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1. —FhGVHDHY FIR; 8vG T A &4, HAF B TiE A TR EH A — B4R . sl e
MRS -

157 FFIK# (Blautia) J& .

R (Clostridium) J&-

KM (unclassified Clostridiales) .

ZF (Actinomyces) J& -

BT B (Parabacteroides) J&-

M HE (Lachnoclostridium) J& .

AT # (Bacteroides) J& .

WiZEFT 5 (Faecalibacterium) J& -

KB EIEH (unclassified Lachnospiraceae) «

P (Roseburia) J& -

J84 5 BRI (Ruminococcus) J&-

KR EEER (unclassified Firmicutes) o

Z IR (Dorea) J&

F*Fi T (Phascolarctobacterium) J& -

PR (Sutterella) J& .

E H i E (Megamonas) J&

PRI B (Collinsella) J&-

AT B (Eubacterium) J& -

#EKTH (Coprococcus) J&-

Schaalial& .

FHHE (Alistipes) J&-

XA (Bifidobacterium) J& .

AT (Lactobacillus) J&-

FRIKEKE (Veillonella) J&-

RAMDIRE (Anaerostipes) J&-

FERHTE (Bilophila) J& .

TEREREE (Butyricicoccus) &

E B (Barnesiella) J&-

Fusicatenibacter)&-

Flavonifractor/g .

A9 B BK T (unclassified Ruminococcaceae)

K FEME (unclassified Clostridiaceae)

Faecalicatenal&-

Y FHIRIKH (Prevotella) J&.

EFRIE I (Megasphaera) Ja .

Robinsoniella/&-

PR ZJE P (Faecalitalea) J&+
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H

FI27E (Lachnospira) J& LA &
Romboutsiafg.

2 MRGERAESRI TR A &Y, HEE R TR A N JET R — B9 sCeqIm

I,

=

A1 557 R K R

SN EN

RO FME (unclassified Clostridiales) s
TR TR i

I T i

FLIR T &

A

AT T

K HKEIEE (unclassified Lachnospiraceae) o
EZ N =N

EA=EENETNEN

R IJEEER (unclassified Firmicutes) o
Z R

FEhi A E

[ EBMETEN

B R

AT S5 K TR

AT & B &

FEERH & o

SRTERAESRI A A &Y, HEE R TERE M JET s — B4R sCeIm

ﬁ%ﬁ%ﬁﬁ\

SN EN

K FEME (unclassified Clostridiales) .
TR TR i

FIEPYSRESVEN

FUIR R J& -

A

K FKEIEE (unclassified Lachnospiraceae) o
F IR JE

EA=EENETNEN

EEDRANCTIEN

WISEAT 11

Schaalialg .

FIFL
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LT TR
FLAF R

F3 IR ICER TR JE
EINE) =N

RAPRJERER (unclassified Firmicutes) .

RAMDIRE (Anaerostipes) J&-

AT S5 K TR S
TEREREE

£ BT G R J& B &
Fusicatenibacter)&.

4 AREBANZORSPTR A &7, R & B TR A N EP e — B4R sCeIm

A7 R IR A
A&

R4 KRB (unclassified Clostridiales) <

e AL =N

A UFT B )
FUAR B E UL K
PR B

5ARTERAESRI R A &Y, HEE R TR A M JET s — B4R sCeIm

m ST BB

K FEME (unclassified Clostridiales) .
K FKEIEE (unclassified Lachnospiraceae) o

B JE
Jod B ER A

KK EEER (unclassified Firmicutes) «

EINE) =N
AT TR
R D TR
A

A7 57 5 PR TR
FIEPYIRVEN
SRRV EN
Al AT IS R
AT 1 e

FEER TR R |

REAMIRE (Anaerostipes) J&-

I E T
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Flavonifractor/g .

AR4r9 B BRA (unclassified Ruminococcaceae) .
RIPFEME (unclassified Clostridiaceae) .
TIRIKEE

Faecalicatena&-

HHEIRKEE-

NN

FLIR R &

FIFL

[SB=/ATIEN

Robinsoniella/&-

Fusicatenibacter /& .

WY’ 8: IS

R R E

IR DL

Romboutsiag&.

6. MR AR ZRE TR A&, KA S B TR B Mg AE— B4 s E A1

WISEAT 11

KM (unclassified Clostridiales) .

KB FEIEE (unclassified Lachnospiraceae) «

B &

EA=EENETNEN

KR EEER (unclassified Firmicutes) o

EINE) =N

Fhi A E

[ EBMETEN

A

A1 55 R K R

I T i

B 5 R e

AT 357 K TR 8

AT & B &

FEERH &

7. —PGVHDI 1B BiEIT AL G, AL &8 N IRDNA R BB T A&, Brid
DNAEL & 5 7 519w 1 ~ 120 At 7~ AT — Bl 22 /37 51 B A5794 %6 DL - B AR ] PR B 2 72 51

8. MRIEAHNZ R THTR I H A, A E : 5 A T IADNARI A 56 B E AT 44, Fridi DNA
B 5 F 5 %5 121 ~ 152 7~ AT —§88: 7 51 2 94 %6 LA (1) AH [R] 14 B i 15 471

9 MRIERRNZRTHTR I H AN, A E : 5A T IADNARI A 56 5L E AT 414, Fridi DNA
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5 575 %5 153~ 198 7~ BT — B8 7 51 2 A 94 %6 LA (1) AH [A] 14 B 3 /32 471

10 MR 4 BUR| R OFT IR &4, B & &8 FTIRDNA 4R B eI A &, Frid
DNAEL & 5 5 5195 199~ 201 o AT — 8822 17 71 A 94 %6 LA _E 1) AR R 14 IR B2 5 1

1 AR AR R TR IR H A9, B S 58 FIRDNAM Y B eI A 5, frid
DNAEL & 5 5 195 202 ~ 31 2 B/ AT — 822 7 71 LA 94 %6 LA 110 AR R 14 IR B2 5 71

12 MR PR ESR LI FTIRH &9, FoB & A N IRDNA N 5 eI A&, Frid
DNAEL & 5 )5 5195 313~ 344 Bt AT — B2 5 51 2794 %6 A L 11 AR R 1 RO Bl 22 3 71 o

13 ARPERCRIE R LR 54, Hodr,

MpENIEE FRgiw i 2/ D 1R

TR PUAT BE (Bacteroides vulgatus) .

FAFFFE Bacteroides stercoris)

PP (Bacteroides uniformis) .

FERAMITHFIKE Blautia wexlerae) «

AT FiBacteroides sp.AR29.

KAEZ IR (Dorea longicatena) o

Phascolarctobacterium faecium.

3% A5 57 HrF5 5 (Blautia massiliensis) .

J8 B BRFRuminococcus sp.K-1.

NI AUAT # (Bacteroides ovatus) «

PG FEAT 5 (Faecalibacterium prausnitzii) «

FIEE B Megamonas funiformis) «

HHEIE AT Bifidobacterium adolescentis) «

HAERE B PR ([Ruminococcus]torques) .

FEASMT M (Collinsella aerofaciens) «

FEIFF B (Parabacteroides merdae) .

TS A BEibutyrate-producing bacterium M104/1.

B AT Bifidobacterium faecale) .

P FEClostridium sp.826.

FEJEPUAT I (Bacteroides coprocola) «

F P HIKH Roseburia faecis)

FI2Fl FLachnospiraceae bacterium DJF_ VP18k1.

M Clostridium sp.AT4.

PIKFAHE (Lactobacillus rogosae) .

T A BEibutyrate-producing bacterium A2-207.

P W Roseburia sp.1120.

Z WA Bacteroides dorei)

R/ INEE AT (Bifidobacterium pseudocatenulatum) .

OB RIE H Megasphaera massiliensis) «

AN Bacteroides massiliensis) s
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Anaerostipes hadrus.

JELE R (Alistipes putredinis) .

E4AT FParabacteroides sp.D25.

B E b P FEE G Roseburia inulinivorans) .
FE&HH % Bilophila sp.4_ 1 30.

- CARFT I (Flavonifractor plautii) .

S E A (Eubacterium ventriosum)

RHE H4NEClostridiales bacterium 80/3.
Butyricicoccus faecihominis.

T4 Z 2B M (Bacteroides cellulosilyticus) <
I ZEBR A (Coprococcus catus) .

21K BT (Parabacteroides johnsonii) s

L I2FRl FLachnospiraceae bacterium DJF__RP14.
1R I8 B BRE ([Ruminococcus]gnavus) «

K XA E (Bifidobacterium longum) <
BAREFERIF B (Bacteroides xylanisolvens)

W R B YK (Prevotella stercorea) .

P PUAT B (Bacteroides plebeius) .
JREEREFirmicutes bacterium DJF_ VR50.
RS (Sutterella wadsworthensis) o

FLI2Fl FLachnospiraceae bacterium 11 57FAA.
YRTEA 57 KF G (Blautia obeum) .

g = BTG A (Barnesiella intestinihominis) .
kA EAF 1 ([Eubacterium]eligens) .

A ZEBR R (Coprococcus comes) .

J88 B BRFRuminococcus sp.DJF_ VR70k1.

TS A HEibutyrate-producing bacterium A2-175.
IR PR 5 J& # (Faecalitalea cylindroides) «

i 57 KK FiBlautia sp.YHC-4.

REHEREEHFMRE ([Clostridium]lglycyrrhizinilyticum) «
J8 5 BRI Ruminococcus sp.653.

12 4988 B BRI (Ruminococcus lactaris) o

THEr A Hibutyrate-producing bacterium SM6/1.
TS A Hibutyrate-producing bacterium SS3/4.
BRE R FE Clostridiaceae bacterium DJF_ 1S40,
AT HBacteroides sp.1_ 1 30,

A Bacteroides nordii) .

B 5T (Fusicatenibacter saccharivorans) .
T A Hibutyrate-producing bacterium SL7/1.
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INERFRH ([Clostridium]scindens) .
KIS B FUFF B (Parabacteroides distasonis) «
Schaalia odontolyticax

FPUFFH Bacteroides faecis)

e 55UAT 1 (Bacteroides fragilis) .

fifi FAR I ([Clostridium]bolteae) LA

M Clostridium sp.HGF2,

14 AR IEBRER ISP 2 &4, Hodr,

MpE NIEE FRgiw i 2 /D 1R:

BT # (Bacteroides vulgatus) .
FAFFFE Bacteroides stercoris)
PP (Bacteroides uniformis) .
FRAFTRIK A Blautia wexlerae) .

AT FiBacteroides sp.AR29.

KAEZ IR (Dorea longicatena) o
Phascolarctobacterium faecium.
O35 Wik A (Blautia massiliensis) s

J8 5 BRI Ruminococcus sp.K-1.

NI AUAT # (Bacteroides ovatus) «

PG FEAT 5 (Faecalibacterium prausnitzii) «
FIEE B Megamonas funiformis) «
HHEIE AT Bifidobacterium adolescentis) «
HAERE B PR ([Ruminococcus]torques) .

FEASMT M (Collinsella aerofaciens) «
FEIFF B (Parabacteroides merdae) .

TS A BEibutyrate-producing bacterium M104/1.
B AT Bifidobacterium faecale) .

M Clostridium sp.826+

FEJEPUAT I (Bacteroides coprocola) «

F P HIKH Roseburia faecis)

FI2Fl FLachnospiraceae bacterium DJF_ VP18k1.
M Clostridium sp.AT4.

P AFTHE (Lactobacillus rogosae) .

T A BEibutyrate-producing bacterium A2-207.
P Roseburia sp.1120.0L &

Z K HWFFE Bacteroides dorei) .

15 AR RFER ISP 12 &4, Hodr,

MpE NIEE FRgi i 2D 1R:

B # (Bacteroides vulgatus) .
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FAFAT I Bacteroides stercoris)

PP (Bacteroides uniformis) .

FERAMITHFIKE Blautia wexlerae) «

WA iBacteroides sp.AR29.

KA4EZ IR (Dorea longicatena) o

Phascolarctobacterium faecium.

34 57 HrF5 5 (Blautia massiliensis) .

J81 B BRFRuminococcus sp.K-1.LL &%

YN (Bacteroides ovatus) o

16 ARPERCHEL R 1~ 15— BT iR 4054, Hodr

GVHD A 2 [l F K Pt 14 B A ] e A9t 14 () GVHD

17 ARPERCHNEL SR 1~ 15— BT iR 454, Hodr

GVHD N 718 & 14:GVHD .

18. — FhGVHD I T 7 5y o7 F I 3 il 551, AL S AR 2L 3R 1~ 17 AF — T iR 1 4H.
Y.

19. —FGVHDEVG YT 77 1%, HeH

X GVHD i Tt AR B3R 1~ L7 iR AR — ST iR ) 2 54 BRI 22 5K 18 i ik (1) Jise 3
Ao

20. — FRGVHDR; 7772, Herbr,

E & I 40 BB HEL A B2 A8 JS B3 1 A I 8, o) I~ 200 R A 0 SR8 3 it FH SO 22
RI~1THAE— TR A4 BRI 2R 18 i i (1) Jis 2 i) 771

21 . — PP 40 P AR AE B i 77 7%, L

FEM NIRRT B ZE(E H , B AR B3R 1 ~ 15 AE— T0 Bt (1) 20 B8 [P A7 AE , A
P IR H BE AF LR B A B KA i .

22 — FhSAE e MRS 1 A R S R s 7 v, Hodr,

TEM NIRRT B ZE(E H , B AR B 3K 1 ~ 15 HRAF— T0 Bt (1) 20 B [P A7 AE BRI
T RTIR AN AT AE R 2SR A o BN K S AR BRI A R A

23— FhS A6 40 B WS HE FH 15 ) il o7 v, o

TEM NIRRT B ZE(E H , B AR 23K 1 ~ 15 AF — T0 Bt (1) 20 B (R A7 AE IR
T T 4 TR AT AR I 2E A R BZ AN S B B A5 B B AT AL .

24 MRPEABRNEE R 23 BTk (1) 77 7%, Hodr

1177 9 Jid 1) 71

25. *ETE*X%UE*ZI~24q34£—1ﬁﬁﬁ5$%73?£ Hor,

NI AFEIVOET 165 rRNASE KA AT
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HXBEYUE R TRT Ea T A &4

BRARGUE
[0001] ARSI Kt & i AN AL &0 » 5l R AT S RS AR A 32 (GVHD) FA Tl Bcv
ST REED.

EREA

[0002] &) Ffids if T AU BEAEAE (allo-HSCT) A &% Flt I ¥ 5 98 B AR 76 1 VR 7 kM ) vz 5K
Jiti, fHfERfal 1o-HSCTH S PEGVHD 2 5 5 Kk o B GLFF H1I i) 21 B H AORE 2 — o /E 1% GVHDH
WIEIRIT (— IR AT 2577 b 5 Joa 28 [l B i g CGRIERE) , (S B8 R K
Z1N—=2F (Blood.2007;109 (10) : 4119-4126. CIEL R SCHR1) ) , EAAFLERISL T KA
J7 o

[0003] T 5AMA PN 4B AT AU P A B T ) 2 EH0 ) A e T A b iR 2 S AR L 72
A T S 4l i MRSt vk (fecal microbiota transplantation:FMT) i& T
allo-HSCT/5 HIGVHDR A e (Blood. 2014 ;124 (7) :1174-1182. AL FISCHR2) ) o b4k, 55
TEMT, C A H ARF#2013-5375315 Adk (LRISCHERD  H AR:£2016-5018525 A4k (£
FISCHR2) , H A% F 5564080925 Ak i) K #H .

[0004]  4RTf, GVHD- 5 FMT ) < B 1 AN B A

[0005] B HARSCHER

[0006] & F| Sk

[0007]  &R|SCHRL : H AHF#2013-5375315 Ak

[0008]  &F|SCHR2: H AHF#2016-5018525 A #k

[0009]  LFISCHER3: H AL F 2564080925

[0010]  qE&FISCHk

[0011]  JELFISCHRL:Blood. 20075109 (10) :4119-4126.

[0012]  JE&FSCHR2:Blood. 2014124 (7) :1174-1182.

[0013]  HEHF|SCHR3:Bone Marrow Tranplantation 1995;15,825-828.

RAAE

[0014]  ZAT W] BT B A R X A i) i

[0015] 77 W Jnll AR B 15x il S EGVHD ) By iRy AL & 0o H

[0016]  fif bR e A A R B T

(00171 AJWIZE N 1 MO P ik e il M BEAT 1 B AR (O 46 2R, S M e 0 35 SR 36
)2 B A ) 4540, B Dy b TR0 BV T GVHD , 38 e 68 e Sk Y T 28 18 110 48 B A\ v 4 55 7
GVHD A FBTT BRI T7 A7 R B » 10 SE il 1 AR

[0018] B, AR BA @R

[0o191 (1)

[0020]  —FhGVHDR U5 BBy T FHAL G, HE& R Tk B Tk @+ i AE— &I 40 5%
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EAIAHSE :

[0021]  FiZ545 KB (Blautia) J& .

[0022] #E (Clostridium) J& .

[0023] KK (unclassified Clostridiales) .
[0024]  Jl £k (Actinomyces) J&-

[0025]  EIHIFFEE (Parabacteroides) J&-

[0026] F M (Lachnoclostridium) J&-

[0027]  HIFFE (Bacteroides) J&-

[0028]  #§F&AF1# (Faecalibacterium) J&-

[0029] R4ZEEMEHE (unclassified Lachnospiraceae) .
[0030] %K (Roseburia) J&.

[0031] %7 5 BKE (Ruminococcus) J& -

[0032] K/ JEEER (unclassified Firmicutes) s
[0033]  Z/RIKH (Dorea) J& .

[0034] AT (Phascolarctobacterium) J& .
[0035]  FHAFIKE (Sutterella) J&.

[0036] | HAJfIEE (Megamonas) J& .

[0037]  MIMRITECES (Collinsella) J&+

[0038]  fLAFEE (Eubacterium) J&-

[0039]  #&FKREE (Coprococcus) J& .

[0040]  Schaalial&-

[0041] i (Alistipes) J&-

[0042] W AFEE (Bifidobacterium) J&-

[0043]  FLFE (Lactobacillus) J&-

[0044]  FZEEIRE (Veillonella) J& .

[0045]  [RAHEIRE (Anaerostipes) J&-

[0046]  WEJHTE (Bilophila) &«

[0047]  TEEERIE Butyricicoccus) J&-

[0048] [ REHFIGHE (Barnesiella) J&+

[0049]  Fusicatenibacter)&.

[0050] Flavonifractor/&-

[0051] K428 B B (unclassified Ruminococcaceae) «
[0052] KB MHE (unclassified Clostridiaceae)
[0053] Faecalicatenald-

[0054] EFEIRICTH (Prevotella) J& .

[0055] EFKIE B (Megasphaera) J& «

[0056] Robinsoniella/s-

[0057] R &1 (Faecalitalea) J& .

[0058] FIZTE (Lachnospira) J& LA K

11
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[0059]
[0060]
[0061]
=

[0062]
[0063]
[0064]
[0065]
[0066]
[0067]
[0068]
[0069]
[0070]
[0071]
[0072]
[0073]
[0074]
[0075]
[0076]
[0077]
[0078]
[0079]
[0080]
[0081]

[0082]
=

[0083]
[0084]
[0085]
[0086]
[0087]
[0088]
[0089]
[0090]
[0091]
[0092]
[0093]
[0094]
[0095]

Romboutsialg.
(2)
W4 (D) FriRA ey, HEERETEE TRBEYRT—BRAE . 8CelMrid

A 55 R G TR

R JE

KM (unclassified Clostridiales) s
TR 5 i

FIEPYRRE)EN

FARTHE

TN B J&

WISEAT 1R

RFEEIET (unclassified Lachnospiraceae) o
EAN )N

EA=EENCTIEN

A4 RJEEER (unclassified Firmicutes) .
Z KRR B

EHATEE

[ SMETNEN

B R JE

] A 37 B TR i

AT B & LA

FERA -

3)

WA (D) rd &, HAFETER PR EY N —BRIAE . BUE T4

A 55 R G TR

R JE

R4 H (unclassified Clostridiales) .
JBUER 5 i

FIEPYRREIEN

FARHEE

TN B J&

R FEEIET (unclassified Lachnospiraceae) o
EAN )N

EA=EENCTIEN

EH AT E

WISEAT 1R

Schaalialg .

12
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[0096] S &

[0097]  UELHT B )

[0098]  FLAT I )& -

[0099]  FiZRIKEBRTFE &

[0100]  ZIRIKEJ&E.

[0101] KK JEEERE (unclassified Firmicutes) .
[0102]  JR& IR (Anaerostipes) J&-

[0103]  Fl Ak 7 I 1 )

[0104] T EREKE &

[0105] [ AR B & L LA &

[0106] Fusicatenibacter)g.

(01071  (4)

[0108]  #R#E (3) FriAMAHEY), HESE TEE TR EFMME— B4 Bl e M1 4H

A
=

[0109] A 55 45 IK I Je

[0110] HRE & .

[0111] R4 E (unclassified Clostridiales) «

[0112] TR E

[0113]  EIFAFE & .

[0114]  FLHR W& LA K&

[0115]  FAFF & -

[0116]  (5)

[0117] R4 () Frid A &Y, R B T E TR B RME— B . sl e 14

A
=

[0118]  WiZEAFEE .

[0119] KM E (unclassified Clostridiales) «
[0120] R/KEIEE (unclassified Lachnospiraceae) «
(01211 ¥FKHFEE.

[0122] W HEERFEE.

[0123] KK JEEER (unclassified Firmicutes) .
[0124] Z/RIKEEJE.

[0125]  FHhitFEE.

[0126]  BE4FIR B &

[0127] AT H & -

[0128] A5 5 K 1 e -

[0129]  EIHAF B & .

[0130] PR =

[0131]  FT Ak 37 I 1 )

[0132]  fRAFTH &

13
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[0133]  ZRERE & .

[0134]  JR& IR (Anaerostipes) J&-

[0135]  WEHHEE .

[0136] Flavonifractor/&-

[0137] K428 B B (unclassified Ruminococcaceae) «
[0138] KM (unclassified Clostridiaceae) .
[0139] T EREKE &

[0140]  Faecalicatenald-

[0141] - EEIRIK & |

[0142]  HRE B

[0143]  FMR &

[0144]  FEHE B

[0145]  EERILHJE -

[0146] Robinsoniella/s-

[0147]  Fusicatenibacter)&.

[0148]  E=L RRLHT IR 4

[0149] KT JEHEE-

[0150]  EMZE & DL &

[0151]  Romboutsialg.

[0152]  (6)

[0153] R4 5) FridIH &Y, KA B T H TR B IME— B . sl e 14
=

[0154] AT B )&

[0155] KA/ ZHMREE (unclassified Clostridiales)
[0156] KK EIEE (unclassified Lachnospiraceae) «
[0157]  Z'IKEJE

[0158] 457 5 B )

[0159]  K/pJEJEEER (unclassified Firmicutes)
[0160]  Z/RIKE &

[0161]  FHhitFEE .

[0162] BG4I B &

[0163]  HUAT B )&

[0164] A1 55 4 K I ) -

[0165]  EIFUAT B &

[0166] E HAEEEE -

[0167]  FT Ak 7 I B )

[0168]  fLAT# J& LA K&

[0169] ZEIRTFHE .

[0170]  (7)
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[0171]  —FhGVHDHI PRy BT AL &4, AL« &8 N IRDNAR 4 B eI 4 A B
IRDNAELE 5 7 51 5 1 ~ 120 s AT — B2 5 21 H A 94 %6 LA _E 1) AR R4 I B2 5 71
[0172]  (8)

[0173]  #R4E (1) Frid A &40, HAL S A N ARDNARI A 56 B E AT AL &, FriRDNAG &
55595121~ 152 s AR — B2 /5 51 B A 94 % DA AR PR B S 7 21

[0174]  (9)

[0175]  #R4E (1) Frid A &40, HAL S 58 T ARDNARI A B B E AT AL &, FriRDNAG &
55 5195 153~ 198 7 AR — Bl 2 /7 51 B A 94 % DA _E 1 AH R PR IS 7 21

[0176] (10)

(01771 #R4E (9) Frid A &40, HAL S - A T ARDNARI A B B E AT AL &, FriRDNAG &
555905199~ 201 s AR — B 2L 17 71 B A 94 % DA _E I AHTR PR B8E 7 51

[0178] (11)

(01791 #R¥E (1) Frid A &40, HAL S 58 N ARDNARI A B B E AT AL &, FriRDNAG &
555905202~ 31 2 Fr7n AR — B 2% 17 71 B 94 % DA _E I AHTR PR IS 7 31

[0180] (12)

[0181]  #R¥E (11 Prid I &4, HAE A N ARDNARI A B B eI 124G, Bk DNALL
T 5 F A 985 313~ 344 P AR — B AL 7 71 B A 94 % DA AR PR B L 7 21

[0182] (13)

[0183]  #R¥E (1) Prk I 2H &4, H,

[0184]  4HTR Jyik H FiR4HEE ) 2= /D15

[0185] YEAUATE (Bacteroides vulgatus) .

[0186] & HALFF B (Bacteroides stercoris) s

[0187]  EJEIMF B (Bacteroides uniformis) o

[0188] FH KA HFFIK T (Blautia wexlerae) .

[0189] A éBacteroides sp.AR29.

[0190] KHZL /RIKH (Dorea longicatena) .

[0191]  Phascolarctobacterium faecium.

[0192] L 3E4i95 Wrdr i (Blautia massiliensis) «

[0193] 8 B BRFRuminococcus sp.K-1.

[0194]  PPERIFF B (Bacteroides ovatus) .

[0195] K AFEAT 1 (Faecalibacterium prausnitzii) «

[0196] HIEE HAuE (Megamonas funiformis) .

[0197] FHFHEMNEHMH Bifidobacteriumadolescentis) .

[0198] %% 5 Bk ([Ruminococcus]torques) .

[0199]  ;P=Sf[#MHFE (Collinsella aerofaciens) .

[0200]  ZEEIFLAFE (Parabacteroides merdae) «

[0201] TEErF“A Hibutyrate-producing bacterium M104/1.

[0202]  ZEXEAFE Bifidobacterium faecale) .

[0203] #ZEClostridium sp.826+
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[0204]
[0205]
[0206]
[0207]
[0208]
[0209]
[0210]
[0211]
[0212]
[0213]
[0214]
[0215]
[0216]
[0217]
[0218]
[0219]
[0220]
[0221]
[0222]
[0223]
[0224]
[0225]
[0226]
[0227]
[0228]
[0229]
[0230]
[0231]
[0232]
[0233]
[0234]
[0235]
[0236]
[0237]
[0238]
[0239]
[0240]
[0241]
[0242]

PRI E (Bacteroides coprocola) «

F P UKW Roseburia faecis) .

2Rl FLachnospiraceae bacterium DJF_ VP18k1.
M Clostridium sp.AT4.

P FLFE (Lactobacillus rogosae) «

THE "4 Hbutyrate-producing bacterium A2-207.
P HRoseburia sp.1120.

ZIKHWAHE Bacteroides dorei) .

B/ INEE XU AT 7 (Bifidobacterium pseudocatenulatum) .

OFEBIRIEH Megasphaera massiliensis) «
LA Bacteroides massiliensis) s
Anaerostipes hadrus.

JEIEFEAT R (Alistipes putredinis) .

BT FParabacteroides sp.D25.

BT FERIC B Roseburia inulinivorans) .
& HH B lophila sp.4__1__ 30

P ICMHAH (Flavonifractor plautii) o

"4 iE AT (Eubacterium ventriosum) «

R HE H4lFClostridiales bacterium 80/3.
Butyricicoccus faecihominis-.

B E (Bacteroides cellulosilyticus) «
RELFEBRE (Coprococcus catus) «

21 EIHAT 1 (Parabacteroides johnsonii) «
2R} FLachnospiraceae bacterium DJF  RP14.
IR B BRI ([Ruminococcus]gnavus) «

KX ATH (Bifidobacterium longum) <
BAREBFEHIATE (Bacteroides xylanisolvens)
HrRE Rl B K (Prevotella stercorea) .

P JUAT B (Bacteroides plebeius) .
JEEERFirmicutes bacterium DJF_ VR50.
SRR B (Sutterella wadsworthensis) «

EZF FHLachnospiraceae bacterium 11 57FAA,
YRIE A 55 K¢ IR B (Blautia obeum) .

f7iE e B B (Barnesiella intestinihominis) «
A E A ([Eubacterium]eligens) «

AR ZEBRTE (Coprococcus comes) -

J8 B BRFRuminococcus sp.DJF_ VR70k1.

THE A Hbutyrate-producing bacterium A2-175.
IR R 5B (Faecalitalea cylindroides) s
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[0243]
[0244]
[0245]
[0246]
[0247]
[0248]
[0249]
[0250]
[0251]
[0252]
[0253]
[0254]
[0255]
[0256]
[0257]
[0258]
[0259]
[0260]
[0261]
[0262]
[0263]
[0264]
[0265]
[0266]
[0267]
[0268]
[0269]
[0270]
[0271]
[0272]
[0273]
[0274]
[0275]
[0276]
[0277]
[0278]
[0279]
[0280]
[0281]

fimFp K FBlautia sp.YHC-4.

AHEREFKRE ([Clostridium]glycyrrhizinilyticum) «
I8 H BRI Ruminococcus sp.653.

12 4988 B BRI (Ruminococcus lactaris) o

TP A Hibutyrate-producing bacterium SM6/1.
T A Hibutyrate-producing bacterium SS3/4.
REFIIFE Clostridiaceae bacterium DJF_ 1S40,
AT HBacteroides sp.1__ 1 30,

AR B (Bacteroides nordii) .

B EEEEAT A (Fusicatenibacter saccharivorans) .
T A Hibutyrate-producing bacterium SL7/1.
INERARH ([Clostridium]scindens) .

K BT B (Parabacteroides distasonis) .
Schaalia odontolytica.

FAFFHE Bacteroides faecis) .

e 55 FUAT B (Bacteroides fragilis) .

fifi FlGAR A ([Clostridium]bolteae) LA K

M Clostridium sp.HGF2,

(14)

R4 (13) Frid &4, 2+,

MEE NEE FRgNE 21 F:

HE P (Bacteroides vulgatus) .

FAFEHFF B Bacteroides stercoris) .

FEIZRUFT B (Bacteroides uniformis) .
FERAATTHFIRE Blautia wexlerae)

AT HBacteroides sp.AR29.

K55Z IRIKH (Dorea longicatena) .
Phascolarctobacterium faecium.

LA 5 WikrE (Blautia massiliensis) s

J8 B BRFRuminococcus sp.K-1.

YNFEHFT B (Bacteroides ovatus) .

A ZEFT 1 (Faecalibacterium prausnitzii) «
HFILE B (Megamonas funiformis) .
HHEIE AT Bifidobacterium adolescentis) «
R B BRI ([Ruminococcus] torques) «

FES MM (Collinsella aerofaciens) «
FEIHFF 1 (Parabacteroides merdae) .

THEF A Hbutyrate-producing bacterium M104/1.
FXWE AT (Bifidobacterium faecale) o

17



CN 115461064 A W OB P 9/37 T

[0282] #ZFClostridium sp.826.

[0283] #&EHUATE (Bacteroides coprocola) «

[0284] ZEZHRIC T Roseburia faecis) .

[0285] F#EFRlFLachnospiraceae bacterium DJF  VP18kl1.
[0286] #ZFClostridium sp.AT4.

[0287] WK HAAFTHE (Lactobacillus rogosae) «

[0288] TEEr A Hibutyrate-producing bacterium A2-207.
[0289] %K HRoseburia sp.1120.0L K&

[0290] Z KM Bacteroides dorei) »

[0291] (15)

[0292]  #R¥E (13) Frid e &4, Horbr,

[0293]  4HTR Hyik H FiR4HEE ) 2= D15

[0294] @ AUATE (Bacteroides vulgatus) .

[0295] & HEALFF B (Bacteroides stercoris) s

[0296] EJELMF B (Bacteroides uniformis) o

[0297] FHEKAAFHFFKE Blautia wexlerae) .

[0298] A éBacteroides sp.AR29.

[0299] KHZL /RIKH (Dorea longicatena) .

[0300]  Phascolarctobacterium faecium.

[0301]  LL3e4io5 HrdF i (Blautia massiliensis) «

[0302] 8 B BRFRuminococcus sp.K-1.LL %

[0303]  PPEALAF B (Bacteroides ovatus) .

[0304] (16)

[0305]  #R4E (1) ~ (15) HAE—TFrR I H &, H,

[0306]  GVHD A2 [ B HR A0 4 B A8 ] e A< i 12k I GVED

[0307] (17)

[0308] R4 (1) ~ (15) HAE—TFrR M H &Y, H,

[0309]  GVHDy/ii& S P GVHD.,

[0310] (18)

[0311]  —FhGVHDI F7 By 7 A ZE 57, A (D) ~ (7) AR — TR I H 54 .
[0312] (19)

[0313]  —FHGVHDHIVAIT 7 ik, Hor,

[0314]  XJGVHDAEZE it FH (1) ~ (17) AL — TRk A4 8% (18) Fridk 1) i 2 il 71
[0315] (20)

[0316]  —BHGVHDTHS 757k, HoHh,

[0317] 7k IfiL 2 M A2 A8 1 B A J B PR AN IR JEA , g I 40 B A% A0S G 2838 it FH (1)
~ (17) FAE— TR 4G4 5% (18) AT i (1) Jie 2 ) 771 o

[0318] (21)

[0319]  —Fh {5 4 & S HE FH B0 VR )3 v, o,

18
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[0320]  7E M ANZFEREBBIMFEEF, BN (1) ~ (15) AL — Tl 1) 20 e A7 AE , KA
T TR 4 R A LR ) S R KA .

[0321]  (22)

[0322]  — 3t fa 40 pi] DA RS AR AN B VA5 D ) 3 g s, o

[0323]  FEMANFEREBBIMFEEF, BN (1) ~ (15) AL — Tl 1) 20 e (1 A7 AE , I
TR YN AT AE B FE A R 43 B AN R K 4 B AR B AN TR A

[0324]  (23)

[0325]  — b {E 4 b RS AE FH 170 ) s 7 v, Horp

[0326]  fEM ANFEREBBIMFEEF, BN (1) ~ (15) AL — TR 1) 20 e A7 AE , I
TR B AT AE B SE R 4 BOZ AN B ) B S B A B A

[0327]  (24)

[0328]  #R4E (23) ATl ity A7y, Hopr,

[0329]  HhilF oM I e )71 o

[0330]  (25)

[0331]  #RHE (21) ~ (24) HAE—TIFTIR I 1%, Hr,

[0332] 4B A7 ERINIEIE16S rRNASEE AT 64T .

[0333]  JREHIAR

[0334]  JEIt A B, BT LTI B y6 97 i S GVHD

Bf 52 R

[0335] [HW1]RF/RIETHFEATIEE (Shannon index) HJaZ FEIETEN 45 A K o

[0336]  [[&]2] /2 F27~FMT Y J& i 300 40 0 AN A J 7K P 2 b 1 1

[0337]  [JE3] 2K /RLLE T & A B 4H TR H 1) 16S rRNAJE PR N FE AR I B BT 45 SR 1

ﬁ%][@M%%ﬁ%ﬁ?%ﬁ%%%ﬁ*%wsmM%ﬁ%%ﬁ%ﬁM%ﬁ%%%
ﬁ&][@M%%ﬁ%ﬁ?%ﬁ%%%ﬁ*%wsmM%ﬁ%%ﬁ%ﬁM%ﬁ%%%
ﬁ%][@M%%ﬁ%ﬁ?%ﬁ%%%ﬁ*%wsmM%ﬁ%%ﬁ%ﬁM%ﬁ%%%
?%]l@ﬂ%%ﬁ%%?%ﬁ%%%ﬁ¢%msmM%ﬁ%%ﬁ%ﬁM%ﬁ%%%
ﬁ%][@M%%ﬁ%%?%ﬁ%%%ﬁ¢%msmM%ﬁ%%ﬁ%ﬁM%ﬁ%%%
ﬁ%][@%%%ﬁ%ﬁ?%ﬁ%%%ﬁ*%wsmM%ﬁ%%ﬁ%ﬁM%ﬁ%%%
KIP

[0344]  [E]10]/2 KR LA JE T He AT B 8 00 4 B ) 16S rRNAKE PR A 4 4 4 T8 A A b7 &5
I
[0345]  [J&]11]/23&7R LA 1 (Species) HTHJ16S rRNAKE K A Fi b i 1 A b 45 R 1
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%)];46] [ 12] & n LA Ff (Species) FHI16S rRNAJE KA F A5 D B DA BT 45 SR 14
%)];47] (137 2 n LA 1 Pl (Species) FHI16S rRNAJE KA F A5 D B DA BT 45 SR 14
%)];48] [ 147 2 Fn LA 1 Pl (Species) FHI16S rRNAJE KA F 5 D B DA BT 45 SR 14
%)];49] [ 157 2 n LA 1 Pl (Species) FHI16S rRNAJE KA F 5 D B DA B AT 45 SR 14
IEEO];SO] (167 /2~ LA 1 Ff (Species) FHI16S rRNAJE KA F 5 D B DA BT 45 SR 14
IEEO];SH [B17] 2R LA Pl (Species) FHI16S rRNAJE KA F 5 D B DA BT 45 SR 14
IEEO];SZ] (18] 2 /n LA 1 Ff (Species) FHI16S rRNAJE KA F 5 D B DA BT 45 SR 14
%)];53] (197 /2~ LA 1 Ff (Species) FHI16S rRNAJE KA F 5 D B DA BT 45 SR 14
P

[0354] A< B AR B A4 SE it 77 =X

[0355] A<k B AR 2], 6 i N 48 B AN FRT v N T R AT A4S 2158 1 20 P A2 A8 JS B GVHD I 8
PG E NG I, T2 2230 1 X GVHD (& 3 47 268 4 8 M A2 132 (fecal microbiota
transplantation:FMT) o FMT{E A2 i ik 1 fid FE N 1) 2488 80 v v it FH 22 VE AL 8 P T oK 2 e
IEH WA A RIE ST, RAEBIN A 5 1 N A AR~ 5 (AR, dysbiosis) AR
B rh A IR TS

[0356] I H., A& B X AR 1 3 i 4 A2 48 5 GVHD I i3 St 1 FMT R JS 1) 838 1
P TR AT, 2 5E T 6P GVHDI TiR)s AN/ Ba T 7 A6 D B8 o fEATT I 45 3R, B 1 GVHD R % 1) i
H HERI LA 8 1), T8 (B T 7 AT A7 A2 B ) 22 57 o 9 H. , PREGVHD AT e ) f 3
SE L) i N R A 9 R GVHD IR VR 7 A6 R B 5 DA JE T 32 AR R FMT 6 o7 28R 1 240 B 4 (B
NCRELPRAL - oAt ZH) v () 47 £E B (AN I S 28252 AR v 1) i i S0 TA] 1 K 58 45 b B P 48 A i
Jit ¥ o3

[0357]  JLZB S, sl Thtth %52 H T 6P GVHDI TR A/ 83697 6 F B -

[0358] 1.FMT

[0359] by T~ JE {5 4 TR M\ B 55 72 FS( AR B B A0 Ab B b, Rkt T DA FH S5 A 34
VERNA KIS SR AL BEY b, B TR R AR AT 2 A 80 7 A2 18 24 V8 77 (191 A=
PR K G MR T AR I BRI A 5 3B 2 R TROE T ) 0 20 A L e AR AR
(1 nFLA20 . 1mm~0 . Smm) b JE T A3 A JEY) BRS040 B8 5 I UTIE D o b Ak, ] DL H
EATH & P DR R SOR BT VA R BB AT VA VR T JR M Z5 RS T A5 60 7 ) o £E A
FIT IR ¥ 71 ) S PR O B L T 5 T LR 2 1 g S5 807 28 1~ 20m LK) A4 o 72 il &l
J&i » EAT B 0T 23 B A0 1 AT A8 A B0 T 5 W A RAARRS - 1R 5 1g 90 . 2- ImL A V& it
ITH R,
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[0360]  BEAT VA VR BV VR TG, A AT DL I & Fiowl CRemhle o SR LA B B I 8)  H vl
R T FE (PEG) T H 2202 380 260 W0 480 SRR 71 R T S50 VR DR 4 751 R / B0 R T MR O
il e

[0361]  FEA K W, RAEAS 3 1) 28540 al L AL HR A ] DATE 38 R AR J5 sl A 2 J5 PR 76~ 10
NS o PRAT-TRL B TERE T PR 72 5 PEIEE A ik AR AT (104 °C)

[0362] i dum bt sl 4% 1 2H & AR I EMT A e o ) 6 IO FMT A RHIC I 78 IR SR 264 (i i IR
A0 IREIREE) RAF BB ARG LN LR R A A AR AT (F14n4°C) &

[0363]  FEAR K BIH, FEA R AN ], Bl an 72 N2 5 NFR 2 (8], Bsh i), B ha A 7 3%
B M) CRAC BB I b B1 () FE (A RL) o FMTHR s B 4 & 90T LR K A A ]
SRR AEIEI AR AR R AN AR 0] DL K I — AN AN e SRR (1) 36 58 441 B A% A 22 I
fi A

[0364]  {E A5 R 59 NGVHD , if LA %% H g I 40 SR RS AR 51 A2 AIGVHD o £ GVHD , 1 BA 24
H % 2 PEGVHD , (H R PR -

[0365] &4 v ml L2 48 jita A, th m DA IR R 1 FH , TR PR 5 o 49 1, ] LA 2% ) 2
T BT 1R E I 70 2 e R 55 v 1 oA IR AL TR e FE A8 ORI 41 4 B8 e e i 25
0 K P AT R A 55

[0366]  FLIXBHERI M ET S , MEBAATRIEH N 9150m1 ~300m1 , LR HEAT 1R AR HE 52
RIPIRES , FEE G AT BT, B4R ~ 2 i BT 3T 20k ~ 41k

[0367]  dyith:, I AR BRI A & PR 4 (it FH) Z2GVHD %%, BE8 VR JTGVH D,

[0368]  mft ¥ 97 R ) s T o » A P A & it L AR 4 ) i DA R W0 8 341 ) P ) e R 28 SR ) 485
R XHERTE MR (CR) FIE - 25 fE (PR) A THI MR 2R (CR+PR) HEAT VPN - X 4 BT M CR
BPRIP) B (A1) A 18 A\ -5 45 P AR IR DA A R 41 83 (2H) wh 1R B MR AT L B AT o f36
FH LA F 2845 1 B0 L DA S HR S 1 2845 (B AnFMT T, B R HIFMTHE 1 ~ 3K 5 1.2 4 J8 &) Y
—HB 0 S it AT 6] ASCA P I P 20 R AP SRR

[0369]  2.CRELPREH - H At 2H 8] 1) B 1K) A7 AE I AN 35 50 1

[0370] DA% B A CRESPREH - I Ath 25 8] 1) B (1) A7 75 7 1 A 3 SI P N FB AR T 1k (narrow
down) I 77 VEA LA 24>

[0371]  J7iEl . BT %l (median) FfIE

[0372] (1) 7F 268 AR (1) &I 1] AU CREEPRAL (FR N “CREZPRZH”) JFB& LA AN 4H (Fk Ky
“HARH”) & H AN JEELOTU (operational taxonomic units) AN FE (relative
abundance) 125 A ) FE A 1) S 2548, B “CREGPREL” 8 “HAth 21” h K — 75 B9 “F 3918 R
0.1% LA L JBEROTUFH - fiFtfr

[0373]  (2) 7 %% I [] A Ak ) CREPREHL L LAt 21 Hh B3 34 J@ BROTU R AR X 32 B2 A 2L P A
ENIE K e

[0374]  (3) B AL E Log2f ¥ ik (Log2 fold change) (CRERPRZH/ILARLL) - hAb
Log2f5 3 A /2 18 , =K H CRERPRZEL A w7 BB LA At 25 (%) A 67 H0 P BE 26, 12 bb 22 056 i
(iK2) o A8 & TP ALECN ORI G DL, BRI A 380 531 R0 . 0001 5 T B Log 25 #424k.

[0375]  (4) Log2f& %481k A0 . 5Lh LI JEBOTURL N ECRELPRAL 42 %, -0. 5L R AL N TE
HoAh2H 45 22 AHE , WCRERPRZ Hh At 44 5 EMT i 1) 32 44 b A2 5501 b 1 Log 2435 B A8 46y 171
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E RSO BAE AR B T BB 0T URY 1 I PR NOR B L T 55 5 T ek A 2 75
L EMTI M AR EAT T 248, I RR 2

[0376]  (5) XJEZS(HREME < JE AT T FE(H RAE NI [H] skl , Log 25 #7284k 0 . 5L F 8k -
0. 5L N IR HudE AT v

[0377]  (6) ATEB U5, 0. 504 LAWK EGEE R 1A B A e , R B0, k) e A h
BT FMT ) 280 SR TR o 4 T 20045 280 B O E80EE 3o #2485 0 28 (5 R AR 1) I B o~ U A O, 1)
W oA B T EMTHI R AH 2, 7E- 0. 5 LA N IR B 0. 5L R B S LT A R A
TECRERPRZ 4L % , 44 2 HFBRAESD

[0378]  Jjik2. B T-F¥ME (mean) FILRA 2211 B i ik

(03791 (1) 7F 35 SR A1) & I 8] 5 A IR CRERPRZE. (R A “CRERPRZH”) 4k LA AR 4H (FR M
“HAhZH”) A B A B B OTURY FH X 3= 2 1 2H P O REAS B~ 3948, % “CRERPRZL” B “HoAth
W R — 7 B N0 1% B 1 JB EROTU g

[0380]  (2) 7EA5H ] S Ak I CREGPREH  FLARAH b, 55 H %A SR BROTU R AR X 3= 52 1 25 9 1)
FEA) P 2ME - FF B, 75 &AM 1A] f 4, 5 25 2H 1 JB BROTURY PR A 28 (REN = B2 R T 0 ik
B SZ AR A1)

[0381]  (3) & tHFIME M Log2f% %381k (CRELPRZH / HiAl 2H) . AL Log 2 #3841k 2 45
FFCRELPREZH 1 ~F- 4B B DA HAd 2 )~ S50 48010 3K HH B 2R, i b 2R JUE URE2) - A B8
BIENOMIAE L » R 6P 3548 2 5 110 . 0001 FiH 5 Log 25 £ 48 1k

[0382]  (4) fESRME AR 2 J5 HEAT 1 388 RAEMI I (] U4k, X Log 25 8784k 20 . 5LL _E HCR
BEPRZHL ARG 920 % DL AR BGIAT T8 %R B 2, W 7ECREEPRAL 8 2 1)
JBEKOTUAEAELE (4) H, CREEPRZL A {144 S5 PMT R I 32 4R 1) T #5948 2 L i Log 25 $ 48 1k A it
R L B AR b & T 1% )8 BROTUR) B I DR A 22 9 0 1400, BT~ 632 T 72 75 @ I FMT 1T
MAARBEAT T A, R Sb

[0383]  (5) FEFS(EMEAE S5 1HFAT 1 FS(H RACIIIN [H] K&k, X Log 2/ £ 4k -0. 500 F H.
HANH I RA F 920 % LA IR BT U Z I B %, TR 7R A A P R 2 1 )8
0TU,

[0384]  (6) 7 (4) H, LATT i (R BUkE Ik 1 I AT i » ok ok sy , DB ) .2 9 B T FMT
[0 205 SR PR BT o 4 T 80 I B8R I R A S T 2 5 SR B 1 B ) o e B IR O, T R B
TEMTHI R A, 7E (5) IR EGE I (49 PR EE LT , A HIB A FECREGPRA H AL 2 , FF
W BRIk

[0385] 3. ZH &Wr A4 A TR M

[0386]  3-1.3&FFHIKE X

[0387] it 75 v 1 M2 975 36 T 3kt () B 1 16 rRNAZE R, 9t 1 - v2 X 3 1 3 512 A
55595 1~ 120 = AT — B85S 7 51 B A94 %6 LA _E 1 AH [R] 14 A DNAR 5

[0388] i, “94% LA R AHIFIPE” & 48, 11094 %6 UL F.95% LA F.96% LA E.97% L L\
98% LA _F.99% LA F.99.5% L F.99.8% L 1-.99.9% LA _E55100% A (LR FEE) o

[0389] @ — LI N EA S5F 95121 ~ 1527~ AE— B dE 5 51 LG94 % L ERAH
I) P4 AU DNAF) T o

[03901  FEA K HH i Hodth 75 5 b, S8R D7 9 1 A2 /4 i 248 1T 328 HH PR B 1 16S. vRN ASE AL, 451 4
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v1-v2X I TR B A 5T 595 1~ 120 B AT — B8 7 51 B A 97 % DL _E i AH A )
DNAFHIT -

[0391] @ — B N EE 5F 5121 ~ 15274 — B dE 7 I G 97% L ERAH
[ P4 AT DNAF B

[0392]  FEAK Ak Tk L G T AL B i de) Bk I Ak Y B A2 Hi16S rRNA
SEH v -v2 X S 7 51 2 AT 5 7 51 4 5 153~ 198 TR (AT — B ik 17 511 A5 94 % LA B (¥ AR
[ M4 I DNAF B

[0393]  #t—Piit WEE 5759 5199~201 From AL —882E 7 5 B A 94% LA 1A
[ 4 AT DNAF B

[0394]  FEARKREAN 75— 77 A, @i vk GE T A AL 5 i) Il o e ik i B 2 H 16S
rRNAZE R v 1 -v2 X 38 2 51 B A 5 9 5 153 ~ 198 AT FAT — B3 2 41 L A5 97 % DL B
(%) AH [F) 4 () DNAFR) B

[0395]  #t—Piit W EE 57595 199~201 Fron AL —882% 7 5 B A 97% LA LA
[ M4 I DNAF B

[0396]  FEA K BRI 7 vk2 G T FIME LA I k) 1 W o eIk i B 2 H 16S
rRNAJE PR v 1 - v2 X3 7 51 B A 5 7 51 9 5 202~ 312 s AT — Bl Fr 51 A A 94 % BL B
(%) AH ) 4 ) DNAFR) B

[0397]  #t—Piit W EE 57595313~ 344~ AL — 0824 7 5 B A 94 % LA 1A
[ P4 AT DNAF B

[0398]  FEAKRBAN 75— 77 XA, 8t vk 2 (TP 38E AR A 2R 1 i de) 1 AW e ik
[RIB R 16S rRNAZER v -v2 X F 5B AT 5 7 512 5 202~ 312 ffr s IO AR — Bl Bt 2 31
BA97% UL _E A AH R 14 A DNAR 5

[0399]  #t—Piit W EE 57595313~ 344~ AL — 08 2E 7 5 B A 97 % LA A
[ M4 I DNAF B

[0400]  3-2.E:F @AM E X

[0401]  FEAK B, @t 7731 G T p A B i i ) 1o AU Ak i i 2 8 T UL R )8
B H . 8T “unclassified taxonomy %~ (Bl A4 HKME (unclassified
Clostridiales)) MR &R A 5 FIARIAFRH M (B F (Species)) # iR KK 16S
TRNAZE K] B8 L 7 1) L5 94 % LA i AHTE] 2 - DNAF B o

[0402]  #i5¥4RICTE (Blautia) &

[0403] #2H (Clostridium) J&

[0404] KK E (unclassified Clostridiales)

[0405] £k (Actinomyces) J&

[0406]  EIHIFF B (Parabacteroides) J&

[0407] #M B (Lachnoclostridium) J&

[0408] T (Bacteroides) J&

[0409] KK EIEE (unclassified Lachnospiraceae)

[0410] ¥ H (Roseburia) J&

[0411] 4% B BB Ruminococcus) J&
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[0412]
[0413]
[0414]
[0415]
[0416]
[0417]
[0418]
[0419]
[0420]
[0421]
[0422]
[0423]
[0424]
[0425]
[0426]
[0427]

# 3 M 1H (Phascolarctobacterium) J&
WM 18 (Faecalibacterium) J&
Schaalial&

FRE (Alistipes) &

XA (Bifidobacterium) &
A (Lactobacillus) J&
FREEERE (Veillonella) J&

Z /RIK I (Dorea) J&

KRJIEEEE (unclassified Firmicutes)
RAEFIRE (Anaerostipes) J&
FIARITEC B (Collinsella) J&

WERHEE (Bilophila) J&

THEEERE Butyricicoccus) J&

B BTG TH (Barnesiella) J&
Fusicatenibacter)&

KI1A
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At
Genus group 1D

R RieH

unclassified Clostridiaceae

TAFL
Species subgroup 1D

At
Clostridiaceae bacterium

WA
Species
H @ #+fa ¥ Clostridiaceae bacterium DIF_B063

NCBI norank group

A £ AL unclassified Clostridiaceae

#H i #H4m 3 Clostridiaccac bacterium hS5V31

A H unclossified Clostridiaceae

4 @ #4408 Clostridiacene bacterium MS3

# 4 &4 unclassified Clostridiaceae

i i #+ £ & Clostridiaceae bacterium DIF_LS40

A 24 unclassified Clostridiaceae

A2 # #1405 Clostridiaccac bacterium END-2

A A4 unclassified Clostridiaccae

EE 2 5]
unclassified Clostridiales

T 8 * & 5 butyrate_producing bacterium A2-175

+.4 £ E unclassified Clostridiales

T 8L~ £ 8 butyrate-producing b A2-207

A ZHE unclassified Clostridiales

T £ & butyrate-producing bacterium ARTS5/1

Foar A AL unclassified Clostridiales

Tl k4 butyrate-producing bacterium L1-93

Foir £AL T unclassified Clostridiales

T#E ™ 4 & butyrale-producing bacterium M104/1

A £ TE unclassified Clostridiales

. ¥ H%’m ,i ﬁ: T A B butyrate-producing bacterium M21/2 R4 2L unclassified Clostridiales
A - Tl £ 8 butyrate-producing bacterium SL6/1/1 H 4 #AY unclassified Clostridiales
T * % # butyrate-producing hacterium SL7/1 # 4 F£ALW unclassified Clostridiales

T BE ™ % ¥ butyrate-producing bacterium SM6/1 Fos £ AT unclassified Clostridial
TREA £ 6 butyrate-producing bacterium SS3/4 A4 EAE unclassified Clostridiales
Tl /* % 4] butyrate-producing bacterium YES3 F 4 ZALY unclassified Clostridiales
4@ 40 8 Clostridiales bacterium 1_7_47FAA Hsr £ unclassified Clostridiales
H#.# & fa ¥ Clostnidiales bacterium 10-3b o £ALH unclassified Clostridiales
H i 7l fn 4] Clostridiales bacterium 21-4e 4 24 unclassified Clostridiales
# B & Clostndiales bacterium 24-4c As £ALE unclassified Clostridiales

CEER T

Clostridiales bacterium

427 8 fa ¥ Clostridiales bacterium 30-4¢

Ao FALTE unclassified Clostridiales

# i 8 48 Clostridiales bacterium 803

A4 B4 unclassified Clostridiales

4 # H fn9 Clostridiales hacterinm A2-162

#4467 unclassified Cloastridiales

[0428] 4 B 4 Clostridiales bacterium CIEAF 029 A F T unclassified Clostridiales
A& B # 8 Clostridiales bacterium DJF_VP48 A4 £ AR unclassified Clostridiales
EES R » 5 .
Elbe River snow isolate SN Rl SRR i 0 Ao S48 unclassified Clostridiales
B Y2 ] Bad -8 Firmicutes bacterium DJF_VRS50 Adi % A unclassified Firmicutes
unclassified Firmicutes Firmicutes bacterium /35 Firmicutes bacterium DIF_VP44 #4038 1 unclassified Firmicutes
- 1R 4L AT ¥ [Eubacterium] rectale Aus 4 -£45 1 unclassified Lachnospiraceae
£4A+H Lachnospiraceae bacterium 1_I_STFAA A4 % L4 H unclassified Lachnospiraceae
434+ Lachnospiraceae bacterum 1_4_56FAA A% L3 unclassihied Lachnospiraceac
A S#HH] Lachnospiraceac bacterium 2 1 46FAA 4 47 % £33 unclassified Lachnospiraceae
£AEA4 1 Lachnospiraceae bacterium 31 46FAA s # L1 unclassified Lachnospiraceac
A aELEH A48 Lachnospiraceae bactenium 8 1 S5TFAA £ # L8 unclassified Lachnospiraceac
unclassified Lachnospiraceas f_‘#ﬁﬁ . L4411 Lachnospiracene bacterium 9_1 43BFAA | &4 & L85 unclassified Lachnospiraceae
Lachnospiraceae bacterium
£MEAHT Lachnospiraceac bacterium DIF_RP14 £ 4 £ 2851 unclassified Lachnospiraceae
4384+ ] Lachnospiraceae bacterium DJF_RR61 #4851 unclassified Lachnospiraceae
L4E#+ 19 Lachnospiraceae bacterium DIF VPOBK] | A4 % L3 0 unclassified Lachnospiraceae
L3841 Lachnospiraceac bacterium DIF_VPI8k] | &4 % £35 1 unclassified Lachnospiraccac
LI5H+1 Lachnospiraceae bacterium TFO1-11 A £ LI unclassified Lachnospiraceae
- 44 17 [Clostridium] leptum Hofi & 458 W K8 Ruminococcacese incertae sedis
- F 4 %4842 1 [Clostridiam] methyIpentosum M dd A M W ERE Ruminococcaceae incertae sedis
e 2 ] . " " " " .
o - 42 AL ¥ [Eubacterium] siracum HhfE A0 A8 W HEE Ruminococcaceae incertae sedis
) By 7 § 18 Ruminococeaceae bacterium D16 455 45 W HH unclassified Ruminococcaceae
Ruminococeaceae bacterium | # I 14 Ruminococcaceae bacterium LM158 H4r %4 F 3 unclassified Ruminococeaceae
AGRARASY Frd s &£ 1 Erysipelotrichaceae bacterium 3_1_33 A4 £ & £ 5 unclassified Erysipelotrichaceae
unclassified Erysipelotrich Erysipelotrict bacterium | #-& £ [ Erysipelotrichaceae bacterium 5_2_54FAA | A5 %44 £ i unclassified Ervsipelotrichaceae
[0429]  Likrr, WNFESZAK (recepient) H i & AE 0 A] O 2 00 A H &, T Dy BEAC A )

e JE T LA N SR R .
[0430]

[0431]  # B (Clostridium) J&

[0432]

[0433]  JlZk1E (Actinomyces) J&

[0434] EIHFTE (Parabacteroides) &

5 FFC T (Blautia) J&

KK (unclassified Clostridiales)
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[0435] FLM B (Lachnoclostridium) J&

[0436] AT (Bacteroides) J&

[0437]  pbAh, FEAK B, @I T k2 G TP IE AR ZR R R L) AU R ILiE i) 2 8
FLL M ERHE . JB T “Unclassified taxonomy % W W & H G 5FR1IAR P (F
(Species)) ZAFTIRII R 16S rRNAKEEA B3 77 41 2 A 94 %6 LA 1) AH [F] 14 (I DNAF B
[0438]  HiFAT B (Faecalibacterium) J&

[0439] KB (unclassified Clostridiales) J&
[0440] R/pKEIEE (unclassified Lachnospiraceae)
[0441] WK H Roseburia) &

[0442] 3 B BB Ruminococcus) J&

[0443] KK JEEEE (unclassified Firmicutes) J&
[0444]  Z /RIKE (Dorea) J&

[0445]  ZFi M5 (Phascolarctobacterium) J&

[0446]  FEHFICE (Sutterella) J&

[0447] KT (Bacteroides) J&

[0448]  #iZ74F K # (Blautia) J&

[0449]  EIHIFF 5 (Parabacteroides) J&

[0450] [ i Eg (Megamonas) J&

[0451]  PI#kHFECEE (Collinsella) J&

[0452] 4T (Eubacterium) J&

[0453]  #&PREE (Coprococcus) J&

[0454]  JR&EHMEIREE (Anaerostipes) &

[0455]  WEHHTE (Bilophila) J&

[0456]  Flavonifractor/&

[0457] K402y BH BRTA (unclassified Ruminococcaceae)
[0458] K/ ZEMHE (unclassified Clostridiaceae)
[0459]  TFRERE (Butyricicoccus) J&

[0460] Faecalicatenals

[0461] HFEIKICHE (Prevotella) J&

[0462] #21H (Clostridium) J&

[0463] FM B (Lachnoclostridium) J&

[0464]  FHFiH (Alistipes) J&

[0465] EFKIE B (Megasphaera) J&

[0466] Robinsoniellals

[0467] Fusicatenibacter)&®

[0468] [ A HFIGHE (Barnesiella) J&

[0469] R & (Faecalitalea) J&

[0470] FIZEE (Lachnospira) J&

[0471]  Romboutsial&
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[0472]  EiRrh, NAESZ 4K (recepient) H i) 5 B S1A] )4 B IO A HE K, TR g B AL 32 1)
BB T UL NI B R

[0473]  HWiZEAT 1 (Faecalibacterium) J&

[0474] R/ ZEMHE (unclassified Clostridiales)

[0475] RpKEIEE (unclassified Lachnospiraceae)

[0476] WK # (Roseburia) J&

[0477] 9% B BB (Ruminococcus) J&

[0478] RK/pKJEEEE (unclassified Firmicutes)

[0479] £ /RIKE (Dorea) J&

[0480] #Fi M (Phascolarctobacterium) J&

[0481]  FE4FICHE (Sutterella) J&

[0482] AT (Bacteroides) J&

[0483]  #iZ74F K % (Blautia) J&

[0484]  EIFF B (Parabacteroides) J&

[0485] [ HAjfiEg (Megamonas) J&

[0486]  FMRHFEGEE (Collinsella) J&

[0487] 4T (Eubacterium) J&

[0488]  #&FK1E (Coprococcus) J&

(04891 J& sk Ffrads 207 126 110 226 HH A 4 v ) SR

[0490] J&T “Unclassified taxonomy#4” B & H A 5FR1IAKIF (FFFh (Species)) %P7
RATEKI16S rRNAJE PR R B3 e 1) B 94 %6 LA _E IR ARTE E ATDNAR 1 o

[0491]  AR55HFIKH B R & AR 7R (unclassified Clostridiales) JiZE T )& -
B ERE ARERE U EHE WEMFERE. KRR EBER (unclass ified
Lachnospiraceae) - ¥ K W & 8 B BRI J@ R0 2RJEBEDE (unclassified Firmicutes) %
IRIK T B B R AT & BRI B 8 B B TR IR R AT R L R ER A
Schaalia)@ A1 b &  SUSH & AT 3 R - TR IREK B B IR | IR B (Anaerostipes)
J& WEETE JE . T IR ERFE B BB BT K 5 J8 JFusicatenibacter & Flavonifractor)& . &%)
K EBRE (unclassifie d Ruminococcaceae) « A2 ZEMRE (unclassified
Clostridiaceae) \Faecalicatena& . HiKIK B EEKIEH B \Robinsoniel lajd . R &2
J& 7 & B J& .Romboutsial®

[0492] [, AKHKMHAEMTEESETEA MG RHRRERE REE K2 KRE
(unclassified Clostridiales) JHZE B &  BIFUAT B &  ALAR o & - UK 11 8 W 3 AT 1R
J& AR EMRE (unclassified Lachnospiraceae) - FIKH JE I8 B BREH & A 702K JE BE
(unclassified Firmicutes) % /R B & 25 HiATF B & 5% 45 IR & 5 T s 1T AR
WK AT 8 F53K1E 8 . Schaalia® . HA HE JE AT & LT B R IRERE
J& KA AR E (Anaerostipe s) & EMHEJE . T RXKE & E B LK HE .
Fusicatenibacter/&.Flavonifr actor/&@ . AKX E FKHE (unclassified
Ruminococcaceae) - K72 (unclas sified Clostridiaceae) \Faecalicatenalg . i
HIKIKF B EERIE T & Robins oniella)g. R & & J& . B2 H & .Romboutsia g HI(E
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— JBHI A

[0493] FEMLEAKHKHAEMBEEREBTIEAMGRRER . REE. K5 ERE
(unclassified Clostridiales) JHZE B &  BIFUAT B & « ALAR o & - UK 11 8 W 3 AT TR
J& AR EMRE (unclassified Lachnospiraceae) s FIKH JE I8 B BREH & A 732K JE BE
(unclassified Firmicutes) % /RKIK B & 75 HiATF B & 5545 ISR & B 5 T i T AR
Wi & AT B 8 2SR B T AT — SR I 4H T -

[0494]  3-3. B TR & X

[0495] A BAT, Bk 741 (BE T AL B i k) DL 7 v:2 (B TP S5 B ARG 22 1) 7
i%6) AT LA T8 UL i 1 Fb o SR A A4 1 0 SO &, 0B T “3-2 R T B A S /i
SE SR J& 44 B B AP S 1 v I

[0496] A B, JE sk 71 (T Hr A B i de) T gk BT 9 2 (1) B D BA R i b
[0497] X 1B

[0498] B T-rh A3 (median) Y ¥7ii%
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BT ¥4 8 Bacteroides uniformis

#4F ) Bacteroides sp. AR29

97 % 34T 8 Bacteroides ovatus

% K347 H Bacteroides dorei

438 347 & Bacteroides vulgatus

KK S 9478 Parabacteroides distasonis

4% 347 8 Bacteroides stercoris

Schaalia odontolytica

#£ 3| 4478 Parabacteroides merdae

KA ATH Bifidobacterium longum

#3471 Bacteroides faecis

¥ 4% % RIKH Dorea longicatena

7% ¥ ## Ruminococcus sp. K-1

¥ KA %4 K. Blautia wexlerae

I, A % B4 & Blautia massiliensis

Me55 4047 8 Bacteroides fragilis

#8, K H [Clostridium]| bolteae

# A B AFH Bifidobacterium adolescentis

[0499]

324458 ¥ ¥ [Ruminococcus| torques

T 8 & % B butyrate-producing bacterium
M104/1

#2347 % Bifidobacterium faecale

Anaerostipes hadrus

# & Clostridium sp. 826

FEEATHITE Collinsella aerofaciens

## Clostridium sp. HGF2

A H Clostridium sp. AT4

=4 A28 Bilophila sp.4_1_30

£ KABEATH Faecalibacterium prausnitzii

7 % 7% ¥ 3 8 |[Ruminococcus| gnavus

£ H A& F WA K H Roseburia inulinivorans

B ERBATE

Bifidobacterium pseudocatenulatum

Butyricicoccus faecihominis

B2 Firmicutes bacterium DJF_VR50

£33 A% Lachnospiraceae bacterium 1_1_57FAA

97 7% A % 4% K. Blautia obeum

#& ¥ 3@ Ruminococcus sp. DJF_VR70k1

[0500]  pEAMEA KB, I U7 k2 (G TP B AN ORAG ZR I TR 0 W 9 A e i 1w

LA A
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[0501]
[0502]

[0503]

[0504]
[0505]

*1C
F TP EIMH (mean) FORA FH 1%

4l #9147 8 Bacteroides vulgatus

LA E Eubacterium ventriosum

#4834 ¥ Bacteroides stercoris

#.1 B @ ¥ Clostridiales bacterium 80/3

3.7 34T & Bacteroides uniformis

Butyricicoccus faecihominis

+ KA 4 H Blautia wexlerae

4§ £47H Bacteroides cellulosilyticus

48 Bacteroides sp. AR29

% $tEHE Coprococcus catus

4% 3 KA H Dorea longicatena

# K, 8| #5478 Parabacteroides johnsonii

Phascolarctobacterium faecium

£3#9 Lachnospiraceae bacterium DJF_RP14

B354 5 4% H Blautia massiliensis

7 %A W 5.8 [Ruminococecus] gnavus

# W #E Ruminococeus sp. K-1

A H Bifidobacterium longum

4K 4% %478 Faccalibacterium prausnitzii

#A B B4 8 Bacteroides xylanisolvens

¥ % ERME Megamonas funiformis

Fi 4k #H-£F £ H Prevotella stercorea

F AW HAFH Bifidobacterium adol

¥ #3447 i Bacteroides plebeius

32448 ¥ 3.8 [Ruminococcus| torques

A& Firmicutes bacterium DJF_VRS0

FEAATHATE Collinsella aerofaciens

£4& 4 E Sutterella wadsworthensis

#£# #4 W Parabacteroides merdae

£ 48 Lachnospiraceae bacterium 1_1_57FAA

T 8™ 4 § butyrate-producing bacterium M104/1

p %A 3 44 KB Blautia obeum

A H Bifidobacterium faecale

Jin il & 887 K% Barnesiella intestinihominis

# ¥ Clostridium sp. 826

38 847 & [Eubacterium] eligens

#5348 ¥ Bacteroides coprocola

44 £ Coprococcus comes

# F ¥ K ¥ Roseburia faecis

# ¥ 3% Ruminococcus sp. DJF_VR70k1

£30M48 Lachnospiraceae bacterium DJF_VP18k1

T8 ™ 4§ butyrate-producing bacterium A2-175

#H Clostridium sp. AT4

AR R A AW Faecalitalea cylindroides

F K ALATH Lactobacillus rogosae

A %4 %K Blautia sp. YHC-4

T#® 4§ butyrate-producing bacterium A2-207

#2354 i | Clostridium| glycyrrhizinilyticum

¥ K.H Roseburia sp. 1120

# ¥ 5% Ruminococcus sp. 653

% K448 Bacteroides dorel

8454 W 38 Ruminococcus lactaris

4 6 S AT Bifidobacterium psendocatenulatum

T# % # butyrate-producing bacterium SMé/1

L E#M ¥ Megasphaera massiliensis

T#* 4 butyrate-producing bacterium S83/4

I 447 8 Bacteroides massiliensis

G A4 Clostridiaceae bacterium DJF_LS40

Anaerostipes hadrus

#1471 Bacteroides sp. 1_1_30

IR HAFE Alistipes putredinis

%46 X 4T Bacteroides nordii

#4047 8 Parabacteroides sp. D25

A FEH 85424547 B Fusicatenibacter saccharivorans

AW F X HH K E Roseburia inulinivorans

T8 >4 & butyrate-producing bacterium SL7/1

=2 @ Bilophila sp. 4_1_30

14 #5%:4% ¥ [Clostridium| scindens

H K AATE Flavonifractor plautii

30
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[0506]

[0507]

# A Species

& Species

$ KA % 45 K. Blautia wexlerae

# % 7 K. Roseburia faecis

I A % # 4% ¥ Blautia massiliensis

¥ K.H Roseburia sp. 1120

24458 ¥ # [Ruminococcus) torques

A H 4k F M4 K ¥ Roseburia inulinivorans

#% %/ ¥ 3 ¥ [Ruminococcus] gnavus

#% ¥ # % Ruminococcus sp. K-1

97 7% A 3 44 I Blautia obeum

# B # 8 Ruminococcus sp. DJF_VR70kI1

A3 45 K& Blautia sp. YHC-4

# B 3 & Ruminococcus sp. 653

# ¥ Clostridium sp. 826

8 4378 ¥ 3R # Ruminococcus lactaris

. Clostridium sp. AT4

J5-%8 & Firmicutes bacterium DJF_VRS50

## Clostridium sp. HGF2

¥4t % RKH Dorea longicatena

THALE butyrate-producing bacterium M104/1

Phascolarctobacterium faecium

T & * £ ¥ butyrate-producing bacterium A2-207

48 4 ¥ Sutterella wadsworthensis

# & B 4% Clostridiales bacterium 80/3

%8 E$ % Megamonas funiformis

TERAAH butyrate-producing bacterium A2-175

PR FTHATE Collinsella aerofaciens

TE* £ & butyrate-producing bacterium SM6/1

BB AHH Eubacterium ventriosum

THELH butyrate-producing bacterium SS3/4

$LB) AT [Eubacterium] eligens

T8 * 4 ¥ butyrate-producing bacterium SL7/1

k $L3#HHE Coprococcus catus

A¥ 4 £ W Coprococcus comes

# &) 347 % Parabacteroides merdae

Schaalia odontolytica

&|H4FH Parabacteroides sp. D25

JE X2 B HAFH Alistipes putredinis

# K, &) $4F & Parabacteroides johnsonii

F &AM A Bifidobacterium adolescentis

P K, &) 3047 8 Parabacteroides distasonis

FE 047 Bifidobacterium faecale

f-H 3 2 3548 @ [Clostridium] glyeyrrhizinilyticum

1R £ W5 H 8 Bifidobacterium pseudocatenulatum

1A B #2 8 |Clostridium] scindens

kM4 Bifidobacterium longum

8% 4 8 [Clostridium] bolteae

¥ K SLAF# Lactobacillus rogosae

i 34 Bacteroides vulgatus

#18 304F ¥ Bacteroides stercoris

Anaerostipes hadrus

3 #34# Bacteroides uniformis

=52 ¥ Bilophila sp. 4 1 30

#4478 Bacteroides sp. AR29

Butyricicoccus faecihominis

§p % 3047 ) Bacteroides ovatus

Fhifl & B.47 K, 8 Barnesiella intestinihominis

#£E #4TH Bacteroides coprocola

A B4R 55488 ¥ Fusicatenibacter saccharivorans

% K 347 ¥ Bacteroides dorei

¥ KA ¥ Flavonifractor plautii

I, ¥ 3478 Bacteroides massiliensis

4 & £ 478 Bacteroides cellulosilyticus

H A48 ¥ Clostridiaceae bacterium DJF_LS40

A ESE AT H Bacteroides xylanisolvens

% #0478 Bacteroides plebeius

Hr4EAHEF X # Prevotella stercorea

#47# Bacteroides sp. 1_1_30

L% E 3% H Megasphaera massiliensis

# @ X A ¥ Bacteroides nordii

#3471 Bacteroides faecis

HRE 8 AW Faecalitalea cylindroides

MeE5 4047 1 Bacteroides fragilis

4 KB EATH Faecalibacterium prausnitzii

£33 M Lachnospiraceae bacterium DJF_VP18kl

£33 A% Lachnospiraceae bacterium DJF_RP14

£.3#48 Lachnospiraceae bacterium 1_1_57FAA

FEARRHIH, EF (Species) (TRHIEI 45 H , RIDFTIR I T61E F (Species) (FRMNA

2H) fECREGPRAVAL L . Horp , i — 2501k N ik 271 Fh (Species) (FRNBZH) , BZH o455 ) B Fih
(Species) H, B Aftik FiR10E Fi (Species) (FRACLH) -
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[0508]
[0509]
[0510]
[0511]
[0512]
[0513]
[0514]
[0515]
[0516]
[0517]
[0518]
[0519]
[0520]
[0521]
[0522]
[0523]
[0524]
[0525]
[0526]
[0527]
[0528]
[0529]
[0530]
[0531]
[0532]
[0533]
[0534]
[0535]
[0536]
[0537]
[0538]
[0539]
[0540]
[0541]
[0542]
[0543]
[0544]
[0545]
[0546]

BZH (27T # (Species)) :

HE P (Bacteroides vulgatus)
FAFEHFF B Bacteroides stercoris)
AT (Bacteroides uniformis)
FEAATHFIKE Blautia wexlerae)

AT HBacteroides sp.AR29

K8 L /KIKHE (Dorea longicatena)
Phascolarctobacterium faecium
LA 5 WikrF (Blautia massiliensis)

J8 H BRI Ruminococcus sp.K-1

YNFEAAT B (Bacteroides ovatus)

A ZEAT I (Faecalibacterium prausnitzii)
FILE B (Megamonas funiformis)
HHEIE AT Bifidobacterium adolescentis)
A BH BRI ([Ruminococcus] torques)

P FIMEREE (Collinsella aerofaciens)
FE|FUFT 5 (Parabacteroides merdae)

T A Hibutyrate-producing bacterium M104/1
FXWE T (Bifidobacterium faecale)

M Clostridium sp.826

FJE P E (Bacteroides coprocola)

P HIKH Roseburia faecis)

2Rl FLachnospiraceae bacterium DJF_ VP18k1
M Clostridium sp.AT4

PIAAFTHE (Lactobacillus rogosae)

T A Hibutyrate-producing bacterium A2-207
WK HRoseburia sp.1120

Z KA H Bacteroides dorei)

CH4.:

HE P H (Bacteroides vulgatus)
FAFHFF 1 Bacteroides stercoris)
AT (Bacteroides uniformis)

FERAA TR Blautia wexlerae)

AT HBacteroides sp.AR29

KL /KK (Dorea longicatena)
Phascolarctobacterium faecium
LA 5 WikrF (Blautia massiliensis)

J8 H BRI Ruminococcus sp.K-1

YNFEAFT B (Bacteroides ovatus)
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[0547]  AKEHRIZH-EY T LLALS — Mg T Prid 51 25 1) J& I 3, o n] LA & A5 2 4
W ARG B E Z M IE LT IR 40P LL R 1B, 3 — Dk A 30F LN I B, S AR
B R20FRCL NI B o HEAE20F0 AR, MBI anmT BLIE#£20.19.18.17.16.15.14,13.12. 11,
10.9.8.7.6.5.4. 3 2F T A -

[0548]  pAh, AR BRI G0N T fEallo-HSCTHR I B fd FH , Bl AE 8 K 148 L AT DL A%
EREIR R BARBRAATERS , AT DU S AT A A [ A4 S A T 28 i) o P 28 i 551 o Je ot
1] B8 )55, B Wkt O B A N K AT 4R 55 T 308 HE IS5 3R AO0E , I HLIE A 7 SE i BE %
I BB ) SR A

[0549] b Ak, A B ZH A ml DA R Tt T DA AR TR , 9 mT DL O VS o A SR R VR A4
[0550] Ak, AR B ZH-& b 38 vT DAL 55 3% E pHAS e 771 BRI A0 7] B FE 7R AR AR 2
YIRS E TR AN TR A 2 AR o A 2 AR TR ) & D TR

(05511 jb &l ok 7 3dh o 1 400 0 B8 AR R B« B0 P AN B, b2 RS A o S 56 35 e AR
B R 4G40 , et Py 576 7 GVHD .

[0552]  EJNGVHD, {5 G m LA 2% HH 288 [ W 18 470 14 o S (o] I 0 i % 1 GVHD | B i 18 =1k
GVHD.

[0553]  HbAd, 5t “VAIT TS, REREALMHIGVHD I KIE , A PR 2 J I RS B . R, R
J77 AL SE A g (CR) A4 2 (PR) HR AT —Fh. 58 222 f% (CR) 245, &I HE AL E
GVHDZRIAEAR AW 2K, &5 73 22 /i (PR) &5, LB LA B VAL E GVHDI) P 3 (down staging) o
FEA R WA, s 8 SIS ] B S PTA5) A AE A BIPRELCR A 510 , B AE S [3] B2 4 36451 5 8 7 R A
EE R D S 40 %6 L b 19 288 ] et ok i P 1R S A A 8 GEEAT 19697 o

[0554] kA, “FiRs” B 2 A # AIGVHDE) A& i BT 1E £ 48 kA B GVHD IR A5 3 — A2 Ak
DL KB 1B PR AL A GVHDI 7k H AT — 35

[0555]  FEACK B, $ft—Fh LA XS GVHD =5 i FH P ik 2H & 47 Bl JI 3 1) 77 9 Rk Y GVHD ()
1BIT T

[0556] it A A BH A $ Ak DA 76 38 I - 20 M B2 4 T BB A IS BO7E X 1 1S I 30, 6F g 1 -4
PRIAZAE 0T G 58 5 Tk FH ok 406 4 5 2 1 551 9 e AR 1R L GVED S F3T7 7792

[0557] 4. RS- Hil5F

[0558] A< HH HR3E— b 2 {50 41 R A\ FE AR FH B0 V0 0 13 7 v, LA AEAE T E MR
EE15 2 FE0E I BT IR 40 R 0 A7 A8 R T B 40 T A7 A2 1) S8 807 T35 (B n A=
HEER K LR TR

(05591 WAk, A% B HE fit— i 5 20 B 2 A FH B VR ) 10 0792 , FURRAEAE T FEMN
FRART B 1) 258 P 0 FTR A0 B O AFAE , ANBF A T BTk 400 B8 A 1) 350 o B A At T A
BZ AN N B IF TR

[0560] b4k, A% BHHE (it — i3 (5 20 B A2 HE FH 40 B VR -5 0 0 10 77 V2, FURRAEAE T« 7
MRS B 28 P B A BT I 20 B 0 A7 78 DA T FITIdR 40 11 A7 75 1 3508 H 2 35 4
B K B AT B A B IR S o AL, mUAH B ) 23 ST S AN R B I 4 TR I B SE T DL L
P, AT DL 2FHLL

[0561]  UbANEAS K BA 55— 07 20, S 4 — o 0 40 B M A2 A8 FH 1550 1) il i 7792 , e
FELE T« 75 N R AEAS 30 1 358468 b A B 20 B (W A7 A8 BN T B 400 8 A7 ) 35
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(R 2 A A BB T BT IR 20 A A7 £ 1) 2648 o 2 B9 45 30 10 48 A1 7R AL

[0562]  fEAMmiFIAL , AT A4S H dsf N R BRI 5%

[0563]  F&AH [P RAE T LUK FRFTIA “1 . FMT” /N5 o 81 5 vk 3847

[0564]  Hff A 4H 1 A7 751 5 1 e e PR e, 0 anml A4S HI16S rRNAJE R g Af v A 17 %
G0 B TR 16 X 38 () DNA T %)) qPCRERMi croarray « BYMALD 1-TOF MS¥EZ%,

[0565]  Gnfid it 16S rRNAKEPRETIESEHIN 7 AR A7 AE , MDA R A TR 2 5 1%
YT B o 25 M R BV VR 2 B PR 5 2 A R B — BRI T T 20 5 o

[0566] A BR (1) il 771 )X 200, 2 AR B A Bk 20 BT, 790 2R gl T R Sl PR 5, (R 42 11 it
FHIF

[0567] 7Rl 44 1 FH R AR B0 T, nT LAE [A) 32 24 70 I N BT 70 AR i 75 ZE R0 RG &
T AR ) TR ) o R R PR T SOV TR 1 R S5 ST T8 RO T A BE R R 7
SR ) B s R

[0568] AR FEF , 45, v LAASE P P 12k F B 79 o A D i B WA P 551, W LA Z$ HE DR Capss
(F M br) (Capsugel A #]) o

[05691  {E MR, 40, o) LS B LA oK Ve My « 70 2 2 4 L (L AL s | 45 5 AT 4k
F R ARESE R RSE AR, Bl an e A FH SR CIR BT R A Y 2 FF R A R R BT R AR
FRIL IR Y 2 RN R F B AR 4 R 55, VR Rt 70, ol n o] LA ASE FHAE PR R B I A L 5
PRESE , VN (055 mT DA BB 70 VP08 0 22 15 24 R 1 351, AR SRR SR o 5 570, T DAt
AT AR VA G 5 AR T A KA S LR A

[0570]  FEA K BAH, 72 BTl il ) A, A3 S R J il 7)o

(05711 gt il ¥ LS O A B 1 55 5 DA 5 T8 B AR A i vt 4, v B 1 ~2000mg 12
1#4910~500mg , #f — P13k 9100~250mg , HRAE B3 A4 E VAR 55 T AR L R it FH 150 ~
200mg , f5 32 Jiti FH 1 75mg

[0572] A B K TR mT LAAE R = 24 A, tmT DA 2 A

SE e {51
(05731 DL, e ek S5 it 5108 A5 W BEAT SE AR (158 I o (EL A, AT T R 3 R A 32 3K 2 5
Tt IR E -

[0574] =y fs)1

[0575]  FHT-adedk pIde 1) 40 B AR FMT

[0576] [0t GRANT5 ]

[0577]  FMTHIRXT 4

(05781 Stof 24 [l P HRATL A AR Bt 14 1) i i = 1 GVHD 9 451 1 5451 St 1 FMT

[0579]  ZUPEGVHDER 1 i LAAL, K¢ bk I IE R 2 B FrliEds (2 5 HABNE S AHEE , M7 &
P GVHD ) B i B vy ) W R K, LR B A ot B o R [ Bk itk 2 4, R AT T 78
gy & QRJEFA T A Img/kgUh b)) BISREBEVRTT , 09T T A6 55 R L i AL B 03 451, S [ I
B AG1] 2 Hi BB AR — P SIS [ B v 9 S S I, (Ll o A 3 T2 1) 0k 8 T S A , NS AN P 1 2
] T2 P 5 451) (e 22 PR HEA5T)) o

[0580] [ 1 BTk i 9 2 &b , 4 288 [ B2 v o7 46 Jia 56 3R 1 i 2 14 GVHD A AL A7t A S ok
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Ko

[0581] R J2 Ff Jh FAR I Bz o A2 ) 993 491, 40 SR A2 i 1 S P GVHD A A A 2 MRS 1 32 PR (1)
5L, WA N AT & 3% (entry) o

[0582]  BRAMEAELIT .

[0583] 1) X S BE IR 7 A SN I GVHD

[0584]  2) 7EHE T E[HBER — RIGIT J5 AL GVHD GZAE Ol T AN n 5 B IE2%)

[0585]  3) KB A AN AT 448 (1) SR G ik 1Y) 9 451

[0586]  4) fE V54 NN AZGVHD LA ZM SR A 5 50 17510

[0587]  FMTHI it AR #%

[0588] M\ EEFE HOUFCAR  BRASEEE LA Y 158 N BN A g 138 A A i % b

[0589]  MAF&EN20-64% , I IXFE 1) TG G AU 19N HH k3%

[0590] 1) i34~ HUAWN CHEATH S0 5 4T B

[0591]  2) 334 HUA WA FH AR AT AT

[0592]  3) 334> H LA A He s ad fai il

[0593]  4) 334~ FJLA N & #Avis Hs ) e 47 58

[0594]  5) T 14~ HUA WA TUAERIIE P

(05951 6) JoWe 5 i « JRE 14 5 s ) BB A 52

[0596]  7) M RICNEIEZE AL AR (FMT 24 R AT #HIA)

(05971 8) Jovey Il Hs « B PR  reg ML T < Co JULASE 8 L o0 8 /o JUE 358 32 S5 o JE 0 o XL P i
IR B 4 B BRI B (RERERR /M)

[0598]  EIRTHH #SWA A 1] AR 1 , ) A A4S fige kb Ak SRe I, I S 1 2 A A o A2 R A A
W RS T HIV L N RS TR B9 8E — 2 (human T-1lymphotropi ¢ virus type I,HTLV-
1) AT BRIDL K CRYFT 4 55 B 4% 5% (cyt omegalovirus,CMV) JEBJH & (Epstein-
Barr virus,EBV) , fEZ{ERE AN 1 2 4 B (parasites) R MERH (Clostridium
difficile) &8l 73 (Cryptospori dium) . ZE & (Giardia) . T &
(Microsporidia) i N ZZH B (Entamoeba histolytica) «f8- T H (Cyclospora) - ZEfER
01 (Isospora) fEXAZF KE (Dienta moeba fragilis) NZFZEJHE H (Blastocystis
hominis) WK L (Schistosoma) 2595 A4 4H b ) A Jo 55 « HUCMVAIEBVI 5 , 40 R &34 Rk
SR AR 1, T i Tl

[0599]  FMTIK) J7¥2:

[0600]  FMTSEJE 24 K%, MHEARAL KA ZEAE , 7E4°C REIRE TR E B2

[0601]  FEEEIAE T 18I E I FFah 6 & 2508  FEME R fil £ v B e M EFE (I &
2, MR L R 7 A 0K A R 7K 200-300mL , 7o 0 iR 3 5T K & kAT — ko g
i 2RI AR TEAA SR 5 LK R 2D A7 1 S8 2 IR A B v o 7 S ) 1 & 58 F i ST FMT
[0602] W4 973k 78 3 22 50mL ) yE ST 8 A, dl kB - 4 I e P 36 B U L it P T
9 BES0mLAN R I 30D 1k FiE o 7E BV M AT BIE NG R 5, DU S K50mLiE TR E N , I £
AR T

[0603] G B WA B SFEMT IR 25 2K 3 (grade 3) GETAEHFISCRR3H & ) LA ) E
YER, W — 10 W E2 R R — 1A AE 58 IR PIFMTAZ 1) 4 - 14K (8] 82 it 1 LIRIE It FH o FEZAE L F
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NG AT VR AE () P L A Ak SR B 388 A 26 (50 A A 70 (L A 1) S (B SR B kT 1 27N DA St , SR Pl g
TE8/INF LA P St

[0604]  miHH T 1IEGVHD, Mi4b T2 B B FH 1 & , WNFMTH G611 — RERA B & B4
Yt o FERESE B AN R (GFO GEM R AR) « KIRHIZ) Toll) AN ad 42 7t . b Ak, HiAE 25 1 Jiti 72
FMTHIHG J& 247N R AT REHR IE .

[0605]  FEFMTJ5— JAILA N HT R A B0 82 2156 201 (grade 1) (RAEIAE L FISTHR3H & )
DL AL ) 61 T AR N @ N EI/E A, BANational Cancer Institute Co mmon
Terminology Criteria for Adverse Events (CTC-AE)version 4.034TVEAT

[0606]  WRIGIT AR T » WNEAFNTHREA 8 5 HEAT 1 PR 697 ROR 1) 8 FEHE I R
[0607] 1) SEAZ%f# (CR) : 23 A TH A& GVHD IR IR IE AR R VH 2%

[0608]  2) &7 Z%f# (PR) : LFHEA_E ) VE AL E GVHDIY B 3 (down staging)

[0609]  3) AT (PG) : 1HFLL LMY B (stage) G T HEELFISCHAS 2 S0 HIEAL

[0610]  4) JeAB4k (NC) :Fir BX (stage) GETAELRISCHR3A & ) W HIAZZ)

[0611]  5) RAffi5E Not Determined,ND) : 577 Ja 53 (TREAN) HIFET L H1 TGVHDLL AMH]
S PR T RE DA PR () 455 0

[0612]  REMTT 5 , K £ S BE AU ik 21 7 PRELCRI G O , 78 2 [l BEAR 45 v 59697
A AL B DS 140 % LA b 1 s 1 4 L I W o A 2%

[0613]  Ji N 4B I fEAT (meta 16SAEMTIZ)

[0614] {5 FH AT B S8 VR B L DA S S8 () 350 (FMTHT s S A IFMTAZ 1 ~3 K J5 5124 F
J) W —3B43, STt 1 ) A B AR

[0615] 3@ # VR M &R A Hp 32 AU T (1 DNA o 48 FH A ZE 5516 rRNAJE [H] (1 o] 28 [X 3 v 1 -
V2 7 AT 514 (27Fmod : 5 -agrgtttgatymtggetcag-3 (FH4w 5 345) 338R:5 -
tgetgecteccgtaggagt-3 (FFAI4 5 346)) , ¥ HIB I PCR (polymerase chain reaction) §”
W5, LLilluminaZy ®IMiSeq GEM i bR) FH250bpfiPaired endSLi 1 /7 o K415 2 1 7 51
[P Read 1 FRead24 I Ja #EAT JoT FE A 56 , K 18 1 Aar 36 1) 7 21 088 3000 2% F T bt - #4458 21 1
&) S DA [A] — 72 91 3= (abundance) B P HEF , iR 3= B2 (abundance) AH[A AR 45 51 &
(quality) BI-F-3ME R FHET 8 THEF S 731, 438 FHUCLUSTALZ BA9T %6 B AR R 14 4 A
SEH T R S E0 882K (operational taxonomic units (0TUs) clusterin g) o itb4h, Xt
F16S rRNAZE R4 %2 (RefSeq,RDP,GRD, CORE) , i it f# F g1 searchifh 47 AH[H] 4 46 2% i 52
Tt B P ) S E o R PR 4 R A R R ) BB B 994 %6 o BT (Species) %5 5E H ) AH IR
) BB 997 %

[0616]  BbAboeFaZ FEVETEM 1 H 7 & A& 5% (Shannon index) . 75 Bl BH A A& , A AT
H 325 (Taxonomy) 44 1k B 1120194E5 A7 R INCBI 43255 #% % (Taxonomy Database) [
FTP/ %t f taxdmp . zipHI N & o

(06171 Jiz PN 240 B AT 2L ] EL A

[0618]  XJF-CREYKPRZH FNIAR L , Al FH “Jrvk1 . BT A B i DA & “Or ke . B TF 1
ELFNOR A ZE 10 TR IR %™ PR /N5 vh BT IR (R 280 07 2%, St 1 76 CREXPREH H 48 22 (1) iz A 48 11 1)
FEHL,

[0619]  [45 F N5 %L]
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[0620]  7EA T e it FH AR A A Ja B 45 SR BV 97 8CR HlE A, 1541 6451438 4 52 “AICR, 3451
B 58 PR, AR 60 %6 1 45 5 o DRkl sl i A S 451, i 21 1 FMTYEAGVHDIVEIT » Tl
577 ik s 10 A M

(06211 FMTHI Jim [ 38 {5 40 & M1 22 45 14 B I [R) HE 2 1) 22 46 ] 1 7 - CREPREH. L HeAth 4H
FRAEFMT )5 MR 1 a2 FEPERI O CFMT 4 S, a 2 PRI 22 22 4 (IX, (HCRERPRZH 5 Al 21
FHEL , FLRFACSZ 246 o

[0622]  ZRINFMTHY J5 I 308 40 B A\ (1) & 7K1 (1) 2H R B 1) T 3R sl 2 B 7  FMT T B M) 22
FEMEFF K (Disbiosis) , i & BRE (Staphylococcus) ERE (Enteroco ccus) Z84b T3
IR FMT G BB 2 FE R S, A T A5 AT B (Bacteroides) UL AT B
(Bifidobacterium) 55 & Mik B B A o fE AR ZH I WL B | 7E4 8 J5 % 4 IR W 8
(Escherichia) 28 PR35 B IGO0 o AN & J8 1) B IS 18] A2 1 A8 4k ] 3~ 9B o Bt 1 3~ 9 B
AN BT S 755 HARZ A6 b A, FRERIA 2] T fECRELPRZE B 22 M A7 7E b Ak, A 21 1 &
LOF 7R BRI AT B (Corynebacterium) J&7E 4 HB A 8] s, R AR H A4 Hh B 2 M A7 7E .
[0623]  JEI2ZH A LG AR K “O7 vk BT AL B R IR DA Je TR 2 R TP B AR R
() BT ) 7 08 B /N 59 TR iR IR 2 D7 5 R rh I OTUZK A 23 Sl ic T 2. K 3. J& (Genus)
KR T4 K5 . R X Log2 /558 46 80 . 5B _ERIREAE LIR LA E R B REAT 7184k
[0624]  [5%2]
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32 EOTUKF F ol b iadiit HLog2 A M ERM 8 £ i i R [ S
oTu pE s Log2FC Log24& $ T 4t 444 (prevalence)
#it0.5 {&F-0.5 (#HR/FMTIT) ik | FMTH | 13K 17 2/ 4 |CR&PR| s
0TU00031 A 0 6.71 112 0.00 5.47] 487 557 5.36 100 50
0TU00040 3 0 439 2.8 0.00) 3.45 2,12 6.15| 0.0 77.8 50
0TU00002 3 1 656  -3.13 0.00f  -7.19] 787 1077 4.14 66.7 8323
0TU00003 2 0 608 .00 023 4.79| 0.00 212 0.00 i 167
0TU0000S 2 i 933 933 0.00] 6.95 3.84 0.00 0.00 6.7 333
0TU00020 2 0 495]  -0.40 0.00 0.21 4.4 4.70) [ 7.8 833
0TU00024 2 0 6.79) €79 0.00 5.¢7 142 0.00) 0.00 66.7 333
0TU00026 Fl 0 7.45| 067 .00 6.34] 450 0.00) 000 100 3.3
0TU00053 2 o 414 -z67 0.00 1.52] 142 5.00) 0.00 556 833
0TU00043 2 0 -2.94) .00 2.04 0.00) 0.00 4.00) 2.54 o 16.7
0TU00070 2 U 000 .00 0.00] 0.00) 2.8 258 0.0 44.4 0
0TU00058 2 U 212 .00 0.00] 0.00) 0.0 294 2.12 1 GE.7
0TU00008 2 1 6.34) .22 000 -0.69 5.36 212 0.00) sagl €33
0TU00010 2 1 2.94) 0.82 noo| -3z 0.00f 3.48) 2.12 55.6] 50
0TU00021 1 0 4.39) 4.39 0.00 0.00) 0.00 5.30) .00 867 333
0TU00009 1 0 8.3 258] 000 5.92 0.00 0.00 ooo] 889l 667
0TU00033 1 0 6.84 -1.62] 0.00) 5.69) 0.00 0.00] 0.00 8s.9| 100
0TU00103 1 0 8.22 ais]  00g 7.00) 0.00 0.00) oaof 778 50
0TU00032 1 0 675 0.67| 0.00) 212 0.00 0.00) 0.00 8a.0] 100|
0TU00034 1 0 5.76) 265 000 2.94 0.00 0.00) 0.00 83.9| 50
0TU00072 1 0 755 -0.50 0.00 2.04 0.00f 0.00) 0.00 778 667
0TU00027 1 o 671 £71 2.00 4.79) 000f 600 0.00 667 167
0TU01081 1 0 5.36) €00 1.00 3.40 0.00 0.00] .00 889 100
[0625] 0TU00057 1 0 830 3.3 0.00 212 0.60 0.00 o 50
0TU00048 1 0 6.56] 6.56 0.00| 2.9¢ .00 6.00) 0.60 IEEE
0TU0008S 1 ) 212f  -uar 000 -bed 0.00 .22 0.00 1.4 6.7
0TU00035 1 0 .56 .56 0.00 2.94 0.0} 0.00] 0.00 55.6 433
0TU00045 1 0 6.66 £.66 0.00 2.12] 0.00 0.00| 0.00 55.6 33.3
OTU00068 1 0 212[ 047 0.00 2.12] 0.00 0.00] .00 55.6) 66.7)
0TU00147 1 0 6.22] .21 0.00) 3.45 0.00 0.00) 0.00 8eg| €33
0TU00080 1 0 384 277 0.00) 3.4 0.00 0.00) 0.00]  asgl 100
OTU00054 i 0 593  -0.50 0.0 2.9¢| 0.00 0.00] 0.60 6.7 823
0TU00062 1 0 628 2.01 0.00 5.67 0.60 £.00] 0.00 82.4 8.7
0TU00126 1 0 4,79 1,19 0.00 212 0.00 0.00) 0.00 66.7 50
0TU00106 1 [ 6.0: 279 0.00 535 0.00 0.00] 0.00 839 50
0TU00125 1 o 4,95 495 0.00 212 0.00f ©.00) 0.00 687 16.7|
0TU00067 1 0 3.84 243 1.00 2.12] 0.00} 5.00] 0.00 86.9 50|
0TU00164 1 0 414 -L71 0.00 3.45 0.00f £.00) 0.0 55.6) 833
0TU00111 1 0 439 0.93 0.00) 2.94 0.00 0.00) 0.00 66.7 50
0TU00079 1 0 0.00) £.00 0.00| 212 0.00 .00 0.00 444 16.7
0TU00109 1 U 3.84) 0.50 0.00 212 0.00 .00, 0.00 66.7 50
0TU00179 1 0 4,95 3.5 0.00 2.12 0.00} 0.00) 0.00 77.8) 50
0TU00113 1 0 3.48| 1.34 0.00 2.12] 0.00} 0.00] 0.00 77.8 50
0TU00112 1 0 000 -142 0.00 0.00) 0.00 1.42) 0.00 111 50
0TU00233 1 0 384  -030 0.00| 3.8¢ 0.00 0.00 0.00 88.9 6.7
0TU00197 1 0 212 ©.00 0.00) 2.12] 0.00 0.00] 0.00 71.8 6.7
0TU00194 1 0 212 047 0.00 0.70) 0.00 0.00) 0.00 6.7 FEE]
0TU00762 1 0 212 .70 0.00| 2.12| 0.00 0.00) 0.00 687 50
0TU00028 1 1 204 108 000  -18s 1.42 £.00| 0.00 6.7 £33
0TU00011 1 2 212 -1u] -4z -427 5.30 voo]  -866 66.7 €6.7)
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CN 115461064 A 34/37 T
RSA B KT T AR R M Loght KLy 2 R ; )
A FLog2 FCRyléh A 3k
A Log2 FC20.55 A Log2 FC<-0.5% i
CREPRAH>20% S48 A20% (BAR/EMTH)
# 4 # (fusobacterium) 4 i -5.98
% 3£ 4T 1 (Faecalibacterium) 4 i §.75
A5 %48 (unclassified Clostridiales) 4 0 8.06
# 4% £ 1 (unclassified Lachnospiraceae) 4 0 6.36
¥ K. (Roseburia) 4 o 1.71
#& B # ¥ (Ruminococcus) 4 0 7.49
A4 % B8 il (unclassified Firmicutes) 4 0 7.48
% £ K ¥ (Dorea) 4 [ 6.76
# 33 #F # (Phascolarctobacterium) 4 0 6.31
it 4% K, (Sutterella) 4 0 £.59
#iL#4F # (Bacteroides) 3 0 123
4L#F i (Lactobacillus) 3 0 -3.22
7 % 4% I, i (Blautia) 3 ] 202
& 4i14F 4 (Parabacteroides) 3 ] 0.26
E % % i (Megamonas) 3 2 7.52
#7473 (Collinsella) 3 0 8.26
H.#F # (Eubacterium) 3 0 6.13
3¢ 318 (Coprococcus) 3 0 54D
MK ) (Anacrostipes) 2 i £.50
+ % K H (Veillonella) 2 0 -0.31
=% /12 i (Bilophila) 2 0 372
Flavonifractor 2 0 3.58
R R A W () ified R i ) 2 0 3,60
[0631] 4 4 %4 ¥ (unclassified Clostridiaceae) 2 0 3,95
T &% 3 i (Butyricicoceus) 2 0 3.58
Faecalicatena 2 0 3.64
% b 1 (campylobacter) 2 f 2.94
4 A K H (Prevotella) 2 1 7.81
# 1 (Clostridium) 2 1 371
Okadaella A 1 -7.68
FL42 1 (Lachnoclostridium) 2 1 1.16
# #H (Alistipes) 2 1 £.37
E 5% i (Megasphaera) 2 1 6.01
J#h 3 # (Enterococcus) 2 2 -7.98
) # 5 # (Staphylococcus) 2 2 -3.03
AL #F 1 (Bifidobacterium) 2 2 4.58
#£ 3R 1 (Streptococcus) 2 2 0.08
% 7k # (abiotrophia) 2 2 573
AL H (Actinomyces) 2 2 -3.30
Robinsoniella 1 0 0.07
Fusicatenibacter 1 0 7.01
& 807 I, & (Barnesiella) 1 0 4,49
Drancourtella 1 0 -1.87
& i J#, i (Faecalitalea) 1 0 4.85
R % & # (Akkermansia) 1 0 (.00
£.5 1 (Lachnospira) 1 0 3.91
Coprobacter 1 0 -1.96
Romboutsia 1 1] 3.25
Schaalia 1 1 -3.75
£.4% 4% [ (Parasutterella) 1 1 4.97
Ruthenibacterium 1 1 1.31
¥ b K& (Rothia) 1 ? -7.05
[0632] [$£5-2]
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CN 115461064 A 35/37 T
FSERBAKT T AP Floga ey R ; ] g i
FMT/E #Log2 FC FMT/G 49CRA PR
& 1-3% 178 25 4 13K 1) 25 45
#AF # (fusobacterium) 2.01 4,22 512 £.53 333 25 50 286
4% # 41 (Faecalibacterium) 1.75 .02 532 4.60 71.8 50 25 285
4 47 F4% 1 (unclassified Clostridiales) 3.34 557 502 659 66.7 50 315 57.1
s AE4 9 (unclassified Lachnospiraceae)) 4.35 2.86 B.08 6.06 28.9 375 50 28.6
¥ K. ¥ (Roseburia) 315 6.29 7.30 4.36 66.7 RYAS 50 28.6
#% ¥ #£# (Ruminococcus) 1.55 4.36 5.81 4.89 88.9 25 50 286
# 4% 582 ¥ (unclassified Firmicutes 4.53 4.53 4.53 1,95 7.8 25 25 28.6
% & K. #(Dorea) 307 4.02 £.48 E.31 66.7 25 25 420
# }3 #F i (Phascolarctobacterium) 1.70 3.40 580 5.80 66.7 375 50 429
B 4% K, (Sutterella) 2.18 5.50 612 6.62 33.3 50 375 42.9
$U4F # (Bacteroides) -0.25 0.98 1.90 1.55 100 100 100 71.4
fL*‘]‘ﬁ(LactobaciIIus} 4.10 6.16 0.41 1.21 66.7 15 62.5 429
# 4 4% .16 (Blautia) 0.91 -1.62 593 9.09 g8.9 62.5 50 57.1
&| 4i4F @ (Parabacteroides) 0.10 0.78 5.99 6.83 77.8 5 62.5 42.9
E # F&, i (Megamonas) 458 6.18 8.54 4.02 22.2 25 25 14.3
AT# T K H (Collinsella) 1.73 3.20 5.03 3.52 66.7 75 37.5 4.3
#AF # (Eubacterium) 105 4.42 3.88 0.56 33.3 75 25 143
_ﬂvﬂtﬁ(c‘ap[ococcus} 3.79 2,58 361 4.77 333 25 25 143
JR AR 8 (Anaerostipes) -0.55 6.25 6.22 4.79 71.8 25 37.5 14,3
¥ & KR (Veillonella) -0.13 2,36 2.42 0.31 44.4 £2.5 52.5 286
»§ 2 1] (Bilophila) -0.50 161 5.03 111 66.7 25 25 4.3
Flavonifractor -0.18 0.00 4,00 4,49 a4.,4 0 37.5 286
44 4% W 3.8 (unclassified Ruminococcaceae) 2.39 2.12 3.01 1.28 333 12.5 25 14.3
[0633] .4 %4 1 (unclassified Clostridiaceae) 4.34 0.00 0.87 1.54 44,4 ] 12.5 28.6
T B 2T (Butyricicoccus) 0.54 117 117 1.28 55.6 125 25 143
Faecalicatena 331 0.00 237 3.74 333 0 25 14.3
T & # (campylobacter) 0.97 2.12 -0.35 0.52 22.2 125 125 286
#-F A K (Prevotella) 012 2.20 137 -5.67 22.2 25 25 i}
#% 14 (Clostridium) 3.09 -2.03 -1.50 8.55 77.8 75 75 429
Okadaella 1.85 3.81 1.62 342 33.3 25 12.5 28.6
5L#4 # (Lachnoclostridium) -1.03 0.08 261 6.65 77.8 50 62.5 286
% L (Alistipes) -0.62 g.22 345 491 66.7 50 37.5 i43
E £/ # (Megasphaera) 2.72 6.81 217 -2.94 22.2 25 12.5 0
Jih 3. # (Enterococcus) 1.97 -2.71 -1.32 1.68 88.9 0 62.5 85.7
#) & # & (Staphylococcus) 1.38 0.74 -5.30 -3.07 88.9 50 75 71.4
S A # (Bifidobacterium) 2.25 144 =233 -5.00 88.9 75 75 286
4 1 i (Streptococcus) -7.18 0.80 412 -1.22 66.7 20 37.5 286
% 3= # (abiotrophia) 3,00 1.57 -1.81 -3.56 A4.4 375 275 42.9
# 4 1 (Actinomyces) 1.43 1.33 -0.89 -1.06 44,4 75 75 57.1
Robinscniella -0.15 -5.80 6.04 €.52 333 12.5 25 143
Fusicatenibacter 4900 2.58 2.85 0.00 55.6 125 125 0
€ 8. &, & (Barnesiella) .88 17| 197 303 558 125 125 143
Drancourtella 0.55 117 3.75 1.54 a4.4 12.5 12.5 14.3
J 5./ i (Faccalitalea) 3.98 0.00 0.00 0.00 22.2 0 0 ]
FT 4 & 8 (Akkermansia) 0.80 7.68 4.36 269 22.2 125 12.5 4.3
£ 1 (Lachnospira) 0.80 2.77 0.87 1.54 111 12.5 25 4.3
Coprobacter 3.01 3.5 1.42 0.00 22.2 125 12.5 0
Romboutsia 1.69 0.00 0.00 0.00 22.2 0 0 0
Schaalia -0.28 0.12 0.60 -1.91 22.2 375 52.5 71.4
#£,%% 4% 4 (Parasutterella) -3.25 6.07 0.00 0.00 1.1 25 0 0
Ruthenibacterium -2.80 433 427 4.91 22.2 125 25 143
¥ 7 K, (Rothia) 370 -0.23 -141 -1.45 333 375 75 571
[0634]  [#5-3]
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ASEBKF FobF 8 FLogs S E b R ;
FMT/E #9 Lt i A R
o 1~3%& 14 27 4B | CR#APR it
# 47 # (fusobacterium) B6.7 33.3 20 G 333 B6.7
% #4F H] (Faecalibacterium) 56.7 323 ) 0 100 10C
45 H (unclassified Clostridiales) 66.7 0 20 0 100 100
H 47 % £ ¥ (unclassified Lachnospiraceae) i6.7 0 i1} 0 100 00
¥ &, (Roseburia) 16.7 0 0 ] 100 83.3
#& ¥ 314 (Ruminococcus) 50 0 0 0 100 100
F 4 # /34 # (unclassified Firmicutes) 33.3 i} 0 0 88.9 83.3
% & K. (Dorea) 16.7 16.7 ) 0 100 83.3
# 334 # (Phascolarciobacterium) 33.3 0 0 0 718 88.7
i# 4% K. 8 (Sutterella) 66.7 0 0 & 71.8 50
#04T ¥ (Bacteroides) 83.3 50 100 40 100 100
$L#F # (Lactobacillus) 86.7 333 4D 65 778 833
A7 5 4% 1K, (Blautia) 3.3 18.7 40 o 100 100
| $44T  (Parabacteroides) 83.3 16.7 40 20 100 160
E 3 fi2, 1 (Megamonas) 6.7 0 0 0 22.2 50
TR AT K (Collinsella) 33.3 i 0 i) 88.9 50
4£.#F 1 (Eubacterium) 16.7 ] 0] 0 17.8 83.3
# 3 [ (Coprococcus) 16.7 o 0 o 44.4 66.7
S04 3K 1 (Anaerostipes) 16.7 o i} ) 77.8 233
% % K3k # (Veillonella) 50 333 20 40 55.6 33.3
=¥ 2% (Bilophila) 23.3 ] 0 o 778 50
Flavonifractor 50 0 15} ] 100 66.7
A 40340 W 1 # (unclassified Rumi aceae) 6.7 i) 0 o 66.7 50
[0635] 4 %44 & (unclassified Clostridiaceae) 0 0 0 0 77.8 16.7
T 8 5 (Butyricicoccus) 50 0 b} 0 718 833
Faecalicatena 1] 0 0 66.7 33.3
% # 1§ (campylobacter) 333 ] 40 20 0 i]
&% A& (Prevotella) 333 50 a0 20 22.2 16.7
# i (Clostridium) 23.3 16.7 20 ] 100 100
Okadaella i 18.7 0 20 23.3 50
FL#8 1 (Lachnoclostridium) 86.7 333 20 G 100 100
7 M. (Alistipes) 50 il 20 ] 718 50
B ## i (Megasphaera) 16.7 ] 20 20 233 16.7
J# 3. H (Enterococcus) 6.7 100 80 80 55.5 333
#) # %1 (Staphylococcus) 3.3 33.3 40 49 88.9 160
4 AF # (Bifidobacterium) 56.7 50 60 40 100 100
44 3% & (Streptococcus) 833 66.7 &0 20 88.9 100
% ## (abiotrophia) 333 16.7 40 40 333 56
ﬁﬁﬁ(hctinomyccs.}. IIIII i6.7 16.7 20 a0 56.7 50
Rabinsoniella 333 6.7 o 0 55.5 66.7
Fusicatenibacter 333 0 0 G 56.7 €6.7
& 847 K, # (Barnesiella) 6.7 Q ) i £4.4 16.7
Drancourtella i6.7 9 o b] 55.5 50
B 25,1 (Faecalitalea) 0 0 0 0 22.2 16.7
i %, & # (Akkermansia) 0 0 0 b] 0 ]
£.3% & (Lachnospira) 0 i} 0 0 44,4 B6.7
Coprobacter (i} 0 0 4] 1.1 18.7
Romboutsia 0 0 i} [ 55.5 50
Schaalia 167 16.7 20 20 77.8 66.7
%£,3%5% 1 (Parasutterella) 33.3 0 0 0 33.3 50
Ruthenibacterium 333 0 i} 0 22.2 33.3
% ¥ I (Rothia) iR7 1A.7 20 40 0 16.7

[0636]  JbAb, fEFMTHG f5 A 3515 41 B A 1 FF (Species) W, FrihBZH A 1 B it [8] 442 1) A2
R T ~19. 8N 7 5 HABE AL, B 11~ 19 = E Rl (Sp ecies) HELECRELPRZL H
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[0637]  J¥H1 45345 : & DNA
[0638]  J¥%1| %5346 : & FDNA
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BRIES

110> ZETHB

PRI S Z4

FER FERR 4t
<120> EFxFFEMEYPuaE 9 H TR 8a YT A&
<130> G2495W0

<150>
<151>
<160>
<170>
210> 1

211> 314
<212> DNA
213>
<400> 1

gatgaacgct

346

ctaagtttga
ggggatagcce
actattaaag
cggcccacca
gagacacggt
210> 2
211> 316
<212> DNA

JP2019-213436
2019-

11-26

agctacaggc
tggcgaccgg
tttcgaaaga
aatttcggtce
agccttcgat
ccaa 314

PatentIn version 3.5

WA (Bacteroides)

ttaacacatg
cgcacgggtg
aagattaata
atcgatgggg
ggataggggt

213> A E (Bacteroides)

<400> 2
gatgaacgct
gcaaactgga
tcggggatag
ttgttattaa
aacggctcac
ctgagacacg
<210> 3
211> 317
<212> DNA

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caaaccttcg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

213> A E (Bacteroides)

<400> 3

gatgaacgct agctacaggc ttaacacatg

caagtcgagg
agtaacacgt
cccgatggcea
atgcgttcca
tctgagagga

caagtcgagg
tgagtaacac
tacccgatgg
ggatgcegttce
gttctgagag

caagtcgagg

47

ggcagcatga
atccaacctg
tagttcttce
ttaggttgtt

aggtccccca

ggcagcattt
gtatccaacc
tataattaga
cattaggcag

gaaggtccce

ggcagcatgg

acttagcttg
ccgatgactc
gcatggtaga
ggcggggtaa
cattggaact

cagtttgett
tgccgataac
ccgecatggte
ttggtgaggt
cacattggaa

tcttagecttg

120
180
240
300

60

120
180
240
300
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ctaaggctga tggcgaccgg cgcacgggtg
ttggccagee ttctgaaagg aagattaatc
atgattaaag gtattttccg gtagacgatg
taacggccca cctagtcaac gatggatagg

actgagacac ggtccaa 317

<210> 4
211> 315
<212> DNA

213> A E (Bacteroides)

<400> 4

gatgaacgct agctacaggce
ctaaggccga tggcgaccgg
ttggacagcc ttctgaaagg
atgattaaag gtattccggt
acggcccacc tagtcttcga
tgagacacgg tccaa 315
210> 5

211> 314

<212> DNA

ttaacacatg
cgcacgggtg
aagattaata
agacgatggg
tggatagggg

213> A E (Bacteroides)

<400> 5

gatgaacgct
ctttgatgga
tgggatagcce
attattaaag
cggcccacca

gagacacggt

agctacaggc ttaacacatg
tggcgaccgg cgeacgggtyg
tttcgaaaga aagattaata
aatttcggtt gtcgatgggg
aaccaacgat ggataggggt
ccaa 314

<210> 6
211> 323
<212> DNA

213> A7 R Blautia)

<400> 6

gatgaacgct ggcggegtge
ttcggtggat ttgatctatt
ttatacaggg ggataacagt
atggctcagt gtgaaaaact
gtggggtaac ggcccaccaa
attgggactg agacacggcc
210> 7

ttaacacatg
tctagtggcg
cagaaatggc
ccggtggtat
ggcgacgatce
cag 323

agtaacacgt
caggatggga
gggatgegtt
ggttctgaga

caagtcgagg
agtaacacgt
caagatggca
gatgcgttcce
ttctgagagg

caagtcgagg
agtaacacgt
ccggatggcea
atgcgttcca
tctgagagga

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

48

atccaacctg
tcatgagttc
ccattagata

ggaaggtcce

ggcagcatgg
atccaacctg

tcatgagtcc
attagatagt

aaggtccccce

ggcagcatca
atccaacctg
tagttttcce
ttaggcagtt

aggtccccca

gggaaatatt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

ccgtctacte
acatgtccge

gtaggceggesg
ccacattgga

tcttagecttg
ccgtctacte
gcatgttcac

aggcggggta
acattggaac

tcaaagcttg
ccgacaacac
gcatgggatg

ggcggggtaa
cattggaact

tcattgagac
gtaacctgcce
acagagctgc
tagcttgttg

gaacggccac

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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211> 323
<212> DNA

<213> #EHifFHE (Phascolarctobacterium)

<400> 7

gacgaacgct
aattcttagt
cattccgaaa
agatggcctce
gtagtgtaac
attgggactg

ggeggegtge
ggcgaacggs
ggagtgctaa
tacaagtaag
ggactaccaa

agacacggcc

<210> 8

211> 324

<212> DNA

<213> Z/RIKH (Dorea)
<400> 8

gatgaacgct ggcggegtge
ttcggatgaa gacttttgtg
ctcatacagg gggataacag
catggtacag tggtaaaaac
ggtggggtaa cggectacca
cattgggact gagacacggc
<210> 9

211> 323

<212> DNA

ctaacacatg
tgagtaacgc
taccggatgt
ctatcgctaa
ggcgatgatce
caa 323

ttaacacatg
actgagcggce
ttagaaatga
tctggtggta
agccgacgat
ccag 324

213> A7 R Blautia)

<400> 9

gatgaacgct ggcggegtge
ttcggtcgat atgatttaat
ttatacaggg ggataacagt
atggctcggt gtgaaaaact
gtgaggtaac ggcccaccaa
attgggactg agacacggcc
<210> 10

211> 316

<212> DNA

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

213> A E (Bacteroides)

<400> 10

caagtcgaac
gtaggcaacc
gatcatcgtg

aggatgggcce
agtagccggt

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

ggagaatttt
tgceetttag
ccgecatggcea
tgcgtctgat
ctgagaggat

gaagcactta
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gggaattact
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

atttcggtag
acggggacaa
ggatgaagaa
tagctagttg

gaacggccac

agtttgattc
ggtaacctgce
cacggtaccg
ttaggtagtt

tgaccggcca

ttattgaaac
gtaacctgce
acagagctgc
tagctagttg

gaacggccac

120
180
240
300

120
180
240
300

60

120
180
240
300

gatgaacgct agctacagge ttaacacatg caagtcgagg ggcagcattt tagtttgett 60

gcaaactaaa gatggcgacc ggcecgecacggg tgagtaacac gtatccaacc tgccgataac 120
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tcggggatag cctttcgaaa gaaagattaa tatccgatgg tatattttct ccgecatggtg 180

agaatattaa agaatttcgg ttatcgatgg ggatgcgttc cattagtttg ttggecggggt 240

aacggcccac caagaccacg atggataggg gttctgagag gaaggtcccce cacattggaa 300

ctgagacacg
210> 11
211> 322
<212> DNA

gtccaa 316

213> E HiuE Megamonas)

<400> 11
gacgaacgct
caccaagtgg
cttcgaaagg
ggaggcctcet
gagggtaaag
ttgggactga
210> 12
211> 316
<212> DNA

ggcggegtge
cgaacgggtg
ggtgctaata
gacataagct
gceccaccaag

gacacggccce

ttaacacatg
agtaacgcgt
ccgaatgaat
tccgettgaa
gcgacgatca
ag 322

<213> #i%jBRHE (Staphylococcus)

<400> 12

gacgaacgct
cttcttggat
ataactattg
gaaaggggca
aacggctcac
ctgagacacg
<210> 13

211> 324
<212> DNA

ggcggegtge
gagttgcgaa
gaaacgatag
attgctccac
ctaggcgacg
gcccag 316

ctaatacatg
cgggtgagta
ctaataccgc
tacaagatgg

atacatagcc

213> A7 R Blautia)

<400> 13
gatgaacgct
ttcggatgaa
ctcatacagg
catggtgcag
ggtggggtaa
cattgggact
<210> 14
211> 307

ggcggegtge
gatcttggtg
gggataacag
gggtaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggc
ttagaaatga
tccggtggta
agccgacgat
ccaa 324

caagtcgaac
aagcaatcta
gtaagagtat
gatgagcttg
gtagccecggtce

caagtagaac
acgcgtaggt
ataacaatgg
acctgegttg
gacctgagag

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

50

ggggtgttta
ccttcaagat

cgcatgagac
cgtctgatta
tgagaggatg

gctgaagaga
aacctgcctt
atgacacatg

tattagctag
ggtgatcggce

gaagcacctt
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

tttcggtaaa
ggggacaaca
acttactaaa
gctagttggt

aacggccaca

ggagcttget
gtagcgggsg
tcatttattt
taggtgaggt
cacactggga

gatttgattc
ggtaacctgce
cacagcaccg
ttaggtagtt

tgaccggcca

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300



CN 115461064 A

FF

.1l

5/98 i

<212> DNA
<213> X ATEE Bifidobacterium)
<400> 14

gatgaacgct ggcggegtge
ctgggtgaga gtggcgaacg ggtgagtaat
agctcctgga aacgggtggt

ttaacacatg

aatgccggat
agattcatcg gtatgggatg gggtcgegte
ccatggcttc gacgggtage cggcctgaga
ggcccag 307

<210> 15

211> 303

<212> DNA

<213> FIRERIRE (Collinsella)
<400> 15

gatgaacgct ggcggegege
agcgagtgge gaacggctga
cccgaaagga cgggtaatac
ccgacgggag gggatggctce
gcecgacaacg ggtageeggg
cag 303

<210> 16

211> 326

<212> DNA

<213> undefined Clostridiales
<400> 16

ctaacacatg
gtaacacgtg
cggatacccce
cgecggeccat

ttgagagacc

gatgaacgct
cttcgggact
gccttgtaca
cgcatgatgc
ttggtgaggt
cacattggga
210> 17
211> 316
<212> DNA
213>
<400> 17

ggcggegtge
gattattttg
gggggataac
agtgtgaaaa
aacggcccac

ctgagacacg

ttaacacatg
tgactgagtg
agttggaaac
actccggtgg
caaggcgacg

gcccaa 326

BT B (Parabacteroides)

gatgaacgct agcgacaggce ttaacacatg
tacagattga tggcgaccgg cgcacgggtg
ggggatagce cggcecgaaagt cggattaata

caagtcgaac
gcgtgaccga
gctccagttg
ctatcagctt

gggcgaccgg

caagtcgaac
gagaacctgc
ggggtgceege
caggtagacg

gaccggecag

caagtcgaac
gcggacgggt
ggctgctaat
tataagatgg

atccatagcc

gggatcccag
cctgececcat
gatgcatgtc
gatggeggsg
ccacattggg

ggcaccccecte
cceecteeccece
atggcacccc
geggggtgac
attgggactg

gaagcacttt
gagtaacgcg
accgcataag
acccgegttg
gacctgagag

gagcttgecte
acaccggaat
cttctgggaa
taacggccca

actgagatac

tccggaggga

gggatagccg
ggctaaagcce

ggcccaccegt

agacacggcc

atttgatttc
tgggtaacct
cgcacagcat

gattagctag
ggtgaccggce

120
180
240
300

120
180
240
300

60

120
180
240
300

caagtcgagg ggcagcatga tttgtagcaa 60

agtaacgcgt atgcaactta cctatcagag 120

ccccataaaa caggggtcce geatgggaat 180
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atttgttaaa gattcatcgc tgatagatag gcatgcgttc cattaggcag ttggeggggt 240

aacggcccac caaaccgacg atggataggg gttctgagag gaaggtcccce cacattggta 300

ctgagacacg gaccaa 316
<210> 18

211> 307

<212> DNA

213> X AFE (Bifidobacterium)

<400> 18

gatgaacgct ggcggegtge
ctgggtgaga gtggcgaacg
agctcctgga aacgggtggt
agcttttgeg gtatgggatg
ccatggcttc gacgggtagce
ggcccag 307

<210> 19

211> 302

<212> DNA

ttaacacatg
ggtgagtaat
aatgccggat
gggtcgegte
cggcctgaga

<213> ®RH (Clostridium)

<400> 19

gatgaacgct ggcggegtge
ggcgaacggg tgagtaatac
cgtcagctaa gaccgcatag
gactggtaga tgatggactt
gcgacgatge gtagccgacce
ag 302

<210> 20

211> 315

<212> DNA

ctaatacatg
ataagtaacc
gtgtagagat
atggcgcatt
tgagagggtyg

213> A HE (Bacteroides)

<400> 20

gatgaacgct agctacaggc
ctaagtttga tggcgaccgg
agggatagcc tttcgaaaga
accattaaag atttattggt
acggcccacc tagccgacga
tgagacacgg tccaa 315
210> 21

211> 326

<212> DNA

ttaacacatg
cgcacgggtg
aagattaata

aaacgatggg
tggatagggg

caagtcgaac
gcgtgaccga
gctccagttg
ctatcagctt

gggcgaccgg

caagtcgaac
tggcatctac
cgcatgaact
agctggttgg
accggccaca

caagtcgagg
agtaacacgt
cctgatagta
gatgcgttce
ttctgagagg

52

gggatcccag
cctgececcat
accgcatggt

gatggceggesg
ccacattggg

gcttcactte
agggggataa
ctatatgaaa
tagggtaacg
ctgggactga

ggcagcatga
atccaacctt
tggtgagatt
attaggtagt

aaggtccccce

gagcttgecte
acaccggaat
cctctgggaa
taacggccca

actgagatac

ggtgaagagt
ctgatggaaa
agtgctacgg
gcctaccaag

gacacggccce

acttagcttg
ccgtttactce
gcatgatagc
aggceggggta
acattggaac

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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213> P H (Roseburia)

<400> 21
gatgaacgct
cttcggaaat
gcctcataca
cgcatgatcc
ttggcagggt
cacattggga
210> 22
211> 323
<212> DNA

ggcggegtge
gaagattttg
gggggataac
ggtgtgaaaa
aacggcctac

ctgagacacg

ttaacacatg
tgactgagtg
agttggaaac
actccggtgg
caaagcgacg

gcccaa 326

<213> undefined Lachnospiraceae

<400> 22

gatgaacgct
ttcggcagat
ttatacaggg
atggtccggt
gtgaggtaac
attgggactg
210> 23

211> 324
<212> DNA

ggcggegtge
ttagattgtt
ggataacagt
gtgaaaaact
ggcccaccaa

agacacggcc

<213> Lachnospiraceae

<400> 23
gatgaacgct
ttcggatgga
ctcacacagg
catggtacag
ggtgaggtaa
cattgggact
210> 24
211> 324
<212> DNA

ggcggegtge
tcttaaattg
gggataacag
tgtgaaaaac
cggcccacca

gagacacggc

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

ttaacacatg
actgagcggc
ttagaaatga
tceggtggty
agccgacgat
ccaa 324

<213> ®RH (Clostridium)

<400> 24

gatgaacgct ggcggegtge ctaacacatg
ttcggatgga attaaaactg actgagcggce
ctcatacagg gggataacag ttagaaatgg
catggagcag tgtgaaaaac tccggtggta

caagtcgaac
gcggacgggt
gactgctaat

tatgggatgg
atcagtagcc

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggat

cagtagccga

caagtcgagc
ggacgggtga
ctgctaatac

tgagatggac

53

gaagcactct
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

gggaaacctt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

gaagcaattt
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gaagcggttt
gtaacgcgtg
cgcataagca

ccgegtetga

atttgatttt
tgggtaacct
cgcacaggat

gattagccag
ggtgaccggce

ttattgaagc
gtaacctgce
acaggaccgc
tagctagttg

gaacggccac

aagtgaagtt
gataacctgc
cacggtaccg
ttaggtagtt

tgaccggcca

taaggaagtt
ggtaacctgce
cacagcttcg

ttagctagtt

120
180
240
300

60

120
180
240
300

60

120
180
240
300

120
180
240
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ggtaaggtaa cggcttacca aggcgacgat cagtagccga cctgagaggg tgaccggeca 300

cattgggact gagacacggc
<210> 25

211> 324

<212> DNA

ccaa 324

213> #®HE A (Clostridiaceae)

<400> 25

gatgaacgct ggcggegtge
ttcggatgga agctagattg
ctcacactgg gggacaacag
catggtccgg tgtgaaaaac
ggtggggtaa cggcectacca
cattgggact gagacacggc
<210> 26

211> 311

<212> DNA

ttaacacatg
actgagtggce
ttagaaatga
tceggtggtg
aggcgacgat
ccaa 324

213> WiZEAF & (Faecalibacterium)

<400> 26

gacgaacgct
tttaagctta
aacagttgga

ggceggegcege
gtggcgaacg
aacgactgct
ttcgetttag
cgacgattgg
g 311

aaaggattta
cccaccaagg
acacggccca
210> 27
211> 316
<212> DNA

ctaacacatg
ggtgagtaac
aataccgcat
gatggactcg
tagccggact

<213> BEFKTH (Streptococcus)

<400> 27

gatgaacgct ggcggegtge
ccgagcggat gagttgcgaa
ataactattg gaaacgatag
gaaaggtgca attgcaccac
aacggctcac caaggcgacg
ctgagacacg gcccag 316
<210> 28

211> 322

<212> DNA

<213> Lachnospiraceae

ctaatacatg
cgggtgagta
ctaataccgc
taccagatgg

atacatagcc

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

caatagccga

caagtcgaac
gcgtgagtaa
aagcccacgg

cgtccaatta

gagaggttiga

caagtagaac
acgcgtaggt
ataacagtag
acctgegttg
gacctgagag

54

gaagcaatct
gtaacgcgtg
cgcataagcg
ccgegtttga
cctgagaggg

ggagcttaga
cctgeccectag
taccgcatgg
gctagttggt

acggccacat

gctgaagcett
aacctgcctg
atgtcgcatg
tattagctag
ggtgatcggce

aacggaagtt
ggtaacctgce
cacaggaccg
ttagctagtt

tgaccggcca

gagcttgett
agtgggggac
tactgaggga
gaggtaacgg
tgggactgag

ggtgecttgea
gtagcgggssg
acctttgett

ttggtgaggt
cacactggga

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<400> 28
gatgaacgct
tcggtggatt
cacacagggg
tggtacagtg
tgaggtaacg
ttgggactga
<210> 29
211> 310
<212> DNA
213>
<400> 29
gatgaacgct
ccgeeggega
aacccggega
taaagattca
ccaccaagac
cacggtccaa
<210> 30
211> 326
<212> DNA
213>
<400> 30
gatgaacgct
cttcggtttg
gcctcataca
cacatggtac
ttggeggggt
cacattggga
<210> 31
211> 325
<212> DNA

ggcggegtge
ttaaattgac
gataacagtt
tgaaaaactc
gceccaccaag

gacacggccce

agcgacaggce
ccggegeacg
aagtcggact
tcgctgatag
cacgatggat
310

ggcggegtge
aagtctttta
gggggatage
agtgtgaaaa
aacggcccac

ctgagacacg

ttaacacatg
tgageggcegg
agaaatgact
cggtggtgtg
ccgacgatca
aa 322

BT B (Parabacteroides)

ttaacacatg
ggtgagtaac
aataccgcat

ataggcatgc
aggggttctg

HAATH Lactobacillus)

ttaacacatg
tgactgagtg
agctggaaac
actccggtgg
caaggcgacg

gcccag 326

<213> undefined Clostridiales

<400> 31

gatgaacgct
ttcggagatg
tttaagaggg
atgtttttga

tggcggggta

ggeggegtge
gaattctcga
ggataacagt
tgccaaagga

acggecccacce

ctaacacatg
cttagtggcg
cggaaacggce
gcaatccget

aaggcgacga

caagtcgagc
acgggtgagt
gctaataccg
agatggatcc

gtagccgacc

caagtcgagg
gcgtatgcaa
gaagcaggss
gttccattag

agaggaaggt

caagtcgaac
gcggacgggt
ggctggtaat
tatgagatgg

atcagtagcc

caagtcgaac
gacgggtgag
tgctaatacc
tttagatgag
tcagtagccg

55

gaagcgattt
aacgcgtgga
cataagcgca
gcgtectgatt
tgagagggtg

ggcagcgeesy
cttacctatc

ccececgeatgg
tttgttggcg

cceccacatt

gaagcattta
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

ggagtcgttt
taacgcgtga
gcataaagca
ctcgegtetg
gactgagagg

aaatgagact
taacctgcect
cggtaccgca
aggtagttgg
accggccaca

gtagcaatac
agagggggat
ggatatttge

gggtaacggc
ggaactgaga

agacagatta
tgggtaacct
cgcacagtac

gattagcttg
ggtgaccggce

tggaaatctc
gcaatctgcece
ttaaattcgc
attagctagt
ttgaacggcc

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300



cggeccag 308

<210> 35

211> 329

<212> DNA

<213> FHRIKFKE (Veillonella)
<400> 35

56

CN 115461064 A Fo5l & 10/98 T
acattgggac tgagacacgg cccag 325
<210> 32
211> 307
<212> DNA
<213> K (Roseburia)
<400> 32
gataaacgct ggcggegtge ttaacacatg caagtcgaac gaagtttttc tttcgggagg 60
aacttagtgg cggacgggtg agtaacgegt gggtaacctg ccctgtacag ggggacaaca 120
gctggaaacg gectgetaata ccgecataage ccttagcact gecatggtgea tagggaaaag 180
gagcaatccg gtacaggatg gacccgegte tgattagecca gttggcaggg taacggecta 240
ccaaagcgac gatcagtage cgatctgaga ggatgtacgg ccacattggg actgagacac 300
ggcccag 307
<210> 33
211> 316
<212> DNA
<213> fUFF & (Bacteroides)
<400> 33
gatgaacgct agctacagge ttaacacatg caagtcgagg ggcagcattt tagtttgett 60
gcaaactgaa gatggcgacc ggcecgecacggg tgagtaacac gtatccaacc tgccgataac 120
tccggaatag cctttcgaaa gaaagattaa taccggatag catacgaata tcgcatgata 180
tttttattaa agaatttcgg ttatcgatgg ggatgegttc cattagtttg ttggeggggt 240
aacggcccac caagactacg atggataggg gttctgagag gaaggtcccce cacattggaa 300
ctgagacacg gtccaa 316
210> 34
211> 308
<212> DNA
<213> X AT B Bifidobacterium)
<400> 34
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gggatccatc aggetttget 60
tggtggtgag agtggegaac gggtgagtaa tgegtgaccg acctgeccca tacaccggaa 120
tagctcetgg aaacgggtgg taatgeccgga tgectccagtt gatcgecatgg tcttcectggga 180
aagctttcge ggtatgggat ggggtcgegt cctatcaget tgacggeggg gtaacggece 240
accgtggett cgacgggtag ccggectgag agggegaccg gecacattgg gactgagata 300
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gacgaacgct
ttctatcaat
ggacaacagt
gatgaaaggt
tagttggagg
ggccacattg
<210> 36

211> 309
<212> DNA

ggcggegtge
cttagtggcg
tggaaacgac
ggcctctaca
ggtaacggcce
ggactgagac

<213> Schaalia

<400> 36

gacgaacgct ggecggegtge
gtggatgagt ggcgaacggg
cgcccggaaa cgggtgcetaa
aggttttttc tggtggggga
taccaaggct ttgacgggta

acggcccag 309

210>
211>
212>
213>
<400> 37

gatgaacgct
cgggtggcega
aacccggega

37
310
DNA

taaagattca
ccaccaaacc
cacggaccaa
<210> 38
211> 316
<212> DNA

agcgacaggce
ccggegeacg
aagtcggact
tcgctgatag
gacgatggat
310

ttaacacatg
aacgggtgag
tgctaatacc
tgtaagctat

caccaaggcg

caagtcgaac
taacgcgtaa
gcatacgatc
cactgaagga

atgatcagta

acggcccag 329

ttaacacatg
tgagtaacac
tactggatat
tgggetegeg
gceggectga

BT B (Parabacteroides)

ttaacacatg
ggtgagtaac
aataccgcat

ataggcatgc
aggggttctg

213> A E (Bacteroides)

<400> 38

gatgaacgct
gcaaactgga
tcggggatag
tgattattaa
aacggcccac

ctgagacacg

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caaaccttcg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

caagtcgaac
gtgagtaacc
tcactggcecct

gcctatcage

gagggtgacc

caagtcgagg
gcgtatgcaa
gaagcaggss
gttccattag

agaggaaggt

caagtcgagg
tgagtaacac
tacccgatgg
ggatgcegttce
gttctgagag

57

gaagagcgat
tcaacctgcce
taatctcgge

ggggattgeg
gceggtetga

gctgaagcecce
tgceecctte
tcgecatgggg
ttgttggteg
ggtcacattg

ggcagcacag
cttacctatc
cccegeatgg
gcagttggeg
ccceccacatt

ggcagcattc
gtatccaacc
cataatagaa
cattaggcag

gaaggtcccce

ggaagcttge
cttcagaggg
atcgaggata
tctgattagce
gaggatgaac

agcttgetgg
tttgggataa
gttggtggaa
ggtgatggce
ggactgagat

gtagcaatac
agagggggat
ggatatttge

gggtaacggce
ggtactgaga

cagtttgett
tgccgataac
ccgecatggtt

ttggtggggt
cacattggaa

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300



CN 115461064 A

it

.1l

12/98 71

<210> 39
211> 314
<212> DNA

213> A E (Bacteroides)

<400> 39

gatgaacgct
ctttctttge
ggggatagcec
attattaaag
cggcccacca
gagacacggt
<210> 40

211> 309

<212> DNA

agctacaggc
tggcgaccgg
tttcgaaaga
gattccggta
agccttcgat
ccaa 314

ttaacacatg
cgcacgggtg
aagattaata
aaggatgggg
ggataggggt

213> X AFE (Bifidobacterium)

<400> 40

gatgaacgct
tggtggtgag
tagctcectgg
aagatttcat

caccgagcct

ggeggegtge
agtggcgaac
aaacgggteg

cggtatggga
acgacgggta

acggcccag 309

<210> 41
<211> 311
<212> DNA

ttaacacatg
gggtgagtaa
taatgccgga
tggggtegeg
gceggectga

213> WiZEAF & (Faecalibacterium)

<400> 41

gacgaacgct ggcggegege ctaacacatg

tctcaagcga gtggcgaacg ggtgagtaac

aacagttgga aacgactgct aataccgcat

aaaggagcaa tccgctttga gatggcectceg

cccaccaagg cgacgatcgg tagccggact

acacggccca
<210> 42
211> 324
<212> DNA

g 311

<213> undefined Firmicutes

<400> 42

gatgaacgct ggcggegtge ttaacacatg

caagtcgagg
agtaacacgt
cccgatagcea
atgcgttcca
tctgagagga

caagtcgaac
tgcgtgaccg
tgctccgact
tcctatcagg

gagggegacce

caagtcgaac
gcgtgaggaa
aagcccacga

cgtccgatta
gagaggttga

ggcatcagga
atccaacctg
taatgattcc
ttaggttgtt

aggtccccca

gggatccatc
acctgcccca
cctcgecatgg
tagtcggegg
ggccacattg

gagcgagaga
cctgcectcaa
ccecggeatceg
gctagttggt

acggccacat

agaaagcttg
ccctttacte
gcatggtttce
ggtgaggtaa
cattggaact

aggctttget
tacaccggaa
ggtgteggga
ggtaacggcce
ggactgagat

gagcttgett
agaggggsgac
ggtagaggga
gaggtaatgg
tgggactgag

120
180
240
300

60

120
180
240
300

60

120
180
240
300

caagtcgagce gaagcagtta agttgatttc 60

58
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ttcggattga
cccataccgg
catggctcgg
ggcggggtaa
cattgggact
<210> 43
211> 324
<212> DNA

ttcttaactg
gggataacag
tgtgaaaaac
cggcccacca

gagacacggc

actgagcggce
ctggaaacgg
tccggtggta
aaccgacgat
ccaa 324

213> A7 R Blautia)

<400> 43
gatgaacgct
ttcggattga
ctcatacagg
catggtacgg
ggtggggtaa
cattgggact
<210> 44
211> 324
<212> DNA
213>
<400> 44
gatgaacgct
ttcggatgga
ctcacactgg
catggtacgg
ggcggggtaa
cattgggact
<210> 45
211> 321
<212> DNA

ggcggegtge
agccttggtg
gggataacag
tgtgaaaaac
cggcctacca

gagacacggc

ggcggegtge
tttttgattg
gggataacag
tgtgaaaaac
cggcccacca

gagacacggc

ttaacacatg
actgagcggc
ttggaaacgg
tccggtggta
aggcgatgat
ccag 324

A (Lachnoclostridium)

ctaacacatg
actgagtggce
ttagaaatga
tceggtggty
aagcgacgat
ccaa 324

<213> R (Clostridium)

<400> 45

gatgaacgct
ttccaaagag
gggataactg
tattaaagcg
gaggtaacgg
tgggactgag
<210> 46

ggcggeatge
acttagtggc
ctggaaacgg
cccatcaagg
cccaccaagg

acacggccca

ctaatacatg
gaacgggtga
tagctaaaac
cgtgaacatg
cgatgatgcg
a 321

ggacgggtga
ctgctaatac

tgggatgggce
cagtagccgg

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac
cagtagccgg

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggat

cagtagccga

caagtcgaac
gtaacacgta
cggataggta
gatggacctg
tagccggect

59

gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gaagcacctt
gtaacgcgtg
cgcataagcg
ccgegtetga
tctgagagga

gaagcaatta
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gaagtttcga
ggtaacctgce
tacagagcgc
cggcgecatta
gagagggtaa

ggtgacctgce
cacagagctg
ttaggcagtt

cgaccggeca

gacggatttc
ggtaacctgce
cacagtaccg
ttagctagtt

tgaacggcca

aaatgaagtt
gataacctgc
cacagtaccg
ttagccagtt

tgaccggcca

ggaagcttge
ccatgtgtcce
atgctcagta
gctagttggt

acggccacat

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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211> 326
<212> DNA

213> REMIRE (Anaerostipes)

<400> 46
gatgaacgct
cttcggaact
gccctgtaca
cgcatggtge
ttggtgaggt
cacattggga
210> 47
211> 324
<212> DNA

ggcggegtge
gaagatttgg
gggggataac
aggggtaaaa
aacggctcac

ctgagacacg

ttaacacatg
tgattgagtg
agtcagaaat
actccggtgg
caaggcgacg

gcccaa 326

<213> undefined Lachnospiraceae

<400> 47

gatgaacgct
ttcggatgaa
ctcatacagg
catggtgegg
ggtaaggtaa
cattgggact
<210> 48

211> 311

<212> DNA

ggeggegtge
gaggattgtg
gggataacag
gggtaaaaac
cggcttacca

gagacacggc

ctaacacatg
actgagcggce
ttagaaatga
tccggtggta
aggcgacgat
ccaa 324

213> WiZEHAF & (Faecalibacterium)

<400> 48

gacgaacgct ggcggegege ctaacacatg

cctcaatcga gtggcgaacg ggtgagtaac

aacagttgga aacgactgct aataccgcat

aaaggagcaa tccgctttga gatggcectceg

cccaccaagg caacgatcgg tagccggact

acacggccca
<210> 49
211> 323
<212> DNA

g 311

213> A7 R Blautia)

<400> 49

caagtcgaac
gcggacgggt
gactgctaat
tacaggatgg

atcagtagcc

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gcgtgaggaa
aagcccacag

cgtccgatta
gagaggttga

gaaacacctt
gagtaacgcg
accgcataag

acccgegtet

ggcttgagag

gaagcacttt
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gagagagagg
cctgcectcaa
gtcggcatceg
gctagttggt

acggccacat

atttgatttt
tgggtaacct
accacagcac
gattagctgg
agtgaacggc

gcttagattce
ggtaacctgce
cacagcaccg
ttagctagtt

tgaccggcca

aagcttgett
agaggggsgac
accagaggga
gaggtaacgg
tgggactgag

120
180
240
300

60

120
180
240
300

60

120
180
240
300

gatgaacgct ggcggegtge ttaacacatg caagtcgaac gggaaacctt ttattgaage 60

ttcggcagat ttagectggtt tctagtggeg gacgggtgag taacgegtgg gtaacctgee 120

60
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ttatacaggg ggataacaac cagaaatggt tgctaatacc gcataagcge acaggaccge 180

atggtccggt gtgaaaaact ccggtggtat aagatggacc cgegttggat tagctagttg 240

gcagggtaac ggcctaccaa ggegacgatc catageccgge ctgagagggt gaacggecac 300

attgggactg agacacggcece cag 323

<210> 50
211> 317
<212> DNA

213> BB Barnesiella)

<400> 50

gatgaacgct agcgacaggce ctaacacatg

acctttgtcg gcgaccggeg cacgggtgag

ggataacccg gagaaatccg gactaatacc

cattaaagag agcaattttg gttacagacg

taacggccca ccaaagcgac gatggatagg

actgagacac ggtccaa 317

<210> 51
211> 324
<212> DNA

213> P (Roseburia)

<400> 51
gatgaacgct
ttcggattga
ctcacacagg
catggtacag
ggcagggcaa
cattgggact
<210> 52
211> 316
<212> DNA

ggcggegtge
aattttagtg
gggataacag
tgtgaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggc
ttggaaacgg
tceggtggty
aggcgacgat
ccaa 324

<213> WAHTH (Bilophila)

<400> 52

attgaacgct ggcggegtge ttaacacatg

gtaaagtggc gcacgggtga gtaacgegtg

ctggaaacgg
ctctgettge
aacggcccac
ctggaacacg
<210> 53
211> 311

tcgctaatac
aagctatcgce
caaggcgacg

gtccag 316

cgaatacgct
ttaaggatga
atgggtagcce

caagtcgagg
taacacgtat
ccataatatg
agcatgcgcet
ggttctgaga

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gataatctac
cccgatttta
gtccgegtee
ggtctgagag

61

ggcagcgaag
gcaatccacc
ggcgetecege
ccattagcca

ggaaggtcce

gaagcacttt
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gtgaaagtcc
ccttaagatg
tcgttggggg
cattagctag
gatgaccggce

aggtagcaat
tgtaacaggg
atggagagcc
gttggeggsg
ccacattgga

gatcgatttc
ggtaacctgce
cacagtaccg
ttagctagtt

tgaccggcca

ttcgggatga
gggataacgg
gaaagatggc

ttggeggggt
cacactggaa

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<212> DNA
213> i (Actinomyces)
<400> 53
gacgaacgct ggcggegtge ttaacacatg caagtcgaac gectgaagget cagettgetg 60
ggctggatga gtggcecgaacg ggtgagtaac acgtgagtaa cctgecctet tcetttgggat 120
aacggtcgga aacggcetget aataccgggt attcactgte cttcgecatgg ggggtggtgg 180
aaaggttttt tctggtgggg gatgggetcg cggectatca gettgttggt ggggtgatgg 240
cttaccaagg ctttgacggg taaccggect gagagggtga ccggtcacat tgggactgag 300
atacggccca g 311
<210> 54
211> 323
<212> DNA
<213> P H Bk Ruminococcus)
<400> 54
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gggaaatact ttattgaaac 60
ttcggtggat ttaatttatt tctagtggeg gacgggtgag taacgegtgg gtaacctgee 120
ttatactggg ggataacagc cagaaatgac tgctaatacc gcataagcge acagaaccge 180
atggttcggt gtgaaaaact ccggtggtat aagatggacc cgegttggat tagctagttg 240
gcagggcage ggectaccaa ggegacgatce catagecgge ctgagagggt gaacggecac 300
attgggactg agacacggcece cag 323
<210> 55
211> 325
<212> DNA
<213> undefined Clostridiales
<400> 55
gatgaacgct ggcggegtge ctaacacatg caagtcgaac ggagtcgttt tggaaaatcc 60
ttcgggattg gaattctcga cttagtggeg gacgggtgag taacgegtga gcaatctgee 120
tttaagaggg ggataacagt cggaaacggc tgctaatacc gcataaagca atgaattcge 180
atgttttcat tgccaaagga gcaatccget tttagatgag ctcgegtctg attagectagt 240
tggeggggta acggeccace aaggegacga tcagtagecg gactgagagg ttgaacggee 300
acattgggac tgagacacgg cccag 325
<210> 56
211> 325
<212> DNA

gatgaacgct ggcggegtge ctaacacatg caagtcgaac ggaactattt tggaaactcc 60

ttcgggageg gaatctttag tttagtggeg gacgggtgag taacgegtga gcaatctgee 120

tttaagaggg ggataacagt cggaaacggc tgctaatacc gcataaagca tcaaattcge 180

62
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atgtttttga tgccaaagga gcaatccget tttagatgag ctcgegtctg attagetggt 240

tggeggggta acggeccace aaggegacga tcagtagecg gactgagagg ttgaacggee 300

acattgggac tgagacacgg cccag 325

<210> 57
<211> 311
<212> DNA

213> WiZEAFH (Faecalibacterium)

<400> 57

gacgaacgct ggcggegege ctaacacatg

tctcaagcga gtggcgaacg ggtgagtaac

aacagttgga aacgactgct aataccgcat

aaaggagtga tccgctttga gatggcectceg

cccaccaagg caacgatcgg tagccggact

atacggccca
<210> 58
211> 326
<212> DNA

g 311

<213> BEIRIEHE (Megasphaera)

<400> 58
gacgaacgct
cttcttatca
ggggacaaca
atgaagaaag
ttggaggggt
cacattggga
<210> 59
211> 315
<212> DNA

ggcggegtge
attcgagtgg
gctggaaacg
ggaggccttce
aacggcccac

ctgagacacg

ttaacacatg
caaacgggtg
gctgctaata
gggctttege
caaggcgacg

gcccag 326

213> A HE (Bacteroides)

<400> 59

gatgaacgct agctacaggc ttaacacatg

ctaaggccga tggcgaccgg cgcacgggtg
ttggacagce ttctgaaagg gagattaata

atgattaaag gtttaccggt gtaagatggg

acggcccacc tagtcttcga tggatagggg

tgagacacgg
<210> 60
211> 315
<212> DNA

tccaa 315

caagtcgaac
gcgtgaggaa
aagcccacgg

cgtccgatta
gagaggttga

caagtcgaac
agtaacgcgt
ccgaatacgt
tggaggaggg
atcagtagcc

caagtcgagg
agtaacgcgt
caagatgtta
gatgcgttce
ttctgagagg

63

gagcgagaga
cctgectcaa
gtcggcatceg
gctagttggt

acggccacat

gagaagagat
aagcaacctg
tctttcecgee
gcttgegtet
ggtctgagag

ggcagcatgg
atccaacctg

tcatgagtaa
attagatagt

aaggtccccce

gagcttgett
agagggggac
accagaggga

gaagtaacgg
tgggactgag

gagaagcttg
cccttcagat
gcatgacggg
gattagctag
gatgaacggc

tcttagecttg
ccttacactc
gcattttcge

aggcggggta
acattggaac

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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213> A E (Bacteroides)

<400> 60
gatgaacgct
cttcaattgc
agggatagcc
aagattaaag
acggcccacce
tgagacacgg
<210> 61
211> 313
<212> DNA

agctacaggc
cggcgaccegg
tttcgaaaga
atttatcggt
tagccaacga
tccaa 315

ttaacacatg
cgcacgggtg
aagattaata
gtacgatggg
tggatagggg

213> HEFH KK E (Prevotel la)

<400> 61

gatgaacgct
caaccgatga
tcggataacc
tgaacgaaat
ggcccaccaa
agacacggtc
<210> 62

211> 326
<212> DNA

ggcggegtge
tggcgaccgg
cgtcgaaagg
gtgaaggaga
ggcaacgatc
caa 313

ttaacacatg
cgcacgggtg
cggcctaaca
aggatgggga
agtaggggtt

213> REMIRE (Anaerostipes)

<400> 62

gatgaacgct
cttcggaatt
gccctgtaca
cgcatggtge
ttggtgaggt
cacattggga
<210> 63

211> 313

<212> DNA

ggcggegtge
gacgttttgt
gggggataac
aggggtaaaa
aacggctcac

ctgagacacg

ttaacacatg
agactgagtg
agtcagaaat
actccggtgg
caaggcgacg

gcccaa 326

213> FHHEH (Alistipes)

<400> 63

gatgaacgct agcggcagge ttaacacatg
tatctatggt ggcgaccgge gcacgggtge
gggataacac tgagaaattg gtactaatac
gttgaaaatt ccgatggtta gagatgggca

caagtcgagg
agtaacgcgt
cctgatggta
gatgcgttce
ttctgagagg

caagtcgagg
agtaacgcgt
cgatatgcgg
tgcgtctgat
ctgagaggaa

caagtcgaac
gcggacgggt
gactgctaat
tacaggatgg

atcagtagcc

caagtcgagg
gtaacgcgta
cccataatat

tgcgttgtat

64

ggcagceggea
atccaacctt
tcttaagcac
attaggtagt

aaggtccccce

ggcagcatgt
atccaaccta
ttcacagcgg
tagcttgttg

ggtccceccac

gaagctgett
gagtaacgcg
accgcataag

acccgegtet

ggcttgagag

ggcagcataa
tgcaacctac
catagaaggc

tagctagttg

ttgaagcttg
ccgtacactce
acatgtaatt

aggcggggta
acattggaac

tggttgettg
cccttgtcca
gcatctaacg

gcggggtaac
attggaactg

aactgatctt
tgggtaacct
accacagcac
gattagctgg
agtgaacggc

tggatagcaa
ctttaacagg
atcttttatg

gtggggtaac

120
180
240
300

60

120
180
240
300

60

120
180
240
300

120
180
240
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ggctcaccaa ggcgacgata cataggggga ctgagaggtt aaccccccac actggtactg 300

agacacggac cag 313
<210> 64

211> 310

<212> DNA

213>
<400> 64

gatgaacgct ggcggegtge
ccgeecggega ccggegeacg
aacccggcega aagtcggact
taaagattca tcgctgatag
ccaccaaacc gacgatggat
cacggaccaa 310

<210> 65

211> 323

<212> DNA

<213> Lachnospiraceae
<400> 65

gatgaacgct
ttcggtggat
ttatacaggg
atggtccggt
gtggggtaac
attgggactg
<210> 66

211> 314
<212> DNA

ggcggegtge
ttgatttatt
ggataacagt
gtgaaaaact
ggcccaccaa

agacacggcc

BT B (Parabacteroides)

ttaacacatg
ggtgagtaac
aataccgcat
ataggcatgc
aggggttcetg

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

213> A HE (Bacteroides)

<400> 66

gatgaacgct gacagaatgc
ctttctttge tggcgaccgg
ggggatagce tttcgaaaga
attattaaag gattccggta
cggctcacca agccttegat
gagacacggt ccaa 314
<210> 67

211> 325

<212> DNA

ttaacacatg
cgcacgggtg
aagattaata
aaggatgggg
ggataggggt

213> W H (Clostridiales)

caagtcgagg
gcgtatgcaa
gaagcaggga
gttccattag
agaggaaggt

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagg
agtaacacgt
cccgatggta
atgcgttcca
tctgagagga

65

ggcagcgeesy
cttacctatc

tccecgecatgg
gcagttggeg
cceccacatt

gggaaatact
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

ggcatcagga
atccaacctg
taatgattcc
ttaggttgtt

aggtccccca

gtagcaatac
agagggggat
gaatatttgce

gggtaacggc
ggtactgaga

tcattgagac
gtaacctgce
acaggaccgc
tagctggttg

gaacggccac

agaaagcttg
ccctttacte
gcatggtttg
ggtgaggtaa
cattggaact

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<400> 67

gatgaacgct
cttcggttga
cctcacactg
gcatgatcca

tggcagggta
acattgggac

ggcggegtge
agtcgttata
ggggataaca
gtgtgaaaaa
acggcctacc

tgagacacgg

<210> 68

211> 325

<212> DNA

<213> Flavonifractor
<400> 68

gatgaacgct ggcggegtge
ttcgtccaac ggattgagtt
cttggagagg ggaataacac
catggctctg actgccaaag
aggcggggta acggcccacc
acattgggac tgagacacgg

<210> 69
211> 326
<212> DNA

ttaacacatg
atcctagtgg
gtcagaaatg
ctccggtggt
aaagcgacga

cccag 325

ttaacacatg
acctagtggce
tccgaaagga
atttatcgct
taggcgacga
cccag 325

213> W H (Clostridiales)

<400> 69

gatgaacgct
cttcggggat
gcctcacaca
cgcatggtgce
ttggeggggt
cacattggga
<210> 70

211> 326

<212> DNA

ggcggegtge
gattgttctg
gggggataac
agtgtgaaaa
aacggcccac

ctgagacacg

ttaacacatg
tgactgagtg
agttggaaac
actccggtgg
caaggcgacg

gcccag 326

213> A& (Eubacterium)

<400> 70

gatgaacgct ggcggegtge
cttcgggagg aagaccattg
gccttgtaca gggggataac
cgcatggtac ggtgtgaaaa
ttggtgaggt aacggcccac

ttaatacatg
tgactgagtg
agttggaaac
actccggtgg

caaggcgacg

caagtcgaac
cggacgggtg
actgctaata
gtgagatgga
tccatagceccg

caagtcgaac
ggacgggtga
gtgctaatac
ctgagatggc
tcagtagccg

caagtcgaac
gcggacgggt
gactgctaat
tgtgagatgg
atcagtagcc

caagtcgaac
gcggacgggt
gactgctaat
tacaagatgg

atcagtagcc

66

ggggattatt
agtaacgcgt
ccgcataagce
ccecgegttgg
gcetgagagg

ggggtgctea
gtaacgcgtg
cgcatgaagc
ctcgegtetg
gactgagagg

gaagcacttt
gagtaacgcg
accgcataag

atccgegtet
ggcctgagag

gaagcacctt
gagtaacgcg
accgcataag
acccgegtet

gacttgagag

ttgacagaga
gggtaacctg
gcacgggatt
attagccagt

gtggacggcce

tgacggagga
aggaacctgc
agttgggteg
attagctagt
ttgaccggcce

acctgatttc
tggataacct
cgcacagcac

gattagctgg
ggcgaccggce

ggacagaatc
tgggtaacct
cgcacagtac
gattagctgg
agtgatcggce

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300



CN 115461064 A

FF

5l %R

21/98 T

cacattggga ctgagacacg gcccaa 326

<210> 71
<211> 309
<212> DNA

<213> undefined Clostridiales

<400> 71

gacgaacgct
ttctgatcta
accgattgga
aaagatttat

taccaaggcg

ggcggeacge
gtggeggacg
aacgatcgtt
cgctgaaaga

acgatcagta

acggcccag 309

<210> 72
211> 323
<212> DNA

<213> Lachnospiraceae

<400> 72

gatgaacgct
ttcggcggat
ttatactggg
atggttcggt
gcagggcagce
attgggactg
210> 73

211> 323

<212> DNA

ggcggegtge
ttgatctgtt
ggataacagc
gtgaaaaact
ggcctaccaa

agacacggcc

ttaacacatg
ggtgagtaac
aataccgcat
tgagctcgeg
gccggactga

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

<213> W HERE Ruminococcus)

<400> 73

gatgaacgct
ttcggtcgat
ttatacaggg
atggctcagce
gtggggtaac
attgggactg
210> 74

211> 309
<212> DNA

ggcggegtge
ttaatttaat
ggataacagt
gcgaaaaact
ggcccaccaa

agacacggcc

ttaacacatg
tccagtggcg
tagaaatggc
ccggtggtat
ggcgacgatce
cag 323

<213> #&IRTH (Coprococcus)

<400> 74

caagtcgaac
acgtgagcaa
aacataattg
tctgattagc
gaggttgatc

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

67

gagagaagag
tctgecttte
aaccgcatga
tagttggtaa
ggccacattg

gggaaacatt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

gggaattact
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

aagcttgett
agagggggat
tttgattatc
ggtaacggcet
ggactgagac

tcattgaggc
gtaacctgce
acagaaccgc
tagctggttg

gaacggccac

ttattgaaac
gtaacctgce
acagagctgc
tagctggttg

gaacggccac

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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gatgaacgct
ttcaaagtta
agcagctgga
aaaactccgg

caccaaggceg

ggcggegege
gtggeggacg
aacggctgat
tggtatgaga

acgatcagta

acggcccaa 309

<210> 75
<211> 310
<212> DNA

ctaacacatg
ggtgagtaac
aaaaccgcat
tggacccgeg
gceggectga

213> A E (Bacteroides)

<400> 75
gatgaacgct
ggttgatggce
atagcctttce
ttaaagaatt
ccaccaagac
cacggtccaa
<210> 76
211> 316
<212> DNA
213>
<400> 76
gatgaacgct
tacttattgg
ggggatagcec
atttgttaaa
aacggcccac
ctgagacacg
210> 77
211> 316
<212> DNA

agctacaggc
gaccggcgea
gaaagaaaga
tcgataaccg
atcgatggat
310

agcgacaggce
tggcgaccgg
cggcgaaagt
gattcatcgce
caaaccgacg

gaccaa 316

ttaacacatg
cgggtgagta
ttaataccgg
atggggatgce
aggggttcetg

BT B (Parabacteroides)

ttaacacatg
cgcacgggtg
cggattaata
tgatagatag
atggataggg

213> A E (Bacteroides)

<400> 77

gatgaacgct
gcaaactaaa
tcggggatag
ttactattaa
aacggcccac

ctgagacacg

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caagactacg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

caagtcgaac
gcgtgggtaa
aagcgcacag
tctgattagc
gagggtgacc

caagtcgagg
acacgtatcc
atagtataac

gttccattag
agaggaaggt

caagtcgagg
agtaacgcgt
ctccataaaa
gcatgegttce
gttctgagag

caagtcgagg
tgagtaacac
tatccgatag
ggatgcegttce
gttctgagag

68

ggacgatgaa
cctgectcat
tgccgecatgg
ttgttggcgg
ggccacattg

ggcagcatga
aacctaccgg
gagaaggcat
tttgttggeg

cceccacatt

ggcagcatag
atgcaactta
caggggtcce
cattaggcag

gaaggtcccce

ggcagcattt
gtatccaacc
tatattaaaa
cattagtttg

gaaggtcccce

gagcttgett
acaggggaat
cacagtgtga
ggtaacggcce
ggactgagac

cctagcaata
ttattccggg
ctttttgtta

gggtaacggc
ggaactgaga

taggtagcaa
cctatcagag
gcatgggact

ttggeggggt
cacattggga

tagtttgett
tgccgataac
ccgecatggtt

ttggeggggt
cacattggaa

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<210> 78
211> 316
<212> DNA

<213> BEPKTH (Streptococcus)

<400> 78

gatgaacgct
ccgagcggat
ataactattg
gaaaggtgca
aacggctcac
ctgagacacg
<210> 79

211> 313

<212> DNA

ggcggegtge
gagttgcgaa
gaaacgatag
attgcatcac
caaggcgacg

gcccag 316

ctaatacatg
cgggtgagta
ctaataccgc
taagagatgg

atacatagcc

213> HEFH KK E (Prevotella)

<400> 79

gatgaacgct
caaccaatga
tcggataacc
agaacgaaat
ggcccaccaa
agacacggtc
<210> 80

211> 315

<212> DNA

agctacaggc
tggcgaccgg
cgtcgaaagg
gtgaaggaga
ggcgacgatce
caa 313

ttaacacatg
cgcacgggtg
cggcctaaca
aggatgggga
agtaggggtt

213> A HE (Bacteroides)

<400> 80
gatgaacgct
cttcaattgce

agctacaggc

cggcgaccgsg

ttaacacatg

cgcacgggtg

agggatagcc tttcgaaaga aagattaata

atcattaaag

atttatcggt

gtacgatggg

acggcccacc tagccgacga tggatagggg

tgagacacgg
<210> 81

211> 324
<212> DNA

tccaa 315

<213> Lachnospiraceae

<400> 81
gatgaacgct

ggcggegtge

ttaacacatg

caagtagaac
acgcgtaggt
ataaaagtcg
acctgegttg
gacctgagag

caagtcgagg
agtaacgcgt
cgatatgcgg
tgcgtctgat
ctgagaggaa

caagtcgagg
agtaacgcgt
cctgatggta
gatgcgttce
ttctgagagg

gctgaagcett
aacctgcctce
atatcgcatg
tattagctag

ggtgatcegge

ggcagcatgt
atccaaccta
ttctcagcag
tagcttgttg

ggtccceccac

ggcagceggea
atccaacctt
tgatgagatt
attaggtagt

aaggtccccce

ggtgcttgea
ttagcggggg
atattgattt
ttggtgaggt
cacactggga

tggttgettg
cccttgtcca
gcatctaacg

gcggggtaac
attggaactg

ttgaagcttg
ccgtacactce
gcatgatagc
aggceggggta
acattggaac

120
180
240
300

60

120
180
240
300

60

120
180
240
300

caagtcgaac gaagcgctta aatggatttc 60

69
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ttcggattga agtttttgtg
ctcatacagg gggataacag
catggcacag tgtgaaaaac
ggtggggtaa cggectacca
cattgggact gagacacggc
<210> 82

211> 307

<212> DNA

actgagtggce
ttagaaatga
tccggtggta
aggcgacgat
ccaa 324

213> X AFE (Bifidobacterium)

<400> 82

gatgaacgct ggcggegtge
ctgggtgaga gtggcgaacg
agctcctgga aacgggtggt
agattcatcg gtatgggatg
ccatggcttc gacgggtagce
ggcccag 307

<210> 83

211> 322

<212> DNA

<213> Lachnospiraceae
<400> 83

gatgaacgct
tcggatgatt
cataccgggg
tggctecggty
cggggtaacg
ttgggactga
<210> 84

211> 308

<212> DNA

ggcggegtge
ttcagttgac
gataacagct
tgaaaaactc
gceccaccaaa

gacacggccce

ttaacacatg
ggtgagtaat
aatgccggat
gggtcgegte
cggectgaga

ttaacacatg
tgageggcegg
ggaaacggct
cggtggtatg
ccgacgatca
aa 322

213> F4FICE (Sutterella)

<400> 84

attgaacgct ggcggcatge
ccctggegge gagtggegea
taactgcccg aaagggcage
aagacctcgc gctggaagag
accaaggcga cgatcggtag
cggeccag 308

<210> 85

tttacacatg
cgggtgagta
taataccgca
cggccgatgt
ctggtctgag

ggacgggtga
ctgctaatac
tgagatggac
cagtagccgg

caagtcgaac
gcgtgaccga
gctccgacat

ctatcagctt
gggcgaccegg

caagtcgagc
acgggtgagt
gctaataccg

ggatgggccce
gtagccggece

caagtcgaac
atacatcgga
tgagacctga
ccgattagct

aggacgacca

70

gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gggatcccag
cctgececcat
gacgcatgtc
gatggeggsg
ccacattggg

gaagcggcetg
aacgcgtggg
cataagcgca
gcgtectgatt
tgagagggcg

ggcagcegegsg
acgtgtctte
gggtgaaagc
agttggtgag
gccacactgg

ggtaacctgce
cacagtgctg
ttagctagtt

tgaacggcca

gagcttgecte
acaccggaat
gtgtcgggaa
taacggccca

actgagatac

aattgattct
tgacctgccce
cagagctgca
aggcagttgg
accggccaca

ggagcttget
tagtggggga

gggggatcge
gtaaaggctc

gactgagaca

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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211> 324
<212> DNA

213> 57 R Blautia)

<400> 85

gatgaacgct
ttcggattga
ctcgtacagg
catggtacgg
ggtggggtaa
cattgggact
<210> 86

211> 311

<212> DNA

ggcggegtge
agccttggtg
gggataacag
tgtgaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagcggc
ttggaaacgg
tccggtggta
agccgacgat
ccaa 324

213> WiZEAFH (Faecalibacterium)

<400> 86
gacgaacgct
tctcgagcega
aacagttgga
aaaggagcaa
cccaccaagg
acacggccca
<210> 87
211> 324
<212> DNA

ggceggegcege
gtggcgaacg
aacgactgct
tccgetttga
cgacgatcgg
g 311

ctaacacatg
ggtgagtaac
aataccgcat
gatggcctceg
tagccggact

213> W H (Clostridiales)

<400> 87

gatgaacgct
ttcggatgaa
ctcatacagg
catggtacag
ggcagggtaa
cattgggact
<210> 88

211> 325

<212> DNA

ggcggegtge
gtccttagtg
gggataacag
tgtgaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggc
ttagaaatgg
tccggtggta
aggcgacgat
ccag 324

213> W H (Clostridiales)

<400> 88

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gcgtgaggaa
aagcccacgg

cgtccgatta
gagaggttga

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

ccatagccgg

gaagcacctt
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gagcgagaga
cctgcectcaa
tgccgecatgg
gctagttggt

acggccacat

gaagcacttt
gtaacgcgtg
cgcataagcg
ccgegttgga
cctgagaggg

gacggatttc
ggtaacctgce
cacagtaccg
ttaggtagtt

tgaccggcca

aagcttgett
agaggggsgac
cacagaggga
gaggtaatgg
tgggactgag

ggacagattc
ggtaacctgce
cacggtaccg
ttagctagtt
tggacggcca

120
180
240
300

60

120
180
240
300

60

120
180
240
300

gacgaacgct ggeggegtge ctaacacatg caagtcgaac ggaacttttt taaaggattt 60

cttcggaatg aatttgatta agtttagtgg cggacgggtg agtaacgegt gagtaacctg 120
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cctctaagag
gcatggtaga
tggtgaggta
acattgggac
<210> 89

211> 316

<212> DNA

gggaataaca
tatatcaaag
acggctcacc

tgagacacgg

<213> Parasutterella

<400> 89

attgaacgct
gcttctetee
gggggacaac
gacccgcaag
aacggctcac
ctgagacacg
<210> 90

211> 322

<212> DNA

ggcggaacgce
ggcgacgagt
cagccgaaag
ggcctetege
caaagcaacg

gcccag 316

ttctgaaaag aatgctaata ccgcataaca tatatttatc 180

atttatcgct tagagatgga ctcgegtccg attagttagt 240

aagaccgcga tcggtagecg gactgagagg ttgaacggee 300

cccag 325

tttacacatg
ggcgaacggg
gttggctaat
gagcggageg
atcagtagct

caagtcgaac
tgagtaatac
accgcatgag
gccgatgact
ggtctgagag

213> FIH2 ¥ H (Erysipelotrichales)

<400> 90
gatgaacgct
cttccgtaag
cgggataact
tcattaaagg
agtggtaacg
ttgggactga
<210> 91
211> 326
<212> DNA

ggcggeatgce
agctcagtgg
gctggaaacg
acctgtaaag
gcacaccaag

gacacggccce

ctaatacatg
cgaacgggtg
gtagctaaaa
gtgcgaacat
gcgacgatge
aa 322

213> A& (Eubacterium)

<400> 91
gatgaacgct
tttcggtatg
gccttgtact
tgcatgacat
ttggtgagat
cacattggga
<210> 92
211> 324

ggcggegtge
aagtttttta
gggggatage
ggtgtgaaaa
aacagcccac

ctgagacacg

ttaacacatg
tgactgagtg
agctggaaac
actccggtgg
caaggcgacg

gcccag 326

caagtcgaac
agtaacacgt
ccggataggt
ggatggacct

gtagccgacc

caagtcgaac
gcggacgggt
ggctggtaat
tataagatgg

atcagtagcc

72

ggtaacgcgg
atcggaacgt

ttctacggaa
gattagcctg

gacgaccagce

ggagcgaata
aggtaacctg
gaacaggagg
gcggegeatt
tgagagggcg

gaagcattta
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

agagaagctt
gtccgetegt
gaaagaggss
ttggtgaggt
cacactggga

tggaagcttg
cccatgtgece
catctcttat
agctggttgg
aacggccaca

gaacagatta
tgggtaacct
cgcacaatgt

gattagctag
ggtgaccggce

120
180
240
300

60

120
180
240
300

60

120
180
240
300



213> W H (Clostridiales)

<400> 95

CN 115461064 A Fo5l & 27/98 7
<212> DNA
<213> #&IRTH (Coprococcus)
<400> 92
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gaagcacttt aacctgattc 60
ttcggatgaa ggtttttgtg actgagtgge ggacgggtga gtaacgegtg ggtaacctge 120
ctcatacagg gggataacag ttagaaatga ctgctaatac cgcataagac cacggagecg 180
catggctcag tgggaaaaac tccggtggta tgagatggac ccgegtetga ttaggtagtt 240
ggtggggtaa cggcecctacca agccaacgat cagtagccga cctgagaggg tgaccggeca 300
cattgggact gagacacggc ccaa 324
<210> 93
211> 324
<212> DNA
<213> REF} (Clostridiaceae)
<400> 93
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gaagcagttt agcggaagtt 60
ttcggatgga agttaaactg actgagtgge ggacgggtga gtaacgegtg ggtaacctge 120
ctcacacagg gggacaacag ttagaaatgg ctgctaatac cgcataageg cacagetteg 180
catgaagcag tgtgaaaaac tccggtggtg tgagatggac ccgegtetga ttagetagtt 240
ggtgaggtaa cggctcacca aggcecgacgat cagtagccga cctgagaggg tgaccggeca 300
cattgggact gagacacggc ccaa 324
<210> 94
211> 324
<212> DNA
<213> Z/RIKHE (Dorea)
<400> 94
gatgaacgct ggcggegtge ttaacacatg caagtcgage gaagcegettt ggaaagattc 60
ttcggatgat ttcctttgtg actgagegge ggacgggtga gtaacgegtg ggtaacctge 120
ctcatacagg gggataacag ttagaaatga ctgctaatac cgcataagac cacggtaccg 180
catggtacag tggtaaaaac tccggtggta tgagatggac ccgegtctga ttaggtagtt 240
ggtggggtaa cggcecctacca agccgacgat cagtagceccga cctgagaggg tgaccggeca 300
cattgggact gagacacggc ccag 324
<210> 95
211> 323
<212> DNA

gatgaacgct ggcggegtge ctaacacatg caagtcgaac ggagetgett tgatgaagtt 60

ttcggatgga tttaaaacag cttagtggeg gacgggtgag taacgegtgg gtaacctgee 120

tcacactggg ggataacagt tagaaatagc tgctaatacc gcataagcge acggttccge 180
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atggaacagt gtgaaaaact ccggtggtgt gagatggacc cgegtctgat tagccagttg 240

gcggggtaac ggceccaccaa agegacgatc agtagecgge ctgagagggt gaacggecac 300

attgggactg agacacggcc
<210> 96

211> 309

<212> DNA

caa 323

<213> undefined Clostridiales

<400> 96

gatgaacgct ggcggegtge
ttcagagtta gtggcggacg
agcagctgga aacggctgat
aaaactccgg tggtatgaga
caccaaggcg acgatcagta
acggcccaa 309

210> 97

211> 313

<212> DNA

ttaacacatg
ggtgagtaac
aaaaccgcat
tggacccgeg
gceggectga

213> W H (Clostridiales)

<400> 97

gatgaacgct
cgatatgtaa
ggacaacagt
gtgaaaaact
ggcccaccaa

agacacggcc

ggcggegtge
gttagtggeg
tggaaacgac
ccggtggtac
ggcgacgatce
caa 313

<210> 98

211> 324

<212> DNA

<213> Lachnospiraceae
<400> 98

gatgaacgct ggcggegtge
ttcggatgat ttcctatttg
ctcatacagg gggataacag
catggtgcag gggtaaaaac
ggtggggtaa cggcctacca
cattgggact gagacacggc
<210> 99

211> 317

<212> DNA

ctaacacatg
gacgggtgag
tgctaatacc
aagatggacc

agtagccggce

ttaacacatg
actgagcggce
ttagaaatga
tccggtggta
aggcgacgat
ccaa 324

caagtcgaac
gcgtgggtaa
aagcgcacag
tctgattagc
gagggtgacc

caagtcgaac
taacgcgtgg
gcataagcgce
cgegtectgat
ctgagagggt

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

74

ggacgatgaa
cctgectcat
catcgcatga
tggttggtga
ggccacattg

ggacttacat
gtaacctgcce
acagcttcge
tagctagttg

gaacggccac

gaagcactta
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gagcttgett
acagggggat
tgcagtgtga
ggtaacggcce
ggactgagac

tgaagcctag
ttgtactggg
atgaagcagt
gtgaggtaac
attgggactg

ggaaagattc
ggtaacctgce
cacagcaccg
ttagttagtt

tgaccggcca

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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213> W H (Clostridiales)

<400> 99

gatgaacgct
cttttaattt
agggataatc
gaaagaaaag
taacagccca
actgagacac
<210> 100

211> 318

<212> DNA

ggeggegtge
atcttagcgg
atgtgaaaac
gagcaatccg

ccaaggcgac

ggcccaa 317

ttaacacatg
cggacgggtg
gtgactaata
gtatgagatg
gatcagtagc

213> JREY &K (Faecalitalea)

<400> 100
gatgaacgct
tttccctaaa
ggacaacgcce
attaaagggg
gtaacggccce
gactgagaca
<210> 101
211> 324
<212> DNA

ggcggeatge
gtcagtggeg
tggaaacggg
ctgcggececet

accaaggcga

ctaatacatg
aacgggtgag
tgctaaaacc
gaacatggat
cgatgcatag

cggeccaa 318

213> W H (Clostridiales)

<400> 101
gatgaacgct
ttcgggggaa
ctcatacagg
catggtacgg
ggaggggtaa
cattgggact
<210> 102
211> 323
<212> DNA

ggcggegtge
gatgtaaggg
gggataacag
tgtgaaaaac
cggcccacca

gagacacggc

ttaacacatg
actgagcggc
ttggaaacgg
tccggtggta
aggcgacgat
ccag 324

213> A7 R Blautia)

<400> 102

gatgaacgct
ttcggtggaa
tcacactggg
atgatccagt

ggeggegtge
atagcttgtt
ggataacagt

gtgaaaaact

ttaacacatg
cctagtggceg
cagaaatgac

ccggtggtgt

caagtcgagc
agtaacgtgt
ccgecatgtceg
ggcccecgeate

cgacctgaga

caagtcgaac
taacacgtag
ggataggtag

ggacctgcegg
ccgacctgag

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac
cagtagccgg

caagtcgaac
gacgggtgag
tgctaatacc

gagatggacc

75

ggagataaat
gggcaacctg
tttcgggagg
tgattagcta

gggtgategg

ggaccgaagg
gtaacctgcce

agagatcgca
tgcattagct
agggcgaacg

gaagcgctta
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

ggggaacatt
taacgcgtgg
gcataagcgce

cgegttggat

tgaaagcttg
cctcatacag
gcatcctcecet
gttggtgaga
ccacattggg

gaaagcttgce
catgtgcccg
tgaactttct
agttggtgag
gccacattgg

cgacagaacc
ggtaacctgce
cacagtaccg
ttagctagtt

tgaacggcca

ttatggaagc
gtaacctgcce
acgggattgce
tagccagttg

120
180
240
300

60

120
180
240
300

60

120
180
240
300

120
180
240
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gcagggtaac ggcctaccaa agcgacgatc catagccgge ctgagagggt ggacggecac 300

attgggactg agacacggcece cag 323

<210> 103
<211> 303
<212> DNA

<213> FIMHEKE (Collinsella)

<400> 103
gatgaacgct
agcgagtggce
cccgaaagga
ccgacgggag
gcecgacaacg
cag 303
<210> 104
211> 326
<212> DNA

agctacaggc
gaacggctga
cgggtaatac
gggatggcectce
ggtagecggg

ttaacacatg
gtaacacgtg
cggatacccce
cgecggeccat

ttgagagacc

213> A7 R Blautia)

<400> 104
gatgaacgct
cttcggaatg
gcctcataca
tgcatggtgce
ttggtggggt
cacattggga
<210> 105
211> 309
<212> DNA

ggcggegtge
aaaaatttgg
gggggataac
aggggtaaaa
aacggcctac

ctgagacacg

ttaacacatg
tgactgagtg
agttagaaat
actccggtgg
caagccgacg

gcccaa 326

213> X AFE (Bifidobacterium)

<400> 105

gatgaacgct ggcggegtge ttaacacatg

ccggeecgtga gagtggegaa cgggtgagta
atagctcctg gaaacgggtg gtaatgcecegg

aaagcttttg cggtatggga tggggtcgeg

caccatggct tcaacgggta gccggectga

acggcccaa 309

<210> 106
211> 324
<212> DNA

<213> ¥ H ERE Ruminococcus)

caagtcgaac
gagaacctgc
ggggtgceege
caggtagacg

gaccggecag

caagtcgaac
gcggacgggt
gactgctaat
tatgagatgg

atcagtagcc

caagtcgaac
atgcgtgacc
atgctccagt

tcctatcage

gagggcgacce

76

ggcacctgece
cceecteeccece
atggcacccce
geggggtgac
attgggactg

gaagcacctt
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

gggatcgget
gacctgcccce

tgactgcatg
ttgatggcgg
ggccacattg

ctcgggcaga
gggatagccg
ggctaaagcce
ggcccaccegt

agacacggcc

attctgattt
tgggtaacct
accacagcac
gattaggtgg
ggtgaccggce

ggagcttget
atacaccgga
gtcctctggg
ggtaacggcce
ggactgagac

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<400> 106
gatgaacgct
ttcggatgaa
ctcatacagg
catggtgcag
ggtggggtaa
cattgggact
<210> 107
211> 324
<212> DNA

ggcggegtge
gacttttgtg
gggataacag
gggtaaaaac
cggcctacca

gagacacggc

<213> Lachnospiraceae

<400> 107
gatgaacgct
ttcggatgaa
ctcatacagg
catggtacag
ggtgaggtaa
cattgggact
<210> 108
211> 323
<212> DNA

agctacaggc
ttcttttgtg
gggataacag
tggtaaaaac
cggcccacca

gagacacggc

ttaacacatg
actgagtggce
ttagaaatga
tccggtggta
aggcgacgat
ccaa 324

ttaacacatg
actgagcggce
ttagaaatgg
tccggtggta
agccgacgat
ccag 324

<213> undefined Clostridiales

<400> 108
gatgaacgct
ttcggatgga
tcatacaggg
atggtacggt
gtggggtaac
attgggactg
<210> 109
211> 325
<212> DNA

ggcggegtge
tttcaagata
ggataacggt
gtgaaaaact
ggcccaccaa

agacacggcc

ctaacacatg
ccgagtggceg
tagaaatgac
ccggtggtat
ggcgacgatce
cag 323

213> #®H H (Clostridiales)

<400> 109

gacgaacgct ggcggegtge ttaacacatg
ttcggccaaa tgataggaat gcttagtggce
cttccagagg gggacaacag ttggaaacga
catcccggge atgtcaaaga ttttatcget
tggtggggta acggcccacc atggcecgacga

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gacgggtgag
tgctaatacc
gagatggacc

agtagccgac

caagtcgaac
ggactggtga
ctgctaatac
ggaagatggc
tcagtagccg

7

gaagcactta
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gaagcactta
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gaggtatttt
taacgcgtgg
gcataagcgce
cgegtectgat
ctgagagggt

ggagcaccct
gtaacgcgtg
cgcatgacgc
ctcgegtetg
gactgagagg

agtttgattc
ggtaacctgce
cacagcaccg
ttagctggtt

tgaccggcca

agaatgattc
ggtaacctgce
cacagtactg
ttaggtagtt

tgaccggcca

gattgaagtt
gtaacctgce
acagtaccgc
tagctagttg

gaccggeceac

tgactgaggt
aggaacctgc
atgaccgggg
attagctaga
ttgaccggcce

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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acattgggac tgagatacgg cccag 325

<210> 110
211> 322
<212> DNA

<213> undefined Clostridiales

<400> 110
gatgaacgct
tcggatgaag
tgtacagggg
tctcettgtg
cagggtaacg
ttggaactga
<210> 111
211> 313
<212> DNA

ggcggegtge
gtctggtgac
gataacagct
tgaaaaactc
gcctaccaag

gacacggtcc

ctaacacatg
tgagtggcgg
ggaaacggct
cggtggtaca
gcaacgatca
aa 322

213> W H (Clostridiales)

<400> 111
gatgaacgct
cgattgtaaa
ggacaacagt
gtgaaaaact
ggcccaccaa
agacacggcc
210> 112
211> 313
<212> DNA

ggcggegtge
tttagtggcg
tggaaacgac
ccggtggtac
ggcgacgatce
caa 313

ctaacacatg
gacgggtgag
tgctaatacc
aagatggacc

agtagccggce

<213> undefined Clostridiaceae

<400> 112
gacgaacgct
tttttcaact
ataacgttct
tcaaaggagc
ggcccaccaa
agacacggcc
<210> 113
211> 310
<212> DNA

ggcggegtge
cagtggcgga
gaaaagaacg
aatccgctga
gtcgacgatc
cag 313

ctaacacatg
cgggtgagta
ctaataccgc

aagatggact
ggtagccgga

213> A E (Bacteroides)

<400> 113

caagtcgaac
acgggtgagt
gctaataccg

ggatgggccce
gtagccecggtce

caagtcgaac
taacgcgtgg
gcataagcgc
cgegtectgat
ctgagagggt

caagtcgaac
acgcgtgagt
ataagattgt
cgegtecgat
ctgagaggtt

78

gaagcacctt
aacgcgtggg
cataagcgca
gcgtectgatt
tgagaggatg

ggaatttaca
gtaacctgce
acagcttcge
tagctggttg

gaacggccac

ggagttgaaa
aacctgcctt
agtttcgcat
tagatagttg

gatcggccac

acttgattct
taacctgccce
cgaggagaca
agctggttgg
aacggccaca

tgaagcctag
ttgtactggg
atgaagcagt
gtgaggtaac
attgggactg

ggagcttget
tcagaggggg
ggagcagcaa

gcggggtaac
attgggactg

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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gatgaacgct
cattgctggce
ataggctttc
ttaaagaatt
ccaccaaacc
cacggtccaa
<210> 114
211> 312
<212> DNA

agctacaggc
gaccggcgea
gaaagaaaga
tcggtaaaag
ttcgatggat
310

ttaacacatg
cgggtgagta
ttaatacccg
atggggatgc
aggggttctg

213> A E (Bacteroides)

<400> 114
gatgaacgct
agtgaagatg
ggatagcctt
tattaaagaa
gceccaccaag
gacacggtcc
<210> 115
211> 326
<212> DNA

agctacaggc
gegaccggeg
tcgaaagaaa
tttcggttat
actacgatgg
aa 312

ttaacacatg
cacgggtgag
gattaatatc

cgatggggat
ataggggttc

<213> ¥ HERE Ruminococcus)

<400> 115
gatgaacgct
cttcgggatg
gcctcataca
cgcatggtgce
ttggeggggt
cacattggga
<210> 116
211> 324
<212> DNA

ggcggegtge
aagagcttag
gggggataac
aggggtaaaa
aacggcccac

ctgagacacg

ttaacacatg
tgactgagcg
agttagaaat
actccggtgg
caagccgacg

gcccaa 326

<213> undefined Clostridiales

<400> 116
gatgaacgct
ttcggatgaa
ctcatacagg
catggctcag

ggtggggtaa
cattgggact

ggcggegtge
gaggtttgtg
gggataacag
tgggaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggc
ttagaaatga
tccggtggta
agccaacgat
ccaa 324

caagtcgagg
acacgtatcc
atggtataat
gttccattag

agaggaaggt

caagtcgagg
taacacgtat
cgatagtata
gcgttccatt

tgagaggaag

caagtcgagc
gcggacgggt
gactgctaat
tatgagatgg

atcagtagcc

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

79

ggcatcagga
aacctgcctt
atttccgcat
gcagttggeg
ccceccacatt

ggcagcattt
ccaacctgcece
ttaaaaccgc
agtttgttgg

gtcccccaca

gaagcactct
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

gaagcactta
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

tgtagcaata
ttactcgggg
gggattatta

gggtaacggce
ggaactgaga

cgctagcaat
gataactcgg
atggttttac

cggggtaacg
ttggaactga

gctttgattt
tgggtaacct
gccacagcac

gattaggtag
ggtgaccggce

tctttgattce
ggtaacctac
cacggagctg
ttaggtagtt

tgaccggcca

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<210> 117
211> 323
<212> DNA

<213> undefined Lachnospiraceae

<400> 117
gatgaacgct
ttcggcagat
ttatacaggg
atggctcagt
gtggggtaac
attgggactg
<210> 118
211> 314
<212> DNA

ggcggegtge
ttagctggtt
ggataacagt
gtgaaaaact
ggcccaccaa

agacacggcc

ttaacacatg
tctagtggcg
cagaaatggc
ccggtggtat
ggcgacgatce
cag 323

213> A E (Bacteroides)

<400> 118
gatgaacgct
ctttctttge
ggggatagcce
attattaaag
cggctcacca
gagacacggt
<210> 119
211> 303
<212> DNA

ggctacaggce
tggcgaccgg
tttcgaaaga
gattccggta
aaccttcgat
ccaa 314

ttaacacatg
cgcacgggtg
aagattaata
aaggatgggg
ggataggggt

<213> FIMHKE (Collinsella)

<400> 119
gatgaacgct
agcgagtggce
cccgaaagga
ccgacgggag
gcecgacaacg
cag 303
<210> 120
211> 311
<212> DNA

ggceggegcege
gaacggctga
cgggtaatac
gggatggcectce
ggtageceggg

ctaacacatg
gtaacacgtg
cggatacccce
cgecggeccat

ttgagagacc

213> W H (Clostridiales)

<400> 120

gacgaacgct ggcggegtge ctaacacatg

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagg
agtaacacgt
cccgatggga
atgcgttcca
tctgagagga

caagtcgaac
gagaacctgc
cgggegecege
caggtagacg

gaccggeeag

gggaaacctt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

ggcatcggga
atccaacctg
taattattcc
ttaggcagtt

aggtccccca

ggcacctgece
cceecteeccece
atggcgcecceg
geggggtgac
attgggactg

ttattgaagc
gtaacctgce
acagagctgc
tagctggttg

gaacggccac

agaaagcttg
ccctttacte
gcatggtttg
ggtgaggtaa
cattggaact

ctcgggcaga
gggatagccg
ggctaaagcce
ggcccaccegt

agacacggcc

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

caagtcgaac ggacgaggag gagcttgett 60

80
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ctccaagtca gtggcggacg ggtgagtaac
aacgtctgga aacggacgct aataccgcat
aaaggagcaa tccgctgaag gatggactcg

cccaccaagt cgacgatcgg tagccggact

acacggccca
<210> 121
211> 314
<212> DNA

g 311

213> A E (Bacteroides)

<400> 121
gatgaacgct
ctaagtttga
ggggatagcec
actattaaag
cggcccacca
gagacacggt
210> 122
211> 316
<212> DNA

agctacaggc
tggcgaccgg
tttcgaaaga
aatttcggtce
agccttcgat
ccaa 314

ttaacacatg
cgcacgggtg
aagattaata
atcgatgggg
ggataggggt

213> A E (Bacteroides)

<400> 122
gatgaacgct
gcaaactgga
tcggggatag
ttgttattaa
aacggctcac
ctgagacacg
<210> 123
211> 317
<212> DNA

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caaaccttcg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

213> A E (Bacteroides)

<400> 123

gatgaacgct
ctaaggctga
ttggccagcece
atgattaaag
taacggccca

actgagacac
<210> 124

agctacaggc
tggcgaccgg
ttctgaaagg
gtattttcceg

cctagtcaac

ggtccaa 317

ttaacacatg
cgcacgggtg
aagattaatc
gtagacgatg
gatggatagg

gcgtgagtaa
gacatatttc
cgtccgatta

gagaggttga

caagtcgagg
agtaacacgt
cccgatggcea
atgcgttcca
tctgagagga

caagtcgagg
tgagtaacac
tacccgatgg
ggatgcegttce
gttctgagag

caagtcgagg
agtaacacgt
caggatggga
gggatgcegtt
ggttctgaga

81

cctgeectte
catcgcatgg
gatagttggce

acggccacat

ggcagcatga
atccaacctg
tagttcttce
ttaggttgtt

aggtccccca

ggcagcattt
gtatccaacc
tataattaga
cattaggcag

gaaggtcccce

ggcagcatgg
atccaacctg
tcatgagttc
ccattagata

ggaaggtccce

agagggggat
tggagatatc
ggggtaacgg
tgggactgag

acttagcttg
ccgatgactc
gcatggtaga
ggcggggtaa
cattggaact

cagtttgectt
tgccgataac
ccgecatggte
ttggtgaggt
cacattggaa

tcttagecttg
ccgtctacte
acatgtccge

gtaggceggesg
ccacattgga

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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211> 315
<212> DNA

213> A E (Bacteroides)

<400> 124
gatgaacgct
ctaaggccga
ttggacagcc
atgattaaag
acggcccacce
tgagacacgg
<210> 125
211> 314
<212> DNA

agctacaggc
tggcgaccgg
ttctgaaagg
gtattccggt
tagtcttcga
tccaa 315

ttaacacatg
cgcacgggtg
aagattaata
agacgatggg
tggatagggg

213> A E (Bacteroides)

<400> 125

gatgaacgct
ctttgatgga
tgggatagcce
attattaaag
cggcccacca

gagacacggt

agctacaggc ttaacacatg
tggcgaccgg cgeacgggtyg
tttcgaaaga aagattaata
aatttcggtt gtcgatgggg
aaccaacgat ggataggggt
ccaa 314

<210> 126
211> 323
<212> DNA

213> A7 R Blautia)

<400> 126
gatgaacgct ggcggegtge
ttcggtggat ttgatctatt
ttatacaggg ggataacagt
atggctcagt gtgaaaaact
gtggggtaac ggcccaccaa
attgggactg agacacggcc
210> 127
211> 323
<212> DNA

ttaacacatg
tctagtggcg
cagaaatggc
ccggtggtat
ggcgacgatce
cag 323

caagtcgagg
agtaacacgt
caagatggca
gatgcgttcce
ttctgagagg

caagtcgagg
agtaacacgt
ccggatggcea
atgcgttcca
tctgagagga

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

<213> #EHifFHE (Phascolarctobacterium)

<400> 127

ggcagcatgg
atccaacctg

tcatgagtcc
attagatagt

aaggtccccce

ggcagcatca
atccaacctg
tagttttcce
ttaggcagtt

aggtccccca

gggaaatatt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

tcttagecttg
ccgtctacte
gcatgttcac

aggcggggta
acattggaac

tcaaagcttg
ccgacaacac
gcatgggatg

ggcggggtaa
cattggaact

tcattgagac
gtaacctgce
acagagctgc
tagcttgttg

gaacggccac

120
180
240
300

120
180
240
300

60

120
180
240
300

gacgaacgct ggcecggegtge ctaacacatg caagtcgaac ggagaatttt atttcggtag 60

aattcttagt ggcgaacggg tgagtaacge gtaggcaacc tgccctttag acggggacaa 120

82
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cattccgaaa ggagtgctaa
agatggcctc tacaagtaag
gtagtgtaac ggactaccaa
attgggactg agacacggcc
<210> 128
211> 324
<212> DNA
<213> Z/RIKH (Dorea)
<400> 128
gatgaacgct ggcggegtge
ttcggatgaa gacttttgtg
ctcatacagg gggataacag
catggtacag tggtaaaaac
ggtggggtaa cggectacca
cattgggact gagacacggc
<210> 129
211> 323
<212> DNA

taccggatgt gatcatcgtg ccgcatggca ggatgaagaa 180

ctatcgctaa aggatgggee tgegtctgat tagectagttg 240

ggcgatgatc agtagccggt ctgagaggat gaacggccac 300

caa 323

ttaacacatg
actgagcggce
ttagaaatga
tctggtggta
agccgacgat
ccag 324

213> A7 R Blautia)

<400> 129

gatgaacgct
ttcggtcgat
ttatacaggg
atggctcggt
gtgaggtaac
attgggactg
<210> 130
211> 316
<212> DNA

ggcggegtge
atgatttaat
ggataacagt
gtgaaaaact
ggcccaccaa

agacacggcc

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

213> A HE (Bacteroides)

<400> 130

gatgaacgct agctacaggce ttaacacatg

gcaaactaaa
tcggggatag
agaatattaa
aacggcccac
ctgagacacg
<210> 131

211> 322

gatggcgacc
cctttcgaaa
agaatttcgg
caagaccacg

gtccaa 316

ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagg
tgagtaacac
tatccgatgg
ggatgegttce
gttctgagag

83

gaagcactta
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gggaattact
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

ggcagcattt
gtatccaacc
tatattttct
cattagtttg
gaaggtccce

agtttgattc
ggtaacctgce
cacggtaccg
ttaggtagtt

tgaccggcca

ttattgaaac
gtaacctgce
acagagctgc
tagctagttg

gaacggccac

tagtttgett
tgccgataac
ccgcatggtg
ttggeggggt
cacattggaa

120
180
240
300

60

120
180
240
300

60

120
180
240
300



213> X AFE (Bifidobacterium)

<400> 134

CN 115461064 A Fo5l & 38/98 T
<212> DNA
213> E B E (Megamonas)
<400> 131
gacgaacgct ggcggegtge ttaacacatg caagtcgaac ggggtgttta tttcggtaaa 60
caccaagtgg cgaacgggtg agtaacgegt aagcaatcta ccttcaagat ggggacaaca 120
cttcgaaagg ggtgctaata ccgaatgaat gtaagagtat cgcatgagac acttactaaa 180
ggaggcctct gacataaget tccgettgaa gatgagettg cgtctgatta getagttggt 240
gagggtaaag gcccaccaag gecgacgatca gtagecggte tgagaggatg aacggcecaca 300
ttgggactga gacacggccce ag 322
<210> 132
211> 316
<212> DNA
<213> #i%jBKkHE (Staphylococcus)
<400> 132
gacgaacgct ggecggegtge ctaatacatg caagtagaac gctgaagaga ggagettget 60
cttcttggat gagttgecgaa cgggtgagta acgegtaggt aacctgectt gtageggggg 120
ataactattg gaaacgatag ctaataccgc ataacaatgg atgacacatg tcatttattt 180
gaaaggggca attgctccac tacaagatgg acctgegttg tattagctag taggtgaggt 240
aacggctcac ctaggcgacg atacatagcc gacctgagag ggtgatcgge cacactggga 300
ctgagacacg gcccag 316
<210> 133
211> 324
<212> DNA
<213> A5 %K (Blautia)
<400> 133
gatgaacgct ggcecggegtge ttaacacatg caagtcgaac gaagcacctt gatttgattc 60
ttcggatgaa gatcttggtg actgagtgge ggacgggtga gtaacgegtg ggtaacctge 120
ctcatacagg gggataacag ttagaaatga ctgctaatac cgcataagac cacagcaccg 180
catggtgcag gggtaaaaac tccggtggta tgagatggac ccgegtcectga ttaggtagtt 240
ggtggggtaa cggcecctacca agccgacgat cagtagceccga cctgagaggg tgaccggeca 300
cattgggact gagacacggc ccaa 324
<210> 134
211> 307
<212> DNA

gatgaacgct ggcggegtge ttaacacatg caagtcgaac gggatcccag gagettgete 60

ctgggtgaga gtggecgaacg ggtgagtaat gegtgaccga cctgecccat acaccggaat 120

agctcctgga aacgggtggt aatgccggat getccagttg gatgecatgte cttcectgggaa 180

84
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agattcatcg gtatgggatg gggtcgegte ctatcagett gatggegggg taacggecca 240

ccatggettc gacgggtage cggectgaga gggegaccegg ccacattggg actgagatac 300

ggcccag 307
<210> 135
<211> 303
<212> DNA

<213> FIMHEKE (Collinsella)

<400> 135
gatgaacgct
agcgagtggce
cccgaaagga
ccgacgggag
gcecgacaacg
cag 303
<210> 136
211> 326
<212> DNA

ggceggegcege
gaacggctga
cgggtaatac
gggatggctce
ggtagecggg

ctaacacatg
gtaacacgtg
cggatacccce
cgecggeccat

ttgagagacc

<213> undefined Clostridiales

<400> 136
gatgaacgct
cttcgggact
gccttgtaca
cgcatgatgce
ttggtgaggt
cacattggga
<210> 137
211> 316
<212> DNA
213>
<400> 137
gatgaacgct
tacagattga
ggggatagcec
atttgttaaa
aacggcccac
ctgagacacg
<210> 138
211> 307
<212> DNA

ggcggegtge
gattattttg
gggggataac
agtgtgaaaa
aacggcccac

ctgagacacg

agcgacaggce
tggcgaccgg
cggcgaaagt
gattcatcgce
caaaccgacg

gaccaa 316

ttaacacatg
tgactgagtg
agttggaaac
actccggtgg
caaggcgacg

gcccaa 326

BT B (Parabacteroides)

ttaacacatg
cgcacgggtg
cggattaata
tgatagatag
atggataggg

caagtcgaac
gagaacctgc
ggggtgceege
caggtagacg

gaccggeceag

caagtcgaac
gcggacgggt
ggctgctaat
tataagatgg

atccatagcc

caagtcgagg
agtaacgcgt
ccccataaaa
gcatgegttce
gttctgagag

85

ggcaccccecte
cceecteececece
atggcacccce
geggggtgac
attgggactg

gaagcacttt
gagtaacgcg
accgcataag
acccgegttg
gacctgagag

ggcagcatga
atgcaactta
caggggtcce
cattaggcag

gaaggtcccce

tccggaggga

gggatagccg
ggctaaagcce

ggcccaccegt

agacacggcc

atttgatttc
tgggtaacct
cgcacagcat

gattagctag
ggtgaccggce

tttgtagcaa
cctatcagag
gcatgggaat

ttggeggggt
cacattggta

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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213> X AFE (Bifidobacterium)

<400> 138
gatgaacgct
ctgggtgaga
agctcctgga
agcttttgeg
ccatggctte

ggcccag 307

<210> 139
<211> 302
<212> DNA

ggcggegtge
gtggcgaacg
aacgggtggt
gtatgggatg
gacgggtage

ttaacacatg
ggtgagtaat
aatgccggat
gggtcgegte
cggcctgaga

<213> ®RH (Clostridium)

<400> 139
gatgaacgct
ggcgaacggg
cgtcagctaa
gactggtaga
gcgacgatge
ag 302
<210> 140
211> 315
<212> DNA

ggeggegtge
tgagtaatac
gaccgcatag
tgatggactt

gtagccgacc

ctaatacatg
ataagtaacc
gtgtagagat
atggcgcatt
tgagagggtyg

213> A E (Bacteroides)

<400> 140
gatgaacgct
ctaagtttga
agggatagcc
accattaaag
acggcccacce
tgagacacgg
<210> 141
211> 326
<212> DNA

agctacaggc
tggcgaccgg
tttcgaaaga
atttattggt
tagccgacga
tccaa 315

ttaacacatg
cgcacgggtg
aagattaata

aaacgatggg
tggatagggg

213> P H (Roseburia)

<400> 141

gatgaacgct ggcggegtge ttaacacatg
cttcggaaat gaagattttg tgactgagtg
gcctcataca gggggataac agttggaaac
cgcatgatcc ggtgtgaaaa actccggtgg

caagtcgaac
gcgtgaccga
gctccagttg
ctatcagctt

gggcgaccgg

caagtcgaac
tggcatctac
cgcatgaact
agctggttgg
accggccaca

caagtcgagg
agtaacacgt
cctgatagta
gatgcgttce
ttctgagagg

caagtcgaac

gcggacgggt
gactgctaat

tatgggatgg

86

gggatcccag
cctgececcat
accgcatggt

gatggceggesg
ccacattggg

gcttcactte
agggggataa
ctatatgaaa
tagggtaacg
ctgggactga

ggcagcatga
atccaacctt
tggtgagatt
attaggtagt

aaggtccccce

gaagcactct
gagtaacgcg
accgcataag

acccgegtet

gagcttgecte
acaccggaat
cctctgggaa
taacggccca

actgagatac

ggtgaagagt
ctgatggaaa
agtgctacgg
gcctaccaag

gacacggccce

acttagcttg
ccgtttactce
gcatgatagc
aggceggggta
acattggaac

atttgatttt
tgggtaacct
cgcacaggat

gattagccag

120
180
240
300

60

120
180
240
300

60

120
180
240
300

120
180
240
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ttggcagggt aacggcctac caaagcgacg atcagtagec gacctgagag ggtgaccgge 300

cacattggga ctgagacacg gcccaa 326

<210> 142
211> 323
<212> DNA

<213> undefined Lachnospiraceae

<400> 142
gatgaacgct ggcggegtge
ttcggcagat ttagattgtt
ttatacaggg ggataacagt
atggtccggt gtgaaaaact
gtgaggtaac ggcccaccaa
attgggactg agacacggcc
<210> 143
211> 324
<212> DNA
<213> Lachnospiraceae
<400> 143

gatgaacgct
ttcggatgga
ctcacacagg
catggtacag
ggtgaggtaa
cattgggact

ggcggegtge
tcttaaattg
gggataacag
tgtgaaaaac
cggcccacca

gagacacggc

<210> 144
211> 324
<212> DNA

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

ttaacacatg
actgagcggce
ttagaaatga
tceggtggty
agccgacgat
ccaa 324

<213> ®RH (Clostridium)

<400> 144
gatgaacgct ggcggegtge
ttcggatgga attaaaactg
ctcatacagg gggataacag
catggagcag tgtgaaaaac
ggtaaggtaa cggcttacca
cattgggact gagacacggc
<210> 145
211> 324
<212> DNA

ctaacacatg
actgagcggce
ttagaaatgg
tccggtggta
aggcgacgat
ccaa 324

213> #®HE A (Clostridiaceae)

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggat

cagtagccga

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

87

gggaaacctt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

gaagcaattt
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gaagcggttt
gtaacgcgtg
cgcataagca
ccgegtetga
cctgagaggg

ttattgaagc
gtaacctgcce
acaggaccgc
tagctagttg

gaacggccac

aagtgaagtt
gataacctgc
cacggtaccg
ttaggtagtt

tgaccggcca

taaggaagtt
ggtaacctgce
cacagcttcg
ttagctagtt

tgaccggcca

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<400> 145
gatgaacgct
ttcggatgga
ctcacactgg
catggtccgg
ggtggggtaa
cattgggact
<210> 146
211> 311
<212> DNA

ggcggegtge
agctagattg
gggacaacag
tgtgaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggce
ttagaaatga
tceggtggty
aggcgacgat
ccaa 324

<213> Mi#&FF B (Faecalibacterium)
<400> 146

gacgaacgct ggcggegege ctaacacatg
tttaagctta gtggcgaacg ggtgagtaac
aacagttgga aacgactgct aataccgcat
aaaggattta ttcgctttag gatggactcg

cccaccaagg cgacgattgg tagccggact

acacggccca
<210> 147
211> 316
<212> DNA

g 311

<213> BEPKTH (Streptococcus)

<400> 147
gatgaacgct
ccgagcecggat
ataactattg
gaaaggtgca
aacggctcac
ctgagacacg
<210> 148
211> 322
<212> DNA

ggcggegtge
gagttgcgaa
gaaacgatag
attgcaccac
caaggcgacg

gcccag 316

<213> Lachnospiraceae

<400> 148
gatgaacgct
tcggtggatt
cacacagggg
tggtacagtg
tgaggtaacg

ggeggegtge
ttaaattgac
gataacagtt
tgaaaaactc

gcecaccaag

ctaatacatg
cgggtgagta
ctaataccgc
taccagatgg

atacatagcc

ttaacacatg
tgageggcegg
agaaatgact
cggtggtgtg
ccgacgatca

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

caatagccga

caagtcgaac
gcgtgagtaa
aagcccacgg

cgtccaatta

gagaggttga

caagtagaac
acgcgtaggt
ataacagtag
acctgegttg
gacctgagag

caagtcgagc
acgggtgagt
gctaataccg
agatggatcc

gtagccgacc

88

gaagcaatct
gtaacgcgtg
cgcataagcg
ccgegtttga
cctgagaggg

ggagcttaga
cctgeccectag
taccgcatgg
gctagttggt

acggccacat

gctgaagcett
aacctgcctg
atgtcgcatg
tattagctag
ggtgatcggce

gaagcgattt
aacgcgtgga
cataagcgca
gcgtectgatt
tgagagggtyg

aacggaagtt
ggtaacctgce
cacaggaccg
ttagctagtt

tgaccggcca

gagcttgett
agtgggggac
tactgaggga
gaggtaacgg
tgggactgag

ggtgcttgea
gtagcgggsg
acctttgett
ttggtgaggt
cacactggga

aaatgagact
taacctgcect
cggtaccgca
aggtagttgg
accggccaca

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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ttgggactga gacacggccc aa 322

210>
211>
212>
213>
<400> 149
gatgaacgct

149
310
DNA

ccgeeggega
aacccggega
taaagattca
ccaccaagac
cacggtccaa
<210> 150
211> 326
<212> DNA

agcgacaggce
ccggegeacg
aagtcggact
tcgctgatag
cacgatggat
310

BT B (Parabacteroides)

ttaacacatg
ggtgagtaac
aataccgcat

ataggcatgc
aggggttctg

213> FAANFHE (Lactobacillus)

<400> 150
gatgaacgct
cttcggtttg
gcctcataca
cacatggtac
ttggeggggt
cacattggga
<210> 151
211> 325
<212> DNA

ggcggegtge
aagtctttta
gggggatage
agtgtgaaaa
aacggcccac

ctgagacacg

ttaacacatg
tgactgagtg
agctggaaac
actccggtgg
caaggcgacg

gcccag 326

<213> undefined Clostridiales

<400> 151
gatgaacgct
ttcggagatg
tttaagaggg
atgtttttga
tggcggggta
acattgggac
<210> 152
211> 307
<212> DNA

ggcggegtge
gaattctcga
ggataacagt
tgccaaagga
acggcccacce

tgagacacgg

ctaacacatg
cttagtggcg
cggaaacggce
gcaatccget
aaggcgacga

cccag 325

213> P H (Roseburia)

<400> 152

caagtcgagg
gcgtatgcaa
gaagcaggss
gttccattag

agaggaaggt

caagtcgaac
gcggacgggt
ggctggtaat
tatgagatgg

atcagtagcc

caagtcgaac
gacgggtgag
tgctaatacc
tttagatgag
tcagtagccg

89

ggcagcgeesy
cttacctatc

ccececgeatgg
tttgttggeg

cceccacatt

gaagcattta
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

ggagtcgttt
taacgcgtga
gcataaagca
ctcgegtetg
gactgagagg

gtagcaatac
agagggggat
ggatatttge

gggtaacggce
ggaactgaga

agacagatta
tgggtaacct
cgcacagtac

gattagcttg
ggtgaccggce

tggaaatctc
gcaatctgcece
ttaaattcgc
attagctagt
ttgaacggcc

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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gataaacgct
aacttagtgg
gctggaaacg
gagcaatccg

ccaaagcgac

ggcccag 307

<210> 153
211> 314
<212> DNA

ggeggegtge
cggacgggtg
gctgctaata
gtacaggatg
gatcagtagc

ttaacacatg
agtaacgcgt
ccgcataagce
gacccgegte

cgatctgaga

213> A E (Bacteroides)

<400> 153
gatgaacgct
ctaagtttga
ggggatagcce
actattaaag
cggcccacca
gagacacggt
<210> 154
211> 316
<212> DNA

agctacaggc
tggcgaccgg
tttcgaaaga
aatttcggtce
agccttcgat
ccaa 314

ttaacacatg
cgcacgggtg
aagattaata
atcgatgggg
ggataggggt

213> A E (Bacteroides)

<400> 154
gatgaacgct
gcaaactgga
tcggggatag
ttgttattaa
aacggctcac
ctgagacacg
<210> 155
211> 317
<212> DNA

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caaaccttcg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

213> A E (Bacteroides)

<400> 155

gatgaacgct
ctaaggctga
ttggccagcece
atgattaaag
taacggccca

actgagacac

agctacaggc
tggcgaccgg
ttctgaaagg
gtattttceg

cctagtcaac

ggtccaa 317

ttaacacatg
cgcacgggtg
aagattaatc
gtagacgatg
gatggatagg

caagtcgaac
gggtaacctg
ccttagcact

tgattagcca
ggatgtacgg

caagtcgagg
agtaacacgt
cccgatggcea
atgcgttcca
tctgagagga

caagtcgagg
tgagtaacac
tacccgatgg
ggatgegttce
gttctgagag

caagtcgagg
agtaacacgt
caggatggga
gggatgegtt
ggttctgaga

90

gaagtttttc
ccctgtacag
gcatggtgca
gttggcaggg
ccacattggg

ggcagcatga
atccaacctg
tagttcttce
ttaggttgtt

aggtccccca

ggcagcattt
gtatccaacc
tataattaga
cattaggcag

gaaggtcccce

ggcagcatgg
atccaacctg

tcatgagttc
ccattagata

ggaaggtcce

tttcgggagg
ggggacaaca

tagggaaaag
taacggccta

actgagacac

acttagcttg
ccgatgactc
gcatggtaga
ggcggggtaa
cattggaact

cagtttgett
tgccgataac
ccgecatggte
ttggtgaggt
cacattggaa

tcttagecttg
ccgtctacte
acatgtccge

gtaggceggssg
ccacattgga

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<210> 156
211> 315
<212> DNA

213> A E (Bacteroides)

<400> 156
gatgaacgct
ctaaggccga
ttggacagcc
atgattaaag
acggcccacce
tgagacacgg
<210> 157
211> 316
<212> DNA

agctacaggc
tggcgaccgg
ttctgaaagg
gtattccggt
tagtcttcga
tccaa 315

ttaacacatg
cgcacgggtg
aagattaata
agacgatggg
tggatagggg

213> A E (Bacteroides)

<400> 157
gatgaacgct
gcaaactgaa
tccggaatag
tttttattaa
aacggcccac
ctgagacacg
<210> 158
211> 314
<212> DNA

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caagactacg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

213> A HE (Bacteroides)

<400> 158

gatgaacgct agctacaggc ttaacacatg

ctttgatgga
tgggatagcce
attattaaag
cggcccacca
gagacacggt
<210> 159
211> 308
<212> DNA

tggcgaccgg
tttcgaaaga
aatttcggtt
aaccaacgat
ccaa 314

cgcacgggtg
aagattaata
gtcgatgggg
ggataggggt

213> X AFE (Bifidobacterium)

<400> 159

gatgaacgct ggcggegtge ttaacacatg

caagtcgagg
agtaacacgt
caagatggca
gatgcgttcce
ttctgagagg

caagtcgagg
tgagtaacac
taccggatag
ggatgegttce
gttctgagag

caagtcgagg
agtaacacgt
ccggatggcea
atgcgttcca
tctgagagga

ggcagcatgg
atccaacctg

tcatgagtcc
attagatagt

aaggtccccce

ggcagcattt
gtatccaacc
catacgaata
cattagtttg

gaaggtccce

ggcagcatca
atccaacctg
tagttttcce
ttaggcagtt

aggtccccca

tcttagecttg
ccgtctacte
gcatgttcac

aggcggggta
acattggaac

tagtttgett
tgccgataac
tcgcatgata

ttggeggggt
cacattggaa

tcaaagcttg
ccgacaacac
gcatgggatg

ggcggggtaa
cattggaact

120
180
240
300

60

120
180
240
300

60

120
180
240
300

caagtcgaac gggatccatc aggetttget 60

91
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tggtggtgag agtggcgaac gggtgagtaa
tagctcctgg aaacgggtgg taatgccgga
aagctttcge ggtatgggat ggggtcecgegt
accgtggectt cgacgggtag ccggectgag

cggeccag 308
<210> 160
211> 316
<212> DNA
213>
<400> 160

gatgaacgct agcgacaggce
tacagattga tggcgaccgg
ggggatagece cggegaaagt
atttgttaaa gattcatcgc
aacggcccac caaaccgacg

ctgagacacg gaccaa 316

<210> 161
211> 329
<212> DNA

BT B (Parabacteroides)

ttaacacatg
cgcacgggtg
cggattaata
tgatagatag
atggataggg

213> FHWEIKE (Veillonella)

<400> 161

gacgaacgct
ttctatcaat
ggacaacagt
gatgaaaggt
tagttggagg
ggccacattg

ggcggegtge
cttagtggcg
tggaaacgac
ggcctctaca
ggtaacggcce
ggactgagac

ttaacacatg
aacgggtgag
tgctaatacc
tgtaagctat

caccaaggceg

tgcgtgaccg
tgctccagtt

cctatcagct

agggegaccg

caagtcgagg
agtaacgcgt
ccccataaaa
gcatgegttce
gttctgagag

caagtcgaac
taacgcgtaa
gcatacgatc
cactgaagga

atgatcagta

acggcccag 329

<210> 162

211> 309

<212> DNA

<{213> Schaalia

<400> 162

gacgaacgct ggecggegtge
gtggatgagt ggcgaacggg
cgcccggaaa cgggtgcetaa
aggttttttc tggtggggga
taccaaggct ttgacgggta
acggcccag 309

<210> 163

ttaacacatg caagtcgaac
tgagtaacac gtgagtaacc
tactggatat tcactggcct
tgggectcgeg gectatcage
gcecggectga gagggtgacce

92

acctgcccca
gatcgcatgg
tgacggeggg
gccacattgg

ggcagcatga
atgcaactta
caggggtcce
cattaggcag

gaaggtcccce

gaagagcgat
tcaacctgcce
taatctcgge

ggggattgeg
gceggtetga

gctgaagcecce
tgceecctte
tcgecatgggg
ttgttggteg
ggtcacattg

tacaccggaa
tcttctggga
gtaacggccce

gactgagata

tttgtagcaa
cctatcagag
gcatgggaat

ttggeggggt
cacattggta

ggaagcttge
cttcagaggg
atcgaggata
tctgattagc
gaggatgaac

agcttgetgg
tttgggataa
gttggtggaa
ggtgatggcece
ggactgagat

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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211> 310
<212> DNA
<213> BEI#FF 5 (Parabacteroides)
<400> 163
gatgaacgct agcgacagge ttaacacatg caagtcgagg ggcagcacag gtagcaatac 60
cgggtggega ccggegeacg ggtgagtaac gegtatgecaa cttacctatc agagggggat 120
aacccggega aagtcggact aataccgcat gaagcagggg ccccgeatgg ggatatttge 180
taaagattca tcgctgatag ataggcatge gttccattag gcagttggeg gggtaacgge 240
ccaccaaacc gacgatggat aggggttctg agaggaaggt cccccacatt ggtactgaga 300
cacggaccaa 310
<210> 164
211> 316
<212> DNA
<213> fUFF T (Bacteroides)
<400> 164
gatgaacgct agctacagge ttaacacatg caagtcgagg ggcagcattc cagtttgett 60
gcaaactgga gatggcgacc ggcecgecacggg tgagtaacac gtatccaacc tgccgataac 120
tcggggatag cctttcgaaa gaaagattaa tacccgatgg cataatagaa ccgcatggtt 180
tgattattaa agaatttcgg ttatcgatgg ggatgegttc cattaggcag ttggtggggt 240
aacggcccac caaaccttcg atggataggg gttctgagag gaaggtcccce cacattggaa 300
ctgagacacg gtccaa 316
<210> 165
211> 314
<212> DNA
<213> fUFF T (Bacteroides)
<400> 165
gatgaacgct agctacagge ttaacacatg caagtcgagg ggcatcagga agaaagcettg 60
ctttetttge tggegaccgg cgecacgggtg agtaacacgt atccaacctg ccctttacte 120
ggggatagce tttcgaaaga aagattaata cccgatagca taatgattcc gcatggtttc 180
attattaaag gattccggta aaggatgggg atgcgttcca ttaggttgtt ggtgaggtaa 240
cggceccacca agecttegat ggataggggt tctgagagga aggtccccca cattggaact 300
gagacacggt ccaa 314
<210> 166
211> 309
<212> DNA

gatgaacgct ggcggegtge ttaacacatg caagtcgaac gggatccatc aggetttget 60

tggtggtgag agtggegaac gggtgagtaa tgegtgaccg acctgeccca tacaccggaa 120

93
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tagctcetgg aaacgggtgg taatgeccgga tgectccgact cctcgeatgg ggtgteggga 180
aagatttcat cggtatggga tggggtcgeg tcctatcagg tagtcggegg ggtaacggee 240
caccgagect acgacgggta geeggectga gagggegace ggecacattg ggactgagat 300
acggcccag 309

<210> 167

211> 323

<212> DNA

<213> A5 %K (Blautia)

<400> 167

gatgaacgct ggcggegtge ttaacacatg caagtcgaac gggaaatatt tcattgagac 60

ttcggtggat ttgatctatt tctagtggeg gacgggtgag taacgegtgg gtaacctgee 120
ttatacaggg ggataacagt cagaaatggc tgctaatacc gcataagcge acagagectge 180
atggctcagt gtgaaaaact ccggtggtat aagatggacc cgegttggat tagcttgttg 240
gtggggtaac ggcccaccaa ggegacgate catagecgge ctgagagggt gaacggecac 300
attgggactg agacacggcece cag 323

<210> 168

211> 311

<212> DNA

<213> Mi#&FF B (Faecalibacterium)

<400> 168

gacgaacgct ggcecggegege ctaacacatg caagtcgaac gagecgagaga gagettgett 60

tctcaagega gtggegaacg ggtgagtaac gegtgaggaa cctgectcaa agagggggac 120
aacagttgga aacgactgct aataccgcat aagcccacga cccggeatcg ggtagaggga 180
aaaggagcaa tccgectttga gatggectcg cgtccgatta getagttggt gaggtaatgg 240
cccaccaagg cgacgatcgg tagccggact gagaggttga acggeccacat tgggactgag 300
acacggccca g 311

<210> 169

211> 316

<212> DNA

<213> #i%jBKkHE (Staphylococcus)

<400> 169

gacgaacgct ggcggegtge ctaatacatg caagtagaac gctgaagaga ggagettget 60

cttcttggat gagttgecgaa cgggtgagta acgegtaggt aacctgectt gtageggggg 120
ataactattg gaaacgatag ctaataccgc ataacaatgg atgacacatg tcatttattt 180
gaaaggggca attgctccac tacaagatgg acctgegttg tattagctag taggtgaggt 240
aacggctcac ctaggcgacg atacatagcc gacctgagag ggtgatcgge cacactggga 300
ctgagacacg gcccag 316

<210> 170

211> 324

94



213> A7 R Blautia)

<400> 173

CN 115461064 A Fo5l & 19/98 7
<212> DNA
<213> #iZi%FIK I (Blautia)
<400> 170
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gaagcacctt gatttgattc 60
ttcggatgaa gatcttggtg actgagtgge ggacgggtga gtaacgegtg ggtaacctge 120
ctcatacagg gggataacag ttagaaatga ctgctaatac cgcataagac cacagcaccg 180
catggtgcag gggtaaaaac tccggtggta tgagatggac ccgegtetga ttaggtagtt 240
ggtggggtaa cggcctacca agccgacgat cagtagceccga cctgagaggg tgaccggeca 300
cattgggact gagacacggc ccaa 324
210> 171
211> 324
<212> DNA
<213> undefined Firmicutes
<400> 171
gatgaacgct ggcggegtge ttaacacatg caagtcgage gaagcagtta agttgatttc 60
ttcggattga ttcttaactg actgagegge ggacgggtga gtaacgegtg ggtgacctge 120
cccataccgg gggataacag ctggaaacgg ctgctaatac cgcataageg cacagagetg 180
catggctegg tgtgaaaaac tccggtggta tgggatggge ccgegtetga ttaggeagtt 240
ggcggggtaa cggeccacca aaccgacgat cagtagcegg cctgagaggg cgaccggeca 300
cattgggact gagacacggc ccaa 324
210> 172
211> 307
<212> DNA
<213> X AT B Bifidobacterium)
<400> 172
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gggatcccag gagettgete 60
ctgggtgaga gtggecgaacg ggtgagtaat gegtgaccga cctgecccat acaccggaat 120
agctcctgga aacgggtggt aatgccggat getccagttg gatgecatgte cttcectgggaa 180
agattcatcg gtatgggatg gggtcgegte ctatcagett gatggegggg taacggecca 240
ccatggettc gacgggtage cggectgaga gggegaccgg ccacattggg actgagatac 300
ggcccag 307
210> 173
211> 324
<212> DNA

gatgaacgct ggcggegtge ttaacacatg caagtcgage gaagcacctt gacggatttc 60

ttcggattga agccttggtg actgagegge ggacgggtga gtaacgegtg ggtaacctge 120

ctcatacagg gggataacag ttggaaacgg ctgctaatac cgcataageg cacagtaccg 180

95
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catggtacgg tgtgaaaaac tccggtggta tgagatggac ccgegtetga ttagetagtt 240

ggtggggtaa cggcecctacca aggecgatgat cagtagceccgg tctgagagga tgaacggeca 300

cattgggact gagacacggc ccag 324

<210> 174
<211> 303
<212> DNA

<213> FIMHEKE (Collinsella)

<400> 174
gatgaacgct
agcgagtggce
cccgaaagga
ccgacgggag
gcecgacaacg
cag 303
<210> 175
211> 326
<212> DNA

ggceggegcege
gaacggctga
cgggtaatac
gggatggctce
ggtagecggg

ctaacacatg
gtaacacgtg
cggatacccce
cgecggeccat

ttgagagacc

<213> undefined Clostridiales

<400> 175
gatgaacgct
cttcgggact
gccttgtaca
cgcatgatgce
ttggtgaggt
cacattggga
<210> 176
211> 324
<212> DNA
213>
<400> 176
gatgaacgct
ttcggatgga
ctcacactgg
catggtacgg
ggcggggtaa
cattgggact
210> 177
211> 307
<212> DNA

ggcggegtge
gattattttg
gggggataac
agtgtgaaaa
aacggcccac

ctgagacacg

ggcggegtge
tttttgattg
gggataacag
tgtgaaaaac
cggcccacca

gagacacggc

ttaacacatg
tgactgagtg
agttggaaac
actccggtgg
caaggcgacg

gcccaa 326

A (Lachnoclostridium)

ctaacacatg
actgagtggce
ttagaaatga
tceggtggty
aagcgacgat
ccaa 324

caagtcgaac
gagaacctgc
ggggtgceege
caggtagacg

gaccggeceag

caagtcgaac
gcggacgggt
ggctgctaat
tataagatgg

atccatagcc

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggat

cagtagccga

96

ggcaccccecte
cceecteececece
atggcacccce
geggggtgac
attgggactg

gaagcacttt
gagtaacgcg
accgcataag
acccgegttg
gacctgagag

gaagcaatta
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

tccggaggga

gggatagccg
ggctaaagcce

ggcccaccegt

agacacggcc

atttgatttc
tgggtaacct
cgcacagcat

gattagctag
ggtgaccggce

aaatgaagtt
gataacctgc
cacagtaccg
ttagccagtt

tgaccggcca

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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213> X AFE (Bifidobacterium)

<400> 177

gatgaacgct ggcggegtge
ctgggtgaga gtggcgaacg
agctcctgga aacgggtggt
agcttttgeg gtatgggatg
ccatggcttc gacgggtagce
ggcccag 307

<210> 178

211> 302

<212> DNA

ttaacacatg
ggtgagtaat
aatgccggat
gggtcgegte
cggcctgaga

<213> ®RH (Clostridium)

<400> 178

gatgaacgct ggcggegtge
ggcgaacggg tgagtaatac
cgtcagctaa gaccgcatag
gactggtaga tgatggactt
gcgacgatge gtagccgacc
ag 302

<210> 179

211> 321

<212> DNA

ctaatacatg
ataagtaacc
gtgtagagat
atggcgcatt
tgagagggtyg

<213> ®RH (Clostridium)

<400> 179

gatgaacgct
ttccaaagag
gggataactg
tattaaagcg
gaggtaacgg
tgggactgag

ggcggeatge
acttagtggc
ctggaaacgg
cccatcaagg
cccaccaagg

acacggccca

<210> 180
211> 324
<212> DNA
<213> Z/RIKHE (Dorea)
<400> 180
gatgaacgct ggcggegtge
ttcggatgaa gacttttgtg
ctcatacagg gggataacag

catggtacag tggtaaaaac

ctaatacatg
gaacgggtga
tagctaaaac
cgtgaacatg
cgatgatgcg
a 321

ttaacacatg
actgagcggce
ttagaaatga
tctggtggta

caagtcgaac
gcgtgaccga
gctccagttg
ctatcagctt

gggcgaccgg

caagtcgaac
tggcatctac
cgcatgaact
agctggttgg
accggccaca

caagtcgaac
gtaacacgta
cggataggta
gatggacctg
tagccggect

caagtcgagc
ggacgggtga
ctgctaatac

tgagatggac

97

gggatcccag
cctgececcat
accgcatggt

gatggceggesg
ccacattggg

gcttcactte
agggggataa
ctatatgaaa
tagggtaacg
ctgggactga

gaagtttcga
ggtaacctgce
tacagagcgc
cggcgecatta
gagagggtaa

gaagcactta
gtaacgcgtg
cgcataagac

ccgegtetga

gagcttgecte
acaccggaat
cctctgggaa
taacggccca

actgagatac

ggtgaagagt
ctgatggaaa
agtgctacgg
gcctaccaag

gacacggccce

ggaagcttge
ccatgtgtcce
atgctcagta
gctagttggt

acggccacat

agtttgattc
ggtaacctgce
cacggtaccg

ttaggtagtt

120
180
240
300

60

120
180
240
300

60

120
180
240
300

120
180
240
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ggtggggtaa cggectacca ageccgacgat cagtagecga cctgagaggg tgaccggeca 300

cattgggact gagacacggc ccag 324

<210> 181
211> 323
<212> DNA

213> A7 R Blautia)

<400> 181
gatgaacgct
ttcggtcgat
ttatacaggg
atggctcggt
gtgaggtaac
attgggactg
<210> 182
211> 326
<212> DNA

ggcggegtge
atgatttaat
ggataacagt
gtgaaaaact
ggcccaccaa

agacacggcc

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

213> REMIRE (Anaerostipes)

<400> 182
gatgaacgct
cttcggaact
gcecctgtaca
cgcatggtgce
ttggtgaggt
cacattggga
<210> 183
211> 324
<212> DNA

ggcggegtge
gaagatttgg
gggggataac
aggggtaaaa
aacggctcac

ctgagacacg

ttaacacatg
tgattgagtg
agtcagaaat
actccggtgg
caaggcgacg

gcccaa 326

<213> undefined Lachnospiraceae

<400> 183
gatgaacgct
ttcggatgaa
ctcatacagg
catggtgcgg
ggtaaggtaa
cattgggact
<210> 184
211> 311
<212> DNA

ggeggegtge
gaggattgtg
gggataacag
gggtaaaaac
cggcttacca

gagacacggc

ctaacacatg
actgagcggce
ttagaaatga
tccggtggta
aggcgacgat
ccaa 324

213> WiZEHMF & (Faecalibacterium)

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgaac
gcggacgggt
gactgctaat
tacaggatgg

atcagtagcc

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

98

gggaattact
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

gaaacacctt
gagtaacgcg
accgcataag

acccgegtet

ggcttgagag

gaagcacttt
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

ttattgaaac
gtaacctgcce
acagagctgc
tagctagttg

gaacggccac

atttgatttt
tgggtaacct
accacagcac
gattagctgg
agtgaacggc

gcttagattce
ggtaacctgce
cacagcaccg
ttagctagtt

tgaccggcca

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<400> 184
gacgaacgct
cctcaatcga
aacagttgga
aaaggagcaa
cccaccaagg

acacggccca

ggcggegege ctaacacatg
gtggcgaacg ggtgagtaac
aacgactgct aataccgcat
tccgetttga gatggecteg
caacgatcgg tagccggact
g 311

<210> 185
211> 323
<212> DNA

213> 57 R Blautia)

<400> 185
gatgaacgct ggcggegtge
ttcggcagat ttagctggtt
ttatacaggg ggataacaac
atggtccggt gtgaaaaact
gcagggtaac ggcctaccaa
attgggactg agacacggcc
<210> 186
211> 324
<212> DNA
<213> Lachnospiraceae
<400> 186

gatgaacgct
ttcggatgga
ctcacacagg
catggtacag
ggtgaggtaa
cattgggact
<210> 187
211> 324
<212> DNA

ggcggegtge
tcttaaattg
gggataacag
tgtgaaaaac
cggcccacca

gagacacggc

ttaacacatg
tctagtggcg
cagaaatggt
ccggtggtat
ggcgacgatce
cag 323

ttaacacatg
actgagcggc
ttagaaatga
tceggtggty
agccgacgat
ccaa 324

<213> ®RH (Clostridium)

<400> 187

gatgaacgct ggcggegtge
ttcggatgga attaaaactg
ctcatacagg gggataacag
catggagcag tgtgaaaaac
ggtaaggtaa cggcttacca

ctaacacatg
actgagcggce
ttagaaatgg
tccggtggta
aggcgacgat

caagtcgaac
gcgtgaggaa
aagcccacag

cgtccgatta
gagaggttga

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggat

cagtagccga

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

99

gagagagagg
cctgectcaa
gtcggcatceg
gctagttggt

acggccacat

gggaaacctt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

gaagcaattt
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gaagcggttt
gtaacgcgtg
cgcataagca
ccgegtetga
cctgagaggg

aagcttgett
agaggggsgac
accagaggga
gaggtaacgg
tgggactgag

ttattgaagc
gtaacctgce
acaggaccgc
tagctagttg

gaacggccac

aagtgaagtt
gataacctgc
cacggtaccg
ttaggtagtt

tgaccggcca

taaggaagtt
ggtaacctgce
cacagcttcg
ttagctagtt

tgaccggcca

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300



actgagacac ggtccaa 317

<210> 191
211> 322
<212> DNA

<213> Lachnospiraceae

<400> 191

100
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cattgggact gagacacggc ccaa 324
<210> 188
211> 324
<212> DNA
<213> REF} (Clostridiaceae)
<400> 188
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gaagcaatct aacggaagtt 60
ttcggatgga agctagattg actgagtgge ggacgggtga gtaacgegtg ggtaacctge 120
ctcacactgg gggacaacag ttagaaatga ctgctaatac cgcataageg cacaggaccg 180
catggtcecgg tgtgaaaaac tccggtggtg tgagatggac ccgegtttga ttagetagtt 240
ggtggggtaa cggcecctacca aggecgacgat caatagccga cctgagaggg tgaccggeca 300
cattgggact gagacacggc ccaa 324
<210> 189
211> 311
<212> DNA
<213> Mi#&FF B (Faecalibacterium)
<400> 189
gacgaacgct ggcecggegege ctaacacatg caagtcgaac ggagettaga gagettgett 60
tttaagctta gtggcgaacg ggtgagtaac gegtgagtaa cctgeccctag agtgggggac 120
aacagttgga aacgactgct aataccgcat aagcccacgg taccgcatgg tactgaggga 180
aaaggattta ttcgctttag gatggactcg cgtccaatta gctagttggt gaggtaacgg 240
cccaccaagg cgacgattgg tagccggact gagaggttga acggeccacat tgggactgag 300
acacggccca g 311
<210> 190
211> 317
<212> DNA
213> EEIK T Barnesiella)
<400> 190
gatgaacgct agcgacagge ctaacacatg caagtcgagg ggcagcecgaag aggtagcaat 60
acctttgtcg gcgaccggeg cacgggtgag taacacgtat gcaatccacc tgtaacaggg 120
ggataacccg gagaaatccg gactaatacc ccataatatg ggcgetcecge atggagagee 180
cattaaagag agcaattttg gttacagacg agcatgcget ccattagecca gttggegggg 240
taacggccca ccaaagcgac gatggatagg ggttctgaga ggaaggtcce ccacattgga 300
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gatgaacgct
tcggtggatt
cacacagggg
tggtacagtg
tgaggtaacg
ttgggactga
<210> 192
211> 324
<212> DNA

ggcggegtge
ttaaattgac
gataacagtt
tgaaaaactc
gceccaccaag

gacacggccce

ttaacacatg
tgageggcegg
agaaatgact
cggtggtgtg
ccgacgatca
aa 322

213> P (Roseburia)

<400> 192
gatgaacgct
ttcggattga
ctcacacagg
catggtacag
ggcagggcaa
cattgggact
<210> 193
211> 316
<212> DNA

ggcggegtge
aattttagtg
gggataacag
tgtgaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggc
ttggaaacgg
tceggtggtyg
aggcgacgat
ccaa 324

<213> W&AHTH (Bilophila)

<400> 193
attgaacgct
gtaaagtggc
ctggaaacgg
ctctgettge
aacggcccac
ctggaacacg
<210> 194
211> 311
<212> DNA

ggcggegtge
gcacgggtga
tcgctaatac
aagctatcgce
caaggcgacg

gtccag 316

ttaacacatg
gtaacgcgtg
cgaatacgct
ttaaggatga
atgggtagcce

213> i (Actinomyces)

<400> 194
gacgaacgct
ggctggatga
aacggtcgga
aaaggttttt
cttaccaagg

atacggccca

ggcggegtge
gtggcgaacg
aacggctget
tctggtgggs
ctttgacggg
g 311

ttaacacatg
ggtgagtaac
aataccgggt

gatgggctcg
taaccggcct

caagtcgagc
acgggtgagt
gctaataccg
agatggatcc

gtagccgacc

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gataatctac
cccgatttta
gtccgegtee
ggtctgagag

caagtcgaac
acgtgagtaa
attcactgtc

cggcctatca

gagagggtga

101

gaagcgattt
aacgcgtgga
cataagcgca
gcgtectgatt
tgagagggtg

gaagcacttt
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gtgaaagtcc
ccttaagatg
tcgttggggg
cattagctag
gatgaccggce

gctgaagget
cctgeectet
cttcgcatgg
gcttgttggt

ccggtcacat

aaatgagact
taacctgcect
cggtaccgca
aggtagttgg
accggccaca

gatcgatttc
ggtaacctgce
cacagtaccg
ttagctagtt

tgaccggcca

ttcgggatga
gggataacgg
gaaagatggc

ttggeggggt
cacactggaa

cagcttgetg
tctttgggat
ggggtggtyg
ggggtgatgg
tgggactgag

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<210> 195
211> 323
<212> DNA

<213> ¥ HERE Ruminococcus)

<400> 195
gatgaacgct
ttcggtggat
ttatactggg
atggttcggt
gcagggcagce
attgggactg
<210> 196
211> 325
<212> DNA

ggcggegtge
ttaatttatt
ggataacagc
gtgaaaaact
ggcctaccaa

agacacggcc

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

<213> undefined Clostridiales

<400> 196
gatgaacgct
ttcgggattg
tttaagaggg
atgttttcat
tggcggggta
acattgggac
210> 197
211> 325
<212> DNA

ggcggegtge
gaattctcga
ggataacagt
tgccaaagga
acggcccacce

tgagacacgg

ctaacacatg
cttagtggcg
cggaaacggc
gcaatccget
aaggcgacga
cccag 325

213> TERE Butyricicoccus)

<400> 197
gatgaacgct
ttcgggageg
tttaagaggg
atgtttttga
tggcggggta
acattgggac
<210> 198
211> 311
<212> DNA

ggcggegtge
gaatctttag
ggataacagt
tgccaaagga
acggcccacce

tgagacacgg

ctaacacatg
tttagtggcg
cggaaacggce
gcaatccget
aaggcgacga
cccag 325

213> WiZEHMF & (Faecalibacterium)

<400> 198

gacgaacgct ggcggegege ctaacacatg

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgaac
gacgggtgag
tgctaatacc
tttagatgag
tcagtagccg

caagtcgaac
gacgggtgag
tgctaatacc
tttagatgag
tcagtagccg

gggaaatact
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

ggagtcgttt
taacgcgtga
gcataaagca
ctcgegtetg
gactgagagg

ggaactattt
taacgcgtga
gcataaagca
ctcgegtetg
gactgagagg

ttattgaaac
gtaacctgce
acagaaccgc
tagctagttg

gaacggccac

tggaaaatcc
gcaatctgcece
atgaattcgc
attagctagt
ttgaacggcc

tggaaactcc
gcaatctgcece
tcaaattcgc
attagctggt
ttgaacggcc

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

caagtcgaac gagcgagaga gagcttgett 60

102
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tctcaagcga gtggcgaacg ggtgagtaac
aacagttgga aacgactgct aataccgcat
aaaggagtga tccgctttga gatggcectceg

cccaccaagg caacgatcgg tagccggact

atacggccca
<210> 199
211> 314
<212> DNA

g 311

213> A E (Bacteroides)

<400> 199
gatgaacgct
ctaagtttga
ggggatagcec
actattaaag
cggcccacca
gagacacggt
<210> 200
211> 316
<212> DNA

agctacaggc
tggcgaccgg
tttcgaaaga
aatttcggtce
agccttcgat
ccaa 314

ttaacacatg
cgcacgggtg
aagattaata
atcgatgggg
ggataggggt

213> A E (Bacteroides)

<400> 200
gatgaacgct
gcaaactgga
tcggggatag
ttgttattaa
aacggctcac
ctgagacacg
<210> 201
211> 317
<212> DNA

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caaaccttcg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

213> A E (Bacteroides)

<400> 201

gatgaacgct
ctaaggctga
ttggccagcece
atgattaaag
taacggccca

actgagacac
<210> 202

agctacaggc
tggcgaccgg
ttctgaaagg
gtattttcceg

cctagtcaac

ggtccaa 317

ttaacacatg
cgcacgggtg
aagattaatc
gtagacgatg
gatggatagg

gcgtgaggaa
aagcccacgg

cgtccgatta
gagaggttga

caagtcgagg
agtaacacgt
cccgatggcea
atgcgttcca
tctgagagga

caagtcgagg
tgagtaacac
tacccgatgg
ggatgcegttce
gttctgagag

caagtcgagg
agtaacacgt
caggatggga
gggatgcegtt
ggttctgaga

103

cctgcectcaa
gtcggcatceg
gctagttggt

acggccacat

ggcagcatga
atccaacctg
tagttcttce
ttaggttgtt

aggtccccca

ggcagcattt
gtatccaacc
tataattaga
cattaggcag

gaaggtcccce

ggcagcatgg
atccaacctg

tcatgagttc
ccattagata

ggaaggtccce

agagggggac
accagaggga

gaagtaacgg
tgggactgag

acttagcttg
ccgatgactc
gcatggtaga
ggcggggtaa
cattggaact

cagtttgectt
tgccgataac
ccgecatggte
ttggtgaggt
cacattggaa

tcttagecttg
ccgtctacte
acatgtccge

gtaggceggesg
ccacattgga

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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211> 315
<212> DNA

213> A E (Bacteroides)

<400> 202
gatgaacgct
ctaaggccga
ttggacagcc
atgattaaag
acggcccacce
tgagacacgg
<210> 203
211> 314
<212> DNA

agctacaggc
tggcgaccgg
ttctgaaagg
gtattccggt
tagtcttcga
tccaa 315

ttaacacatg
cgcacgggtg
aagattaata
agacgatggg
tggatagggg

213> A E (Bacteroides)

<400> 203
gatgaacgct
ctttgatgga
tgggatagcce
attattaaag
cggcccacca
gagacacggt
<210> 204
211> 314
<212> DNA

agctacaggc
tggcgaccgg
tttcgaaaga
aatttcggtt
aaccaacgat
ccaa 314

ttaacacatg
cgcacgggtg
aagattaata
gtcgatgggg
ggataggggt

213> A E (Bacteroides)

<400> 204
gatgaacgct
ctaagtttga
ggggatagcce
actattaaag
cggcccacca
gagacacggt
<210> 205
211> 323
<212> DNA

agctacaggc
tggcgaccgg
tttcgaaaga
aatttcggtce
agccttcecgat
ccaa 314

ttaacacatg
cgcacgggtg
aagattaata
atcgatgggg
ggataggggt

213> A7 R Blautia)

<400> 205

caagtcgagg
agtaacacgt
caagatggca
gatgcgttcce
ttctgagagg

caagtcgagg
agtaacacgt
ccggatggcea
atgcgttcca
tctgagagga

caagtcgagg
agtaacacgt
cccgatggcea
atgcgttcca
tctgagagga

ggcagcatgg
atccaacctg

tcatgagtcc
attagatagt

aaggtccccce

ggcagcatca
atccaacctg
tagttttcce
ttaggcagtt

aggtccccca

ggcagcatga
atccaacctg
tagttcttce
ttaggttgtt

aggtccccca

tcttagecttg
ccgtctacte
gcatgttcac

aggcggggta
acattggaac

tcaaagcttg
ccgacaacac
gcatgggatg

ggcggggtaa
cattggaact

acttagcttg
ccgatgactc
gcatggtaga
ggcggggtaa
cattggaact

120
180
240
300

60

120
180
240
300

60

120
180
240
300

gatgaacgct ggecggegtge ttaacacatg caagtcgaac gggaaatatt tcattgagac 60

ttcggtggat ttgatctatt tctagtggeg gacgggtgag taacgegtgg gtaacctgee 120

104
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ttatacaggg ggataacagt cagaaatggc tgctaatacc gcataagcge acagagctge 180

atggctcagt gtgaaaaact ccggtggtat aagatggacc cgegttggat tagcttgttg 240

gtggggtaac ggcccaccaa ggegacgate catagecgge ctgagagggt gaacggecac 300

attgggactg agacacggcc
<210> 206
211> 316
<212> DNA

cag 323

213> A HE (Bacteroides)

<400> 206

gatgaacgct agctacaggc ttaacacatg caagtcgagg

gcaaactgga
tcggggatag
ttgttattaa
aacggctcac
ctgagacacg gtccaa 316
<210> 207

211> 323

<212> DNA

gatggcgacc ggcgcacggg tgagtaacac
cctttcgaaa gaaagattaa tacccgatgg
agaatttcgg ttatcgatgg ggatgcgttce
caaaccttcg atggataggg gttctgagag

<213> #EHifFHE (Phascolarctobacterium)

<400> 207

gacgaacgct
aattcttagt
cattccgaaa
agatggcctce
gtagtgtaac
attgggactg

ggeggegtge
ggcgaacggs
ggagtgctaa
tacaagtaag
ggactaccaa

agacacggcc

<210> 208
211> 324
<212> DNA
<213> Z /R (Dorea)
<400> 208
gatgaacgct ggcggegtge
ttcggatgaa gacttttgtg
ctcatacagg gggataacag
catggtacag tggtaaaaac
ggtggggtaa cggcectacca
cattgggact gagacacggc
<210> 209
211> 323

ctaacacatg
tgagtaacgc
taccggatgt
ctatcgctaa
ggcgatgatce
caa 323

ttaacacatg
actgagcggce
ttagaaatga
tctggtggta
agccgacgat
ccag 324

caagtcgaac
gtaggcaacc
gatcatcgtg

aggatgggcce
agtagccggt

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

105

ggcagcattt
gtatccaacc
tataattaga
cattaggcag

gaaggtcccce

ggagaatttt
tgceetttag
ccgecatggcea
tgcgtctgat
ctgagaggat

gaagcactta
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

cagtttgett
tgccgataac
ccgecatggte
ttggtgaggt
cacattggaa

atttcggtag
acggggacaa
ggatgaagaa
tagctagttg

gaacggccac

agtttgattc
ggtaacctgce
cacggtaccg
ttaggtagtt

tgaccggcca

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<212> DNA

213> 57 RFKHE Blautia)

<400> 209
gatgaacgct
ttcggtcgat
ttatacaggg
atggctcggt
gtgaggtaac
attgggactg
<210> 210
211> 316
<212> DNA

ggcggegtge
atgatttaat
ggataacagt
gtgaaaaact
ggcccaccaa

agacacggcc

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

213> A E (Bacteroides)

<400> 210
gatgaacgct
gcaaactaaa
tcggggatag
agaatattaa
aacggcccac
ctgagacacg
210> 211
211> 322
<212> DNA

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caagaccacg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

213> E HiuE (Megamonas)

<400> 211
gacgaacgct
caccaagtgg
cttcgaaagg
ggaggcctcet
gagggtaaag
ttgggactga
210> 212
211> 316
<212> DNA
213>

<400> 212

ggeggegtge
cgaacgggtg
ggtgctaata
gacataagct
gcccaccaag

gacacggccce

ttaacacatg
agtaacgcgt
ccgaatgaat
tccgettgaa
gcgacgatca
ag 322

1% BRH (Staphylococcus)

gacgaacgct ggcggegtge ctaatacatg

cttcttggat gagttgcgaa cgggtgagta

ataactattg gaaacgatag ctaataccgc

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagg
tgagtaacac
tatccgatgg
ggatgegttce
gttctgagag

caagtcgaac
aagcaatcta
gtaagagtat
gatgagcttg
gtagccecggtce

gggaattact
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

ggcagcattt
gtatccaacc
tatattttct
cattagtttg

gaaggtcccce

ggggtgttta
ccttcaagat

cgcatgagac
cgtctgatta
tgagaggatg

ttattgaaac
gtaacctgce
acagagctgc
tagctagttg

gaacggccac

tagtttgett
tgccgataac
ccgcatggtg
ttggeggggt
cacattggaa

tttcggtaaa
ggggacaaca
acttactaaa
gctagttggt

aacggccaca

120
180
240
300

60

120
180
240
300

60

120
180
240
300

caagtagaac gctgaagaga ggagcttget 60

acgcgtaggt aacctgectt gtageggggg 120

ataacaatgg atgacacatg tcatttattt 180

106
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gaaaggggca attgctccac tacaagatgg acctgegttg tattagctag taggtgaggt 240

aacggctcac ctaggcgacg atacatagcc gacctgagag ggtgatcgge cacactggga 300

ctgagacacg gcccag 316
<210> 213
211> 324
<212> DNA

213> A7 R Blautia)

<400> 213
gatgaacgct ggcggegtge
ttcggatgaa gatcttggtg
ctcatacagg gggataacag
catggtgcag gggtaaaaac
ggtggggtaa cggcectacca
cattgggact gagacacggc
<210> 214
211> 307
<212> DNA

ttaacacatg
actgagtggce
ttagaaatga
tccggtggta
agccgacgat
ccaa 324

213> X AFE (Bifidobacterium)

<400> 214

gatgaacgct ggcggegtge
ctgggtgaga gtggcgaacg
agctcctgga aacgggtggt
agattcatcg gtatgggatg
ccatggcttc gacgggtagce
ggcccag 307

<210> 215

211> 303

<212> DNA

ttaacacatg
ggtgagtaat
aatgccggat
gggtcgegte
cggcctgaga

<213> FIMHEKE (Collinsella)

<400> 215

gatgaacgct ggcggegegce
agcgagtgge gaacggctga
cccgaaagga cgggtaatac
ccgacgggag gggatggete
gcecgacaacg ggtageeggg
cag 303

<210> 216

211> 326

<212> DNA

ctaacacatg
gtaacacgtg
cggatacccce
cgecggeccat

ttgagagacc

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gcgtgaccga
gctccagttg
ctatcagctt

gggcgaccgg

caagtcgaac
gagaacctgc
ggggtgceege
caggtagacg

gaccggeeag

107

gaagcacctt
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gggatcccag
cctgececcat
gatgcatgtc
gatggeggsg
ccacattggg

ggcaccccecte
cceecteececece
atggcacccce
geggggtgac
attgggactg

gatttgattc
ggtaacctgce
cacagcaccg
ttaggtagtt

tgaccggcca

gagcttgecte
acaccggaat
cttctgggaa
taacggccca

actgagatac

tcecggaggga
gggatagccg
ggctaaagcce
ggcccaccegt

agacacggcc

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<213> undefined Clostridiales

<400> 216
gatgaacgct
cttcgggact
gccttgtaca
cgcatgatgce
ttggtgaggt
cacattggga
210> 217
211> 316
<212> DNA
213>
<400> 217
gatgaacgct
tacagattga
ggggatagcce
atttgttaaa
aacggcccac
ctgagacacg
<210> 218
211> 307
<212> DNA

ggcggegtge
gattattttg
gggggataac
agtgtgaaaa
aacggcccac

ctgagacacg

agcgacaggce
tggcgaccegg
cggcgaaagt
gattcatcgce
caaaccgacg

gaccaa 316

ttaacacatg
tgactgagtg
agttggaaac
actccggtgg
caaggcgacg

gcccaa 326

BT B (Parabacteroides)

ttaacacatg
cgcacgggtg
cggattaata
tgatagatag
atggataggg

213> X AFE (Bifidobacterium)

<400> 218
gatgaacgct
ctgggtgaga
agctcctgga
agcttttgeg
ccatggctte

ggcccag 307

<210> 219
<211> 302
<212> DNA

ggcggegtge
gtggcgaacg
aacgggtggt
gtatgggatg
gacgggtagce

ttaacacatg
ggtgagtaat
aatgccggat
gggtcgegte
cggcctgaga

<213> ®RH (Clostridium)

<400> 219

gatgaacgct ggcggegtge ctaatacatg
ggcgaacggg tgagtaatac ataagtaacc
cgtcagctaa gaccgcatag gtgtagagat
gactggtaga tgatggactt atggcgcatt

caagtcgaac
gcggacgggt
ggctgctaat
tataagatgg

atccatagcc

caagtcgagg
agtaacgcgt
ccccataaaa
gcatgegttce
gttctgagag

caagtcgaac
gcgtgaccga
gctccagttg
ctatcagctt

gggcgaccgg

caagtcgaac
tggcatctac

cgcatgaact

agctggttgg

108

gaagcacttt
gagtaacgcg
accgcataag
acccgegttg
gacctgagag

ggcagcatga
atgcaactta
caggggtcce
cattaggcag

gaaggtcccce

gggatcccag
cctgececcat
accgcatggt

gatggceggssg
ccacattggg

gcttcactte
agggggataa
ctatatgaaa

tagggtaacg

atttgatttc
tgggtaacct
cgcacagcat

gattagctag
ggtgaccggce

tttgtagcaa
cctatcagag
gcatgggaat

ttggeggggt
cacattggta

gagcttgecte
acaccggaat
cctctgggaa
taacggccca

actgagatac

ggtgaagagt
ctgatggaaa
agtgctacgg

gcctaccaag

120
180
240
300

60

120
180
240
300

60

120
180
240
300

120
180
240
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gcgacgatge gtagccgacce tgagagggtg accggecaca ctgggactga gacacggeee 300

ag 302

<210> 220
211> 315
<212> DNA

213> #UAFE (Bacteroides)

<400> 220

gatgaacgct agctacaggce
ctaagtttga tggcgaccgg
agggatagcc tttcgaaaga
accattaaag atttattggt

acggcccacc tagccgacga

tgagacacgg
210> 221
211> 326
<212> DNA

tccaa 315

ttaacacatg
cgcacgggtg
aagattaata

aaacgatggg
tggatagggg

213> P (Roseburia)

<400> 221

gatgaacgct
cttcggaaat
gcctcataca
cgcatgatcc

ttggcagggt
cacattggga

ggcggegtge
gaagattttg
gggggataac
ggtgtgaaaa
aacggcctac

ctgagacacg

<210> 222
211> 323
<212> DNA

ttaacacatg
tgactgagtg
agttggaaac
actccggtgg
caaagcgacg

gcccaa 326

<213> undefined Lachnospiraceae

<400> 222
gatgaacgct ggcggegtge
ttcggcagat ttagattgtt
ttatacaggg ggataacagt
atggtccggt gtgaaaaact
gtgaggtaac ggcccaccaa
attgggactg agacacggcc
<210> 223
211> 324
<212> DNA

<213> Lachnospiraceae

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

caagtcgagg
agtaacacgt
cctgatagta
gatgcgttce
ttctgagagg

caagtcgaac
gcggacgggt
gactgctaat

tatgggatgg
atcagtagcc

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

109

ggcagcatga
atccaacctt
tggtgagatt
attaggtagt

aaggtccccce

gaagcactct
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

gggaaacctt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

acttagcttg
ccgtttacte
gcatgatagc
aggceggggta
acattggaac

atttgatttt
tgggtaacct
cgcacaggat

gattagccag
ggtgaccggce

ttattgaagc
gtaacctgcce
acaggaccgc
tagctagttg

gaacggccac

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<400> 223
gatgaacgct
ttcggatgga
ctcacacagg
catggtacag
ggtgaggtaa
cattgggact
210> 224
211> 324
<212> DNA

ggcggegtge
tcttaaattg
gggataacag
tgtgaaaaac
cggcccacca

gagacacggc

ttaacacatg
actgagcggce
ttagaaatga
tceggtggty
agccgacgat
ccaa 324

<213> ®RH (Clostridium)

<400> 224
gatgaacgct
ttcggatgga
ctcatacagg
catggagcag
ggtaaggtaa
cattgggact
<210> 225
211> 324
<212> DNA

ggcggegtge
attaaaactg
gggataacag
tgtgaaaaac
cggcttacca

gagacacggc

ctaacacatg
actgagcggce
ttagaaatgg
tccggtggta
aggcgacgat
ccaa 324

213> #®HE A (Clostridiaceae)

<400> 225
gatgaacgct
ttcggatgga
ctcacactgg
catggtccgg
ggtggggtaa
cattgggact
<210> 226
211> 311
<212> DNA

ggcggegtge
agctagattg
gggacaacag
tgtgaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggc
ttagaaatga
tceggtggty
aggcgacgat
ccaa 324

213> WiZEHAF & (Faecalibacterium)

<400> 226
gacgaacgct
tttaagctta
aacagttgga
aaaggattta

cccaccaagg

ggcggegege
gtggcgaacg
aacgactgct
ttcgectttag
cgacgattgg

ctaacacatg
ggtgagtaac
aataccgcat
gatggactcg
tagccggact

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggat

cagtagccga

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

caatagccga

caagtcgaac
gcgtgagtaa
aagcccacgg

cgtccaatta

gagaggttga

110

gaagcaattt
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gaagcggttt
gtaacgcgtg
cgcataagca
ccgegtetga
cctgagaggg

gaagcaatct
gtaacgcgtg
cgcataagcg
ccgegtttga
cctgagaggg

ggagcttaga
cctgecctag
taccgcatgg
gctagttggt

acggccacat

aagtgaagtt
gataacctgc
cacggtaccg
ttaggtagtt

tgaccggcca

taaggaagtt
ggtaacctgce
cacagcttcg
ttagctagtt

tgaccggcca

aacggaagtt
ggtaacctgce
cacaggaccg
ttagctagtt

tgaccggcca

gagcttgett
agtgggggac
tactgaggga
gaggtaacgg
tgggactgag

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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acacggccca
210> 227
211> 316
<212> DNA

g 311

<213> BEFKTH (Streptococcus)

<400> 227
gatgaacgct
ccgagcggat
ataactattg
gaaaggtgca
aacggctcac
ctgagacacg
<210> 228
211> 322
<212> DNA

ggcggegtge
gagttgcgaa
gaaacgatag
attgcaccac
caaggcgacg

gcccag 316

<213> Lachnospiraceae

<400> 228
gatgaacgct
tcggtggatt
cacacagggg
tggtacagtg
tgaggtaacg
ttgggactga
<210> 229
211> 310
<212> DNA
213>
<400> 229
gatgaacgct
ccgeeggega
aacccggega
taaagattca
ccaccaagac
cacggtccaa
<210> 230
211> 326
<212> DNA
213>

<400> 230

ggcggegtge
ttaaattgac
gataacagtt
tgaaaaactc
gceccaccaag

gacacggccce

agcgacaggce
ccggegeacg
aagtcggact
tcgctgatag
cacgatggat
310

ctaatacatg
cgggtgagta
ctaataccgc
taccagatgg

atacatagcc

ttaacacatg
tgageggcegg
agaaatgact
cggtggtgtg
ccgacgatca
aa 322

BT B (Parabacteroides)

ttaacacatg
ggtgagtaac
aataccgcat

ataggcatgc
aggggttctg

HAATH Lactobacillus)

caagtagaac
acgcgtaggt
ataacagtag
acctgegttg
gacctgagag

caagtcgagc
acgggtgagt
gctaataccg
agatggatcc

gtagccgacc

caagtcgagg
gcgtatgcaa
gaagcaggss
gttccattag

agaggaaggt

111

gctgaagcett
aacctgcctg
atgtcgcatg
tattagctag
ggtgatcggce

gaagcgattt
aacgcgtgga
cataagcgca
gcgtectgatt
tgagagggtg

ggcagcgeesy
cttacctatc

cccecgeatgg
tttgttggeg

cceccacatt

ggtgcttgea
gtagcgggsg
acctttgett
ttggtgaggt
cacactggga

aaatgagact
taacctgcect
cggtaccgca
aggtagttgg
accggccaca

gtagcaatac
agagggggat
ggatatttge

gggtaacggce
ggaactgaga

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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gatgaacgct
cttcggtttg
gcctcataca
cacatggtac
ttggeggggt
cacattggga
<210> 231
211> 325
<212> DNA

ggcggegtge
aagtctttta
gggggatage
agtgtgaaaa
aacggcccac

ctgagacacg

ttaacacatg
tgactgagtg
agctggaaac
actccggtgg
caaggcgacg

gcccag 326

<213> undefined Clostridiales

<400> 231
gatgaacgct
ttcggagatg
tttaagaggg
atgtttttga
tggcggggta
acattgggac
<210> 232
211> 307
<212> DNA

ggcggegtge
gaattctcga
ggataacagt
tgccaaagga
acggcccacce

tgagacacgg

ctaacacatg
cttagtggcg
cggaaacggce
gcaatccget
aaggcgacga

cccag 325

213> P (Roseburia)

<400> 232
gataaacgct
aacttagtgg
gctggaaacg
gagcaatccg

ccaaagcgac

ggcccag 307

<210> 233
211> 317
<212> DNA

ggeggegtge
cggacgggtg
gctgctaata
gtacaggatg
gatcagtagc

ttaacacatg
agtaacgcgt
ccgcataagce
gacccgegte

cgatctgaga

213> A E (Bacteroides)

<400> 233

gatgaacgct
ctaaggctga
ttggccagcece
atgattaaag
taacggccca

actgagacac

agctacaggc
tggcgaccgg
ttctgaaagg
gtattttceg

cctagtcaac

ggtccaa 317

ttaacacatg
cgcacgggtg
aagattaatc
gtagacgatg
gatggatagg

caagtcgaac
gcggacgggt
ggctggtaat
tatgagatgg

atcagtagcc

caagtcgaac
gacgggtgag
tgctaatacc
tttagatgag
tcagtagccg

caagtcgaac
gggtaacctg
ccttagcact
tgattagcca
ggatgtacgg

caagtcgagg
agtaacacgt
caggatggga
gggatgegtt
ggttctgaga

112

gaagcattta
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

ggagtcgttt
taacgcgtga
gcataaagca
ctcgegtcetg
gactgagagg

gaagtttttc
ccctgtacag
gcatggtgca
gttggcaggg
ccacattggg

ggcagcatgg
atccaacctg

tcatgagttc
ccattagata

ggaaggtcce

agacagatta
tgggtaacct
cgcacagtac

gattagcttg
ggtgaccggce

tggaaatctc
gcaatctgcece
ttaaattcgc
attagctagt
ttgaacggcc

tttcgggagg
ggggacaaca

tagggaaaag
taacggccta

actgagacac

tcttagecttg
ccgtctacte
acatgtccge

gtaggceggssg
ccacattgga

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300



<210> 237
211> 315
<212> DNA

213> A HE (Bacteroides)

<400> 237
gatgaacgct agctacaggc

ttaacacatg

CN 115461064 A Fo5l & 67/98
<210> 234
211> 309
<212> DNA
<213> X AT EE Bifidobacterium)
<400> 234
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gggatccatc aggetttget 60
tggtggtgag agtggegaac gggtgagtaa tgegtgaccg acctgeccca tacaccggaa 120
tagctcetgg aaacgggtgg taatgeccgga tgetccgact cctecgeatgg ggtgteggga 180
aagatttcat cggtatggga tggggtcgeg tcctatcagg tagtcggegg ggtaacggee 240
caccgagect acgacgggta geeggectga gagggegacce ggecacattg ggactgagat 300
acggcccag 309
<210> 235
211> 311
<212> DNA
<213> Mi#&FF B (Faecalibacterium)
<400> 235
gacgaacgct ggcecggegege ctaacacatg caagtcgaac gagcgagaga gagettgett 60
tctcaagega gtggegaacg ggtgagtaac gegtgaggaa cctgectcaa agagggggac 120
aacagttgga aacgactgct aataccgcat aagcccacga cccggeatcg ggtagaggga 180
aaaggagcaa tccgctttga gatggectcg cgtccgatta getagttggt gaggtaatgg 240
cccaccaagg cgacgatcgg tagccggact gagaggttga acggecacat tgggactgag 300
acacggccca g 311
<210> 236
211> 326
<212> DNA
<213> BEIRIEHE (Megasphaera)
<400> 236
gacgaacgct ggcggegtge ttaacacatg caagtcgaac gagaagagat gagaagcttg 60
cttcttatca attcgagtgg caaacgggtg agtaacgegt aagcaacctg cccttcagat 120
ggggacaaca gctggaaacg gctgctaata ccgaatacgt tctttcegee gecatgacggg 180
atgaagaaag ggaggccttc gggetttege tggaggaggg gettgegtet gattagetag 240
ttggaggggt aacggcccac caaggegacg atcagtagec ggtctgagag gatgaacgge 300
cacattggga ctgagacacg gcccag 326

caagtcgagg ggcagcatgg tcttagettg 60

113
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ctaaggccga tggcgaccgg cgcacgggtg
ttggacagce ttctgaaagg gagattaata
atgattaaag gtttaccggt gtaagatggg
acggcccacc tagtcttcga tggatagggg

tgagacacgg
<210> 238
211> 315
<212> DNA

tccaa 315

213> A E (Bacteroides)

<400> 238

gatgaacgct agctacaggc ttaacacatg

cttcaattgce
agggatagcc
aagattaaag
acggcccacce
tgagacacgg
<210> 239
211> 326
<212> DNA

cggcgaccgg
tttcgaaaga
atttatcggt
tagccaacga
tccaa 315

cgcacgggtg
aagattaata
gtacgatggg
tggatagggg

213> REMIRE (Anaerostipes)

<400> 239
gatgaacgct
cttcggaact
gccctgtaca
cgcatggtgce
ttggtgaggt
cacattggga
<210> 240
211> 313
<212> DNA

ggcggegtge
gaagatttgg
gggggataac
aggggtaaaa
aacggctcac

ctgagacacg

ttaacacatg
tgattgagtg
agtcagaaat
actccggtgg
caaggcgacg

gcccaa 326

213> HEFH KK E (Prevotel la)

<400> 240
gatgaacgct
caaccgatga
tcggataacc
tgaacgaaat
ggcccaccaa

agacacggtc
<210> 241

ggcggegtge
tggcgaccgg
cgtcgaaagg
gtgaaggaga
ggcaacgatc
caa 313

ttaacacatg
cgcacgggtg
cggcctaaca
aggatgggga
agtaggggtt

agtaacgcgt
caagatgtta
gatgcgttcce
ttctgagagg

caagtcgagg
agtaacgcgt
cctgatggta
gatgcgttcce
ttctgagagg

caagtcgaac
gcggacgggt
gactgctaat
tacaggatgg

atcagtagcc

caagtcgagg
agtaacgcgt
cgatatgcgg
tgcgtctgat
ctgagaggaa

114

atccaacctg
tcatgagtaa
attagatagt

aaggtccccce

ggcagceggea
atccaacctt
tcttaagcac
attaggtagt

aaggtccccce

gaaacacctt
gagtaacgcg
accgcataag

acccgegtet

ggcttgagag

ggcagcatgt
atccaaccta
ttcacagcgg
tagcttgttg

ggtccceccac

ccttacactce
gcattttcge

aggcggggta
acattggaac

ttgaagcttg
ccgtacactce
acatgtaatt

aggcggggta
acattggaac

atttgatttt
tgggtaacct
accacagcac
gattagctgg
agtgaacggc

tggttgettg
cccttgtcca
gcatctaacg

gcggggtaac
attggaactg

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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211> 326
<212> DNA

213> REMIRE (Anaerostipes)

<400> 241

gatgaacgct
cttcggaatt
gccctgtaca
cgcatggtge
ttggtgaggt
cacattggga

ggcggegtge
gacgttttgt
gggggataac
aggggtaaaa
aacggctcac

ctgagacacg

<210> 242
211> 313
<212> DNA

ttaacacatg
agactgagtg
agtcagaaat
actccggtgg
caaggcgacg

gcccaa 326

213> FHFEH (Alistipes)

<400> 242
gatgaacgct agcggcaggce
ggcgaccgge

tgagaaattg

tatctatggt
gggataacac
gttgaaaatt ccgatggtta
ggctcaccaa ggcgacgata
agacacggac cag 313
<210> 243

211> 310

<212> DNA

213>
<400> 243

gatgaacgct ggcggegtge
ccgeeggega ccggegeacg
aacccggcega aagtcggact
taaagattca tcgctgatag
ccaccaaacc gacgatggat
cacggaccaa 310

<210> 244

211> 323

<212> DNA

<213> Lachnospiraceae

<400> 244

gatgaacgct ggcggegtge
ttcggtggat ttgatttatt

ttaacacatg
gcacgggtgce
gtactaatac
gagatgggca
cataggggga

BT 5 (Parabacteroides)

ttaacacatg
ggtgagtaac
aataccgcat

ataggcatgc
aggggttectg

caagtcgaac
gcggacgggt
gactgctaat
tacaggatgg

atcagtagcc

caagtcgagg
gtaacgcgta
cccataatat
tgcgttgtat
ctgagaggtt

caagtcgagg
gcgtatgcaa
gaagcaggga
gttccattag
agaggaaggt

gaagctgett
gagtaacgcg
accgcataag

acccgegtet

ggcttgagag

ggcagcataa
tgcaacctac
catagaaggc
tagctagttg

aaccccceccac

ggcagcgees
cttacctatc

tccecgecatgg
gcagttggeg
cceccacatt

aactgatctt
tgggtaacct
accacagcac
gattagctgg
agtgaacggc

tggatagcaa
ctttaacagg
atcttttatg

gtggggtaac
actggtactg

gtagcaatac
agagggggat
gaatatttgce

gggtaacggce
ggtactgaga

120
180
240
300

60

120
180
240
300

60

120
180
240
300

ttaacacatg caagtcgaac gggaaatact tcattgagac 60

tctagtggeg gacgggtgag taacgegtgg gtaacctgee 120

115
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ttatacaggg ggataacagt cagaaatgac tgctaatacc gcataagcge acaggaccge 180

atggtccggt gtgaaaaact ccggtggtat aagatggacc cgegttggat tagctggttg 240

gtggggtaac ggcccaccaa ggegacgate catagecgge ctgagagggt gaacggecac 300

attgggactg agacacggcece cag 323

<210> 245
211> 324
<212> DNA

213> P (Roseburia)

<400> 245
gatgaacgct
ttcggattga
ctcacacagg
catggtacag
ggcagggcaa
cattgggact
<210> 246
211> 314
<212> DNA

ggcggegtge
aattttagtg
gggataacag
tgtgaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggc
ttggaaacgg
tceggtggty
aggcgacgat
ccaa 324

213> A HE (Bacteroides)

<400> 246
gatgaacgct
ctttctttge
ggggatagcec
attattaaag
cggctcacca
gagacacggt
210> 247
211> 316
<212> DNA

gacagaatgc
tggcgaccgg
tttcgaaaga
gattccggta
agccttcecgat
ccaa 314

ttaacacatg
cgcacgggtg
aagattaata
aaggatgggg
ggataggggt

<213> WAHTH (Bilophila)

<400> 247

attgaacgct ggcggegtge ttaacacatg

gtaaagtggc gcacgggtga gtaacgegtg

ctggaaacgg
ctctgettge
aacggcccac
ctggaacacg
<210> 248
211> 325

tcgctaatac
aagctatcgce
caaggcgacg

gtccag 316

cgaatacgct
ttaaggatga
atgggtagcce

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgagg
agtaacacgt
cccgatggta
atgcgttcca
tctgagagga

caagtcgaac
gataatctac
cccgatttta
gtccgegtee
ggtctgagag

116

gaagcacttt
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

ggcatcagga
atccaacctg
taatgattcc
ttaggttgtt

aggtccccca

gtgaaagtcc
ccttaagatg
tcgttggggg
cattagctag
gatgaccggce

gatcgatttc
ggtaacctgce
cacagtaccg
ttagctagtt

tgaccggcca

agaaagcttg
ccctttactce
gcatggtttg
ggtgaggtaa
cattggaact

ttcgggatga
gggataacgg
gaaagatggc

ttggeggggt
cacactggaa

120
180
240
300

60

120
180
240
300

60

120
180
240
300



213> A& (Eubacterium)

<400> 251

gatgaacgct ggcggegtge ttaatacatg
cttcgggagg aagaccattg tgactgagtg
gccttgtaca gggggataac agttggaaac

CN 115461064 A Fo5l & 71/98 T
<212> DNA
<213> B HE H (Clostridiales)
<400> 248
gatgaacgct ggcggegtge ttaacacatg caagtcgaac ggggattatt ttgacagaga 60
cttcggttga agtcgttata atcctagtgg cggacgggtg agtaacgegt gggtaacctg 120
cctcacactg ggggataaca gtcagaaatg actgctaata ccgcataage gcacgggatt 180
gcatgatcca gtgtgaaaaa ctccggtggt gtgagatgga cccgegttgg attagcecagt 240
tggcagggta acggcctacc aaagcgacga tccatagecg gectgagagg gtggacggee 300
acattgggac tgagacacgg cccag 325
<210> 249
211> 325
<212> DNA
<213> Flavonifractor
<400> 249
gatgaacgct ggcggegtge ttaacacatg caagtcgaac ggggtgetca tgacggagga 60
ttcgtccaac ggattgagtt acctagtgge ggacgggtga gtaacgegtg aggaacctge 120
cttggagagg ggaataacac tccgaaagga gtgctaatac cgcatgaage agttgggteg 180
catggctctg actgccaaag atttatcget ctgagatgge ctegegtetg attagetagt 240
aggcggggta acggceccacc taggcecgacga tcagtagcecg gactgagagg ttgaccggee 300
acattgggac tgagacacgg cccag 325
<210> 250
211> 326
<212> DNA
<213> B HE H (Clostridiales)
<400> 250
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gaagcacttt acctgatttc 60
cttcggggat gattgttctg tgactgagtg geggacgggt gagtaacgeg tggataacct 120
gcctcacaca gggggataac agttggaaac gactgctaat accgcataag cgcacagcac 180
cgcatggtge agtgtgaaaa actccggtgg tgtgagatgg atccgegtet gattagetgg 240
ttggeggggt aacggeccac caaggegacg atcagtagec ggectgagag ggegaccgge 300
cacattggga ctgagacacg gcccag 326
<210> 251
211> 326
<212> DNA

caagtcgaac gaagcacctt ggacagaatc 60

gcggacgggt gagtaacgeg tgggtaacct 120

gactgctaat accgcataag cgcacagtac 180

117
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cgcatggtac ggtgtgaaaa actccggtgg tacaagatgg acccgegtet gattagetgg 240

ttggtgaggt aacggcccac caaggecgacg atcagtagee gacttgagag agtgatcgge 300

cacattggga ctgagacacg gcccaa 326

<210> 252
<211> 309
<212> DNA

<213> undefined Clostridiales

<400> 252

gacgaacgct ggcggcacge
ttctgatcta gtggcggacg
accgattgga aacgatcgtt
aaagatttat cgctgaaaga
taccaaggcg acgatcagta
acggcccag 309

<210> 253

211> 325

<212> DNA

ttaacacatg
ggtgagtaac
aataccgcat
tgagctcgeg
gccggactga

<213> undefined Clostridiales

<400> 253

gatgaacgct
ttcgggattg
tttaagaggg
atgttttcat

tggcggggta
acattgggac

ggcggegtge
gaattctcga
ggataacagt
tgccaaagga
acggcccacce

tgagacacgg

<210> 254
211> 323
<212> DNA
<213> Lachnospiraceae
<400> 254
gatgaacgct ggcggegtge
ttcggcggat ttgatctgtt
ttatactggg ggataacagc
atggttcggt gtgaaaaact
gcagggcage ggcctaccaa
attgggactg agacacggcc
<210> 255
211> 323
<212> DNA

ctaacacatg
cttagtggcg
cggaaacggce
gcaatccget
aaggcgacga

cccag 325

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

caagtcgaac
acgtgagcaa
aacataattg
tctgattagc
gaggttgatc

caagtcgaac
gacgggtgag
tgctaatacc
tttagatgag
tcagtagccg

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

118

gagagaagag
tctgecttte
aaccgcatga
tagttggtaa
ggccacattg

ggagtcgttt
taacgcgtga
gcataaagca
ctcgegtetg
gactgagagg

gggaaacatt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

aagcttgett
agagggggat
tttgattatc
ggtaacggcet
ggactgagac

tggaaaatcc
gcaatctgcece
atgaattcgc
attagctagt
ttgaacggcc

tcattgaggc
gtaacctgcce
acagaaccgc
tagctggttg

gaacggccac

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<213> W HERE Ruminococcus)

<400> 255
gatgaacgct
ttcggtcgat
ttatacaggg
atggctcagce

gtggggtaac
attgggactg

ggcggegtge
ttaatttaat
ggataacagt
gcgaaaaact
ggcccaccaa

agacacggcc

<210> 256
211> 325
<212> DNA

ttaacacatg
tccagtggceg
tagaaatggc
ccggtggtat
ggcgacgatce
cag 323

213> TEERE Butyricicoccus)

<400> 256
gatgaacgct ggcggegtge
ttcgggagecg gaatctttag
tttaagaggg ggataacagt
atgtttttga tgccaaagga
tggcggggta acggceccacce
acattgggac tgagacacgg
<210> 257
211> 309
<212> DNA

ctaacacatg
tttagtggcg
cggaaacggc
gcaatccget
aaggcgacga

cccag 325

<213> #&IKTH (Coprococcus)

<400> 257

gatgaacgct ggcggegege
ttcaaagtta gtggcggacg
agcagctgga aacggctgat
aaaactccgg tggtatgaga
caccaaggcg acgatcagta
acggcccaa 309

<210> 258

211> 310

<212> DNA

ctaacacatg
ggtgagtaac
aaaaccgcat
tggacccgeg
gceggectga

213> A HE (Bacteroides)

<400> 258

gatgaacgct agctacaggce ttaacacatg
ggttgatgge gaccggegeca cgggtgagta
atagcctttc gaaagaaaga ttaataccgg

ttaaagaatt tcgataaccg atggggatgc

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgaac
gacgggtgag
tgctaatacc
tttagatgag
tcagtagccg

caagtcgaac
gcgtgggtaa
aagcgcacag
tctgattagc
gagggtgacc

caagtcgagg
acacgtatcc
atagtataac

gttccattag

119

gggaattact
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

ggaactattt
taacgcgtga
gcataaagca
ctcgegtetg
gactgagagg

ggacgatgaa
cctgectcat
tgccgecatgg
ttgttggcgg
ggccacattg

ggcagcatga
aacctaccgg
gagaaggcat
tttgttggeg

ttattgaaac
gtaacctgcce
acagagctgc
tagctggttg

gaacggccac

tggaaactcc
gcaatctgcece
tcaaattcgc
attagctggt
ttgaacggcc

gagcttgett
acaggggaat
cacagtgtga
ggtaacggcce
ggactgagac

cctagcaata
ttattccggg
ctttttgtta

gggtaacggce

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
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ccaccaagac atcgatggat aggggttctg agaggaaggt cccccacatt ggaactgaga 300

cacggtccaa 310
<210> 259
211> 316
<212> DNA
213>
<400> 259

gatgaacgct agcgacaggce
tacttattgg tggcgaccgg
ggggatagcce cggegaaagt
atttgttaaa gattcatcgc
aacggcccac caaaccgacg
ctgagacacg gaccaa 316
<210> 260

211> 310

<212> DNA

213>
<400> 260
gatgaacgct
cgggtggcega
aacccggega

agcgacaggce
ccggegeacg
aagtcggact
taaagattca tcgctgatag
ccaccaaacc gacgatggat
cacggaccaa 310
<210> 261

211> 308

<212> DNA

BT B (Parabacteroides)

ttaacacatg
cgcacgggtg
cggattaata
tgatagatag
atggataggg

BT B (Parabacteroides)

ttaacacatg
ggtgagtaac
aataccgcat
ataggcatgc
aggggttcetg

213> X AFE (Bifidobacterium)

<400> 261

gatgaacgct ggcggegtge
tggtggtgag agtggcgaac
tagctcctgg aaacgggtgg
aagctttcge ggtatgggat
accgtggectt cgacgggtag
cggeccag 308

<210> 262

211> 316

<212> DNA

ttaacacatg
gggtgagtaa
taatgccgga
ggggtegegt
ccggectgag

213> A E (Bacteroides)

caagtcgagg
agtaacgcgt
ctccataaaa
gcatgegttce
gttctgagag

caagtcgagg
gcgtatgcaa
gaagcaggss
gttccattag

agaggaaggt

caagtcgaac
tgcgtgaccg
tgctccagtt

cctatcagct

agggcgaccecg

120

ggcagcatag
atgcaactta
caggggtcce
cattaggcag

gaaggtcccce

ggcagcacag
cttacctatc
cccecgeatgg
gcagttggeg
ccceccacatt

gggatccatc
acctgcccca
gatcgcatgg
tgacggeggg
gccacattgg

taggtagcaa
cctatcagag
gcatgggact

ttggeggggt
cacattggga

gtagcaatac
agagggggat
ggatatttge

gggtaacggc
ggtactgaga

aggctttget
tacaccggaa
tcttctggga
gtaacggccce

gactgagata

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<400> 262
gatgaacgct
gcaaactaaa
tcggggatag
ttactattaa
aacggcccac
ctgagacacg
<210> 263
211> 316
<212> DNA

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caagactacg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

<213> BEPKTH (Streptococcus)

<400> 263
gatgaacgct
ccgagcggat
ataactattg
gaaaggtgca
aacggctcac
ctgagacacg
<210> 264
211> 313
<212> DNA

ggcggegtge
gagttgcgaa
gaaacgatag
attgcatcac
caaggcgacg

gcccag 316

ctaatacatg
cgggtgagta
ctaataccgc
taagagatgg

atacatagcc

213> HEFH KK E (Prevotella)

<400> 264
gatgaacgct
caaccaatga
tcggataacc
agaacgaaat
ggcccaccaa
agacacggtc
<210> 265
211> 324
<212> DNA

agctacaggc
tggcgaccgg
cgtcgaaagg
gtgaaggaga
ggcgacgatce
caa 313

ttaacacatg
cgcacgggtg
cggcctaaca
aggatgggga
agtaggggtt

<213> undefined Firmicutes

<400> 265

gatgaacgct
ttcggattga
cccataccgg

catggctcgg
ggcggggtaa

ggeggegtge
ttcttaactg
gggataacag
tgtgaaaaac

cggeecaccea

ttaacacatg
actgagcggce
ctggaaacgg
tccggtggta

aaccgacgat

caagtcgagg
tgagtaacac
tatccgatag
ggatgcegttce
gttctgagag

caagtagaac
acgcgtaggt
ataaaagtcg
acctgegttg
gacctgagag

caagtcgagg
agtaacgcgt
cgatatgcgg
tgcgtctgat
ctgagaggaa

caagtcgagc
ggacgggtga
ctgctaatac

tgggatgggce
cagtagccgg

121

ggcagcattt
gtatccaacc
tatattaaaa
cattagtttg

gaaggtcccce

gctgaagcett
aacctgcctce
atatcgcatg
tattagctag

ggtgatcegge

ggcagcatgt
atccaaccta
ttctcagcag
tagcttgttg

ggtccceccac

gaagcagtta
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

tagtttgett
tgccgataac
ccgecatggtt

ttggeggggt
cacattggaa

ggtgcttgea
ttagcggggg
atattgattt
ttggtgaggt
cacactggga

tggttgettg
cccttgtcca
gcatctaacg

gcggggtaac
attggaactg

agttgatttc
ggtgacctgce
cacagagctg
ttaggcagtt

cgaccggeca

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300



ggcccag 307

<210> 269

211> 322

<212> DNA

<213> Lachnospiraceae
<400> 269

122
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cattgggact gagacacggc ccaa 324
<210> 266
211> 315
<212> DNA
<213> fUFF T (Bacteroides)
<400> 266
gatgaacgct agctacagge ttaacacatg caagtcgagg ggcageggga ttgaagettg 60
cttcaattge cggegaccgg cgecacgggtg agtaacgegt atccaacctt ccgtacacte 120
agggatagcc tttcgaaaga aagattaata cctgatggta tgatgagatt gcatgatagce 180
atcattaaag atttatcggt gtacgatggg gatgcgttcc attaggtagt aggcggggta 240
acggcccacc tagccgacga tggatagggg ttctgagagg aaggtcccce acattggaac 300
tgagacacgg tccaa 315
<210> 267
211> 324
<212> DNA
<213> Lachnospiraceae
<400> 267
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gaagcecgcetta aatggatttc 60
ttcggattga agtttttgtg actgagtgge ggacgggtga gtaacgegtg ggtaacctge 120
ctcatacagg gggataacag ttagaaatga ctgctaatac cgcataageg cacagtgetg 180
catggcacag tgtgaaaaac tccggtggta tgagatggac ccgegtectga ttagetagtt 240
ggtggggtaa cggcecctacca aggecgacgat cagtageecgg cctgagaggg tgaacggeca 300
cattgggact gagacacggc ccaa 324
<210> 268
211> 307
<212> DNA
<213> X AT B Bifidobacterium)
<400> 268
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gggatcccag gagettgete 60
ctgggtgaga gtggecgaacg ggtgagtaat gegtgaccga cctgecccat acaccggaat 120
agctcctgga aacgggtggt aatgccggat getccgacat gacgecatgte gtgtcgggaa 180
agattcatcg gtatgggatg gggtcgegte ctatcagett gatggegggg taacggecca 240
ccatggettc gacgggtage cggectgaga gggegaccegg ccacattggg actgagatac 300
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gatgaacgct
tcggatgatt
cataccgggg
tggeteggtg
cggggtaacg
ttgggactga
<210> 270
211> 308
<212> DNA

ggcggegtge
ttcagttgac
gataacagct
tgaaaaactc
gceccaccaaa

gacacggccce

ttaacacatg
tgageggcegg
ggaaacggct
cggtggtatg
ccgacgatca
aa 322

<213> PR (Sutterella)

<400> 270
attgaacgct
ccctggegge
taactgcccg
aagacctcgce

accaaggcga

ggcggeatge
gagtggcgca
aaagggcagc
gctggaagag
cgatcggtag

cggeccag 308

<210> 271
211> 324
<212> DNA

tttacacatg
cgggtgagta
taataccgca
cggccgatgt
ctggtctgag

213> 57 RFKHE Blautia)

<400> 271
gatgaacgct
ttcggattga
ctcgtacagg
catggtacgg
ggtggggtaa
cattgggact
210> 272
211> 324
<212> DNA

ggcggegtge
agccttggtg
gggataacag
tgtgaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagcggce
ttggaaacgg
tccggtggta
agccgacgat
ccaa 324

<213> undefined Lachnospiraceae

<400> 272

gatgaacgct
ttcggatgaa
ctcatacagg
catggtgegg
ggtaaggtaa
cattgggact

ggcggegtge
gaggattgtg
gggataacag
gggtaaaaac
cggcttacca

gagacacggc

ctaacacatg
actgagcggce
ttagaaatga
tccggtggta
aggcgacgat
ccaa 324

caagtcgagc
acgggtgagt
gctaataccg

ggatgggccce
gtagccggece

caagtcgaac
atacatcgga
tgagacctga
ccgattagct

aggacgacca

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

123

gaagcggcetg
aacgcgtggg
cataagcgca
gcgtectgatt
tgagagggcg

ggcagcegegsg
acgtgtctte
gggtgaaagc
agttggtgag
gccacactgg

gaagcacctt
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gaagcacttt
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

aattgattct
tgacctgccce
cagagctgca
aggcagttgg
accggccaca

ggagcttget
tagtggggga

gggggatcge
gtaaaggctc

gactgagaca

gacggatttc
ggtaacctgce
cacagtaccg
ttaggtagtt

tgaccggcca

gcttagattce
ggtaacctgce
cacagcaccg
ttagctagtt

tgaccggcca

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<210> 273
<211> 311
<212> DNA

213> WiZEAF & (Faecalibacterium)

<400> 273
gacgaacgct
cctcaatcga
aacagttgga
aaaggagcaa
cccaccaagg
acacggccca
210> 274
211> 323
<212> DNA

ggceggegcege
gtggcgaacg
aacgactgct
tccgetttga
caacgatcgg
g 311

ctaacacatg
ggtgagtaac
aataccgcat
gatggcctceg
tagccggact

213> Ai57RFKHE Blautia)

<400> 274
gatgaacgct
ttcggcagat
ttatacaggg
atggtccggt
gcagggtaac
attgggactg
<210> 275
211> 311
<212> DNA

ggcggegtge
ttagctggtt
ggataacaac
gtgaaaaact
ggcctaccaa

agacacggcc

ttaacacatg
tctagtggcg
cagaaatggt
ccggtggtat
ggcgacgatce
cag 323

213> WiZEAF & (Faecalibacterium)

<400> 275

gacgaacgct ggcggegege ctaacacatg

tctcgagega gtggcecgaacg ggtgagtaac

aacagttgga aacgactgct aataccgcat

aaaggagcaa tccgctttga gatggcectceg

cccaccaagg cgacgatcgg tagccggact

acacggccca
210> 276
211> 324
<212> DNA

g 311

213> W H (Clostridiales)

<400> 276

gatgaacgct ggcggegtge ttaacacatg

caagtcgaac
gcgtgaggaa
aagcccacag

cgtccgatta
gagaggttga

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgaac
gcgtgaggaa
aagcccacgg

cgtccgatta
gagaggttga

gagagagagg
cctgcectcaa
gtcggcatceg
gctagttggt

acggccacat

gggaaacctt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

gagcgagaga
cctgcectcaa
tgccgecatgg
gctagttggt

acggccacat

aagcttgett
agaggggsgac
accagaggga
gaggtaacgg
tgggactgag

ttattgaagc
gtaacctgce
acaggaccgc
tagctagttg

gaacggccac

aagcttgett
agaggggsgac
cacagaggga
gaggtaatgg
tgggactgag

120
180
240
300

60

120
180
240
300

60

120
180
240
300

caagtcgaac gaagcacttt ggacagattc 60

124
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ttcggatgaa gtccttagtg
ctcatacagg gggataacag
catggtacag tgtgaaaaac
ggcagggtaa cggcctacca
cattgggact gagacacggc
210> 277
211> 325
<212> DNA

actgagtggce
ttagaaatgg
tccggtggta
aggcgacgat
ccag 324

213> W H (Clostridiales)

<400> 277

gacgaacgct ggecggegtge
cttcggaatg aatttgatta
cctctaagag gggaataaca
gcatggtaga tatatcaaag
tggtgaggta acggctcacc
acattgggac tgagacacgg
<210> 278

211> 316

<212> DNA

<{213> Parasutterella

<400> 278

attgaacgct
gcttectetee
gggggacaac
gacccgcaag
aacggctcac
ctgagacacg
<210> 279
211> 322
<212> DNA

ggcggaacgce
ggcgacgagt
cagccgaaag
ggcctetege
caaagcaacg

gcccag 316

ctaacacatg
agtttagtgg
ttctgaaaag
atttatcgct
aagaccgcga

cccag 325

tttacacatg
ggcgaacggg
gttggctaat
gagcggageg
atcagtagct

ggacgggtga
ctgctaatac
tgagatggac

ccatagccgg

caagtcgaac
cggacgggtg
aatgctaata
tagagatgga
tcggtagecg

caagtcgaac
tgagtaatac
accgcatgag
gccgatgact
ggtctgagag

213> FIH 2% H (Erysipelotrichales)

<400> 279

gatgaacgct
cttccgtaag
cgggataact
tcattaaagg
agtggtaacg
ttgggactga
<210> 280

ggcggeatgce
agctcagtgg
gctggaaacg
acctgtaaag
gcacaccaag

gacacggccce

ctaatacatg
cgaacgggtg
gtagctaaaa
gtgcgaacat
gcgacgatge
aa 322

caagtcgaac
agtaacacgt
ccggataggt
ggatggacct

gtagccgacc

125

gtaacgcgtg
cgcataagcg
ccgegttgga
cctgagaggg

ggaacttttt
agtaacgcgt
ccgcataaca
ctcgegteceg
gactgagagg

ggtaacgcgg
atcggaacgt

ttctacggaa
gattagcctg

gacgaccagc

ggagcgaata
aggtaacctg
gaacaggagg
gcggegeatt
tgagagggcg

ggtaacctgce
cacggtaccg
ttagctagtt
tggacggcca

taaaggattt
gagtaacctg
tatatttatce
attagttagt
ttgaacggcc

agagaagctt
gtccgetegt
gaaagaggss
ttggtgaggt
cacactggga

tggaagcttg
cccatgtgece
catctcttat
agctggttgg
aacggccaca

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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211> 317
<212> DNA

213> BB Barnesiella)

<400> 280
gatgaacgct
acctttgtceg
ggataacccg
cattaaagag
taacggccca
actgagacac
<210> 281
211> 326
<212> DNA

agcgacaggce
gcgaccggeg
gagaaatccg
agcaattttg
ccaaagcgac

ggtccaa 317

ctaacacatg
cacgggtgag
gactaatacc

gttacagacg
gatggatagg

213> A& (Eubacterium)

<400> 281
gatgaacgct
tttcggtatg
gccttgtact
tgcatgacat
ttggtgagat
cacattggga
<210> 282
211> 324
<212> DNA

ggcggegtge
aagtttttta
gggggatage
ggtgtgaaaa
aacagcccac

ctgagacacg

ttaacacatg
tgactgagtg
agctggaaac
actccggtgg
caaggcgacg

gcccag 326

<213> #&BRTH (Coprococcus)

<400> 282
gatgaacgct
ttcggatgaa
ctcatacagg
catggctcag
ggtggggtaa
cattgggact
<210> 283
211> 324
<212> DNA

ggcggegtge
ggtttttgtyg
gggataacag
tgggaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggc
ttagaaatga
tccggtggta
agccaacgat
ccaa 324

213> #®HE A (Clostridiaceae)

<400> 283

caagtcgagg
taacacgtat
ccataatatg
agcatgcgcet
ggttctgaga

caagtcgaac
gcggacgggt
ggctggtaat
tataagatgg

atcagtagcc

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

ggcagcgaag
gcaatccacc
ggcgetecege
ccattagcca

ggaaggtcce

gaagcattta
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

gaagcacttt
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

aggtagcaat
tgtaacaggg
atggagagcc
gttggeggsg
ccacattgga

gaacagatta
tgggtaacct
cgcacaatgt

gattagctag
ggtgaccggce

aacctgattc
ggtaacctgce
cacggagccg
ttaggtagtt

tgaccggcca

120
180
240
300

60

120
180
240
300

60

120
180
240
300

gatgaacgct ggecggegtge ttaacacatg caagtcgaac gaagcagttt agecggaagtt 60

ttcggatgga agttaaactg actgagtgge ggacgggtga gtaacgegtg ggtaacctge 120
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ctcacacagg gggacaacag
catgaagcag tgtgaaaaac
ggtgaggtaa cggctcacca
cattgggact gagacacggc
<210> 284
211> 324
<212> DNA
<213> Z/RIKH (Dorea)
<400> 284
gatgaacgct ggcggegtge
ttcggatgat ttcctttgtg
ctcatacagg gggataacag
catggtacag tggtaaaaac
ggtggggtaa cggectacca
cattgggact gagacacggc
<210> 285
211> 323
<212> DNA

ttagaaatgg ctgctaatac cgcataagcg cacagcttcg 180

tcecggtggtg tgagatggac ccgegtcetga ttagetagtt 240

aggcgacgat cagtagccga cctgagaggg tgaccggeca 300

ccaa 324

ttaacacatg
actgagcggce
ttagaaatga
tccggtggta
agccgacgat

ccag 324

213> ¥ H H (Clostridiales)

<400> 285

gatgaacgct
ttcggatgga
tcacactggg
atggaacagt

gcggggtaac
attgggactg

ggcggegtge
tttaaaacag
ggataacagt
gtgaaaaact
ggcccaccaa

agacacggcc

<210> 286
211> 323
<212> DNA

ctaacacatg
cttagtggcg
tagaaatagc
ccggtggtgt
agcgacgatc
caa 323

<213> ¥ HERE Ruminococcus)

<400> 286
gatgaacgct ggcggegtge
ttcggtggat ttaatttatt
ttatactggg ggataacagc
atggttcggt gtgaaaaact
gcagggcage ggcctaccaa
attgggactg agacacggcc
<210> 287
211> 309

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gacgggtgag
tgctaatacc
gagatggacc
agtagccggce

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

127

gaagcgcttt
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

ggagctgett
taacgcgtgg
gcataagcgce
cgegtectgat
ctgagagggt

gggaaatact
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

ggaaagattc
ggtaacctgce
cacggtaccg
ttaggtagtt

tgaccggcca

tgatgaagtt
gtaacctgce
acggttccge
tagccagttg

gaacggccac

ttattgaaac
gtaacctgce
acagaaccgc
tagctagttg

gaacggccac

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300



213> W H (Clostridiales)

<400> 290

gatgaacgct ggcggegtge ttaacacatg

cttttaattt atcttagcgg cggacgggtg

agggataatc atgtgaaaac gtgactaata

CN 115461064 A Fo5l & 82/98 T
<212> DNA
<213> undefined Clostridiales
<400> 287
gatgaacgct ggcggegtge ttaacacatg caagtcgaac ggacgatgaa gagettgett 60
ttcagagtta gtggcggacg ggtgagtaac gegtgggtaa cctgectcat acagggggat 120
agcagctgga aacggctgat aaaaccgcat aagcgcacag catcgcatga tgcagtgtga 180
aaaactccgg tggtatgaga tggacccgeg tctgattage tggttggtga ggtaacggee 240
caccaaggcg acgatcagta gccggectga gagggtgacce ggecacattg ggactgagac 300
acggcccaa 309
<210> 288
211> 313
<212> DNA
<213> #®HE H (Clostridiales)
<400> 288
gatgaacgct ggcggegtge ctaacacatg caagtcgaac ggacttacat tgaagcctag 60
cgatatgtaa gttagtggeg gacgggtgag taacgegtgg gtaacctgee ttgtactggg 120
ggacaacagt tggaaacgac tgctaatacc gcataagcge acagcttcge atgaagcagt 180
gtgaaaaact ccggtggtac aagatggacc cgegtctgat tagctagttg gtgaggtaac 240
ggcccaccaa ggegacgatce agtageecgge ctgagagggt gaacggecac attgggactg 300
agacacggcc caa 313
<210> 289
211> 324
<212> DNA
<213> Lachnospiraceae
<400> 289
gatgaacgct ggcggegtge ttaacacatg caagtcgage gaagcactta ggaaagattc 60
ttcggatgat ttcctatttg actgagegge ggacgggtga gtaacgegtg ggtaacctge 120
ctcatacagg gggataacag ttagaaatga ctgctaatac cgcataagac cacagcaccg 180
catggtgcag gggtaaaaac tccggtggta tgagatggac ccgegtectga ttagttagtt 240
ggtggggtaa cggcecctacca aggecgacgat cagtagceccga cctgagaggg tgaccggeca 300
cattgggact gagacacggc ccaa 324
<210> 290
211> 317
<212> DNA

caagtcgagce ggagataaat tgaaagcttg 60

agtaacgtgt gggcaacctg cctcatacag 120

ccgecatgteg tttecgggagg geatcctect 180

128



CN 115461064 A

FF

5l %R

83/98 Tl

gaaagaaaag gagcaatccg gtatgagatg ggcccgecate tgattageta gttggtgaga 240

taacagccca ccaaggcgac gatcagtage cgacctgaga gggtgatcgg ccacattggg 300

actgagacac ggcccaa 317

<210> 291
211> 318
<212> DNA

213> JRY &K (Faecalitalea)

<400> 291
gatgaacgct
tttccctaaa
ggacaacgcce
attaaagggg
gtaacggccce
gactgagaca
<210> 292
211> 324
<212> DNA

ggcggeatge
gtcagtggeg
tggaaacggg
ctgcggececet

accaaggcga

ctaatacatg
aacgggtgag
tgctaaaacc
gaacatggat
cgatgcatag

cggeccaa 318

213> W H (Clostridiales)

<400> 292
gatgaacgct
ttcgggggaa
ctcatacagg
catggtacgg
ggaggggtaa
cattgggact
<210> 293
211> 323
<212> DNA

ggcggegtge
gatgtaaggg
gggataacag
tgtgaaaaac
cggcccacca

gagacacggc

ttaacacatg
actgagcggce
ttggaaacgg
tccggtggta
aggcgacgat
ccag 324

213> A7 R Blautia)

<400> 293
gatgaacgct
ttcggtggaa
tcacactggg
atgatccagt
gcagggtaac
attgggactg
<210> 294
211> 303
<212> DNA

ggcggegtge
atagcttgtt
ggataacagt
gtgaaaaact
ggcctaccaa

agacacggcc

ttaacacatg
cctagtggceg
cagaaatgac
ccggtggtgt
agcgacgatc
cag 323

caagtcgaac
taacacgtag
ggataggtag

ggacctgcegg
ccgacctgag

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac
cagtagccgg

caagtcgaac
gacgggtgag
tgctaatacc
gagatggacc

catagccggce

129

ggaccgaagg
gtaacctgcce

agagatcgca
tgcattagct
agggcgaacg

gaagcgctta
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

ggggaacatt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

gaaagcttgce
catgtgcccg
tgaactttct
agttggtgag
gccacattgg

cgacagaacc
ggtaacctgce
cacagtaccg
ttagctagtt

tgaacggcca

ttatggaagc
gtaacctgcce
acgggattgce
tagccagttg

ggacggceceac

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<213> FIMHEKE (Collinsella)

<400> 294

gatgaacgct agctacaggce
agcgagtgge gaacggctga
cccgaaagga cgggtaatac
ccgacgggag gggatggete
gccgacaacg ggtageeggg
cag 303

<210> 295

211> 326

<212> DNA

ttaacacatg
gtaacacgtg
cggatacccce
cgecggeccat

ttgagagacc

213> A7 R Blautia)

<400> 295
gatgaacgct ggcggegtge

cttcggaatg
gcctcataca
tgcatggtge
ttggtggggt
cacattggga

aaaaatttgg
gggggataac
aggggtaaaa
aacggcctac

ctgagacacg

<210> 296
<211> 309
<212> DNA

ttaacacatg
tgactgagtg
agttagaaat
actccggtgg
caagccgacg

gcccaa 326

213> X AFE (Bifidobacterium)

<400> 296

gatgaacgct ggcggegtge
ccggecegtga gagtggcegaa
atagctcctg gaaacgggtg
aaagcttttg cggtatggga
caccatggct tcaacgggta
acggcccaa 309

210> 297

211> 324

<212> DNA

ttaacacatg
cgggtgagta
gtaatgccgg
tggggtegeg
gceggectga

<213> W HERHE Ruminococcus)

<400> 297

gatgaacgct ggcggegtge ttaacacatg
ttcggatgaa gacttttgtg actgagtggce
ctcatacagg gggataacag ttagaaatga
catggtgcag gggtaaaaac tccggtggta

caagtcgaac
gagaacctgc
ggggtgceege
caggtagacg

gaccggeceag

caagtcgaac
gcggacgggt
gactgctaat
tatgagatgg

atcagtagcc

caagtcgaac
atgcgtgacc
atgctccagt

tcctatcage

gagggcgacce

caagtcgaac
ggacgggtga
ctgctaatac

tgagatggac

130

ggcacctgece
cceecteececece
atggcacccce
geggggtgac
attgggactg

gaagcacctt
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

gggatcgget
gacctgcccce

tgactgcatg
ttgatggcgg
ggccacattg

gaagcactta
gtaacgcgtg
cgcataagac

ccgegtetga

ctcgggcaga
gggatagceeg
ggctaaagcce
ggcccaccegt

agacacggcc

attctgattt
tgggtaacct
accacagcac
gattaggtgg
ggtgaccggce

ggagcttget
atacaccgga
gtcctctggg
ggtaacggcce
ggactgagac

agtttgattc
ggtaacctgce
cacagcaccg

ttagctggtt

120
180
240
300

60

120
180
240
300

60

120
180
240
300

120
180
240
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ggtggggtaa cggectacca aggegacgat cagtagecga cctgagaggg tgaccggeca 300

cattgggact gagacacggc
<210> 298
211> 311
<212> DNA

ccaa 324

213> WiZEAF & (Faecalibacterium)

<400> 298

gacgaacgct ggcggegege
tctcaagcga gtggcgaacg
aacagttgga aacgactgct
aaaggagtga tccgcectttga
cccaccaagg caacgatcgg
atacggccca g 311
<210> 299

211> 324

<212> DNA

<213> Lachnospiraceae
<400> 299

gatgaacgct
ttcggatgaa
ctcatacagg
catggtacag
ggtgaggtaa
cattgggact

agctacaggc
ttcttttgtg
gggataacag
tggtaaaaac
cggcccacca

gagacacggc

<210> 300
211> 323
<212> DNA

ctaacacatg
ggtgagtaac
aataccgcat
gatggcctceg
tagccggact

ttaacacatg
actgagcggce
ttagaaatgg
tccggtggta
agccgacgat
ccag 324

<213> undefined Clostridiales

<400> 300
gatgaacgct ggcggegtge
ttcggatgga tttcaagata
tcatacaggg ggataacggt
atggtacggt gtgaaaaact
gtggggtaac ggcccaccaa
attgggactg agacacggcc
<210> 301
211> 325
<212> DNA

ctaacacatg
ccgagtggceg
tagaaatgac
ccggtggtat
ggcgacgatce
cag 323

213> W H (Clostridiales)

caagtcgaac
gcgtgaggaa
aagcccacgg

cgtccgatta
gagaggttga

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gacgggtgag
tgctaatacc
gagatggacc

agtagccgac

131

gagcgagaga
cctgcectcaa
gtcggcatceg
gctagttggt

acggccacat

gaagcactta
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gaggtatttt
taacgcgtgg
gcataagcgce
cgegtectgat
ctgagagggt

gagcttgett
agagggggac
accagaggga

gaagtaacgg
tgggactgag

agaatgattc
ggtaacctgce
cacagtactg
ttaggtagtt

tgaccggcca

gattgaagtt
gtaacctgcce
acagtaccgc
tagctagttg

gaccggeceac

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<400> 301
gacgaacgct
ttcggccaaa
cttccagagg
catccecggge
tggtggggta
acattgggac
<210> 302
211> 322
<212> DNA

ggcggegtge
tgataggaat
gggacaacag
atgtcaaaga
acggcccacce

tgagatacgg

ttaacacatg
gcttagtgge
ttggaaacga
ttttatcget
atggcgacga
cccag 325

<213> undefined Clostridiales

<400> 302
gatgaacgct
tcggatgaag
tgtacagggg
tctcettgtg
cagggtaacg
ttggaactga
<210> 303
211> 313
<212> DNA

ggcggegtge
gtctggtgac
gataacagct
tgaaaaactc
gcctaccaag

gacacggtcc

ctaacacatg
tgagtggcgg
ggaaacggct
cggtggtaca
gcaacgatca
aa 322

213> W H (Clostridiales)

<400> 303
gatgaacgct
cgattgtaaa
ggacaacagt
gtgaaaaact
ggcccaccaa
agacacggcc
<210> 304
211> 313
<212> DNA

ggcggegtge
tttagtggcg
tggaaacgac
ccggtggtac
ggcgacgatce
caa 313

ctaacacatg
gacgggtgag
tgctaatacc
aagatggacc

agtagccggce

<213> undefined Clostridiaceae

<400> 304
gacgaacgct
tttttcaact
ataacgttct
tcaaaggagc

ggcccaccaa

ggeggegtge
cagtggcgga
gaaaagaacg
aatccgctga

gtcgacgatc

ctaacacatg
cgggtgagta
ctaataccgc

aagatggact
ggtagccgga

caagtcgaac
ggactggtga
ctgctaatac
ggaagatggc
tcagtagccg

caagtcgaac
acgggtgagt
gctaataccg

ggatgggccce
gtagccecggtce

caagtcgaac
taacgcgtgg
gcataagcgce
cgegtetgat
ctgagagggt

caagtcgaac
acgcgtgagt
ataagattgt
cgegtecgat
ctgagaggtt

132

ggagcaccct
gtaacgcgtg
cgcatgacgc
ctcgegtetg
gactgagagg

gaagcacctt
aacgcgtggg
cataagcgca
gcgtectgatt
tgagaggatg

ggaatttaca
gtaacctgce
acagcttcge
tagctggttg

gaacggccac

ggagttgaaa
aacctgcctt
agtttcgcat
tagatagttg

gatcggccac

tgactgaggt
aggaacctgc
atgaccgggg
attagctaga
ttgaccggcce

acttgattct
taacctgccce
cgaggagaca
agctggttgg
aacggccaca

tgaagcctag
ttgtactggg
atgaagcagt
gtgaggtaac
attgggactg

ggagcttget
tcagaggggg
ggagcagcaa

gcggggtaac
attgggactg

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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agacacggcc
<210> 305
211> 310
<212> DNA

cag 313

213> A HE (Bacteroides)

<400> 305
gatgaacgct
cattgctggce
ataggctttc
ttaaagaatt
ccaccaaacc
cacggtccaa
<210> 306
211> 312
<212> DNA

agctacaggc
gaccggcgea
gaaagaaaga
tcggtaaaag
ttcgatggat
310

ttaacacatg
cgggtgagta
ttaatacccg
atggggatgc
aggggttctg

213> A E (Bacteroides)

<400> 306
gatgaacgct
agtgaagatg
ggatagcctt
tattaaagaa
gceccaccaag
gacacggtcc
<210> 307
211> 326
<212> DNA

agctacaggc
gegaccggeg
tcgaaagaaa
tttcggttat
actacgatgg
aa 312

ttaacacatg
cacgggtgag
gattaatatc

cgatggggat
ataggggttc

<213> W HERE Ruminococcus)

<400> 307
gatgaacgct
cttcgggatg
gcctcataca
cgcatggtgce
ttggeggggt
cacattggga
<210> 308
211> 324
<212> DNA

ggcggegtge
aagagcttag
gggggataac
aggggtaaaa
aacggcccac

ctgagacacg

ttaacacatg
tgactgagcg
agttagaaat
actccggtgg
caagccgacg

gcccaa 326

<213> undefined Clostridiales

<400> 308

caagtcgagg
acacgtatcc
atggtataat
gttccattag

agaggaaggt

caagtcgagg
taacacgtat
cgatagtata
gcgttccatt
tgagaggaag

caagtcgagc
gcggacgggt
gactgctaat
tatgagatgg

atcagtagcc

133

ggcatcagga
aacctgcctt
atttccgcat
gcagttggeg
ccceccacatt

ggcagcattt
ccaacctgcece
ttaaaaccgc
agtttgttgg

gtcccccaca

gaagcactct
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

tgtagcaata
ttactcgggg
gggattatta

gggtaacggce
ggaactgaga

cgctagcaat
gataactcgg
atggttttac

cggggtaacg
ttggaactga

gctttgattt
tgggtaacct
gccacagcac

gattaggtag
ggtgaccggce

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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gatgaacgct
ttcggatgaa
ctcatacagg
catggctcag
ggtggggtaa
cattgggact
<210> 309
211> 323
<212> DNA

ggcggegtge
gaggtttgtg
gggataacag
tgggaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggce
ttagaaatga
tccggtggta
agccaacgat
ccaa 324

<213> undefined Lachnospiraceae

<400> 309
gatgaacgct
ttcggcagat
ttatacaggg
atggctcagt
gtggggtaac
attgggactg
<210> 310
211> 314
<212> DNA

ggcggegtge
ttagctggtt
ggataacagt
gtgaaaaact
ggcccaccaa

agacacggcc

ttaacacatg
tctagtggcg
cagaaatggc
ccggtggtat
ggcgacgatce
cag 323

213> A E (Bacteroides)

<400> 310
gatgaacgct
ctttctttge
ggggatagcce
attattaaag
cggctcacca
gagacacggt
<210> 311
211> 303
<212> DNA

ggctacaggce
tggcgaccgg
tttcgaaaga
gattccggta
aaccttcgat
ccaa 314

ttaacacatg
cgcacgggtg
aagattaata
aaggatgggg
ggataggggt

<213> FIMHEKEE (Collinsella)

<400> 311
gatgaacgct
agcgagtggce
cccgaaagga
ccgacgggag
gcecgacaacg
cag 303

ggceggegcege
gaacggctga
cgggtaatac
gggatggctce
ggtagecggg

ctaacacatg
gtaacacgtg
cggatacccce
cgecggeccat

ttgagagacc

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagg
agtaacacgt
cccgatggga
atgcgttcca
tctgagagga

caagtcgaac
gagaacctgc
cgggegecege
caggtagacg

gaccggecag

134

gaagcactta
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gggaaacctt
taacgcgtgg
gcataagcgc
cgegttggat
ctgagagggt

ggcatcggga
atccaacctg
taattattcc
ttaggcagtt

aggtccccca

ggcacctgece
cceecteececece
atggcgcecceg
geggggtgac
attgggactg

tctttgattce
ggtaacctac
cacggagctg
ttaggtagtt

tgaccggcca

ttattgaagc
gtaacctgce
acagagctgc
tagctggttg

gaacggccac

agaaagcttg
ccctttacte
gcatggtttg
ggtgaggtaa
cattggaact

ctcgggcaga
gggatagccg
ggctaaagcce
ggcccaccegt

agacacggcc

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<210> 312
<211> 311
<212> DNA

213> W H (Clostridiales)

<400> 312
gacgaacgct
ctccaagtca
aacgtctgga
aaaggagcaa
cccaccaagt
acacggccca
<210> 313
211> 315
<212> DNA

ggcggegtge
gtggcggacg
aacggacgct
tccgectgaag
cgacgatcgg
g 311

ctaacacatg
ggtgagtaac
aataccgcat
gatggactcg
tagccggact

213> A E (Bacteroides)

<400> 313
gatgaacgct
ctaaggccga
ttggacagcc
atgattaaag
acggcccacce
tgagacacgg
<210> 314
211> 314
<212> DNA

agctacaggc
tggcgaccgg
ttctgaaagg
gtattccggt
tagtcttcga
tccaa 315

ttaacacatg
cgcacgggtg
aagattaata
agacgatggg
tggatagggg

213> A HE (Bacteroides)

<400> 314

gatgaacgct agctacaggc ttaacacatg

ctttgatgga
tgggatagcce
attattaaag
cggcccacca
gagacacggt
<210> 315
211> 314
<212> DNA

tggcgaccgg
tttcgaaaga
aatttcggtt
aaccaacgat
ccaa 314

cgcacgggtg
aagattaata
gtcgatgggg
ggataggggt

213> A HE (Bacteroides)

<400> 315

gatgaacgct agctacaggc ttaacacatg

caagtcgaac
gcgtgagtaa
gacatatttc
cgtccgatta

gagaggttga

caagtcgagg
agtaacacgt
caagatggca
gatgcgttcce
ttctgagagg

caagtcgagg
agtaacacgt
ccggatggcea
atgcgttcca
tctgagagga

ggacgaggag
cctgeectte
catcgcatgg
gatagttggce

acggccacat

ggcagcatgg
atccaacctg

tcatgagtcc
attagatagt

aaggtccccce

ggcagcatca
atccaacctg
tagttttcce
ttaggcagtt

aggtccccca

gagcttgett
agagggggat
tggagatatc
ggggtaacgg
tgggactgag

tcttagecttg
ccgtctacte
gcatgttcac

aggcggggta
acattggaac

tcaaagcttg
ccgacaacac
gcatgggatg

ggcggggtaa
cattggaact

120
180
240
300

60

120
180
240
300

60

120
180
240
300

caagtcgagg ggcagcatga acttagettg 60
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ctaagtttga
ggggatagcec
actattaaag
cggcccacca

gagacacggt

tggcgaccgg cgeacgggtyg
tttcgaaaga aagattaata
aatttcggtc atcgatgggg
agccttcgat ggataggggt
ccaa 314

<210> 316
211> 323
<212> DNA

213> A7 R Blautia)

<400> 316
gatgaacgct ggcggegtge
ttcggtggat ttgatctatt
ttatacaggg ggataacagt
atggctcagt gtgaaaaact
gtggggtaac ggcccaccaa
attgggactg agacacggcc
210> 317
211> 316
<212> DNA

ttaacacatg
tctagtggcg
cagaaatggc
ccggtggtat
ggcgacgatce
cag 323

213> A E (Bacteroides)

<400> 317

gatgaacgct
gcaaactgga
tcggggatag
ttgttattaa
aacggctcac
ctgagacacg
<210> 318
211> 323
<212> DNA

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caaaccttcg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

agtaacacgt
cccgatggcea
atgcgttcca
tctgagagga

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagg
tgagtaacac
tacccgatgg
ggatgcegttce
gttctgagag

<213> #EHifFHE (Phascolarctobacterium)

<400> 318

gacgaacgct ggcggegtge
aattcttagt ggcgaacggg
cattccgaaa ggagtgctaa
agatggcctc tacaagtaag
gtagtgtaac ggactaccaa
attgggactg agacacggcc
<210> 319

ctaacacatg
tgagtaacgc
taccggatgt
ctatcgctaa
ggcgatgatce
caa 323

caagtcgaac
gtaggcaacc
gatcatcgtg

aggatgggcce
agtagccggt

136

atccaacctg
tagttcttce
ttaggttgtt

aggtccccca

gggaaatatt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

ggcagcattt
gtatccaacc
tataattaga
cattaggcag

gaaggtcccce

ggagaatttt
tgcectttag
ccgecatggcea
tgcgtctgat
ctgagaggat

ccgatgactc
gcatggtaga
ggcggggtaa
cattggaact

tcattgagac
gtaacctgce
acagagctgc
tagcttgttg

gaacggccac

cagtttgectt
tgccgataac
ccgecatggte
ttggtgaggt
cacattggaa

atttcggtag
acggggacaa
ggatgaagaa
tagctagttg

gaacggccac

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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211> 324
<212> DNA

213> Z /R E (Dorea)

<400> 319
gatgaacgct
ttcggatgaa
ctcatacagg
catggtacag
ggtggggtaa
cattgggact
<210> 320
211> 323
<212> DNA

ggcggegtge
gacttttgtg
gggataacag
tggtaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagcggce
ttagaaatga
tctggtggta
agccgacgat
ccag 324

213> A7 R Blautia)

<400> 320
gatgaacgct
ttcggtcgat
ttatacaggg
atggctcggt
gtgaggtaac
attgggactg
<210> 321
211> 316
<212> DNA

ggcggegtge
atgatttaat
ggataacagt
gtgaaaaact
ggcccaccaa

agacacggcc

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

213> A E (Bacteroides)

<400> 321
gatgaacgct
gcaaactaaa
tcggggatag
agaatattaa
aacggcccac
ctgagacacg
<210> 322
211> 322
<212> DNA

agctacaggc
gatggcgacc
cctttcgaaa
agaatttcgg
caagaccacg

gtccaa 316

ttaacacatg
ggcgeacggs
gaaagattaa

ttatcgatgg
atggataggg

213> E HiuE (Megamonas)

<400> 322

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagg
tgagtaacac
tatccgatgg
ggatgcegttce
gttctgagag

gaagcactta
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gggaattact
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

ggcagcattt
gtatccaacc
tatattttct
cattagtttg

gaaggtccce

agtttgattc
ggtaacctgce
cacggtaccg
ttaggtagtt

tgaccggcca

ttattgaaac
gtaacctgcce
acagagctgc
tagctagttg

gaacggccac

tagtttgett
tgccgataac
ccgcatggtg
ttggeggggt
cacattggaa

120
180
240
300

60

120
180
240
300

60

120
180
240
300

gacgaacgct ggeggegtge ttaacacatg caagtcgaac ggggtgttta tttcggtaaa 60

caccaagtgg cgaacgggtg agtaacgegt aagcaatcta ccttcaagat ggggacaaca 120
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cttcgaaagg ggtgctaata ccgaatgaat gtaagagtat cgcatgagac acttactaaa 180

ggaggcctct gacataaget tccgettgaa gatgagettg cgtctgatta getagttggt 240

gagggtaaag gcccaccaag gecgacgatca gtagecggte tgagaggatg aacggcecaca 300

ttgggactga gacacggccce ag 322

<210> 323
211> 316
<212> DNA

<213> #i%jBRHE (Staphylococcus)

<400> 323
gacgaacgct
cttcttggat
ataactattg
gaaaggggca
aacggctcac
ctgagacacg
<210> 324
211> 324
<212> DNA

ggcggegtge
gagttgcgaa
gaaacgatag
attgctccac
ctaggcgacg
gcccag 316

ctaatacatg
cgggtgagta
ctaataccgc
tacaagatgg

atacatagcc

213> A7 R Blautia)

<400> 324
gatgaacgct
ttcggatgaa
ctcatacagg
catggtgcag
ggtggggtaa
cattgggact
<210> 325
211> 307
<212> DNA

ggcggegtge
gatcttggtg
gggataacag
gggtaaaaac
cggcctacca

gagacacggc

ttaacacatg
actgagtggc
ttagaaatga
tccggtggta
agccgacgat
ccaa 324

213> X AFE (Bifidobacterium)

<400> 325
gatgaacgct
ctgggtgaga
agctcctgga
agattcatcg
ccatggcttce
ggcccag 307
<210> 326
211> 303

ggcggegtge
gtggcgaacg
aacgggtggt
gtatgggatg
gacgggtagce

ttaacacatg
ggtgagtaat
aatgccggat
gggtcgegte
cggectgaga

caagtagaac
acgcgtaggt
ataacaatgg
acctgegttg
gacctgagag

caagtcgaac
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
gcgtgaccga
gctccagttg
ctatcagctt

gggcgaccgg

138

gctgaagaga
aacctgcctt
atgacacatg

tattagctag
ggtgatcggce

gaagcacctt
gtaacgcgtg
cgcataagac
ccgegtetga
cctgagaggg

gggatcccag
cctgececcat
gatgcatgtc
gatggeggsg
ccacattggg

ggagcttget
gtagcgggsg
tcatttattt
taggtgaggt
cacactggga

gatttgattc
ggtaacctgce
cacagcaccg
ttaggtagtt

tgaccggcca

gagcttgecte
acaccggaat
cttctgggaa
taacggccca

actgagatac

120
180
240
300

60

120
180
240
300

60

120
180
240
300



213> X AFE (Bifidobacterium)

<400> 329

gatgaacgct ggcggegtge ttaacacatg

ctgggtgaga gtggcgaacg ggtgagtaat
agctcctgga aacgggtggt aatgecggat

CN 115461064 A Fo5l & 93/98
<212> DNA
<213> FIRERIRE (Collinsella)
<400> 326
gatgaacgct ggcggegege ctaacacatg caagtcgaac ggcaccccte tccggaggga 60
agcgagtgge gaacggetga gtaacacgtg gagaacctge cccctececee gggatageeg 120
cccgaaagga cgggtaatac cggataccce ggggtgeege atggeaccee ggetaaagee 180
ccgacgggag gggatggete cgeggeccat caggtagacg geggggtgac ggeccacegt 240
gccgacaacg ggtageecggg ttgagagacc gaccggecag attgggactg agacacggee 300
cag 303
<210> 327
211> 326
<212> DNA
<213> undefined Clostridiales
<400> 327
gatgaacgct ggcggegtge ttaacacatg caagtcgaac gaagcacttt atttgatttc 60
cttcgggact gattattttg tgactgagtg gecggacgggt gagtaacgeg tgggtaacct 120
gccttgtaca gggggataac agttggaaac ggetgetaat accgcataag cgcacagecat 180
cgcatgatge agtgtgaaaa actccggtgg tataagatgg acccgegttg gattagetag 240
ttggtgaggt aacggcccac caaggcgacg atccatagec gacctgagag ggtgaccgge 300
cacattggga ctgagacacg gcccaa 326
<210> 328
211> 316
<212> DNA
<213> BEI#FF 5 (Parabacteroides)
<400> 328
gatgaacgct agcgacagge ttaacacatg caagtcgagg ggcagcatga tttgtagcaa 60
tacagattga tggcgaccgg cgcacgggtg agtaacgegt atgcaactta cctatcagag 120
ggggatagce cggcegaaagt cggattaata ccccataaaa caggggtcce gecatgggaat 180
atttgttaaa gattcatcgc tgatagatag gcatgcgttc cattaggcag ttggecggggt 240
aacggcccac caaaccgacg atggataggg gttctgagag gaaggtcccce cacattggta 300
ctgagacacg gaccaa 316
<210> 329
211> 307
<212> DNA

caagtcgaac gggatcccag gagettgete 60

gcgtgaccga cctgecccat acaccggaat 120

gctccagttg accgcatggt cctctgggaa 180

139
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agcttttgeg gtatgggatg gggtcgegte ctatcagett gatggegggg taacggecca 240

ccatggettc gacgggtage cggectgaga gggegaccegg ccacattggg actgagatac 300

ggcccag 307
<210> 330
211> 302
<212> DNA

<213> ®RH (Clostridium)

<400> 330
gatgaacgct
ggcgaacggg
cgtcagctaa
gactggtaga
gcgacgatge
ag 302
<210> 331
211> 315
<212> DNA

ggeggegtge
tgagtaatac
gaccgcatag
tgatggactt

gtagccgacc

ctaatacatg
ataagtaacc
gtgtagagat
atggcgcatt
tgagagggtg

213> A HE (Bacteroides)

<400> 331
gatgaacgct
ctaagtttga
agggatagcc
accattaaag
acggcccacce
tgagacacgg
<210> 332
211> 326
<212> DNA

agctacaggc
tggcgaccgg
tttcgaaaga
atttattggt
tagccgacga
tccaa 315

ttaacacatg
cgcacgggtg
aagattaata

aaacgatggg
tggatagggg

213> P (Roseburia)

<400> 332
gatgaacgct
cttcggaaat
gcctcataca
cgcatgatcc
ttggcagggt
cacattggga
<210> 333
211> 323
<212> DNA

ggcggegtge
gaagattttg
gggggataac
ggtgtgaaaa
aacggcctac

ctgagacacg

ttaacacatg
tgactgagtg
agttggaaac
actccggtgg
caaagcgacg

gcccaa 326

caagtcgaac
tggcatctac
cgcatgaact
agctggttgg
accggccaca

caagtcgagg
agtaacacgt
cctgatagta
gatgcgttce
ttctgagagg

caagtcgaac
gcggacgggt
gactgctaat

tatgggatgg
atcagtagcc

140

gcttcactte
agggggataa
ctatatgaaa
tagggtaacg
ctgggactga

ggcagcatga
atccaacctt
tggtgagatt
attaggtagt

aaggtccccce

gaagcactct
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

ggtgaagagt
ctgatggaaa
agtgctacgg
gcctaccaag

gacacggccce

acttagcttg
ccgtttactce
gcatgatagc
aggceggggta
acattggaac

atttgatttt
tgggtaacct
cgcacaggat
gattagccag
ggtgaccggce

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<213> undefined Lachnospiraceae

<400> 333
gatgaacgct
ttcggcagat
ttatacaggg
atggtccggt
gtgaggtaac
attgggactg
<210> 334
211> 324
<212> DNA

ggcggegtge
ttagattgtt
ggataacagt
gtgaaaaact
ggcccaccaa

agacacggcc

<213> Lachnospiraceae

<400> 334
gatgaacgct
ttcggatgga
ctcacacagg
catggtacag
ggtgaggtaa
cattgggact
<210> 335
211> 324
<212> DNA

ggcggegtge
tcttaaattg
gggataacag
tgtgaaaaac
cggcccacca

gagacacggc

ttaacacatg
tctagtggcg
cagaaatgac
ccggtggtat
ggcgacgatce
cag 323

ttaacacatg
actgagcggce
ttagaaatga
tceggtggty
agccgacgat
ccaa 324

<213> ®RH (Clostridium)

<400> 335
gatgaacgct
ttcggatgga
ctcatacagg
catggagcag
ggtaaggtaa
cattgggact
<210> 336
211> 324
<212> DNA

ggcggegtge
attaaaactg
gggataacag
tgtgaaaaac
cggcttacca

gagacacggc

ctaacacatg
actgagcggc
ttagaaatgg
tccggtggta
aggcgacgat
ccaa 324

213> #®HE A (Clostridiaceae)

<400> 336

gatgaacgct ggcggegtge ttaacacatg
ttcggatgga agctagattg actgagtggce
ctcacactgg gggacaacag ttagaaatga

catggtccgg tgtgaaaaac tccggtggtg

caagtcgaac
gacgggtgag
tgctaatacc
aagatggacc

catagccggce

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggat

cagtagccga

caagtcgagc
ggacgggtga
ctgctaatac
tgagatggac

cagtagccga

caagtcgaac
ggacgggtga
ctgctaatac

tgagatggac

141

gggaaacctt
taacgcgtgg
gcataagcgce
cgegttggat
ctgagagggt

gaagcaattt
gtaacgcgtg
cgcataagcg
ccgegtetga
cctgagaggg

gaagcggttt
gtaacgcgtg
cgcataagca
ccgegtetga
cctgagaggg

gaagcaatct
gtaacgcgtg
cgcataagcg

ccgegtttga

ttattgaagc
gtaacctgcce
acaggaccgc
tagctagttg

gaacggccac

aagtgaagtt
gataacctgc
cacggtaccg
ttaggtagtt

tgaccggcca

taaggaagtt
ggtaacctgce
cacagcttcg
ttagctagtt

tgaccggcca

aacggaagtt
ggtaacctgce
cacaggaccg

ttagctagtt

120
180
240
300

60

120
180
240
300

60

120
180
240
300

120
180
240
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ggtggggtaa cggcecctacca aggcecgacgat caatagccga cctgagaggg tgaccggeca 300

cattgggact gagacacggc
<210> 337
211> 311
<212> DNA

ccaa 324

213> WiZEAF & (Faecalibacterium)

<400> 337

gacgaacgct ggcggegege
tttaagctta gtggcgaacg
aacagttgga aacgactgct
aaaggattta ttcgctttag
cccaccaagg cgacgattgg
acacggccca g 311
<210> 338

211> 316

<212> DNA

ctaacacatg
ggtgagtaac
aataccgcat
gatggactcg
tagccggact

<213> BEFKTH (Streptococcus)

<400> 338

gatgaacgct
ccgagcggat
ataactattg
gaaaggtgca
aacggctcac

ctgagacacg

ggcggegtge
gagttgcgaa
gaaacgatag
attgcaccac
caaggcgacg

gcccag 316

<210> 339
211> 322
<212> DNA
<213> Lachnospiraceae
<400> 339
gatgaacgct ggcggegtge
tcggtggatt ttaaattgac
cacacagggg gataacagtt
tggtacagtg tgaaaaactc
tgaggtaacg gcccaccaag
ttgggactga gacacggccce
<210> 340
211> 310
<212> DNA
213>

ctaatacatg
cgggtgagta
ctaataccgc
taccagatgg

atacatagcc

ttaacacatg
tgageggcegg
agaaatgact
cggtggtgtg
ccgacgatca
aa 322

BT 5 (Parabacteroides)

caagtcgaac
gcgtgagtaa
aagcccacgg

cgtccaatta

gagaggttga

caagtagaac
acgcgtaggt
ataacagtag
acctgegttg
gacctgagag

caagtcgagc
acgggtgagt
gctaataccg
agatggatcc

gtagccgacc

142

ggagcttaga
cctgecectag
taccgcatgg
gctagttggt

acggccacat

gctgaagcett
aacctgcctg
atgtcgcatg
tattagctag
ggtgatcggce

gaagcgattt
aacgcgtgga
cataagcgca
gcgtectgatt
tgagagggtg

gagcttgett
agtgggggac
tactgaggga
gaggtaacgg
tgggactgag

ggtgcttgea
gtagcgggsg
acctttgett
ttggtgaggt
cacactggga

aaatgagact
taacctgcect
cggtaccgca
aggtagttgg
accggccaca

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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<400> 340
gatgaacgct
ccgeeggega
aacccggega
taaagattca
ccaccaagac
cacggtccaa
<210> 341
211> 326
<212> DNA
213>
<400> 341
gatgaacgct
cttcggtttg
gcctcataca
cacatggtac
ttggeggggt
cacattggga
<210> 342
211> 325
<212> DNA

agcgacaggce
ccggegeacg
aagtcggact
tcgctgatag
cacgatggat
310

ggcggegtge
aagtctttta
gggggatage
agtgtgaaaa
aacggcccac

ctgagacacg

ttaacacatg
ggtgagtaac
aataccgcat

ataggcatgc
aggggttctg

HAATH Lactobacillus)

ttaacacatg
tgactgagtg
agctggaaac
actccggtgg
caaggcgacg

gcccag 326

<213> undefined Clostridiales

<400> 342
gatgaacgct
ttcggagatg
tttaagaggg
atgtttttga
tggcggggta
acattgggac
<210> 343
211> 307
<212> DNA

ggcggegtge
gaattctcga
ggataacagt
tgccaaagga
acggcccacce

tgagacacgg

ctaacacatg
cttagtggcg
cggaaacggc
gcaatccget
aaggcgacga

cccag 325

213> P H (Roseburia)

<400> 343
gataaacgct
aacttagtgg
gctggaaacg
gagcaatccg

ccaaagcgac

ggeggegtge
cggacgggtg
gctgctaata
gtacaggatg
gatcagtagc

ttaacacatg
agtaacgcgt
ccgcataagce
gacccgegte

cgatctgaga

caagtcgagg
gcgtatgcaa
gaagcaggss
gttccattag

agaggaaggt

caagtcgaac
gcggacgggt
ggctggtaat
tatgagatgg

atcagtagcc

caagtcgaac
gacgggtgag
tgctaatacc
tttagatgag
tcagtagccg

caagtcgaac
gggtaacctg
ccttagcact

tgattagcca
ggatgtacgg

143

ggcagcgeesy
cttacctatc

cccecgeatgg
tttgttggeg

cceccacatt

gaagcattta
gagtaacgcg
accgcataag
acccgegtet

gacctgagag

ggagtcgttt
taacgcgtga
gcataaagca
ctcgegtetg
gactgagagg

gaagtttttce
ccctgtacag
gcatggtgca
gttggcaggg
ccacattggg

gtagcaatac
agagggggat
ggatatttge

gggtaacggc
ggaactgaga

agacagatta
tgggtaacct
cgcacagtac

gattagcttg
ggtgaccggce

tggaaatctc
gcaatctgcece
ttaaattcgc
attagctagt
ttgaacggcc

tttcgggagg
ggggacaaca

tagggaaaag
taacggccta

actgagacac

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300

60

120
180
240
300
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ggcccag 307

<210> 344

211> 317

<212> DNA

<213> fUFF T (Bacteroides)

<400> 344

gatgaacgct agctacagge ttaacacatg caagtcgagg ggcagcatgg tcttagettg 60
ctaaggctga tggecgaccgg cgecacgggtg agtaacacgt atccaacctg cecgtetacte 120
ttggccagee ttctgaaagg aagattaatc caggatggga tcatgagttc acatgtccge 180
atgattaaag gtattttccg gtagacgatg gggatgecgtt ccattagata gtaggcgggg 240
taacggccca cctagtcaac gatggatagg ggttctgaga ggaaggtcce ccacattgga 300
actgagacac ggtccaa 317

<210> 345

211> 20

<212> DNA

213> N

220>

<223> & DNA

<400> 345

agrgtttgat ymtggctcag 20

<210> 346

211> 19

<212> DNA

213> N

220>

<223> & DNA

<400> 346

tgetgectee cgtaggagt 19

144
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AastF B

FMT#T

Staphylococcus

Lactobacillus

1~3K

| BT g E # B i (Megamonas) Robinsonislla I Drancourtella P & % M (Akkermansia)
B %1 i (Enterococcus) A 4 & 40 0 (unclassified Clostridiales) # 44 &, (Sutterella) A8 E 0 ((acid % & W (campylobacter)
ﬁ 0 2 11 M (Staphy : o Fusicatenibacter 8 = d (Bilophila) L9 i (Lachnospira)
AW A (Bvolrichla) _#L48 8 (Lachnoclostridium) £ #H (abiotrophia) Ruthenibacterium 441l ((dialister)
s =244 4t i (Bifidobacterium) 8 & 9 £ LM (unclassified L )& &R AR N (Veillonella) Flavonifractor 3 %, f # I (finegoldia)
ALt M(Lactobacillus) ¥ & M (Roseburia)  Prevotellamassilia B (hatinssifed Rumi - Coprobacter
gtanamsmun 8 A ¥k B Ruminococeus) £ ¥ w4 & M (Rothia) Bsriiie kAR
#1404 M (Parabacteroides) || k4 &AM ified Firmicutes) Schaali @r»ﬁ:xic;umﬂeun *F 4 i (Peptoniphilus)
6 1E il (Streprococcus) #7407 %, 8 (Collinsella) 4L41 i (Eubacterium) Faecalimonas - Romboutsia
& AR 4 M ((Fusobacterium) $ 4 & M (Dorea) £ 582 (Coprococcus) Paraprevotella .41 B (lachnobacterium)
8 4% R AN (Prevotella) % 40 (Alistipes) Nerassn f #38 # (Paeniclostridium)
= AE AR M(klebsiella)  §H B 34 W (Megasphaera) B esanc hahRy Osenclla
i % 4 i (Faccalibacteri Erysipelatoclostridi B e 00 A (Barmesiella) T 844 B (Butyricicoscus) i I
A& I (Clostridium) M4 (Anacrostipes) P M (Actinomyces) Faecalicatena

S0 44 8 (Corynebacterium) B 4 44 ## o (Phascolarctobacterium)

£ 44 4F M catenibacterium

K2

146

' *f f.4% il (haemophilus)
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A 57 4% I, (Blautia)
o o o
&
% °
=
B

Bi$#  FMTH 1-3% 1A
B 18] &
#£ 1 (Clostridium)

Logl0(i&%4+1)

2%k  FMT#H 1-3%

B 8] &

A4 F A (unclassified Clostridiales)

=iy

+

&

K

S i

0

o

— &S 0

- P .
s  FMTH 1-3% 1A
B ] &,
K3

28 K &4 FL 25

g8 CR#PR
8 st

28 K ) oL 2

& CR3PR
Bt

28 R &Y L%
&8 CR3PR
)
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Logl0(i&k4+1)

X4 # (Actinomyces)

-]
o a Q
o e » S oOe
FMT# 1~3% 1A

B 1] %

&) #2047 i (Parabacteroides)
LT

Logl0(ik44+1)

e

1~3% 1A 25 47
B 8] &

FMTAT

K4

148

28 R 6 BL &
88 CR3PR
Ay

28 R oY L &
&8 CR&PR
B3t ie

28 K &) L %
88 CR&PR
Bt ie
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$4F # (Bacteroides)
¥ ;
X 28 K 44 i %
’\g, 88§ CR&PR
) B e
=]
-
%r’i‘% FMfﬁ-‘r l-—3‘k lﬁf 25] 4R
i A &
4% % 4F 1 (Faecalibacterium)
T .
b 28 K ) i %
® 8 CRAPR
(=]
= 2ox I
=]
o
FMT# 1~3%
B i8] &,
A 4% £.3% 4 (unclassified Lachnospiraceae)
" Z R
&,
T N
= 28 K #4 L %
§ 88 CR&PR
E] B e
— 9.3}
O~ ¢--¢:
£F&  FMT# 1~-3K% 1A 2R
B 18] &,
KI5
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¥ K. (Roseburia)

2.5+
~ 2.0+
+
# 1.5+
%
S 1.0+
=11}
(=)
- 0.5+

0.0+ o oD

¥4k  FMTH 13K 154
B 18] &
#% ¥ K # (Ruminococcus)
: F AR

25
~ 20-
+
K 1.5~
¥
S 1.0+
g
—~ (.5

86
0.0 e S
EFRk FMTH# 1~3%
Bt 1] &
A 4% /3% i (unclassified Firmicutes)

254
—_ 20
" ]
R 1.5+
K
§ 1.0+
=11}
S 05

0.0

28 K 44 L A

B8 CR&PR
o )

28K 64 pL 2
B8 CR&PR
2= I S

28 R Y B A
B8 CRHPR
B3 st
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% & K. (Dorea)

feck
n
1

0
LS

Logl0(i&4£+1)
‘c; Py
¢ 5

o
o
I

£%%& FMTH 1-3%
B 18] &,

# 334F # (Phascolarctobacterium)

2.0+
& 28K 84 4
* 404 88 CR&PR
b= 88 stie
&
3 0.54

0.0- - 14 - : i 2 5 L 4 1

A¥%&  FMTH 1-3% 1A 28 455
Bt 18] &,
% 4% K, i (Sutterella)

20+
= 1.5d .
% 2 28 R #Y L2
# 1.0 8§ CR&PR
S €3 e
0 .5+
-

0.0
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Logl0(ik4+1)

b

E 3 ji&.# (Megamonas)

e o>
L&k FMTH 1-3& 1A 43
B i) &
FTHM K (Collinsella)

2.0+
% i
ﬁ 1.3
'§, 1.0+ =
& as
x| 0.5+
004 e o o
%k  FMTH 1-3% 18 45
B | 5,
#.#F # (Eubacterium)
®
1.5+
-2y ®
%
1.0 ®
®
<
g0 0.5-
- o &
0.04 D o P
FMT# 1-3% 1A 4/
B e &
&8

28 K 4 L%
g CREPR
& ke

28 R 04 BL 2
H8 CR&PR
B e

28 R &G B A
88 CR3PR
B3 fie
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# 3R (Coprococcus)

28 R Y R 2
g8 CR3PR
B3 e

Logl0(ik4k+1)

K9

# K #F # (Corynebacterium)

Ls2
i

L*

28K 49 B %
. g CR&PR
g 1

Logl0(i&#£+1)
- M
C
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i@ )47 i (Bacteroides vulgatus)

o 31
+
% A
% 5. 28 R 4 fL &
= &8 CR&PR
=11}
2 B e
o- ] ] ¥
FMT# 1-3% 1A
Bt I8 &,
3 1% #)4F i (Bacteroides stercoris)
T 4
* s _
% 2 28 R 6 pL &
% B8 CR&PR
S 14 B e
O+ e
EH&  FMTH 1-3%
B 18] &,
¥ # 4#)4F # (Bacteroides uniformis)
25
T 204
X ,
# 1.5+ 28 R 64 L&
=1 88 CR&PR
2 1.0+ $ Hptb,
]
0.5+
0.04
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¥ KA 7 4% K. @ (Blautia wexlerae)

o 204 3®8
% 1.5+ 28 R & BB
= &8 CR&PR
S 10~ B3 24k
g
- 0.5
o
0.0+ ® LD
¥k  FMTH 1~3%
B 1] &
#14F i Bacteroides sp. AR29
by
F 28 R 9 B %
x B8 CR&PR
o
) 83 e
Q
—
¥ FMTH 13% 1R 28
B 8] &,
K 4% % R K # (Dorea longicatena)
4
) 28Rt L&
= &8 CR&PR
5 £ L
FMT# 1-3%
B ] &
X112
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% 34T H (Phascolarctobacterium faecium)
1l

g

=X 28 K &Y LA
S o & CR#PR

% &£t

]

om0 &
£F&R  FMTH 13X 1A
Bt ) &,
I, 3% A % ¥ 4% i (Blautia massiliensis)

=
g 28K 4 i 4
= B8 CR3PR
& Bt
w

FMTH  1-3%
Bt i) &,
#& ¥ # # Ruminococcus sp. K-1

T 404
3 28 K 4 oL %
’g, &8 CRA&PR
?on 0.5+ B3 e

k.

0.0
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97 # 34T # (Bacteroides ovatus)

LoglO(ik £ +1)

1 4 | |
FMT# 1-3%
B 1] &,

Z # 4R i (Faecalibacterium prausnitzii)

: 2‘
&
®
o
i
-

'3" x

£i%%  FMTH 1-3% 1A 2/ 45
B 1] &,
¥HE

3‘
—_ L]
+ L]
® 24 o
g
g @
& 1
-

(=]
o
O -.a Sl Bweld @
Zi$&  FMTH 1-3% 47
Bt 18] &

%14

157

28 K &Y FL &
§8 CR3(PR
B e

28R 6 B2

B8 CR&PR
&8 e

28 K 44 FL
§8 CRAPR
B3 st
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Logl0(i%k$£+1)

Logl0(ik£+1)

Logl0(ik#+1)

F A& P A 1 (Bifidobacterium adolescentis)
£ 4K

. 28 R 4 B %
- ' | &8 CR&PR
B e
: >
£k FMTH 1-3% 1A 4R
B 8] &
4844 7% ¥ #£ 4 ([Ruminococcus] torques)
&
@
28R 49 B %
. B8 CR&PR
¢ B gt
L]
8 % T
ZiF#k  FMTH 1~3% 1A 2R 47
B 1] &,
7= A AT E (Collinsella aerofaciens)
28 R 44 L&
&8 CR3PR
B3 e

FMT# 1~-3% 1A
At e &,

415
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# & 404F ¥ (Parabacteroides merdae)

LR
g -
g 28 K 4 B %
=1 §8 CR&PR
g 14 o )
2
(= D
Ak FMTH 1-3% 1A
B 1] &,
T B /* A # butyrate-producing bacterium M104/1
g
K 28 Rt L &
=1 &8 CR&PR
g 8 e
)
. e a e 03
Zi¥&  FMT#H 1-3% 1A 2R 47
B 1] &,
2.0 ®
®
T 154 28 K 4 i 4
ﬁ e &8 CR&PR
= ER e
D 0.5+
i
0.04 PN @D
FMT#T 45
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# # Clostridium sp. 826
¥ 20
&
¥ 159 28R 4 S 5
= &8 CR&PR
o 1.0+
= o J )
(.54
g ; ; : :
AF#&  FMTH 135 14 45
B 1] &,
# E 4% i (Bacteroides coprocola)
= 28 K 4 FL %
ot o B CR&PR
w1 ® " $ 21
o
P ]
0-1- e oD
Ei¥4#&  FMTH 138 1A 2R 45
A 8] &
# ¥ 4 K.# (Roseburia faecis)
-~ 2.0+
‘- &
K 154 - 28R 4G B
*g, - . &8 CR&PR
.3 0.5+ ®
0.0+ SeeD  OesO P
£:%%  FMTH  1-3% 45
B 18] &,

<17
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#%,%2 #1 ¥ Lachnospiraceae bacterium DJF — VP18k]1

=204
+
& 15 ; 28K 44 4 5
S 4 on &8 CR&PR
g . =
= 0.54 ® Y
0.0+ & WD
FMT# 1~3&k 1A 45
B 1] &,
# # Clostridium sp. AT4
20
by '
R 154 _—
i) 28R 0 L%
= 1.0 o ® CR3PR
A B e
0.5+
0.0 @Sy
FMT# 1~3% 1A 4)
B 18] &
¥ K JLAF i (Lactobacillus rogosae)
-
ﬁ 28K 44 1 %
s 88 CR#&PR
F B3 e
i
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T B/ £ # butyrate-producing bacterium A2-207

v R K

® &8 CR4PR

= g

=11

o

-

FM'Tﬁfr 1~'3i
B i) %,
¥ IX.1 Roseburia sp. 1120

0.9

+ -

& 28 K #) K %

T8 &8 CRHPR

o

) )

303+

0.0+ : .:-o o . :
Ei$m  FMTH 1~3% 1A 43
By 8] &
% K. 44T i (Bacteroides dorei)

=
s WA %
S g CRAPR
B B e
o |

&4n  FMTH 13% 1A 2/
B 18] %

419
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