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2. D Claim Nos.:
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an extent that no meaningful international search can be carried out, specifically:

3. D Claim Nos.:

because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 6.4(a).
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restricted to the invention first mentioned in the claims; it is covered by claims Nos.: 1-3, 5 and 19 with respect to
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BOX II. OBSERVATIONS WHERE UNITY OF INVENTION IS LACKING
The inventions listed as Groups I-XXXXIII do not relate to a single general inventive concept under PCT Rule 13.1 because, under PCT
Rule 13.2, they lack the same or corresponding special technical features for the following reasons:

To reiterate, a search of claim 1 revealed prior art that undermines the special technical feature of the invention, the polypeptide
sequence of a fungal Botl protein. The EMBL entry (AL022305), enclosed within, identifies a sequence with 100% homology to SEQ
ID No.2 of the instant application. Since claim 1 cannot overcome the prior art, unity of invention is broken in the absence of a linking
special technical feature. In addition, the Markush group of SEQ ID No. 2, 4 and 6 do not possess a common chemical structure over a
large portion of their structures, as indicated in Figure 1 of the instant application, thus they are not in proper Markush format. Asa
result, each polypeptide sequence will be considered as an independent invention. Furthermore, methods of using and methods of
producing the polypeptide will be considered independent inventions in the absence of a linking special technical feature. On this basis,
the inventive as set forth above correspond to different inventions for the following reasons:

The special technical feature of Group I is the isolated Bot1 polypeptide derived from S. pombe, identified by SEQ ID No.2,
corresponding fragments and fusion polypeptides comprised of portions of that sequence, and cellular extracts comprised of said
polypeptides and fragments.

The special technical feature of Group II is the polypeptide of SEQ ID No.4, representing an isolated Botl polypeptide derived from S.
cerevisiae. This feature defines an advance over Group 1 in that the Botl polypeptide defined by SEQ ID No.4 is derived from a
different organism and has a significantly different sequence from that of SEQ ID No.2. Because applicant is claiming the sequence
based on sequence similarity alone, it is unclear that these two polypeptides are functionally related.

The special technical feature of Group III is the polypeptide of SEQ ID No.6, representing an isolated Botl polypeptide derived from C.
albicans. This feature defines an advance over Group I in that the Botl polypeptide defined by SEQ ID No.6 is derived from a different
organism and has a significantly different sequence from that of SEQ ID No.2. Because applicant is claiming the sequence based on
sequence similarity alone, it is unclear that these two polypeptides are functionally related.

The special technical feature of Group IV is an artificial substrate. This feature defines an advance over Group I in that it mobilizes the
polypeptide for use in analytical studies, such as the detection of molecular binding partners.

The special technical feature of Group V is an artificial substrate. This feature defines an advance over Group I in that it mobilizes the
polypeptide for use in analytical studies, such as the detection of molecular binding partners.

The special technical feature of Group VI is an artificial substrate. This feature defines an advance over Group Lin that it mobilizes the
polypeptide for use in analytical studies, such as the detection of molecular binding partners.

The special technical feature of Group VII is the protein complex which comprises Teal and the polypeptide defined by SEQ ID No.2.
This feature defines an advance over Group I in that it contains another polypeptide, which could affect some function of the polypeptide
defined by SEQ ID No.2 as it exists in isolation, or as it exists in a complex with another polypeptide.

The special technical feature of Group VIII is the protein complex which comprises Orb6 and the polypeptide defined by SEQ ID No.2.
This feature defines an advance over Group I in that it contains another polypeptide, which could affect some function of the polypeptide
defined by SEQ ID No.2 as it exists in isolation, or as it exists in a complex with another polypeptide.

The special technical feature of Group IX is the protein complex which comprises both Teal, Orb6 and the polypeptide defined by SEQ
ID No.2. This feature defines and advance over Group [ in that it contains at least two other polypeptides, which could affect some
function of the polypeptide defined by SEQ ID No.2 as it exists in isolation or in complex with only one of the mentioned polypeptides.

The special technical feature of Group X is the protein complex which comprises a polypeptide, other than Teal or Orb6, and the
polypeptide defined by SEQ ID No.2. This feature defines and advance over Group I in that it contains an unknown polypeptide, which
could affect some fungtion of the polypeptide defined by SEQ ID No.2 as it exists in isolation or in complex with only one of the
mentioned polypeptides.

1
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The special technical fgéture of Group XI is the protein complex which comprises Teal and the polypeptide defined by SEQ ID No.4.
This feature defines an advance over Group I in that it contains another polypeptide, which could affect some function of the polypeptide
defined by SEQ ID No.4 as it exists in isolation, or as it exists in a complex with another polypeptide.

The special technical f;eature of Group XII is the protein complex which comprises Orb6 and the polypeptide defined by SEQ ID No.4.
This feature defines an advance over Group I in that it contains another polypeptide, which could affect some function of the polypeptide
defined by SEQ ID Na.4 as it exists in isolation, or as it exists in a complex with another polypeptide.

The special technical feature of Group X1 is the protein complex which comprises both Teal, Orb6 and the polypeptide defined by SEQ
ID No.4. This feature defines and advance over Group I in that it contains at least two other polypeptides, which could affect some
function of the polypeptide defined by SEQ ID No.4 as it exists in isolation or in complex with only one of the mentioned polypeptides.

The special technical feature of Group XIV is the protein complex which comprises a polypeptide, other than Teal or Orb6, and the
polypeptide defined by SEQ ID No.4. This feature defines and advance over Group I in that it contains an unknown polypeptide, which
could affect some function of the polypeptide defined by SEQ ID No.4 as it exists in isolation or in complex with only one of the
mentioned polypeptides.

The special technical feature of Group XV is the protein complex which comprises Teal and the polypeptide defined by SEQ ID No.6.
This feature defines an advance over Group I in that it contains another polypeptide, which could affect some function of the polypeptide
defined by SEQ ID No.6 as it exists in isolation, or as it exists in a complex with another polypeptide.

The special technical feature of Group X VI is the protein complex which comprises Orb6 and the polypeptide defined by SEQ ID No.6.
This feature defines an advance over Group I in that it contains another polypeptide, which could affect some function of the polypeptide
defined by SEQ ID No.6 as it exists in isolation, or as it exists in a complex with another polypeptide.

The special technical feature of Group XVII is the protein complex which comprises both Teal, Orb6 and the polypeptide defined by
SEQ ID No.6. This feature defines and advance over Group I in that it contains at least two other polypeptides, which could affect some
function of the polypeptide defined by SEQ ID No.6 as it exists in isolation or in complex with only one of the mentioned polypeptides.

The special technical feature of Group XVIII is the protein complex which comprises a polypeptide, other than Teal or Orb6, and the
polypeptide defined by SEQ ID No.6. This feature defines and advance over Group I in that it contains an unknown polypeptide, which
could affect some function of the polypeptide defined by SEQ ID No.6 as it exists in isolation or in complex with only one of the
mentioned polypeptides.

The special technical feature of Group XIX is a molecule (which could be something other than a polypeptide) that binds to the
polypeptide defined by SEQ ID. No.2. This feature defines an advance over Group I in that the molecule comprises at least another
molecule which could affect the activity of the polypeptide defined by SEQ ID. No.2 with respect to how it functions in isolation.

The special technical feature of Group XX is a molecule (which could be something other than a polypeptide) that binds to the
polypeptide defined by SEQ ID. No.4. This feature defines an advance over Group I in that the molecule comprises at least another
molecule which could affect the activity of the polypeptide defined by SEQ ID. No.4 with respect to how it functions in isolation.

The special technical feature of Group XXI is a molecule (which could be something other than a polypeptide) that binds to the
polypeptide defined by SEQ ID. No.6. This feature defines an advance over Group [ in that the molecule comprises at least another
molecule which could affect the activity of the polypeptide defined by SEQ ID. No.6 with respect to how it functions in isolation.

The special technical feature of Group XXII is the isolated BOTI polynucleotide derived from S. pombe, identified by SEQ ID No.1,
corresponding fragments and chimeric polynucleotides comprised of portions of that sequence, and host cells transfected with the
polynucleotide. This feature defines an advance over Group I in that a polynucleotide is a distinct molecule with a different structure and
function from the polypeptide claimed in Group L.

The special technical feature of Group XXIII is the polynucleotide of SEQ ID No.3, representing an isolated BOT! polynucleotide
derived from S. cerevisiae. This feature defines an advance over Group I in that a polynucleotide is a distinct molecule with a different
structure and function from the polypeptide claimed in Group I.

The special technical feature of Group XXIV is the polypeptide of SEQ ID No.5, representing an isolated BOTI polynucleotide derived
from C. albicans. This feature defines an advance over Group I in that a polynucleotide is a distinct molecule with a different structure
and function from the polypeptide claimed in Group 1.

The special technical feature of Group XXV is an artificial substrate. This feature defines an advance over Group [ in that it mobilizes a
polynucleotide for use in analytical studies, such as the detection of molecular binding partners, or the detection of potential orthologue
based on nucleic acid hybridization.
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The special technical feature of Group XXVI is an artificial substrate. This feature defines an advance over Group I in that it mobilizes a

polynucleotide for usefip analytical studies, such as the detection of molecular binding partners, or the detection of potential orthologue
based on nucleic acid hybridization.

The special technical feature of Group XXVII is an artificial substrate. This feature defines an advance over Group I in that it mobilizes

a polynucleotide for use in analytical studies, such as the detection of molecular binding partners, or the detection of potential orthologue
based on nucleic acid hybridization.

The special technical feature of Group XXVIII is an S. pombe cell with a mutated BOTI locus. This feature defines an advance over
Group 1 because the Bot1 polypeptide produced by the cell would not be the same polypeptide as claimed in Group I, owing to mutation
of the locus.

The special technical feature of Group XXIX is an S. cerevisiae cell with a mutated BOTI locus. This feature defines an advance over
Group I because the Bot1 polypeptide produced by the cell would not be the same polypeptide as claimed in Group I, owing to mutation
of the locus.

The special technical feature of Group XXX is a C. albicans cell with a mutated BOTI locus. This feature defines an advance over
Group I because the Bot1 polypeptide produced by the cell would not be the same polypeptide as claimed in Group I, owing to mutation
of the locus.

The special technical feature of Group XXXI is a method for producing a Botl polypeptide derived from S. pombe. This feature defines
an advance over the art because it is a method of producing the polypeptide claimed in Group I. Becuase prior art was found on the
isolated polypeptide claimed in Group I, applicant is not entitled to the first method of making the invention due to a lack of unity of the
special technical feature.

The special technical feature of Group XXXII is a method for producing a Bot1 polypeptide derived from S. cerevisiae. This feature
defines an advance over the art because it is a method of producing a polypeptide that is substantially different in sequence from the
isolated polypeptide claimed in Group L.

The special technical feature of Group XXXIII is a method for producing a Botl polypeptide derived from C. albicans. This feature
defines an advance over the art because it is a method of producing a polypeptide that is substantially different in sequence from the
isolated polypeptide claimed in Group L. ~1

The special technical feature of Group XXXIV is a process for identification of specific binding to Botl polypeptide derived from S.
pombe. This feature defines an advance over Group I because it is a use of the invention claimed in Group I. Since prior art was found
on the isolated polypeptide claimed in Group I, applicant is not entitled to the first method of using the invention because of a lack of
unity in the special technical feature.

The special technical feature of Group XXXV is a process for identification of specific binding to Botl polypeptide derived from S.
cerevisiae. This feature defines an advance over the art because it is a method of using a polypeptide that is substantially different in
sequence from the isolated polypeptide claimed in Group L

The special technical feature of Group XXXVI is a process for identification of specific binding to Botl polypeptide derived from C.
albicans. This feature defines an advance over the art because it is a method of using a polypeptide that is substantially different in
sequence from the isolated polypeptide claimed in Group L.

The special technical feature of Group XXXVII is a process for hybridization to BOT! nucleic acids derived from S. pombe. This
feature defines an advance over Group I in that it uses a molecule that is substantially different in structure and function with respect to
the molecule claimed in Group 1.

The special technical feature of Group XXXVIII is a process for hybridization to BOTI nucleic acids derived from S. cerevisiae. This
feature defines an advance over Group I in that it uses a molecule that is substantially different in structure and function with respect to
the molecule claimed in Group L

The special technical feature of Group XXXIX is a process for hybridization to BOTI nucleic acids derived from C. albicans. This
feature defines an advance over Group I in that it uses a molecule that is substantially different in structure and function with respect to
the molecule claimed in Group L.

The special technical feature of Group XXXX is a process for screening for and identifying an antifungal agent in S. pombe. This
feature defines an advance over Group I in that it is a method of use of the polypeptide as claimed in Group I. Since prior art was found
on the isolated polypeptide claimed in Group I, applicant is not entitled to a method of using the invention due to a lack of unity in the
special technical feature.
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The special technical feature of Group XXXXI is a process for screening for and identifying an antifungal agent in S. cerevisiae. This
feature defines an advance over Group I in that it is a method of use of a polypeptide that is substantially different in sequence from the
isolated polypeptide claimed in Group L.

The special technical feature of Group XXXXII is a process for screening for and identifying an antifungal agent in C. albicans. This

feature defines an advance over Group I in that it is 2 method of use of a polypeptide that is substantially different in sequence from the
isolated polypeptide claimed in Group I.

1
The special technical feature of Group XXXXIII is an atifungal agent. This feature defines an advance over Group I inthatitisa
molecule that is substdntially different in function from that of the polypeptide claimed in Group I.

Continuation of B. FIELDS SEARCHED Item 3:
SEQUENCE SEARCH, MEDLINE, WEST
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