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The present invention relates to peptide sequences having a high degree of humanness and/or the ability
to be expressed in appreciable levels in culture media, such as in E. coli. The peptides can be covalently
attached via an alpha-helical peptide linker to a polymer backbone. The invention further relates to methods
of preparing the peptides, polymer conjugates comprising the peptides, and pharmaceutical compostions
thereof.
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The present invention relates to peptide sequences having a high
degree of humanness and/or the ability to be expressed in appreciable
levels in culture media, such as in E. coli. The peptides can be covalently
attached via an alpha-helical peptide linker to a polymer backbone. The
invention further relates to methods of preparing the peptides, polymer

conjugates comprising the peptides, and pharmaceutical compostions

thereof.
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[0001]) (EREYVIESYIACEEYEER 2 fett BRIz #E 2 5
B AEVIER T 2 R AEE IR ERE o 8] {E M 2 LS E B 1R A PSR K
NEHEBEW R E2EVERCYLMEMEE oY L EHENE - DIAETE
R E RIA < BB EY) - CRASHE-4AYEaV#EES
— NIRRT 2 (= ARV K- B W& o) R R 2 g8 2 VI T %
EWE - B (DEEYHEZESEEHENTT 0 2)EE HIRES &)
MeiEat s RQ)H A REERNERRE 2EYETRELLZEE B
il -

I

[0002] FR-FHePEEV I HFEMBREHSESTETHBENRE
PEAE K 2 R AR T LR RUEEYIRY IR I o ER RS RS T & AR
2 B 2 RZENRMEEEFRSRMFENRE > NARYERNKEEH
TRGHSE - IR A RE R sH SR I EAZEY) > A AL F2EY) B MR TP B i i e PR R
7= o R E Y B SRR E B OB S R N R 2R R
K S8 BRGNS Z BRAT -

[0003] ZAifi - Ml BT EEE AR L IR HATF L
e B MLt ERRELREFREHNAER - BREDE RIK-
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o BNIEFER - FAMIIHEAKITSEHE I EREZEAE-EEY
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[0004] &% AB{LERARE DT RAEVYHEERTE - 50K
et R EEME - BN ABEIRRE > EEANBESSEZE e FH
B WEEFREMEEREE (26 -

[0005) & /EEFICIK-EEVEEWEREEL  ALEENEH
=L BEYREDESEAHEEEEGE - A LEFIMEMES e RS
A 2ERREH B IHE R T RF 22 RE - KE R R S EVIE T KT
e EME L EAEIR-REVE Y - K-BeVESEeY ZEBHEEH
Al fE A I 2 B 58 B It F VIR RE P 1 T AT — & HIRE ST -

[0006] F:EiZEE VMR (EH 2 IRey NJR(EARE RN R 5 2
FEEENEY CEHERTE - GEVANEEERREEYHG S
Vi HEEIEEFRAEEEENESE - Wit - FEZREAFERERTZ
NBEIR-FEePdEey) SR ENER T RIEGZSECYRERER
PTET4E E RN L B BE R B M DUK RE #7184 5 &6 S i U A B I B i
A SEHA e PE R K R HAM AR SK

[#IHNE]
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FRIEHFEE
X!1'VQLX!'EX!2GGGX3X!*QX!SGX!*SLRLSCX!’X!#¥SG (SEQ ID NO:
1) 2 BB B 5]

H

X195Q « ESkD

X''BV Q- ASE >

X2 ESET >

XB3EL -~ SEV

X4 B VA -

XS BP -« AT

X'©5G « DR >

XUBA V- THE > A

XIS BARV ;

FR2 EL A A1 & X2°X2'WX22RQXZPGK XX B EX26VX2'X 28] (SEQ ID
NO: 2) 2l B 7 51

H

X20BM ~ 1~ VEL >

X2 BG ~ SHA >

X225F ~ YE(V >

X2 BA V-~ PHT -

X#*EE -G~ AKQ >

X25 BREYL

X EF -~ G~ WL >
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X2 EA -~ GES 0 H

X2 EA ~ SEG ;

FRIBEHHEE
YX?’DSVKGRFTISX?*'DX*?X3BKX3* X3P VXIS LQMX? X LRX***EDTAX?
YYCAA (SEQ ID NO: 3) > fEE % -

Hr

X30BA G~ ST »

X TERECQ -

X322 BN ~ SED -

X3 ES - ASD -

X34 ENBK >

X3P ETEHM >

X3¢ EY - DEKS >

X3 ENED >

X3 B SEN >

X3 BPEA » H

X3P EV - M ~ LI

H

FRAEFHELNT Z AR

YWGX*GTX*'VTVSS (SEQ ID NO: 4) >

Hr

X*EQEK - H

X ELEQ -
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[0008]) fE—tbF s - BHAAZH A TEEE @IS — R
EREGYTEEEHAFET CMNERFY  ROFBEHEE -KIERS
VI L RV ZBR(EDTA R “RIEREGYIKREE —RIERSYH
FrNEER - ML RIEAL -

[0009] FE—SEFhEfld - RBEHZEEYHERTaZ EEY)

(X'-X2-Y),-Z (1la) >

Hr

B X B I R A ST AT I K

EXBIH BRE B3 E 10018 B &R 2 FLBE T

EY I R AT

ZREFHL0.1 MDaZ 43 MDa . 5y T2 EYHAENE &Y - B

T 1% 1500 B8] o

[0010] fE—SFHEfI+ » AFHEZEEY /A &G

(X!-X2A-Y),-Z (IIb) >

Hr

EXVBILHE B HES kDag 49200 kDaZ 7+ 8 HIfK

B XML T Ry L B bR E 2 IR T

EY I R AT

ZRERL0.1 MDa%Z 43 MDa 2 5y FEIAEYHAENE &Y - B

T 1% 1500 B8] o

[0011] fE—SFHEHF - GEVERTaZEEY)

(X'-X2-Y),-Z (1la) >

o

55 HEEWRAD)

C255364PA. docx

112114052 FEHESE A0202 1123206864-0



(t » ~fl‘
%[‘;wzj \‘”j ‘

7R ABAAAKBEAAAKIAAAKAGCC (SIEC

@

D lin

r\éu

4

s

i

X ) ) h
o ' S
L if LT L W
sl w PP S e \ g
‘ UH!"#H i LI [l "M ‘Eﬁl?
---------------- i urm x et i -
L] ‘ )
] ‘,!!.,.!!!io"" i o
9

|,\yrh Iy ,.,3\; gl i r]\ . i iu .»y% 1{«:7' Ih.:.v,{,’ -~
SN AR YY) 0 RS LA TA0.1 MDa &3

1] T

/ ,;ﬂ xv»v/ 4

N fE 143002

/I\‘\

RN 1 A8 15007 B -

/n\ IS

WY by

(001201 A -# ] - ABE] 2 &

RPN ﬁm‘pﬂ 50 A by o
N0l dE B

XL XN 2D () (4F)g (W) s

£ 1 NN Q3T ~ /\ o M B R N N
X T L LA (A5 S1EQ 1D NOQ: 677 1 VIEGI i L

B2 Ty VLA (140 ATAAAKIEAAAKIZAAARAGC (S1EQ 1D NC

8 9L

e PARTAIVEN

A5 6 STCRW TSI

L7553APA.doex

L1200 B A0

:"f~

s L

D NO: 21).2.

s

,Ma»] Juﬁ\(

212




I

I (!1 ] (o) ”
W l‘ ‘#’ | i il wy,
T~ mtww¢mmwmmwwww,umw‘ww
o I H M
A by
i ) 0 g

FXL XN A LA TEL N &S
W i
(?”

iy
i
Mm

S

[l

i
. 41“;,’
o 4
b
‘Ip
LY ©
' 9

257211 :
-
A
l]!m)
ll“«“i]l |

/

P

LR "ﬂzmn

Wllw !

o ui?*
rmml“‘ .
H 9
1 e . e il o
PR T A LA T PU N A
DM
O N
i
i Wﬁ'(
O %‘*mz
mhl)‘ :
g e o
9{(/‘5@% i}hy r/ ‘ufjmjf
SN L ‘
1L n
D y
|l g
“ e a0, L\“Ev”' Y, ,‘(], l) | s " |\’\.» . l,,w““":g[”
Ly
]
:

M‘ N ﬁ”lj:\nj\ilwl i

C25536APAdoex

HI,

)

/uy !

I

1)



202405007

HR KR By £ B55(-(CH2)3-NMes ;

TEnR102300 2 88 H/NR T i%n ~ p RqFEFIRIEI10%

TEp M1 £ 15 288 » H/NY N En ~ pRq@EAIAYEI0.5% & H

T1Zq 100023000 FH -

[0013] FE—LLEHafld - A#HE  BE#HEGYE SRR AT
LY B LR b Bz 2 BRI o

[0014]) FE—sLEHGIH » KEHE L H A —BEEFATEMEE
IR B IERY 0% - HAEL & (A 3% (8 88 F5 B O SRt il =~ 45 &) -

[0015) fE—SLEHAIH » A2 HiALE—EEFEA R E@RB
FRETBE R BORE Y 7705  HoE & 1m) 5 (E B B A S Fif it 2 &5 &) -
(ERNGEGEED

[0016] [EIARER T REFFEMEORF) - B I1BER I &H A FIKE
Bt 2 Hu2H10 2 2H10 8y 1] 75 M R 3 (mAU*mL) - [E ICE R T #&
Hu2H10_5MUT (SEQ ID NO: 55) + Hu2H10_5MUT_CYS (SEQ ID NO:
141)5fHu2H10_5MUT_aH_CYS (SEQ ID NO: 142).” SDS-PAGEMJ %
B F¥ o [B1D/ER T HuNb42_A88P (SEQ ID NO: 67)5iHuNb42_AS8SP
aH_CYS (SEQ ID NO: 145) 2 a5 FR I (BIEEREE) -

[0017]) 2R 7 REEEL T 7II2H 10 Bh 28 3 4 S gg

[0018] M3/ VT Hu2HIOZE &R Y EOE R - YRR T EE
b BHEMERIMAC)IEEHE(mAU*mL) - X#iffE T T ZEQER
} @ Hu2H10_5MUT ( " WT (5MUT) , ) (SEQ ID NO: 55) -
Hu2H10_5MUT_R86K_AS87P ( " R86K_A87P , ) (SEQ ID NO: 56) -

Hu2H10_5MUT_L115Q ( " L115Q |, ) (SEQ ID NO: 57)

5 8 HEEWREHH)
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Hu2H10_SMUT_R86K_A87P_L115Q ( " R86K_A87P_L115Q ; ) (SEQ
ID NO: 58) -

[0019] M4 1 RE AL P FIINDA2 I /L 28 S8 5 52 4G

[0020] [E 5@ R 1 %5 HuNb42 f BEZE S8 52 S /8 2 KI5 17 & (E
colHHRAEZEHUVY)HY =5 & i 7 BE (CBB) At

[0021] [E6/E R T 4AE K E'E h 2 HuNb42 (SEQ ID NO: 61)F
HuNb42 A88P (SEQ ID NO: 67) 857 5 5 F g8 - {4 KIS AR H A R B Y

[0022] 7w 1M ECH R iHER B fi (caplacizumab) ~ H KB 1
(bevacizumab) K i /€ B #% (ranibizumab) - Nb42 (SEQ ID NO: 61) -

ﬂ

HuNb42 (SEQ ID NO: 62) % HuNb42_A88P (SEQ ID NO: 67) . fH ¥ A K
b

[0023] BESE/R T HZENE ~50C ~60C ~ 70°C 80T | £
aTNFaMu (SEQ ID NO: 71)&aTNFaMu_3MUT (SEQ ID NO: 72)” kx}5
7 E AR A B0y % S 1T 52 BE (CBB) 4

[0024) E9E-: TEl-1 (SEQ ID NO: 81) K EEZE4 2 E1-1 F11L
(SEQ ID NO: 82) ~ El1-1 S49A (SEQ ID NO: 83) - El1-1 F11L/S49A (SEQ
ID NO: 84) XE1-1 CDR (SEQ ID NO: 85) ¥ E L EHFH -

[0025] [E10AfE R THE18C K37C MahE 2 &4l {LHuUNDb42E
(SEQ ID NO: 62)f7% EHr =¥ (CBB) 4+ & - B 10BETR 7 {£16C ~ 27C -
30C B37C FEhE > &4 {EHu2H10_5MUTZE 5 (SEQ ID NO: 55) -

[0026] [E11ARE = T HuNb42 A8SP (SEQ ID NO: 67){E R ff FH
EDTABHR( "220119 ) YR{EHEDTAB I ( 220204 | Y{FE MW T Ay W fE 5

59 HEWHRHAS)
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Bl o B 11BER /L FHEDTARR I DL K & 50kDa (" 50kDa FT  )E{
100kDa ( " 100kDa FT ; )B Bt iRAE#JE 2 Fi( " B A ) K Z{&AYTNFa
3MUT (SEQ ID NO:104) 2 [BUR () » L& H50kDa ( " 50kDa FT | )
5(100kDa ( " 100kDa FT ; )ZEtHHAEBIE < R ( "B A L )R ZEBHINFER
KFE) - B11CRET T &4 {baAng2_D4_aH_CYS (SEQ ID NO: 120)2
SDS-PAGE ¢ -

[0027]) 12/ 7T AL GEEYIS - E&aV2D RITES (&Ea
Y13~ &aPe - SEEYTHEME Z DARPInZ{HEHE (MVP)HIRy i -
M 77ES B < MVP R IR/ NMVPAHAL o

[0028]) EI3AZEEI13BETR TMVPZIEN: o B I3ARTR T #F H{E
A A [EH ) K HUVEGF E1-1L815 2 HLVEGF MVPHYAEY) I g + 4 in
(BLI) VEGF&i & K figidh 4% - JHED © J7R26E 610 (Kp=0.123 nM)& &
K fREE 4 o TS ¢ JASE A8 (Kp=0.184 nM) » BRETH R EIRE 2
SISV AR - G & R R Hh 4R (xEl ¢ B (LARDET) o yElE - BLI(E5R)
WSS GV ROEE S D2 G REHERBETE S - B I13BET
T WA T8 IR AR B 7 ¥ JEMVP 2 VEGF&E &A1 71( " KD ;> nM) © 55— (i
& 1 F4ES 2 2H10_SMUT_aH_CYS (SEQ ID NO: 142) ; & (@& : &
4t & 7 HuNb42 _A88P_aH _CYS (SEQ ID NO: 145): £={E{& : &F
2H10_5MUT_aH _CYS (SEQ ID NO: 142) > MVP ; EUEK - =F
HuNb42_A88P_aH_CYS (SEQ ID NO: 145) > MVP -

[0029] [E 14y 7124 B LR R EMVPERE 16 < SECHi4R
(xih @ A EARFRE - y#l - AE280 nmpR L ROEREE) - RIFERITAS (&
JHEDECH AL (EEY2 - [REDE s FEYEE - fE37C TRHREFEEET71

5 10 HEEHIEREIE)
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KHJ#LVEGF DARPin MVPZ SECH B B (LAY E B - (L IASER
ZMVP(JEEDHE R EREEE (L2 K8k -
[0030] MEISERTEABEIREYMEEY2 » FE)ETTESH
EY(GEEY3 > T4)EIE 2 DARPin MVPTE37C ARG T E(E28 K K&
32K Z B HYE R EAL -
[0031] @16/ T ER J77A1 ~ A28 AS Y815 2 Bl
VHH{#{VEGF MVP{£37C T2t ZHi &K Z1&HIVEGF4 & & B (Kp) - &
ZREMWNTRZFEA4R - FAITESFEYIEH 2 MVPA 4SS VEGF © BLI
= HIfE R (LOD) £50.001 nM - [& F Fr 32 B HE AV 5 A Ko7 BLI
LOD -
[0032] 17T {ERAITEIFREYESEEY2 » B > R4
JIESHEYIGESYI 0 ZATF 0 T4)BISHIDARPin MVPTE37C Al
T EAL28 K K 32K 2 & AI4 & % B(Kon) B 1L - {E&E S FEUHIFIEH(E
Koo A RATIG REZALIE R TSRS & - WERBEESY2 2 BEEESYIE

TERE TE B3 58 Kon ©

[0033] EI8fER 7 T A1 REY &K < VHH R MVPAE R 3 B 88 A%
WiEaERANEEILER - &G Y1250 TNFa VHH MVP(J5 7% 1 H R
YDAE RIZFR A N BEY B I E2(IVT PRORYIATE - BLRES SYMELEL 2= R
ML >2X - n=3EEAR I/ FE] G - FTARERIE 93250 ng 2 VHH -

[ & 7=(]

MR FEE X5

[0034] AHFEZEFHE2022F4F ISHHF ZREERHFE XS
63/331,5345% Z (BJctE - HHFY A HIY L& U AR DL -

11 HEETEREE)
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SRS

[0035) BB FRFIRF 2Rl SC5 I 2 HREFILOFA - di By
2023-04-11 Sequence_Listing_ST26 052566-506001WO.xml .~ [ 15 2=
% AE2023F4 511 HANE » HEK/NE187,778{1 704 -
L&Rat

[0036] AZIRRELEIR-PRBEEGYESY - HEAKERT
B EYEMRLEEREREEY > RESEOM BE L - T BF
FaBIH - BRE BT RadBlE - RO KBRS NRCEE > FERFR%E

M R AR 2 K R BN S KIS AR B 4B 28 2 Re T - THHAME S

[E 2 &EEy BA EHA B & ek R ik
II.ES

[0037) BRIESIMERIFER » & AEASCHFT{E A 2 BT Bl R R 22
flisE g B A — R AT A B HAMB R E AT MEAEN S BERNE &
FHN » BRI R A SR BT I 2 5 R BRI ARAR] 7 A B kLRI A B
BEOANSIREE A - HAASBIE Y B 0 EERLLTTEE -

[0038) & "4y, {EHR REF AR M E+/-FRILE 2 10% - B F1
5 §IS0%EEAS P £55% L HiE - M0 EHEBRMISE2L2EHEE
CEIE - WL BREEER > "L GIEREE S B E R S F
+/-ZBRERY10% - BHMNE » 1 E2LBZIER(EE/EHE)EFF09E3.3
2 i o

[0039) ' Wik, BE#EE ) SCH e EEE EK - BHimE
AT B 1 2 10ME R R F (JRED - Ciooke &) ~ 301 2 8 {E ik R T (JREN >
Cigf ) ~ 1 Z6(AIRIEF(JRE > Creli ) ~ B Z 4@k IE F (JREN >

5 12 HEETEREE)
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Cirafi &) - e B 2 B EEEARR) HEMe ~ -CH;) ~ LB (Bt ~ -
CH,CH;) ~ 1-N & (n-Pr ~ IEN & ~ -CH.CH,CH3) ~ 2-N & (G-Pr ~ B J
E ~ -CH(CH3),) ~ 1-T £ (n-Bu ~ JE T £ ~ -CH,CH,CH,CH3;) ~ 2-FH £ -1-
N & (@-Bu ~ £ T & + -CH.CH(CH3)2) ~ 2- T & (s-Bu ~ 4R T & ~ -
CH(CH3)CH,CHj3) ~ 2-H E-2- N E:(+-Bu ~ =4R T & - -C(CH3)3) ~ 1-JK A
(IF k& ~ -CH,CH,CH,CH,CH;) ~ 2-1% # (-CH(CH;)CH,CH,CH3) ~ 3-J%
£ (-CH(CH2CH3)2) ~ 2-H &:-2-T £ (-C(CH3).CH>CH3) ~ 3-H A:-2- T E (-
CH(CH;)CH(CH3),) ~ 3-BH £ -1- T £ (-CH,CH,CH(CH3),) ~ 2-H F-1-T
:(-CH,CH(CH3)CH>CH3) ~ 1-2© %:(-CH>CH,CH,CH,CH>CH3) ~ 2-2 £ (-
CH(CH;)CH,CH>CH,CH3) ~ 3- &2 #: (-CH(CH,CH3)(CH.CH,CH3)) ~ 2-H
B -2- & # (-C(CH3),CH,CH,CH3) -~ 3- H H -2- & & (-
CH(CH;)CH(CH;)CH,CH3) ~ 4-H £ -2- 7% £ (-CH(CH;)CH,CH(CH3))
3- B A -3- & & (-C(CH3)(CH:CH3)2) ~ 2- H A -3- & A (-
CH(CH,CH;)CH(CH3)») ~ 2,3- — H £-2-T £ (-C(CH3)>CH(CH3)2) ~ 3,3-
_HEL-2-T E(-CH(CH3)C(CH3)3 f ¥ £ (-(CH2)7CH3) -

[0040] " EREEE  (RIEE A3 E20(HEBENRFE T (JREN - Cia0iR b
B~ a3z 12{ERIE T ~ P32 10EIRE T ~ B3 28 HIBF T -~ 53
FOEEREF ~ B3R S{ERFEF - B3 2 4R+~ B A BCER 7 A B
EURIR o floch TIREE ) NEFBZES S - A LE D A MR RIERE R4
(Pl &2 ~ 3E4ERIB Z IR A4 - HIE - BEAETE ZIERE - 840
EEIRBRER (P4 - BAL6 R 12{ARIRIE + < BIRRIR - FENER[3.1.0]1C
fi K EEER[2.1. 112 be) R ZIRIRER (P20 B A £ L E20{E IR IR+ 2 =R K

VURRIRIR) - HEGFCR LG LR BB B R TR A& G - BB K

5 13 HEETIEREIE)
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112114052 FEHESE A0202 1123206864-0



202405007

Tl SR L 17 - BRI R I ERBIMEE PIEIERNE ~ ]| T & - I]|IK
B IR0 5L~ 1R UG-2-06 5 ~ 1-BRIG-3-0G 4~ Ie & - 1-3Re-1-
WAk~ 1R C-2- AR K- IRE-3- 064 -

[0041] WASCRTAZ " ARERET | (5455 Ik B 122 1t = 12 3 4
EEE 2R A2y - BRANASEH 2 A RERET 5] /B&J100 Daf
500 Da o A0 2 A% B T AV AR (H A RS ER S by ~ Bhe - Bg
e~ BB NHERES ~ Ik - Bl - BRACREE RS - bl (QORBRBE R ik - 34E
B VAT ol e i i At AR AN A R R R AR SR o

[0042] T #ifE, HIE-SHEREE

[0043] T WA S MEEL | (575 AE % BLAAR S S DU B 92 & 22 At R 1
ZILEERVEE o AR S EE A EARNFEE - TNB-6fF
ZHEE: - BNE - WIGEEE - 2G5 - APN (3-57ERIR) ~ IH T /& AR
e fg R e (B - Wi I S e R LA R 2 K2 e BT P B AR (B Y B
Bk o

)ﬁlt

EE

[0044] {ASCRTA - " EBaR ) HI5EHRAREE(-(C=0)-OH)
(-NH2) 2 B 2 LU BB e (-(C=0)-NH-)HY U] -

(00451 THE, ~ "HHRL KR TEGE ) AT A HRER - H
ISR RE ZRAFAL R G EIREER R > DU LU B RAATF AL Z B B
BeHy T U (E F Z I BB DY) M e AW EEY) - flosg "I e E
H > ZEFEMEeECEEEARREAEREEABRFIIZBEES - BAR
B FERAITE Y 2B EY) o Sk 2 & B N B b e B A © R E
DL EHE  RHEOY) - K — S EEEERE K

[0046] {CASCATA > " VHH ) (A5 HEIEEHETE -

5 14 HEETIEREE)
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[0047] "DARPin , BIE&R v MEDEREDE  HAWE
HEERREERSHEINEREqEe  KERTENEN N BERYE
HE -

[0048) T a#ZjjE(alpha-helix/a-helix) | BEEE 2 _HKiSHREH
wRER B G RIEERE  HhEE EEN-HEESRE 2 EQERF
FAL VU 5 A 2 AT A R A B 2 T #EC=0 K [E - ol e /1 1§ K B 1
Pauling-Corey-Branson of2}g & 5¢3.6,3-#8)g - HiF SR EEaREA
THEHG.6)  HFBHEEFSEAEHEPR IR - &7 R iE 2 INH
afBHE o BEEARR T 53 250 & Ry oBTE o (R ILIE R R AT AR 0 alB e EA
/DA R R A o AL — S FHEH T - ofFEE 4 2 40 A o

[0049]) JRERBEARSCRATHG I 2 FRECAS S IRV BE 8222 ol 2 2 B -
TESEEER FulREAz BT AR RWIHEZ ) GiE(hEY - B - HEW - Al
B HAh B B R R BB N R R IR BB S

[0050) fkASCATA > "TEEHGY)  BIEEEHEE ZHER T
WEY  DUKEESEHEHEEEZHER Y ZHGEENEAEY - #%
SREAGYHEINEYIRIREE B EEW -

[0051] fcASCATA - TEEEEE Rl 2RI, (hI5H %
BUE MR DL E AR R W B E - RN A S IRV B E T 2 P A
BFEERRNEEE - HRA - fEER - AR - G - BHRE - SR
FZ @l (color) o PAE HIRRL T E R R E] - HAL B 8252 |l he 2 P
Pl A S -

[0052] Az pritiil 2 &5& W) o] S5 R/ BGRC R B B 82 R
Z REAT I E W B R/ BCGRBC Ry i ke - BEEEEE ROz SR BRI

lﬁ%@;
%t

wi'

ll

Jla

5 15 HEETIERBIE)
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Hilie < AR EUE MRV b e 2P A 2 RER - LEB TS
s B - BOINE > @AM ZEaY T RmE Loy
EETER {erd Bl Aok T L NIk L
JEMRAFI M E PR ML - SRR - Mk - whifkE - whila

WL EE -~ B R - il S - R - REERE - 2 -

FEALY) - WEY) - JBLEE - NBRER - RIRED - FIE - WIRERE - HER

X

&
+
1
=
5
e
W
=
=
iyl
j
aef
|l
]I§=l
EF-;”&
\ﬁ
4_[
el
=
i
-
o
-
W
=

B R AL - T
C LEEREER - BHARE KRR o HMESWEEEE F a2 EHY
3% B H A Remington: The Science and Practice of Pharmacy, %521/,
Lippincott Wiliams and Wilkins, Philadelphia, Pa., 200651 «

[0053] A piEnz&Eayey " BaEs Rz 28 (EHIIR
BECTAEEG 26 - sE 0SB0 - ) - it eB@IaweE) - &
FNRy* (HHPREC-Cof ARV - JRELFESE W8N B =g B 2 mp ikl -

[0054]) {RASCETH > "BFEANE ) GifEEERBEHATER 26
BERNEIE - FBHEEEEKEULAY /AR 2 BEY - B o] i 28 IR R g &
{655 FE L0356 fli s B 72 (2 FL {40 Lieberman, Pharmaceutical Dosage Forms
(1% E5%3%, 1992) : Lloyd, The Art, Science and Technology of

Pharmaceutical Compounding (1999) : Pickar, Dosage Calculations

5 16 HEEHIEREIE)
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(1999) ; KRemington: The Science and Practice of Pharmacy, 205K,
2003, Gennaro4s, Lippincott, Williams & Wilkins) « & {L4HET » 4%
AR E /N R IR I 2 B RE A SR &

[0055] #KASCHATAY - "l (inhibition/inhibit) ; & " fIFIHE, (%
a2 LR ENT R ERe AL EVIEER IR E1T BB IIRE 2 774

[0056] fkxACATH - T & (treatment/treat/treating) |, 15 H N
EEARNEERI L - HRAEHZHEY  AnshEaERaiEd
A PR B RE SR 4% 7 S/ BRE IR AR 8 JRCHEE e / 2 TR 75 B PR 955 B IR AE B 2 SE AR HY
b - AE—EERAF - TIEE ) BELA TR 2 —REHE  alIFERE
T3 IR (B 4 ek /b — B4 2% R R 9 B IR B B 2 IE AR R/ B 55 R 9 R IR
ZARTE) 5 b) k&R BB | — B 2 R R BUR AR BRAE AR 2 38 2 (B 40 5 2R 0
BORIRTRIE » TE&E PRI BUR IR < BALEOERE) © Fo) & 8 R BURAR 0 B
WEERREARH R - BB RFIRE  ERERER 54555 E K/
ERFE -

[0057) " FEWT (hf6FH (R BB BN < BE VR R RN 2 %
@ o

[0058) AU "{EEG ) RHWMAEY) - Hul & A EEIE N
Yy Gl EEY) o RN~ 3 - REECHBME - X EF 0 E0E
B~ BB - VAR R R D o AR E AT #HERA

[0059) KASCHTA » "RRET ) (hisdsEstg BT - HRAH G
{246 BE 25 (8] 5 RS 1K b S 17 7 4f e 1t o, o

[0060] KASCHTA » " HRECEEN ) (RIEIE4E EREEZEB NS

5 17 HEEHIERBE)
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eV WIIRRE RN — T C BRI » R RN B RS HY I
g -

[0061]) fRASCATA - "RHEITNEER, GECRFEMEINEEY
Z ANIG RN — P ACE YRS - o e G A B < K R &S rh O
17 o ¥ A R e 22 R & h Pimmis 2 G - Hop Pimmis HFE
B RS iE B A YE
I11.FK

[0062] AF—LL8 ) (5] F - A0 2 R AL ¥ 0 b TH R fig o < Lk
W AREVIESS - Pl s R ~ BOoROaREME ~ I RiRE M ~ BEAEE
KRB M R/ A M ARG E 2 AT ARSI SRAE -

[0063] fE—LL&Fhapl+ - A EAZD ALK

FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4 (I) »

CDR1 -~ CDR2 ;X CDR3 & H 1L Fy B AT &

FRIE A&
X'OVQLX!'"'EX?GGGX X QXS GX'*SLRLSCX!"X'¥SG (SEQ ID NO:
1) 2 W B e A

Hr

X!195Q  EZD >

X''EV Q- AXKE

X12ESET »

X3 BL - SEHV -

X B VA -

X'SEP - AT

5 18 HEEHIEREE)
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X' &G - DE(R »

X" EBA -V T=HKE > H

XS EBAKV ;

FR2 B A& XX WX2?2RQX??PGKX*#*XPEX?VX?7X?®] (SEQ ID
NO: 2) 2 BB E P71

Hr

X2BM -~ 1~ VEL >

X2V EG - SELA >

X22EF ~ YEV

X2 BA -V~ PEKT >

X*EE -~ G~ AEQ >

X2 BREZL

X2 E&F -« G~ WEL >

X2TEA - GES - H

XA~ SEG ;

FR3IE A&
YX3*DSVKGRFTISX? DX XPKX*XP VX LOQMXY X3 LRX***EDTAX?"
YYCAA (SEQ ID NO: 3) 7 R e

Hr

X30BA -G~ SET »

X' BREQ -

X32 BN ~ SED -

X3 ES - AED >

5 19 HEEHEREE)
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X3 EN=K >
XPEBETEHM >

X3 mY ~ DE(S >
X3TBENED >
X3 B SEN >
X392 B PHA > A
X3¥vEV -M -~ LI H

FR4 E. 75814 YWGX*GTX* VTVSS (SEQ ID NO: 4) &

5

Hr

X*BQEK » H

X BLEQ -

[0064] FE—fL&fI+ » XV RL -

[0065] FE—SL&hHfIF » X*TRHA -

[0066] fE—H&FEHI+ » XO/A -

[0067) fE—LEFHEEIF » X" 5P -

[0068]) f—LLEHEMEIF - X*/Q -

[0069] £ — & & j& ¢ & - FRI H H & &
QVQLVESGGGLVQPGGSLRLSCAASG (SEQ ID NO: 5).7 B E:fig FE 5] -

[0070] £ — & & j ¢ & - FR2 H H #&H &
MGWFRQAPGKEREFVAAI (SEQ ID NO: 6).” [ £ s 751 -

(00711 £ — &% & j » & - FR3I H H & &

YADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAA (SEQ 1ID

5 20 HEEHIEREIE)
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NO: 7) 2 F BB 51 -

[0072) {F—SEHHIF » FRAEHEEYWGQGTLVTVSS (SEQ
ID NO: 8) 2 fg &M FF3 -

(0073 /£ — & & & # f - FRI B H & &
QVQLVESGGGLVQPGGSLRLSCAASG (SEQ ID NO: 5) 7 lF &g F51

FR2 B/ 61 &MGWFRQAPGKEREFVAAI (SEQ ID NO: 6).7 £ %
Rl

FRIEAHE S
YADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAA (SEQ ID
NO: 7) 2 k&5 5 H

FR4EL A B EYWGQGTLVTVSS (SEQ ID NO: 8) 7 frE 5

[0074] FE—Ff 4 - CDRI ~ CDR2 R CDR3& B B2k 5 Hiife
AN R GMAER - £ —SFHGI T - ZPiieHEKIeG ~ IgGR
B ~ Hg#iscFv ~ I E#FEVHH ~ {25377 (adnectin) ~ MGG - L& 7T
#k(anticalin) ~ DARPin 548 T 72 giri& 2~ Kunitz UG o {1 — L8 i i
T ZFOMACEBSEEHUTEARENL  IENKAEARRAF
(VEGF) ~ LR F-a (TNF-a) ~ AL TESL (PD-1) ~ 257
MESETEC#E-1 (PD-L1) ~ #EHEMETHREIRHEREG4 (CTLA4) ~ 53 {LiE
40 (CD40) ~ 771E7# 134 (CD134) ~ 73{E#% 137 (CD137) ~ M ERFE 2
R B SE N T2 R tHRA 2 5 (GITR) ~ TS B Bk & 5 {4 A+ Vi
(VISTA) ~ TR EREL RFEQ ZEE3 (TIM-3) ~ MHEEE(L
3 (LAG3) ~ /1A Z-1-B (IL-1B) ~ 1 ZE-6 (IL-6) ~ /1 HZE-10 (IL-10) -
THEZR-12 (L-12)5KrH&-15 (IL-15) - fE—EEHEH T - ZFEMAE

5 21 HEETIEREIE)
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& & ¥ mEN LA RAF(VEGH) B AR 211

[0075] fE—E&FHEAHIH - BAH=T4HAEK -

[0076] fE—HEEHIF - MEAUTHLZ—HEZE  QRERT
{[E e Bl < CDR1 5 (b) & [ B 78 e A fif < CDR2 § R/E(O)RERIE
16/ fz £ % < CDR3 -

==
B

==
B

[0077] fEMKZ—EEhaHIH - (a) CDRIEAEEFAYSTYS (SEQ
ID NO: 9),~ FrE g E %] » CDR2EA@ENSGTFRLW (SEQ ID NO: 10)
> MR 7% 0 HCDR3IEHAERAWSPYSSTVDAGDFR (SEQ ID NO:
1) 2 RT3 B

(b) CDR1 E.Hf 4 RRFSIEA (SEQ ID NO: 12)” lF &2 %1 » CDR2
HAHEEDSGGSTD (SEQ ID NO: 13) 2 E P57 - HCDR3IEHFHEE
IGGSWYGRGLD (SEQ ID NO: 14) > lF & 551 5 5

(¢) CDR1EAf4GTFESSII (SEQ ID NO: 15) 7 & %] » CDR2
BEHEESWSGGTTV (SEQ ID NO: 16) 2 BB 5 - HCDR3IEHHE
RPYQKYNWASASYNV (SEQ ID NO: 17).7 &5 5 5

(d) CDR1E. A f1£ GGSDAGT (SEQ ID NO: 18)” BEM 5 -
CDR2EAM@4ESWAGTAWR (SEQ ID NO: 19) &4 5% » HCDR3E
A 4LGSYEMDHH (SEQ ID NO: 20)” R 55 -

[0078) f—EEHMI+ - BERFYIHEESEQ ID NO: 51-58 -
61-73 ~ 81-85 ~ 91-98 ~ 101-109 ~ 111-131 % 141-170F 2 {F—F - ff—
g F > fREABEESEQ ID NO: 557 A F I « {F— L2 i fl
» IREEAE&SEQ ID NO: 67 2 AR TS - e —SEHf+ » IREH
SEQ ID NO: 1427 pr AP « fF—SEEh P+ - IKEAHEESEQ

@
il

5 22 HEEYIEREIE)
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ID NO: 1457 R L FP51 -

[0079] f—SFhfl+ » kAR 76 &SEQ ID NO: 51-58 -
61-73 ~ 81-85 ~ 91-95 ~ 101-106 FZ 111-118 5 7 {F — 3 o {F — b B Ji 3]
1o JREAEESEQ ID NO: 73 ~ 81 ~ 91 k92 (£ —E WY AW P51
fE—EFhEF T - [REAEESEQ ID NO: 101-1069 2 £ —F iy AR
Fedll - fE—EF it - IKEAFE&SEQ ID NO: 67 2 B 51 -
IV.E&&

[0080] FE—EFhEiflH - EEMAERTaZ&EEY)

(X'-X2-Y),-Z (1la) >

H

B X VB I B (A S P i A 2 K

EXBIH BRE B3 E 10018 B &R 2 FLBE T

EY I R AT

ZREFHL0.1 MDaZ 43 MDa . 5y T2 EYHAENE &Y - B

T 1% 1500 B8] o

[0081] FE—SFHEfIH - EEhRIb 2 4EEGY)

(X!-X2A-Y),-Z (IIb) >

H

EXVBILHE B HES kDag 49200 kDaZ 7+ 8 HIfK

B XML T Ry L B bR E 2 IR T

EY I R AT

ZREFHL0.1 MDaZ 43 MDa . 5y T2 EYHAENE &Y - B

T 1% 1500 B8] o

5 23 HEEHIEREE)
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[0082]) fE—SLFhif]F » EX BT BASH 2K -
[0083]) f—SLEHMIF » SIRERE T2 REEILH 5T 2 100(E iz

[0084] fE—&FHIF » HNEHEFBIIMEREEMU T 2 A
sl

AEAAAKEAAAKEAAAKAGC (SEQ ID NO: 21) >

AEEEKRKAEEEKRKAEEEAGC (SEQ ID NO: 22) »

AEEEKRKAEEEKRKAEEEKRKAEEEAGC (SEQ ID NO: 23) >

AEEEEKKKKEEEEKKKKAGC (SEQ ID NO: 24) »

AEAAAKEAAAKAGC (SEQ ID NO: 25) >

PSRLEEELRRRLTEGC (SEQ ID NO: 26)E

AEEEEKKKQQEEEAERLRRIQEEMEKERKRREEDEERRRKEEEE
RRMKLEMEAKRKQEEEERKKREDDEKRKKKAGC (SEQ ID NO: 27) -

(0085 £t — &£ &F ju #l # » &K E# v B AH & &
AEAAAKEAAAKEAAAKAGC (SEQ ID NO: 21)” fF & FE 5 -

[0086]) &Rk AT#E M MTHFL flo 8 H T8 < N TP i Rg - 85 4E &
VI Z A R E T EE 2 EYHE MR SY) - 8820 San Diego, CAY
Conju-Probe=;BroadPharm » ENY, Shirley” Creative Biolabs}&ft 7 f§
SEPET o JPREYSE SR 2 )7 A A Bioconjugate Techniques, 553
fiR, Greg T.Hermanson - F5 {1 ] Bz ~ #e B ~ B E RIELEER
f& - W EE i L8 (B 22 (Click-chemistry) ({5 F 20 {55 A8 ) 217 S > =]

[0087]) (QFRMEATRE R T G R R B —hi 8 > S SO EER P AR

5 24 HEEYIEREIE)
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[0104) #H—EFHEH T ZX5E5BEHASSEQ ID NO: 51-58 ~ 61-
73 ~ 81-85 ~ 91-98 ~ 101-109 ~ 111-131 K 141-1700 7 {(F—E 1l ERE
2K - E—8FHEA + > EXBEEAFESSEQ ID NO: 55 7 A7

BYRL - HE—EEHEHIF » EXEEHFHBESEQ ID NO: 67 2 A Ty
ke E—8EHAIF > EXHEEAFABESEQ ID NO: 1427 FFE B 5
ke E—8EHAI+F > 2XHEEAFABESEQ ID NO: 1457 FFE B F5IHY
Ak -

[0105]) E—EEmpH+ » FXEEAFEESEQ ID NO: 51-58 -~ 61-
73 ~ 81-85~91-95 -~ 101-106 2 111-1187F 7 (£ —F AR EE 5 2 ik -
[0106) E—EFHHIF » oY EA a2 &5 ¢
(X1-X2-Y-Z1)n-(Z2),-(Z3)q (111a) >

Hr

HX I B EALS5 kDa£ 49200 kDa 2 73+ &ML 5 A

X B EalB g 2 IRERET -

[0107) fFE—HFHG+F  SX'BETZMK -

FR1-CDR1-FR2-CDR2-FR3-CDR3-FR4 (I) -

CDRI1 - CDR2 K CDR3& H &I By 5 A E &

FRIEHFEE
X''VQLX!'"'EX'2GGGX*X QX !'SGX!*SLRLSCX!"X!8SG (SEQ ID NO:
D) 2 B BB A

Hr

X1°5Q - EXXD >

X'EV Q- AKE >
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X2 ESET >

XB AL~ SEV

X4 EVIKA

X5 EBP ~ ASKT

X' &G - DE(R »

X" EBA -V T=HKE > H

XS EBAKV ;

FR2 B A& XX WX2?2RQX??PGKX*#*XPEX?VX?7X?®] (SEQ ID
NO: 2) 2 BB E P71

Hr

X2BM -~ 1~ VEL >

X2V EG - SELA >

X22EF ~ YEV

X2 BA -V~ PEKT >

X*EE -~ G~ AEQ >

X2 BREZL

X2 E&F -« G~ WEL >

X2TEA - GES - H

XA~ SEG ;

FR3IE A&
YX3*DSVKGRFTISX? DX XPKX*XP VX LOQMXY X3 LRX***EDTAX?"
YYCAA (SEQ ID NO: 3) 7 R e

Hr
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X3OBA G~ SET >
XUBREQ

X32 BN ~ SE(D >
X3 ES ~ AED >
X3 EN=K >
XPEBETEHM >

X3 mY ~ DE(S >
X3TBENED >
X3 B SEN >
X392 B PHA > A
X3¥vEV -M -~ LI H

FR4 E. 75814 YWGX*GTX* VTVSS (SEQ ID NO: 4) &

Al
o
X*HQEK - H
XHELEQ -
[0108]) fEALZAREY—EFHEHIF » XV HL -
[0109]) fEATLZIREY—LEHEHIF » X7 HA -
[0110] FEATZIRAY—LL & fIF - XPO/A -
(0111]) FEALZIRHY—LEHEHIF > X7 5P -
[0112] FEATZIRAY—LL & fIF - X*BQ -

(o113] E X T 2k —&FH B+ > FRLEHFH B =
QVQLVESGGGLVQPGGSLRLSCAASG (SEQ ID NO: 5). 7 fr B 5 -
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[0114] £ KT Z KBy — & F i+ » FR2Z B A & &
MGWFRQAPGKEREFVAAI (SEQ ID NO: 6) fr i 5 -

[0115] £ T Z KBy — & F jm » FR3 B A & &
YADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAA (SEQ ID
NO: 7) 2 W BB FF 51 -

[o116] £ KT Z ik By — & F jm # - FR4 B A & &
YWGQGTLVTVSS (SEQ ID NO: 8) fz &5 -

[0117) £ KT Z KBy — & F jm # + » FRI1 B A & &
QVQLVESGGGLVQPGGSLRLSCAASG (SEQ ID NO: 5) B K s F5]

i

FR2E. 754 MGWFRQAPGKEREFVAAI (SEQ ID NO: 6). i 5%
ISl

FR3IE A&
YADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAA (SEQ ID
NO: ) BRI A

FR4 B84 YWGQGTLVTVSS (SEQ ID NO: 8).” f# 551

[0118]) fE=IZBKEY—LEF i+ - CDRI - CDR2KCDR3&H 5
KBRS E 2 /A ER -

[0119]) fEXTZ R — & hE (I - ZHife 5 BEERIgG ~ 1gG R
EZ ~ BEgfiscFv ~ HE(E# VHH ~ (fER7T ~ MG - 85w
DARPinE(&E T2 778 &« Kunitz BRI HIH] - £ —SLEFHfl$ > Fii8 HEE
1gG « fE—LE i@+ > Jiks BlgGR B - fE—EEHafl+ - Hiis & HE
HEVHH - £ —SFHif+ » Hi#E BDARPin -

[0120] FIZFREY—SEHOIS > G@EAERSEHLITEASYR

5 33 HEEHIEREIE)
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B MEWNRAERRKT(VEGF) ~ BREEERT -0 (TNF-a) ~ #2740
HEsETEHELD (PD-1) ~ P MALTHECAE-1 (PD-L1) ~ 4HiE S TR E ERAE
fA&EH4 (CTLA4) ~ 77{Eik40 (CD40) ~ 7r{Eik134 (CD134) ~ 73 {Lik137
(CD137) ~ HE B RFHE ZEE AN T2 ES (GITR) ~ TS
{EREERE JMHIAN T VE(VISTA) ~ STARBERER KMEFEZ
EH3 (TIM-3) ~ HREBRIELE3 (LAG3) ~ /ra&-1-p (IL-1B) ~ /THZR-6
(IL-6) ~ /- HZ-10 (IL-10) ~ /1t HZE-12 (L-12)8/rHZ%-15 (IL-15) - {E
—EEEH T - ZAMAEESHHMENRERRANT(VEGE) B AR £
M- FE—EEHAIT - Gk ERS S HEBREELNT-o (TNF-o) B 5%

i HE—BEEAT > EAEERESEHTEERE-1-p AL-1B)EARE

L

R
_E_.

\

=

[0121] fE—E&FHEHIH - A=K -

[0122] fE—®FEHIF - MEAUTHLZ—HEZE  QRERT
{[E e Bl < CDR1 5 (b) & [ B 78 e A fif < CDR2 § R/E(O)RERIE
16/ fz £ % < CDR3 -

[0123] fEfkz—sghm i+

(a) CDRIE A HEFAYSTYS (SEQ ID NO: 9) &

==
B

==
B

& R
BERP5 - H
CDR3E M &RAWSPYSSTVDAGDFR (SEQ ID NO: 11).” fEf
SRR
(b) CDR1E.75 a4 RRFSIEA (SEQ ID NO: 12)” l s 5 -

pal

CDR2E A H&ENSGTFRLW (SEQ ID NO: 10) 7 j#

CDR2EHHEDSGGSTD (SEQ ID NO: 13) RS > A

CDR3IEAHEIGGSWYGRGLD (SEQ ID NO: 14) 7 FEEEF] ;
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£
(c) CDR1E. a4 GTFSSI (SEQ ID NO: 15). lrEfE 5 »
CDR2EHHEE&SWSGGTTV (SEQ ID NO: 16).” lrEms 5] » A
CDR3E A HSRPYQKYNWASASYNV (SEQ ID NO: 17)” f s

SRR
(d) CDR1E. 5 H4GGSDAGT (SEQ ID NO: 18)” B s 5] »
CDR2E.Hm4SWAGTAWR (SEQ ID NO: 19) s FEs] > H
CDR3E A 4LGSYEMDHH (SEQ ID NO: 20) 2~ fi &g FE51 -
[0124] E—2®FHHHF > &X' HEEAFBEAZSEQ ID NO: 51-58 -

61-73 ~ 81-85 ~ 91-95 ~ 101-106 K 111-118 7 7 (T —Z i I B s 51

ik fE—SFHF - &X' HEABESEQ ID NO: 557 BB 7Y
k- fE—SFHF - &X' HEAEESEQ ID NO: 67 k5B Fr7IHY
Ik - fE—EEHM+ » &X' HEABEESEQ ID NO: 73 7 F A 51l HY
ik FE—EEHEHF - X' EAEESEQ ID NO: 917 B Fr 76y
ik -

[0125] fE—EFHEHIT - EXPHEFEE T I AR FIIETIK
#P T : AEAAAKEAAAKEAAAKAGC (SEQ ID NO: 21) >

AEEEKRKAEEEKRKAEEEAGC (SEQ ID NO: 22) >

AEEEKRKAEEEKRKAEEEKRKAEEEAGC (SEQ ID NO: 23) >

AEEEEKKKKEEEEKKKKAGC (SEQ ID NO: 24) >

AEAAAKEAAAKAGC (SEQ ID NO: 25) >

PSRLEEELRRRLTEGC (SEQ ID NO: 26)=,

AEEEEKKKQQEEEAERLRRIQEEMEKERKRREEDEERRRKEEEE

35 HEWHRE)
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Y o H
ﬁN/\)LH{\,owN\ n,
QO o

BA DA &5 2 AW R T T MP2H -

[0131] HE—SERHHF - RN MHETSYEFL0.4 MDaZE 42
MDa 5y F & - {E—SEHHI+ - RN MRTEESYEFE0.7 MDaZ &)
1.5 MDaZ 73 & o fE—HE i+ » AT SR FEEYEF40.8 MDa
ZaTE-

[0132] FE—SLEFHEHIF - SRR ECi-ColR BB -(Ci-Cs
EE)-NRR* o ff—EEF il - SR KR F LA -(CH,)3-NMe, « {F—
HLERAIF SR B LZE 5 H&R F-(CH2)s-NMes « 1E— L EFHE I+ >
#R'5-(CH»)3-NMe, 5 HER B L5

[0133] fE—SeFHMIF » SROERE I ABC-ColE A - f£—
EHifH » SROZRHE -

[0134] FE—2EFHEIF > TEZIEISO0ZBE H/NATEn  p
R qZ SAFIRIEI15% 5 FREp A 1E 1000 B8 B /NA T &n ~ pRq2 4470
4910% ; H F1Zq R 100£ 10000 B8 - £ —SLEHHIF > TEnkl1E
1000 2 F= ¥ H /NS T HEn ~ pReq 2 BRIAVET10% 5 THEp Ry 1 2800 2 B
H/NATEn ~ pRqr 88F/INEI8% 5 H N EqR100% 10000 F 8 - {£—
AT > TR 105450 2 BE H /NA T 20~ p RqZ #ERIHTEY
15% 5 TEEp Ry 122300 2 B2 H /N T i%En ~ pRqZBFIAYEI10% 5 HTIE
q/1000£3000 7 FE 8 - fE—SLFHEHIT > TEn K 102300 2 828 H/NF
THEn ~ pRQZEFATLI0% 5 THEp /1 E240 2 BE H /NP T HEn ~ pigq
ZHBFIAEI8% ; H T HEqE1000%E 3000 B8 - ff — L FhEfh - TiEn

Iz

|5
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F10 2300 28 F H/NR TEn » p RqZHBEMBTL10% © FEpRA1£60Z
BELH/NN TEn ~ pqZEMBYEI2% 5 H N Eq R 1000£3000 7 F 8y -
HE—SEHA T > TEnE10E300 7 BE H /NA T ~ p g2 SFITE
10% ; THEp 1230 2B A/ TEn ~ pRqZEMAYEI1% 0 H T 1Eq
F51000£3000 7 B8 « fE— 2L EHGIH > TEnZ10£300 7 B E H /R
NEn ~ pRqQZEMAT10% © TEp A1 RIS ZEZE H/NN THEn ~ pkq
L GERHYE0.5% 2 H T 1Rq A 1000523000 2 B8 -

[0135] fE—sEHfld  ARHIEEMR—EEEY AKX
I SRS

(X-Y-Z0-(Z?)p-(Z7)q (IIT) >

HEHFZ0.1 MDaZ£ 43 MDa 47 T+ =

_E_.

\

~

B XA 1L f B €S kDa% €200 kDa 77 FEHYAL
BY Ry A ERET
& X-Y-Z' 85y BH LT 61

X

\
Y OH
S 0
O H O
HO %o LY
OH NH
o:<

BZPEH DTN 4T

.
K

% 38 HEWHRIE)
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B2 I FOHELY '
BY' BALUT &

o o )
| N/\)LN@OWN\N;%
H 2 o H
o

HER'FR? B L BB -(CH,)3-NMe; ;

TN 102300 7 B H /N T En ~ pRqBEFIHIEI10% ;

THEpRHIZE 15 7 BH H/NATEn ~ pRq¥EFEI0.5% 5 H

T1ZqA1000£ 3000 #E -

[0140] FE—iLEHHIF » ARH ZEEYRFE D12/ F £ 424
INEE - LR EBLZR ~ YB3RELYTR - —HEN2HE - Q2B R 4B L
Ll A £ &6(H A 2 /EREA 2= 1 -

[0141] FE—iEHMHF » KAFHZEEYRFE D12/ £ 424
INBF ~ BJITRZELIZR ~ KB RELTR ~ —HEEL2HE -~ {282 4941 - &
L A 2 &93(F A 54938 H 2 €961 A 2 TER N AR A U FHIFRT -

[0142] BN T BEEEYE S 2 IKNEY: - S 2 EY)E
PEM B B AW 2 A B ERR RS sE - E—BERA+ > &aW
ZEYEEBEBEGEE SR R EYEENE DEI25% ~ £/D
4950% ~ £/VET5% ~ £/VKI2ME - £OWSE - 201065 - £OEILS
L EJA0fE - 2D &S0

DEIS0015 ~ BEDEY

&~ 208200 ~ 20825 - 2093061 - £
&~ B2/756 ~ 20810047 ~ £2/08200%F - £
1000 B #E 75 1000/ -

V.HEY

[0143]) fE—SLEHEHI T > AH 2B EH Y HE S KA AT

i

il

5 45 HEETIEREIE)
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2 SEEY) e R B

AR
[0144] &7 BARHPGSEY i BEEES

sl R | Ry [ G BORAS © EIRe P A\ BB B AR AR © e SRR R AT o HORAL o [

AR A B — R MEYE > HONa R E R - RhO ] - DI - AR e

SCEEEI AR o BEBY SR O Ko A% B 2 45 i Y &I 87 T o A0 BB R B R SRR

> 2 B 40 5% ¥t B Remington's Pharmaceutical Sciences, Maack

18

ErTp2 2P RH R EEE S -

)

Publishing Co, Easton PA ( Remington's | )

[0145) FEHUEIF - &H] R B ARE M 4H 70 R & < dl kAR El 38
EFERIG - JEMHEA LA EIEPIFHRERELFEa/F L EHERE HERR
FR TR Se R/« BB S sE B R & A S% B 10% £ T0% Y A3 IR 2 &5 &
Y o

[0146] FREPAIMOEER - BIEREIK - PlaKEK/MA -

FAR o BN IR TR o KRR EE R AN B L SRR R R 2B RIE R
AREFHAC -

[0147] M5 4% T8 2 /K ME 7SI AT #8 ke AN 38 1 2 &5 & ) 75 i
oK B R FEERINE S8y Ea R ~ SR - 12 B R W T E K 2 i -
BRI AR R85 I AT 45 TR Al b AR VE MR H 70 73 BORS & RE R B
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4 H el K CRERR 2 (R BEHY 4 o = V) (B A0 S8 £ 0 LU B4 RE 5 B h B2 )
HIRA LRI A B AR K CHEREE 2 RESHV M & 2V (PIOR A LM%
R 7K L B IS B B s ) » KIERRIF RN Al 23 — S g R > s a0
AR R LB s S SR B IE NS © — SO 0 —B Sk
Bl je — B 2 R EH R - SE A0 ME ~ Be] i 2 6H B (aspartame) BURE RS © W $F
HEEBEHZ2ZEREHACGFALY) -

[0148]) JREFEARAE BITREE F Ay (b ploR e 1 2\ BB DL 48 T
HY S AG 7 VR - IERURRR Y A B IEE IR - BIFIR ALK - PriEMEE
Sh o EEFERE A& R - FRE - RRER - KEE - AT RRAGHK
B~ oy Eum] ~ SRR~ BT R AR -

[0149] MMBFRATFEHEAFPHZEEYRFREYH > 580
TEAEH ~ B ~ ZWoH Bl Tl T - BCRYH - SRR T Bt
F RV T AGREC - TR RAT S AR > sE AR - B O E
JNEE o WA NOEHR SR AR A CIRY O AR B4R > SRt - LIRS A B0
o BEFIRECY) AR AR IR LB GE O PR M BR) K OriF - {F Rl /E5
HEE® 2 F ) - 2 A Minto, J. Pharmacol. Exp. Ther. 281 :93-102, 1997 -
A g5 0H 2 BB EC Y ) A] 2K AU AABIRE 2 o AR A] By B OCRT i A 2 AE
VIR EER Y > S EVE ZReY) - aEA LR EERATFLELE > 58
MFTALERE K E R © RIRTFAL L0 - SEO R EONBERE © AN AE B B
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[0150] AZFHR 2 4H-&W7JR o] DL BK B8 2 =0 R 2 DUAE 8 N 4% 18 7%
e BHIME > MBS BANE R LIRS TN 2 &8
) 14 Bk S 5K #% B1 (£ R Rao, J. Biomater Sci. Polym. Ed. 7:623-645,
1995) 3 DLURT A WK i 2 o] 2 5 SRR SR EC V)T 4% (2 R 170 Gao Pharm.
Res. 12:857-863, 1995) ; BLAAEAR O HE 8L~ SU B AR =0 HE L (2 LI 40
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WR =i

aH o2 iE

BLI EVIEE T

CBB EEHT =R

Da ERTH

DMSO == et

DMTMM | 4-(4,6- _H & FE-1,3,5- = 0f-2-F)-4- H ELIE etk s & LY

DPBS HFR H iE [k % B 4% E1EE 7K (Dulbecco's Phosphate Buffered Saline)

DTT S

EDC 1-Z5-3-3- AN AR L qolg

EDTA U

ELISA R HsRaE or s R SR A A

FPLC TRERE HEIRAAEENT

HA HRER

IL EES

IMAC & L E R AT

IPTG Eﬁﬁﬁﬁﬂdﬁ#?uﬂfﬁ

ITV SRR N

kDa TEFE

MDa JKEFE

MES 2-(N-IEIED) £ el

MVP SEEHE

MW TTE

5 62 H(ETHRAE)
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W =i

MWwWCO D TEEIE

NHS N-FEE T g oo

ORF FHREIE

PBS Bk B G fEr K

RPM e/ 7y 5

RT Fm

sdAb B aE

SDS-PAGE | + e ELui e 80 % PO f B SeE & ok
SEC ReTHEFHEdT

SEC MALS | R~THEH@HT % A B
TB TBEZE £ (Terrific Broth)
TCEP 2Q-FBRLE)

[0208]) EH AR LLTERIG -
AINAREHBE/EEYREM ZNEET

[0209]) J&% M2 O K Ciifi Bk 7282 7 > R AR A b & &8 i W 7 5 0%
BT o KRS IR R T R B IR B S S R LR H BRI 2 )89 M ORF
(MLAAMVPEE & 2 B8 Clifi 21 Bt F % 5758 2 5 1) B HE P £ 43 1% Geneblock
(CkEIDTEEMER) » ETFBEYEANEFEEEEERTER
o BAML > HEEREBIER T 2 BB T RELFIINEHEEORFE
IV EZ RS | TEPCREF LM R EN > (tMESEHEEZ2EHE
REVER R L GEEY T o WATH B2 B 1T S8 E P (Sanger
sequencing) » DIEfRE AR & 2 ER T 2 /G REBIHVORFZ IR L E K
SEEEVE o BT ORFHG 1T i 26 T7 M 2 1 A 5 15 B8 6 R I A8 TP TG 5 AU T7
BB TR
RIGEE P 2 dEERE

[0210] RAEMLRBEEFTRAIFEONEE  HEOEE
A IPTGEE E 1 TTE ) F-(NEB Shuffle T7 Express)” #E#] T » {£TBhz#&
Hh 4 £ %0.6.20Deoonm B R FFE37C T 0.5 mM IPTGHEZ MU /NEF B ]

% 63 HEWHRTE)
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B o BEYRNIFEER HRME(L - B410 mLET L2 -
RERERAERZRE

[0211] & FAERBIREBAENERE » HABREEMalEZ FER
FFHAR T2 ORF Z N » AT R ERIE K T LRl PRy A 2 -
IMA C R R bR

[0212] R E ILEEEY) 2 KGR B AR & 48 3 K e BE AR 7L 25
mM HEPES ~ 20 mMBK® + 400 mM &Ll ~ 0.5 mM EDTA - 5%t -
0.01% Tween 20 (pH 7.5)H > DA20k*g)& % » H i i1 GE Ni-NTA
HisTrap™ &t - BIERFREMEEQE L& F SN0 mMORME 7 & R &
Mt o BE1R{E HFPLCLA260 mMBRME 7 #5 RE VAR PR R 2 BB EHE « &
SDS-PAGEfg & 4T - HRKi#EHAKTA UnicorngR fg i hll 2 7 HE % o f5
FEEYERIERERE - £—%EN T > EEHE NG HTEV 1] X f#
IMACHRIIEE KRR » s BEALIMACK (L& # R Px -
EHEAHL

[0213] FE-FEEAIBAHRBBEMER BT » EHEOEARHE
(JSR Life Sciences * Amsphere A3)H 20 mM Tris ~ 25 mMZE#H ~ 0.5
mM EDTA (pH 8.5) 275 E KGR E @Y F i EsdAb - # &L EE /Y
sd AbE 1% 11 87 ff R R W) R R e bk - BFETR 50 mMIEREL $pH S
25 mM NaCl ~ 1 mM EDTAA# o
@it

[0214] RE—FH{LEDE » KRE JIMACHEERHZREK
MiRESfZ > HHEM 20 mM Tris ~ 25 mME&({L$K -~ 0.5 mM EDTA (pH
8.5)TH I #1 < GE HiTrap Q HPE L - b Z {4 2 LA B ¥R e A A it i ot o

5 64 HEEHIEREIE)

C255364PA. docx
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BRSRMERBERES > T EHEEHEAEHERBYT - KQEE
SBYE—F AR AKIR R & > FH B RpHEEZES - HEE it A 10
mMIEE LY - 0.25 mM EDTA (pH 5.0)78 V-2 GE HiTrap SP HPE 1 -
HE{EEBELL2S mMEEEZ#H - 0.5 ME(E#H ~ 1 mM EDTA (pH 5.5).2
TRIE/AHE - XA SDS-PAGERESZ AT - HF#E A AKTA Unicorn#U g i 5l
LBl AR I F EE B E E R EHEIE -
NEXBREREOBERE

[0215] FELSPIEEEM Ly - HEMKBIZF#100 kDaf A= 4 4 3 e
G PR R AR BRI B & - 15100 kDaliEiEE 4E 257 Y E 08 5 kb
%113 kDaf A M4 R e R MEds DR 2 E L ERE>175 mg/mL - fE{g
iR AR I 2£10% Cr (viv)d > HESR R 2R A F#EFMA-80C T -

[0216] B (Ul > Q2 BT CHEMNT 2 1& - HFSHET 3 T
TR RGE/ e B - (FEBEMAPH ST4EE - HEBERA (10 mMIER
B #9pH 5 > 0.25 mM EDTA)ZE 5% B (25 mMEEE#pH 55 1 M
NaCl - 1 mM EDTA) Z 5 FEIEHE > BEAL10%825% B 2 EERE - Bk
Tty > AEERERFREZEGEERLL3000%2%F 18 100kDaj# J§ 2
(PESEVFI A 44 2) - BETRE10kDaiE B s ik — B E LS -

[0217] RtEfrEE Rk T EANEEE2EMEEY - &
L2058 B 21.2kDa PEG-JE T /& _BRoeRE &l pE42°C T H45 08 - HAE
4%%£20% SDS-PAGE F#{F - DIsS BB RE M E —1.2 kDagtZ BHE R
A2 -
BINEHBE/ECSYRERS

% 65 HEWHRTE)
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[0218] &K#t HPDBERIE Z BLASTE KM EL E P -
Jalview #2 U fTMSA#RLE - 5% 12 2B #E (i F Clustal Omegait 1T FF 51 tE
B NLEHEAKGUHF 2 FHIMERBE AR HE 2 sdAb » HB R
FE AL ER(E R {E LT 100(# FR H PR AEMS AN - MSAN&H LB B Z fRSF
Mo B Bl R — 28y - B OF AJEORFELGE & PRl BE < R & F c
Uit o bR e B EK AT sAAD R FI
TERGIE B B

[0219] &AMEEE FRELZHERINAZENGHEZTE
%R % Agilent QuikChange EBiZE B EH E4H )7 F A 25 aks
Ay > HEEEIDT - RBELER 2 )75 » 4£4J10 ng 2 ERIDNA FE{TSDM
PCRIZHE - #5587 77 B < B BB T A& Fe DLRERE & R AL BE LA
AR EMERE ZRINK

[0220) ¥25xE8fE 7 ZUARLEER25 mM HEPES - 20 mMBRME
400 mMZ L4 ~ 0.5 mM EDTA ~ 5%tf3H - 0.01% Tween 20 (pH 7.5)7
i E25mL TBIEEYFUE 2 RIBRESESN T - A EEeE T
FAPLA0% 2 F A K E B B Sx o — AR - R 2 4 A EE LY DA
10K* 8% - HK 100 uL F)FRE > » HAES0C ~ 60T ~ 70C X80T T
EITHEE IS8 MELKEBE o8 - DLI0K*eBREIER L ELE
FoysE o B 0] 25 M =2 BUY) 4R 17 B & 48 FI % 5 4% 18710 (Laemmli sample
buffer) & » &M > A{T4%%E20% SDS-PAGE Fi2(ELIEEERR
BB B R4

[0221] fElfEE 2T &Y AT - BERE 1A 2 FRIHFZEE(ORF)

% 66 HEWHRTE)
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RGBT R & A M1 2 IE R T B R Z A VS R IR -
TR AEYIEEINE R 2R GV L SERNERE T (R2) -

AFfh

=2 NEET
EETERE | EETER BT
aH alZHE AEAAAKEAAAKEAAAKAGC (SEQ ID NO: 21)
AE3K2R(2) B HE AEEEKRKAEEEKRKAEEEAGC (SEQ ID NO: 22)
AE3K2R(3) B HE AEEEKRKAEEEKRKAEEEKRKAEEEAGC (SEQ ID NO: 23)
E4K4(2) B HE AEEEEKKKKEEEEKKKKAGC (SEQ ID NO: 24)
EA3K(2) B HE AEAAAKEAAAKAGC (SEQ ID NO: 25)
a o2 PSRLEEELRRRLTEGC (SEQ ID NO: 26)
AL &EE E VI ol Z AEEEEKKKQQEEEAERLRRIQEEMEKERKRREEDEERRR
KEEEERRMKILEMEAKRKQEEEERKKREDDEKRKKKAGC
(SEQ ID NO: 27)
Spot JE4EHE{E | PDRVRAVSHWSSC (SEQ ID NO: 28)
GT9 JesERE L | GTGTGTGTGTGTGTGTGTGC (SEQ ID NO: 29)
CRASEARIME il TPTTPPTPTPGTPPGGC (SEQ ID NO: 30)

[0222] B IBE R T RIBREF P RMEESB2HIO Z A1 A M %
Bl o L& H B ERE T 2 2H10% BASHYE 0 N BN E vDE M 4R (5 Y 2
RIS o BRIEMEEMERECNEQE 2 Clii i - off e s+~
FA R TR -
[0223] [@EICER T nEM: R 2 W HN{E 7Lk 2 SDS-PAGE 73 #ft
I EAIN 5 R o E A B RS EEEE K RAE M (carbenicillin) Z & Y)
(5 mL){E37C TREAERZMM - BRBEOWREEMNEEY > A1 mL
PBSL ik B E @B O ULE « R FOFR B EYL-80C TR M -
e SR AE B S TR T8 S AR BB K R 3ME > A LER > EELLEEQE
& A 4% %2 20% SDS-PAGE I #:{E - H14Y15 kDa Z {7 38 37 /Y
Hu2H10_5MUT (SEQ ID NO: 55)%Hu2H10_5MUT_CYS (SEQ ID NO:

141) 2 BHE R AEClii iz = H SEQ 1D NO: 217 s fig fL 7 £ 1 1Y
Hu2H10_5MUT_aH_CYS (SEQ ID NO: 142)fZE (18 #I(4917 kDa ” f&

) e
55 67 HEHTRAHS)

C255364PA. docx
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[0224] o 2 A5 MERIMARNKLLL EEBHE - JIVEGFEH
HuNb42 R 7R 48 1A JI Cling o SR g IR (B vl A ME R I n - B 1DER T
HuNb42_A88P (SEQ ID NO: 67)( " Bk = ; ) fH & 5> HuNb42_A88P
aH_CYS (SEQ ID NO: 145)( "+ aH_CYS | Y2 a8 F=H - EH a2 jjgi#E
T 2EATTEEENEREERIEN B A Clinulf el 2 HIEESEHY
REEERFIUE -

B2 AEMREZ NFEBE

[0225] J&RMIKREBEFEREEREZ N REE &R T
ZIEbE o AT > BRIk TRE N L R AE B NRI(E - AR R EREN -
I WELR(E AR E AR R T 2R BB B AT R M AR

[0226] & A 2k 5 Abysis §ii 88 57 #7 & & T20 5F 73 73 # & (2K B
LakePharma) Z 5t B &R #ETFYI AR - HREE ANHESHE ZsdAb
HEFRFIIN 2 F el B TR - (BT RS EE K Z(ET20E AR5 57 -

[0227] [E2fE R T #H BAERIGRE T 2 RIRET 2 2H10 K E
e ARG AR Y] o IREI3ARTSE R - BEEHU2H10 R86K AB7P
(SEQ ID NO: 56) FzHu2H10 R86K A87P L115Q (SEQ ID NO: 58)E ALk
Hu2H10 5SMUT (SEQ ID NO: 55)8(Hu2H10 L115Q (SEQ ID NO: 57)¥ 5
HEHERH -

[0228] [E 4R T HALKRIGRE T 2 LI IT 2 Nb42 K Eh
Ze BB BASH I AL P - [ESEE R T HuNb42 ASSPEEEJG(SEQ ID NO:
67) I I A A MR o B 6 R 1 S A B R IR A BUA B S &
= > NHANE AT EEEE RIS HEEE 2 oI ERHA

[0229] ME7/Er FAHEER RiIEERE T - BKERLKBEEENR »

% 68 H(EWHRITE)
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Nb42 (SEQ ID NO: 61) » HuNb42 (SEQ ID NO: 62) & HuNb42_AS8SP
(SEQ ID NO: 67). 2 AJEAL - BEAJRILI S » K HZ-8F 453 BT205¢ 57 A &
Sl > HuNb42 (SEQ ID NO: 62) FzHuNb42 A88P%# A% (SEQ ID NO: 67)
FEBSCRNELBEE -

[0230) ESE/R T EMR ~50C ~60C ~70C 80T FHH
aTNFaMu (SEQ ID NO: 71)5aTNFaMu_3MUT (SEQ ID NO: 72).7 kg
T AR 2 VAT B B ET R B (CBBY 4 8« Z R PHaTNFaMu N Ay =
(EBEZE SN T EHE C ER KPR EM (2L LT70C) -

[0231] E9ERTEI-1F 2R EREERHENERHAE ZE -
E1-1 S49A (SEQ ID NO: 83) ~ E1-1 F11L S49A (SEQ ID NO: 84)%E1-1
CDR (SEQ ID NO: 85)g& ¥4E1-1 (SEQ ID NO: 81)z{E1-1 F11L (SEQ
ID NO: 82)MHEELY10FEE K 2 HHEHE R -

[0232] BEIOBR T ETHERE NETEOESNKE » BR&E
A B R /D S R B R e — B BB RS y i (R[ED) o B 2 R
MR BERE B R OB RANEAE 2 G EHI BB NTERL » TRIME L T ERBEN
EY - B SBER(TEENEEOESPROREA S _MEH#RY
B BIREFAIRRE o
BB RNERBER

[0233] EQEHBIFAFTENEE  REZNEZEFEEYE

a8 A REYAEF 25 RN BRI REKE) -

[0234) NEZBFHRIUANEER TEDTAZ FAL1E N » EDTAZ
FAENBSREZEDERE T HESE@EE - FREEENHE  EGE
BERERE - -BEIAZENBERTHNEZEHREEBR T ELF

% 69 HEWHRTE)
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>99.5% Y NEZE °

[0235] E11BER 50K 100kDai# g a5t bk N5 2= LUK IE H
}1 TNFa 3MUT VHH (/NE)-aH (SEQ ID NO:10H) & & - HE R
25mMFERERE $i(pH 5.5) ~ 100mM NaCl ~ ImM EDTAFAY4Y15mg/mL%E
HE A IRAE 2R 50 K 100kDaZz F E B (PES) i g 25 > LAISK* g7 48
1057 % © {5 F A280 57 ¢ O & 5t (nanodrop) E HIEHE R E » H{EH
Charles River Endoseafe LALE &HANEZ= -
yap-

[0236] RSmLIZEYIETBERGHEEREE+TIERFTIEITC MAE
REEM - & HAE4C T LI4000RPMEE. L 10" 2R UL SR AR - R BR4E T A 1mL
PBS 5% H #7222 52 78 L %5 (Eppendorf tube)d o f£14000RPM ~ 2.5' 4
CTHRdifSEsS - HHE EBRE LA - #2 R A& &R AE /K g
B H 2 EE %% #7)% (50mM HEPES pH 7.5 -~ 20 mMBKE™ ~ 400 mM
NaCl ~ 5% H ~ 0.01% tween-200.5mM EDTA) S » {f FH/NRIUGHHE F
FAE 0 AE40% N TS ARE FARL - S"ARMEIBA B - R E AR 60" HY R 1
T fEK BTN R o (£ Nanodrop A280K 4l AEVIIEE(E L4
EHESE  HEBMKERMRF T1L4%£20% SDS-PAGE E#{E - &
pEBE At InstaBlue EH E B R TR E > AfEKFmolhie - EH
Image] {X S st B X WM E B9 % - HAC B[ SEE KE HETEEL - &
>10% 2 Sk B EHE G RERNREFEH > B 2 RwE - ZRUBE
R MARRNARFE R DEIET o S SDS-PAGESBEE 11CH
JEETIS e

[0237]) ¥ ACEEIA 2 B b PR Ay 2 37 % BRI 8 0% B R B M I BE = ot

5 70 HEEHIEREIE)

C255364PA. docx
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T3 -
RIRABENEAE
G2t ladlk “BET %
aVegF_VHH SEQ ID NO: 91 21.3
aVegF_VHH_3MUT SEQ ID NO: 96 21.9
aVegF_VHH_5MUT SEQ ID NO: 97 20.9
aVegF_VHH_6MUT SEQ ID NO: 98 18.3
aTNFaHu SEQ ID NO: 102* 28.3
aTNFaMu_3MUT SEQ ID NO: 104* 16.9
aTNFaHu_7MUT SEQ ID NO: 107 25.0
Hu_aTNFaMu_3MUT SEQ ID NO: 108 12.8
Hu_aTNFaMu_5SMUT SEQ ID NO: 109 17.8
Hu_aEGFR_5MUT SEQ ID NO: 119 11.8
aAng2 D4 SEQ ID NO: 120 30.0
Hu_aAng2_D4_3MUT SEQ ID NO: 121 23.7
aAn2_H4 SEQ ID NO: 122 25.5
Hu_aAng2 H4_6MUT SEQ ID NO: 123 10.7
aAng2_ 0027 SEQ ID NO: 124 34.9
Hu_aAng2_0027_2MUT SEQ ID NO: 125 19.8
aEpCam_Nb4 SEQ ID NO: 126 15.4
Hu_aEpCAM_Nb4_4MUT SEQ ID NO: 127 16.1
aEpCam_Nb5 SEQ ID NO: 128 15.2
Hu_aEpCAM_Nb5_11MUT SEQ ID NO: 129 17.9
aEpCAM_Nb22 SEQ ID NO: 130 11.9
Hu_aEpCAM_Nb22_6MUT SEQ ID NO: 131 14.9
aPDL1_Nbl SEQ ID NO: 155 28.6
Hu_aPDL1_Nbl_4MUT SEQ ID NO: 156 19.9
aPDL1_Nbl104E10 SEQ ID NO: 157 25.0
Hu_aPDL1_Nbl104E10_1MUT SEQ ID NO: 158 234
aPDL1_NbG5 SEQ ID NO: 159 19.6
Hu_aPDL1_NbG5_4MUT SEQ ID NO: 160 27.5
aPDL2_103E4 SEQ ID NO: 161 25.8
Hu_aPDL2_103E4_2MUT SEQ ID NO: 162 234
aPDL2_103ES5 SEQ ID NO: 163 16.2
Hu_aPDL2_103E5_4MUT SEQ ID NO: 164 18.7
aPDL2_Nbl103F10 SEQ ID NO: 165 17.8
Hu_aPDL2_Nbl103F10_5MUT SEQ ID NO: 166 22.2
Hu_aPD1_102C3_3MUT SEQ ID NO: 113 28.4
Hu_aPD1_102C12_3MUT SEQ ID NO: 114 22.2
Hu_aPD1_102E2_3MUT SEQ ID NO: 115 23.3
Hu_aPD1_102E8_3MUT SEQ ID NO: 116 29.1
Hu_aPD1_102H12_4MUT SEQ ID NO: 117 22.6
Hu_alL-1B_5C_5MUT SEQ ID NO: 167 17.4
Hu_allL-1B_6C_3MUT SEQ ID NO: 168 20.7
Hu_alL-1B_11H_3MUT SEQ ID NO: 169 13.3
Hu_allL-1B_12D_2MUT SEQ ID NO: 170 233

C255364PA. docx

112114052

5 71 HEEHERBE)

FEHESE A0202

S 32 & e FU AL ET 2 £ SEQ ID NO: 217 ClimodRHENK - Bk 7 A£ LLE SR

1123206864-0
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("*O)FETHBERT -
B4 FANESNRZESBEREANLTFT
[0238] EWNDLEERTRERZER - LN EEFI T i
A% e B0 R R B B DA © R4 KRS Eon B A R B IR LA
LB -

5 72 HEEYIEREIE)
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R4 HEERE
& =F | F5l
B4 26 QVQLVESGGGLVQPGGSLRLSCAASG (SEQ ID NO:5)
CDRI1 T BN T{ERE R
B2 18 | MGWFRQAPGKEREFVAAI (SEQ ID NO:6)
CDR2 T FIANS R AR
YADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAA
A3 39 (SEQ ID NO:7)
CDR3 ayaE > (54N 1 SRl B R
44 12 | YWGQGTLVTVSS (SEQ ID NO:8)
5B R B2 FEF AU
g FERER BEFRUR
1 Q E-D
2 v -
3 Q -
4 L _
5 \Y% Q-A-E
6 E -
7 S T
8 G -
9 G -
10 G -
11 L SV
12 v A
13 Q -
14 P A~T
15 G -
16 G D-R
17 S -
18 L -
19 R -
20 L -
21 S -
22 C -
23 A V~-T-E
24 A v
25 S -
26 G -
27-33 CDR1 (XXXXXXX)
34 M [-V-L
35 S~A
36 W -
37 F Y-V
38 R -
39 Q -
5573 E(SEHHEE

C255364PA. docx

112114052
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C255364PA. docx

112114052

40

41

42

43

44

45

46

47

48

49

50

51

=< |m A R

52-59

CDR2 (XXXXXXXX)

60

<

61

62

63

64

65

66

67

68

69

70

71

72

73

74

75

76

77

78

79

80

81

82

83

84

85

86

87

88

89

90

91

92

93

94

<l <31 g|odlem | vnZzZ20E <<= Zz|R v 2|07 n—="mR QlR|I<|wn T >

FEHESE A0202
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95 Y
96 C
97 A
98 A
99-116 CDR3 (XXXXXXXXXXXXXXXXXX)
117 Y
118 W
119 G -
120 Q K
121 G -
122 T -
123 L Q
124 Y ]
125 T
126 v
127 S
128 S

BOIS. HEEHA b2 mE K EERRRE ST RY

[0239] FErfE =M T 7 &% e 8 s LU g R S MR R - ke 3% Ak 8% $19
(HA > 830 kDa)Pl4mg/mL & F 52 /KE0. 1M 2-(N- G Ibk ) £ fis % &% 81 R
(pH 5.7)H ° @3 mg (3.6 nmol > ERIREF SPIHK MW (L) HARY
AR R E I =M (HOBY) /K & ¥ {E B Hy DMSO f1 #Y €95 £ 100
mg/mL{EEFE IR > F210%2£100% DMSO M 7 bii f% 52 JEE 1 B RE R (B0 > Fi
B -X-t Bz - e B E > 58 MP2H)(10 £ 100 mg/mLE# f#) K 720.1 M
MES& @R (pH 5.7)F B SR (1- £Z4-3-(3- R N B )ik ol B i
B3(EDC)) - HRNEEITRIEZAFE AL BEHHARERIEE Z S KIEY)
N EHE & LURORBIME AT ALY T 226 R RTH
R TETZHAEH - EEH RERET Z HEEER

KIEY Al A2 FAES*
EABI(EDC) 500-750 | 1000-1500 | 9500-12000
HOBt 3000 2000 50
ERERIMP2H 3000 1500 500- 1000

{H A H 830 kDa HAZ E H & E# TEDCai B 7 fEik
ETEREE o AR E PR £ HEMCHE {{MP2H -

55 75 HEETIEREIE)
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RIFTETEESYRBREZBEH - LR R EETRIER

[ FEY) ikl k2 J7i55*
BAEI(EDC) 0.25-0.375 0.5-0.75 4.75-6
f&£{EHI(HOBY) 1.5 1 0.025
EERMP2H 1.5 0.75 0.25-0.5

FHABERE > [ EY) & £ (=830 kDa HA%J2000%% 5 ) -
EFEREE  £RE R EY S EHEMCHE {{MP2H -

[0240] fE&REEIRINZERED VFEE RS RES > HHKE
RIERKNIERET S 2L mL - RSFREEEVHLER NAHBRES
a5 (TR EAS 7y £ 2/ > FTAINE - fERIE 1R > (ERELI0% viv
HH(H 1B H) pH 6.5 DPBSK0.01% v/vILIFLEERE20 (FIF M EEM)
P EEECH20% RS R AR Y R EY) 27 kDa MWCO 5210 mL Zebaffi
B8 H e RS LR S e AR EY) o (E R EE O =R TR
EY B R FERET > FHRE BI25E60575# - (EHEY LRI
B B PR S i B oy HAERZ /K R RS R - (EFHUVIROLTE ~ NMREGK (2
R 2 K (Ellman's) & E o 2K iEE GRS ZH T M B o g iR &
KAZEFEE -

[0241] Z{CH > B ERET - BEE A EEI(EDC) LK EpHEK
S ENERESREM > DUEINEE D BEY R oV ILE B R 2 b E
Moy T ERETHEH (EED -

[0242] =] {E A & (U o Bl & EDC ) HOBt > 35 21 DMTMM ¢,
oxyma ° JNH] KT HERH @M A ~ HAMARER B ~ YIRDAIE - BT
WA A ~ BT EEE/ NI R B gV T A b B AV R eV T
Y -

[0243] «ifbi&k - (£ Take3 i E A BioTek Synergy# 45 I
JEHUE A BT AR A Z P EPYEIUVOEEE(200-324 nm)  IH T % _Ff 2

5 76 HEEHIEREIE)

C255364PA. docx
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MR BT RS 1230 nm | 2 0K O BCRE R O 5 B 2 5 AR 2 BT B 1T B
SR E -

[0244] Fefeia5d K (University of Georgia) Z # IR Kb & ¥7b/
Fed L (Complex Carbohydrate Research Center » CCRC)EE » ££25°C TfF

O

SEHEAS mm{EJE &St 2 Bruker Advance I11Y¢E%{# ('H » 600.13 MHz) | #
FFLE ST NMRA A o 42 FE 735 R 755506 mILis R 6 i b R )
>t o {8 FE B B A8 A B P R4 4 (B B HPLC AR K » HAERK FE s
CCRC - Y RAEAC TAFESEUE » HEAENMRYEHE L BN E > 5 53 I8 T
KRGS K R - P NMREE S 8% > 0.7 ml BIW B 155 R (2.9
mg/ml)F e 5 7-mUZIEEE S o §51.3 ml D20 (99.9%)RIN%E & 5 F L35
BT SR S - BE1A (6 SpeedVac B 72 J 45 23 15 2038 T W bR S 85 1 «
AT 8 1 ST 5 P AR 700 uL D20 (99.98%) 7 LU ANMR 5347 -
[0245) R {I1ER MR (BB AT IR, T 228 «

K86 H £ AT I 2 75 AR B T R
Jk | CPRESE | T ACEEEEE | ETRERSERME | NEEERERGER'H
EBNMR) | B (GREESK) | NMREH - HH%)

1 1-1 203 128 RNEIE (=P%
2 2-4 ND 128 ND
5 5-1 118 123 8.2%

ND="RHEE > *=CCRCULEIH dn Y& K PTiEE

[0246] EA=FMAFEGEGRLFTRERVIRBETR » LRHEE
IET 5% —FR a2 R TE ~ (BB BN HARR Z RERR - R TR &
10 F11H o

5 77 HEETIEREE)
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.G E1BEY
hR# | EMER | EET | BEW | ETHRZ | BREEHAR | ERHA-
(HOBt) | (MP2H) | (EDC) | MWEEEpg]l | £2JET$%— | COOHX
B8 ER 3 (UM) B ES | RERER
1-1 3000 3000 500 483.9 128 6.2%
1-2 3000 3000 500 350.14 124 6.0%
1-3 3000 3000 500 422.26 141 6.8%
1-4 3000 3000 500 393.05 139 6.7%
1-5 3000 3000 500 397.97 136 6.6%
1-6 3000 3000 500 334.1 115 5.6%
1-7 3000 3000 750 429.11 145 7.0%
1-8 3000 3000 500 361.2 136 6.6%
1-9 2000 3000 500 306 97 4.7%
1-10 1000 2000 500 104 34 1.6%
1-11 1000 2500 500 150 47 2.3%
1-12 1500 3000 750 355 112 5.4%
1-13 3000 3000 500 484 137 6.6%
1-14 3000 3000 500 305 103 5.0%
F10. 57824 Y
RS | ML | BT | Eem | UETH | BEmHAE | ERHA-
(HOBt) | MP2H) | (EDC) Hfoe SQZIIIET)%: COOHZ
EB  EB | B B2l (uM) | BEEEREE PR
2-1 2000 1500 1500 371.2 111 5.4%
2-2 2000 1500 1500 333.1 101 4.9%
2-3 2000 1500 1500 371.2 113 5.5%
2-4 2000 1500 1500 428.2 128 6.2%
2-5 2000 1500 1500 338 107 5.2%
2-6 3000 3000 1500 570.6 155 7.5%
2-7 2000 3000 1000 392.5 121 5.9%
2-8 2000 3000 1000 482.6 162 7.8%
F11.5755F /Ry
R | BT | BEE | EE | Bl | ETE | BEEHAE | ERHA-
Yt (HOBt) | 7% | (EDC) | —HgEs | k2ZJET%— | COOHX
EE B BEE | BleM | ETEEs | RERE
5-1 MP2H 50 750 9500 415.3 123 5.9%
5-2 MP2H 50 1000 9500 399.64 138 6.7%
5-3 MP2H 50 1000 9500 476 137 6.6%
5-4* MP2H 50 500 9500 826 171 8.3%
5-5* MP2H 59 593 11263 707 227 11.0%
5-6 MP2H 50 1000 9500 296.43 95 4.6%
5-7 MP2H 50 500 9500 2341 70 3.4%
5-8 MP2H 50 500 9500 349 90 4.4%
5-9 MP2H 50 500 9500 227 83 4.0%
5-10 EMCH 50 250 9500 417.9 122 5.9%
NET I W on e R (B A UV L E R E & -
25 78 H(EHRBEE)
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[0247] & {CHL > FEMAEZEIR T FEIEE SR IER SR > K
PREZ#N(HA > 830 kDa)LL10 mg/mLFEH /K L4 mg/mLFEFR0.1 M 2-
(N-I5 I LB (MES) @& R (pH 5. 7)< AERIE Z AT > BEAZKRETT M
MES (pH 5.7)%{5/20.1 M MESH 24 mg/mL HAfARR - HALZ )R T E
B e RS © 13 mg (3.6 nmol © EFRIETESYEK XMW 21b)
HARRE RS - IR IIFEE TR =M (HOBO) /K& Y 1E B iR DMSO R EY &S £
100 mg/mL{EEFER » 1% £ 10% DMSOH 7 kit F5 f7 fE ML B B2 (F140 -
BIE-X-H AR - FOE M A E > FEAMP2H) (102100 mg/mL & 678 K 52 0.1
M MES&G& &R (pH 5. 7)) 2B EHI(1- L £-3-(3- B AN E) IRk oz
BzER(EDC)) - N BT IEZ A 7% - BEEHHARBREEE S IE
VI EHE 8L ROoR BT AR 125 ¢

R12.FHEYRETT A
K e HEA 5%B FEC 757D HEE
BE&R(EDC) 9500 500 1500 3000 6000
(LA
(HOBO 50 3000 2000 1000 750
EER(MP2H) | 500-1000 | 3000 1500 1250 750

HHABR 7 RKIEY)E E(1$830 kDa HAZJ2000¥% % Bs) -

[0248] fE&REEIAINZEREMD VFEE RS RES > HHKE
RERERIERBETSE]D mL - REFREOESYEZER NMHBRES
as TR IEAS s £ 1.5/ N > HATE » FERIEZ1& > ER&K10% viv
HH(HIF B H) pH 6.5 DPBS -y ~ #7320 %Refa e AR Ay S e 2
7 kDa MWCO 5%10 mL Zebafi 8 B ig &t K AL R S EME LY E &
Y o FHNMREL S » i ZebaE HEAL ALK P 7 > B A B4 R AE 7K
AR H AN PAR B o {8 B O B B0 T R AT R T R A Bl 2 R T

B AR R B 025 2 604y i - {5 o R T B PR LR 9 R S )
5 79 HEEHIEREIE)
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HALFZ K EB-80°C MHRE AR » ERHUVIRIELE - NMREGEE (B0 2 [H #

e RRIESTKEEGE SV BT G _fRu kR E R EMEE -
[0249]) ERIEHEAZIAT G B bR R/ EBHE M T R139 -

RI3.FAREBRESRIAZIR T F R i BURE R

7| BT CEREEREEE
A 290
B 185
C 227
D 223
E 180

* {5 F S B 2 EC R 9o A 2K B S 78 LONMR Oy A7 22 o R ) A R RE VR NE T 0% - B o W R 2
FAT MBS -

[0250] AfEfeiaae KRE 2 IR K{EE YT FE .0 (CCRC) R » 1
25C THEZEMEAS mm{EE £EEF 2 Bruker Advance HIYEEFE('H » 600.13
MHz) E#ETE GV ZNMRIHT - AEERAAZEL3 26 mLIEEIEAER
PRI 2 1% - (5 AR BB et A s TP R (B ORI K > HAER K B 2
CCRC -

[0251] EFY'H NMRYGREZ o3 #r - A Gg & A HERHA
MP2H - i 25 Wl E W E ik (EDU) (FL & (B I R B Pk Z EDC/KAZE
EVDZETR - Bt ERKEHEEZERNES - HERHA (EEES
VIEU)MEEMP2H ~ &G ZIEEREMRK I &%) K BEEDU Z 21 F » BN FR
778 - 5TEHA » MP2H -~ JiFBEEDU K& & 2 IRBE 2k (conjug. EDU) 2 Ji
ASE - MP2H ~ & Z IRRRE AR I &) KOs BEEDUAH iR HA 2 S e
IRRFR 14T -

=

% 80 HEWHRIIE)
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R14.T7EAZTTAEZMP2H ~ EEEEDU K 1E B Z AR 10 & 7748 # 1 HA

(100%) 2 HHHEEHEE
MP2H FEEDU | FEEERINSY)
FiEA 21.7 11.7 15.2
F7%B 23.0 1.6 n.d.
FiEC 25.9 6.4 nd
535D 26.8 8.0 n.q
J775E 20.7 18.2 5.0

n.d. : REHEZVHE
n.q.  FRREE  GEBATEEZYIE

Bl MUEKMAELR-ReMEEY

[0252] & /EGEAQEVR-FEeVEa? > HL1E2EE 28R
TR AR ERRE M E O 2y A B Ry R Y & 0F HEHAE4 CEER
SOmE T AL e B TR G RY BN T R 22 /0 2/ Ny ZE IR CR B o R i A
Zom N A DI EERE) - 5% - /A0 M pH 7ZHEPESPI£0.1 M2
BRIE > IEM AT EpH - E—EFR T > HEeRIEZR > BEH
BEERMNOELI00E £ 2 EFK(GEWDTTTCEP HCH) LU/ ik Z Fi#HY
(o] B e 6 S M o IEG 22 TRV R i i B B BUR RS R T T &S 5 2 AT
HIERT B > KERLBEEREGYIRN EZTCEPE AR ES G
[pgd - fEdE e REHIE - RINEAT o 2 — 2% KIS R ERCR ¢ 0.5
£10 mM EDTA - DUE bR SR E KD  tween 20 ~ IRAK(EEY)
BN R ECH > UEE B ERE R/ ER D ES B RIE(EEYE
Y ERIEF RIEMEEER - N ERERE - IEEEERE &/
NERVESEEEEYE Y ZERIEFEEMEEEM - #BHLIT
HAEAPZ—RZZHR-FeVECYTERRKEZIK - A50%1000
kDa MWCO#t ¥ 7 & & E R (pHIE = Y BB Ik 2 pl > LA B AL AT EM
(1:100%£1:1000) £ /DK » FRA/NEF > H—RBAEAC 2= T 204N

% 81 HEEHIEREIE)

C255364PA. docx

112114052 FEHESE A0202 1123206864-0



202405007

B o $TEHEEREEE4E #% -~ DPBS pH 6-82(50 mM tris 150 mM NaCl pH
8-8.5EAEDTA K tween B¢ H AL 7% 1 40 7 325 B8 (FIUAR B IR ) #E 17 D 15 U 8
JE o (ER ST HE B #EITFPLCHDE » EH&ERET UG EM 2B e
2H oy 45 S HVER AL B fT B AL T FPLCHIDE - s & & Yl 17 BE R M IR R
AR ERREZRTAEESY - BERIESCR 2EHE ORRIFAL<S% R
RiezEHE)  AIAFTEAEL -

[0253] #ZHMH > MEMIZPEVRISHERT > UBEEZKEe
PIEH R EE R INML - BRI Tween-20 » DUERLBEFEZEE0.03% (H1F
JL) © (EE IR /NS 2R > FIRFEIRTMEE T3S M IEEE (295 RPM)EK
BIEEITRIF - BHMEHS0£1000 kDa MWCORR$H 5 DL M & &R 1.2
BB ETENMAKERARKIEZIK © F— BREEEEKENES
BB e | _FeER R B B0 /K (pH S P A 2 4% 87 B8 R Ak i 2 ) £20.01 %
Tween-20 ((HIFREEH) - FFEZE/DA/NEF 5 b B B 4 1 B /K A
0.01% Tween-20 > [B1& ; S bk B8 4% T8 /K E10.01 % Tween-20 » f£4°C 2K
o N RFEA/NE o DLRAAIE B Z B UEN SRR - HIFN - Al
tween 20 ~ EDTA RIR/K(EEY) ZRINKI LUE S E B BB EM: -

[0254] AEMVPA(E 2% - ERTEEMNTFEE oo il & 1574 7y
eV cEHERE - EHEERE - MVPLERRGEEHRMNT] - E/H-F
F P EYE R ZMVPRIREREZRUREMGEAERE « HE - #Bh4E
VIS T2 in(BLD B M AR Bl B R GE B Al T -

[0255] MR ERGASERLIMVP » &A1 R FER2GM L
MVPEFRHMME Z HRMVPaEE CRE(RSESERE - EHEH
BEE -~ 8~ SEHNEHERLS) » AAIEFASTREYIGEH ZDARPIn

5 82 H(EHIEREIE)
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MVPHy RGBT 2 -F IR EEB 2 BRI m R E 129 - (EF 7R85 /A5
EY) &R Z JiVEGF MVP 2 VEGF&E & i ¢ BLIE RHE R 2 E Bl /n B [E
13A o

RI15.EE5Y

BET N t=0F | t=0FZRe
&EeH Eﬁsfg SEQ ID Ef Ej"%f’% AMER | ZKp | (rn)ERn
| No: (mg/mL) (nM)* (nm)
1 92 - 5.4 1.325 68 0.001 51.5
2 92 ; 1-7 2712 117 0.001 782
3 92 _ 5.5 1.77 67 0.001 443
4 92 _ 5.6 0.52 45 _ _
5 92 _ 1-7 2.923 114 _ 73.98
6 92 _ 5.5 1.8 116 _ 36.11
7 92 _ 5.6 2.726 78 _ 374
8 81 21 5.7 0.82 94 0.184 ;
9 81 21 59 0.46 51 0.678 ;
10 81 21 2-4 3.24 136 0.123 ;
11 81 21 52 0.33 47 1.038 ;
12 73 21 1-6 2.46 120 _ ;
13 91 31 5-8 0.38 72 0.011 ;
14 91 31 53 1.04 68 0.203 ;
15 91 21 5-10 0.52 59 0.001 ;
16 91 21 2-6 3.04 101 0.001 _
17 91 _ 1-7 1.59 90 0.004 ;
18 91 _ 1-7 1.43 88 0.001 -
19 91 _ 2-6 23 108 0.001 -
20 91 ; 2-8 1.724 91 0.001 ;
21 91 21 1-9 1.63 51 0.001 -
22 91 21 1-10 0.636 18 0.001 ;
23 91 21 1-11 1.319 33 0.001 -
24 67 21 1-13 4.591 100 _ 103
25 72 21 1-13 4.77 51 0.1 77
26 73 21 1-14 1.96 104 88

* BLIEAGIR £50.001 nM - ERH T3] 2 BA LERNE S KpEHRBLILOD « ** £
Cy7& e B 2K

[0256] Z{{H > RIESEA(CIK-EEWEEY > FH1L1E2E
ZEIE TG _ERrE Ry IR R R 16T AR Z AR BHVHAG B A E
ff - ETSE & R IEAERBLE MERE AR IECESHIEN TRIEER

INFEFFE o 01 M pH 72HEPESLLEO0.1 M2 B4R - (411 FHE1 K

E n> HHIH]

a

5 83 H(EEHIEREIE)
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fEpH - fE—&F R T B TEK-FEEYE
FI50% 1000 kDa MW CO#f %} 35

CRULEEL N8 Pa i
E & ER(pHER R BRIk Zp] > 1{HE

Rr)HEFTIBT(1:400% 1:1000) E /0 =7 > ZRALAC B 58 T4/ «
R16. K- B eVE M KEGRHE
gops | WOEHR | BOER Bk seipomsr | K
27 JIEA 0.58 ( S?g ]151511\:1(\)]:1{11: 5 141
28 J77EB 0.60 ( S?g ]IESII\:IC\)]:HIII 5 134
29 TEA 0.31 ( s?;if{'&g:l{féz) 75.5
30 77348 0.32 (Sﬁgg;gf{gz) 71.4
31 J77EB 0.19 ( g’;“ggl;\éH;) SEQ ID NO: 21 58
32 /5B 0.29 (S%Tg?g';gﬁ? & SEQ ID NO: 21 88
w | e | x| o z
34 J53EB 0.25 (@TQI\TS II\? Sﬁ?i) 74
35 J53EB 0.17 ?ggffﬁim?fi 54
w | | om | R s
37 J53EB 0.054 SEO D ) 18
38 J53EB 0.098 SEO e 53) 30
(02571 EesBAkyiss e » #MSDS-PAGE f DLS 53 #f 4 & 2 JE 2

EY) - SDS-PAGEH i~ 2 I#E B £ 5¢
» H B4

SN SN S

TTE—

LA B LA o T &2 45

EES

=

C255364PA. docx

112114052

5T - DLSFM &
2 1 o R T I (B

FEHESE A0202

BB o T o B Y R S Z IR EY B
B ALEERIEZR - HERE R IR E HEE

vl F L - KR E RS (>300 kDa)iff {528
A EED P EFAE LR IR 8 - 58S

TEEEEE ZR—

5 84 HEEHIEREIE)

2 RS G BB PREE A
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B EazERBERRRITE - MU THERREZEGEH L
FH¥RGE S B O EETSDS-PAGERFHYHEat ot - H2BEHESE
ZBSAREERY)  HEZERUEHEZA T HEEE - (EHBRERCHS
(DLS){EWyatt DynaProf2 g HIS3111 (25°C » SE10XKERE » L5 s n=3{F
TR/ T EHREE TP - #hJupyterE M ERE R
RETER SRR ER 2HLE 2 ER B EN RS EEEET I -
R1T.EK-BEVMEEVZFE

wamw | EaRE AK ggg Ekéﬁgtzbﬂkﬁ ( f.il)
7 [ [ [
EECEP R
» | 8| omnoo | o]
IRECEE - N
R N
CRRRCEE 0 A

H B2 | DN sy | 7| =
35 5i%B ?ngg%@”?fi - : 144
* 5B | sromNoros | ' 170
37 758 (SEQ III)LI_\IZO: 152) _ ) K
3 758 (SEQ 1%_11150: 153) _ ) t

[0258] Ryizpl/aRERIRE ~ m AL F R AN K /B /MU &
iR EEFREEREREZEEFICY - Al > LESRE T - JBFEIK
HERSE - HNFE e -REE - FESUMEE > SRRV EE 24

% 85 HEWHRTE)
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112114052 FEHESE A0202 1123206864-0



202405007

HERTREEMRREENGEARE ST S BEN TR HE 2 BEICEE T
CEE - FRHHEBEG  HAG S EERBEAEAMEN X BENES
YI-Ik&E &) -

[0259] R{EF 7 ABG R A LAVEE G #28 © K174 L2 2KE T3
EBZ KA LRSS G B3 uL 2 2% viv Tween20 26 pL.2 80 mg/mL
N42571VEGF VHH (SEQ ID NO: 145)$t#1.1E &2 FIE T /% _FRuilEry
BRAE2 mL vEME#OEFREG « #HAM20 nL 21 M pH 72 HEPES
eV pHE T £pH 7 » S&RE /0.1 M - B =0/ NRHEEIT16/)
i > VB TERS - B TEHK-ZEEWEaw T LB RARIEZIR © 12
OB AL REAY S T I 100 kDa MWCO 200 pL microFloat-A-Lyzeri&
7 & (Repligen) #F ¥ pH 5.5 25 mMMEEEFZE - 100 mM NaCl -~ 0.03%
tween20 3 1T A A (BE I 4 47 I HE RS 18 Ry 1:1000) - 317 48 4L PU R & A 2

 F B4 NNF BT BMEER =R EAC6/NFRRENR 2B R—

[0260] &7 ABG A A LAVEE S P#30 © K186 L2 2KEH 75
EB R4ty sE & EIEL3.3 nL22% v/iv Tween20 K 14.4 uL 280
mg/mL#{TNFoa VHH (SEQ ID NO: 102)8t¥f1.1% £ FIE T % _FEca
AYIAAE2 mL vIE M E#E 08 FETRES - #MAIN20 nLZ1 M pH 7
HEPES K S JEVIpHERET £pH 7 - RINATE MERERE /0.1 M )7
JEAE 200 TRRREIT16/NE - DUBTERSG - MU TER-FavEay
F LSRR S 2K - AE =R MAER PRSI T A 100 kDa MWCO 200
uL microFloat-A-LyzeriE#7 & (Repligen)$t #fpH 5.5 25 mMMERFLES -

100 mM NaCl ~ 0.03% tween20ETEMNT (RN TR ERFE &1:1000) -

% 86 HEWHRIIE)
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EATRILUEENT PR > & BAE4/ N 2R SR G ETR =K HAL 16/NKf R
WIEMNT Z &I —

[0261] fESRVUEMNPERSCK 12 > HEMETRHEA LGS
VI E R FEALAC T o ARASCE IR - fROEEYIRE M LT R
Hiitfe® - HMUENEE(LEOBESSIUVH BESERE - FUERR S
DLS ~ HEUVHIE ARG EEHE Z 10 7 EEHYSDS-PAGELL K F L& HI&E &3
I8y £V A T Al -
RI18.HTABTHEYHEE ZESYH#28 R #I0HTRR

B maeEpcoRE | kese
. g4 EE Rn Ka
BET | SEOID | Cipmmecov) | mgth | TN | am) | M)
28 145 T?gg;‘; 9 129 85 1.07
30 102 (2)';3‘2‘;'; 3 137 88 <1

BT L ELNERE-RSVESYZIREEDI M
[0262] FEMMMVPHERFAE37C ~ pH 739 R HEBI & EIR (R 19)

g¢pH 7.4 PBS 0.01% tween 2045 B ERYS 2 10E 5K 17 &AM ZE
FEAR[EIG ] 2 1% BEUH 2 B i (5 FI SEC
THTAREFEM VPR E M

ANFRE MK FFEMVPIEE M
MALSE{SEC - DLS ¢ /5{BLI4)

=19 . % RS B E E R A

&Hor mg/mL

NaCl 7.14
KCl 0.38
CaCl> 2H>0 0.154
MgCl, 6H.O 0.2
B5E — $(NaH2POy) 0.42
NaHCO; 2.1
el 0.92
A 0.358
CuSO, 8.28x107
ZnSOstE/KEY) 0.000361
FeCLIU/K-&) 0.000618

C255364PA. docx
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AR S H QEFeiE & k) 0.0878
2R H IR (GSH) 0.0154

[0263] @17 7 REIBTCREEMATT » LI EH G HMVPIEE M
2R o FEMVPIL B (R N &k B AL B B8 2 N BB i i s i R
WP M2 0.4 mg/mL o FERE B 55 THM 2 R PR & 2 B 88 A VAR
IRTERYSAE o B A8 A Z Al AR B 0.2805 nmE g i 8 25 2K 18 JE B B (F
A YE 2 0.01 %2 E(LMRE - Bk > BSELZETEI00 uLE
TR EME IO B AL » HPE4C THRE—(HHEORESTH
£ o K HERFLA MR B 2 AN EERS & @K+ 0.01% & S ALIRE 58 LAfE
EHBERD KHBROEERHEHSEEYE SR TAITCHS% CO T
B o AEBERIS R - AR IR T BB AU &R S 2 — 5 el B

SHT o B4 BL10 nmF B H200% 600 nmERE 5 2 UV-VISHEE D

BN AR AR E (L - % > ENEQERELISTHTED R
ZARTRSTE A R TIHE - (EABLIKE WS G » EHK. (&EHE
BOEKp B 1S ~ B L ARFEE BB E M o B 7 B E R BET R 82

1L > KRR DA5000 g BHES s DI R B K SR R+ > A
T fE A o] % LA FE A 15 0L T 5 FADLS & MR, ©

[0264] fERHPLCR I HERHEHT/A(SEC) r g et Feit - I
JIEINAR A b2 BMVPIE R R R IEE HE H o th - B&HSEC
REERREM: - BIEMVPLIER R+ B (5 FH B A DPBSEE & B HI(E B 158l
f§ 2 Shodex 1 MDa Ohpak LB-804 - Shodex KW-404 5 405 -
Phenomenex PolySep6000E fL#{Tor 4T » LASF(280 nm ~ 230 nmZEjR 2
ELGpha - fL S EFHE 2% - &S B ERHEEISECH Aot «
5 P R e B A A B 4R L WY D HE R R © 5590 > MVPIE TEI R R/ N Re/

% 88 H(EWHRIE)
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RS K R EOE YA /NS mMVPREERE o #5 b EL i
R R K EEBGSEWIBERE L » FERZK » SECER E M 77 #fr ik B
MALS&E & UE B EYE A FENRE THEZ(LRFE M E 2 o+ 8 R EHE
b o FIASETATFEYDARPIn MVPELRAE37C FEIEEZTIRAYA
RMSECERHMEKE 1477 o M H RS R - RIIE AT Ae SR AE R i oo M Ik
Bl S aymyE—Ert Eaothés a2 -

[0265] 7JR#&H{ESECEIMALS 73 #r4d & 2K r A i@ & M e i i
PARTYRIE MVPAE3TC R AL 2 18 A [6] B ] Bh 2 38 8 2P AR (Re,,) B o7+
& o Bt BEEYRENELEEEREL2 mL HPLC/MEF HilE 2
HeEE/ MR AP (250 nLEE)H - WHRHPLC 3 A » i Shodex KW-405-
4F (4.6x300 mm > 0.35 mL/min}fi #£)2KLB-8045,806 (8x300 mm > 0.4
mL/53 887 - RO R4E S 2 VHHIR) | H & 8 7 (RESF - 151260
Infinity Agilent HPLC &%t F)EH 54820 ng MVP (BANEHE) » #Z 24
EAEFER ek MRENE = K E K280 nm [ & H~ A]
SO REM G (CEREES) o & VBTN o (EREEARE R = R
£30°C » 0.1 umi& )&~ pH 7.4 DPBS ~ 200 mM KC1 ~ 100 mMJE ~ 50
mME 5 #5(pH 6) L K0.025% 25 (b8 > 5¢0.1 pmiE & 2300 mM NaCl -
10 mMEEfE47 ~ 0.025% SDS ~ 0.025% &5 L8 (pH 6.0) i &fH(FAHPLC
FoKET) » mFF 2/ D2EEMLIEE 2R B AL AR SO R A B s 4R 4L 60y
$EIH{THEFR] - Dawn Heleos II MALS{E 28 5z Optilab T-rEXZ 37 5 25
ai (Wyatt Technology) =t % a5 BIUVEMl2s N ZHPLCRR N 4RIN © 3£
20m HIIHL T {55 A Astra®fg (Wyatt Technology) T EHE - EVEEY)

T3 M < MALS e dRUF M Z5 28 o AL 01T Z AT > HEE R4 2 R R e A

% 89 HEWHRITE)
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BE - RELAER - TEERMFTERHE - HHNEDCHE ZMVPREE
MR LAY FOCRMESECEN SR IR /R OB 14 0 B B [ Z S IIFE /R M VP RS &
EALHY R/ /[ B 2 185k - fEE 147 » SEDCE GV (e DEURE
{KEDC MVP (GEG?I2)MHLEL - B ] R - IE U ARV IIRIS 2 B R

IR > BEEEAL > B Z 2 oy AEE I - AIREfE iR AL oy R o AL 15T

T INEREACHZE T FEMALS#E —5 38 7R L > R84k -

F20.FRSEC MALSS 1 ZMALS K dRIEEES S8

oyl
EA PBS > /K7
i 25°C
1£664 nm N E+E 7RI 1.3308
By Cauchy
i 0.8902 cP
LAY Kestin
IR 2.58E-04
fEIARY SIHE
B
EHEdn/dc 0.185
Hx Sbndn/de* 0.159

EA=ICV PR o

2.171 mL/(mg*cm)

TEY R 0.022 mL/(mg*cm)
MALS
S AR &
LR R 0.5s
M 664 nm
R 25°C
dRI
M 658 nm
R 25°C
LS EHE-FavEay)
fEIARY Debye
= 2
BEaRY B >0.99

[0266] JR{EADLSEFY K57 KT (B40Ry) Z B (LFFERE M -

B EADLSERAE3TC T (B2 FREB(LHIRE
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PEBTEFE IR (4 B Lt o PUAE A RIS S TT oA - T R R R =

o AR IR LSS 20 2 M E 0.1 pm BB ICYI R EIR T MEE
100 uLH1 100 nM 2 fR &8 R L G H 1 1OFRRERE) » HAE1.5 mLEECVE T A8
PFEHER & o RIS Koy BEXL T 1R i AL Bl O i T L5000 g8 H e
5oreEKIERR o ¥t NanoStarth 2 BA(E L E BN » R SIE R T 240 pL
fk b AR Bl 27 35 L Wyatt Technology fi # =i B [E &8 (Wyatt H 5% 5t
WNDMC)dr - 5B LI FRRAN - HERREaS T ET N - BT ERR
A HUEs 1T 2 REE AL > 25835 pLZ BRI 2 EHK B B L3845 8
(Corning H #%5EP8802-384 BRI ) T - A dn T 2 Sm A s i Ax e o i o
H3 #1725 (plate adaptor) FET 5K PR - B (& A2 RE el BrE i 2K 5
T 270% EtOHZE S P& WURAKAE bR » BESCfF 1 #E I DLS#EfTHY IR
a7 AT R EAAR S o ST BV R s s B 2P R21H - KR 1000 nm 2 {FfA i

JEEH<6%58E - DLSIRESHE RN FFR21HF -
F21.DLSEE 28
Bes
EHEE 664 nm
EERREES 100%
H B On
B 25°C
PREEEFE(s) 5-10
P EE# 5
B eS8
[BEl o o U A LD E 1.5 us
BT PR B B UL B (us) 103000 s
B R w1 E 0 nm
EEEF RSl E 1x10° nm
PARIE S Dynals
= AR HIRZE 5
H Bk fE PR ] 60
Hin
Mw-RfEIARY KELE
oyl PBS
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dn/dc 0.185
RgftiAy 28I

[0267] TR22EREMAFESEERZMVPRGAIEITCEL
BT ZMVPPIEEAL o fEt=00F K AE37°C T Z A& Z A [F] B [ B #8
DLSECMALSHIE fi f8 B /) 2 - 1L BGE B - R - AL FE A0 Ep g
W& At 2B/ /2 (E > FMREDC (57AD) &M ZMVPREH N E 237
CREM - ILFRW > N-FEKna? 2 FAER M E AR S E ZEDCHY
HEEEZGSEYERE -

R22. R EER B ZMVPAERK

EeH | BEMME | F37CT | &l | ¥ | F37C | B2 R, | ERE
ZHIBIRe (rz) | EBIER | Re(rz) | &1L | TR1E | (r)ERn 1B
HRn(nm) | 8 BE5 | ERn RE (nm)

1 (nm) B2
1 51.5 2 34.5 -33%
78.2 14 71.4 -9% 71 614 21%
3 443 4 284 -36% 28 214 -52%

[0268] 7RfiE A A4 ¥R & 4 il (BLD) M 1€ &5 & ¥ A0 7 s e ] £ 72
Sk o BT E{TBLIEE: - BE37 C B E T FT R R HRE 5 DL A E
A [EI R RS AT A o AE(E A Z AT R A sl B T 2 =0m 270309738 © A
Gator Bio Max % i {5 &5 ki W {8 SR #+ (— {8 F S B 07 22 73 i HL — {18 F S e
BC A« ¥ HE) 250 uL BLI%E # & (PBS pH 7.4 > 0.2% Tween ;20.2%
BSA > LL0.2 ym##)E) V- #r iz V1057 38 - fEBLIR @R 1 2 5 o 5l S fE
FHIRIE LA MR 2252100 nM 2 B E R E - fEBLIGER F L al
FE T ATINE 2 f e R FE B o APy EL(E I BLISR R A1 : 3 P A P R I X
EAK ° ARG TVEMERZI6FLHE (Greiner Bio One H #%5£655209 537 (L
Y12 {T4E200 uLECHE ~ T VIR R K I T RO K o iy — AT
BLIG IR » ST 0¥ 5 < —(E FL 1€ R BLISE ik LU 1E 225 Ribk 2 22
H&H o FLo A A RO H B IRE Rl B RE i 2K B B2 70% EtOHZK

5 92 HEEHIEREIE)

C255364PA. docx

112114052 FEHESE A0202 1123206864-0



202405007

PRI R R PR RO - BB RE 25 C Z R & F . Z Gatord -
{5 FH B 2255 e 224 of Fron 2 2 BRI 81 5% %€ Gator Koyt &k R B 18225
B oo SEEFBEE E (S5 ET0.4510.6 nm 2 fH > BE% KO E & EIRE O
H#IT60 sZBEGREMN - (EAR2AT ZIESEEIBD NEFEI - EFERE
sl ECAS Z PR et e B I B2 EE U - (8 R B BO R 2 W R 1 A 1 T R fic
e < FIHE o {5 FAR (R 80 0 82 oy A ik e B R AR e L A Z PR et 0 i Z AH E) A
floo WER AR ER LB C B EARREEELER - &05E
S)RAK(JT7A1) EDC MVPHR 5L {E37 C IR EZ AL AR B AR EBLIE RHKIE
16 (Kp) K2 [& 17 (Kon)FT718 ©

[0269] & &) JJE2 05 ity » fEGator#k g 2 &5 R K 3 A 8 7 o
TER - FInERERIELIELRE 1D £ 18070 1% 2 & e liffd] o 58 il 5 &
BB HnE A LB BRENIE © (£ Savitzky-Goaly BB &1} < &
MR RS T IE R B et R AL B &R ER S H K et HEE 25 B TR
E - Btk HEIZIOMEESFEERARN > EEHRESHT > HEER
(B I FL-IEEC RS < o FL)-(B N B2 o h & ER 25 FL-IEECRE 2 77
MEERIDZEFANEESE - HEMVP LA B ERME G HEAS
BERHBRLIGEEY  ZEGHAEBEER 2 FRmax EEFH &
(unlinked fitting) Z &7 & K ARHEN & - BEIFTR/EGE LLERE10070 2
i o Bt OB E ey  BAERTEHG ZBLEARN10% » EER?
>0.98 Hoe #X? <3.0 - 5t HE I8 » HAC#H Ko ~ Ko K JE - E-FFE
B AMEIKp&E R - 4 o % BKenlE 7+ [FRE RIS Z RS SR A ]
(JRRIEL7) > s oF Bl REas e -

#%23. BLIECAS R ot ) 3
| BLIFCHS Ei: | S | HERERE EEE:
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ANFETNFo Avi ~ His T TNFo Acro Biosystems | TNA-H82E3
NFEVEGF 165 | Avi HTVEGF R&D Systems AVI1-293-050
FR24. B NBEEZBLITASBAER AR
28 FRriEFZFL T BRI () BRE B
PRET Tl Max PlateH 7 &R 8 >600
HEARSE 5 Hz » 30 s*Fffi7 > 1000 rpmiiz
/77_.7‘
GRENE PBS pH 7 ~ 0.2% Tween }70.2%
BSA » 210.2 umiBjE
BLIEEBRSE
LR GRENEITL 60
BRSS! 100-25 nMECAS B EE(ESAE0450.60F
Hh GRENETTI 90
= MVPHE 180
PR GRETRTT2 300
i HIRERZ=OESD
A GRETRTT2 90
= MVPEE i 130
PR GRETRTT2 300

[0270] A& T En{EAAE T AERZMVPE AL NI Z37C 21k

(LR

BENNBZRBFIR - 4£37C T AL Z AR YA [F] By ] Bh#E I BLIHI

TERmn Z FRRER B - AL FE O > ARERERGE S KA LEE N

LR R BBt - AR A2 ZMVPEABDIEHE 237C

BT 4
RE NS
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R5.GEEYBRMEBMBE &S

ey t=0 | FE37C | ER&ERE | HERY | FI7CT | #BEXR | HERt=0
# | BZ | TEL | BZKo | t=0ZKp | ER | BEE2Ko | Ko#(L - i
Kp | R - (nM) S | BCBE | M) 2

mM) | geoq 2 2
1 0.001 11 0.001 1 32 0.075 75
0.001 14 0.001 1 28 0.017 17
8 0.184 3 0.557 3 5 R R
G
11 1.038 3 6.755 7 5 21.89 21
14 0.203 4 AEHFGE | $5a185% - - -
l/fl\
15 0.001 4 AEHFGE | $5a185%
l/fl\
16 0.001 4 0.654 654 11 0.648 648
17 0.004 4 0.713 178 14 0.911 228
18 0.001 4 0.001 1 14 3.67 3670
19 0.001 4 0.185 185 - - -
20 0.001 4 0.001 1 14 1.44 1440
21 0.001 4 3.299 3299 14 1.137 1137
22 0.001 4 5.87 5870 14 0.1419 142
23 0.001 4 6.964 6964 14 1.949 1949

BH8.EM{LNKR-BEeVE YW ERNF =]

[0271]) Ar5e& 2 BEY) @) I E M P BURG &) L IERIFHE N F
B o MR E B A PH R 5 S (New Zealand White rabbits)(n=9)FE %1k
TrEE34E o (A3 GRRE ZIE M S PT A B L AR Zhu_H1TNFo_aH
MVP (SEQ ID NO: 102)+HyA (850 kDa)( "#{TNFa MVP | )H £ /AR #
5 R4E4E 2 VHH (SEQ ID NO: 102)( " #TNFa | )2 50-pL ITV ¥ 5§ o &
RIEHEZEWNEERE P - AEFEIUNE - SREI0X » mE—4
=& RF - BiEREIRE 3N VHH - REBIRZE LR - HE
2 ARHRIE o WS B S~ AERE RAGIRR - B 1% KF 2% 4H G858 o P BRI P 25
HEAL - B2 - (EAELISAECGHS i ARk & 5 BeM (B Ik B OE AR Mm%
FELC/E R8N Ak E B VHHEE - £V S % RIET 2 EREAHY
RN EEI s AR RE RN E 18 -

95 HEWHRE)
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[0272] ELWFE ZIRRYZESCERZL AT - B ANFHEEBEE S
R T LB EEFRAY /)N B R R AR A 2K B A B R I o 2 2 B R (ERY
MVPZIENAT) P » EFEH 7R LUT Ji /A g g s -Cy7
NHSE5(Broadpharm B §%5tBP-22541)5¢Alexa Fluor 75041 41 4 e ) B fE
FLZIRE o B AL IEE R LT - B o (BRI LI10 mg/mLIBIEE
FERDMSOH - FE1% > i 25.0%£10.0 mg/mLjR[E 2 FEHEEL0.1 MR =
$LL3:2 BREEE S - & > FOLEUI2EGE FCE=HEEARM - 7©
RE > HAEZER MEREMMTER BEMET 2B s R E — /I -
NHSES#E /A 01.5 M Tris&g {E/RpH 8.54£10% K IERSTR T 2lia 0 > HA1E
Hheds LIRS 105788 © fEFZPBS pH 7.0 + 0.01% Tween-20-F{f 2
NAP-107 885 #£ (illustra H #5557 17-0854-0DIRF RIS 287 > BRI
BB CE P EERERL ZEAE - FME280K 750 nm [ Z IR ¢ Ak
EEHHEREKCyTIRECIEE « EE LAl 7% W EEFEAL£K EH
fetE £ -CyTIRRL3/ NN Z EEHE FIINMVP SR - £ Z 1T T BEER &
KREVETEFRBIE > HAE4C TEUFEFEEELARSYRS -

[0273] @& d/FRMBEAE 2 HEYERB N K E G & s
Hb AT A SRR o (B #NE REIE ST MR A o AL BT R HH 5 A E 2 #d
SN BB LB KB P - JEAD - AT 2 B2 F SRR L2 35|
FEY G ZF AR HOF AR A0[E B2 5 228 SRR B g it DA S [ Y 5 =
FAZTEREME & A H a5 FR LA TR Bt 2 278 SRl Z T 7 AL B 286
JE LU R 2E Ry 2 -
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2226.J%5
=18 F5l
S QVQLVESGGGLVQPGGSLRLSCAASG (SEQ ID NO: 5)
Hxmm2 | MGWFRQAPGKEREFVAAI (SEQ ID NO: 6)
&3 | YADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAA (SEQ ID NO:
7
tEmE4 | YWGQGTLVTVSS (SEQ ID NO: 8)
Nb42 FAYSTYS (SEQ ID NO: 9)
CDRI
Nb42 NSGTFRLW (SEQ ID NO: 10)
CDR2
Nb42 RAWSPYSSTVDAGDFR (SEQ ID NO: 11)
CDR3
2H10 RRFSIEA (SEQ ID NO: 12)
CDRI
2H10 DSGGSTD (SEQ ID NO: 13)
CDR2
2H10 IGSSWYGRGLD (SEQ ID NO: 14)
CDR3
aTNFa-mu | GTFSSII (SEQ ID NO: 15)
CDRI
aTNFa-mu | SWSGGTTV (SEQ ID NO: 16)
CDR2
aTNFa-mu | RPYQKYNWASASYNV (SEQ ID NO: 17)
CDR3
El-1 CDRI | GGSDAGT (SEQ ID NO: 18)
El-1 CDR2 | SWAGTAWR (SEQ ID NO: 19)
El-1 CDR3 | LGSYEMDHH (SEQ ID NO: 20)
aHifz - | AEAAAKEAAAKEAAAKAGC (SEQ ID NO: 21)
AE3K2R(2) | AEEEKRKAEEEKRKAEEEAGC (SEQ ID NO: 22)
R
AE3K2R(3) | AEEEKRKAEEEKRKAEEEKRKAEEEAGC (SEQ ID NO: 23)
R
E4K4(2)i# | AEEEEKKKKEEEEKKKKAGC (SEQ ID NO: 24)
BT
EA3K(2)i | AEAAAKEAAAKAGC (SEQ ID NO: 25)
BT
wi#ifE - | PSRLEEELRRRLTEGC (SEQ ID NO: 26)
WlkFZES | AEEEEKKKQQEEEAERLRRIQEEMEKERKRREEDEERRRKEEEERRMK
VI 7 | LEMEAKRKQEEEERKKREDDEKRKKKAGC (SEQ ID NO: 27)
Spotifi 7- | PDRVRAVSHWSSC (SEQ ID NO: 28)
GT9#iH 7 | GTGTGTGTGTGTGTGTGTGC (SEQ ID NO: 29)
iMEfi> | TPTTPPTPTPGTPPGGC (SEQ ID NO: 30)
I 437
¥
FITE SPSTPPTPSPSTPPGGC (SEQ ID NO: 31)
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TR Fdl
7 SEQ ID NO: 32-50
2H10 QVQLVESGGGLVQAGGSLRLSCLASGRRFSIEAMGW YRQAPGKQREL

VAIIDSGGSTDYVDSAKGRFTISRDNRKNTVDLOQMNSLKDEDTGVYYC
NVIGSSWYGRGLDYWGNGTQVTVSS (SEQ ID NO: 51)

2H10 QVQLVESGGGLVQAGGSLRLSCLASGRRFSIEAMGW YRQAPGKQREL

N112Q VAIIDSGGSTDYVDSAKGRFTISRDNRKNTVDLQMNSLKDEDTGVYYC
NVIGSSWYGRGLDYWGQGTQVTVSS (SEQ ID NO: 52)

2H10 QVQLVESGGGLVQAGGSLRLSCLASGRRFSIEAMGW YRQAPGKQREL

SMUT VAIIDSGGSTDYVDSAKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYC
NVIGSSWYGRGLDYWGQGTQVTVSS (SEQ ID NO: 53)

2H10 QVQLVESGGGLVQAGGSLRLSCLASGRRFSIEAMGW YRQAPGKQREL

6MUT VAIIDSGGSTDYADSAKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYC

NVIGSSWYGRGLDYWGQGTQVTVSS (SEQ ID NO: 54)

Hu2H10 QVQLVESGGGLVQPGGSLRLSCLASGRRFSIEAMGW YRQAPGKQRELV
SMUT AIIDSGGSTDYVDSAKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCN
VIGSSWYGRGLDYWGQGTLVTVSS (SEQ ID NO: 55)

Hu2H10 QVQLVESGGGLVQPGGSLRLSCLASGRRFSIEAMGW YRQAPGKQRELV

SMUT AIIDSGGSTDYVDSAKGRFTISRDNSKNTVYLQMNSLKPEDTAVY YCN
R86K VIGSSWYGRGLDYWGQGTLVTVSS (SEQ ID NO: 56)

A87P

Hu2HI0 | QVQLVESGGGLVQPGGSLRLSCLASGRRFSIEAMGW YRQAPGKQRELV
SMUT AIIDSGGSTDYVDSAKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCN
L115Q VIGSSWYGRGLDYWGQGTQVTVSS (SEQ ID NO: 57)

Hu2HI0 | QVQLVESGGGLVQPGGSLRLSCLASGRRFSIEAMGW YRQAPGKQRELV
SMUT AIIDSGGSTDYVDSAKGRFTISRDNSKNTVYLQMNSLKPEDTAVY YCN
R86K VIGSSWYGRGLDYWGQGTQVTVSS (SEQ ID NO: 58)

A87P

L115Q

72 SEQ ID NO: 59-60

Nb42 QVQLQESGGGSLQAGASLRLSCAASGFAYSTYSMGWFRQVSGKEREG

VATINSGTFRLWYTDSVKGSFTISRDNAKNMLYLQMNSLKPEDTAIYY
CAARAWSPYSSTVDAGDFRYWGQGTQVTVSS (SEQ ID NO: 61)
HuNb42 QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA
VATINSGTFRLWYTDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYY
CAARAWSPYSSTVDAGDFRYWGQGTLVTVSS (SEQ ID NO: 62)
HuNb42 QVQLVESGGGLVQAGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA
P14A VATINSGTFRLWYTDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYY
CAARAWSPYSSTVDAGDFRYWGQGTLVTVSS (SEQ ID NO: 63)
HuNb42 QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA
T61A VATINSGTFRLWYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYY
CAARAWSPYSSTVDAGDFRYWGQGTLVTVSS (SEQ ID NO: 64)
HuNb42 QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA
ST5A VATINSGTFRLWYTDSVKGRFTISRDNAKNTLYLOQMNSLRAEDTAVYY
CAARAWSPYSSTVDAGDFRYWGQGTLVTVSS (SEQ ID NO: 65)
HuNb42 QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA
L79V VATINSGTFRLWYTDSVKGRFTISRDNSKNTVYLOMNSLRAEDTAVYY
CAARAWSPYSSTVDAGDFRYWGQGTLVTVSS (SEQ ID NO: 66)
HuNb42 QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA
A88P VATINSGTFRLWYTDSVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYY

98 HEWHRTE)

C255364PA. docx

112114052 FEHESE A0202 1123206864-0



202405007

e a2l
CAARAWSPYSSTVDAGDFRYWGQGTLVTVSS (SEQ ID NO: 67)

HuNb42 QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA

L121Q VATINSGTFRLWYTDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYY
CAARAWSPYSSTVDAGDFRYWGQGTQVTVSS (SEQ ID NO: 68)

HuNb42 QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA

T61A A88P | VATINSGTFRLWYADSVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYY
CAARAWSPYSSTVDAGDFRYWGQGTLVTVSS (SEQ ID NO: 69)

HuNb42 QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA

AS88P VATINSGTFRLWYTDSVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYY

L115Q CAARAWSPYSSTVDAGDFRYWGQGTQVTVSS (SEQ ID NO: 70)

aTNF-amu | QVQLQDSGGGLVQAGGSLRLSCAASGGTFSSIMAWFRQAPGKEREFV
GAVSWSGGTTVYADSVLGRFEISRDSARKSVYLQMNSLKPEDTAVYYC
AARPYQKYNWASASYNVWGQGTQVTVSS (SEQ ID NO: 71)

aTNF-amu | QVQLQESGGGLVQAGGSLRLSCAASGGTFSSIIMAWFRQAPGKEREFV

3IMUT GAVSWSGGTTVYADSVKGRFTISRDSARKSVYLQMNSLKPEDTAVYY
CAARPYQKYNWASASYNVWGQGTQVTVSS (SEQ ID NO: 72)

aTNF-a QVQLQESGGGLVQPGGSLRLSCAASGRTESDHSGYTYTIGWFRQAPGK

VHH EREFVARIYWSSGNTYYADSVKGRFAISRDIAKNTVDLTMNNLEPEDT
AVYYCAARDGIPTSRSVESYNYWGQGTQVTVSS (SEQ ID NO: 73)

=Y SEQ ID NO: 74-80

El-1 EVQLQASGGGFVQPGGSLRLSCAASGGGSDAGTMGWFRQAPGKEREF
VSAISWAGTAWRYYADSVKGRFTISRDNSKNTVYLQMNSLRAEDTAT
YYCALGSYEMDHHYWGQGTQVTVSS (SEQ ID NO: 81)

El-1 F11L | EVQLQASGGGLVQPGGSLRLSCAASGGGSDAGTMGWFRQAPGKEREF
VSAISWAGTAWRYYADSVKGRFTISRDNSKNTVYLQMNSLRAEDTAT
YYCALGSYEMDHHYWGQGTQVTVSS (SEQ ID NO: 82)

El-1 S49A | EVQLQASGGGFVQPGGSLRLSCAASGGGSDAGTMGWFRQAPGKEREF
VAAISWAGTAWRYYADSVKGRFTISRDNSKNTVYLQMNSLRAEDTAT
YYCALGSYEMDHHYWGQGTQVTVSS (SEQ ID NO: 83)

El-1 F11L | EVQLQASGGGLVQPGGSLRLSCAASGGGSDAGTMGWFRQAPGKEREF

S49A VAAISWAGTAWRYYADSVKGRFTISRDNSKNTVYLQMNSLRAEDTAT
YYCALGSYEMDHHYWGQGTQVTVSS (SEQ ID NO: 84)

El-1 CDR | EVQLQASGGGFVQPGGSLRLSCAASGRRFSIEAMGWFRQAPGKEREFV
SAIDSGGSTDYADSVKGRFTISRDNSKNTVYLQMNSLRAEDTATYYCA
VIGSSWYGRGLDYWGQGTQVTVSS (SEQ ID NO: 85)

=Y SEQ ID NO: 86-90

FLVEGF DVQLVESGGGLVQPGGSLRLSCAASGRTFSSYSMGWFRQAPGKEREFV

VHH VAISKGGYKYDAVSLEGRFTISRDNAKNTVYLQINSLRPEDTAVYYCAS
SRAYGSSRLRLADTYEYWGQGTLVTVSS (SEQ ID NO: 91)

FLVEGF GSDLDKKLLEAARAGQDDEVRILMANGADVNARDSTGWTPLHLAAP

DARPIN WGHPEIVEVLLKNGADVNAADFQGWTPLHLAAAVGHLEIVEVLLKYG
ADVNAQDKFGKTAFDISIDNGNEDLAEILQKAAGGGSGGGS (SEQ ID
NO: 92)

FLVEGF QVQLVESGGGLVQPGGSLRLSCAASGYAYDTYYMGWFRQAPGKEREG

HuNb22 VAGITSLVSGVAYYKYYTDSVKGRFTISRDNSKNTVDLQMNSLRAEDT

2MUT AVYYCAASRSGLRARLLRPELYEYWGQGTLVTVSS (SEQ ID NO: 93)

FLVEGF QVQLVESGGGLVQPGGSLRLSCVASGDTYSSACMGWFRQAPGKEREG

HuNb23 VATICTSTSMRTRYYADSVKGRFTISRDNSKNTVYLQMNSLRAEDTAV

3MUT YYCATGHTVGSSWRDPGAWRYWGQGTLVTVSS (SEQ ID NO: 94)
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HVEGF | QVQLVESGGGLVQPGGSLRLSCAASGLSYRPGYMGWFRQAPGKEREG

HuNb35 VAIITTGGVTHY ADSVKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYC

AMUT ALANWVQFPLRVDGYKYWGQGTLVTVSS (SEQ ID NO: 95)

Hu_aVEGF | QVQLVESGGGLVQPGGSLRLSCAASGRTFSSYSMGWFRQAPGKEREFV

_VHH_3M | AAISKGGYKYDAVSLEGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA

UT SSRAYGSSRLRLADTYEYWGQGTLVTVSS (SEQ ID NO: 96)

Hu_aVEGF | QVQLVESGGGLVQPGGSLRLSCAASGRTFSSYSMGWFRQAPGKEREFV

_VHH_5M | AAISKGGYKYDAVSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA

UT SSRAYGSSRLRLADTYEYWGQGTLVTVSS (SEQ ID NO: 97)

Hu_aVEGF | QVQLVESGGGLVQPGGSLRLSCAASGRTFSSYSMGWFRQAPGKEREFV

_VHH_6M | AAISKGGYKYYAVSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA

UT SSRAYGSSRLRLADTYEYWGQGTLVTVSS (SEQ ID NO: 98)

72 SEQ ID NO: 99-100

H{TNFa QVQLQESGGGLVQPGGSLRLSCAASGRTFSDHSGYTYTIGWFRQAPGK

VHH (o | EREFVARIYWSSGNTYYADSVKGRFAISRDIAKNTVDLTMNNLEPEDT

#8) it | AVYYCAARDGIPTSRSVESYNYWGQGTQVTVSSPSTPPTPSPSTPPGGC
DDDDK (SEQ ID NO: 101)

H{TNFa QVQLQESGGGLVQPGGSLRLSCAASGRTFSDHSGYTYTIGWFRQAPGK

VHH (o | EREFVARIYWSSGNTYYADSVKGRFAISRDIAKNTVDLTMNNLEPEDT

#2). aH AVYYCAARDGIPTSRSVESYNYWGQGTQVTVSSAEAAAKEAAAKEAA
AKAGC (SEQ ID NO: 102)

H{TNFa QVQLQDSGGGLVQAGGSLRLSCAASGGTFSSIIMAWFRQAPGKEREFV

VHH (/) | GAVSWSGGTTVYADSVLGRFEISRDSARKSVYLQMNSLKFPEDTAVYY

) aH CAARPYQKYNWASASYNVWGQGTQVTVSSAEAAAKEAAAKEAAAK
AGC (SEQ ID NO: 103)

H{TNFa QVQLQESGGGLVQAGGSLRLSCAASGGTFSSIIMAWFRQAPGKEREFV

IMUT GAVSWSGGTTVYADSVKGRFTISRDSARKSVYLQMNSLKPEDTAVYY

VHH (/s | CAARPYQKYNWASASYNVWGQGTQVTVSSAEAAAKEAAAKEAAAK

) aH AGC (SEQ ID NO: 104)

HiTNFol | CGGGVDNKENKEVGWAFGEIGALPNLNALQFRAFIISLWDDPSQSANL

Tl LAEAKKLNDAQAPK (SEQ ID NO: 105)

HiIL-1B EIVMTQSPSTLSASVGDRVIITCQASQSIDNWLSWYQQKPGKAPKLLIYR

scFv-Rlit: | ASTLASGVPSRESGSGSGAEFTLTISSLQPDDFATY YCQNTGGGVSIAFG
QGTKLTVLGGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLVQPGGSL
RLSCTASGFSLSSAAMAWVRQAPGKGLEWVGITYDSASTYYASWAKG
RFTISRDTSKNTVYLQMNSLRAEDTAVYYCARERAIFSGDFVLWGQGT
LVTVSSSPSTPPTPSPSTPPGGC (SEQ ID NO: 106)

Hu aTNFo | QVQLVESGGGLVQPGGSLRLSCAASGGTFSSIIMAWFRQAPGKEREFVG

Mu_3MUT | AVSWSGGTTVYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYC
AARPYQKYNWASASYNVWGQGTLVTVSS (SEQ ID NO: 107)

Hu aTNFo | QVQLVESGGGLVQPGGSLRLSCAASGGTFSSIIMAWFRQAPGKEREFVA

Mu_SMUT | AISWSGGTTVYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA
ARPYQKYNWASASYNVWGQGTLVTVSS (SEQ ID NO: 108)

Hu aTNFo | QVQLVESGGGLVQPGGSLRLSCAASGRTFSDHSGYTYTMGWFRQAPG

Hu_7MUT | KEREFVARIYWSSGNTYYADSVKGRFTISRDNSKNTVYLQMNSLRPED
TAVYYCAARDGIPTSRSVESYNYWGQGTLVTVSS (SEQ ID NO: 109)

7 SEQ ID NO: 110

Hu_aEGFR | EVQLVESGGGLVQPGGSLRLSCAASGRTSRSYGMGWFRQAPGKEREFV

_3MUT AGISWRGDSTGYADSVKGRFTISRDNSKNTVDLQMNSLRPEDTAVYYC

C255364PA. docx

112114052

26 100 H(EEHRIEE)

FEHESE A0202

1123206864-0



202405007

218 Fdl
AAAAGSAWYGTLYEYDYWGQGTLVTVSS (SEQ ID NO: 111)
Hu_aHer2_ | EVQLVESGGGLVQPGGSLRLSCAASGITEMRY AMGWYRQAPGKQREM
3MUT VASINSGGTTNYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYC
NARWVKPQFIDNNYWGQGTLVTVSS (SEQ ID NO: 112)
Hu_aPD1_ | EVQLVESGGGLVQPGGSLRLSCAASGSIFSIHAMGWFRQAPGKEREFV A
102C3 AITWSGGITYYEDSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA
3MUT ADRAESSWYDYWGQGTLVTVSS (SEQ ID NO: 113)
Hu_aPD1_ | EVQLVESGGGLVQPGGSLRLSCAASGSIASTHAMGWFRQAPGKEREFV
102C12 AVITWSGGITYYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYC
3MUT AGDKHQSSWYDYWGQGTLVTVSS (SEQ ID NO: 114)
Hu_aPD1_ | EVQLVESGGGLVQPGGSLRLSCAASGSISSIHAMGWFRQAPGKEREFV A
102E2 AITWSGGITYYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA
3MUT ADRAQSSWYDYWGQGTLVTVSS (SEQ ID NO: 115)
Hu_aPD1_ | EVQLVESGGGLVQPGGSLRLSCAASGSIFSINAMAWFRQAPGKEREFVA
102E8 LISWSGGSTYYEDSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA
3MUT ADRVDSNWYDYWGQGTLVTVSS (SEQ ID NO: 116)
Hu_aPD1_ | EVQLVESGGGLVQPGGSLRLSCAASGRAFSSGTMGWFRQAPGKEREFV
102H12 ASIPWSGGRTYYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYC
AMUT AVKERSTGWDFAWGQGTLVTVSS (SEQ ID NO: 117)
Hu EVQLVESGGGLVQPGGSLRLSCAASGRTGTIYSMAWFRQAPGKEREFL
aCaffeine | ATIGWSSGITY YMDSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYC
3MUT AATRAYSVGYDYWGQGTLVTVSS (SEQ ID NO: 118)
Hu_aEGFR | QVQLVESGGGLVQPGGSLRLSCAASGRTSRSYGMGWFRQAPGKEREF
_5MUT VAGISWRGDSTGYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYY
CAAAAGSAWYGTLYEYDYWGQGTLVTVSS (SEQ ID NO: 119)
aAng2_D4 | EVQLVESGGGLVQAGGSLRLSCVASGRIFTNTAMGWYRQAPGKWREL
VATIYSGGSTKYIDS VKGRFIISRDNTRNTVHLQMNSLKPEDTAVYYCN
TVGAGSYWGQGAQVTVSS (SEQ ID NO: 120)
Hu_aAng2_ | QVQLVESGGGLVQPGGSLRLSCAASGRIFTNTAMGW YRQAPGKWREL
D4 _3MUT | VATIYSGGSTKYIDSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA
TVGAGSYWGQGTLVTVSS (SEQ ID NO: 121)
aAn2_H4 | EVQLVESGGDLVQAGGSLRLSCAASGFTEGDFTIGWFRQAPGKEREGV
SCINTGDGSTNYAESVKGRFTISSDNAKNTVYLQMNSLKPEDTAVYYC
ALDQAPMWSSWSAPYEYDYWGQGTQVTVSS (SEQ ID NO: 122)
Hu_aAng2_ | QVQLVESGGGLVQPGGSLRLSCAASGFTFGDFTMGWFRQAPGKEREG
H4_6MUT | VAAINTGDGSTNYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYY
CALDQAPMWSSWSAPYEYDYWGQGTLVTVSS (SEQ ID NO: 123)
aAng2_BI0 | EVQLVESGGGLVQAGGSLRLSCAASGFTLDDYAIGWFRQAPGKEREGV
027 SSIRDNDGSTYYADSVKGRFTISSDNDKNTVYLQMNSLKPEDTAVYYC
AAVPAGRLRFGEQWYPLYEYDAWGQGTLVTVSS (SEQ ID NO: 124)
Hu_aAng2_ | QVQLVESGGGLVQPGGSLRLSCAASGFTLDDYAMGWFRQAPGKEREG
0027_2MU | VASIRDNDGSTYYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYY
T CAAVPAGRLRFGEQWYPLYEYDAWGQGTLVTVSS (SEQ ID NO: 125)
aEpCam_N | QVQLVQSGGGSVQGGASLRLSCAASGGERNNYCVAWFRQAPGKEREV
b4 AAISRAASGAQTTTKYYVDSVKGRFTISQDTKNTATVYLQMNSHKPED
TAYCTAKAKIYPPQCTGISRTIDYRGQGTQVTVSS (SEQ ID NO: 126)
Hu_aEpCA | QVQLVESGGGLVQPGGSLRLSCAASGGERNNYCMGWFRQAPGKEREV
M_Nb4 4 | AAISRAASGAQTTTKYYVDSVKGRFTISRDNSKNTVYLQMNSLRPEDT
MUT AYCAAKAKIYPPQCTGISRTIDYRGQGTLVTVSS (SEQ ID NO: 127)
aEpCam_N | QVQLVQSGGGLVQGGASLRLSCAASSGRAGLIHVAWFRAKNTLYRQV
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AAISSDDTGFATLYYAVDSVKGRFTISQDTESTKYSYLOQMNSLKPEDTI
YCTAKLESKTSYQKFIYKENYWGQGTQVTVSS (SEQ ID NO: 128)

Hu_aEpCA
M_Nb5 11
MUT

QVQLVESGGGLVQPGGSLRLSCAASGGRAGLIHMGWFRQAPGKYREV
AAISSDDTGFATLYYAVDSVKGRFTISRDNSKNTVYLQMNSLRPEDTA
YCTAKLFSKTSYQKFIYKENYWGQGTLVTVSS (SEQ ID NO: 129)

aEpCAM_
Nb22

QVQQVQSGGGSVQAGASLRLSCAASSGLQQAIY VAWFRQAVGKEREV
AAIGYWYWYHIQVYKYYVDSVKDRFTISGDTKSTKTYLQMNSLKNED
TAYYCAKIHHLPRQRQEHGIFDYRGQGTQVTVSS (SEQ ID NO: 130)

Hu_aEpCA
M_Nb22 6
MUT

QVQLVESGGGLVQPGGSLRLSCAASGGLQQAIYMGWFRQAPGKEREV
AAIGYWYWYHIQVYKYYVDSVKDRFTISRDNSKNTVYLQMNSLRPED
TAYYCAKIHHLPRQRQEHGIFDYRGQGTLVTVSS (SEQ ID NO: 131)

Z=H

SEQ ID NO: 132-140

Hu2H10
SMUT
CYS

QVQLVESGGGLVQPGGSLRLSCLASGRRFSIEAMGW YRQAPGKQRELV
AIIDSGGSTDYVDSAKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCN
VIGSSWYGRGLDYWGQGTLVTVSSC (SEQ ID NO: 141)

Hu2H10
SMUT
aH CYS

QVQLVESGGGLVQPGGSLRLSCLASGRRFSIEAMGW YRQAPGKQRELV
AIIDSGGSTDYVDSAKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCN
VIGSSWYGRGLDYWGQGTLVTVSSAEAAAKEAAAKEAAAKAGC (SEQ
ID NO: 142)

Hu2H10
5MUT
R86K
A87P
aH CYS

QVQLVESGGGLVQPGGSLRLSCLASGRRFSIEAMGW YRQAPGKQRELV
AIIDSGGSTDYVDSAKGRFTISRDNSKNTVYLQMNSLKPEDTAVYYCN
VIGSSWYGRGLDYWGQGTLVTVSSAEAAAKEAAAKEAAAKAGC (SEQ
ID NO: 143)

Hu2H10
5MUT
L115Q
aH CYS

QVQLVESGGGLVQPGGSLRLSCLASGRRFSIEAMGW YRQAPGKQRELV
AIIDSGGSTDYVDSAKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCN
VIGSSWYGRGLDYWGQGTQVTVSSAEAAAKEAAAKEAAAKAGC
(SEQ ID NO: 144)

HuNb42
A88P
aH CYS

QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA
VATINSGTFRLWYTDSVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYY
CAARAWSPYSSTVDAGDFRYWGQGTLVTVSSAEAAAKEAAAKEAAA
KAGC (SEQ ID NO: 145)

HuNb42
T61A A88P
aH CYS

QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA
VATINSGTFRLWYADSVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYY
CAARAWSPYSSTVDAGDFRYWGQGTLVTVSSAEAAAKEAAAKEAAA
KAGC (SEQ ID NO: 146)

HuNb42
A88P
L115Q
aH CYS

QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREA
VATINSGTFRLWYTDSVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYY
CAARAWSPYSSTVDAGDFRYWGQGTQVTVSSAEAAAKEAAAKEAAA
KAGC (SEQ ID NO: 147)

PLTNFo#i
TP REGly

CGGGVDNKFNKEVGWAFGEIGALPNLNALQFRAFIISLWDDPSQSANL
LAEAKKLNDAQAPKGGG (SEQ ID NO: 148)

Hu aTNFa
Mu_3MUT
aH CYS

QVQLVESGGGLVQPGGSLRLSCAASGGTFSSIIMAWFRQAPGKEREFVG
AVSWSGGTTVYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYC
AARPYQKYNWASASYNVWGQGTLVTVSSAEAAAKEAAAKEAAAKA
GC (SEQ ID NO: 149)

Hu aTNFa
Mu_SMUT
aH CYS

QVQLVESGGGLVQPGGSLRLSCAASGGTESSIIMAWFRQAPGKEREFV A
AISWSGGTTVYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA
ARPYQKYNWASASYNVWGQGTLVTVSSAEAAAKEAAAKEAAAKAGC
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(SEQ ID NO: 150)

Hu aTNFo | QVQLVESGGGLVQPGGSLRLSCAASGRTFSDHSGYTYTMGWFRQAPG

Hu_7MUT | KEREFVARIYWSSGNTYYADSVKGRFTISRDNSKNTVYLQMNSLRPED

aH_ CYS | TAVYYCAARDGIPTSRSVESYNYWGQGTLVTVSSAEAAAKEAAAKEA
AAKAGC (SEQ ID NO: 151)

IL- APTSSSTKKTQLQLEHLLLDLQMILNGINNYKNPKLTRMLTFKFYMPKK

2 C1258 | ATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGS

aH CYS | ETTFMCEYADETATIVEFLNRWITFSQSIISTLTAEAAAKEAAAKEAAAK
AGC (SEQ ID NO: 152)

IL- NWVNVISDLKKIEDLIQSMHIDATLYTESDVHPSCKVTAMQCFLSELQV

15_5MUT | ISLESGDASIHDTVENLTILANNSLSSNGYVTESGCKECEELEAKNIKEFL

aH CYS | QSEVHIVQMFINTSAEAAAKEAAAKEAAAKAGC (SEQ ID NO: 153)

aTNFa_DA | DLGKKLLEVARAGQDDEVRILMANGADVNAADHQSFTPLHLYAIFGH

RPin LEIVEVLLKNGADVNASDWHGNTPLHLAAWIGHLEIVEVLLKYGADV

G3S_CYS | NATDHSGSTPLHLAATLGHLEIVEVLLKYGADVNAQDKFGKTAFDISID
NGNEDLAEILQKAAGGGSGGGSC (SEQ ID NO: 154)

aPDL1_Nb | QVQLQESGGGLVQAGGSLRLSCATSGSIFSIISMGWYRQAPGKQRELVA

1 LVFRGGSTVYADSVKGRFTISGDIAKNTVYLQMDSLKPEDTAVYYCNV
KSIGTAQYWGQGTQVTVSS (SEQ ID NO: 155)

Hu_aPDLI | QVQLVESGGGLVQPGGSLRLSCAASGSIFSIISMGWYRQAPGKQRELVA

_Nbl_4MU | LIFRGGSTVYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAV

T KSIGTAQYWGQGTLVTVSS (SEQ ID NO: 156)

aPDL1_Nb | EVQLVESGGGLVQAGGSLRLSCAASGVDASNSAMGWYRQAPGKQRE

104E10 WVARITGGGLIAYTDSVKGRFTISRDNAKSTVYLQMNSLEPEDTAVYY
CNTINSRDWGQGTQVTVSS (SEQ ID NO: 157)

Hu_aPDLI | QVQLVESGGGLVQPGGSLRLSCAASGVDASNSAMGWYRQAPGKQRE

_Nbl04E10 | WVARITGGGLIAYTDSVKGRFTISRDNSKSTVYLQMNSLRPEDTAVYY

_IMUT CATINSRDWGQGTLVTVSS (SEQ ID NO: 158)

aPDL1_Nb | QVQLQESGGGLVQPGGSLRLSCAASGSFFRTYIVSWYRQAPGKRREAV

G5 AVMSNSGNTNYADSVKGRFTISRDNAVNTVYLQMNSLKPEDTAVYYC
NLLKVTVVPPANYWGQGTQVTVSS (SEQ ID NO: 159)

Hu_aPDLI | QVQLVESGGGLVQPGGSLRLSCAASGSFFRTYIMGWYRQAPGKRREAV

_NbG5_4M | AVISNSGNTNYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA

UT LLKVTVVPPANYWGQGTLVTVSS (SEQ ID NO: 160)

aPDL2_103 | EVQLVESGGGLVQAGGSLRLSCAASGSTFSNYVSNYAMGWGRQAPGT

E4 QRELVASISNGDTTNYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTA
VYYCFEHQVAGLTWGQGTQVTVSS (SEQ ID NO: 161)

Hu_aPDL2 | QVQLVESGGGLVQPGGSLRLSCAASGSTFSNYVSNYAMGWGRQAPGK

_103E4_ 2 | QRELVASISNGDTTNYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTA

MUT VYYCAEHQVAGLTWGQGTLVTVSS (SEQ ID NO: 162)

aPDL2_103 | EVQLVESGGGLVQTGGSLRLSCAASGFTLDYYGIGWFRQAPGKEREGV

E5 SFISGSDGSTYYAESVKGRFTISRDKAKNTVYLQMNSLKPEDTAVYYCA
ADPWGPPSIATMTSYEYKHWGQGTQVTVSS (SEQ ID NO: 163)

Hu_aPDL2 | QVQLVESGGGLVQPGGSLRLSCAASGFTLDYYGMGWFRQAPGKEREG

_103E5_4 | VAFISGSDGSTYYAESVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYC

MUT AADPWGPPSIATMTSYEYKHWGQGTLVTVSS (SEQ ID NO: 164)

aPDL2_Nb | EVQLVESGGGLVQAGGSLRLSCAASGRTFSSGTMGWFRRAPGKEREFV

103F10 ASIPWSGGRTYYADSVKDRFTISRDNAQNTVFLQMNSLKPEDTAVYYC
AFKERSTGWDFASWGQGIQVTVSS (SEQ ID NO: 165)

Hu_aPDL2 | QVQLVESGGGLVQPGGSLRLSCAASGRTFSSGTMGWFRQAPGKEREFV
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_Nb103F10 | ASIPWSGGRTY YADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYC
_SMUT AFKERSTGWDFASWGQGTLVTVSS (SEQ ID NO: 166)

Hu_alL- QVQLVESGGGLVQPGGSLRLSCAASGGYYYSSFYWGWFRQAPGQGLE

1B_5C_5M | AVATIPYYYTYYTDSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYC

UT ASYNIHNFWGQGTLVTVSS (SEQ ID NO: 167)

Hu_allL- QVQLVESGGGLVQPGGSLRLSCAASGSYSYSYSWGWFRQAPGQGLEA

1B_6C_3M | VAAIVYYYTYYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCA
UT SYAPFPFWGQGTLVTVSS (SEQ ID NO: 168)

Hu_allL- QVQLVESGGGLVQPGGSLRLSCAASGGYSYYSWGWFRQAPGQGLEAV
IB_11H_3 | ASIAYYYTYYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAY

MUT SDISYWGQGTLVTVSS (SEQ ID NO: 169)

Hu_allL- QVQLVESGGGLVQPGGSLRLSCAASGSYYSSSYGGWFRQAPGQGLEA
IB_12D_2 | VATIPYYTSYADSVKGRFTISRDNSKNTVYLOQMNSLRPEDTAVYYCASF
MUT FPFFYWGQGTLVTVSS (SEQ ID NO: 170)
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing dtdVersion="V1_3" fileName="C255364SEQA. xml"
sof twareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2023-07-
27">
<{Applicationldentification>
<IPOfficeCode>WO</IPOfficeCode>
<ApplicationNumberText></ApplicationNumberText>
<FilingDate></FilingDate>
</Applicationldentification>
<{ApplicantFileReference>052566-506001W0</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/331, b34</ApplicationNumberText>
<FilingDate>2022-04-15</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh">% 7 E.Al4¢H A M 3] [ VALITOR,
INC. ]</ApplicantName>
<ApplicantNameLatin>VALITOR, INC.</ApplicantNameLatin>
<InventionTitle languageCode="zh"> A%ait %18 % & 4 & 44 </InventionTitle>
<SequenceTotalQuantity>170</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>26</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql53">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>FR1</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql54">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is Q, E, or D</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>b</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5h">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is V, Q, A, or E</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql56">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>X is S or T</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql57">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is L, S, or V</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql58">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is V or A</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql59">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is P, A, or T</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql60">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is G, D, or R</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>23</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql61">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is A, V, T, or E</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql62">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is A or V</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XVQLXEXGGGXXQXGXSLRLSCXXSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql63">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql64">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>FR2</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql6b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is M, I, V, or L</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql66">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is G, S, or A</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is F, Y, or V</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql68">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is A, V, P, or T</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="ql69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is E, G, A, or Q</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql70">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is R or L</INSDQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql71">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is F, G, W, or L</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql72">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is A, G, or S</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is A, S, or G</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXWXRQXPGKXXEXVXXI</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>FR3</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql76">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is A, G, S, or T</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
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<INSDFeature_location>13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is R or Q</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql78">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is N, S, or D</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is S, A, or D</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql80">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is N or K</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is T or M</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql82">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is Y, D, or S</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>25</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is N or D</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql84">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is S or N</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql8h">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is P or A</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YXDSVKGRFT I SXDXXKXXVXLQMXXLRXEDTAXYYCAA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql87">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>FR4</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql88">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is Q or K</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>X is L or Q</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YWGXGTXVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>26</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 26</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>framework region 1</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>18</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql92">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 18</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>framework region 2</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MGWFRQAPGKEREFVAAI</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>39</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql94">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 39</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql95">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>framework region 3</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql97">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>framework region 4</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="ql99">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Nb42 CDR1</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>FAYSTYS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q200">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q201">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Nb42 CDR2</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NSGTFRLW</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
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<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q202">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q203">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Nb42 CDR3</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RAWSPYSSTVDAGDFR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q204">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q205">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2H10 CDR1</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RRFSIEA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q206">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q207">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2H10 CDR2</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DSGGSTD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q208">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q209">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2H10 CDR3</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> IGSSWYGRGLD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q210">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q211">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aTNFa-mu CDRI</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GTFSSII</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q212">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q213">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>aTNFa-mu CDR2</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SWSGGTTV</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q214">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q215">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aTNFa-mu CDR3</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>RPYQKYNWASASYNV</INSDSeq_sequence>

</INSDSeq>

</SequenceData>

<{SequenceData sequencelDNumber="18">

<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l.. 7</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="q216">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>l.. 7</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier id="q217">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>E1-1 CDR1</INSDQualifier value>

</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGSDAGT</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
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<INSDSeq_length>8</INSDSeq_length>

<INSDSeq_mol type>AA</INSDSeq_mol type>

<INSDSeq_division>PAT</INSDSeq division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l. . 8</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="q218">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>l. . 8</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier id="qg219">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>E1-1 CDR2</INSDQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SWAGTAWR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q220">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q221">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>E1-1 CDR3</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LGSYEMDHH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q222">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q223">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>al linker</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AEAAAKEAAAKEAAAKAGC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q224">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q225">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>AE3K2R(2) linker</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AEEEKRKAEEEKRKAEEEAGC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>28</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 28</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q226">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 28</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q227">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>AE3K2R(3) linker</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AEEEKRKAEEEKRKAEEEKRKAEEEAGC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q228">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q229">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>E4K4(2) linker</INSDQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AEEEEKKKKEEEEKKKKAGC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q230">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q231">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>EA3K(2) linker</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AEAAAKEAAAKAGC</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q232">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q233">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Alfa linker</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PSRLEEELRRRLTEGC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>77</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 77</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q234">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 77</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q235">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MyosinVI linker</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AEEEEKKKQQEEEAERLRR IQEEMEKERKRREEDEERRRKEEEERRMKLEMEAKRKQEEEER
KKREDDEKRKKKAGC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q236">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q237">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Spot linker</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PDRVRAVSHWSSC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q238">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="q239">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>GT9 linker</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GTGTGTGTGTGTGTGTGTGC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q240">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q241">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Modified Rigid linker</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TPTTPPTPTPGTPPGGC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q242">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q243">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Rigid</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SPSTPPTPSPSTPPGGC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length/>
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<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
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<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
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<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q244">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q245">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2H10</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>QVQLVESGGGLVQAGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYVDS
AKGRFTISRDNRKNTVDLQMNSLKDEDTGVYYCNVIGSSWYGRGLDYWGNGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q246">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q247">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2H10 N112Q</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQAGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYVDS
AKGRFTISRDNRKNTVDLQMNSLKDEDTGVYYCNVIGSSWYGRGLDYWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q248">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q249">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2H10 bMUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQAGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYVDS
AKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCNVIGSSWYGRGLDYWGQGTQVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q250">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q251">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>2H10 6MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQAGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYADS
AKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCNVIGSSWYGRGLDYWGQGTQVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q252">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q253">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Hu2H10 5MUT</INSDQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVA T IDSGGSTDYVDS
AKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCNVIGSSWYGRGLDYWGQGTLVTVSS</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q254">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q25h">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu2H10 5MUT R86K A87TP</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYVDS
AKGRFTISRDNSKNTVYLQMNSLKPEDTAVYYCNVIGSSWYGRGLDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q256">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q257">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu2H10 5MUT L115Q</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYVDS
AKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCNVIGSSWYGRGLDYWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q258">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q259">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuZH10 HMUT R86K A87P L115Q</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYVDS
AKGRFTISRDNSKNTVYLQMNSLKPEDTAVYYCNVIGSSWYGRGLDYWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

112114052 FEH5E A0202 B478 - H131B(FIR) 1123206864-0



202405007

<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q260">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q261">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Nb42</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGSLOQAGASLRLSCAASGFAYSTYSMGWFRQVSGKEREGVAT INSGTFRLWYTD
SVKGSFTISRDNAKNMLYLQMNSLKPEDTATYYCAARAWSPYSSTVDAGDFRYWGQGTQVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q262">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q263">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYTD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTLVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q264">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q265">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42 P14A</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQAGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYTD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTLVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q266">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q267">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42 T61A</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTLVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q268">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q269">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42 STbA</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYTD
SVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTLVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q270">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q271">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42 L79V</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYTD
SVKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTLVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q272">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q273">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>HuNb42 A88P</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYTD
SVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTLVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q274">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q275">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42 L121Q</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYTD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTQVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q276">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q277">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42 T61A A88P</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYAD
SVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTLVTVSS</ INSDSeq_sequen
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ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q278">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="q279">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42 A88P L115Q</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYTD
SVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTQVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q280">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q281">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aTNF-a mu</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLADSGGGLVQAGGSLRLSCAASGGTFSST IMAWFRQAPGKEREF VGAVSWSGGTTVYAD
SVLGRFETSRDSARKSVYLQMNSLKPEDTAVYYCAARPYQKYNWASASYNVWGQGTQVTVSS</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q282">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q283">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aTNF-a mu 3MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASGGTFSST IMAWFRQAPGKEREF VGAVSWSGGTTVYAD
SVKGRFTISRDSARKSVYLQMNSLKPEDTAVYYCAARPYQKYNWASASYNVWGQGTQVTVSS</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length>129</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q284">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q285">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aTNF-a VHH</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGRTFSDHSGYTYT IGWFRQAPGKEREFVARTYWSSGN
TYYADSVKGRFATSRDITAKNTVDLTMNNLEPEDTAVYYCAARDG IPTSRSVESYNYWGQGTQVTVSS</INSDSeq_seq
uence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="75">
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<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="76">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="77">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="78">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="79">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="80">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="81">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q286">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q287">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>E1-1</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>EVQLQASGGGFVQPGGSLRLSCAASGGGSDAGTMGWFRQAPGKEREF VSATSWAGTAWRYYA
DSVKGRFTISRDNSKNTVYLQMNSLRAEDTATYYCALGSYEMDHHYWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="82">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q288">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="q289">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>El1-1 F11L</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLQASGGGLVQPGGSLRLSCAASGGGSDAGTMGWFRQAPGKEREF VSATSWAGTAWRYYA
DSVKGRFTISRDNSKNTVYLQMNSLRAEDTATYYCALGSYEMDHHYWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<SequenceData sequencelDNumber="83">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q290">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q291">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>El1-1 S49A</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLQASGGGFVQPGGSLRLSCAASGGGSDAGTMGWFRQAPGKEREFVAATSWAGTAWRYYA
DSVKGRFTISRDNSKNTVYLQMNSLRAEDTATYYCALGSYEMDHHYWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="84">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q292">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="q293">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>El1-1 F11L S49A</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLQASGGGLVQPGGSLRLSCAASGGGSDAGTMGWFRQAPGKEREFVAATSWAGTAWRYYA
DSVKGRFTISRDNSKNTVYLQMNSLRAEDTATYYCALGSYEMDHHYWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="85">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q294">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q295">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>El1-1 CDR</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLQASGGGFVQPGGSLRLSCAASGRRF STEAMGWFRQAPGKEREF VSAIDSGGSTDYADS
VKGRFTISRDNSKNTVYLQMNSLRAEDTATYYCAVIGSSWYGRGLDYWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="86">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="87">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
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<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="88">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="89">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="90">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="91">
<INSDSeq>
<INSDSeq_length>125</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q296">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q297">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>anti-VEGF VHH</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVQLVESGGGLVQPGGSLRLSCAASGRTF SSYSMGWFRQAPGKEREFVVAISKGGYKYDAVS
LEGRFTISRDNAKNTVYLQINSLRPEDTAVYYCASSRAYGSSRLRLADTYEYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="92">
<INSDSeq>
<INSDSeq_length>134</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 134</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier i1d="q298">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 134</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q299">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>anti-VEGF DARPIN</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSDLDKKLLEAARAGQDDEVR ILMANGADVNARDSTGWTPLHLAAPWGHPE I VEVLLKNGAD
VNAADFQGWTPLHLAAAVGHLE IVEVLLKYGADVNAQDKFGKTAFDISIDNGNEDLAE ILQKAAGGGSGGGS</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="93">
<INSDSeq>
<INSDSeq_length>130</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 130</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q300">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 130</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q301">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>anti-VEGF HuNb22 2ZMUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGYAYDTYYMGWFRQAPGKEREGVAGITSLVSGVAYYK
YYTDSVKGRFT ISRDNSKNTVDLQMNSLRAEDTAVYYCAASRSGLRARLLRPELYEYWGQGTLVTVSS</ INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="94">
<INSDSeq>
<INSDSeq_length>127</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 127</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q302">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 127</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q303">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>anti-VEGF HuNb23 3MUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCVASGDTYSSACMGWFRQAPGKEREGVATICTSTSMRTRYY
ADSVKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCATGHTVGSSWRDPGAWRYWGQGTLVTVSS</ INSDSeq_seque
nce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="95">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q304">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 123</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q3056">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>anti-VEGF HuNb3b 4MUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGLSYRPGYMGWFRQAPGKEREGVAT ITTGGVTHYADS
VKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCALANWVQFPLRVDGYKYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="96">
<INSDSeq>
<INSDSeq_length>125</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q33b">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qd42">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aVEGF_VHH 3MUT</INSDQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGRTF SSYSMGWFRQAPGKEREFVAATISKGGYKYDAVS
LEGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCASSRAYGSSRLRLADTYEYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="97">
<INSDSeq>
<INSDSeq_length>125</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd43">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qd344">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aVEGF_VHH BMUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGRTF SSYSMGWFRQAPGKEREFVAATISKGGYKYDAVS
VKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCASSRAYGSSRLRLADTYEYWGQGTLVTVSS</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="98">
<INSDSeq>
<INSDSeq_length>125</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd4b5">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 125</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q346">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aVEGF_VHH 6MUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGRTF SSYSMGWFRQAPGKEREFVAATISKGGYKYYAVS
VKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCASSRAYGSSRLRLADTYEYWGQGTLVTVSS</INSDSeq_sequenc
e>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="99">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="100">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="101">
<INSDSeq>
<INSDSeq_length>150</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 150</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd347">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 150</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qd348">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>anti-TNFalpha VHH (human) -
rigid</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGRTFSDHSGYTYT IGWFRQAPGKEREFVARTYWSSGN
TYYADSVKGRFAISRDIAKNTVDLTMNNLEPEDTAVYYCAARDG IPTSRSVESYNYWGQGTQVTVSSPSTPPTPSPSTPP
GGCDDDDK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="102">
<INSDSeq>
<INSDSeq_length>148</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 148</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q349">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 148</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q350">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>anti-TNFalpha VHH (human)- al</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGRTFSDHSGYTYT IGWFRQAPGKEREFVARTYWSSGN
TYYADSVKGRFAISRDIAKNTVDLTMNNLEPEDTAVYYCAARDG IPTSRSVESYNYWGQGTQVTVSSAEAAAKEAAAKEA
AAKAGC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="103">
<INSDSeq>
<INSDSeq_length>144</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 144</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd51">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 144</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q352">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier value>anti-TNFalpha VHH (mouse)- al</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLADSGGGLVQAGGSLRLSCAASGGTFSSI IMAWFRQAPGKEREFVGAVSWSGGTTVYAD
SVLGRFEISRDSARKSVYLQMNSLKFPEDTAVYYCAARPYQKYNWASASYNVWGQGTQVTVSSAEAAAKEAAAKEAAAKA
GC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="104">
<INSDSeq>
<INSDSeq_length>143</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 143</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q353">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 143</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qd54">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>anti-TNFalpha 3MUT VHH (mouse)-
alH</INSDQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCAASGGTFSST IMAWFRQAPGKEREF VGAVSWSGGTTVYAD
SVKGRFTISRDSARKSVYLQMNSLKPEDTAVYYCAARPYQKYNWASASYNVWGQGTQVTVSSAEAAAKEAAAKEAAAKAG
C</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="105">
<INSDSeq>
<INSDSeq_length>62</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 62</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q35h">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 62</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q356">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>anti-TNFalpha affibody</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>CGGGYVDNKFNKEVGWAFGE IGALPNLNALQFRAF I ISLWDDPSQSANLLAEAKKLNDAQAPK
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="106">
<INSDSeq>
<INSDSeq_length>265</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 265</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q357">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 265</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q358">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>anti-IL-1beta scFv-rigid</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVMTQSPSTLSASVGDRVI I TCQASQSIDNWLSWYQQKPGKAPKLL IYRASTLASGVPSRF
SGSGSGAEFTLTISSLQPDDFATYYCONTGGGVSTAFGQGTKLTVLGGGGGSGGGGSGGGGSGGGGSEVQLVESGGGLYVQ
PGGSLRLSCTASGF SLSSAAMAWVRQAPGKGLEWVGI IYDSASTYYASWAKGRFTISRDTSKNTVYLQMNSLRAEDTAVY
YCARERATFSGDFVLWGQGTLVTVSSSPSTPPTPSPSTPPGGC</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="107">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q359">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q360">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aTNFaMu_3MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGGTFSST IMAWFRQAPGKEREFVGAVSWSGGTTVYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAARPYQKYNWASASYNVWGQGTLVTVSS</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="108">
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<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q361">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q362">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aTNFaMu_5bMUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGGTFSST IMAWFRQAPGKEREFVAAISWSGGTTVYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAARPYQKYNWASASYNVWGQGTLVTVSS</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="109">
<INSDSeq>
<INSDSeq_length>129</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q363">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q364">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aTNFaHu_ TMUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGRTF SDHSGYTYTMGWFRQAPGKEREFVARTYWSSGN
TYYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAARDG IPTSRSVESYNYWGQGTLVTVSS</INSDSeq_seq
uence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="110">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>

112114052 FEHESE A0202 $82E - H131E(FIR) 1123206864-0



202405007

</SequenceData>
<{SequenceData sequencelDNumber="111">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q365">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q366">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aEGFR_3MUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGRTSRSYGMGWFRQAPGKEREF VAGISWRGDSTGYAD
SVKGRFTISRDNSKNTVDLQMNSLRPEDTAVYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="112">
<INSDSeq>
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<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q367">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="q368">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aHer?2 3MUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASG I TFMRY AMGWYRQAPGKQREMVASINSGGTTNYADS
VKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCNARWVKPQF IDNNYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="113">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q369">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q370">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aPD1_102C3 3MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGSIFSTHAMGWFRQAPGKEREFVAAITWSGGITYYED
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAADRAESSWYDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="114">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q371">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q372">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aPD1_102C12 3MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGSTASTHAMGWFRQAPGKEREFVAVITWSGGITYYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAGDKHQSSWYDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="115">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q373">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q374">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aPD1_102E2 3MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGSTSSTHAMGWFRQAPGKEREFVAATITWSGGITYYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAADRAQSSWYDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="116">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q375">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q376">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aPD1_102E8 3MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGSIFSINAMAWFRQAPGKEREF VAL ISWSGGSTYYED
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAADRVDSNWYDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="117">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q377">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="q378">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aPD1_102H12 4MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGRAF SSGTMGWFRQAPGKEREF VASTPWSGGRTYYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAVKERSTGWDFAWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="118">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q379">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q380">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier _value>Hu aCaffeine 3MUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASGRTGT I'YSMAWFRQAPGKEREFLATIGWSSGITYYMD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAATRAYSVGYDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="119">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q381">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q382">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aEGFR_DMUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGRTSRSYGMGWFRQAPGKEREF VAGISWRGDSTGYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="120">
<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q383">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q384">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>aAng?_ D4</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQAGGSLRLSCVASGR IFTNTAMGWYRQAPGKWRELVATIYSGGSTKYIDS
VKGRF I TSRDNTRNTVHLOQMNSLKPEDTAVYYCNTVGAGSYWGQGAQVTVSS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="121">
<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38b">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q386">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Hu_ aAng? D4 3MUT</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGR IFTNTAMGWYRQAPGKWRELVATIYSGGSTKYIDS
VKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCATVGAGSYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="122">
<INSDSeq>
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<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q387">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q388">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aAn?2 H4</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGDLVQAGGSLRLSCAASGFTFGDFTIGWFRQAPGKEREGVSCINTGDGSTNYAE
SVKGRFTISSDNAKNTVYLQMNSLKPEDTAVYYCALDQAPMWSSWSAPYEYDYWGQGTQVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="123">
<INSDSeq>
<INSDSeq_length>126</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q389">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 126</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q390">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Hu_ aAng? H4 6MUT</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFGDF TMGWFRQAPGKEREGVAAINTGDGSTNYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCALDQAPMWSSWSAPYEYDYWGQGTLVTVSS</ INSDSeq_sequen
ce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="124">
<INSDSeq>
<INSDSeq_length>129</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd91">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q392">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>aAng?2 BI0027</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQAGGSLRLSCAASGFTLDDYA IGWFRQAPGKEREGVSSIRDNDGSTYYAD
SVKGRFTISSDNDKNTVYLQMNSLKPEDTAVYYCAAVPAGRLRFGEQWYPLYEYDAWGQGTLVTVSS</INSDSeq_seq
uence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="125">
<INSDSeq>
<INSDSeq_length>129</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q393">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q394">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Hu_ aAng?2_ 0027_2MUT</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TLDDY AMGWFRQAPGKEREGVASIRDNDGSTYYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAAVPAGRLRFGEQWYPLYEYDAWGQGTLVTVSS</INSDSeq_seq
uence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="126">
<INSDSeq>
<INSDSeq_length>130</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 130</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q395">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 130</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q396">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aEpCam_Nb4</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGSVQGGASLRLSCAASGGERNNYCVAWFRQAPGKEREVAATSRAASGAQTTTK
YYVDSVKGRFTISQDTKNTATVYLQMNSHKPEDTAYCTAKAKTIYPPQCTGISRTIDYRGQGTQVTVSS</ INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="127">
<INSDSeq>
<INSDSeq_length>129</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q397">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="q398">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aEpCAM_Nb4 4MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGGERNNYCMGWFRQAPGKEREVAATSRAASGAQTTTK
YYVDSVKGRFT ISRDNSKNTVYLQMNSLRPEDTAYCAAKAKIYPPQCTGISRT IDYRGQGTLVTVSS</INSDSeq_seq
uence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="128">
<INSDSeq>
<INSDSeq_length>128</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q399">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q400">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aEpCam_Nb4</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGGGLVQGGASLRLSCAASSGRAGL IHVAWFRAKNTLYRQVAATISSDDTGFATLYY
AVDSVKGRFTISQDTESTKYSYLQMNSLKPEDT I YCTAKLFSKTSYQKF IYKFNYWGQGTQVTVSS</ INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="129">
<INSDSeq>
<INSDSeq_length>127</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 127</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q401">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 127</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q402">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aEpCAM_Nb5_ 1IMUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGGRAGL IHMGWFRQAPGKYREVAATSSDDTGFATLYY
AVDSVKGRFTISRDNSKNTVYLQMNSLRPEDTAYCTAKLFSKTSYQKF I YKFNYWGQGTLVTVSS</INSDSeq_seque
nce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="130">
<INSDSeq>
<INSDSeq_length>128</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q403">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q404">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>aEpCAM_Nb22</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQQVQSGGGSVQAGASLRLSCAASSGLQQATYVAWFRQAVGKEREVAAIGYWYWYHIQVYK
YYVDSVKDRFTISGDTKSTKTYLQMNSLKNEDTAYYCAK IHHLPRQRQEHG IFDYRGQGTQVTVSS</ INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="131">
<INSDSeq>
<INSDSeq_length>128</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q405">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q406">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aEpCAM_Nb22_ 6MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGGLQQA TYMGWFRQAPGKEREVAAIGYWYWYHIQVYK
YYVDSVKDRFT ISRDNSKNTVYLQMNSLRPEDTAYYCAK IHHLPRQRQEHG IFDYRGQGTLVTVSS</ INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="132">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="133">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="134">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="135">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="136">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="137">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="138">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="139">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="140">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="141">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q407">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q408">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuZH10 5MUT CYS</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYVDS
AKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCNVIGSSWYGRGLDYWGQGTLVTVSSC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="142">
<INSDSeq>
<INSDSeq_length>139</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 139</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q409">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 139</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q410">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu2H10 5MUT aH_CYS</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYVDS
AKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCNVIGSSWYGRGLDYWGQGTLVTVSSAEAAAKEAAAKEAAAKAGC</1
NSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="143">
<INSDSeq>
<INSDSeq_length>139</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 139</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4l1">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 139</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4l12">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu2H10 5MUT R86K A87P aH_CYS</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYVDS
AKGRFTISRDNSKNTVYLQMNSLKPEDTAVYYCNVIGSSWYGRGLDYWGQGTLVTVSSAEAAAKEAAAKEAAAKAGC</1
NSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="144">
<INSDSeq>
<INSDSeq_length>139</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 139</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4l13">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 139</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q414">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu2H10 5MUT L115Q aH_CYS</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCLASGRRF STEAMGWYRQAPGKQRELVAT IDSGGSTDYVDS
AKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCNVIGSSWYGRGLDYWGQGTQVTVSSAEAAAKEAAAKEAAAKAGC</1
NSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="145">
<INSDSeq>
<INSDSeq_length>145</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 145</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4l15">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 145</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q416">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42 A88P aH_CYS</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYTD
SVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTLVTVSSAEAAAKEAAAKEAAAK
AGC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="146">
<INSDSeq>
<INSDSeq_length>145</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 145</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4l7">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 145</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q418">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42 T61A A88P aH_CYS</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYAD
SVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTLVTVSSAEAAAKEAAAKEAAAK
AGC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="147">
<INSDSeq>
<INSDSeq_length>145</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 145</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q419">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 145</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q420">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>HuNb42 A88P L115Q aH CYS</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFAYSTYSMGWFRQAPGKEREAVAT INSGTFRLWYTD
SVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYYCAARAWSPYSSTVDAGDFRYWGQGTQVTVSSAEAAAKEAAAKEAAAK
AGC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="148">
<INSDSeq>
<INSDSeq_length>65</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 65</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q421">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 65</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q422">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>anti-TNFalpha affibody Gly</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CGGGYVDNKFNKEVGWAFGE IGALPNLNALQFRAF I ISLWDDPSQSANLLAEAKKLNDAQAPK
GGG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="149">
<INSDSeq>
<INSDSeq_length>143</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 143</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q423">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 143</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q424">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aTNFalphaMu_3MUT aH_CYS</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGGTFSST IMAWFRQAPGKEREFVGAVSWSGGTTVYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAARPYQKYNWASASYNVWGQGTLVTVSSAEAAAKEAAAKEAAAKAG
C</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="150">
<INSDSeq>
<INSDSeq_length>143</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 143</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q425">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 143</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q426">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aTNFalphaMu_bMUT aH CYS</INSDQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGGTFSST IMAWFRQAPGKEREFVAAISWSGGTTVYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAARPYQKYNWASASYNVWGQGTLVTVSSAEAAAKEAAAKEAAAKAG
C</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="151">
<INSDSeq>
<INSDSeq_length>148</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 148</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q427">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 148</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q428">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aTNFalphaHu TMUT aH _CYS</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGRTF SDHSGYTYTMGWFRQAPGKEREFVARTYWSSGN
TYYADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAARDGIPTSRSVESYNYWGQGTLVTVSSAEAAAKEAAAKEA
AAKAGC</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="152">
<INSDSeq>
<INSDSeq_length>152</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 152</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q429">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 152</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q430">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>IL-2_C125S aH _CYS</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>APTSSSTKKTQLOQLEHLLLDLOMILNG INNYKNPKLTRMLTFKFYMPKKATELKHLQCLEEE
LKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETAT IVEFLNRWITFSQSIISTLTAEAAAKEAA
AKEAAAKAGC</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="153">
<INSDSeq>
<INSDSeq_length>133</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 133</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q431">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 133</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q432">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>IL-15_bMUT aH _CYS</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWVYNVISDLKK IEDLIQSMHIDATLYTESDVHPSCKVTAMQCFLSELQVISLESGDASTHDT
VENLTILANNSLSSNGYVTESGCKECEELEAKN IKEFLQSFVHIVQMF INTSAEAAAKEAAAKEAAAKAGC</ INSDSeq
_Sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="154">
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<INSDSeq>
<INSDSeq_length>166</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 166</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q433">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 166</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q434">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aTNFa_DARPin G3S_CYS</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DLGKKLLEVARAGQDDEVR ILMANGADVNAADHQSFTPLHLYATFGHLE I VEVLLKNGADVN
ASDWHGNTPLHLAAWIGHLEIVEVLLKYGADVNATDHSGSTPLHLAATLGHLE I VEVLLKYGADVNAQDKFGKTAFDISI
DNGNEDLAE ILQKAAGGGSGGGSC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="155">
<INSDSeq>
<INSDSeq_length>116</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q436">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q437">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aPDL1_Nbl</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQAGGSLRLSCATSGSIFSTISMGWYRQAPGKQRELVALVFRGGSTVYADS
VKGRFTISGDIAKNTVYLQMDSLKPEDTAVYYCNVKSIGTAQYWGQGTQVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="156">
<INSDSeq>
<INSDSeq_length>116</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q439">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 116</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q440">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Hu_aPDL1_Nbl_ 4MUT</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGSIFST ISMGWYRQAPGKQRELVALIFRGGSTVYADS

VKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAVKSIGTAQYWGQGTLVTVSS</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="157">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q442">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q443">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aPDL1_Nbl04E10</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQAGGSLRLSCAASGVDASNSAMGWYRQAPGKQREWVARITGGGLTAYTDS
VKGRFTISRDNAKSTVYLQMNSLEPEDTAVYYCNT INSRDWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="158">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44b5">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q446">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aPDL1_Nbl104E10_IMUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGVDASNSAMGWYRQAPGKQREWVARITGGGLTAYTDS
VKGRFTISRDNSKSTVYLQMNSLRPEDTAVYYCATINSRDWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="159">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q448">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q449">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aPDL1_NbGb</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGGGLVQPGGSLRLSCAASGSFFRTY IVSWYRQAPGKRREAVAVMSNSGNTNYADS
VKGRFTISRDNAVNTVYLQMNSLKPEDTAVYYCNLLKVTVVPPANYWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="160">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q451">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q452">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aPDL1_NbGh_4MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGSFFRTY IMGWYRQAPGKRREAVAVISNSGNTNYADS
VKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCALLKVTVVPPANYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="161">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q454">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q455">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aPDL2_103E4</INSDQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQAGGSLRLSCAASGSTFSNYVSNYAMGWGRQAPGTQRELVASTSNGDTTN
YADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYCFEHQVAGLTWGQGTQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="162">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q457">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q458">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aPDL2_103E4_2MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGSTF SNYVSNY AMGWGRQAPGKQRELVASTSNGDTTN
YADSVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAEHQVAGLTWGQGTLVTVSS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="163">
<INSDSeq>
<INSDSeq_length>127</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 127</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q460">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 127</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q461">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aPDL2_103Eb</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQTGGSLRLSCAASGFTLDYYGIGWFRQAPGKEREGVSF ISGSDGSTYYAE
SVKGRFTISRDKAKNTVYLQMNSLKPEDTAVYYCAADPWGPPSTATMTSYEYKHWGQGTQVTVSS</ INSDSeq_seque
nce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="164">
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<INSDSeq>
<INSDSeq_length>127</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 127</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q463">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 127</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q464">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aPDL2_103Eb_4MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGFTLDYYGMGWFRQAPGKEREGVAF ISGSDGSTYYAE
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAADPWGPPSTATMTSYEYKHWGQGTLVTVSS</ INSDSeq_seque
nce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="165">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q466">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q467">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>aPDL2_Nbl03F10</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQAGGSLRLSCAASGRTF SSGTMGWFRRAPGKEREF VASTPWSGGRTYYAD
SVKDRFTISRDNAQNTVFLQMNSLKPEDTAVYYCAFKERSTGWDFASWGQGIQVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="166">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q469">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q470">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_aPDL2_Nbl103F10_bMUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGRTF SSGTMGWFRQAPGKEREFVASTPWSGGRTYYAD
SVKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAFKERSTGWDFASWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="167">
<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q472">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q473">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Hu_alL-1B_bC bMUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGGYYYSSFYWGWFRQAPGQGLEAVATIPYYYTYYTDS
VKGRFTISRDNSKNTVYLQMNSLRPEDTAVYYCASYNITHNFWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="168">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q475">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q476">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier _value>Hu_alL-1B_6C_3MUT</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGSYSYSYSWGWFRQAPGQGLEAVAATVYYYTYYADSV
KGREFTISRDNSKNTVYLQMNSLRPEDTAVYYCASYAPFPFWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="169">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q478">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q479">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_alL-1B_11H 3MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGGYSYYSWGWFRQAPGQGLEAVASTAYYYTYYADSVK
GRFTISRDNSKNTVYLQMNSLRPEDTAVYYCAYSDI ISYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="170">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q481">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q482">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Hu_alL-1B_12D 2MUT</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGSYYSSSYGGWFRQAPGQGLEAVATIPYYTSYADSVK
GRFTISRDNSKNTVYLQMNSLRPEDTAVYYCASFFPFFYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequenceListing>
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