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HBV-DNAENHHEHE - HERNFT GEHSELIIRAEERE 2 HMEY

HBVRETRIEERAVEER ) FTom -

[0156]) [F£7]
FRUEME(% HEEHEFILE)
PUiE $EfHI4E La Lb Lc Ld Lhl Lh4
A 100.0 14.3 61.7 40.0 45.7 3.3 2.7
HBVEZ
C 100.0 34.3 73.3 10.7 75.7 2.7 4.3
[0157] FHLa~ Lb ~ LekLdBURE GBS HUME - (£—&2>

HBV-DNA & B5i/) » B RS HBV A P RGEH: - HisE GEENAA
ZHBV ELaffillF RS - LbHuiliERSs - 55—77H > HEFREICZHBV A
Lo sy m LA 555 -

[0158] WHAEIHUR » BILhIHTR (Le R LdZE A E) K Lh44iH (LD -
LeLAEETBE)Z PUlE @« Bt — 2 AR 2 HBV & B A @ RUEM - B
E&ER - RIS R ER  WEUER C BERA VT HBVERA: » HZE
A= ZRIRAH EISRE Z AT ERIR PR - IRIBLL R&ER - vIHERREsc il
SR RS B BRI R > HBV S s 4R B A 2 -

(0159 <Eiapi22>
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L PURRY RS

BRIGT 3758 o DPUR(CHUR) 2R R LLAccesion No: LC090200. fi
EWLFrS (FFI4RTR66 ) R ZLBET A LSRR - A5 A ZpET19b(Novagen) -
MR EAE B4R Z CHURFIAEAEPET19b-HBcAg - DAL EASEL AR
SEPRBL21(DE3)pLysS » #EMSZICHURREME - (B ILTR 2 BT
#ErhEdPalenzuelaZE iy & (Palenzuela PO et al, Biotecnologia Aplicada, 2002,
19: 138-142)HH[E Z J77ERBICHIR -

[0160] % LAt RICH R k1% BITCBBR G Y 455 » WIBI35FT
N BRI T B422kDaZ (1 B » SRS AR F B2 B W HEER
T o (EH Zetasizer IBIRESCRUSTAAIEM L L 6558 » A RIZY 5538 2nm » fTid
TEZ CHURTRIZ R R LT

[0161] < E}fI23>

Lhiyi R R CHUR & S VAT e i

B FEBT1 2P RS Lhl G R B G122 A% s CHUR » S AlEE&
SneEEMEZFEREY) (F5pg) - EERBEERIR S Z 580 -
HRICRESVNE LN OKEIFRET T3 R T4RZE M s - ERKGEE L UE
1% PREVECRR BRAAE » ARIR e AR SR - BRAUR R DIRE 1 0pg/mL 2 Lhl
PUR ~ CHURBEIE SR EAINE - (ERELISA(Murine INFy ELISA kit,
Diaclone/y&]) RIERIBRFAR ZIHE EFRFZ HERYINF)E © {Eifn
FRaTAIRE e 2 BN - BT HERR IR B4R 2 INFYRERE & - P R
AR E EH A(10pg/mL) 2 REBHETT - EEERWEB6FTR

[0162] LW IHURCHURFTSEZ/N IS E < AR BRARAE - BIEDL

N
7
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L 5 J5URI 0 S BEE SIINFy AR - MACHUS RIS B ML iR EECHLE
ZIREVIRHES - TR EINFY R - JHINFy> BBHCE - ASBOR LA
PURSER - ICHIRSIE B % - AHA M CHIR R A RIERUR - {E5ILh1
v PURECHRZRAIRE Y NS BATE B S b
RS CHURE SISINFy 2 REMU I » TSR R UL 2R RS » 4EBRs
ZEERTRE © X FORA I NAFHE 2 IR - BB
PRI MBI ZE BIINPYRORBES - L4545 - FORBRAALD LR B2 0
B T LRSS > HECHUR BBy o A A B - BE5
FELI ST IR S A TR s
[0163] <24 >
BALh 1 R ECHURESHURSECHUR 2 B SR 0 - 4 A0S
ef |
SREEHFRIRIF  DALh I UREACHIR 2 B VIS RECHIR Z RS
W Sue) NREIE - REERARIONEAEE - ZERRIUR RIS HE TR
ST (KOPE 10pg/ml ) UEINFYRERCR 2 455040128 (BALh1 FUREAC
RS URSECHUR L R AR e 2 SR IE 2 B ) s « R8ZE
BIE - BRINF 2 RER R (pgml) -
[0164]  [38]
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TURREL
none C La+C Lb+C Lc+C Ld+C Lh1+C S+C
Lh1+C 6/ 956 2343 2722 2509 2157 3002 1125
Ik
® i
S+G 62 311 955 418 502 398 811 592

L0165 #ELhIHR RCHIRRE A Sy /NRFTS 2 B AE - 712
ESZPURRIECT > SRS < B < BRIV R - SSHURRCHLRES Rk
Z/NEATRZ EEAINE Z INFYE I B RS - DA GRS - RinEEAL
Lh1§ifR EECHUR RS SR iy - BrSHUR BLICHFUR & f il o] B st 54
ps - BL5N R Z SURALGURESHUESS » LR AL FURE S -
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[FFFi#]

<110> HEstERERGERA
<120> FF# HBV EAREREL SIRFENLT
<130> PI18-116WO

<140>107119376
<141>2018-06-05

<150> JP 2017-111176
<151> 2017-06-05

<160> 66

<170> Patentln version 3.5

210> 1

<211> 400

<212> PRT

<213> BHEIFFREE

<400> 1

Met Gly Gly Trp Ser Ser Lys Pro His Lys Gly Met Gly Thr Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Val
35 40 45

Lys Asp His Trp Pro Gln Ala Asn Gln Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Val Leu Gly Trp Ser Pro Gln
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65 70 75 80

Ala Gln Gly Ile Leu Ala Thr Val Pro Ala Val Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Val Arg Trp Asn Ser Thr Thr Phe His
115 120 125 .

Gln Thr Leu Gln Asp Pro Arg Val Arg Gly Leu Tyr Leu Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Leu Asn Pro Val Pro Asn Ilec Ala Ser His
145 150 155 160

Ile Ser Ser Tle Ser Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Ala Leu Gla Ala Gly
180 185 190

Phe Phe Ser Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ser Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
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245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr GIn Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Asn Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Ala Gly Leu Ser Pro Thr Val Trp Leu Ser Ala
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Leu Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 2

<211> 400

<212> PRT

<213> BHIFFRFES
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<400> 2

Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Val
35 40 ' 45

Lys Asp His Trp Pro Gln Ala Asn Gln Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Val Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Ala Thr Val Pro Ala Val Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Val Lys Trp Asn Ser Thr Thr Phe His
115 120 125

Gln Ala Leu Gln Asp Pro Arg Val Arg Ser Leu Tyr Leu Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Leu Asn Pro Val Pro Asn Ile Ala Ser His
145 150 155 160

Ile Ser Ser Ile Ser Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

B00006-P01 4



201920236

Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ser Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Asn Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350
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Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Arg Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

10> 3

211> 400

212> PRT

<213> BAURFRIHE

<400> 3

Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Ile
35 40 45

Lys Asp His Trp Pro Ala Ala Asn Gln Val Gly Ala Gly Ala Phe Gly
50 55 60

Pro Gly Leu Thr Pro Pro His Gly Gly Ile Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Ser Thr Ile Pro Pro Pro Ala Ser
85 90 95
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Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His
115 120 125

Gln Ala Leu Gln Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Ala Pro Asn Ile Ala Ser His
145 150 155 160

Ile Ser Ser Ile Ser Ala Arg Thr Gly Asp Pro Val Thr Asn Met Glu
165 170 175

Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ser Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

B00006-P0O1 7
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Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Asn Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Ser Ile Val Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

Q10> 4

11> 400

<212> PRT

13> BAEIFTFRFHH

<400> 4

Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu
1 5 10 15

B00006-P01 8
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Ser Val Pro Asn

20 -

Ala Phe Gly Ala
35

Lys Asp His Trp
50

Pro Gly Leu Thr
65

Ala Gln Gly Ile

Thr Asn Arg Gln
100

Arg Asp Ser His
115

Gln Ala Leu Gln
130

Gly Ser Ser Ser
145

Ile Ser Ser Ile

Asn Ile Thr Ser
180

B00006-PO1

Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
25 30

Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Ile
40 45

Pro Ala Ala Asn Gln Val Gly Val Gly Ala Phe Gly
55 60

Pro Pro His Gly Gly Ile Leu Gly Trp Ser Pro Gln
70 75 80

Leu Thr Thr Val Ser Thr Ile Pro Pro Pro Ala Ser
85 90 95

Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
105 ‘ 110

Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His
120 125

Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
135 140

Gly Thr Val Asn Pro Ala Pro Asn Ile Ala Ser His
150 155 160

Ser Ala Arg Thr Gly Asp Pro Val Thr Asn Met Glu
165 170 175

Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
185 190
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Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ser Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Leu Val Gln Gly
290 295 300

Asn Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys.Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala
355 360 365

B00006-P01 _ 10
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Ile Trp Met Thr Trp Tyr Trp Gly Pro Ser Leu Tyr Ser Ile Val Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 5

<211> 400

<212> PRT

213> BHEFFRFE

<400> 5
Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Ile
35 40 45

Lys Asp His Trp Pro Ala Ala Asn Gln Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Ile Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Ser Thr Ile Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His

B00006-PO1 11
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115 120 125

Gln Thr Leu Gln Asp Pro Arg Val Arg Gly Leu Tyr Leu Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Ala Pro Asn Ile Ala Ser His
145 150 155 160

Ile Ser Ser Ile Ser Ala Arg Thr Gly Asp Pro Val Thr Asn Met Glu
165 170 175

Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ser Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly

B00006-P01 12
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290 295 300

Asn Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Phe Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Ser Ile Val Arg
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

210> 6

<211> 400

<212> PRT

213> BEIFXIFE

<400> 6
Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Val Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Ile
35 40 45

B00006-PO1 13
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Lys Asp His Trp Pro Ala Ala Asn Gln Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Val Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala GIn Gly Met Leu Thr Pro Val Ser Thr Ile Pro Pro Pro Ala Ser
85 90 95

Ala Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His
115 120 125

Gln Ala Leu Gln Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Ala Pro Asn Ile Ala Ser His
145 150 155 160

Ile Ser Ser Ile Ser Ala Arg Thr Gly Asp Pro Val Thr Asn Met Glu
165 170 175

Asn Tle Thr Ser Gly Phe Leu Gly Pro Leu Pro Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ser Pro Val Cys Leu Gly
210 215 220

B00006-P01 14
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Gln Asn Ser Arg Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 _ 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 _ 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Leu Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Asn Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Len Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Ser Ile Val Ser
370 375 380

Ser Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

B00006-P0O1 15
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210> 7

211> 400

<212> PRT

Q213> BEIFFRIRSH

<400> 7
Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Ile
35 40 45

Lys Asp His Trp Pro Gln Ala Asn Gln Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Val Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Ala Thr Val Pro Ala Met Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His
115 120 125

Gln Ala Leu Gln Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 140

B00006-P01 16
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Gly Ser Ser Ser Gly Thr Leu Asn Pro Val Pro Thr Ile Ala Ser His
145 150 155 - 160

Ile Ser Ser Ile Ser Ser Arg Ile Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Thar
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Asn Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

B00006-P01 17
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Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 1390 ' 395 400

<210> 8

<211> 400

<212> PRT

<213> BAFFRFH

<400> 8
Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Ile
35 40 45

Lys Asp His Trp Pro Gln Ala Asn Gln Val Gly Val Gly Ala Phe Gly
50 55 60

B00006-P01 18
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Pro Gly Phe Thr Pro Pro His Gly Gly Val Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Ala Thr Val Pro Ala Val Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His
115 120 125

Gln Ala Leu GIn Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Leu Asn Pro Val Pro Asn Ile Ala Ser His
145 150 155 160

Ile Ser Ser Ile Ser Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ser Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

B00006-PO1 19
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Pro Ile Cys Pro Gly Tyr Arg Tip
245

Phe Leu Phe Ile Leu Leu Leu Cys
260

Asp Tyr Gln Gly Met Leu Pro Val
275 280

Thr Thr Ser Thr Gly Pro Cys Lys
290 295

Asn Ser Met Phe Pro Ser Cys Cys
305 310

Cys Thr Cys Ile Pro Ile Pro Ser
325

Trp Glu Trp Ala Ser Val Arg Phe
340

Phe Val Gln Trp Phe Val Gly Leu
355 360

Ile Trp Met Met Trp Tyr Trp Gly
370 375

Pro Phe Ile Pro Leu Leu Pro Ile
385 390

<210> 9

<211> 400

<212> PRT

<213> BEIFFRXFEE

B00006-PO!

Met

Leu

205

Cys

Thr

Cys

Ser

Ser

345

Ser

Pro

Phe

Cys Leu Arg Arg Phe Ile Ile
250 255

Ile Phe Leu Leu Val Leu Leu
270

Pro Leu Ile Pro Gly Ser Thr
285

Cys Thr Thr Pro Ala Gln Gly
300

Thr Lys Pro Thr Asp Gly Asn
315 320

Trp Ala Phe Ala Lys Tyr Leu
330 335

Trp Leu Ser Leu Leu Val Pro
350

Pro Thr Val Trp Leu Ser Ala
365

Ser Leu Tyr Asn Ile Leu Ser
380

Phe Cys Leu Trp Val Tyr Ile
395 400

20
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<400> 9

Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Ile
35 40 45

Lys Asp His Trp Pro Ala Ala Asn Gln Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Leu Thr Pro Pro His Gly Gly Ile Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Ser Thr Ile Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His
115 120 125

Gln Ala Leu Gln Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Ala Pro Asn Ile Ala Ser His
145 150 155 160

Ile Ser Ser Ile Ser Ala Arg Thr Gly Asp Pro Val Thr Asn Met Glu
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Asn Ile Thr

Phe Phe Leu
195

Trp Trp Thr
210

Gln Asn Ser
225

Pro Ile Cys

Phe Leu Phe

Asp Tyr Gln
275

Thr Thr Ser
290

Asn Ser Met
305

Cys Thr Cys

Trp Glu Trp

B00006-P01

165 170 175

Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
200 205 ;

Ser Leu Asn Phe Leu Gly Gly Ser Pro Val Cys Leu Gly
215 220

Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
230 235 240

Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Thr
280 285

Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
295 ~ 300

Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
310 315 320

Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
- 325 330 335

Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro

22



201920236

340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Ser Ile Val Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ille
385 390 395 400

<210> 10

<211> 400

<212> PRT

<213> BEIFFRHE

<400> 10
Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Lys Ala Asn Ser Glu Asn Pro Asp Trp Asp Leu Asn Pro His
35 40 45

Lys Asp Asn Trp Pro Asp Ala Asn Lys Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gin
65 70 75 &0

Ala Gln Gly Leu Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95
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Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Phe Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe Leu
115 120 125

Gln Thr Leu Gln Asp Ser Arg Val Arg Ala Leu Tyr Leu Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Ser Pro Ala Gln Asn Thr Val Ser Ala
145 150 155 160

Ile Ser Ser Ile Ser Ser Lys Thr Gly Asp Pro Val Pro Asn Met Glu
165 170 175

Asn Ile Ala Ser Gly Leu Leu Gly His Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Ser Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr Pro Ala Cys Pro Gly -
210 215 220

GIn Asn Ser Gln Ser Gln Ile Ser Ser His Ser Pro Thr Cys Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Cys Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270
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Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Thr Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Gly Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Phe Trp Gly Pro Ser Leu Tyr Asn Ile Leu Arg
370 375 380

Pro Phe Met Pro Leu Leu Pro Thr Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 11

<211> 400

<212> PRT

13> BEIFFXRIFEE

<400> 11
Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu

1 5 10 15

B00006-PO1 25



201920236

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Lys Ala Asn Ser Glu Asn Pro Asp Trp Asp Leu Asn Pro Asn
35 40 45

Lys Asp Asn Trp Pro Asp Ala Asn Lys Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala GIn Gly Leu Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Leu Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 125

Gln Thr Leu Gln Asp Pro Gly Val Arg Ala Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Ser Pro Ala Gln Asn Thr Val Ser Ala
145 150 155 160

[1e Ser Ser Ile Leu Ser Lys Thr Gly Asp Pro Val Pro Asn Met Glu
165 170 175

Asn Ile Ala Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190
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Phe Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Gln Ile Ser Ser His Ser Pro Thr Cys Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Tle Tle
245 250 255

Phe Leu Cys Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365
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Ile Trp Met Ile Trp Phe Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Met Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

210> 12

211> 400

<212> PRT

Q13> BAFTFEHEE

<400> 12
Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Lys Ala Asn Ser Glu Asn Pro Asp Trp Asp Leu Asn Pro His
35 40 45

Lys Asp Asn Trp Pro Asp Ala His Lys Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Ser Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Leu Ser Pro Pro Leu
100 105 110
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Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His

115

Gln Thr Leu
130

Gly Ser Ser
145

Ile Ser Ser

Asn Jle Ala

Phe Phe Leu
195

Trp Trp Thr
210

Gln Asn Ser

225

Pro Ile Cys

Phe Leu Cys

Asp Tyr Gln
275

B00006-PO1

GIn Asp Pro

Ser Gly Thr
150

Ile Leu Ser
165

Ser Gly Len
180

Leu Thr Lys

Ser Leu Asn

Gln Ser Gln
230

Pro Gly Tyr
245

Jle Leu Leu
260

Gly Met Leu

120 125

Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
135 140

Val Ser Pro Ala Gln Asn Thr Val Ser Ala
155 160

Lys Thr Gly Asp Pro Val Pro Asn Met Glu
170 175

Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
185 190

Ile Leu Thr Ile Pro GIn Ser Leu Asp Ser
200 205

Phe Leu Gly Gly Thr Pro Val Cys Leu Gly
215 220

Ile Ser Ser His Ser Pro Thr Cys Cys Pro
235 240

Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
250 255

Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
265 270

Pro Val Cys Pro Leu Ile Pro Gly Ser Ser
280 285
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Thr Thr Ser Thr Gly Ser Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Met Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 13
<211> 400
<212> PRT
13> BEIFFRRE

<400> 13

Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Lys Ala Asn Ser Glu Asn Pro Asp Trp Asp Leu Asn Pro His
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35 40 45

Lys Asp Asn Trp Pro Asp Ala His Lys Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Ser Val Pro Ala Ala Pro Pro Pro Ala Ser
85 00 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Leu Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 125

GIn Thr Leu Gln Asp Pro Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Ser Pro Ala Gln Asn Thr Val Ser Ala
145 150 155 160

Ile Ser Ser Ile Leu Ser Lys Thr Gly Asp Pro Val Thr Asn Met Glu
165 170 175

Asn Ile Ala Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Ser Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Ser Phe Leu Gly Gly Thr Pro Val Cys Leu Gly
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210 215 220

Gln Asn Ser Gln Ser Gln Ile Ser Ser His Ser Pro Thr Cys Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leﬁ Cys Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pfo Val Cys Pro Leu Ile Pro Gly Ser Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Met Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
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385 390 395 400

<210> 14

<211> 400

<212> PRT

213> BHATRIESE

<400> 14
Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Lys Ala Asn Ser Glu Asn Pro Asp Trp Asp Leu Asn Pro His
35 40 45

Lys Asp Asn Trp Pro Asp Ala Asn Lys Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Leu Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Leu Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 125

Gln Thr Leu Gln Asp Pro Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
130 135 140
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Gly Ser Ser Ser Gly Thr Val Ser Pro Ala Gln Asn Thr Val Ser Thr
145 150 155 160

Ile Ser Ser Ile Leu Ser Lys Thr Gly Asp Pro Val Pro Asn Met Glu
165 170 175

Asn Tle Ala Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr Pro Val Cys Leu Gly
210 215 220

GIn Asn Ser Gln Ser Gln Ile Ser Ser His Ser Pro Thr Cys Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Tle
245 250 255

Phe Leu Cys Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320
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Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Phe Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 15

<211> 400

<212> PRT

213> BHFFRFHE

<400> 15
Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Lys Ala Asn Ser Glu Asn Pro Asp Trp Asp Leu Asn Pro His
35 40 45

Lys Asp Asn Trp Pro Asp Ala Asn Lys Val Gly Val Gly Ala Phe Gly
50 55 60
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Pro Gly Phe Ile Pro Pro His Gly Gly Leu Met Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Leu Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 ' 125

Gln Thr Leu Gln Asp Pro Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Ser Pro Ala Gln Asn Thr Val Ser Ala
145 150 155 160

Ile Ser Ser Ile Leu Ser Lys Thr Gly Asp Pro Val Pro Asn Met Glu
165 170 175

Asn Ile Ala Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Ser Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Glu Thr Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Gln Ile Ser Ser His Ser Pro Thr Cys Cys Pro
225 230 235 240
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Pro Tle Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile
245 250 255

Phe Leu Cys Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly
305 310 315

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val
340 345 350

Phe Val GIn Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser
355 360 365

Ile

Leu

Ser

Gly

Asn

320

Leu

Pro

Val

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser

: 370 375 380

Pro Phe Met Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr
385 390 395

<210> 16
<211> 400
<212> PRT
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213> BRUFFEIRE
<400> 16

Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Lys Ala Asn Ser Glu Asn Pro Asp Trp Asp Leu Asn Pro His
35 40 45

Lys Asp Asn Trp Pro Asp Ala His Lys Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Ser Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Leu Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Val Gln Trp Asn Ser Thr Thr Phe His
115 120 125

Gln Thr Leu Gln Asp Pro Arg Val Arg Ala Leu Tyr Leu Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Ser Pro Ala Gln Asn Thr Val Ser Ala
145 150 155 160
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Ile Ser Ser Ile Leu Ser Lys Thr Gly Asp Pro Val Pro Asn Met Glu
165 170 175

Asn Ile Ala Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Ser Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Ser Phe Leu Gly Gly Thr Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Gln Ile Ser Ser His Ser Pro Thr Cys Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Cys Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335
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Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Phe Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Met Pro Leu Leu Pro Ile Phe Leu Cys Leu Trp Val Tyr Met
385 390 395 400

Q10> 17
<211> 400
12> PRT
213> BHUFFRHE

<400> 17
Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Lys Ala Asn Ser Asp Asn Pro Asp Trp Asp Leu Asn Pro His
35 40 45

Lys Asp Asn Trp Pro Asp Ser Asn Lys Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Pro Thr Ala Pro Pro Pro Ala Ser
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85 90 95

Thr Asn Arg Gln Leu Gly Arg Lys Pro Thr Pro Leu Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 125

Gln Thr Leu Gln Asp Pro Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Val Gln Asn Thr Ala Ser Ser
145 150 155 160

Ile Ser Ser Ile Leu Ser Thr Thr Gly Asp Pro Val Pro Asn Met Glu
165 170 175'

Asn Ile Ala Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Ser Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Gln Ile Ser Ser His Ser Pro Thr Cys Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Cys Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
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260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Ile Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val GIn Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 ' 360 365

Ile Trp Met Met Trp Phe Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Met Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Ala Tyr Ile
385 390 395 400

<210> 18

<211> 400

<212> PRT

<213> BHEAFEFE

<400> 18

Met Gly Gly Trp Ser Ser Lys Pro Arg Gln Gly Met Gly Thr Asn Leu
1 5 10 15
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Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Lys Ala Asn Ser Asp Asn Pro Asp Trp Asp Leu Asn Pro His
35 40 45

Lys Asp Asn Trp Pro Asp Ser Asn Lys Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Pro Thr Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Leu Gly Arg Lys Pro Thr Pro Leu Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 125

Gln Thr Leu Gln Asp Pro Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
130 135 140

: Gly Ser Ser Ser Gly Thr Val Asn Pro Val Gln Asn Thr Val Ser Ser
' 145 150 155 160

Tle Ser Ser Ile Leu Ser Lys Thr Gly Asp Pro Val Pro Asn Met Glu
165 170 175

Asn Ile Ala Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190
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Phe Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr Pro Val Cys Leu Gly
210 215 220

Gln Asn Ser Gln Ser Gln Ile Ser Ser His Ser Pro Thr Cys Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Cys Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr GIn Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Thr Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val GIn Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365
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Ile Trp Met Met Trp Phe Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Met Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 19
<211> 400
<212> PRT

213> BEFTFRIHEH

<400> 19

Met Gly Gly Trp Ser Ser Lys Pro Arg Gla Gly Met Gly Thr Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Asn
35 40 45

Lys Asp His Trp Pro Glu Ala Lys Gln Val Gly Ala Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Thr Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110
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Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 125

Gln Ala Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Ala Ser Pro
145 150 155 160

Ile Ser Ser Ile Phe Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Ser Thr Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Leu Thr Ser Leu Asn Phe Leu Gly Gly Thr Pro Lys Cys Pro Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Lys Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Thr Ser
275 280 285
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Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Ile Pro Ala Gln Asn
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Arg Phe Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Ser Ala Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Thr Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Leu Pro Leu Leu Pro Ile Leu Cys Cys Leu Trp Ala Tyr Ile
385 390 395 400

<210> 20

<211> 400

<212> PRT

<213> BEIFFEHSE

<400> 20
Met Gly Gly Trp Ser Ser Lys Pro Arg Gln Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 .30
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Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Asn
35 40 45

Lys Asp His Trp Pro Glu Ala Asn Gln Val Gly Ala Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Arg Ser Pro Gln
65 70 ‘ 75 &0

Ala Gln Gly Ile Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 a5

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Ile Gln Trp Asn Ser Thr Thr Phe His
115 120 125

Gln Ala Leu Leu Asp Pro Lys Val Arg Gly Leu Tyr Leu Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Ala Ser Pro
145 150 155 160

Ile Ser Ser Ile Phe Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Ser Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205
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Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Thr Cys Pro Gly
210 215 220

Gln Asn Leu Gln Ser Pro Ile Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Thr Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Ile Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Arg Phe Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val GIn Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Asn
370 375 380
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Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 21

211> 400

<212> PRT

213> BAUFTRHE

<400> 21
Met Gly Gly Trp Ser Ser Lys Pro Arg Gln Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gin Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Asna
35 40 45

Lys Asp His Trp Pro Glu Ala Asn Gln Val Gly Ala Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Arg Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Ile Gln Trp Asn Ser Thr Thr Phe His
115 120 125

GIn Ala Leu Leu Asp Pro Lys Val Arg Gly Leu Tyr Leu Pro Ala Gly
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130 135 140

Gly Ser Ser Ser Gly Thr Glu Asn Pro Val Pro Thr Thr Ala Ser Pro
145 150 155 160

[le Ser Ser Ile Phe Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Ser Thr Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Arg Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Glu Ala Pro Lys Cys Pro Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Trp Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Thr Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Ile Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
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305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Arg Phe Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gin Trp Phe Ala Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Arg Tyr Asn Ile Val Ser
370 375 380

Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 22

<211> 400

<212> PRT

<213> BEIFFXHH

<400> 22

Met Gly Gly Trp Ser Ser Lys Pro Arg Gln Gly Met Gly Thr Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Asn
35 40 45

Lys Asp His Trp Pro Glu Ala Asn Gln Val Gly Ala Gly Ala Phe Gly
50 55 60
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Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Pro Glu Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 125

Gin Ala Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Leu Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Ala Ser Pro
145 150 155 160

Ile Ser Ser Ile Phe Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Ser Thr Thr Ser Gly Phe Leu Gly PrQ Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Thr Cys Pro Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240
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Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Trp Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Thr Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Ser Pro Ala Gln Gly
290 295 300

Thr Ser Thr Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Arg Phe Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Ala Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 23
<211> 400
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<212> PRT
<213> BHEIFFX%EE

<400> 23

Met Gly Gly Trp Ser Ser Lys Pro Arg Gln Gly Met Gly Thr Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Asn
35 40 45

’

Lys Asp Gln Trp Pro Glu Ala Asn Gln Val Gly Ala Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 125

Gln Ala Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Ala Ser Pro
145 150 155 160
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Ile Ser Ser Ile Phe Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Asn Thr Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Thr Cys Pro Gly
210 215 220

GIn Asn Ser GIn Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Thr Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Ile Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Arg Phe Leu
325 330 335
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Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 24

<211> 400

<212> PRT

<213> BEIFFEHFE

<400> 24
Met Gly Gly Trp Ser Ser Lys Pro Arg Gln Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser His Asn Pro Asp Trp Asp Phe Asn Pro Asn
35 40 45

Lys Asp His Trp Pro Glu Ala Asn Gln Val Gly Ala Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gin
65 70 75 80
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Ala Gln Gly Val Leu Thr Thr Val Pro Val Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg GIn Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 ‘ 120 125

Gln Ala Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Ala Ser Pro
145 150 155 160

Ile Ser Ser Ile Ser Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Asn Thr Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Lcu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Thr Cys Pro Gly
210 215 220

GIln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 - 255
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Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Thr Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Ile Pro Ala Gln Gly
290 205 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Arg Phe Leu
325 330 335

Trp Glu Gly Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 25

<211> 399

<212> PRT

<213> BHIFFRIHTE

<400> 25

Met Gly Gly Trp Ser Ser Lys Pro Arg Gln Gly Met Gly Thr Asn Leu
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Ser Val Pro Asn Pro Leu-Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Asn
35 40 45

Lys Asp His Trp Pro Glu Ala Asn Gln Val Gly Val Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 125

Gln Ala Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Ala Ser Pro
145 150 155 160

Ile Ser Ser Ile Phe Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Asn Thr Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
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180 185 190

Phe Phe Leu Leu Thr Arg Tle Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Thr Cys Pro Gly Gln
. 210 215 220

Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro Pro
225 230 235 240

Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe
245 ' 250 255

Len Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Ala Leu Leu Asp
260 265 270

Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Thr Ser Thr
275 280 285

Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Ile Pro Ala Gln Gly Thr
290 295 300

Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn Cys
305 310 315 320

Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Arg Phe Leu Trp
325 330 335

Glu Trp Ala Ser Val Arg Phe Ser Trp'Leu Ser Leu Leu Val Pro Phe
340 345 350

Val Gln Trp Phe Ala Gly Leu Ser Pro Thr Val Trp Leu Ser Val Ile
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355 360 365

Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser Pro
370 375 380

Phe Ile Pro Leu Leu Pro Ile Phe Leu Cys Leu Trp Val Tyr Ile
385 390 395

210> 26
211> 400
<212> PRT
213> BAURFRIHE

<400> 26
Met Gly Gly Trp Ser Ser Lys Pro Arg Gln Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 : 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Asn
35 40 45

Lys Asp GIn Trp Pro Ala Ala Asn Gln Val Gly Val Gly Ala Phe Gly
50 55 - 60

Pro Gly Phe Thr Pro Pro His Gly Asn Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
&5 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110
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Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Ser Thr Phe His
115 _ 120 125

. Gln Ala Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Leu Pro Ala Gly
130 135 . 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Ala Ser Pro
145 150 155 160

Ile Ser Ser Ile Phe Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Ser Thr Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Thr Cys Pro Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Leu Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Thr Ser
275 280 285
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Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Arg Phe Leu
325 330 335

Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Asn
370 375 380

Pro Phe Leu Pro Leu Phe Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

Q10> 27
11> 400
<212> PRT
213> BEFTRHRSE

<400> 27

Met Gly Gly Trp Ser Ser Lys Pro Arg Lys Gly Met Gly Thr Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30
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Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Asn
35 40 45

Lys Asp His Trp Pro Glu Ala Asn Gln Val Gly Ala Gly Ala Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Pro Ala Ala Pro Pro Ser Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe Gln
115 120 125

Gln Ala Leu Gln Asp Pro Arg Val Arg Val Leu Tyr Phe Pro Ala Gly
' 130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Ala Ser Leu
145 150 155 160

Jle Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro Val Thr Asn Met Glu
165 170 175

Asn Thr Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 190

Phe Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205
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Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Val Cys Pro Gly

210

215

220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro

225

Pro Ile

Phe Leu

Asp Tyr

Thr Thr

290

Thr Ser

305

Cys Thr

Trp Glu

Phe Val

Ile Trp
370

230

Cys Pro Gly Tyr Arg Trp Met
245

Phe Ile Leu Leu Leu Cys Leu
260 265

Gln Gly Met Leu Pro Val Cys
275 280

Ser Thr Gly Pro Cys Lys Thr
295

Met Phe Pro Ser Cys Cys Cys
310

Cys Ile Pro Ile Pro Ser Ser
325

Trp Ala Ser Val Arg Phe Ser
340 345

Gln Trp Phe Val Gly Leu Ser
355 360

Met Met Trp Tyr Trp Gly Pro
375

B00006-P01

235 240

Cys Leu Arg Arg Phe Tle Ile
250 255

Ile Phe Leu Leu Val Leu Leu
270

Pro Leu Leu Pro Gly Thr Ser
- 285

Cys Thr Ile Pro Ala Gln Gly
300

Thr Lys Pro Ser Asp Gly Asn
315 320

Trp Ala Phe Val Arg Phe Leu
330 335

Trp Leu Ser Leu Leu Ala Pro
350

Pro Thr Val Trp Leu Ser Val
365

Ser Leu Tyr Asn Ile Leu Ser
380
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Pro Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 28
. <211> 400
<212> PRT
. <213> BHEFFRFEH

<400> 28
Met Gly Gly Trp Ser Ser Lys Pro Arg Gln Gly Met Gly Thr Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Ala Phe Gly Ala Asn Ser Asn Asn Pro Asp Trp Asp Phe Asn Pro Asn
35 40 45

Lys Asp Arg Trp Pro Glu Ala Asn Gln Val Gly Ala Gly Ala Phe Gly
50 55 60

Pro Gly Tyr Pro Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Val Pro Ala Ala Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu
100 105 110

Arg Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His
115 120 125
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Gln Val Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Pro Gly
130 135 140

Gly Ser Ser Ser Gly Thr Val Asn Pro Val Ala Thr Thr Ala Ser Pro
145 150 155 160

Tle Ser Ser Ile Ser Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu
165 170 175

Ser Thr Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly
180 185 - 190

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Thr Cys Pro Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro
225 230 235 240

Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Len Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Thr Ser
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Ile Pro Ala Gln Gly
290 295 300
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Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Arg Phe Leu
325 330 335

Trp Glu Gly Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro
340 345 350

Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Val
355 360 365 -

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser
370 375 380

Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395 400

<210> 29

<211> 389

<212> PRT

<213> BIFFRIFE

<400> 29

Met Gly Gln Asn Leu Ser Thr Ser Asn Pro Leu Gly Phe Phe Pro Asp
1 5 10 15

His Gln Leu Asp Pro Ala Ser Arg Ala Asn Thr Ala Asn Pro Asp Trp
20 ' 25 30

Asp Phe Asn Pro Asn Lys Asp Thr Trp Pro Asp Ala Asn Lys Asp Gly
35 40 45

Ala Gly Ala Phe Gly Leu Gly Leu Thr Pro Pro His Gly Gly Leu Leu
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50 55 60

Gly Trp Ser Pro Gln Ala GIn Gly Ile Leu His Thr Val Pro Ala Asn
65 70 75 80

Pro Pro Pro Ala Ser Thr Asn Arg Gln Thr Gly Arg Gln Pro Thr Pro
85 90 95

Leu Ser Pro Pro Leu Arg Asp Thr His Pro Gln Ala Val Gln Trp Asn
100 105 110

Ser Thr Thr Phe His Gln Thr Leu Gln Asp Pro Arg Val Arg Gly Leu
115 120 125

Tyr Phe Pro Ala Gly Gly Scr Ser Ser Gly Thr Val Asn Pro Val Pro
130 135 140

Thr Thr Ala Ser Pro Leu Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro
145 150 155 160

Val Thr Asn Met Glu Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu
165 170 175

Val Leu GIn Ala Gly Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro
180 185 190

GIn Ser Leu Asp Ser Trp Trp Thr Ser Leu Asn Phe Arg Gly Gly Thr
195 200 205

Thr Val Cys Leu Gly Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser
210 215 220

Pro Thr Ser Cys Pro Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu
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225 230 235 240

Arg Gly Phe Ile Ile Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe
245 250 255

Leu Leu Val Leu Leu Glu Tyr Gln Gly Met Leu His Val Cys Pro Leu
260 265 270

Ile Pro Gly Thr Thr Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr
275 280 285

Thr Pro Ala Gln Gly Asn Ser Met Phe Pro Ser Cys Cys Cys Thr Lys
290 295 : 300

Thr Ser Asp Gly Asn Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala
305 310 315 320

Phe Ala Lys Tyr Leu Trp Glu Trp Ala Ser Val Arg Phe Ser Trp Leu
325 330 335

Ser Leu Leu Val Pro Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr
340 345 350

Val Trp Leu Ser Ala Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu
355 360 365

Tyr Ser Ile Leu Ser Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys
370 375 380

Leu Trp Val Tyr Ile
385

210> 30
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211> 389
<212> PRT
<213> BHIFFEHFE

<400> 30
Met Gly GIn Asn Leu Ser Thr Ser Asn Pro Leu Gly Phe Phe Pro Asp

1 5 10 15

His Gln Leu Asp Pro Ala Phe Arg Ala Asn Thr Ala Asn Pro Asp Trp
20 25 30

Asp Phe Asn Pro Asn Lys Asp Thr Trp Pro Asp Ala Asn Lys Val Gly
35 40 45

Ala Gly Ala Phe Gly Leu Gly Phe Thr Pro Pro Gln Gly Gly Leu Leu
50 55 60

Gly Trp Asn Pro Gly Ala Gln Gly Ile Ile Gln Thr Leu Pro Ala Asn
65 70 75 80

Pro Pro Pro Ala Ser Thr Asn Arg Gln Ser Gly Arg Gin Pro Thr Pro
85 90 95

Leu Thr Pro Pro Leu Arg Asn Thr His Pro Gln Ala Met Gln Trp Asn
100 105 110

Ser Thr Thr Phe His Gln Thr Leu Gln Asp Pro Arg Val Arg Gly Leu
115 120 125

Tyr Phe Pro Ala Gly Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro
130 135 140

Thr Thr Val Ser His Ile Ser Ser Ile Phe Ser Arg Ile Gly Val Pro
145 150 155 160
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Ala Leu Asn Met Glu Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu
165 170 175

Val Leu Gln Ala Gly Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro
180 185 190

Gln Ser Leu Asp Ser Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr
195 200 205

Thr Val Cys Leu Gly Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser
210 215 220

Pro Thr Ser Cys Pro Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu
225 230 235 240

Arg Arg Phe Ile Ile Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Leu
245 250 255

Leu Leu Leu Leu Leu Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu
260 265 270

Ile Pro Gly Ser Ser Thr Thr Ser Val Gly Pro Cys Arg Thr Cys Thr
275 280 285

Thr Pro Val Gln Gly Thr Ser Met Tyr Pro Ser Cys Cys Cys Thr Lys
290 295 300

Pro Ser AsprGly Asn Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala
305 310 315 320

Phe Gly Lys Phe Leu Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu
325 330 335
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Ser Leu Leu Val Pro Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr
340 345 350

Val Trp Leu Ser Val Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu
355 360 365

Tyr Arg Ile Leu Ser Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys
370 375 380

Leu Trp Val Tyr Ile
385

210> 31
Q11> 389
<212> PRT
213> BEIFFRHHE

<400> 31
Met Gly Gln Asn Leu Ser Thr Ser Asn Pro Leu Gly Phe Phe Pro Asp

1 5 10 15

His Gln Leu Asp Pro Ala Phe Arg Ala Asn Thr Ala Asn Pro Asp Trp
20 25 30

Asp Phe Asn Pro Asn Lys Asp Thr Trp Pro Asp Ala Asn Lys Val Gly
35 ‘ 40 45

Ala Gly Ala Phe Gly Leu Gly Phe Thr Pro Pro His Gly Gly Leu Leu
50 55 60

Gly Trp Ser Pro Gln Ala Gln Gly Met Leu Gln Thr Leu Pro Ala Asn
65 70 75 80
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Pro Pro Pro Ala

Leu Ser Pro Pro
100

Ser Thr Thr Phe
115

Tyr Phe Pro Ala
130

Thr Thr Ala Ser
145

Ala Leu Asn Met

Yal Leu Gln Ala
180

Gln Ser Leu Asp
195

Thr Val Cys Leu
210

Pro Thr Ser Cys
225

Arg Arg Phe Ile

B00006-P01

Ser Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro
85 90 95

Leu Arg Asn Thr His Pro Gln Ala Met His Trp Asn
105 110

His Gln Thr Leu GIn Asp Pro Arg Val Arg Gly Leu
120 125

Gly Gly Ser Asn Ser Gly Thr Val Asn Pro Val Pro
135 140

His Leu Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro
150 155 160

Glu Ser Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu
165 170 175

Gly Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro
185 190

Ser Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr
200 205

Gly Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser
215 220

Pro Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu
230 235 240

Ile Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe
245 250 255
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Leu Leu Val Leu Leu Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu

260 265 270

Ile Pro Gly Ser Ser Thr Thr Ser Thr Gly Pro Cys Arg Thr Cys Thr

275 280 285

Thr Pro Ala Gln Gly Thr Ser Met Tyr Pro Ser Cys Cys Cys Thr Lys

290

295 300

Pro Ser Asp Gly Asn Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala

305

310 ’ 315 320

Phe Gly Lys Phe Leu Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu

325 330 335

Ser Leu Leu Val Pro Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr

340 345 350

Val Trp Leu Ser Val Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu

355 360 365

Tyr Ser Ile Leu Ser Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys

370

375 380

Leu Trp Val Tyr Ile

385

<210>
<211>
<212>
<213>

<400>

32
389
PRT
B ZUFF R 55

32
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Met Gly Gln Asn Leu Ser Thr Ser Asn Pro Leu Gly Phe Phe Pro Asp
1 5 10 15

His Gln Leu Asp Pro Ala Phe Arg Ala Asn Thr Ala Asn Pro Asp Trp
20 25 30

Asp Phe Asn Pro Asn Lys Asp Thr Trp Pro Asp Ala Asn Lys Val Gly
35 40 45

Ala Gly Ala Phe Gly Leu Gly Phe Thr Pro Pro His Gly Gly Leun Leu
50 55 60 '

Gly Trp Ser Pro Gln Ala Gln Gly Ile Leu Gln Thr Leu Pro Ala Asn
65 70 75 80

Pro Pro Ser Ala Ser Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro
85 90 - 95

Leu Ser Pro.Pro Leu Arg Asn Thr His Pro Gln Ala Met Gln Trp Asn
100 105 110

Ser Thr Thr Phe His Gln Thr Leu Gln Asp Pro Arg Val Arg Gly Leu
115 120 125

Tyr Phe Pro Ala Gly Gly Ser Gly Ser Gly Thr Val Asn Pro Val Pro
130 135 140

Thr Thr Ala Ser Pro Leu Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro
145 150 155 160

Ala Leu Asn Met Glu Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu
165 170 175
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Val Leu Gln Ala Gly Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro
180 185 190

Gln Ser Leu Asp Ser Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr
195 200 205

Thr Val Cys Leu Gly Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser
210 215 220

Pro Thr Ser Cys Pro Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu
225 230 235 240

Arg Arg Phe Ile Ile Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe
245 250 255

Leu Leu Val Leu Leu Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu
260 265 270

Ile Pro Gly Ser Ser Thr Thr Ser Thr Gly Pro Cys Arg Thr Cys Thr
275 280 285

Thr Pro Ala Gln Gly Thr Ser Met Tyr Pro Ser Cys Cys Cys Thr Lys
290 295 300

Pro Ser Asp Gly Asn Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala
305 310 315 320

Phe Gly Lys Phe Leu Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu
325 330 335

Scer Leu Leu Val Pro Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr
340 345 350
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Val Trp Leu Ser Val Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu
355 360 365

Tyr Ser Ile Leu Ser Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys
370 375 380

. Leu Trp Val Tyr Ile
385

<210> 33

<211> 389

<212> PRT

<213> BEIFFRFEE

<400> 33
Met Gly Gln Asn Leu Ser Thr Ser Asn Pro Leu Gly Phe Phe Pro Asp

1 5 10 15

His Gln Leu Asp Pro Ala Phe Arg Ala Asn Thr Ala Asn Pro Asp Trp
20 25 30

Asp Phe Asn Pro Asn Lys Asp Thr Trp Pro Asp Ala Asn Lys Val Gly
35 40 45

Ala Gly Ala Phe Gly Leu Gly Phe Thr Pro Pro His Gly Gly Leu Leu
50 55 60

Gly Trp Ser Pro Gln Ala Gln Gly Ile Leu Gln Thr Leu Pro Ala Asn
65 70 75 80

Pro Pro Pro Ala Ser Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro
85 90 95

Leu Ser Pro Pro Leu Arg Asn Thr His Pro Gln Ala Met Gln Trp Asn

B00006-P01 79



201920236

100 105 110

Ser Thr Thr Phe His Gln Thr Leu Gln Asp Pro Arg Val Arg Gly Leu
115 120 125

Tyr Phe Pro Ala Gly Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro
130 135 140

Thr Thr Val Ser Pro Ile Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro
145 150 155 160

Ala Leu Asn Met Glu Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu
165 170 175

Val Leu Gln Ala Gly Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro
180 185 190

Gln Ser Leu Asp Ser Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr
195 200 205

Thr Val Cys Leu Gly Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser
210 215 220

Pro Thr Ser Cys Pro Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu
225 230 235 240

Arg Arg Phe Ile Ile Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe
245 250 255

Leu Leu Val Leu Leu Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu
260 265 270

Ile Pro Gly Ser Ser Thr Thr Ser Thr Gly Pro Cys Arg Thr Cys Thr
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275 280 285

Thr Pro Ala Gln Gly Thr Ser Met Tyr Pro Ser Cys Cys Cys Thr Lys
290 295 300

Pro Ser Asp Gly Asn Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala
305 310 315 320

Phe Gly Lys Phe Leu Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu
325 330 335

Ser Leu Leu Val Pro Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr
340 345 350

Val Trp Leu Ser Val Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu
355 360 365

Tyr Ser Ile Leu Ser Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys
370 375 380

Leu Trp Val Tyr Ile
385

210> 34
<211> 389
<212> PRT
213> BHEIFFRFEH

<400> 34

Met Gly Gln Asn Leu Ser Thr Ser Asn Pro Leu Gly Phe Phe Pro Asp
1 5 10 15

His Gln Leu Asp Pro Ala Phe Arg Ala Asn Thr Ala Asn Pro Asp Trp

20 25 30
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Asp Phe Asn Pro Asn Lys Asp Thr Trp Pro Asp Ala Asn Lys Val Gly
35 , 40 45

Ala Gly Ala Phe Gly Leu Gly Phe Thr Pro Pro His Gly Gly Leu Leu
50 S5 60

Gly Trp Ser Pro Gln Ala Gln Gly Ile Leu His Thr Val Pro Ala Asn
65 70 75 80

Pro Pro Pro Ala Ser Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro
85 90 95

Leu Ser Pro Pro Leu Arg Asn Thr His Pro Gln Ala Met Gln Trp Asn
100 105 110

Ser Thr Thr Phe His Gln Thr Leu GIn Asp Pro Arg Val Arg Gly Leu
115 120 125

Tyr Phe Pro Ala Gly Gly Ser Ser Ser Gly Thr Val Asn Pro Val Leu
130 135 140

Thr Thr Ala Ser Pro Leu Ser Ser Ile Ser Ala Arg Thr Gly Asp Pro
145 150 155 160

Ala Leu Asn Met Glu Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu
165 170 175

Val Leu Gln Ala Gly Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro
180 185 190

Gln Ser Leu Asp Ser Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr
195 200 205
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Thr Val Cys Leu Gly Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser
210 215 220

Pro Thr Ser Cys Pro Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu
225 230 235 240

Arg Arg Phe Ile Ile Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe
245 250 255

Leu Leu Val Leu Leu Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu
260 265 270

Ile Pro Gly Ser Ser Thr Thr Ser Thr Gly Pro Cys Arg Thr Cys Thr
275 280 285

Thr Pro Ala GIn Gly Thr Ser Met Tyr Pro Ser Cys Cys Cys Thr Lys
290 295 300

Pro Ser Asp Gly Asn Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala
305 310 315 320

Phe Gly Lys Phe Leu Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu
325 330 335

Ser Leu Leu Val Pro Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr
340 345 350

Val Trp Leu Ser Val Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu
355 360 365

Tyr Ser Tle Leu Ser Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys
370 375 380
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Leu Trp Val Tyr Ile
385

<10> 35

<L11> 389

<212> PRT

Q13> BRFFE RS

<400> 35
Met Gly Gln Asn Leu Ser Thr Ser Asn Pro Leu Gly Phe Phe Pro Asp

1 5 10 15

His Gln Leu Asp Pro Ala Phe Arg Ala Asn Thr Ala Asn Pro Asp Trp
20 25 30

Asp Phe Asn Pro Asn Lys Asp Thr Trp Pro Asp Ala Asn Lys Val Gly
35 40 45

Ala Gly Ala Phe Gly Leu Gly Phe Thr Pro Pro His Gly Gly Leu Leu
50 55 60

Gly Trp Ser Pro Gln Ala Gln Gly Ile Ile Gln Thr Leu Pro Ala Asn
65 70 75 80

Pro Pro Pro Ala Ser Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro
85 90 95

Leu Ser Pro Pro Leu Arg Asn Thr His Pro Gln Ala Met Gln Trp Asn
100 105 110

Ser Thr Thr Phe His Gln Thr Leu Gln Asp Pro Arg Val Arg Gly Leu
115 120 125
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Tyr Phe Pro Ala
130

Thr Thr Ala Ser
145

Ala Leu Asn Met

Val Leu Gln Ala
180

Gln Ser Leu Asp
195

Thr Val Cys Leu
210

Pro Thr Ser Cys
225

Arg Arg Phe Ile

Leu Leu Val Leu
260

Ile Pro Gly Ser
275

Thr Thr Val Gln
290

B00006-PO1

Gly Gly Ser Ser Ser Gly Thr Val Asn Pro Val Pro
135 140

Pro Ile Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro
150 155 160

Glu Lys Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu
165 170 175

Gly Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro
185 190

Ser Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr
200 205

Gly Gln Asn Ser Gln Ser Pro Thr Ser Asn His Ser
215 220

Pro Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu
230 235 240

Ile Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe
245 250 255

Leu Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu
265 270

Ser Thr Thr Arg Val Gly Pro Cys Lys Thr Cys Thr
280 285

Gly Thr Ser Met Tyr Pro Tyr Cys Cys Cys Thr Lys
295 300

85
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Pro Ser Asp Gly Asn Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala
305 310 315 320

Phe Gly Lys Phe Leu Trp Val Trp Ala Ser Ala Arg Phe Ser Trp Leu
325 330 335

Ser Leu Leu Val Pro Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr
340 345 350

Val Trp Leu Ser Val Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu
355 360 365

Tyr Ser Ile Leu Ser Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys
370 375 380

Leu Trp Val Tyr Ile
385

210> 36

<211> 389

<212> PRT

Q13> BEIFFEHE

<400> 36

Met Gly Gln Asn Leu Ser Thr Ser Asn Pro Leu Gly Phe Phe Pro Asp
1 5 10 15

His GIn Leu Asp Pro Ala Phe Arg Ala Asn Thr Ala Asn Pro Asp Trp
20 25 30

Asp Phe Asn Pro Asn Lys Asp Thr Trp Pro Asp Ala Asn Lys Val Gly
35 40 45
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Ala Gly Ala Phe Gly Leu Gly Phe Thr Pro Pro His Gly Gly Leu Leu
50 55 60

Gly Trp Ser Pro Gln Ala Gln Gly Ile Leu Gln Thr Leu Pro Ala Asn
65 70 75 80

i Pro Pro Pro Ala Ser Thr Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro
85 90 95

Leu Ser Pro Pro Leu Arg Asn Thr His Pro Gln Ala Met Gln Trp Asn
100 105 110

Ser Thr Thr Phe His Gln Thr Leu Gln Asp Pro Arg Val Arg Gly Leu
115 120 125

Tyr Phe Pro Ala Gly Gly Ser Ser Ser Gly Thr Val Asn Pro Val Leu
130 135 140

Thr Thr Ala Ser Pro Leu Ser Ser Ile Ser Ala Arg Thr Gly Asp Pro
145 150 155 160

Val Thr Ile Met Glu Asn Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu
165 170 175

Val Leu Glu Ala Gly Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro
180 185 190

Gln Ser Leu Asp Ser Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr
195 200 205

Thr Val Cys Leu Gly Gln Asn Ser Gln Ser Pro Thr Ser His His Ser
210 215 220
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Pro Thr Ser Cys Pro Pro Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu
225 230 235 240

Arg Arg Phe Ile Ile Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe
245 250 255

Leu Leu Val Leu Leu Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu
260 265 270

Ile Pro Gly Thr Ser Thr Thr Ser Thr Gly Pro Cys Arg Thr Cys Thr
275 280 285

Thr Pro Ala Gln Gly Thr Ser Met Tyr Pro Ser Cys Cys Cys Thr Lys
290 295 300

Pro Ser Asp Gly Asn Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala
305 310 315 320

Phe Gly Lys Phe Leu Trp Gln Trp Ala Ser Ala Arg Phe Ser Trp Leu
325 330 335

Ser Leu Leu Val Pro Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr
340 345 350

Val Trp Val Ser Ala Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu
355 360 365

Tyr Ser Ile Val Ser Pro Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys
370 375 380

Leu Trp Val Tyr Ile
385
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<210> 37

211> 389

<212> PRT

213> BEIFFRHE
<400> 37

Met Gly Gln Asn Leu Ser Thr Ser Asn Pro Leu Gly Phe Phe Pro Asp
» 1 5 10 15

His Gln Leu Asp Pro Ala Phe Arg Ala Asn Thr Ala Asn Pro Asp Tip
20 25 30

Asp Phe Asn Pro Asn Lys Asp Thr Trp Pro Asﬁ Ala Asn Lys Val Gly
35 40 45

Ala Gly Ala Phe Gly Leu Gly Phe Thr Pro Pro His Gly Gly Leu Leu
50 55 60

Gly Trp Ser Pro GIn Ala Gln Gly Ile Leu Gln Thr Leu Pro Ala Asn
65 70 75 80

Pro Pro Pro Ala Ser Thr Asn Arg Gln Thr Gly Arg Gln Pro Thr Pro
85 90 95

Leu Ser Pro Pro Leu Arg Asn Thr His Pro Gln Ala Met Gln Trp Asn
100 105 110

Ser Thr Thr Phe His Gln Thr Leu Gln Asp Pro Arg Val Arg Gly Leu
115 120 125

Tyr Phe Pro Ala Gly Gly Ser Ser Ser Gly Ala Val Asn Pro Val Pro
130 135 140

Thr Thr Ala Ser Pro Leu Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro
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145 150

Ala Leu Asn Met Glu Asn Ile Thr
165

Val Leu Gln Ala Gly Phe Phe Leu
180

Gln Ser Leu Asp Ser Trp Trp Thr
195 200

Thr Val Cys Leu Gly Gln Asn Ser
210 215

Pro Thr Ser Cys Pro Pro Thr Cys
225 230

Arg Arg Phe Ile Ile Phe Leu Phe
245

Leu Leu Val Leu Leu Asp Tyr Gln
260

Ile Pro Gly Ser Ser Thr Thr Ser
275 280

Thr Thr Ala Gln Gly Thr Ser Met
290 295

Pro Ser Asp Gly Asn Cys Thr Cys
305 310

Phe Gly Lys Phe Leu Trp Glu Trp

B00006-P01

155 160

Ser Gly Phe Leu Gly Pro Leu Leu
170 175

Leu Thr Arg Ile Leu Thr Ile Pro
185 190

Ser Leu Asn Phe Leu Gly Gly
205

Thr

Gln Ser Pro Thr Ser Asn His
220

Ser

Pro Gly Tyr Arg Trp Met Cys
235

Leu
240

Tle Leu Leu Leu Cys Leu Ile Phe

250 255

Gly Met Leu Pro Val Cys Leu

205 270

Pro

Thr Gly Pro Cys Arg Thr
285

Cys Met

Tyr Pro Ser Cys Cys Cys Thr Lys

300

Ala
320

Ile Pro Ile Pro Ser Ser
315

Trp

Ala Ser Ala Arg Phe Ser Trp Leu

90
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325 330 335

Ser Leu Leu Val Pro Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr
340 345 350

Val Trp Leu Ser Val Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu
» 355 360 365

Tyr Ser Ile Leu Ser Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys
370 375 380

Leu Trp Val Tyr Ile
385

<210> 38

<211> 389

<212> PRT

<213> BEIFFRIHSE

<400> 38
Met Gly Gln Asn Leu Ser Thr Ser Asn Pro Leu Gly Phe Phe Pro Asp

1 5 10 15

His GIn Leu Asp Pro Ala Phe Arg Ala Asn Thr Ala Asn Pro Asp Trp
20 25 30

Asp Phe Asn Pro Asn Lys Asp Thr Trp Pro Asp Ala Asn Lys Val Gly
35 40 45

Ala Gly Ala Phe Gly Leu Gly Phe Thr Pro Pro His Gly Gly Leu Leu
50 55 60

Gly Trp Ser Pro Gln Ala Gln Gly Ile Leu Gln Thr Leu Pro Ala Asn
65 70 75 80
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Pro Pro Pro Ala Ser Thr Asn Arg Gln Thr Gly Arg Gln Pro Thr Pro
85 90 95

Leu Ser Pro Pro Leu Arg Asn Thr His Pro Gln Ala Met GIn Trp Asn
1100 105 110

Ser Thr Thr Phe His Gln Thr Leu Gln Asp Pro Arg Val Arg Gly Leu

115 120

Tyr Phe Pro Ala Gly Gly Ser Ser
130 135

Thr Thr Ala Ser Pro Leu Ser Ser
145 150

Ala Leu Asn Met Glu Asn Ile Thr
165

Val Leu Gln Ala Gly Phe Phe Leu
180

Gln Ser Leu Asp Ser Trp Trp Thr
195 200

Thr Val Cys Leu Gly Gln Asn Ser
210 215

Pro Thr Ser Cys Pro Pro Thr Cys
225 230

Arg Arg Phe Ile Ile Phe Leu Phe
245

B00006-P0O1

125

Ser Gly Ala Val Asn Pro Val Pro
140

Ile Phe Ser Arg Ile Gly Asp Pro
155 160

Ser Gly Phe Leu Gly Pro Leu Leu
170 175

Leu Thr Arg Ile Leu Thr Ile Pro
185 190

Ser Leu Asn Phe Leu Gly Gly Thr
205

Gln Ser Pro Thr Ser Asn His Ser
220

Pro Gly Tyr Arg Trp Met Cys Leu
235 240

Ile Leu Leu Leu Cys Leu Ile Phe
250 255
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Leu Leu Val Leu Leu Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu

260

275

265

280

270

Ile Pro Gly Ser Ser Thr Thr Ser Thr Gly Pro Cys Arg Thr Cys Thr

285

Thr Pro Ala Gln Gly Thr Ser Met Tyr Pro Ser Cys Cys Cys Thr Lys

290

295

300

Pro Ser Asp Gly Asn Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala

305

310

315 320

Phe Gly Lys Phe Leu Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu

325

330

335

Ser Leu Leu Val Pro Phe Val Gln Trp Phe Val Gly Leu Ser Pro Thr

Val Trp Leu Ser Val

Tyr Ser Ile Leu Ser
370

340

355

375

Leu Trp Val Tyr Ile

385

<210>
211>
<212>
<213>

<400>

39

399

PRT

B BT R W%

39

B00006-P01

345

360

93

350

Ile Trp Met Met Trp Tyr Trp Gly Pro Ser Leu

365

Pro Phe Leu Pro Leu Leu Pro Ile Phe Phe Cys

380
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Met Gly Leu Ser Trp Thr Val Pro Leu Glu Trp Gly Lys Asn His Ser
1 5 10 15

Thr Thr Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro Ala
20 25 30

Phe Arg Ala Asn Thr Lys Asn Pro Asp Trp Asp Asn Asn Pro Asn Lys
35 40 45

Asp His Trp Thr Glu Ala Asn Lys Val Gly Val Gly Ala Phe Gly Pro
50 55 60

Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln Ala
65 70 75 80

GIn Gly Met Leu Lys Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser Thr
85 90 95

Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Thr Pro Pro Leu Arg
100 105 110

Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Thr Phe His Gln
115 120 125

Ala Leu Gln Asp Pro Arg Val Lys Asn Leu Tyr Phe Pro Ala Gly Gly
130 135 140

Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Ala Ser Leu Ile
145 150 155 160

Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro Ala Pro Asn Met Glu Ser
165 170 175
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Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Gly Leu Gln Ala Gly Phe
180 185 190

Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser Trp
195 200 205

Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Val Cys Leu Gly Gln
210 215 220

Asn Ser Gln Ser Gln Ile Ser Asn His Ser Pro Thr Ser Cys Pro Pro
225 230 235 240

Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe
245 250 255

Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu Asp
260 265 270

Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser Thr
275 280 285

Thr Ser Thr Gly Pro Cys Arg Thr Cys Thr Thr Leu Ala Gln Gly Thr
290 295 300

Ser Met Phe Pro Ser Cys Cys Cys Leu Lys Pro Ser Asp Gly Asn Cys
305 310 315 320

Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Phe Leu Trp
325 330 335

Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Pro Phe
340 345 350
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Val Gln Trp Phe Ala Gly Leu Ser Pro Thr Val Trp Leu Ser Val Ile
355 360 365

Trp Met Met Trp Tyr Trp Gly Pro Asn Leu Tyr Asn Ile Leu Lys Pro
370 375 380

Phe Ile Pro Leu Leu Leu Ile Ser Phe Cys Leu Trp Val Tyr Ile
385 390 395

<210> 40

<211> 399

<212> PRT

Q13> BAIFFEFRS

<400> 40

Met Gly Leu Ser Trp Thr Val Pro Leu Glu Trp Gly Lys Asn His Ser
1 5 10 15

Thr Thr Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro Ala
20 25 30

Phe Arg Ala Asn Thr Arg Asn Pro Asp Trp Asp His Asn Pro Asn Lys
35 40 45

Asp His Trp Thr Glu Ala Asn Lys Val Gly Val Gly Ala Phe Gly Pro
50 55 60

Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln Ala
65 70 75 80

Gln Gly Met Leu Lys Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser Thr
85 90 95
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Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Thr Pro Pro Leu Arg
100 105 110

Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His Gln
115 120 125

Ala Leu GIn Asp Pro Lys Val Arg Gly Leu Tyr Phe Pro Ala Gly Gly
130 135 140

Ser Ser Ser Gly Thr Val Ser Pro Val Pro Thr Thr Ala Ser Leu Ile
145 150 155 160

Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro Ala Pro Asn Met Glu Ser
165 170 175

Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly Phe
180 185 190

Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser Trp
195 200 205

Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Val Cys Leu Gly Gln
210 215 220

Asn Ser GIn Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro Pro
225 230 235 240

Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe
245 250 255

Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu Asp
260 265 270
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Tyr Gln Gly Met Leu Pro Val Cys Pro Lecu Ile Pro Gly Ser Ser Thr
275 280 285

Thr Ser Thr Gly Pro Cys Arg Thr Cys Thr Thr Leu Ala Gln Gly Thr
290 295 300

Ser Met Phe Pro Ser Cys Cys Cys Ser Lys Pro Ser Asp Gly Asn Cys
305 310 315 320

Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Gly Lys Phe Leu Trp
325 330 335

Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Pro Phe
340 345 350

Val Gln Trp Phe Ala Gly Leu Ser Pro Thr Val Trp Leu Ser Val Ile
355 360 365

Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser Pro
370 375 380

Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395

210> 41

211> 399

<212> PRT

<213> BAURTRHE

<400> 41

Met Gly Leu Ser Trp Thr Val Pro Leu Glu Trp Gly Lys Asn Ile Ser
1 5 10 15

Thr Thr Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro Ala
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20 25 30

Phe Arg Ala Asn Thr Arg Asn Pro Asp Trp Asp His Asn Pro Asn Lys
35 40 45

Asp His Trp Thr Glu Ala Asn Lys Val Gly Val Gly Ala Phe Gly Pro
50 55 60

Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln Ala
65 70 75 80

Gln Gly Met Leu Lys Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser Thr
85 90 95

Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Thr Pro Pro Leu Arg
100 105 110

Asp Thr His Pro GIn Ala Met Gln Trp Asn Ser Thr Thr Phe His Gln
115 120 125

Ala Leu Gln Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly Gly
130 135 140

Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Ala Ser Leu Ile
145 150 155 160

Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro Ala Pro Asn Met Glu Ser
165 170 175

Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly Phe
180 185 190

Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser Trp
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195 200 205

Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Val Cys Leu Gly Gln
210 215 220

Asn Ser GIn Ser Pro Thr Ser Ser His Ser Pro Thr Ser Cys Pro Pro
225 230 235 240

Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe
245 250 255

Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu Asp
260 265 : 270

Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser Thr
275 280 285

Thr Ser Thr Gly Pro Cys Arg Thr Cys Thr Thr Leu Ala Gln Gly Thr
290 295 300

Ser Met Phe Pro Ser Cys Cys Cys Ser Lys Pro Ser Asp Gly Asn Cys
305 310 315 320

Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Gly Lys Phe Leu Trp
325 330 335

Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Pro Phe
340 345 350

Val Gln Trp Phe Ala Gly Leu Ser Pro Thr Val Trp Leu Ser Val Ile
355 360 365

Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser Pro
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370 375 380

Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395

<210> 42

<211> 399

<212> PRT

<213> BHEIFFRIFSE

<400> 42
Met Gly Leu Ser Trp Thr Val Pro Leu Glu Trp Gly Lys Asn His Ser

1 5 10 15

Thr Thr Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro Ala
20 25 ' 30

Phe Arg Ala Asn Thr Arg Asn Pro Asp Trp Asp His Asn Pro Asn Lys
35 40 45

Asp His Trp Thr Glu Ala Asn Lys Val Gly Val Gly Ala Phe Gly Pro
50 55 60

Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln Ala
65 70 75 &0

Gln Gly Met Leu Lys Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser Thr
85 90 95

Asn Arg Gin Ser Gly Arg Gln Pro Thr Pro Ile Thr Pro Pro Leu Arg
100 ‘ 105 110

Asp Thr His Pro GIn Ala Met GIn Trp Asn Ser Thr Thr Phe His Gln
115 120 125
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Ala Leu Gln Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly Gly
130 135 140

Ser Ser Ser Gly Thr Val Asn Pro Val Pro Thr Thr Val Ser Leu Ile
145 150 155 160

Ser Ser Ile Phe Ser Arg Thr Gly Asp Pro Ala Pro Asn Met Glu Gly
165 170 175

[le Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly Phe
180 185 190

Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser Trp
195 200 205

Trp Thr Ser Leu Asn Phe Leu Gly Gly Ala Pro Val Cys Leu Gly Gln
210 215 220

Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Thr Ser Cys Pro Pro
225 230 235 240

Ile Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe
245 250 255

Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu Gly
260 265 270

Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser Thr
275 280 285

Thr Ile Thr Gly Pro Cys Arg Thr Cys Thr Thr Leu Ala Gln Gly Thr
290 295 300
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Ser Met Phe Pro Ser Cys Cys Cys Ser Lys Pro Ser Asp Gly Asn Cys
305 310 315 320

" Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Gly Lys Phe Leu Trp
325 330 335

Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Pro Phe
340 345 350

Val Gln Trp Phe Ala Gly Leu Ser Pro Thr Val Trp Leu Ser Val Ile
355 360 365

Trp Met Met Trp Tyr Trp Gly Pro Ser Leu Tyr Asn Ile Leu Ser Pro
370 375 380

Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 -390 395

<210> 43

<211> 400

<212> PRT

213> BEIFFRFEHE

<400> 43
Met Gly Ala Pro Leu Ser Thr Thr Arg Arg Gly Met Gly Gln Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Leu Pro Asp His Gln Leu Asp Pro
20 25 30

Leu Phe Arg Ala Asn Ser Ser Ser Pro Asp Trp Asp Phe Asn Thr Asn
35 40 45
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Lys Asp Ser Trp Pro Met Ala Asn Lys Val Gly Val Gly Gly Tyr Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 &0

Ala Gln Gly Val Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Leu Ser Gly Arg Lys Pro Thr Gln Val Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr His Phe His
115 120 125

Gln Ala Leu Leu Asp Pro Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Gln Asn Pro Ala Pro Thr Ile Ala Ser Leu
145 150 155 160

Thr Ser Ser Ile Ser Ser Lys Thr Gly Gly Pro Ala Met Asn Met Glu
165 170 175

Asn Ile Thr Ser Gly Leu Leu Gly Pro Leu Arg Val Leu Gln Ala Val
180 185 190

Cys Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Leu Pro Arg Cys Pro Gly
210 215 220
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Gln Asn Ser Gln Ser Pro Thr Ser Asn His Leu Pro Thr Ser Cys Pro
225 230 235 240

Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
. 245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
- 260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Ala Leu Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Ser Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Leu Gly Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Gln
340 345 350

Phe Val Gln Trp Cys Val Gly Leu Ser Pro Thr Val Trp Leu Leu Val
355 360 365

Ile Trp Met Ile Trp Tyr Trp Gly Pro Asn Leu Cys Ser Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Cys Tyr Leu Trp Val Ser Ile
385 390 395 400

B00006-P01 105



201920236

<210> 44

<211> 400

<212> PRT

13> BIEUFFRIHE

<400> 44
Met Gly Ala Pro Leu Ser Thr Thr Arg Arg Gly Met Gly Gln Asn Leu

1 -5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His GIn Leu Asp Pro
20 25 30

Leu Phe Arg Ala Asn Ser Ser Scr Pro Asp Trp Asp Phe Asn Lys Asn
35 40 45

Lys Asp Thr Trp Pro Met Ala Asn Lys Val Gly Val Gly Gly Tyr Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Val Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Leu Ser Gly Arg Lys Pro Thr Pro Val Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr His Phe His
115 120 125

Gln Ala Leu Leu Asp Pro Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
130 135 140
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Gly Ser Ser Ser Gly Thr Gln Asn Pro Ala Pro Thr Ile Ala Ser Leu
145 150 155 160

Thr Ser Ser Ile Ser Ser Lys Thr Gly Gly Pro Ala Met Asn Met Asp
165 170 175

Asn Ile Thr Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Val
180 185 190

Cys Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Leu Pro Gly Cys Pro Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Leu Pro Thr Ser Cys Pro
225 230 235 240

Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Iie Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr GIn Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Leu Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Ser Lys Pro Ser Asp Gly Asn
305 310 315 320
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Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Leu Gly Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Gln
340 345 350

Phe Val Gln Trp Cys Val Gly Leu Ser Pro Thr Val Trp Leu Leu Val
355 360 365

Ile Trp Met Ile Trp Tyr Trp Glu Pro Asn Leu Cys Ser Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Cys Tyr Leu Trp Val Ser Ile
385 390 395 400

210> 45

211> 400

<212> PRT

Q13> BIFFERTE

<400> 45
Met Gly Ala Pro Leu Ser Thr Thr Arg Arg Gly Met Gly Leu Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Leu Pro Asp His Gln Leu Asp Pro
20 25 30

Leu Phe Arg Ala Asn Ser Ser Ser Pro Asp Trp Asp Phe Asn Thr Asn
35 40 45

Lys Asp Ser Trp Pro Met Ala Asn Lys Val Gly Val Gly Gly Tyr Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
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65 70 75 &0

Ala Gln Gly Val Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Arg Ser Gly Arg Lys Pro Thr Pro Val Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Gln Phe His
115 120 125

Gln Ala Leu Leu Asp Pro Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Gly Thr Gln Asn Pro Val Pro Thr Ile Ala Ser Leu
145 150 155 160

Thr Ser Ser Ile Phe Ser Lys Thr Gly Gly Pro Ala Met Asn Met Glu
165 170 175

Asn Ile Thr Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Val
180 185 190

Cys Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Leu Pro Gly Cys Pro Gly
210 215 220

Gln Asn Ser Gln Ser Pro Thr Ser Asn His Leu Pro Thr Ser Cys Pro
225 230 235 240

Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
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245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Leu Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Ser Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Leu Gly Lys Tyr Leu
325 330 - 335

Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Gln
340 345 350

Phe Val Gln Trp Cys Val Gly Leu Ser Pro Thr Val Trp Leu Leu Val
355 360 365

Ile Trp Met Ile Trp Tyr Trp Gly Pro Asn Leu Cys Ser Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Cys Tyr Leu Trp Val Ser Ile
385 390 395 400

210> 46

<211> 400

<212> PRT

213> BAUFFEHE
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<400> 46
Met Gly Ala Pro Leu Ser Thr Thr Arg Arg Gly Met Gly Gln Asn Leu
| 5 10 15

v, Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Leu Phe Arg Ala Asn Ser Ser Ser Pro Asp Trp Asp Phe Asn Lys Asn
35 40 45

Lys Asp Asn Trp Pro Met Ala Asn Lys Val Gly Val Gly Gly Tyr Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala GlIn Gly Val Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Arg Ser Gly Arg Lys Pro Thr Pro Val Ser Pro Pro Leu
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Gln Phe His
115 120 125

GIn Ala Leu Leu Asp Pro Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Glu Thr Gln Asn Pro Ala Pro Thr Ile Ala Ser Leu
145 150 155 160

Thr Ser Ser Ile Phe Leu Lys Thr Gly Gly Pro Ala Thr Asn Met Asp
165 170 175
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Asn Ile Thr Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Val
180 185 190

Cys Phe Leu Leu Thr Lys Tle Leu Thr Ile Pro Gln Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Gly Thr Pro Gly Cys Pro Gly
210 215 220

GIn Asn Ser Gln Ser Pro Thr Ser Asn His Leu Pro Thr Ser Cys Pro
225 230 235 240

Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Leu Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Ser Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Leu Gly Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Gln
340 345 350
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Phe Val Gln Trp Cys Val Gly Leu Ser Pro Thr Val Trp Leu Leu Val
355 360 365

. Ile Trp Met Ile Trp Tyr Trp Gly Pro Asn Leu Cys Ser Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Cys Tyr Leu Trp Val Ser Ile
385 390 395 400

<210> 47

<211> 400

<212> PRT

13> BEIFRFEE

<400> 47
Met Gly Ala Pro Leu Ser Thr Thr Arg Arg Gly Met Gly Gln Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Leu Phe Arg Ala Asn Ser Ser Ser Pro Asp Trp Asp Phe Asn Lys Asp
35 40 45

Lys Asp Asn Trp Pro Met Ala Asn Lys Val Gly Val Gly Gly Tyr Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Val Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser
85 90 95
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Thr Asn Arg

Arg Asp Thr
115

Gln Ala Leu
130

Gly Ser Ser
145

Thr Ser Ser

Asn Ile Thr

Cys Phe Leu
195

Trp Trp Thr
210

Gln Asn Ser

225

Pro Thr Cys

Phe Leu Phe

B00006-P01

Arg Ser Gly Arg Lys Pro Thr Pro Val Ser Pro Pro Leu
100 105 110

His Pro Gln Ala Met GIn Trp Asn Ser Thr Gln Phe His
120 125

Leu Asp Pro Arg Val Arg Ala Leu Tyr Phe Pro Ala Gly
135 140

Ser Glu Thr Gln Asn Pro Ala Pro Thr Ile Ala Ser Leu
150 155 160

Ile Phe Leu Lys Thr Gly Gly Pro Ala Thr Asn Met Asp
165 170 175

Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Glan Ala Val
180 185 190

Leu Thr Lys Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser
200 205

Ser Leu Asn Phe Leu Gly Gly Thr Pro Gly Cys Pro Gly
215 220

Gln Ser Pro Thr Ser Asn His Leu Pro Thr Ser Cys Pro
230 235 240

Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270
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Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Leu Ala Gln Gly
. 290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Ser Lys Pro Ser Asp Gly Asn
305 310 : 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Leu Gly Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Gln
| 340 345 350

Phe Val Gln Trp Cys Val Gly Leu Ser Pro Thr Val Trp Leu Leu Val
355 360 365

Ile Trp Met Ile Trp Tyr Trp Gly Pro Asn Leu Cys Ser Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Cys Tyr Leu Trp Val Ser Ile
385 390 395 400

<210> 48

<211> 395

<212> PRT

213> BHEIFFXFHE

<400> 48

Met Gly Leu Ser Trp Thr Val Pro Leu Glu Trp Gly Lys Asn Leu Ser
1 5 10 15
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Thr Ser Asn Pro Leu Gly Phe Leu Pro Asp His Gln Leu Asp Pro Ala
20 25 30

Phe Arg Ala Asn Thr Asn Asn Pro Asp Trp Asp Phe Asn Pro Lys Lys
35 40 45

Asp Pro Trp Pro Glu Ala Asn Lys Val Gly Val Gly Ala Tyr Gly Pro
50 55 60

Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln Ser
65 70 75 80

Gln Gly Thr Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser Thr
85 90 95

Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu Arg
100 105 110

Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His Gln
115 120 125

Ala Leu Gln Asn Pro Lys Val Ser Pro Ala Gly Gly Ser Ser Ser Gly
130 135 140

Jle Val Asn Leu Val Pro Thr Ile Ala Ser His Ile Ser Ser Ile Phe
145 150 155 160

Ser Arg Ile Gly Asp Pro Val Pro Asn Met Glu Asn Ile Thr Ser Gly
165 170 175

Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly Phe Phe Leu Leu Thr
180 185 190
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Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser Trp Trp Thr Ser Leu
195 200 205

Asn Phe Leu Gly Gly Val Pro Val Cys Pro Gly Leu Asn Ser Gln Ser
210 215 220

Pro Thr Ser Asn His Ser Pro Ile Ser Cys Pro Pro Thr Cys Pro Gly
225 230 235 240

Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe Leu Phe Ile Leu
245 250 255

Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu Asp Tyr Gln Gly Met
260 _ 265 270

Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser Thr Thr Ser Thr Gly
275 280 285

Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly Asn Ser Met Tyr Pro
290 295 300

Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn Cys Thr Cys Ile Pro
305 310 315 320

Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu Trp Glu Trp Ala Ser
325 330 335

Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro Phe Val Gln Trp Phe
340 345 350

Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala Ile Trp Met Met Trp
355 360 365
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Tyr Trp Gly Pro Asn Leu Tyr Asn Ile Leu Ser Pro Phe Ile Pro Leu
370 375 380

Leu Pro Ile Phe Phe Phe Leu Trp Val Tyr Ile
385 390 395

210> 49

211> 399

<212> PRT

213> BRIFFRIRE

<400> 49
Met Gly Leu Ser Trp Thr Val Pro Leu Glu Trp Gly Lys Asn Leu Ser

1 5 10 - 15

Thr Ser Asn Pro Leu Gly Phe Leu Pro Asp His Gln Leu Asp Pro Ala
20 25 30

Phe Arg Ala Asn Thr Asn Asn Pro Asp Trp Asp Phe Asn Pro Lys Lys
35 40 45

Asp Pro Trp Pro Glu Ala Asn Lys Val Gly Val Gly Ala Tyr Gly Pro
S0 55 60

Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Leu Gln Ser
65 70 75 80

Gln Gly Thr Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser Thr
85 90 95

Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu Arg
100 105 110

Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His Gln
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115 120 125

Ala Leu Gln Asn Pro Lys Val Arg Gly Leu Tyr Phe Pro Ala Gly Gly
130 135 140

Ser Ser Ser Gly Ile Val Asn Pro Val Pro Thr [le Ala Ser His Ile
145 150 155 160

Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro Ala Pro Asn Met Glu Asn
165 170 175

Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly Phe
180 185 190

Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser Trp
195 200 205

Trp Thr Ser Leu Asn Phe Leu Gly Gly Val Pro Val Cys Pro Gly Leu
210 215 220

Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Ile Ser Cys Pro Pro
225 230 235 240

Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe
245 250 255

Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu Asp
260 265 270

Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser Thr
275 280 285

Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly Asn
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290 295 300

Ser Met Tyr Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn Cys
305 310 315 320

Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu Trp
325 330 335

Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro Phe
340 345 350

Val GIn Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala Ile
355 360 365

Trp Met Met Trp Tyr Trp Gly Pro Asn Leu Tyr Asn Ile Leu Ser Pro
370 375 380

Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395

<210> 50

211> 399

<212> PRT

Q213> BEIFFXRFH

<400> 50
Met Gly Leu Ser Trp Thr Val Pro Leu Glu Trp Gly Lys Asn Leu Ser

1 5 10 15

Thr Ser Asn Pro Leu Gly Phe Leu Pro Asp His Gln Leu Asp Pro Ala
20 25 30

Phe Arg Ala Asn Thr Asn Asn Pro Asp Trp Asp Phe Asn Pro Lys Lys
35 40 45
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Asp Pro Trp Pro Glu Ala Asn Lys Val Gly Val Gly Ala Tyr Gly Pro
50 55 60

Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Leu Gln Ser
65 70 75 80

Gln Gly Thr Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser Thr
85 90 95

Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu Arg
100 105 110

Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His Gln
115 120 125

Ala Leu Gln Asn Pro Lys Val Arg Gly Leu Tyr Leu Pro Ala Gly Gly
130 135 140

Ser Ser Ser Gly Ile Val Asn Pro Val Pro Thr Ile Ala Ser His Ile
145 | 150 155 160

Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro Ala Pro Asn Met Glu Asn
165 170 175

Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly Phe
180 185 190

Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser Trp
195 200 205

Trp Thr Ser Leu Asn Phe Leu Gly Gly Val Pro Val Cys Pro Gly Leu
210 215 220
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Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Ile Ser Cys Pro Pro
225 230 235 240

Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe
245 250 255

Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu Asp
260 265 270

Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser Thr
275 280 285

Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly Asn
290 295 300

Ser Met Tyr Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn Cys
305 310 315 320

Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu Trp
325 330 335

Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro Phe
340 345 350

Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala Ile
355 360 365

Trp Met Met Trp Tyr Trp Gly Pro Asn Leu Tyr Asn Ile Leu Ser Pro
370 375 380

Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395
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<210> 51

<211> 399

<212> PRT

<213> BEIFFRFH

<400> 51
Met Gly Leu Ser Trp Thr Val Pro Leu Glu Trp Gly Lys Asn Leu Ser

1 5 10 15

Thr Ser Asn Pro Leu Gly Phe Leu Pro Asp His Gln Leu Asp Pro Ala
20 25 30

Phe Arg Ala Asn Thr Asn Asn Pro Asp Trp Asp Phe Asn Pro Lys Lys
35 40 45

Asp Pro Trp Pro Glu Ala Asn Lys Val Gly Val Gly Ala Tyr Gly Pro
50 55 60

Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trb Ser Pro Gla Ser
65 70 75 80

Gln Gly Thr Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser Thr
85 90 95

Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu Arg
100 105 110

Asp Ser His Pro Gln Ala Met GIn Trp Asn Ser Thr Ala Phe His Gln
115 120 125

Ala Leu Gln Asn Pro Lys Val Arg Gly Leu Tyr Phe Pro Ala Gly Gly
130 135 140
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Ser Ser Ser Gly Ile Val Asn Pro Val Pro Thr Ile Ala Ser His Ile
145 150 155 160

Ser Ser Ile Phe Ser Arg Ile Gly Asp Pro Ala Pro Asn Met Glu Asn
165 170 175

Ile Thr Ser Gly Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly Phe
180 185 190

Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln Asn Leu Asp Ser Trp
195 200 205

Trp Thr Ser Leu Asn Phe Leu Gly Gly Val Pro Val Cys Pro Gly Leu
210 215 220

Asn Ser Gln Ser Pro Thr Ser Asn His Ser Pro Ile Ser Cys Pro Pro
225 230 235 240

Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe
245 250 255

Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu Asp
260 265 270

Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser Thr
275 280 285

Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly Asn
290 295 300

Ser Met Tyr Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn Cys
305 310 315 320
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Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu Trp
325 330 335

Glu Trp Ala Ser Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro Phe
.. 340 345 350

Val Gln Trp Phe Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala Ile
355 360 365

Trp Met Met Trp Tyr Trp Gly Pro Asn Leu Tyr Asn Ile Leu Ser Pro
370 375 380

Phe Ile Pro Leu Leu Pro Ile Phe Phe Cys Leu Trp Val Tyr Ile
385 390 395

<210> 52

<211> 395

<212> PRT

<213> BHRIFFE R

<400> 52
Met Gly Leu Ser Trp Thr Val Pro Leu Glu Trp Gly Lys Asn Leu Ser

1 5 10 15

Thr Ser Asn Pro Leu Gly Phe Leu Pro Asp His Gln Leu Asp Pro Ala
20 25 30

Phe Arg Ala Asn Thr Asn Asn Pro Asp Trp Asp Phe Asn Pro Lys Lys
35 40 45

Asp Pro Trp Pro Glu Ala Asn Lys Val Gly Val Gly Ala Tyr Gly Pro
50 55 60
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Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln Ser
65 70 75 80

Gln Gly Thr Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser Thr
85 90 95

Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu Arg
100 105 110

Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His Gln
115 120 125

Ala Leu Gln Asn Pro Lys Val Ser Pro Ala Gly Gly Ser Ser Ser Gly
130 135 140

Ile Val Asn Pro Val Pro Thr Ile Ala Ser His Ile Ser Ser Ile Phe
145 150 155 160

Ser Arg Ile Gly Asp Pro Ala Pro Asn Met Glu Asn Ile Thr Ser Gly
165 170 175

Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly Phe Phe Leu Leu Thr
180 - 185 190

Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser Trp Trp Thr Ser Leu
195 200 205

Asn Phe Leu Gly Gly Val Pro Val Cys Pro Gly Leu Asn Ser Gln Ser
210 215 220

Pro Thr Ser Asn His Ser Pro Ile Ser Cys Pro Pro Thr Cys Pro Gly
225 230 235 240
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Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe Leu Phe Ile Leu

245 250

Leu Leu Cys Leu Ile Phe Leu Leu Val Leu
260 265

Leu Pro Val Cys Pro Leu Ile Pro Gly Ser
275 280

Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln
290 295

Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly
305 310

Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr
325 330

Val Arg Phe Ser Trp Leu Ser Leu Leu Val
340 345

Val Gly Leu Pro Pro Thr Val Trp Leu Ser
355 360

Tyr Trp Gly Pro Asn Leu Tyr Asn Ile Leu
370 375

Leu Pro Ile Phe Phe Phe Leu Trp Val Tyr
385 390

<210> 53

<211> 395

<212> PRT

213> BHIFFEHE
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<400> 53

Met Gly Leu Ser Trp Thr Val Pro Leu Glu Trp Gly Lys Asn Leu Ser
1 5 10 15

Thr Ser Asn Pro Leu Gly Phe Leu Pro Asp His Gln Leu Asp Pro Ala
20 25 30

Phe Arg Ala Asn Thr Asn Asn Pro Asp Trp Asp Phe Asn Pro Lys Lys
35 40 45

Asp Pro Trp Pro Glu Ala Asn Lys Val Gly Val Gly Ala Tyr Gly Pro
50 . 55 60

Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln Ser
65 70 75 80

GIn Gly Thr Leu Thr Thr Leu Pro Ala Asp Pro Pro Pro Ala Ser Thr
85 90 95

Asn Arg Gln Ser Gly Arg Gln Pro Thr Pro Ile Ser Pro Pro Leu Arg
100 105 110

Asp Ser His Pro Gln Ala Met Gln Trp Asn Ser Thr Ala Phe His Gln
115 120 125

Ala Leu Gln Asn Pro Lys Val Ser Pro Ala Gly Gly Ser Ser Ser Gly
130 135 140

Ile Val Asn Pro Val Pro Thr Ile Ala Ser His Ile Ser Ser Ile Phe
145 150 155 160

Ser Arg Ile Gly Asp Pro Ala Pro Asn Met Glu Asn Ile Thr Ser Gly
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165 170 175

Phe Leu Gly Pro Leu Leu Val Leu Gln Ala Gly Phe Phe Leu Leu Thr
180 185 190

Arg Ile Leu Thr Ile Pro Gln Ser Leu Asp Ser Trp Trp Thr Ser Leu
195 200 205

Asn Phe Leu Gly Gly Val Pro Val Cys Pro Gly Leu Asn Ser Gln Ser
210 215 220

Pro Thr Ser Asn His Ser Pro Ile Ser Cys Pro Pro Thr Cys Pro Gly
225 230 235 240

Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile Phe Leu Phe Ile Leu
245 250 255

Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu Asp Tyr Gln Gly Met
260 265 270

Leu Pro Val Cys Pro Leu Ile Pro Gly Ser Ser Thr Thr Ser Thr Gly
275 280 : 285

Pro Cys Lys Thr Cys Thr Thr Pro Ala Gln Gly Asn Ser Met Tyr Pro
290 295 300

Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn Cys Thr Cys Ile Pro
305 310 315 320

Ile Pro Ser Ser Trp Ala Phe Ala Lys Tyr Leu Trp Glu Trp Val Ser
325 330 335

Val Arg Phe Ser Trp Leu Ser Leu Leu Val Pro Phe Val Gln Trp Phe
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340 345 350

Val Gly Leu Ser Pro Thr Val Trp Leu Ser Ala Ile Trp Met Met Trp
355 360 365

Tyr Trp Gly Pro Asn Leu Tyr Asn Ile Leu Ser Pro Phe Ile Pro Leu
370 375 380

Leu Pro Ile Phe Phe Phe Leu Trp Val Tyr Ile
385 390 395

<210> 54

<211> 400

<212> PRT

213> BN ¥EKHE

<400> 54
Met Gly Ala Pro Leu Ser Thr Ala Arg Arg Gly Met Gly Gln Asn Leu

1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Leu Phe Arg Ala Asn Ser Ser Ser Pro Asp Trp Asp Phe Asn Thr Asn
35 40 45

Lys Asp Asn Trp Pro Met Ala Asn Lys Val Gly Val Gly Gly Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Ser Pro Pro Asp Pro Pro Pro Ala Ser
&5 90 95
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Thr Asn Arg Arg Ser Gly Arg Lys Pro Thr Pro Val Ser Pro Pro Leu
100 105 110

- Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Gln Phe His
115 120 125

Gln Ala Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 140

Gly Ser Ser Ser Glu Thr Gln Asn Pro Ala Pro Thr Ile Ala Ser Leu
145 150 155 160

"Thr Ser Ser Ile Phe Ser Lys Thr Gly Asp Pro Ala Met Asn Met Glu
165 170 175

Asn Ile Thr Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Val
180 185 190

Cys Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Lys Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Val Pro Pro Gly Cys Pro Gly
210 215 220

Gln Asn Ser Gln Ser Pro Ile Ser Asn His Leu Pro Thr Ser Cys Pro
225 230 235 240

Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270
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Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Ser Thr
275 280 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Leu Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
305 310 315 ' 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Gly Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Gln
340 345 350

Phe Val Gln Trp Cys Val Gly Leu Ser Pro Thr Val Trp Leu Leu Val
355 360 365

Jle Trp Met ile Trp Tyr Trp Gly Pro Asn Leu Cys Ser Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Cys Tyr Leu Trp Ala Ser Ile
385 390 395 400

<210> 55

<211> 399

<212> PRT

213> BEFTXHE

<400> 55

Met Gly Ala Pro Leu Ser Thr Ala Arg Arg Gly Met Gly Gln Asn Leu
1 5 10 15
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Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Leu Phe Arg Ala Asn Ser Ser Ser Pro Asp Trp Asp Phe Asn Thr Asn
- 35 40 45

Lys Asp Asn Trp Pro Met Ala Asn Lys Val Gly Val Gly Gly Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 30

Ala Gln Gly Ile Leu Thr Thr Ser Pro Pro Asp Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Arg Ser Gly Arg Lys Pro Thr Pro Val Ser Pro Pro Leu
100 105 110

Arg Glu Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Gln Phe His
115 120 125

Gln Ala Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Pro Ala Gly Gly
130 135 140

Ser Ser Ser Glu Thr Gln Asn Pro Ala Pro Thr Ile Ala Ser Leu Thr
145 - 150 155 160

Ser Ser Ile Phe Ser Lys Thr Gly Asp Pro Ala Met Asn Met Glu Asn
165 170 175

Ile Thr Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Val Cys
180 185 190
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Phe Leu Leu Thr Lys Ile Leu Thr
195 200

Ile Pro Gln Ser Leu Asp Ser Trp

205

Trp Thr Ser Leu Asn Phe Leu Gly Val Pro Pro Gly Cys Pro Gly Gln

210 215

Asn Ser Gln Ser Pro Ile Ser Asn
225 230

Thr Cys Pro Gly Tyr Arg Trp Met
245

220

His Leu Pro Thr Ser Cys Pro Pro

235 240

Cys Lcu Arg Arg Phe Ile Ile Phe

250 255

Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu Asp

260

Tyr Gln Gly Met Leu Pro Val Cys
275 280

Thr Ser Thr Gly Pro Cys Lys Thr
290 295

Ser Met Phe Pro Ser Cys Cys Cys
305 310

Thr Cys Ile Pro Ile Pro Ser Ser
325

270

Pro Leu Leu Pro Gly Ser Thr Thr

285

Cys Thr Thr Leu Ala Gln Gly Thr

300

Thr Lys Pro Ser Asp Gly Asn Cys

315 320

Trp Ala Phe Gly Lys Tyr Leu Trp

330 335

Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Gln Phe

340

350

Val Gln Trp Cys Val Gly Leu Ser Pro Thr Val Trp Leu Leu Val Ile

355 360
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Trp Met Ile Trp Tyr Trp Gly Pro Asn Leu Cys Ser Ile Leu Arg Pro
370 375 380

Phe Ile Pro Leu Leu Pro Ile Phe Cys Tyr Leu Trp Ala Ser Ile
- 385 390 395

Q10> 56

<211> 400

<212> PRT

<213> BEIFFERE

<400> 56
Met Gly Ala Pro Leu Ser Thr Ala Arg Arg Gly Met Gly Gln Asn Leu

1 5 , 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Leu Phe Arg Ala Asn Ser Ser Ser Pro Asp Trp Asp Phe Asn Thr Asn
35 40 45

Lys Asp Asn Trp Pro Met Ala Asn Lys Val Gly Val Gly Gly Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala Gln Gly Ile Leu Thr Thr Ser Pro Pro Asp Pro Pro Pro Ala Ser
85 90 95

Thr Asn Arg Arg Ser Gly Arg Lys Pro Thr Pro Val Ser Pro Pro Leu
100 105 110
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Arg Asp Thr His Pro Gln Ala Met GIn Trp Asn Ser Thr Gln Phe His
115 120 125

Gln Ala Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Leu Pro Ala Gly
130 135 140

Gly Ser Ser Ser Glu Thr Gln Asn Pro Ala Pro Thr Ile Ala Ser Leu
145 150 155 160

Thr Ser Ser Ile Phe Ser Lys Thr Gly Asp Pro Ala Met Asn Met Glu
165 170 175

Asn Ile Thr Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Val
180 185 190

Cys Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Lys Ser Leu Asp Ser
195 200 205

Trp Trp Thr Scr Leu Asn Phe Leu Gly Val Pro Pro Gly Cys Pro Gly
210 215 220

Gln Asn Ser Gln Ser Pro Ile Ser Asn His Leu Pro Thr Ser Cys Pro
225 230 235 240

Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Ser Thr
275 280 285
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Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Leu Ala Gln Gly
290 295 300

Thr Ser Met Phe Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Gly Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Gln
340 345 350

Phe Val GIn Trp Cys Val Gly Leu Ser Pro Thr Val Trp Leu Leu Val
355 360 365

Ile Trp Met Ile Trp Tyr Trp Gly Pro Asn Leu Cys Ser Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Cys Tyr Leu Trp Ala Ser Ile
385 390 395 400

<210> 57

<211> 400

<212> PRT

<213> BEIFFEFSE

<400> 57

Met Gly Ala Pro Leu Ser Thr Ala Arg Arg Gly Met Gly Gln Asn Leu
1 5 10 15

Ser Val Pro Asn Pro Leu Gly Phe Phe Pro Asp His Gln Leu Asp Pro
20 25 30

Leu Phe Arg Ala Asn Ser Ser Ser Pro Asp Trp Asp Phe Asn Thr Asn
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35 40 45

Lys Asp Asn Trp Pro Met Ala Asn Lys Val Gly Val Gly Gly Phe Gly
50 55 60

Pro Gly Phe Thr Pro Pro His Gly Gly Leu Leu Gly Trp Ser Pro Gln
65 70 75 80

Ala GIn Gly Ile Leu Thr Thr Ser Pro Pro Asp Pro Pro Pro Ala Ser
85 90 ' 95

Thr Asn Arg Arg Ser Gly Arg Lys Pro Thr Pro Val Ser Pro Pro Len
100 105 110

Arg Asp Thr His Pro Gln Ala Met Gln Trp Asn Ser Thr Gln Phe His
115 120 125

GIn Ala Leu Leu Asp Pro Arg Val Arg Gly Leu Tyr Phe Pro Ala Gly
130 135 ’ 140

Gly Ser Ser Ser Glu Thr Gln Asn Pro Ala Pro Thr Ile Ala Ser Leu
145 150 : 155 160

Thr Ser Ser Ile Phe Ser Lys Thr Gly Asp Pro Val Met Asn Met Glu
165 170 175

Asn Tle Thr Ser Gly Leu Leu Gly Pro Leu Leu Val Leu Gln Ala Val
180 185 ' 190

Cys Phe Leu Leu Thr Lys Ile Leu Thr Ile Pro Lys Ser Leu Asp Ser
195 200 205

Trp Trp Thr Ser Leu Asn Phe Leu Gly Val Pro Pro Gly Cys Pro Gly
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210 215 220

GIln Asn Ser Gln Ser Pro Ile Ser Asn His Leu Pro Thr Ser Cys Pro
225 230 235 240

Pro Thr Cys Pro Gly Tyr Arg Trp Met Cys Leu Arg Arg Phe Ile Ile
245 - 250 255

Phe Leu Phe Ile Leu Leu Leu Cys Leu Ile Phe Leu Leu Val Leu Leu
260 265 270

Asp Tyr Gln Gly Met Leu Pro Val Cys Pro Leu Leu Pro Gly Ser Thr
275 280 ‘ 285

Thr Thr Ser Thr Gly Pro Cys Lys Thr Cys Thr Thr Leu Ala Gln Gly
290 295 300

Thr Ser Met Leu Pro Ser Cys Cys Cys Thr Lys Pro Ser Asp Gly Asn
305 310 315 320

Cys Thr Cys Ile Pro Ile Pro Ser Ser Trp Ala Phe Gly Lys Tyr Leu
325 330 335

Trp Glu Trp Ala Ser Ala Arg Phe Ser Trp Leu Ser Leu Leu Val Gln
340 345 350

Phe Val Gln Trp Cys Val Gly Leu Ser Pro Thr Val Trp Leu Leu Val
355 360 365

Ile Trp Met Ile Trp Tyr Trp Gly Pro Asn Leu Cys Ser Ile Leu Ser
370 375 380

Pro Phe Ile Pro Leu Leu Pro Ile Phe Cys Tyr Leu Trp Ala Ser Ile
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385 390 395

<210> 58
Q211> 8

<212> PRT
213> ALFF%

<220>
<223> Protease ¥EkFES

<400> 58

Leu Glu Val Leu Phe Gln Gly Pro
1 5

<210> 59
2Ll1> 24
<212> DNA
Q13> AR5

<220>
23> Protease HEEFESI

<400> 59
ctggaagtic tgttccaggg gccce

<210> 60
Q211> 6

<212> PRT
Q13> ALF5I

<220>
<223> Pre-S2 &I H 4 BB RE 75

<400> 60

Ser Ile Ser Ala Arg Thr
1 5
Q10> 61
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211>
<212>
<213>

<220>
<223>

<400>

6

PRT

ANIF5

Pre-S2 B35 Z H 53 B AR 75 |

61

Ser Ile Leu Ser Lys Thr

1

<210>
211>
<212>
<213>

<220>
<223>

<400>

5

62

6

PRT
ANIFFF

Pre-S2 &ig 7 Sy AR R

62

Ser Ile Phe Ser Arg Ile

1

<210>
211>
<212>
<213>

<220>
<223>

<400>

5

63

21

DNA
A3

517

63

cacatcagga ttcctaggac ¢

<210>
<211>
<212>
<213>

64

20

DNA
ANLFF
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<220>
<223> GS|F

<400> 64
aggttggtga gtgattggag 20

<210> 65

211> 26

<212> DNA
213> AL

<220>
<223> $FEet

<400> 65
cagagtctag actcgtggtg gacttc 26

<210> 66

211> 183

<212> PRT

<L213> BEIFFRFSE

<400> 66
Met Asp Tle Asp Pro Tyr Lys Glu Phe Gly Ala Ser Val Glu Leu Leu

1 5 10 15

Ser Phe Leu Pro Ser Asp Phe Phe Pro Ser Ile Arg Asp Leu Leu Asp
20 25 30

Thr Ala Ser Ala Leu Tyr Arg Glu Ala Leu Glu Ser Pro Glu His Cys
35 40 45

Ser Pro His His Thr Ala Leu Arg Gln Ala Ile Leu Cys Trp Gly Glu
S0 55 60

Leu Met Asn Leu Ala Thr Trp Val Gly Ser Asn Leu Glu Asp Pro Ala
65 70 75 80
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Ser Arg Glu Leu Val Val Ser Tyr Val Asn Val Asn Met Gly Leu Lys
85 90 95

Ile Arg Gln Leu Leu Trp Phe His Ile Ser Cys Leu Thr Phe Gly Arg
100 105 110

Glu Thr Val Leu Glu Tyr Leu Val Ser Phe Gly Val Trp Ile Arg Thr
115 120 125

Pro Pro Ala Tyr Arg Pro Pro Asn Ala Pro Ile Leu Ser Thr Leu Pro
130 135 140

Glu Thr Thr Val Val Arg Arg Arg Gly Arg Ser Pro Arg Arg Arg Thr
145 150 155 160

Pro Ser Pro Arg Arg Arg Arg Ser Gln Ser Pro Arg Arg Arg Arg Ser
165 170 175

Gln Ser Arg Glu Ser Gln Cys
180

B00006-P01 143



201920236

201920236 .
| & BH i 25

% EHERZESR -

X HHEEH - XIPC 4308

- [BHAEE] (P30
FREHBV & &£ S e 2 SR s T

o

(X1
A7 HEY TEJE%%@E~E%%@E_%ﬂZHBVﬂ%ﬁé&‘ﬁéEﬁ@Zﬁﬁ ’
rigft—ESRER TERY) > RARE SRR E 2 Bs- Lt REA'E
IR T A F A TR -

Ge=)E
[ FZEfemErEE] : E22
[ feEE s St EaRE ) - i

B00006-PO1 1



201920236

HH i B E B

—EEREN T G AEEEEBs-LEIREOE RSB T - H
R EUARTICHBs- LI REHE CAREMHA-B-D-E~F-G-H- &
IEEE A RAY 7 Ze B Be i+ —3 » IR EEFEED, 2 BB 2 HBVE
4 RIEIE -

—TEERENT A EMEEN FHBs L RENE Y RS T - |
FRUARTHBs- LT R B 0 E 2 R4 #HA-B-C-D-E-F- G-
HF I SRR 7 ZE BB~ B - I SEiEE ~ AARA Y HBVE
RIERE -

AE A SR E S L BRIt E SR T e SR RIEARRER
SRR R -

—REREN TAHRY) KIS GECHBs-LIRELE - hEE &
BHEERECZHBs-LyIRERBSHEEBM T BRENT - KFHES
HME RS UERTRE B ENL T

—RRERBNTARY - EREGEV TR b H R HE
F1~EFECEH R ERL T -

—REMR BN FARY) - HNEGECHB- LI RER'E > REE - &
SHEARTCYHBs-LREHESHEER V BREN T - LHER
& E S SRR 2 SR N 4E R -

A B R 86 ] 58 1 ~6 TH P (£ — TR EC B SR B T B i 748
R B ARAIAZ HBs-LE R 08 2 AR5 R 5 4Rsk1 ~

B00006-P01 1



201920236

O E—FfTm FEF | ENAIBY HBs LR E G R 5 AT
BU4RSR10~ 18 F -EFTR 2 FH  EAICY HBs LI R E (48 2 it
O 1] B B4R 19 ~ 28 th fE— 2 o > 551 3 E-REID= HBs- Lt
R BB AT R a9 ~ 38 E—E TR 2 P FI - HRA
E HBs-LYURZE HE 2 R 5 BT 5 IRS39~ 2P E—EFTR Y
FF9l BSpRAIFY HBs- L5 (8 2 B AR P Y BT FIR5R43 ~ 475 1E
—BETRY I EREIG Y HBs-LEURE 58 > kR R B A5 14
S48 ~ 53 E—BHIR 2 FA ; ERAHY HBs-LEURE 98 2 B
RSB RS 4RSS A~ STH (E—EFim 2 73] -

—TEER IR ALY BT ¢ AR R | ~ PE (T
— AR BRI TR B AR - RAEHBVIOHUE Y
ERERT -

—FEBEUNT 3% 7 S B/ S TER e - ER v 2 e 7 SR
1 ~ ST AT —TE TR R R TS R T4 -

B00006-PO1 2












































































































