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Description

Field of the Invention

[0001] The present invention relates to a method for the production of heavy chain-only antibodies in transgenic rats.

Background to the Invention

[0002] Monoclonal antibodies or variants thereof will represent a high proportion of new medicines launched in the
21st century. Monoclonal antibody therapy is already accepted as a preferred route for the treatment for rheumatoid
arthritis and Crohn’s disease and there is impressive progress in the treatment of cancer. Antibody-based products are
also in development for the treatment of cardiovascular and infectious diseases. Most marketed monoclonal antibody
products recognise and bind a single, well-defined epitope on the target ligand (eg TNFa). Manufacture of human
monoclonal antibodies for therapy remains dependent on mammalian cell culture. The assembly of a complex consisting
of two heavy chains and two light chains (the H,L, complex) and subsequent post-translational glycosylation processes
preclude the use of bacterial systems. Production costs and capital costs for antibody manufacture by mammalian cell
culture are high and threaten to limit the potential of antibody based therapies in the absence of acceptable alternatives.
A variety of transgenic organisms are capable of expressing fully functional antibodies. These include plants, insects,
chickens, goats and cattle but none as yet has been used to manufacture marketed therapeutic products.

[0003] Functional antibody fragments can be manufactured in E. coli but the product generally has low serum stability
unless pegylated during the manufacturing process.

[0004] Bispecific antibody complexes are engineered Ig-based molecules capable of binding two different epitopes
on the either the same or different antigens. Bispecific binding proteins incorporating antibodies alone or in combination
with other binding agents show promise for treatment modalities where captured human immune functions elicit a
therapeutic effect, for example the elimination of pathogens (Van Spriel et al., (1999) J. Infect. Diseases, 179, 661-669;
Tacken etal., (2004) J. Immunol., 172, 4934-4940; US 5,487,890), the treatment of cancer (Glennie and van der Winkel,
(2003) Drug Discovery Today, 8, 503-5100); and immunotherapy (Van Spriel etal., (2000) Immunol. Today, 21, 391-397;
Segal et al., (2001) J. Immunol. Methods, 248, 1-6; Lyden et al., (2001) Nat. Med., 7, 1194-1201).

[0005] Manufacturing issues are compounded where a bi-specific antibody product is based on two or more H,L,
complexes. For example, co-expression of two or more sets of heavy and light chain genes can result in the formation
of up to 10 different combinations, only one of which is the desired heterodimer (Suresh et al., (1986) Methods Enzymol.,
121,210-228).

[0006] To address this issue, a number of strategies have been developed for the production in mammalian cells of
full length bispecific IgG formats (BslgG) which retain heavy chain effector function. BslgGs require engineered "knob
and hole" heavy chains to prevent heterodimer formation and utilise identical L-chains to avoid L-chain mispairing (Carter,
(2001) J. Immunol. Methods, 248, 7-15). Alternative chemical cross-linking strategies have also been described for the
production of complexes from antibody fragments each recognising different antigens (Ferguson et al., (1995) Arthritis
and Rheumatism, 38, 190-200) or the cross-linking of other binding proteins, for example collectins, to antibody fragments
(Tacken et al., (2004) J. Immunol., 172, 4934-4940).

[0007] The development of diabodies or mini antibodies (BsAb) generally lacking heavy chain effector functions also
overcomes heterodimer redundancy. These comprise minimal single chain antibodies incorporating VH and VL binding
sites (scFv) which subsequently fold and dimerise to form a divalent bispecific antibody monovalent to each of their
target antigens (Holliger et al., (1993) PNAS, 90, 6444-6448; Muller et al., (1998) FEBS Lett., 422, 259-264). In one
instance, CH1 and L-constant domains have been used as heterodimerisation domains for bi-specific mini-antibody
formation (Muller et al., (1998) FEBS Lett., 259-264). A variety of recombinant methods based on E. coli expression
systems have been developed for the production of BsAbs (Hudson, (1999) Curr. Opin. Immunol., 11, 548-557), though
it would appear that the cost and scale of production of clinical grade multivalent antibody material remains the primary
impediment to clinical development (Segal et al., (2001) J. Inmunol. Methods, 248, 1-6).

[0008] Recently, the BsAb concept has been extended to encompass Di-diabodies, tetravalent bispecific antibodies
where the V and V| domains on each H and L chain have been replaced by engineered pairs of scFv binding domains.
Such constructs, whilst complex to engineer, can be assembled in mammalian cells in culture in the absence of hetero-
dimer redundancy (Lu et al., (2003) J. Immunol. Methods, 279, 219-232).

[0009] The structure of immunoglobulins is well known in the art. Most natural immunoglobulins comprise two heavy
chains and two light chains. The heavy chains are joined to each other via disulphide bonds between hinge domains
located approximately half way along each heavy chain. A light chain is associated with each heavy chain on the N-
terminal side of the hinge domain. Each light chain is normally bound to its respective heavy chain by a disulphide bond
close to the hinge domain.

[0010] When an Ig molecule is correctly folded, each chain folds into a number of distinct globular domains joined by
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a more linear polypeptide sequence. For example, the light chain folds into a variable (V| ) and a constant (C, ) domain.
Heavy chains have a single variable domain V,, adjacent the variable domain of the light chain, a first constant domain,
a hinge domain and two or three further constant domains. Interaction of the heavy (V) and light (V| ) chain variable
domains results in the formation of an antigen binding region (Fv). Generally, both V; and V| are required for antigen
binding, although heavy chain dimers and amino-terminal fragments have been shown to retain activity in the absence
of light chain (Jaton et al., (1968) Biochemistry, 7, 4185-4195).

[0011] With the advent of new molecular bioclogy techniques, the presence of heavy chain-only antibody (devoid of
light chain) was identified in B-cell proliferative disorders in man (Heavy Chain Disease) and in murine model systems.
Analysis of heavy chain disease at the molecular level showed that mutations and deletions at the level of the genome
could result in inappropriate expression of the heavy chain Cy1 domain, giving rise to the expression of heavy chain-
only antibody lacking the ability to bind light chain (see Hendershot et al., (1987) J. Cell Biol., 104, 761-767; Brandt et
al., (1984) Mol. Cell. Biol., 4, 1270-1277).

[0012] Separate studies on isolated human V| domains derived from phage libraries demonstrated antigen-specific
binding of V,; domains but these V,; domains proved to be of low solubility. Furthermore, it was suggested that the
selection of human V domains with specific binding characteristics displayed on phage arrays could form the building
blocks for engineered antibodies (Ward et al., (1989) Nature, 341, 544-546).

[0013] Studies using other vertebrate species have shown that camelids, as a result of natural gene mutations, produce
functional IgG2 and IgG3 heavy chain-only dimers which are unable to bind light chain due to the absence of the C1
light chain-binding region (Hamers-Casterman et al., (1993) Nature, 363, 446-448) and that species such as shark
produce a heavy chain-only-like binding protein family, probably related to the mammalian T-cell receptor or immu-
noglobulin light chain (Stanfield et al., (2004) Science, 305, 1770-1773).

[0014] A characterising feature of the camelid heavy chain-only antibody is the camelid Vi domain, which provides
improved solubility relative to the human V|, domain. Human V may be engineered for improved solubility characteristics
(see Davies and Riechmann, (1996) Protein Eng., 9 (6), 531-537; Lutz and Muyldermans, (1999) J. Immuno. Methods,
231, 25-38) or solubility maybe be acquired by natural selection in vivo (see Tanha et al., (2001) J. Biol. Chem., 276,
24774-24780). However, where V| binding domains have been derived from phage libraries, intrinsic affinities for antigen
remain in the low micromolar to high nanomolar range, in spite of the application of affinity improvement strategies
involving, for example, affinity hot spot randomisation (Yau et al., (2005) J. Immunol. Methods, 297, 213-224).

[0015] Camelid V|, antibodies are also characterised by a modified CDR3 loop. This CDR3 loop is, on average, longer
than those found in non-camelid antibodies and is a feature considered to be a major influence on overall antigen affinity
and specificity, which compensates for the absence of a V| domain in the camelid heavy chain-only antibody species
(Desmyter et al., (1996) Nat. Struct. Biol., 3, 803-811, Riechmann and Muyldermans, (1999) J. Immunol. Methods, 23,
25-28).

[0016] Recent structural studies on camelid antibody suggests that antibody diversity is largely driven by in vivo
maturation processes with dependency on V(D)J recombination events and somatic mutation, (De Genst et al,. (2005)
J. Biol. Chem., 280 (14), 14114-14121).

[0017] Recently, methods for the production of heavy-chain-only antibodies in transgenic mammals have been devel-
oped (see W0O02/085945 and W002/085944). Functional heavy chain-only antibody of potentially any class (IgM, 1gG,
IgD, IgA or IgE) and derived from any mammal (including man) can be produced from transgenic mammals (preferably
mice) as a result of antigen challenge.

[0018] The normal immunoglobulin heavy chain locus comprises a plurality of V gene segments, a number of D gene
segments and a number of J gene segments. Each V gene segment encodes from the N terminal almost to the C terminal
of a V domain. The C terminal end of each V domain is encoded by a D gene segment and a J gene segment. VDJ
rearrangement in B-cells followed by affinity maturation provides V, binding domains which then, with V| bindingdomains,
form an antigen recognition or binding site.

[0019] Interaction of the heavy and light chains is facilitated by the C1 region of the heavy chain and the « or A region
of the light chain.

[0020] Forthe productionof heavy chain-only antibody, the heavy chain locus in the germline comprises gene segments
encoding some or all of the possible constant regions. During maturation, a re-arranged Vy binding domain is spliced
onto the C2 constant region-encoding segment, to provide a re-arranged gene encoding a heavy chain which lacks a
Cy1 domain and is therefore unable to associate with an immunoglobulin light chain.

[0021] Heavy chain-only monoclonal antibodies can be recovered from B-cells of the spleen by standard cloning
technology or recovered from B-cell mMRNA by phage display technology (Ward et al., (1989) Nature, 341, 544-546).
Heavy chain-only antibodies derived from camelids or transgenic animals are of high affinity. Sequence analysis of
normal H,L, tetramers demonstrates that diversity results primarily from a combination of VDJ rearrangement and
somatic hypermutation (Xu and Davies, (2000) Immunity, 13, 37-45). Sequence analysis of expressed heavy chain-only
mRNA, whether produced in camelids or transgenic animals, supports this observation (De Genst et al., (2005) J. Biol.
Chem., 280, 14114-14121).
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[0022] An important and common feature of natural camelid and human V, regions is that each region binds as a
monomer with no dependency on dimerisation with a V| region for optimal solubility and binding affinity. These features
have previously been recognised as particularly suited to the production of blocking agents and tissue penetration agents.
[0023] Homo- or hetero-dimers can also be generated by enzymatic cleavage of heavy chain-only antibodies or by
synthetic routes (Jaton et al., (1968) Biochemistry, 7, 4185-4195 and US2003/0058074 A1). However the benefits of a
monomeric antibody binding domain have yet to be used to advantage in design of multimeric proteins as reagents,
therapeutics and diagnostics.

[0024] Human V, or camelid V produced by phage display technology lacks the advantage of improved character-
istics as a result of somatic mutations and the additional diversity provided by D and J region recombination in the CDR3
region of the normal antibody binding site (Xu and Davies, (2000) Immunity, 13, 37-45). Camelid Vyy, whilst showing
benefits in solubility relative to human Vy, is antigenic in man and must be generated by immunisation of camelids or
by phage display technology.

[0025] The incorporation of V|, binding domains has clear advantage over the use of scFvs which must be engineered
from Vi and V| domains with the associated potential of loss of specificity and avidity. Vi binding domains derived from
related gene families such as T-cell receptors or the shark immunogloblin family also provide alternatives to scFv for
the generation of bi- or multi-specific binding molecules. Other naturally occurring binding proteins and domains thereof
including, for example, soluble receptor fragments may also be used.

[0026] Antibody classes differ in their physiological function. For example, IgG plays a dominant role in a mature
immune response. IgM is involved in complement fixing and agglutination. IgA is the major class of Ig in secretions -
tears, saliva, colostrum, mucus - and thus plays a role in local immunity. The inclusion of class-specific heavy chain
constant regions when engineering multivalent binding complexes provides the therapeutic benefits of effector function
in vivo dependent on the functionality required. Engineering of individual effector regions can also result in the addition
or deletion of functionality (Van Dijk and van der Winkel, Curr. Opin. Chem. Biol., (2001) Aug 5 (4), 368-374). It seems
likely that the optimal production and selection of heavy chain-only antibodies comprising high affinity V|, binding domains
(whether of human or camelid or other origin) will benefit from alternative approaches to those dependent on selection
from randomised phage libraries which do not facilitate in vivo recombination and affinity maturation.

[0027] Thus, the inclusion of IgA constant region functionality would provide improved mucosal function against path-
ogens (Leheretal., (1999) Exp. Eye. Res., 69, 75-84), whilst the presence of IgG1 constant region functionality provides
enhanced serum stability in vivo. The presence of heavy chain C,2 and C.;3 constant domains provides the basis for
stable dimerisation as seen in natural antibodies, and provides recognition sites for post-translational glycosylation. The
presence of Cy2 and C3 also allows for secondary antibody recognition when bispecific and multivalent complexes
are used as reagents and diagnostics.

[0028] Isolated, pre-rearranged camelid heavy chain-only variable region sequences have previously been cloned in
front of a hinge region and human IgG1 effector domain, inserted into vectors and expressed in COS cells to generate
antibody. The antibodies expressed in this in vitro environment have already undergone the processes of class (isotype)
switching and affinity maturation (hypermutation) in vivo in the camel and can bind to antigen (Riechmann and Muylder-
mans, (1999) J. Immunol. Methods, 231, 25-38).

[0029] WO 2004/049794 describes single chain antibodies, a transgenic mouse and single chain antibodies produced
by such a transgenic mouse.

[0030] There remains a need in the art to generate a functional repertoire of class specific human heavy chain-only
antibodies and functional V|, heavy chain-only binding domains which retain maximum antigen-binding potential for use
in diverse clinical, industrial and research applications.

Brief Summary of the Invention

[0031] The present invention provides a method for the production of a Vi heavy chain-only antibody comprising:
H
(a) immunising a transgenic rat expressing a heterologous V,, heavy chain locus with an antigen, wherein:

(i) the Vi heavy chain locus comprises a variable region comprising at least one naturally-occurring V gene
segment, at least one D gene segment, at least one J gene segment and at least one heavy chain constant
region, and wherein the V, D and J gene segments are derived from a human;

(i) each constant region does not encode a Cy1 domain;

(iii) a V| gene segment, a D gene segment and a J gene segment are capable of recombining to form a VDJ
coding sequence;

(iv) the recombined Vi heavy chain locus, when expressed, is capable of forming a soluble, heavy chain-only
antibody comprising a soluble, antigen-specific V binding domain and a constant effector region devoid of a
Cnh1 domain;



10

15

20

25

30

35

45

50

55

EP 2 311 874 B1

(b) isolating a nucleic acid sequence encoding the V|, heavy chain-only antibody from antibody producing cells; and
(c) producing the V| heavy chain-only antibody using recombinant DNA techniques.

[0032] In certain embodiments, the method of the invention further comprises cloning a Vi locus encoding the Vi
binding domain of the V| heavy chain-only antibody and expressing the V|, binding domain in a bacterial, yeast, mam-
malian or alternative expression system.

[0033] Preferably, said transgenic rat has been engineered to have a reduced capacity to produce antibodies which
include light chains.

[0034] Preferably, immunoglobulin heavy chain loci endogenous to the rat are deleted or silenced. Preferably, the V4
heavy chain locus comprises more than one V gene segment, more than one D gene segment and more than one J
gene segment.

Preferably, the V gene segment has been selected to show improved solubility characteristics.

[0035] The heavy chain constant region of the heavy chain locus may comprise a Co.q and/or a Cay, a Cg, a C3, a Cy
and/or a Cp. heavy chain constant region gene. Furthermore, the heavy chain constant region of the heavy chain locus
may comprise more than one of the following heavy chain constant regions: Ca.q, Cay, Cg, C3, Cy Cp.

[0036] The V, heavy chain locus comprises a variable region comprising at least one human V gene segment, at least
one human D segment and at least one human J segment wherein a V gene, a D gene and a J gene segment are
capable of recombining to form a VDJ coding sequence. The heavy chain locus preferably comprises twenty or more D
gene segments and/or five or more J gene segments. The CDR3 loop is derived using human D and J gene segments.
[0037] The Vy heavy chain locus may also comprise a recombination sequence (rss) capable of recombining a J gene
segment directly with a heavy chain constant region gene.

[0038] The heavy chain constant region of the heterologous heavy chain locus is of human origin or vertebrate origin
e.g. of camelid origin. Alternatively the constant region may not be of immunoglobulin heavy chain origin.

[0039] The method of the invention results in essentially normal B-cell maturation. The V|, binding domain may lack
an extended camelid-like CDR3 loop.

[0040] The invention also provides a method of production and selection of heavy chain-only antibodies comprising
the steps of:

(a) injecting an antigen into the transgenic mammal as described herein;
b) isolating a cell or tissue expressing an antigen-specific, heavy chain-only antibody of interest; and
¢) producing a hybridoma from the cell or tissue of step (b) and

d) optionally cloning the heavy chain-only antibody mRNA from said hybridoma for subsequent production in a
heterologous expression system such as a mammalian, plant, insect, microbial, fungal or alternative system.

[0041] V binding domains may then be produced by identifying and isolating an antigen-specific Vi domain from the
cloned mRNA of step c).
[0042] V4 binding domains may also be produced by:

(a) injecting an antigen into the transgenic mammal described herein;

b) isolating a cell or tissue expressing an antigen-specific, heavy chain-only antibody of interest;

c) cloning the Vi locus from mRNA derived from the isolated cell or tissue;

d) displaying the encoded protein using a phage or similar library;

e) identifying antigen-specific Vi domain(s); and

f) expressing the V| domain(s) alone or as a fusion protein in bacterial, yeast or alternative expression systems.
DETAILED DESCRIPTION OF THE INVENTION
[0043] The present inventors have overcome the limitations of the prior art and shown that transgenic animals, in

particular mice, can be generated using "micro loci" to produce class-specific, heavy chain-only antibodies, or a mixture
of different classes of heavy chain-only antibodies which are secreted by plasma or B cells. These can then be used
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either to generate a reliable supply of class-specific, heavy chain-only antibody using established hybridoma technology
or as a source of functional V heavy chain-only binding domains, preferably a soluble V4 heavy chain-only binding
domains of human origin, which are free of effector functions but which retain binding function.

[0044] Heavy chain-only antibodies that can be generated by the method of the invention show high binding affinity,
resulting from V, D and J gene segment rearrangements and somatic mutations, generally in the absence of an enlarged
CDR3 loop. Essentially normal B-cell maturation is observed with high levels of heavy chain-only antibody present in
isolated plasma (provided that the C;1 domain has been eliminated from all antibody classes present in the recombinant
locus). B-cell maturation and the secretion of assembled dimers (eg IgG) or multimers (eg IgM) has no dependency on
the presence or expression of light chain genes.

[0045] Nucleotide sequence analysis of antigen-specific mMRNA encoding an antigen-specific heavy chain isolated
from hybridomas derived from transgenic mice has demonstrated that heavy chain antibody diversity is primarily a
function of VDJ recombination. Furthermore, the present inventors have shown that antibody diversity is generated in
the CDR3 region of the functional antigen-binding domain of the heavy chain-only antibody with a more limited contribution
from somatic mutations in the V; domains. Using the methods described herein, functional Vi domains can be cloned
and expressed in bacterial systems to generate V|, binding domains with full retention of antigen binding, specificity and
affinity.

[0046] Itis shown thattransgenic mice can be programmed to produce preferred classes of heavy chain-only antibody
in response to antigen challenge, eg only IgG as opposed to only IgM or, for example, mixtures of IgA, IgG and IgM.
[0047] Theinventors have previously described (see W0O02/085945 and W002/085944) the generation of transgenic
mice expressing a minimal human IgG heavy chain constant region locus devoid of the C1 exon and linked by human
D and J segments with two llama VHH genes. These produce functional, high affinity, antigen-specific IgG heavy chain-
only antibody when challenged with antigen. Mixtures of heavy chain-only antibody classes (IgM and IgG) can be obtained
by class switching in vivo through utilisation of gene constructs incorporating heavy chain constant regions in tandem
(provided that all constant region genes lack a C1 domain and, when present, a C.4 domain).

[0048] The improvements described herein show that a mouse constructed with the same IgG constant region locus
linked by human D and J segments with two llama V genes and a human IgM constant region locus devoid of a Cy1
exon linked by the same human D and J gene segments with two llama Vi genes, also produces high molecular weight
(multimeric) IgM heavy chain-only antibody and IgG (dimer) heavy chain-only antibody. Surprisingly, essentially normal
B-cell maturation and antibody production is dependent on the complete absence of Cj1 sequences from each heavy
chain constant region presentin the transgenic locus. Moreover, there is no requirement for the removal of the Cj4 exon
if present.

[0049] Thus, for example, a transgenic animal carrying a human IgM heavy chain locus with a functional C41 exon
linked by the same human D and J gene segments to two llama V gene segments, and IgG constant heavy chain region
locus devoid of the C41 exon linked by the same human D and J gene segments to two llama V gene segments, produces
very low levels of heavy chain-only antibody and shows no evidence for B-cell maturation.

[0050] Other effector domains, including the C4 domain, may be incorporated or not, as desired, to introduce to, or
eliminate from, the resultant heavy chain-only antibody, effector features.

[0051] The inventors have found that productive expression of antibody (ie B-cell maturation) can result from the use
of any V gene segment present in the construct. Isolation and sequencing of antibody mRNA derived from B-cells shows
that D and J gene segment recombination occurs to generate CDRS3 diversity. Sequence comparison of resultant Vy
domains reveals somatic mutations, indicating that affinity maturation events have occurred in the recombined D and J
gene segments and also in the V|, domain of the resultant expressed antibody mRNA.

[0052] Preferred constructs incorporate V gene segments selected for improved solubility and linked to a D and J
chain cluster for recombination and CDR3 generation. Preferably, the VDJ sequences are linked to constant effector
domain(s) of choice in tandem, each devoid of a Cyy1 exon.

[0053] The resultant V|, domains may not comprise an enlarged camelid-like CDR3 loop. This results in a Vi, domain
exhibiting CDR3 diversity and affinity maturation operationally linked to an effector constant region. The latter ensures
functional secretion and optionally assembly in the parent rat.

[0054] These observations have important implications for the improved and simplified engineering of class-specific,
heavy chain-only antibodies and the derivation of high affinity, soluble V,; domains which incorporate affinity maturation
via somatic mutation. Incorporation of select heavy chain constant region effector functions (devoid of Cyy1) or mixtures
thereof permits the production of any class of heavy chain-only antibodies or any mixture of heavy chain-only antibodies
without the requirement of additional antibody engineering. V|, domains can be expressed alone in bacterial or other
micro-organism systems or as functional heavy chain-only antibody incorporating effector domains secreted by hybrid-
omas or transfected cells in culture. Antibodies and V binding domains of human origin have wide ranging applications
in the field of healthcare as medicines, diagnostics and reagents, with parallel agricultural, environmental and industrial
applications.

[0055] Heavy chain effector molecules may be engineered to be free of functional domains, for example the carboxy-
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terminal Cj;4 domains, provided that engineering does not affect secretory mechanisms preventing cell surface assembly
and consequently B-cell maturation. The Cy1 exons alone are deleted from the heterologous locus or are absent from
the locus. Additional features maybe engineered into the locus, for example to improve glycosylation, or add function.

[0056] Preferably, the heterologous locus, when expressed, is capable of forming functional IgA, IgE, IgG, IgD or IgM
molecules or isotypes thereof. Individual antibody classes or mixtures of antibody classes or isotypes thereof may also
be produced.

[0057] Accordingly, the heterologous heavy chain locus is designed to produce preferred classes or mixtures of heavy
chain-only antibody depending on the antibody class(es) required, with essentially normal B-cell maturation. The use of
human V, D and J gene segments comprising V gene segments randomly selected, or selected for enhanced solubility,
will produce functional human heavy chain-only antibodies.

[0058] Antibodies obtained in the method of the invention have the advantage over those of the prior art in that they
are of substantially any single or known class and of human origin. Antibodies are of high affinity resulting from a
combination of VDJ recombination and affinity maturation in vivo. Antibodies and fragments thereof may be may be
isolated, characterised and manufactured using well-established methods known to those skilled in the art.

The Heterologous Heavy Chain Locus

[0059] In the context of the present invention, the term ’heterologous’ means a nucleotide sequence or a locus as
herein described which is not endogenous to the mammal in which it is located.

[0060] A "Vy heavy chain locus" in the context of the present invention relates to a minimal micro-locus encoding a
Vy domain comprising one or more V gene segments, one or more D gene segments and one or more J gene segments,
operationally linked to one or more heavy chain effector regions (each devoid of a Cyy1 domain). Preferably, the primary
source of antibody repertoire variability is the CDRS3 region formed by the selection of D and J gene segments by the
V-D and D-J junctions.

[0061] The advantage of the present invention is that antibody repertoire and diversity obtained in the rearranged V4
gene sequences can be maximised through the use of multiple D and J gene segments. Subsequent somatic mutation
is achieved whilst using a minimal locus (micro-locus) without the need for a large number of V gene segments or the
V| and Lc (light chain) immunoglobulin loci.

[0062] Preferably, the V|, heavy chain locus comprises from two to five V (2, 3, 4 or 5) gene segments.

[0063] The V gene segments are of human origin, optionally selected for improved solubility.

[0064] Preferably, the Vi heavy chain locus comprises from two to forty (2, 3, 4,5,6,7, 8,9, 10, 12, 14, 16, 18, 20,
30 or 40) or more D gene segments (normally 25 functional human D gene segments).

[0065] Preferably, the Vi, heavy chain locus comprises from two to twenty (2, 3,4, 5,6, 7, 8,9, 10, 12, 14, 16, 18 or
20) or more J gene segments (normally 6 human J gene segments).

[0066] Preferably, the V|4 heavy chain locus comprises two or more human V gene segments, twenty-five functional
human D gene segments and 6 human J gene segments.

[0067] The term’V gene segment’ encompasses a naturally occurring V gene segment derived from a human, which
have optionally been selected for improved characteristics, such as solubility.

[0068] Preferred methods of improving solubility of a Vi domain incorporate rational, as opposed to only random,
means and are exemplified in Davies and Reichmann, (1996) Protein Eng., 9 (6), 531-537 and Riechmann and Muyl-
dermans, (1999) J. Immunol. Methods, 231, 25-38. Natural selection can also occur in vivo through affinity maturation
and the incorporation of favourable mutations in the V|, gene following VDJ re-arrangement.

[0069] TheV gene segment must be capable of recombining with a D gene segment, a J gene segment and a heavy
chain constant (effector) region (which may comprise several exons but excludes a Cyy1 exon) according to the present
invention to generate a V| heavy chain-only antibody when the nucleic acid is expressed.

[0070] Thus Vy coding sequences may be derived from a naturally occurring source or they may be synthesised using
methods familiar to those skilled in the art.

[0071] A "V domain" in the context of the present invention refers to an expression product of a V gene segment
when recombined with a D gene segment and a J gene segment as defined above. The V| domain as used herein
remains in solution and is active in a physiological medium without the need for any other factor to maintain solubility.
Preferably, the ability of the soluble V|, domain to bind antigen has been improved by VDJ recombination and somatic
mutation. There is no dependency on the presence or absence of the enlarged CDR3 loop peculiar to the camelid
species. The V|, domain is able to bind antigen as a monomer and, when combined with effector constant regions, may
be produced in monospecific, bi-specific, multi-specific, bi-valent or multivalent forms, dependent on the choice and
engineering of the effector molecules used (eg IgG, IgA IgM etc.) or alternative mechanisms of dimerisation and mul-
timerisation. Any likelihood of binding with a V| domain when expressed as part of a soluble heavy chain-only antibody
complex has been eliminated by removal of the C41 exon (see Sitia et al., (1990) Cell, 60, 781-790). The V| domain
alone can also be engineered with diverse protein domains to produce fusion proteins for targeted therapeutic and
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diagnostic purpose, for example with toxins, enzymes and imaging agents.
[0072] The heterologous heavy chain locus comprises a region of DNA encoding a heavy chain constant region
providing effector functions in vivo (eg IgG, IgM, IgA, IgE, IgD or isotypes thereof).

The heavy chain constant region

[0073] Operationally, a heavy chain constant region is encoded by a naturally occurring or engineered gene segment
that is capable of recombining with a V gene segment, a D gene segment and a J gene segment in a B cell. Preferably
the heavy chain constant region is derived from an immunoglobulin locus.

[0074] Each heavy chain constant region essentially comprises at least one heavy chain constant region gene, which
is expressed without a functional C41 domain so that generation of heavy chain-only antibody can occur. Each heavy
chain constant region may also comprise one or more additional heavy chain constant region exons, which are selected
from the group consisting of C3, Cy4_4, Cp., Ce, and Cay_, with the proviso that the additional heavy chain constant region
genes also do not express a functional Cy1 domain. The heavy chain constant region gene segments are selected
depending on the preferred class or mixture of antibody classes required. Optionally, the heterologous heavy chain locus
is Cu- and Co-deficient.

[0075] Forinstance, Ig molecules of class M are known to play an important role in the activation of macrophages and
the complement pathway. Due to the close proximity of its binding sites, IgM has a high avidity for pathogens, including
viruses. However, IgM is also known to be difficult for use in rapid immunoassay techniques whereas Ig of class G can
be readily used in these techniques. For such uses, it would be useful to select for the preferred antibody class, ie IgG
or IgM.

[0076] The expression of all or part of a heterologous heavy chain Cv locus devoid of Cy1 will produce optionally some
or all IgG isotypes, dependent on the IgG1, IgG2, IgG3 and IgG4 isotypes present in the heterologous IgG locus.
Alternatively the heavy chains may comprise Ce genes. The resulting IgE molecule might also be used in therapy.
[0077] Alternatively, selected mixtures of antibodies may be obtained. For example, IgA and IgM may be obtained
when the heavy chain constant region comprises a Co. and a C. gene.

[0078] The heavy chain constant region may be of human origin, in particular when the heavy chain antibody is to be
used for therapeutic applications in humans. Where the heavy chain antibodies are to be used for diagnostic or veterinary
purposes, the heavy chain constant region is preferably derived from the target organism, vertebrate or mammal in or
on which diagnosis or veterinary therapy is to be performed.

[0079] When expressed, the heavy chain constantregion lacks a functional Cy1 domain. The Cy1 exon and, optionally,
Cun and C3 constant regions, may be mutated, deleted or substituted. Preferably, the Cy1 exon is deleted. The presence,
for example, of IgM with a functional Cy1 domain inhibits B-cell maturation and consequently limits the productive
expression of heavy chain only IgG (devoid of Cyy1) within the same locus, as B-cell maturation is inhibited.

[0080] A’heavy chain constantregion exon’ (Cy exon’) as herein defined includes the sequences of naturally occurring
vertebrate, but especially mammalian, Cy exons. This varies in a class specific manner. For example, IgG and IgA are
naturally devoid of a Cy4 domain. The term 'C exon’ also includes within its scope derivatives, homologues and
fragments thereof in so far as the Cy exon is able to form a functional heavy chain-only antibody as herein defined when
it is a component of a heavy chain constant region.

[0081] Optionally, when present, the C.j4 or other functional domains maybe engineered or deleted within the transgene
provided such a process does not inhibit the intracellular secretory process, B-cell maturation or the binding activity of
the resultant antibody polypeptide.

Rats

[0082] The transgenic mammal used in the methods of the invention is a rat.

[0083] Preferably transgenicrats are generated using established oocyte injection technology and, where established,
ES cell technology or cloning.

[0084] Advantageously, immunoglobulin heavy and optionally light chain loci endogenous to the rat are deleted or
silenced when a heavy chain-only antibody is expressed according to the methods of the invention.

[0085] This approach of generating heavy chain-only antibodies as described above maybe of particular use in the
generation of antibodies for human therapeutic use as often the administration of antibodies to a species of vertebrate
which is of different origin from the source of the antibodies results in the onset of an immune response against those
administered antibodies.

[0086] Thetransgenicratmay be engineered to have areduced capacity to produce antibodies thatinclude light chains.
[0087] Antibody-producing cells may be derived from transgenic rats according to the present invention and used, for
example, in the preparation of hybridomas for the production of heavy chain-only antibodies as herein defined. In addition
or alternatively, nucleic acid sequences may be isolated from transgenic rats according to the present invention and
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used to produce V| domain heavy chain-only chain antibodies or bi-specific/bi-functional complexes thereof, using
recombinant DNA techniques which are familiar to those skilled in the art.

[0088] Alternatively or in addition, antigen-specific heavy chain-only antibodies may be generated by immunisation of
a transgenic rat according to the present invention.

[0089] Thus in a further aspect, the present invention provides a method for the production of heavy chain-only anti-
bodies by immunising a transgenic rat according to the present invention with an antigen.

Heavy chain-only antibodies and fragments thereof

[0090] The antigen-specific, heavy chain-only binding domain, ie a V| binding domain, is expressed by the V| locus
as a result of recombination between single V, D and J gene segments followed subsequently by somatic mutation.
According to this aspect of the invention V|, loci can be cloned from, eg, mRNA isolated from an antibody-producing cell
of an immunised transgenic rat as described above. Cloned sequences can then be displayed using a phage (Ward et
al., (1989) Nature, 341, 544-546) or similar display libraries, for example using yeast-based systems (Boder and Wittrup,
(1997) Nat. Biotechnol., 15, 553-7) and antigen-specific Vi binding domains identified. Antigen-specific heavy chain
binding domains can then be manufactured either alone or as fusion proteins in scalable bacterial, yeast or alternative
expression systems. Sequences encoding Vi binding domains can also be cloned from characterised hybridomas
derived by classical procedures from immunised transgenic mice. These can then be used for the production of Vi
binding domains and derivatives thereof including the engineering of defined antibody classes (eg IgE or IgA) and variants
thereof with differing effector functions.

[0091] Accordingly, the invention also provides a method of producing a Vi binding domain comprising the steps of:

a) isolating a cell or tissue expressing an antigen-specific heavy chain-only antibody of interest (preferably a soluble,
antigen-specific heavy chain-only antibody of interest);

b) cloning the sequence encoding the V|, binding domain from mRNA derived from the isolated cell or tissue;
c) displaying the encoded protein using a phage or similar library;
d) identifying antigen-specific V|, binding domains, and

e) expressing the V| binding domains alone or as a fusion protein in bacterial, yeast, mammalian or alternative
expression systems.

[0092] Alternatively, V; domain-containing fragments can be generated from heavy chain-only antibodies of the in-
vention using enzymic or chemical cleavage technology and subsequent separation of the Vi domain-containing fragment
from the other cleavage products.

[0093] Where the V| binding domain is isolated from a characterised hybridoma, the cloned V| binding domain
sequence derived from mRNA can be directly cloned into an expression vector without recourse to additional selection
steps using phage and other display systems.

[0094] Production systems for heavy chain only-antibody incorporating effector regions include mammalian cells in
culture (eg CHO cells), plants (eg maize), transgenic goats, rabbits, cattle, sheep, chickens and insect larvae suited to
mass rearing technology. Other production systems, including virus infection (eg baculovirus in insect larvae and cell-
lines) are alternatives to cell culture and germline approaches. Other production methods will also be familiar to those
skilled in the art. Where there is a requirement for heavy chain-only IgA or IgM assembly, the co-expression of a "J
chain" is beneficial. Suitable methods for the production V binding domains alone are known in the art. For example
camelid V|, binding domains have been produced in bacterial systems and camelid heavy chain-only homodimers have
been produced in hybridomas and transfected mammalian cells (see Reichmann and Muyldermans, (1999) J. Immunol.
Methods, 231, 25-38).

[0095] Methods are also well established for the expression of engineered human V binding domains derived using
phage display technology (Tanha et al., (2001) J. Biol. Chem., 276, 24774-24780 and references therein).

[0096] Insect larvae from transgenic fly lines have been shown to produce functional heavy chain-only antibody frag-
ments in haemolymph with characteristics indistinguishable from the same antibody produced by mammalian cells
(PCT/GB2003/0003319).

[0097] A heavy chain-only antibody produced by the method of the invention or a fragment thereof as herein described
may be used as an intracellular binding reagent, or an abzyme.

[0098] An antigen-specific single chain antibody or VH binding domain produced according to the method of the
invention may be used as an enzyme inhibitor or receptor blocker.
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[0099] AV domain fused to an effector molecule may be used as a therapeutic, imaging agent, diagnostic, abzyme
or reagent.

Brief Description of the Drawings

[0100]

Figure 1: shows the strategy for the generation of transgenic mice expressing an IgG locus and the functional
generation of heavy chain-only antibodies and VH domains as a result of antigen challenge.

Figure 2: shows the strategy for the generation of transgenic mice expressing an IgM locus and the functional
generation of heavy chain-only antibodies and VH domains as a result of antigen challenge.

Figure 3: shows the strategy for the generation of transgenic mice expressing an IgA locus and the functional
generation of heavy chain-only antibodies and VH domains as a result of antigen challenge.

Figure 4: Sequence alignment of the PCR products obtained from bone marrow cDNA using V1 and V2 primers
in combination with human Cy2 primer from mice containing a locus with constant regions that have a camelid splice
mutation to remove CH1. The results show that CH1 is not removed.

Figures 5-8: Structure of VH/camelid VH (VHH) constructs. 1-n stands for any number of VH genes, or D or J
segments. The normal complement ofthe human locus is 51V genes, 25 functional D segments (plus 2 non functional
ones) and 6 J segments. In case of a Cp (for IgM) or Cg (for IgE) region there is no H region and there is an additional
CH4 exon between CH3 and M1. The VH genes(s) have been mutated to provide solubility as described in the
public domain

The VH genes, D and J segments and C exons are preferably human, but could be from any other species including
camelids. In the latter case the camelid VH (VHH) genes would not be mutated as they are naturally soluble.

Figure 9: Mouse immunization schedule and antibody assay for the generation of heavy chain-only IgG against
E.coli HSP70.

Figure 10: Flow cytometric analysis and immunohistochemistry results for spleen cells derived from transgenic mice.

Figure 11: Results of ELISA analysis of DKTP immunized transgenic mice and sequence analysis of resulting
antibody library.

Figure 12: Examples of somatic mutations and VDJ rearrangement seen in immunized transgenic mice.

Figure 13: Results of immunostaining assay on Tet-on cell line transfected with response plasmid containing A5
antibody.

Figure 14: Results of Western bolt analysis of sera of transgenic mouse lines.

Figure 15: Size fractionation of human IgM mixed with human single chain IgM produced by the IgM plus IgG locus
mice.

Figure 16: Results of ELISA analysis of single chain IgM and IgG antibodies raised against human TNFa.

General Techniques

[0101] Unless defined otherwise, all technical and scientific terms used herein have the same meaning as commonly
understood by one of ordinary skill in the art (e. g. in cell culture, molecular genetics, nucleic acid chemistry, hybridisation
techniques and biochemistry). Standard techniques are used for molecular, genetic and biochemical methods (see
generally, Sambrook et al., Molecular Cloning: A Laboratory Manual, 2nd Ed. (1989) Cold Spring Harbor Laboratory
Press, Cold Spring Harbor, N. Y. and Ausubel et al., Short Protocols in Molecular Biology (1999) 4th Ed., John Wiley &
Sons, Inc.) and chemical methods. In addition Harlow & Lane, A Laboratory Manual, Cold Spring Harbor, N. Y, is referred
to for standard Immunological Techniques.

[0102] Anysuitable recombinant DNAtechnique may be used inthe method of the presentinvention. Typical expression
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vectors, such as plasmids, are constructed comprising DNA sequences coding for each of the chains of the polypeptide
complex or antibody. Any suitable established techniques for enzymic and chemical fragmentation of immunoglobulins
and separation of resultant fragments may be used.

[0103] Suitable expression vectors which may be used for cloning in bacterial systems include plasmids, such as Col
E1, pcR1, pBR322, pACYC 184 and RP4, phage DNA or derivatives of any of these.

[0104] For use in cloning in yeast systems, suitable expression vectors include plasmids based on a 2 micron origin.
[0105] Any plasmid containing an appropriate mammalian gene promoter sequence may be used in cloning in mam-
malian systems. Insect or bacculoviral promoter sequences may be used for insect cell gene expression. Such vectors
include plasmids derived from, for instance, pBR322, bovine papilloma virus, retroviruses, DNA viruses and vaccinia
viruses.

[0106] Suitable host cells which may be used for expression of the polypeptide complex or antibody include bacteria,
yeasts and eukaryotic cells, such as insect or mammalian cell lines, transgenic plants, insects, mammalian and other
invertebrate or vertebrate expression systems.

Example 1

[0107] In preliminary experiments, transgenic mice were prepared to express a heavy chain locus wherein two llama
Vyn exons were linked to the human heavy chain diversity (D) and joining (J) segments, followed by the Cp., C3, Cy2,
Cy3 human constant region genes and human heavy chain immunoglobulin 3' LCR. The human Cy2 and Cy3 genes
contained a G to A splice mutation. The presence of the Frt site enabled the generation of a single copy transgenic
mouse from a multi-copy transgene array by Flp mediated recombination. However, sequences from the transgenic
locus with a G to A splice mutation, showed aberrant splicing but incomplete CH1 removal (Figure 4).

Constructs

[0108] To overcome this problem, a genomic cosmid library was screened for clones containing the VH genes using
standard methods. One (or more) different germline VHs were randomly chosen based on their sequence (five genera
classes in the case of human VH’s). Hydrophilic amino acid codons were introduced at positions 42, 49, 50 and 52
according to IMGT numbering (Lefranc et al. (1999)). The VH genes were combined into a BAC vector by standard
procedures such as direct cloning using custom made linkers or homologous recombination.

[0109] Two clones were selected from the human genomic Pac library RPCI-11 (BACPAC Recource Center, USA):
clone 1065 N8 containing human heavy chain D and J segments, Cp. (IgM) and C§ (IgD) and clone 1115 N15 containing
the Cy3 (IgG3) genes. Bac clone 11771 from a different human genomic library (Incyte Genomics, CA, USA) was used
as a source of Cy2 (IgG2) gene and the immunoglobulin heavy chain LCR (Mills et al. (1997) J. Exp Med,,
15;186(6):845-58).

[0110] Usingstandardtechniques, the Cy3 and Cy2genesweresubcloned separately into pFastBac vector (Invitrogen).
Similarly any of the other Ig constant regions can be cloned from these BACs (IgA, IgE). A complete deletion of CH1
exon was achieved by homologous recombination (Imam et al. (2001)) using sequences that flank the CH1 exon of each
constant region. An frt site could optionally be introduced in front of the Cp. switch region to allow the generation of single
copy loci from multicopy loci by treatment with flp recombinase in vivo by standard means e.g. by breeding to rosa-flp
mice (Figure 5).

[0111] The separate VH genes, D and J segments and C and LCR exons were cloned into one BAC either by con-
ventional restriction digestion and ligations or by homologous recombination (or a mixture of both) or any other cloning
technique.

[0112] Further constructs could then be created.

IgM-only locus

[0113] In order to obtain the IgM construct (Figure 6), one or more VHs genes, followed by human D and J heavy
chain segments and Cy., were cloned into a BAC. For the methodology see above. In this case only the Cp. region was
cloned into the final BAC.

IgMplus IgG locus, (CJ is optional)

[0114] In order to obtain the IgM plus IgG construct (Figure 7), one or more VHs genes, followed by human D and J
heavy chain segments, Cp. (without CH1 but with CH4 exon), (optional C8) and the modified human Cy2 and Cy3 genes

and 3’ LCR were cloned into a BAC. In order to generate an IgG only locus loxP sites were introduced during the standard
cloning steps (described above) and the BAC is grown in 294 Cre E.coli strain (Buscholz et al.) and cre mediated
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recombination yields bacteria producing an IgG only locus. For further construction details see above.
IgMplus IgG locus (CJis optional)

[0115] In order to obtain the IgM plus IgG construct (Figure 8), one or more VHs genes, followed by human D and J
heavy chain segments, Cp (with CH1 and CH4), (optional C8) and the modified human Cy2 and Cy3 genes and 3’ LCR
were cloned into a BAC. In order to generate an IgG only locus loxP sites were introduced during the standard cloning
steps (described above) and the BAC was grown in 294 Cre E.colistrain (Buscholz et al.) and cre mediated recombination
yielded bacteria producing an IgG only locus.

Transgenic mice, breeding and genotyping

[0116] Thefinal BAC was introduced into transgenic mice by standard microinjection of fertilized eggs or via embryonic
stem cell transfection technology.

[0117] Transgenic loci were checked for integrity and number of copies by Southern blot analysis of tail DNA (Southern
1975) using 5’ and 3’end locus probes. Founders were bred as lines in the wMT-/- background. Genotyping was done
by standard PCR analysis using primers for each of the different regions of the locus. Sequence analysis of the RT-PCR
products derived from BM cDNA of transgenic mice where the entire CH1 exon from both the Cy2 and the Cy3 was been
deleted (one with (HLL lines) and one without the Cp. and Co genes, showed that the transgenic loci are not only capable
of VDJ recombination, but that the IgG transcripts resemble those found in llama and camel HCAbs.

Immunohistochemistry

[0118] Spleens were embedded in OCT compound. Frozen 5pm cryostat sections were fixed in acetone and single
or double labeled as previously described (Leenen et al. 1998). Monoclonal antibodies anti B220/RA3-6B2, anti-
CD11¢/N418 (Steinman et al., 1997), were applied as hybridoma culture supernatants. Peroxidase coupled goat anti-
human IgG and anti-human IgM were from Sigma. Second- step reagents were peroxidase labeled goat anti -rat Ig
(DAKO, Glostrup, Denmark) or anti-hamster Ig (Jackson ImmunoResearch Laboratories, West Grove, PA) and goat
anti-rat Ig alkaline phosphatase (Southern Biotechnology, Birmingam, AL, USA).

[0119] Figure 10 shows the immunohistochemical analysis of 5um frozen sections of spleens from puMT”-, WT and
HLL and HLL-MD transgenic mice in the uMT"- background. Sections were stained with anti B220 (blue) for B cells and
anti-CD11¢/N418 (brown) for dendritic cells. Arrows indicate the location of small clusters of B cells.

Flow Cytometric Analyses

[0120] Single cell suspensions were prepared from lymphoid organs in PBS, as described previously (Slieker et al.
1993). Approximately 1x10° cells were incubated with antibodies in PBS/ 0.5% bovine serum albumin (BSA) in 96 well
plates for 30 min at 4°C. Cells were washed twice in PBS/0.5% BSA. For each sample, 3x104 events were scored using
a FACScan analyzer (Becton Dickinson, Sunnyvale, CA). FACS data were analyzed using CellQuest version 1.0 com-
puter software. Four-color analysis was performed on a Becton Dickinson FACS Calibur. The following mAbs were
obtained from BD Pharmingen (San Diego, CA): FITC conjugated anti B220-RA3-6B2, PE conjugated anti CD19. FACS
scan data of spleen cells, stained with anti-CD19 and anti-B220 are displayed in the bottom panel of Figure 10.
[0121] On the left of the Figure is a representation of Flp recombination in vivo by breeding HLL lines to a FlpeR
transgenic line and supporting FACS scan data on spleen cells of the recombinant, showing B cell rescue as seen in
the directly generated original HLL-MD lines. On the right is a representation of Cre recombination in vivo by breeding
to Cag Cre transgenic line and FACS data on spleen cells of the single copy recombinant.

Immunization and hybridoma production (Figure 9)

[0122] Transgenic mice containing a heavy chain only antibody locus consisting of two llama VHH domains, human
D and J regions and IgG2 and 3 constant regions (without a CH1 domain) were created.

8 week old mice were immunized with either E.Coli heat shock protein 70 (hsp70). 20 p.g or 5ug of antigen with Specol
adjuvant (IDDLO, Lelystadt, NL) was injected respectively s.c. on days 0, 14, 28, 42 and i.p. on day 50. Blood was taken
on day 0, 14 and 45. After three boosts a low titer of antigen specific antibodies was detected in 1 out of 3 Hsp70
immunized HLL-MD1 mice (Figure 9).

[0123] A standard spleen cell fusion with a myeloma cell line was performed to generate a monoclonal antibody
resulting in a monoclonal hybridoma cell line against the hsp70 protein. The anti-HSP 70 HCAb consists of the llama
VHH segment closest to the D region (VHH 2) recombined to the human IgHD3-10 segment (acc.num. X13972) and
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the human IgHJ4-02 segment (acc.num.X86355). Although not at high frequency, the VHHSs has a few mutations that
give rise to the amino acid alterations seen in Figure 4A when compared to the germ line configuration. The RT-PCR
analysis also showed only one productive IgH transcript in the hybridoma, suggesting that there are no other transcripts
made. The aHSP70 IgG2 antibody is secreted as heavy chain only dimer (Western blots under denaturing gel (dimer)
and non denaturing gel (monomer) conditions Fig. 9). Spleen cells were fused with Sp2-O-Ag14 myeloma cells (gift from
R. Haperen) on day 56 using a ClonalCellTM-HY kit (StemCell Technologies, UK) according to the manufacturer’s
instructions.

[0124] Transgenic mice containing a heavy chain only antibody locus consisting of two llama VHH domains, human
D and J regions, a human IgM and IgG2 and 3 constant regions (all without a CH1 domain, Figure 7) were immunized
with TNFo, to obtain HC-IgM antibodies. One out of three mice showed positive sera in standard ELISA assays. A
standard myeloma fusion yielded a positive IgM hybridoma (Figure 11). After gel filtration on Sepharose 6B under non-
reduced conditions each fraction was of the column was loaded to a gel under reducing conditions and detected by
ohuman IgM-HRP (Figure 15). Fractionation under non reducing conditions showed that the HC-IgM is secreted as a
multimeric antibody with the same size as a human control IgM (after subtraction of the molecular weight of light chains
and the CH1 domain that are absent from the HC-IgM). The gel fractionation of each column fraction under reducing
conditions showed the expected monomer of (Fig. 15).

Serum Ig ELISA

[0125] Blood from 15-25 weeks old mice was collected in EDTA coated tubes, spun for 15’ at room temperature (RT)
and the supernatant diluted 1:5 in PBS. A 96 well plate was coated for 2h with 5mg/ml of a goat anti human IgG (YES
Biotechnology) or a goat anti human IgM (Sigma), washed with PBS, blocked for 1h at RT with blocking solution (1.5%
BSA/1.5% powder milk/0.1% tween 20/PBS) and washed three times with PBS. Dilution series of serum samples and
standards (human 1gG2 or human IgM (Sigma, Zwijndrecht, NL)) were loaded and incubated for 2-4h and the plates
washed 6 times with PBS before addition of a secondary antibody (1:2000 diluted goat anti human IgG or goat anti
human IgM coupled to HRP (Sigma, Zwijndrecht, NL)). All dilutions were done in a blocking solution. After 1-2h incubation
at RT and washing in PBS, POD substrate (Roche) was added.

[0126] The ELISA for the detection of antigen specific soluble sdAbs from the IgG2 phage library is shown in Figure
11. Soluble sdAbs were used as primary antibodies on antigen-coated plates, followed by mouse a-myc antibody and
HRP conjugated goat a-mouse antibody. POD was used as a substrate. The bottom panel shows fingerprinting of clones
with restriction enzyme Hinf |, showing 5 different inserts coding for sdAb against B.Pertusis.

Antibody library construction and screening

[0127] TotalRNAwasisolated from spleens of DKTP immunized single copy IgG only mice (Figure 7 after cre treatment)
using an Ultraspec RNA isolation system (Biotecx Laboratories Inc, Houston, Texas, USA). cDNA was made using oligo
dT. DNA fragments encoding VHHDJ fragments were amplified by PCR using specific primers: vh1 back Sfi | primer
(Dekker et al 2003) in combination with higG2hingrev primer (5-AATCTGGGCAGCGGCCGCCTCGACACAACATTT-
GCGCTC-3’). The amplified VHHDJs (~ 400 bp) were Sfi |/ Not | digested, gel purified and cloned into Sfi | / Notl digested
phagemid vector pHEN-1.

Transformation into TG1 electro-competent cells yielded in a human single domain antibody library. Two rounds of
selection were performed using panning on vaccine antigens adsorbed onto plastic (immunotubes coated with undiluted
vaccine). Restriction analysis and sequencing were standard.

RT-PCR of heavy chain-only locus

[0128] It was then investigated whether HLL-MD locus functions as a normal locus in producing a diverse antibody
repertoire by sequencing the RT PCR products obtained using IgG2 and IgG3 specific primers on cDNA from Peyer’s
patches. Figure 12 shows some examples of somatic mutations of clones from non immunized mice (left panel) and
immunized mice (right panel). The mice were IgG only loci, immunized E. Coli hsp70, Pertussis lysate, tetanus toxoid.
In grey shade is the IgG2 hinge region starting with ERKCCV

[0129] Although, the RT-PCR analysis on Peyer’s patches showed that both V|, are used, all the antibodies sequenced
rearranged the VH2. The source of repertoire variability is the CDR3 region formed by the selection of D and J segments
and by the V-D and D-J junctions. The use of human J segments is similar to that seen in human rearrangements, with
the JH4 and JH6 segments being used most often.

[0130] This analysis showed that both VHs, different human D and all of the human J segments are used, to contribute
to a diverse antibody repertoire. It also showed the presence of IgG3 switched B cells and the occurrence of somatic
mutations by comparison of each rearranged gene with its germline counterpart i.e. the original Vi in the transgenic
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construct (see Figure 12). Therefore, the human heavy chain-only IgG antigen receptor can provide the necessary
signals for B cell maturation.

Immunostaining

[0131] Figure 13 shows immunostaining results of one of Tet- on cell line additionally transfected with the response
plasmid containing A5 antibody (Dekker et al. 2003). The upper panel shows doxycicline induced production of A5
antibody (red) in cytoplasm and nuclear staining of the cells with DAPI (blue). Lower panel shows that cells expressing
rtTA in nucleus are the ones producing the A5 upon induction (upper panel). Staining was done with one of the human
HCADb against rtTA (green) with the sequence shown below. The FITC conjugated goat anti human IgG was used as a

secondary step. A5 was detected as previously described by Dekker et al 2003. The rTTA antibody was an IgG3 with
the following sequence:

241 AGACTCT
8 R L
301 CCTGTGCAGCCTCTGGAAGCATCTTCAGTATCAATGCCATGGGCTGGTACCGCCAGGCTC
wos ¢ A A S G S I F S I N A MG W Y R Q A
361 CAGGGAAGCAGCGCGAGTTGGTCGCAGCTATTACTAGTGGTGGTAGCACAAGGTATGCAG
20P G K Q R E L VvV A A I T S G G S T R Y A
421 ACTCCGTGAAGGGCCGATTCACCATCTCCAGAGACAACGCCAAGAACACGGTGTATCTGC
490D S VvV X GG R F T I 8§ R D N A K N T V Y L
481 AAATGAACAGCCTGAAACCTGAGGACACGGCCGTCTATTACTGTTTGATCTCTATGGTTC
160Q M N S L K P E D T A V Y Y C L I S MYV
541 GGGGAGCCCGTTTTGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGAGCTCA
IR G A R F DY W G Q G T L VvV TV S S E L
601 AAACCCCACTT
200K T P L
[0132] The IgG3 hinge starts at amino acid 198 ELKTPL. For comparison see the IgG2 hinge region in Figure 12.
Western blot analyses
[0133] Figure 14 shows Western blots of sera of different transgenic mouse lines containing the IgM plus IgG locus
(Figure 5) after cre treatment (ie IgM deleted, only IgG left). Sera were purified by prot G and gel fractionated under
reducing (Figure 14 right panel) and non reducing (Figure 14, left panel) conditions. The controls were the background
KO mice and a normal human serum sample. Note the size difference between the two gels showing that the human
heavy chain only IgG is a dimer.

[0134] The signal shown in Figure 14 was detected with an anti-human IgG antibody by standard procedures.

Size fractionation of human IgM produced by the IgM plus IgG locus mouse

[0135] The serum from the IgM plus IgG mice (Figure 8) was fractionated by gelfiltration under non reducing conditions
after mixing with a human serum sample as a control. Results are shown in Figure 15. Molecular weights of the complexes
on the column decrease with each lane (representing each fraction) from left to right. The fractions (each lane) were
analysed by gel electrophoresis under reducing conditions.
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[0136] ELISA analysis was performed on a number of hybridomas made from mice containing the IgM plus IgG (Figure
8) locus immunized with human TNFa. Results are shown in Figure 16. The top two rows in Figure 16 were analysed
with an anti-human IgG, the next two rows with an anti human IgM. The serum samples (arrows) show that the mouse
has generated both IgG and IgM anti-TNF o, antibodies. The single arrow shows a positive IgM hybridoma. The wells

were coated with commercially available human TNFa. All procedures were standard.

SEQUENCE LISTING

[0137]

<110> ERASMUS UNIVERSITY MEDICAL CENTER ROTTERDAM

<110> CRAIG, Roger Kingdon
<120> BINDING MOLECULES
<130> PO55642EP

<150> GB0416392.9
<151> 2004-07-22

<150> GB0511881.5
<151> 2005-06-10

<150> EP05766644.8
<151> 2005-07-22

<160> 35
<170> SeqWin99, version 1.02

<210> 1

<211> 39

<212> DNA

<213> Artificial Sequence

<220>
<223> PCR primer

<400> 1
aatctgggca gecggcecgcect cgacacaaca tttgegete

<210> 2

<211> 106

<212> DNA

<213> Human HCAb (IgG3) against rtTA

<400> 2
agactctcct gtgcagcctc tggaagcatc
caggctccag ggaagcagcyg cgagttggtc
tatgcagact ccgtgaaggg ccgattcacc
tatctgcaaa tgaacagcct gaaacctgag
atggttcggg gagcccgttt tgactactgg
gagctcaaaa ccccactt

<210> 3

<211> 106

39

ttcagtatca
gcagctatta
atctccagag
gacacggccg
ggccagggaa

16

atgccatggg
ctagtggtgg
acaacgccaa
tctattactg
ccctggtcac

ctggtaccgc
tagcacaagg
gaacacggtg
tttgatctct
cgtctccteca

60

120
180
240
300
318
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<212> PRT

<213> Human HCAb (IgG3) against rtTA

<400> 3
Arg
1
Gly
Ile
Phe
Asn
65
Met

<210> 4

<211> 33

<212> DNA

Leu

Trp

Thr

Thr

50

Ser

Val

<213> Artificial Sequence

<220>
<223> PCR primer

<400> 4

Ser

Tyr

Ser

35

Ile

Leu

Arg

Cys

Arg

Gly

Ser

Lys

Gly

Thr

Ala

Gln

Gly

Arg

Pro

Ala
385

Val

ctggaattct caaccatgga getggggetg age

<210>5
<211> 30
<212> DNA

<213> Artificial Sequence

<220>
<223> PCR primer

<400> 5

gacaagcttt acccggagac agggagaggc

<210> 6
<211> 30
<212> DNA

<213> Artificial Sequence

<220>
<223> PCR primer

<400> 6

gacaagcttt acccggagac agggagaggc

<210>7

EP 2 311 874 B1

Ala

Ala

Ser

Asp

Glu

Arg

Ser

33

30

30

Ser

Pro

Thr

Asn

55

Asp

Phe

Ser
100

Gly

Gly

Arg

40

Ala

Thr

Asp

Glu

17

Ser

Lys

25

Tyr

Lys

Ala

Tyr

Leu

Ile

10

Gln

Ala

Asn

Val

Trp

Lys

Phe

Arg

Asp

Thr

Tyr

75

Gly

Thr

Ser

Glu

Ser

Val

60

Tyr

Gln

Pro
105

Ile

Leu

Val

45

Tyr

Cys

Gly

Leu

Asn

Val

30

Lys

Leu

Leu

Thr

Ala

15

Ala

Gly

Gln

Ile

Leu
95

Met

Ala

Arg

Met

Ser

Val
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<211> 34
<212> DNA
<213> Artificial Sequence

<220>
<223> PCR primer

<400> 7
gtcctcgagg cccaggteca actgcaggag tetg

<210> 8

<211> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> PCR primer

<400> 8
gtcgaattct cattccgagg agacggtgac ctgggte

<210>9

<211> 36

<212> DNA

<213> IgG Hinge sequence

<400> 9
gagcgcaaat gttgtgtcga gtgcccaccg tgcceca

<210> 10

<211> 44

<212> DNA

<213> Replacement IgG hinge sequence

<400> 10

EP 2 311 874 B1

34

37

36

agcttctgag cgcaaaccac cagtcgagcec accaccgeca ccac 44

<210> 11
<211> 44
<212> DNA

<213> Complement of replacement IgG hinge sequence

<400> 11

tcgagtggtg gcggtgatgg ctecgactggt ggtttgegct caga 44

<210> 12
<211> 404
<212> DNA
<213> VDJg*1

<400> 12

gacacggccg tgtagtatct gtaaggcaga tggggtagta
cactgcggct agaggggcca gggaacactyg gtcgcggtgt
ccatcggtcect tcccceccectgge gceccctgetcece aggagcacct
ggctgcctgg tcaaggacta cttccccgaa ccggtgacgg
ctgaccagcg gcgtgcacac cttcccagct gtcctacagt
agcagcgtgg tgaccgtgcc ctccagcaac ttcggcaccc
gatcacaagc ccagcaacac caagagcgca aatgttgtgt

18

ctatggttcg
catcagcctc
ccgagagcac
tgtcgtggaa
cctcaggact
agacctacac
cgag

gggagtccac
caccaagggc
agcggccctg
ctcaggcgct
ctactcccte
ctgcaacgta

60

120
180
240
300
360
404



10

15

20

25

30

35

40

45

50

55

<210> 13
<211> 352
<212> DNA
<213> VDJg*2

<400> 13
gacattccca
ccaagggccce
cggccctggyg
caggcgctct
actccctcag
gcaacgtaga

<210> 14

<211> 394

<212> DNA

<213> VDJg*3

<400> 14
gacacggccg
actggggcca
tcccecectgge
tcaaggacta
gcgtgcacac
tgaccgtgcc
ccagcaacac

<210> 15

<211> 380

<212> DNA

<213> VDJg*4

<400> 15
gacacggccyg
accctggtca
tgctccagga
cccgaaccgyg
ccagctgtcc
agcaacttcg
agcgcaaatg

<210> 16

<211> 417

<212> DNA

<213> VDJg*5

<400> 16

gacacggccg
ttactactac
ctccaccaag
cacagcggcce
gaactcaggc

actctactcce
cacctgcaac

<210> 17

cttcgatctc
atcggtcttc
ctgcctggtce
gaccagcggc
cagcgtggtyg
tcacaagccc

tctattactg
gggaaccctg
gccctgetee
cttccceccecgaa
cttcccaget
ctccagcaac
caagagcgca

tccaatcgga
ccgtctecte
gcacctccga
tgacggtgtc
tacagtcctc
gcacccagac
ttgtgtcgag

tctattactg
tacggtatgg
ggcccatcgg
ctgggctgcc
gctctgacca

ctcagcagcg
gtagatcaca

EP 2 311 874 B1

tggggccgtg gcaccctggt
ccecctggege cctgctceccag
aaggactact tccccgaacc
gtgcacacct tcccagctgt
accgtgccct ccagcaactt
agcaacacca agagcgcaaa

taatgccact
gtcaccgtct cctcagcctc
aggagcacct ccgagagcac
ccggtgacgg tgtcgtggaa
gtcctacagt cctcaggact
ttcggcaccce agacctacac
aatgttgtgt cgag

acgatatttt

tacagctatg gttacgtact
agcctccacc aagggcccat
gagcacagcg gccctgggcet
gtggaactca ggcgctctga
aggactctac tccctcagca
ctacacctgc aacgtagatc

taatgcagat gtattactat
acgtctgggg ccaagggacc
tcttceccceet ggcgeccctge
tggtcaagga ctacttcccc
gcggcgtgeca caccttccca

tggtgaccgt
agcccagcaa

gccctccage
caccaagagc

19

cactgtctcc
gagcacctcc
ggtgacggtyg
cctacagtcc
cggcacccag
tgttgtgtcg

gactggttat
cgccaagggce
agcggccctg
ctcaggcgct
ctactcccte
ctgcaacgta

ttgactactg
cggtcttcce
gcctggtcaa
ccagcggcgt
gcgtggtgac
acaagcccag

ggttcgggga
acggtcaccg
tccaggagca
gaaccggtga
gctgtcctac

aacttcggca
gcaaatgttg

tcagcctcca
gagagcacag
tcgtggaact
tcaggactct
acctacacct
ag

tatagacgct
ccatcggtct
ggctgecctgg
ctgaccagcg
agcagcgtgg
gatcacaagc

gggccaggga
cctggcgccce
ggactacttc
gcacaccttc
cgtgccctcce
caacaccaag

gcctatagcec
tctcecctcage
cctccgagag
cggtgtcgtg
agtcctcagg

cccagaccta
tgtcgag

60

120
180
240
300
352

60

120
180
240
300
360
394

60

120
180
240
300
360
380

60

120
180
240
300

360
417
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<211> 108
<212> PRT

<213> alpha-B.pertussis 1

<400> 17
Arg
1
Gly
Ile
Phe
Asn
65
Gly
Leu

<210> 18

<211> 108

<212> PRT

Leu

Trp

Thr

Thr

50

Ser

Pro

Val

<213> alpha-B.pertussis 2

<400> 18
Arg
1
Gly
Ile
Phe
Asn
65
Thr
Leu

<210> 19

<211> 108

<212> PRT

Leu

Trp

Thr

Thr

50

Ser

Pro

Val

<213> alpha-B.pertussis 3

<400> 19

Ser

Tyr

Ser

35

Ile

Leu

Ile

Thr

Ser

Tyr

Ser

35

Ile

Leu

Ile

Thr

Cys

Arg

20

Gly

Ser

Lys

Thr

Val
100

Cys

Arg

20

Gly

Ser

Lys

Thr

Val
100

Ala

Gln

Gly

Arg

Pro

His

85

Ser

Ala

Gln

Gly

Arg

Pro

His

85

Ser
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Ala

Ala

Ser

Asp

Glu

70

Val

Ser

Ala

Ala

Ser

Asp

Glu

Ile

Ser

Ser

Pro

Thr

Asn

55

Asp

Arg

Glu

Ser

Pro

Thr

Asn

55

Asp

Arg

Glu

Gly

Gly

Asn

40

Ala

Thr

Gly

Arg

Gly

Gly

Asn

40

Ala

Thr

Gly

Arg

20

Ser

Lys

25

Tyr

Lys

Ala

Val

Lys
105

Ser

Lys

25

Tyr

Lys

Ala

Val

Lys
105

Ile

10

Gln

Ala

Asn

Val

His

90

Cys

Ile

10

Gln

Ala

Asn

Val

His

90

Cys

Phe

Arg

Asp

Thr

Tyr

75

Tyr

Cys

Phe

Arg

Asp

Thr

Tyr

75

His

Cys

Ser

Glu

Ser

Val

60

Tyr

Trp

Val

Ser

Glu

Ser

Val

60

Tyr

Trp

Val

Ile

Leu

Val

45

Tyr

Cys

Gly

Ile

Leu

Val

45

Tyr

Cys

Gly

Asn

Val

30

Lys

Leu

Asn

Gln

Asn

Val

30

Lys

Leu

Asn

Gln

Ala

15

Ala

Gly

Gln

Ala

Gly

Ala

15

Ala

Gly

Gln

Ala

Gly

Met

Ala

Arg

Met

Lys

80

Thr

Met

Ala

Arg

Met

Lys

80

Thr
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Arg

Gly

Ile

Phe

Asn
65

Thr

Leu

<210> 20
<211> 108
<212> PRT

Leu

Trp

Thr

Thr
50

Ser

Pro

Val

<213> alpha-B.pertussis 4

<400> 20
Arg
1
Gly
Ile
Phe
Asn
65
Gly
Leu

<210> 21

<211> 108

<212> PRT

Leu

Trp

Thr

Thr

50

Ser

Pro

Val

<213> alpha-B.pertussis 5

<400> 21

Ser

Tyr

Ser

35

Ile

Leu

Ile

Thr

Ser

Tyr

Ser

35

Ile

Leu

Ile

Thr

Cys
Arg
20

Gly

Ser

Lys

Thr

Val
100

Cys

Arg

20

Gly

Ser

Lys

Thr

Val
100

Ala

Gln

Gly

Arg

Pro
Val
85

Ser

Ala

Gln

Gly

Arg

Pro

His

85

Ser
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Ala

Ala

Ser

Asp

Glu
70
Val

Ser

Ala

Ala

Ser

Asp

Glu

70

Val

Ser

Ser

Pro

Thr

Asn
55

Asp

Arg

Glu

Ser

Pro

Thr

Lys

55

Asp

Arg

Glu

Gly

Gly

Asn

40

Ala

Thr

Gly

Arg

Gly

Gly

Asn

40

Ala

Ser

Gly

Arg

21

Ser
Lys
25

Tyr

Lys

Ala

Val

Lys
105

Ser

Lys

25

Tyr

Lys

Ala

Val

Lys
105

Ile
10
Gln

Ala

Asn

Val
His
90

Cys

Ile

10

Gln

Ala

Asn

Val

Asp

20

Cys

Phe

Arg

Asp

Thr

Tyr
75
Tyr

Cys

Phe

Arg

Asp

Thr

Tyr

75

Tyr

Cys

Ser

Glu

Ser

Val
60

Tyr

Trp

Val

Ser

Glu

Ser

Val

60

Tyr

Trp

Val

Ile

Leu

Val

45

Tyr

Cys

Gly

Ile

Leu

Val

45

Tyr

Cys

Gly

Asn

Val

30

Lys

Leu

Asn

Gln

Asn

Val

30

Lys

Leu

Asn

Arg

Ala
15
Ala

Gly

Gln

Ala

Gly

Ala

15

Ala

Gly

Gln

Arg

Gly
95

Met

Ala

Arg

Met

Arg
380

Thr

Met

Ala

Arg

Met

Thr

80

Thr
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Arg Leu

Gly Trp

Ile Thr

Phe Thr
50

Asn Ser
65

Ser Pro

Leu Val

<210> 22

<211> 59

<212> PRT

<213> neVHH1 original

<400> 22
Arg Leu
1
Gly Trp
Ile Ser
Arg Phe

50

<210> 23

<211> 59

<212> PRT

<213> neVHH1 clone 1

<400> 23
Arg Leu
1
Gly Trp
Ile Ser
Arg Phe

50

<210> 24

<211> 59

<212> PRT

<213> neVHH1 clone 2

Ser

Tyr

Ser

35

Ile

Leu

Ile

Thr

Ser

Phe

Ser
35

Thr

Ser

Phe

Ser

35

Thr

Cys

Arg

20

Gly

Ser

Lys

Thr

Val
100

Cys

Arg

20

Ser

Ile

Cys
Arg
20

Ser

Ile

Ala

Gln

Gly

Arg

Pro

Lys

85

Ser

Ala

Gln

Asp

Ser

Ala

Gln

Asp

Ser
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Ala

Ala

Ser

Asp

Glu

70

Val

Ser

Ala

Ala

Gly

Arg

Ala

Ala

Gly

Arg

Ser

Pro

Thr

Asn

55

Asp

Arg

Glu

Ser

Glu

Ser

Asp
55

Ser

Glu

Ser

Asp
55

Gly

Gly

Asn

40

Ala

Thr

Gly

Arg

Gly

Gly

Thr
40

Asn

Gly

Gly

Thr

40

Asn

22

Ser

Lys

25

His

Lys

Ala

Val

Lys
105

Phe

Lys

25

Tyr

Ala

Phe
Lys
25

Tyr

Ala

Ile

10

Gln

Ala

Asn

Val

Ser

90

Cys

Thr
10

Glu

Tyr

Lys

Thr

10

Glu

Tyr

Lys

Phe

Arg

Asp

Thr

Tyr

75

Tyr

Cys

Leu

Arg

Ala

Asn

Leu

Arg

Ala

Asn

Ser

Glu

Ser

Val

60

Tyr

Trp

Val

Asp

Glu

Asp

Asp

Glu

Asp

Ile Asn

Leu Val
30

Val Lys
45
Tyr Leu

Cys Asn

Gly Gln

Tyr Tyr

Gly Val

30

Ser Val
45

Tyr Tyr
Gly Val
30

Ser Val
45

Ala Met

15

Ala Ala

Gly Arg

Gln Met

Ala Glu

80

Gly Thr
95

Ala Ile
15

Ser Cys

Lys Gly

Ala Ile

Ser Cys

Lys Gly
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<400> 24
Arg Leu
1
Gly Trp
Ile Ser
Arg Phe

50

<210> 25

<211> 59

<212> PRT

<213> neVHH1 clone 3

<400> 25
Arg Leu
1
Gly Trp
Ile Ser
Arg Phe

50

<210> 26

<211> 58

<212> PRT

<213> neVHH2 original
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Claims
20
1. A method for the production of a Vy heavy chain-only antibody comprising:
(a) immunising a transgenic rat expressing a heterologous V,, heavy chain locus with an antigen, wherein:
25 (i) the Vi heavy chain locus comprises a variable region comprising at least one naturally-occurring Vi

gene segment, at least one D gene segment, at least one J gene segment and at least one heavy chain

constant region, and wherein the V, D and J gene segments are derived from a human;

(i) each constant region does not encode a Cy1 domain;

(iii) a V gene segment, a D gene segment and a J gene segment are capable of recombining to form a
30 VDJ coding sequence;

(iv) the recombined V| heavy chain locus, when expressed, is capable of forming a soluble, heavy chain-

only antibody comprising a soluble, antigen-specific V; binding domain and a constant effector region

devoid of a Cyy1 domain;

35 (b) isolating a nucleic acid sequence encoding the V|, heavy chain-only antibody from antibody producing cells;
and
(c) producing the V| heavy chain-only antibody using recombinant DNA techniques.

2. The method of claim 1, further comprising cloning a Vi locus encoding the Vi binding domain of the V heavy
40 chain-only antibody and expressing the V| binding domain in a bacterial, yeast, mammalian or alternative expression
system.

3. The method of claim 1 or claim 2, wherein said transgenic rat has been engineered to have a reduced capacity to
produce antibodies which include light chains.

45
4. The method of any one of claim 1 to 3, wherein immunoglobulin heavy chain loci endogenous to the rat are deleted
or silenced.
5. The method of any one of the preceding claims, wherein the V heavy chain locus comprises more than one Vi
50 gene segment, more than one D gene segment and more than one J gene segment.

Patentanspriiche
55 1. Verfahren zur Herstellung eines Antikdrpers mit lediglich Schwere-Kette-V};, umfassend:

(a) Immunisieren einer transgenen Ratte, die einen heterologen Schwere-Kette-V-Locus exprimiert, mit einem
Antigen, wobei:
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(i) der Schwere-Kette-V;-Locus eine variable Region, die wenigstens ein natlrlich vorkommendes V;-Gen-
segment umfasst, wenigstens ein D-Gensegment, wenigstens ein J-Gensegment und wenigstens eine
konstante Schwere-Kette-Region umfasst und wobei die V-, D- und J-Gensegmente von einem Menschen
stammen,;

(i) die konstanten Regionen jeweils keine Cy1-Doméne codieren;

(iii) ein V;-Gensegment, ein D-Gensegment und ein J-Gensegment unter Bildung einer VDJ-Codiersequenz
rekombinieren kénnen;

(iv) bei Expression desrekombinierten Schwere-Kette-V-Locus ein l6slicher Antikérper mit lediglich schwe-
rer Kette gebildet werden kann, der eine I8sliche, antigenspezifische V,-Bindungsdoméane und eine kon-
stante Effektorregion ohne eine Cpy1-Doméane umfasst;

(b) Isolieren einer Nukleinsduresequenz, die den Antikérper mit lediglich Schwere-Kette-V codiert, aus Anti-
kérper produzierenden Zellen; und

(c) Herstellen des Antikérpers mit lediglich Schwere-Kette-V; unter Verwendung rekombinanter DNA-Techni-
ken.

2. Verfahrennach Anspruch 1, ferner umfassend Klonieren eines die V-Bindungsdomane des Antikérpers mit lediglich
Schwere-Kette-V|, codierenden V,-Locus und Exprimieren der V,-Bindungsdomane in einem bakteriellen, Hefe-,
Sauger- oder alternativen Expressionssystem.

3. Verfahren nach Anspruch 1 oder Anspruch 2, wobei die transgene Ratte so konstruiert wurde, dass sie eine ver-
minderte Kapazitat zur Herstellung von Antikdrpern, die leichte Ketten enthalten, besitzt.

4. Verfahren nach einem der Anspriiche 1 bis 3, wobei fir die Ratte endogene Immunglobulin-schwere-Kette-Loci
deletiert sind oder einem Silencing unterzogen wurden.

5. Verfahren nach einem der vorhergehenden Anspriiche, wobei der Schwere-Kette-V4-Locus mehr als ein V4-Gen-
segment, mehr als ein D-Gensegment und mehr als ein J-Gensegment umfasst.

Revendications

1. Procédédestinéalaproduction d’un anticorps a chaine lourde uniqguementavec Vy comprenantles étapes consistant
a:

(a) immuniser un rat transgénique exprimant un locus hétérologue de Vi, d’'une chaine lourde avec un antigéne,
dans lequel :

(i) le locus de V,, d’'une chaine lourde comprend une région variable, qui comprend au moins un segment
de géne Vy existant naturellement, au moins un segment de géne D, au moins un segment de géne J et
au moins une région constante de chaine lourde, et dans lequel les segments géniques V, D et J sont
dérivés d’un étre humain ;

(i) chaque région constante ne code pas pour un domaine Cy1 ;

(iii) un segment de géne Vi, un segment de géne D et segment de géne J sont capables de se recombiner
pour former une séquence codante de VDJ ;

(iv) le locus recombiné de V|, d’une chaine lourde, quand il est exprimé, est capable de former un anticorps
soluble & chaine lourde uniquement, qui comprend un domaine soluble de liaison V|, spécifique d’un anti-
gene et une région effectrice constante dépourvue d’un domaine Cy1 ;

(b) isoler une séquence d’acides nucléiques codant pour I'anticorps & chaine lourde uniquement avec Vi a
partir de cellules productrices d’anticorps ; et
(c) produire I'anticorps & chaine lourde uniquement avec Vi en utilisant des techniques d’ADN recombinant.
2. Procédé, selon la revendication 1, comprenant en outre le clonage d'un locus de V|, qui code pour le domaine de
liaison Vi de lanticorps & chaine lourde uniquement avec Vi, et I'expression du domaine de liaison Vi dans un

systéme d’expression bactérien, de levure, mammalien ou alternatif.

3. Procédé selon la revendication 1 ou la revendication 2, dans lequel ledit rat transgénique a été génétiquement
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manipulé pour avoir une capacité réduite de production d’anticorps qui comprennent des chaines légéres.

Procédé selon 'une quelconque des revendications 1 a 3, dans lequel les loci de chaines lourdes des immunoglo-
bulines endogénes au rat sont supprimés ou rendus silencieux.

Procédé selon 'une quelconque des revendications précédentes, dans lequel le locus de V|, d’une chaine lourde
comprend plus d’'un segment de géne V|, plus d’un segment de géne D et plus d’'un segment de géne J.
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FIG. 4
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CEACGECCCATCGETCTTCCC
CARGGGCOCATCGETCTITCOC
:cmf;fscccmcwcmce
CCARGGECCCATCEGTCTTCCC

LCTGGCECCCTGCTCCAGEAGCACCTCCEAGRGCACAGECECCCTREECTGCCTCETCAAGGACTACTICCCCGARCCEE
CCTGECECCCTECTCCAGGAGCACCTCCGRGAGCACAGCGECCCTEEGCTECCTGETCARGGACTACTTCCCCCRAACCEE
CCTGECGCCCTECTCCACGAGCACCTCCEAGAGCACAGCEECCCTGEECT GCCIGETCARGGACTACTTCCCCERACCEE
CCTGGCGCCCTCCTCCAGCAGCACCTCCEAGAGCACAGCEECCCTGEECT GCCTGETCARGGACTACTTCCCCERACCER

CCTGECGCCCTECTCCACGAGCRCCTCCEAGAGCRCAGCEECCCTEEECTGCCIGETCAAGGACTACTICCCCERACCEE

CH1

CACEGTGICCICEARCTCAGECECTCTGACCACCEGCETCCACACCTTCCCAGCTCICCTACAGTCCTCAGGACTCTAC
TGACGETEICCTECRACTCAGGLECTCIGACCAGCEECETGCACACCTTCCCAGCTGTCCTACAGTCCTCAGEACTCTAL
TCACCETGICCTEEARCTCRECCECTCTGACCAGCEECETGCACACCTTCCCACCICTICCTACACTCCTCAGGACTCTAC

GACGGIGTCGICEARCTCAGECECTCTGRCCAGCEECETGCACACCTTCCCAGCTGTCCTACAGTCCTCAGGRCTCTAC

CACGGTGTCETGERACTCACCCECTCTCACCAGCEECETECACACCTTCCCAGCTCTCCTACAGTCCTCAGGACTCTAC

CH1

TCCCTCAGCAGCETEGTEACCETECCCICCAGCARCTTCGECACCCAGRCLTACACCTGCARCGTAGRTCACRAGCCCRG
CCCTCAGCAGCEIGETGACCETRCCCTCCAGCARCTTCEECACCCABACCTACACCTGCAACCTAGATCACRAGCCCAG
CCCTCAGCAGCETGETGACCETGCCCTCCAGCARCTTCGGCACCOAGRCCTACRLCTGCAACG RCATCACAAGCCLAG
CCCTCAGCAGCETEETCACCETECCCICCACCARCTTCEECACCCAGACCTACACCTGCRACCTAGATCACRAGCCCAG
CCCTCAGCAGCETCOTGACCETGCCCTCCARCARCTTCRGCACCCAGRCCTACACCTGCARCGTAGRTCACARGCCCAG

_CH1 ___,9 Hinge

RACRCCARGAGCCCARATGITGTCTCEAG
CARCRCCARGAGCBCARATGTTGTGTICEAG
CAACACCAAGAGCGCARATGTTGTGICCAG
CARCACCAAGAGCGCARRTCTTGTGTCCAG

$0GTCBACMGACAGTT

[RACACCAAGACCCARATGTGIGTCEAG

33



EP 2 311 874 B1

FIG. 5
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