pathway
P04070 [PROC Vitamin K-dependent protein C |1.868 -1.95 Serine
protease
P00748 |[FA12 Coagulation factor XII 3.148 -1.89 Serine
protease
P02766 |TTHY Transthyretin 2.740 -1.70 Thyroid
hormone
095445 | APOM Apolipoprotein M 1.912 -1.61 Lipid
transport
P08603 |CFAH Complement factor H 3.027 -1.24 Complement
pathway,
Host-virus
interactio
n
P02745 |C1QA Complement Clq subcomponent 1.756 -1.21 Complement
subunit A pathway,
Host virus
interactio
n
P01023 | A2MG Alpha—-2-macroglobulin 2.100 -1.04 Serine
protease
inhibitor
A A4 okslEl COVID-19 xle} 353 A} 7heo] ks v &4
TF 2, 3, 49 RE BHES Y AB 29 wavh. 0F 29 B oBkE WW, 1§ 39 49 AAE
e AZon FAHYG. Fo BEE o W AHuYE THsE AP @A v wAse] A Y
gt T&S AT o|F vlolutAE AAskE AolATh. TIw 2(9tEE A e OF A(FTEAA AT
2 3H" 3x) 9 Hae BAolx ER(E 59 Ao vERY ot 3]3EE 1FolA PROC, A2MG, CFHAS &
o] Z7}sk Ao ® yEerwth., whA | CLUS, APOA4, KLKB1, €02, HV316, PON19| ¥Wd 2 3]&Hm 2HFNA Tttt

(% 59 B % 0). 2§ 29 aF 42 ®lwd A3}, 25 40]4 C4BPA, CHLE, TTHYS] %3] Z7}slar FETUB,
C02, KAIN®] glo] ghagh o ASAT(E 69 A A O). 53] CO2(EA C2)= F 35 15 EFolA

A=A
s 1

de £ES otk wA Az G¥3} FF OVID-19 Astst BA® wA 2ol o AT
W, e Jlx (02 FAE RIS B4 dvsh Aud £ QA
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[0096]
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71 AAld 49 T vlaol A 14719 DEPs(3] & 1EolA 67/ F7F, 87l TA)E TS 7] & bl &
oFgitt. STRING dlo]Ejdjo]~& olejgt @il dg wjsgsle] FETUBE #1913 FH9As 435 #AAE RAFATHE
791 A). °olE THE AETH AZ EE HAH 9 BAE AARSL. 53] o] DEPsel tidt 715H FAL BA
A5t w2l 243 AnAS YeEHUH(E 79 B). DAVID 7% F4 =72 AL&E 371 BEAO MR HR=3 4
ZI7F vEby BA AR 9 ddd W, g Sael @2 AW VT XEH At #EEHATH(E 79
O). Mo, KEGG A2 B4 WA D S A W BHA HUE P FAT F AATHCE 79
D).
5

8 E 2§ e B
Unipr | 943 Uniprot description -logi log ANESF 75 & FF |} 2

=
ot ID p value Fold change =
P0407 |PROC Vitamin K-dependent|3.242 1.52 Serine protease G2 vs.
0 protein C G3
P0102 | A2MG Alpha-2-macroglobulin 1.834 1.12 Serine protease|G2 vs.
3 inhibitor G3
P0860 | CFAH Complement factor H 1.705 1.11 Complement pathway G2 vs.
3 G3
P0627 |CHLE Cholinesterase 1.359 1.51 Serine esterase G2 vs.
6 G4
P0400 | C4BPA C4b-binding protein alpha |1.788 1.09 Complement pathway G2 vs.
3 G4
P0276 | TTHY Transthyretin 1.308 1.04 Transport G2 vs.
6 G4
B8 aFNH Fiv BYd
Unipr |Protein |Uniprot description -logi log AESHE 7] H HH %Z} a
ot ID p value Fold change B
P0672 | APOA4 Apolipoprotein A-IV 1.636 -3.40 Lipid transport G2 vs.
7 G3
P0395 |KLKB1 Plasma kallikrein 1.534 -2.36 Fibrinolysis G2 vs.
2 G3
AOAOC |HV316 Probable non-functional|1.439 -1.92 Immunity G2 vs.
4DH30 immunoglobul in heavy G3

variable 3-16
P1090 |CLUS Clusterin 3.098 -1.67 Complement pathway G2 vs.
9 G3
P2716 |PON1 Serum 1.301 -1.33 Hydrolase G2 vs.
9 paraoxonase/arylesterase G3
1

P0668 | CO2 Complement C2 1.329 -1.22 Complement pathway G2 vs.
1 G3
Q9UGM |FETUB Fetuin-B 3.104 -2.54 Fertilization G2 vs.
5 G4
P0668 | CO2 Complement C2 1.680 -1.33 Complement pathway G2 vs.
1 G4
P2962 |KAIN Kallistatin 1.619 -1.22 Serine protease|GZ2 vs.
2 inhibitor G4
ot ol AAEO] NS FAW wuel ols) AuHoLt, Y sl Fgel A4S A4 Aehy
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GO-term Description Count in network Strength FDR
GO:0006957 Complement activation, alternative pathway 3 0of 16 2,11 0.0013
GO:0006958 Complement activation, classical pathway 7 of 40 2.08 1.28E-09
GO:0006956 Complement activation 10 of 60 2.05 4.82E-14
GO:0006953 Acute-phase response 7 of 42 2.05 1.46E-09
G0:0002526 Acute inflammatory response 9 of 80 1.88 2.48E-11
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D.

KEGG pathway

GO-term D Count in network Strength FDR
G0:0045916 Negati I of 20f 14 23 0.0417
GO: 44 of 3of 22 2.28 0.0023
GO C classical pathway 4 of 40 215 0.00017
GO: C 5 of 60 207 1.02E-05
G0:0045087 Innate immune response 6 of 754 1.05 0.0078
GO Term p value Number of proteins Protein list
Complement pathway 3.10E-04 3 CLUS, CO2, C4BPA
Innate immunity 3.50E-03 4 CLUS, CO2, C4BPA, CFAH
Immunity 4.00E-03 5 CLUS, CO2, C4BPA, CFAH, HV316
Hemostasis 3.80E-02 2 KLKB1, PROC
Blood coagulation 3.80E-02 2 KLKB1, PROC
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