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cGCGGAGCCCTGCGCTGGGACGTGCACGGTGTGCACGCTGGACTGGACCCCCATGCAACCCC 
GcGccCTGCGCCTTAACCAGGACTGCTCCGCGCGCCCCTGAGCCTCGGGCTCCGGCCCGGAC 
CTGCAGCCTCCCAGGTGGCTGGGAAGAACTC''CCAACAATAAATACATTTGATAAGAAAGAT 
gcc TTAAAAGTGCTACTAGAACAAGAGAAAACGTTTTTCACTCTITTAGTATTACTAGGCT 
Air TTGTCATGTAAAG'rgACTTGTGAATCAGGAGACTGTAGACAGCAAGAATTCAGGGATCGG 
TcpcGAAACTGTGTTCCCTGCAFCCAGTGTGGGCCAGGCATGGAGTTG'FCTAAGGAATGTGG 
CTTCGGCTAGGGGAGGATGCACAGTGTGIGACGTGCCGGCTGCACAGGTTCAAGGAGGACT 
GGGGCTCCAGAAATGCAAGCCCTGTCTGGACTGCGCAGTGGTGAACCGCTT'i"CAGAAGGCA 
AATTGTTCAGCCACCAGTGATGCCATCTGCGGGGACTGC"TGCCAGGATT'IATAGGAAGAC 
GAAACTTGTCGGCTTTCAAGACATGGAGTGTGTGCCTTGTGGAGACCCTCCTCCTCCTTACG 
AACCGCACGTCCCAGCAAGGTCAACCTCGTGAAGATCGCGTCCACGGCCTCCAGCCCACGG 
GACAcGGCGCTGGCTGCCGTTATCTGCAGCGCTCTGGCCACCGTCCTGCTGGCCCTGCTCAT 
CCTCTGIGrCATCTATTGTAAGAGACAGTTTATGGAGAAGAAACCCAGCTGGTCTCTCCGGT 
CGCAGGACATTCAGTACAACGGCTCTGAGCTGTCGTGTTTTGACAGACCTCAGCTCCACGAA 
TATGCCCACAGAGCCTGCTGCCAGTGCCGCCGTGACTCAGTGCAGACCFGCGGGCCGGTGCG 
CTTGCTCCCATCCATGTGCTGTGAGGAGGCCTGCAGCCCCAACCCGGCGACTCTTGGTTGTG 
GGGTGCATTCTGCAGCCAGTCTTCAGGCAAGAAACGCAGGCCCAGCCGGGGAGATGGTGCCG 
ACTT rcp TCGGAICCCTCACGCAGTCCATC'GTGGCGAGTTTTCAGATGCCTGGCCTCTGAT 
GCAGAATCCCATGGGTGGTGACAACATCTCTTTTTGTGACTCT'TATCCTGAACTCACTGGAG 
AAGAcATTCATCTCTCAATCCAGAACTTGAAAGCTCAACGTCTTTGGATTCAAATAGCAGT 
CAAGATTFGGTTGGTGGGGCTGT"rcCAGTCCAGTCTCATTCTGAAAACTTTACAGCAGCTAC 
(GATT IATCTAGATATAACAACACACTGGTAGAATCAGCATCAACTCAGGATGCACTAACTA 
TGGAAGCCAGCTAGATCAGGAGAGTGGCGCTGTCATCCACCCAGCCACTCAGACGTCCCTC 
CAGGAAGCTTAAAGAACCTGCTTCTTTCTGCAGTAGAAGCGTGTGCTGGAACCCAAAGAGTA 
CTCCTTT GT TAGGCTTATGGACTGAGCAGTCTGGACCTTGCATGGCTTCTGGGGCAAAAATA 
AATCTGAACCAAAcrgACGGCATTTGAAGCCTCTCAGCCAGTTGCTTCTCAGCCAGACCAGC 
TGTAAGCTGAAACCT CAATGAATAACAAGAAAAGACTCCAGGCCGACTCATGATACTCTGCA 
TcTTTCCTACATGAGAAGCTTCTCTGCCACAAAAGTGAC'''CAAAGACTGATGGGTTGAGCT 
GGCAGCCTATGAGATTGTGGACATATAACAAGAAACAGAAATGCCCTCAFGCTTATTTTCAT 
GorgA TGTGGTTTTACAAGACTGAAGACCCAGAGTATACTTTTTCTTTCCAGAAATAATTT 
CATAccoccTATGAAAATCAGATAAATTACCTTAGCTTTTATGTAGAATGGGTTCAAAAGT 
GAGTGTTTCTATTTGAGAAGGACACTTTTTCATCATCTAAACTGATTCGCATAGGTGGTTAG 
AArgoccCTCATATTGCCTGCCTAAATCTTGGGTTTATTAGATGAAGTTTACTGAATCAGAG 
GAATCAGACAGAGGAGGATAGCTCTI'TCCAGAATCCACACTTCTGACCTCAGCCTCGGTCTC 
ATGAACACCCGCTGATCTCAGGAGAACACCTGGGCTAGGGAATGTGGTCCAGAAAGGGCAGC 
coAT rescCCAGAATTAACACATATTGTAGAGACTTGTATGCAAAGGTTGGCATATTTATATG 
AAAATTACT TGCTATAGAAACATTTGTTGCATCTGTCCCTCTGCCTGAGCTTAGAAGGTTAT 
AGAAAAAGGGTATTTATAAACACAAATGACCTTTTACTTGCATTGTA'1'CTTATACFAAAGGC 
TTTAGAAATTACAACATATCAGGTTCCCCTACTACTGAAGTAGCCTTCCGTGAGAACACACC 
ACATGTAGGACTAGAAGAAAATGCACAATTTGTAGGGGTTTGGATGAAGCAGCTGTAACTG 
CCCTAGTGTAGTTTGACCAGGACATTGTCGTGCTCCTTCCAATTGTGTAAGATTAGTTAGCA 
CATCATCTCCTACTTTAGCCATCCGGTGTTGGATTTAAGAGGACGGTGCTTCTTTCTATTAA 
AGTGCTCCATCCCCTACCATCACACATTAGCATTGTCTCTAGAGCTAAGACAGAAATTAAC 
ccCGT CAGpcACAAAGCAGGGAATGGTTCATTTACTCTTAATCTTTATGCCCTGGAGAAGA 
cCTACTTGAACAGGGCATATTTTTTAGACTTCTGAACATCAGTATGTTCGAGGGTACTAFGA 
TATTTTGGTTTGGAATTGCCCTGCCCAAGTCACTGTCTTTTAACTTTTAAACTGAATATTAA 
AATGTATCTGTCTTTCCT 
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FIGURE 1A 
GCAGCCCTAGCAGGGATGGACATGATGCTGTTGGTGCAGGGTGCTTGTTGCTCGAACCAGTG 
GCTGGCGGCGGTGCTCCTCAGCCTGTGCTGCCTGCTACCCTCCTGCCTCCCGGCTGGACAGA 
GTGTGGACTTCCCCTGGGCGGCCGTGGACAACATGATGGTCAGAAAAGGGGACACGGCGGTG 
CTTAGGTGTTATTTGGAAGATGGAGCTTCAAAGGGTGCCTGGCTGAACCGGTCAAGTATTAT 
TTTTGCGGGAGGTGATAAGTGGTCAGTGGATCCTCGAGTTTCAATTTCAACATTGAATAAAA 
GGGACTACAGCCTCCAGATACAGAATGTAGATGTGACAGATGATGGCCCATACACGTGTTC'? 
GTTCAGACTCAACATACACCCAGAACAATGCAGGTGCATCTAACTGTGCAAGTTCCTCCTAA 
GATATATGACATCTCAAATGATATGACCGT CAATGAAGGAACCAACGTCACTCTTACTTGTT 
TGGCCACTGGGAAACCAGAGCCTTCCATTTCTTGGCGACACATCTCCCCATCAGCAAAACCA 
TTTGAAAATGGACAATATTTGGACATTTATGGAATTACAAGGGACCAGGCTGGGGAATATGA 
ATGCAGTGCGGAAAATGATGTGTCATTCCCAGATGTGAGGAAAGTAAAAGTTGTTGTCAACT 
TTGCTCCTACTATTCAGGAAATTAAATCTGGCACCGTGACCCCCGGACGCAGTGGCCTGATA 
AGATGTGAAGGTGCAGGTGTGCCGCCTCCAGCCTTTGAATGGTACAAAGGAGAGAAGAAGCT 
CTTCAATGGCCAACAAGGAATTATTATTCAAAATTTTAGCACAAGATCCATTCTCACTGTTA 
CCAACGTGACACAGGAGCACTTCGGCAATTATACTTGTGTGGCTGCCAACAAGCTAGGCACA 
ACCAATGCGAGCCTGCCTCTTAACCCTCCAAGTACAGCCCAGTATGGAATTACCGGGAGCGC 
TGATGTTCTTTTCTCCTGCTGGTACCTTGTGTTGACACTGTCCTCTTTCACCAGCATATTCT 
ACCTGAAGAATGCCATTCTACAATAAATTCAA AGACCCATAAAAGGCTTTTAAGGATTCTCT 
GAAAGTGCTGATGGCTGGATCCAATCTGGTACAGTTTGTTAAAAGCAGCGTGGGATATAATC 
AGCAGTGCTTACATGGGGATGATCGCCTTCTGTAGAATTGCTCATTATGTAAATACTTAA' 
TCTACTCTTTTTTGATTAGCTACATTACCTTGTGAAGCAGTACACATTGTCCTTTTTTTAAG 
ACGTGAAAGCTCTGAAATTACTTTTAGAGGATATTAATTGTGATTTCATGTTTGTAATCTAC 
AACTTTTCAAAAGCATTCAGTCATGGTCTGCTAGGTTGCAGGCTGTAGTTTACAAAAACGAA 
TATTGCAGTGAATATGTGATTCTTTAAGGCTGCAATACAAGCATTCAGTTCCCTGTTTCAAT 
AAGAGT CAATCCACATTTACAAAGATGCATTTTTTTCTTTTTTGATAAAAAAGCAAATAATA 
TTGCCTTCAGATTATTTCTT CAAAATATAACACATATCTAGATTTTTCTGCTCGCATGATAT 
TCAGGTTTCAGGAATGAGCCTTGTAATATAACTGGCTGTGCAGCTCTGCTTCTCTTTCCTGT 
AAGTTCAGCATGGGTGTGCCTTCATACAATAATATTTTTCTCTTTGTCTCCAACTAATATAA 
AATGTTTT GCTAAATCTTACAATTTGAAAGTAAAAATAAACCAGAGTGATCAAGTTAAACCA 
TACACTATCTCTAAGTAACGAAGGAGCTATTGGACTGTAAAAATCTCTTCCTGCACTGACAA 
TGGGGTTTGAGAATTTTGCCCCACACTAACTCAGTTCTTGTGATGAGAGACAATTTAATAAC 
AGTATAGTAAATATACCATATGATTTCTTTAGTTGTAGCTAAATGTTAGATCCACCGTGGGA 
AATCATTCCCTTTAAAATGACAGCACAGTCCACT CAAAGGAT''GCCTAGCAATACAGCACT 
TTTCCTTTCACTAGTCCAAGCCAAAAATTTTAAGATGATTTGTCAGAAAGGGCACAAAGTCC 
TATCACCTAATATTACAAGAGTTGGTAAGCGCTCATCATTAATTTTATTTT GTGGCAGCTAA 
GTTAGTATGACAGAGGCAGTGCTCCTGTGGACAGGAGCATTTT'GCATATTTTCCATCTGAAA 
GTATCACTCAGTTGATAGTCTGGAATGCATGTTATATATTTTAAAACTTCCAAAATATATTA 
TAACAAACATTCTATATCGGTATGTAGCAGACCAATCTCTAAAATAGCTAATTCTTCAATAA 
AATCTTTCTATATAGCCATTTCAGTCCAAACAAGTAAAATCAAAAAAGACCATCCTTTATTT 
TTCCTTACATGATATATGTAAGATGCGATCAAATAAAGACAAAACACCAGTGATGAGAATAT 
CTTAAGATAAGTAATTATCAAATTATTGTGAATGTTAAATTATTTCTACTATAAAGAAGCAA 
AACTACATTTTTGAAGGAAAATGCTGTTACTCTAACATTAATTTACAGGAATAGTTTGATGG 
TTTCACTCTTTACTAAAGAAAGGCCATCACCTTGAAAGCCATTTTACAGGTTTGATGAAGTT 
ACCAATTTCAGTACACCTAAATTTCTACAAATAGTCCCCTTTTACAAGTTGTAACAACAAAG 
ACCCTATAATAAAATTAGATACAAGAAATTTTGCAGTGGTTATACATATTTGAGATATCTAG 
TATGTTGCCCTAGCAGGGATGGCTTAAAAACTGTGATTTTTTTTCTTCAAGTAAAACTTAGT 
CCCAAAGTACATCATAAATCAATTTTAATTAGAAAAATGAATCTTAAATGAGGGGACATAAG 
TATACTCTTTCCACAAAATGGCAATAATAAGGCATAAAGCTAGTAAATCTACTAACTGTAAT 
AAATGTATGACATTATTTTGATTGATACATTAAAAAAGAGTTTTTAGAACAAATATGGCATT 
TAACTTTATTATTTATTTGCTTTTAAGAAATATTCTTTGTGGAATTGTTGAATAAACTATAA 
AATATTATTTTGTATTGCAGCTTTAAAGTGGCACACTCCATAATAATCTACTTACTAGAAAT 
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FIGURE 1B 
AGTGGTGCTACCACAAAAAATGTTAACCATCAGTACCATTGTTTGGGAGAAAGAAACAGATC 
AAGAATGCATATTATTCAGTGACCGCTTTCCTAGAGFTAAAATACCTCCTCTTTGTAAGGTT 
TGTAGGTAAATTGAGGTATAAACTATGGATGAACCAAATAATTAGTTCAAAGTGTTGTCATG 
ATTCCAAATTTGTGGAGTCTGGTGTTTTTACCATAGAATGTGACAGAAGTACAGTCATAGCT 
CAGTAGCTATATGTATTT GCCTTTATGTTAGAAGAGACTTTCF"TGAGTGACATTTTTAAATA 
GAGGAGGTATTCACTATGTTTTTCTGTATCACAGCAGCATTCCTAGTCCTTAGGCCCTCGGA 
CAGAGTGAAATCATGAGTATTTATGAGTTCAATAT"FGTCAAATAAGGCTACAGTATTTGCTT 
TTTTGTGTGAATGTATTGCATATAATGTTCAAGTAGATGATTTTACATTTATGGACAATAA 
AATGTCTGATTACCCCATTTTATCAGTCCTGACTGTACAAGATI'GTTGCAATTTCAGAATAG 
CAGTTTTATAAATTGATTTATCTTTTAATCTATAACAATTT G"'GTTAGCTGTTCATTTCAGG 
ANTATATTTTCTACAAGTTCCACTTGTGGGACTCCTTTTGTTGCCCCTATTTTTTTTTAAAG 
AAGGAAGAAAGAAAAATAAGTAGCAGTTTAAAAATGAGAATGGAGAGAAAAGAAAAAGAATG 
AAAAGGAAAGGCAGTAAAGAGGGAAAAAAAAGGAAGGATGGAAGGAATGAAGGAAGGAAGGG 
AGGAAGGGGAGAAGGTAGGAAGAAAGAAAGGATGAGAGGGAAGGAAGAATCAGAGTATTAGG 
GTAGTTAACTTACACAT'TTGCATTCTTAGTTTAACTGCAAGTGGTGTAACTATGTTTTTCAA 
TGATCGCATTTGAAACATAAGTCCTATATACCATTAAGTTCCTA'''TATGCAGCAATTATAT 
AATAAAAAGTACTGCCCAAGTTATAGTAATGTGGGTGTTTTTGAGACACTAAAAGATTTGAG 
AGGGAGAATTTCAAACTTAAAGCCACTTTTGGGGGGTTTATAACTTAACTGAAAAATTAATG 
CTTCATCATAACATTTAAGCTATATCTAGAAAGTAGACTGGAGAACTGAGAAAATTACCCAG 
GTAATTCAGGGAAAAAAAAAAATATATATATATATAAATACCCCTACATTTGAAGTCAGAAA 
ACTCTGAAAAACTGAATTATCAAAGT CAATCATCTATAATGATCAAATTTACTGAACAATTG 
TTAATTTATCCATTGTGCTTAGCTTTGTGACACAGCCAAAAGTTACCTATTTAATCTTTTCA 
ATAAAAATTGTTTTTTGAAATCCAGAAATGATTTAAAAAGAGGTCAGGTTTTTAACTATTTA 
TTGAAGTATGTGGATGTACAGTATTTCAAT AGATATGAATATGAATAAATGGTATGCCTTAA 
GATTCTTTGAATATGTATTTACTTTAAAGACTGGAAAAAGCTCTTCCTGTCTTTTAGTAAAA 
CATCCATATTTCATAACCTGATGTAAAATA'GTTGTACTGTTTCCAATAGGTGAATATAAAC 
TCAGTTTATCAATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



Patent Application Publication May 8, 2003 Sheet 3 of 246 US 2003/0088066A1 

FIGURE 2 
></usr/seqdb2/s st/DNA/Dnaseqs. full / ss. DNA92259 
><subunit 1 of , 354 aa stop 
><MW: 3879, pI: 6. 12, NX (S/T) : 6 
MDMMLLVOGACCSNOWLAAVLLSLCCLLPSCLPAGQSVDFPWAAVDNMMVRKGDTAVLRCYL 
EDGASKGAWLNRSSIIFAGGDKWSVDPRVSTSTLNKRDYSLOIONVDVTDDGPYTCSVOTOH 
TPRTMQVHLTVQV PPKIYDISNDMTVNEGTNVTLTCLATGKPEPSISWRHISPSAKPFENGO 
YLDIYGITRDOAGEYECSAENDVSFPDVRKVKVVVNFAPTIQEIKSGTVTPGRSGLIRCEGA 
GVPPPAFEWYKGEKKLFNGOOGIIIQNFSTRSILTVTNVTQEHFGNYTCVAANKLGTTNASL 
PLNPPSTAQYGITGSADVLFSCWYLVLTLSSFTSIFYLKNAILQ V 

Important features of the protein : 
Signal peptide: 
amino acids 1-33 

Transmembrane domain : 
anino acids 322-343 

N-glycosylation sites. 
amino acids 73-77, 155-159, 275-279, 286-290, 294-298, 307-31 

Tyrosine kinase phosphorylation site. 
amino acids 180-188 

N-myristoylation sites. 
amino acids 9-15, 65-7, 69-75, 153-59, 241-247, 293-299, 
304-31 O 321-327 

Myelin PO protein. 
amino acids 94-123 
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FIGURE 3 
CACTGCCCGTCCGCTCTTCAGCAGCCGGTCGCGGGCGGTGGAAAAGCGAGTGAAGAGAGCGC 
GACGGCGGCGGCGGCGGCGGCGCAGCTATTGCTGGACGGCCAGTGGGAGAGCGAGGCCTGAG 
CCTCTGCGTCTAGGATCAAAATGGTTTCAATCCCAGAATACTATGAAGGCAAGAACGTCCTC 
CT CACAGGAGCTACCGGTTTTCTAGGGAAGGTGCTTCTGGAAAAGTTGCTGAGGTCTTGTCC 
TAAGGTGAATTCAGTATATGTTTTGGTGAGGCAGAAAGCTGGACAGACACCACAAGAGCGAG 
TGGAAGAAGTCCTTAGTGGCAAGCTTTTTGACAGATTGAGAGATGAAAATCCAGATTTTAGA 
GAGAAAATTATAGCAATCAACAGCGAACT CACCCAACCTAAACTGGCTCTCAGTGAAGAAGA 
TAAAGAGGTGATCATAGATTCTACCAATATTATATTCCACTGTGCAGCTACAGTAAGGTTTA 
ATGAAAATTTAAGAGATGCTGTTCAGTTAAATGTGATTGCAACGCGACAGCTTATTCTCCTT. 
GCACAACAAATGAAGAATCTGGAAGTGTTCATGCATGTATCAACAGCATATGCCTACTGTAA 
TCGCAAGCATATTGATGAAGTAGTCTATCCACCACCTGTGGATCCCAAGAAGCTGATTGATTCT 
TTAGAGTGGATGGATGATGGCCTAGTAAATGATATCACGCCAAAATTGATAGGAGACAGACC 
TAATACATACATATACACAAAAGCATTGGCAGAATATGTTGTACAACAAGAAGGAGCAAAAC 
TAAATGTGGCAATTGTAAGGCCATCGATTGTTGGTGCCAGTTGGAAAGAACCTTTTCCAGGA 
TGGATTGATAACTTTAATGGACCAAGTGGTCTCTTTATTGCGGCAGGGAAAGGAATTCTTCG 
AACAATACGTGCCTCCAACAATGCCCTTGCAGATCTTGTTCCTGTAGATGTAGTTGTCAACA 
TGAGTCTTGCGGCAGCCTGGTATTCCGGAGTTAATAGACCAAGAAACATCATGGTGTATAAT 
TGTACAACAGGCAGCACTAATCCTTTCCACTGGGGTGAAGTTGAGTACCATGTAATTTCCAC 
TTTCAAGAGGAATCCTCTCGAACAGGCCTTCAGACGGCCCAATGTAAATCTAACCTCCAATC 
ATCTTTTATATCATTACTGGATTGCTGTAAGCCATAAGGCCCCAGCATTCCTGTATGATATC 
TACCTCAGGATGACTGGAAGAAGCCCAAGGATGATGAAAACAATAACTCGTCTTCACAAAGC 
TATGGTGTTTCTTGAATATTTCACAAGTAATTCTTGGGTTTGGAATACTGAGAATGTCAATA 
TGTTAATGAATCAACTAAACCCTGAAGATAAAAAGACCTT CAATATTGATGTACGGCAGTTA 
CATTGGGCAGAATATATAGAGAACTACTGCTTGGGAACTAAGAAGTACGTATTGAATGAAGA 
AATGTCTGGCCTCCCTGCAGCCAGAAAACATCTGAACAAGTTGCGGAATATACGTTATGGTT 
TTAATACTATCCTTGTGATCCT CATCTGGCGCATTTTTATTGCAAGATCACAAATGGCAAGA 
AATATCTGGTACTTTGTGGTTAGTCTGTGTTACAAGTTTTTGTCATACTTCCGAGCATCCAG 
CACTATGAGATACTGAAGACCAAGGATTCAGCATTAGAACATCTATACATATGGTGATCTAA 
ATGTACAAAATGTAAAATGTATAAGTCATCT CACTTTTT GTCAAGACAT"AAACCATCTTAG 
ATCGGAGTGTGAAGTAAATTATGGTATATTTTATGTAACATTTTAATGTTTATGCTCATAAA 
ACTTAGTGAACACACTGTGTTATGCCAGCT CAAATCTACAGTAGCCACCAAAACCATGACTT 
AATATTTTGAGCCCTAGAAGAAAGGGGTGTGCTGAGGACAAGAGTGGGGAAATAGGAACACT 
GACCAGTATAACTGTGCAATTCTGGAACATATTAATTAAAATAATATGCCTTAACATATAGT 
GAATTTCTAATTCTAATGTTCAGTG CAATGGAAGACATTTATTTGGACAGTATACTAGCAAA 
GTTGGTAGATATTTGATTCTTCATTTTTTGTTTTTTTCATTAGTTGAAGTGGGTTTTAGTTT 
TGTTTAAAATTATAACCAGCGTATTTTCACATCATTCTGTAAGTTAAATGATATCAAACATG 
AAAGAGATGTTCTCATTTTTCTTTTTCTGATTAAACGTCTGATGCATATCATTTTTCTATAA 
GTAATCAGTTGCTTTTAAAATCAGAAGGCTATATTATTCTAATGACCCTATTCGATCTAAAT 
GGGTTTGAGAATCCATATCAGCA ACATACGTGTTTTTTGACAGAAAGTGAAAACAAATTCCG 
TAAAACTGTTAGTATCAAAAAGAATAGGAATACAGTTTTCTTTTCCACATTATGATCAAATAAA 
AATCTTGTGAGATTGTTAAAAA 
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FIGURE 4 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA94849 
><subunit 1 of 1, 515 aa, l stop 
><MW: 59357, pI: 9.40, NX (S/T): 3 
MVSI PEYYEGKNVLLTGATGFLGKVLLEKLLRSCPKVNSVYVLVRQKAGQTPQERVEEVL 
SGKLFDRLRDEN PDFREKIAINSELTOPKLALSEEDKEVIDSTN IFHCAATVRFNEN 
LRDAVOLNVIATROLILLAQOMKNILEVFMHVSTAYAYCNRKHIDEVVYPPPVDPKKLIDS 
LEWMDDGLVNDITPKLIGDRPNTYYTKALAEYVVOOEGAKLNVAVRPSIVGASWKEPF 
PGWIDNFNGPSGLFIAAGKGILRTIRASNNALADLVPWDVVVNMSLAAAWYSGVNRPRNI 
MVYNCTTGSTNPFHWGEVEYHVISTFKRNPLEQAFRRPNVNLTSNHLLYHYWIAVSHKAP 
AFLYDIYLRMTGRSPRMMKTITRLHKAMVFLEYFTSNSWVWNTENVNMLMNOLNPEDKKT 
FNLDVROLHWAEY ENYCLGTKKYWLNEEMSGL PAARKHLNKLRNIRYGFNTILVLIWR 
IFIARSOMARNIWYFVVSLCYKFLSY FRASSTMRY 

Important features of the protein: 
Transmembrane domain : 
Amino acids 469-488 

N-glycosylation sites: 
Alaino acids 283-287; 3O4-3O8; 341-345 

Tyrosine kinase phosphorylation site: 
Amino acids 16 O-1 69 

N-myristoylation sites: 
AItalino acids 219-225 ; 252-258; 26 O-266; A52-4 58 

Leucine zipper pattern : 
Anino acids 439 - A 61. 
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FIGURE 6 
></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA96883 
><subunit l of 1, 514 aa, 1 stop 
><MW: 55687, pI: 8.78, NX (S/T) : 2 
MPAVSGPGPLFCLL,L,L,LLDPHS PETGCPPLRRFEY KLSFKGPRLALPGAGIP EWSHHGDA 
ILGLEEVRLTPSMRNRSGAVWSRASVPFSAWEVEVOMRVTGLGRRGAQGMAVWYTRGRGH 
VGSVLGGLASWDGIGIFFDSPAEDTQDSPAIRVLASDGHIPSEQPGDGASQGLGSCHWDF 
RNRPHS FRARITYWGQRLRMSLNSGLTPSDPGEFCVDVGPLLLVPGGFFGVSAATGTLAC 
EDPTGOVPPOPFLEMOOLRLARQLEGLWARLG LGTREDVT PKSDSEAQGEGERLFDLEET 
LGRHRRILQALRGT.SKQLAQAERQWKKQLGPPGQARPDGGWALDASCQIPSTPGRGGHIS 
MSLNKDSAKVGALLHGOWTLLOALOEMRDAAVRMAAEAQVSYLPWGIEHHFLEL)HILGL 
LQEELRGPAKAAAKAPRPPGQPPRASSCLQPGIFLFYLLIQTVGFFGYVHFRQELNKSLQ 
ECLSTGSLPLGPAPHTPRALGILRROPLPASMPA 

Important features of the protein: 
Signal peptide : 
Amino acids 1-23 

Transmembrane domain : 
Amino acids 215-232; 4 5 O-4 65 

N-glycosylation sites : 
Anino acids 75-79; 4) 6-48O 

Glycosaminoglycan attachment site: 
Amino acids 5-9 

N-myristoylation sites: 
Amino acids 78-84; 122-128; 126-132; 168-174; 172-178; 

2O5-21; 226-232; 23 O-236; 236-242; 356-362 

Amidation site: 
Amino acids O2- O 6 
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FIGURE 8 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA96894 
> <subunit l of l, 361 aa, 1 stop 
> <MW: 40747, pI: 9. 20, NX (S/T) : 1 
MAWQGWPAAWOWVAGCWLLLVLVLVLLVSPRGCRARRGLRGLLMAHSORLLFRIGYSLYT 
RTWLGYLFYRQQLRRARNRYPKGHSKTQPRLFNGVKVLPIPVLSDNYSYLIIDTOAOLAV 
AVDPSDPRAVQASIEKEGWTLVAILCTHKH WDHSGGNRDLSRRHRDCRVYGSPQDGIPY, 
THPLCHQDVVSVGRLOIRALATPGHTOGHLVYLLDGEPYKGPSCLFSGDLL FLSGCGRT 
EGNAETMLSSLDTVLGLGDDTLLWPGHEYAEENLGFAGVVEPENLARERKMOWWORQRLE 
RKGTCPSTLGEERSYNPFLRTHCLALQEALGPGPGPTGDDDYSRAQLLEELRRL, KDMHKS 
K 

Important features of the protein: 
Signal peptide : 
Amino acids 1-35 

N-glycosylation site: 
Amino acids O 6 - O 

Glycosaminoglycan attachment site : 
Amino acids 23 A-238 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 301-305 

Tyrosine kinase phosphorylation site: 
Amino acids 162-7. 

N-myristoylation sites : 
Amino acids 41 - 47; 235-241; 242-248; 303-309 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 6-1) 

cAMP phosphodiesterases class-II proteins: 
Anino acids 14 4-161. 
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FIGURE 9 

GCTGACAATCCCCTTGACGTTCTATCCCGGAAGCTCCACCTGGGGCCCAATGTTGGGCGTGA 
TGTTCCTCGCCTGTCTCTGCCTGGAAAACTGGTCTTCCCAAGCTCCACTGGCAGCCACT ICT 
CCATGTTGGGCATCGGAGACATCGTTATGCCTGGTCTCCTACTATGCTTTGTCCTTCGCTAT 
GACAACTACAAAAAGCAAGCCAGTGGGGACTCCTGTGGGGCCCCTGGACCTGCCAACATCTC 
CGGGCGCATGCAGAAGGTCTCCTACTCTCACTGCACCCT CATCGGATACTTTGTAGGCCTGC 
TCACTGCTACTGTGGCGTCTCGCATTCACCGGGCCGCCCAGCCCGCCCTTCTCTATTTGGIG 
CCATTTACTTTATTGCCACTCCTCACGATGGCCTATTTAAAGGGCGACCTCCGGCGGATGTG 
GTCTGAGCCTTTCCACTCCAAGTCCAGCAGCTCCCGATTCCTGGAAGTATGATGGATCACGT 
GGAAAGTGACCAGATGGCCGTCATAGTCCTTTTCTCTCAACTCATGGTTTGTTTCCTCTTAG 
AGCTGGCCTGGTACT CAGAAATGTACCTGTGTTTAAGGAACTGCCGTGTGACTGGATTTGGC 
ATTGAAAGGGAGCTCGTTTGCAGGAGAGAGGTGCTGGAGCCCTGTTTGGTTCCTTCTCTTCC 
TGCGGATGTAGAGGTGGGGCCCCTTCCAAGAGGGACAGGCCTCTCCCCAGCGCGCCTTCCTC 
CCACGTTTTTATGGATCTGCACCAGACTGTTACCTTCTGGGGGAGATGGAGATTTGACTGTT 
TAAAAACTGAAAACAGCGAGGAGTCTTTCTAGAACTTTTGAACACTAAAAGGATGAAAAAAT 
AGC 
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FIGURE 10 

></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA 100272 
><subunit 1 of 1, 108 aa, 1 Stop 
><MW: 12055, pI: 4. 69, NX (S/T) : O 
MMDHVESDOMAVIVLFSQL MVCFLLELAWYSEMYLCLRNCRVTGFGIERELVCRREVLEP 
CLV PSLPADVEVGPL PRGTGLS PARL PPTELWCTRLPSGGDG DL TV 

Important features of the protein: 
Signal peptide : 
Amino acids 1-3 O 

N-myristoylation site 
Amino acids 80-86 
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FIGURE 11 
TCGCACACTGGTGGCTTCAGAAGAAATTCTCAACACCTAGCTCGCCAGAGAGTCTATGTATG 
GGATTGAACAATCTGTAAACTAAAGGATCCTAATCATGAAAATAAGTATGATAAATTATAAG 
TCACTATTGGCACTGTTGTTTATATTAGCCTCCTGGATCATTTTTACAGTTTTCCAGAACTC 
CACAAAGGTTTGGTCTGCTCTAAACTTATCCATCTCCCTCCATTACTGGAACAACTCCACAA 
AGTCCTTATTCCCTAAAACACCACTGATATCATTAAAGCCACTAACAGAGACTGAACTCAGA 
ATAAAGGAAATCATAGAGAAACTAGATCAGCAGATCCCACCCAGACCTTTCACCCACGTGAA 
CACCACCACCAGCGCCACACATAGCACAGCCACCATCCTCAACCCTCGAGATACGTACTGCA 
GGGGAGACCAGCTGCACATCCTGCTGGAGGTGAGGGACCACTTGGGACGCAGGAAGCAATAT 
GGCGGGGATTTCCTGAGGGCCAGGATGTCTTCCCCAGCGCTGATGGCAGGTGCTTCAGGAAA 
GGTGACTGACTTCAACAACGGCACCTACCTGGTCAGCTTCACTCTGTTCTGGGAGGGCCAGG 
TCTCTCTGTCTCTGCTGCTCATCCACCCCAGTGAAGGGGTGTCAGCTCTCTGGAGTGCAAGG 
AACCAAGGCTATGACAGGGTGATCTTCACTGGCCAGTTTGTCAATGGCACTTCCCAAGTCCA 
CTCTGAATGTGGCCTGATCCTAAACACAAATGCTGAATTGTGCCAGTACCTGGACAACAGAG 
ACCAAGAAGGCTTCTACTGTGTGAGGCCTCAACACATGCCCTGTGCTGCACTCACTCACATG 
TATTCTAAGAACAAGAAAGTTTCTTATCTTAGCAAACAAGAAAAGAGCCTCTTTGAAAGGTC 
AAATGTGGGTGTAGAGATTATGGAAAAATTCAATACAATTAGTGTCTCCAAATGCAACAAAG 
AAACAGTTGCAATGAAAGAGAAATGCAAGTTTGGAATGACATCCACAATCCCCAGTGGGCAT 
GTCTGGAGAAACACATGGAATCCTGTCTCCTGTAGTTTGGCTACAGTCAAAATGAAGGAATGC 
CTGAGAGGAAAACT CATATACCTAATGGGAGATTCCACGATCCGCCAGTGGATGGAATACT 
CAAAGCCAGTATCAACACACTGAAGTCAGTGGATCTGCATGAATCTGGAAAATTGCAACACC 
AGCT"IGCTGTGGATTTGGATAGGAACATCAA CATCCAGTGGCAAAAATATTGTTATCCCTTG 
ATAGGATCAATGACCTATTCAGTCAAAGAGATGGAGTACCT CACCCGGGCCATTGACAGAAC 
TGGAGGAGAAAAAAATACT GTCATTGTTATTTCCCTGGGCCAGCATT'''CAGACCCTTTCCCA 
TTGATGTTTTTATCCGAAGGGCCCT CAATGTCCACAAAGCCATTCAGCATCTTCTTCTGAGA 
AGCCCAGACACTATGGTTATCATCAAAACAGAAAACATCAGGGAGATGTACAATGATGCAGA 
AAGATTTAGTGACTTTCATGGTTACATTCAATATCTCATCATAAAGGACATTTTCCAGGATC 
TCAGTGTGAGTATCATTGATGCCTGGGATATAACAATTGCATATGGCACAAATAATGTACAC 
CCACCTCAACATGTAGTCGGAAATCAGATTAATATATTATTAAACTATATTTGTTAAATAACAA 
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FIGURE 12. 

></usr/seqdb2/s st/DNA/DnaseqS. min / ss. DNA108696 
><subunit 1 of 1, 544 aa, 1 stop 
><MW: 62263, pI: 9. 17, NX (S/T) : 7 
MKISM NYKSLLALL FILAS WIFTV FONS''KVWSALNLSISL HYWNNSTKSI, FPKT PLI 
SLKPLTETELRIKEIIEKLDQQIPPRPFTHVNTTTSATHSTATILNPRDTYCRGDQLHIL 
LEVRDHLGRRKQYGGDFLRARMSSPALMAGASGKVTDFNNGTYLVSFTLFWEGQVSLSIL 
LIHPSEGVSALWSARNQGYDRVIFTGQFVNGTSQVHSECGLILNTNAELCQYLDNRDQEG 
FYCVRPOHMPCAALTHMYSKNKKVSYLSKQEKSL FERSNVGWEIMEKFNTISVSKCNKET 
WAMKEKCKFGMTSTIPSGHVWRNTWNPVSCSLATVKMKECLRGKLIYLMGDSTIROWMEY 
FKASINTLKSVDLHESGKLOHOLAVOLDRNINIOWOKYCYPLIGSMTYSVKEMEYLTRA 
DRTGGEKNTVIVISLGQHFRPFPIDV FIRRALNVHKAIQHLLI.RSPDTMVIIKTENIREM 
YNDAERFSDFHGYTQYLIIKDIFQDLSWSIIDAWDITIAYGTNNVHPPOHVVGNOINILL 
NYC 

Important features of the protein: 
Signal peptide: 
Amino acids 1 - 22 

N-glycosylation sites : 
Amino acids 29-33; 38-42; 47-5; 48-52; 92-96; 160-164; 21 O-214 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids 262-266 

Tyrosine kinase phosphorylation site: 
Amino acids 236-243; 486-494 

N-myristoylation sites : 
Amino acids 2O6-212; 22 O-226; 310-316; 424 - 430; 533-539 

Amidation site: 
Amino acids 21-13 

Cell attachment sequence: 
Amino acids 13-116 
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FIGURE 13 
GCAAAGAGAAGACTGAAAGACAAACCTGGGTGCAGCCAGAGAGGTCCAGATAGATGAGCTTG 
TGGCATCCATTCCCCAAGTTCAGCCTAGGGACTCCACGTACCCCAGCTGGGTCTCATTGTTC 
CAGAACTGCATTAGTTAAGATTACCCAGACTTGGATTTCAAAGGAATACTTTCATTGTTCCG 
TCTGTAACACGAAGTAATTGGGGCCAGCTGGATGTCAGGATGCGTGTGGTTACCATTGTAAT 
CTTGCTCTGCTTTTGCAAAGCGGCTGAGCTGCGCAAAGCAAGCCCAGGCAGTGTGAGAAGCC 
GAGTGAATCATGGCCGGGCGGGTGGAGGCCGGAGAGGCTCCAACCCGGT CAAA CGCTACGCA 
CCAGGCCTCCCGTGTGACGTGTACACATATCTCCATGAGAAATACTTAGATTGTCAAGAAAG 
AAAATTAGTTTATGTGCTGCCTGGTTGGCCTCAGGATTTGCTGCACATGCTGCTAGCAAGAA 
ACAAGATCCGCACATTGAAGAACAACATGTTTTCCAAGTTTAAAAAGCTGAAAAGCCTGGAT 
CTGCAGCAGAATGAGATCTC'TAAAATTGAGAGTGAGGCGTTCTTTGGTTTAAACAAACT CAC 
CACCCTCTTACTGCAGCACAACCAGATCAAAGTCTTGACGGAGGAAGTGTTCATTTACACAC 
CTCTCTTGAGCTACCTGCGTCTTTATGACAACCCCTGGCACTGTACTTGTGAGATAGAAACC, 
CTTATTTCAATGTTGCAGATTCCCAGGAACCGGAATTTGGGGAACTACGCCAAGTGTGAAAG 
TCCACAAGAACAAAAAAATAAAAAACTGCGGCAGATAAAATCTGAACAGTTGTGTAATGAAG 
AAAAGGAACAATTGGACCCGAAACCCCAAGTGTCAGGGAGACCCCCAGTCATCAAGCCTGAG 
GTGGACT CAACTTTTTGCCACAATTATGTGTTTCCCATACAAACACTGGACTGCAAAAGGAA 
AGAGTTGAAAAAAGTGCCAAACAACATCCCTCCAGATATTGTTAAACTTGACTTGTCATACA 
ATAAAATCA ACCAACTTCGACCCAAGGAATTTGAAGATGTTCATGAGCTGAAGAAAAAAC 
CTCAGCAGCAATGGCATTGAATTCATCGATCCTGCCGCTTTTTTAGGGCT CACACATTTAGA 
AGAATTAGATTTATCAAACAACAGTCTGCAAAACTTTGACTATGGCGTATTAGAAGACTTGT 
ATTTTTTGAAACTCTTGTGGCTCAGAGATAACCCTTGGAGATGTGACTACAACATTCACTAC 
CTCTACTACTGGTTAAAGCACCACTACAATGTCCATTTTAATGGCCTGGAATGCAAAACGCCT 
GAAGAATACAAAGGATGGTCTGTGGGAAAATATATTAGAAGTTACTATGAAGAATGCCCCAA 
AGACAAGTTACCAGCATATCCTGAGTCATTTGACCAAGACACAGAAGATGATGAATGGGAAA 
AAAAACATAGAGAT CACACCGCAAAGAAGCAAAGCGTAATAATTACTATAGTAGGATAAGGT 
AGAAATTGTTCTGATTGTAATTAGTTTTGTATTTTCTATACTGGTGTTAGAAAACATATGTT 
TACATTTGATTAACTGTGTTGCCTATTTATGCAGGGTAATCCAGCTAAAGGAAGCFTTCTTT 
AATTATAAGTATTATTGTGACTATTATAGTAATCAAGAGAATGCTATCATCCTGCTTGCCTG 
TCCATTT GTGGAACAGCATCTGGTGATATGCAATTCCACACTGGTAACCTGCAGCAGTTGGG 
TCCTAATGATGGCATTAGACTTTCATAATGTCCTGTATAAATGTTTTTACTGCTTTTAGAAA 
ATAAAGAAAAAAAACTTGGTTCATGTTTAAAA 
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FIGURE 14 
></usr/seqdb2/sist/DNA/Dnasegs. min / ss. DNAll 7935 
><subunit 1 of 1, 440 aa 1 stop 
><MW: 51670, pI: 8.70, NX (S/T) : 2 
MRVVTIVILLCFCKAAELRKASPGSVRSRVNHGRAGGGRRGSNPVKRYAPGLPCDVYTYL 
HEKYLDCQERKLVYVLPG W PQDLLHMLLARNKIRTLKNNMFSKFKKLKSLDLQQNEISKI 
ESEAFFGLNKLTTLL LOHNQIKVLTEEVFIYTPLLSYLRLYDNPWHCTCETETLISMLOI 
PRNRNLGNYAKCESPOEQKNKKLROIKSEQLCNEEKEQLDPKPQVSGRPPVIKPEVDSTE 
CHNYVFPIOTLDCKRKELKKVPNNIPPDIVKLDLSYNKINQLRPKE FEDVHELKKLNILSS 
NGIEFIDPAAFLGLTHLEELDLSNNSLON FDYGVLEDLY FLKLLWLRDNPWRCDYNIHYL 
YYWLKHHYNVHFNGLECKTPEEYKGWSVGKYIRSYYEECPKDKLPAYPESFDODTEDDEW 
EKKHRDHTAKKOSVIITIVG 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - 5 

N-glycosylation sites : 
Anino acids 297-301; 324 - 328 

cAMP- and cqMP-dependent protein kinase phosphorylation sites: 
Amino acids 19-23; 39-43; 43 O-434 

N-myristoylation sites: 
Amino acids 24-3O 37 - 43 

Amidation site: 
Amino acids 37 - A 
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FIGURE 16 
></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNAl19474 
> <subunit l of 2, l Al aa, l stop 
><MW: 1524 O, pl.: 8.47, NX (S/T) : . 
MWVLGIAATFCGLFLLPGFALQIQCYQCEEFOLNNDCSSPEFIVNCTVNVQDMCQKEVME 
QSAGIMYRKSCASSAACLIASAGYQSFCSPGKLNSVCISCCNTPLCNGPRPKKRGSSASA 
LRPGLRTTLL FLKLALFSAHC 

Important features of the protein : 
Signal peptide : 
Amino acids - 22 

N-glycosylation site: 
Amino acids 45-49 

cAMP- and ceMP-dependent protein kinase phosphorylation site: 
Amino acids 13-11) 

N-myristoylation sites : 
Amino acids 5-1 l; 15 - 12; 124-130 

Ly-6 / u-PAR domain proteins: 
Amino acids 94 - O7 
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FIGURE 17 
CGCAAAGCCGCCCTCGGGGCGCTCATGGCGGGACGCCTCCTGGGAAAGGCTTTAGCCGCGGT 
GTCTCTCTCTCTGGCCTTGGCCTCTGTGACTATCAGGTCCTCGCGCTGCCGCGGCATCCAGG 
CGTTCAGAAACTCGTTTTCATCTTCTTGGTTTCATCTTAATACCAACGTCATGTCTGGTTCT 
AATGGTTCCAAAGAAAATTCTCACAATAAGGCTCGGACGTCTCCTTACCCAGGTTCAAAAGT 
TGAACGAAGCCAGGTTCCTAATGAGAAAGTGGGCTGGCTTGTTGAGTGGCAAGACTATAAGC 
CTGTGGAATACACTGCAGTCTCTGTCTTGGCTGGACCCAGGTGGGCAGATCCTCAGATCAGT 
GAAAGTAATTTTTCTCCCAAGTTTAACGAAAAGGATGGGCATGTTGAGAGAAAGAGCAAGAA 
TGGCCTGTATGAGATTGAAAATGGAAGACCGAGAAATCCTGCAGGACGGACTGGACTGGTGG 
GCCGGGGGCTTTTGGGGCGATGGGGCCCAAATCACGCTGCAGATCCCATTATAACCAGATGG 
AAAAGGGATAGCAGTGGAAATAAAATCATGCATCCTGTTTCTGGGAAGCATATCTTACAATT 
TGTTGCAATAAAAAGGAAAGACTGTGGAGAATGGGCAATCCCAGGGGGGATGGTGGATCCAGGA 
GAGAAGATTAGTGCCACACTGAAAAGAGAATTTGGTGAGGAAGCTCTCAA CTCCTTACAGAA 
AACCAGTGCTGAGAAGAGAGAAATAGAGGAAAAGTTGCACAAACTCTTCAGCCAAGACCACC 
TAGTGATATATAAGGGATATGTTGATGATCCTCGAAACACTGATAATGCATGGATGGAGACA 
GAAGCTGTGAACTACCATGACGAAACAGGTGAGATAATGGATAATCTTATGCTAGAAGCTGG 
AGATGATGCTGGAAAAGTGAAATGGGTGGACATCAATGATAAACTGAAGCTTTATGCCAGTC 
ACTCTCAATTCATCAAACTTGTGGCTGAGAAACGAGATGCACACTGGAGCGAGGACTCTGAA 
GCTGACTGCCATGCGTTGTAGCTGATGGTCTCCGTGTAAGCCAAAGGCCCACAGAGGAGCAT 
ATACTGAAAAGAAGGCAGTATCACAGAATTTATACTATAAAAAGGGCAGGGTAGGCCACTTG 
GCCTATTTACTTTCAAAACAATTTGCATTTAGAGTGTTTCGCATCAGAATAACATGAGTAAG 
ATGAACTGGAACACAAAATTTTCAGCTCTTTGGTCAAAAGGAATATAAGTAATCATATTTTG 
TATGTATTCGATTTAAGCATGGCTTAAATTAAATTTAAACAACTAATGCTCTTGAAGAATC 
ATAATCAGAATAAAGATAAATTCTTGATCAGCTATA 
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FIGURE 18 
></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA 1 19498 
><subunit 1 of 1, 350 aa, l Stop 
><MW: 39 125, pI : 8.53, NX (S/T) : 2 
MAGRLLGKALAAVSLSLALASVTIRSSRCRGIOAFRNSFSSSWFHLNTNVMSGSNGSKEN 
SHNKARTSPYPGSKVERSQVPNEKVGWLVEWODYKPVEYTAVSVLAGPRWADPQISESNF 
SPKFNEKDGHVERKSKNGLYET ENGRPRN PAGRTGLVGRGLLGRWGPNHAADPI ITRWKR 
DSSGNKIMHPVSGKHILQFVAIKRKDCGEWAIPGGMVDPGEKISATLKREFGEEALNSLQ 
KTSAEKREIEEKLHKLFSODHLVIYKGYWDDPRNTDNAWMETEAVNYHDETGEIMDNML 
EAGDDAGKVKWVDINDKLKLYASHSQFIKLWAEKRDAHWSEDSEADCHAI, 

Important features of the protein: 
Signal peptide : 
Amino acids 1-20 

N-glycosylation site: 
Amino acids 55-59 

cAMP- and coMP-dependent protein kinase phosphorylation site: 
Amino acids 179-183 

N-myristoylation sites: 
Amino acids 53-59, 56-62 

mutt domain signature : 
Amino acids 215-235 
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FIGURE 20 

></usr/seqdb2/s st/DNA/Dnasegs. Imin / ss. DNAll 95.02 
> <subunit 1 of 1, 667 aa 1 stop 
> <MW: 74810, pI: 9.55, NX (S/T) : 3 
MGSSRLAALLLPLLLIVIDLSDSAGIGFRHLPH WNTRCPLASHTDDSETGSSAY PCRTW 
WALFSTKPWCVRVWHCSRCLCOHLLSGGSGLORGLFHLLVOKSKKSSTFKFYRRHKMPAP 
AQRKLLPRRHLSEKSHHISLPS PDISHKGLRSKRTQPSDPETWESL PRLDSORHGGPEFS 
FDLL PEARARVTISSGPEVSWRLCHQWALECEELSSPYDVOKIVSGGHT VELPYEFLIP 
CLCIEASYLQEDTVRRKKCPFQSWPEAYGSDFWKSVHFTDYSQHTQMVMALTLRCPLKLE 
AALCORHDWHTLCKDLPNATARESDGWYVLEKVDLHPOLCFKFSFGNSSHVECPHOTGSL 
TSWNVSMDTOAQOLILHESSRMHATFSAAWSLPGLGODTLVPPVYTVSOARGSSPVSLDL 
IIPFLRPGCCVLVWRSDVOFAWKHLLCPDVSYRHILGLLILALLALLTLLGVVLALTCRRP 
QSGPGPARPVLLLHAADSEAORRLVGALAELLRAALGGGRDVIVDLWEGRHVARVGPLPW 
LWAARTRVAREOGTVLLLWSGADLRPVSGPDPRAAPLLALLHAAPRPLLLLAY FSRLCAK 
GDIPPPLRAL PRYRLLRDLPRILRALDARPFAEATSWGRLGARORROSRLELCSRLEREA 
ARADLG 

Important features of the protein: 
Signal peptide : 
Anino acids 1-23 

Transmembrane domain : 
Amino acids 455 - A 2 

N-glycosylation sites: 
Amino acids 318-322; 3 A 7-351; 364-368 

Glycosaminoglycan attachment site: 
Anino acids 482-486 

cAMP- and cqMP-dependent protein kinase phosphorylation sites: 
Amino acids 104 - O8; 6 A5 - 6 49 

Tyrosine kinase phosphorylation site: 
Amino acids 322-329 

N-myristoylation sites: 
AImino acids 90-96, 358-364; 47 O - 476 

Eukaryotic cobalanin-binding proteins: 
Amino acids 453-4 62 
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FIGURE 22 

></usr/seqdb2/sist / DNA/Dnasegs. min / ss. DNA 19516 
><subunit 1 of 1, 172 aa, 1 stop 
><MW: 18470, pI : 5.45, NX (S/T) : 0 
MSSSGGAPGASA SSAPPAOEEGMTWWYRWLCRISGVI.GAVSCAISGLFNCITIHPLNAA 
GVWMIMNAFILLLCEAPFCCOFIEFANTVAEKVDRLRSWOKAVFYCGMAVWPVESLTIT 
TILLGNAIAFATGVLYGLSALGKKGDAISYARIOOOROOADEEKLAETLEGEL 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - A 2 

Transmembrane domains : 
Amino acids 64-77; 109-128 

Tyrosine kinase phosphorylation site: 
AIaino acids 142 - 15 O 

N-myristoylation sites : 
Amino acids 5-1 l; 6-12; 9-15; 35 - Al; 38-44; 46-52; 124 - 13 O; 132-138 

Amidation site: 
Amino acids 4 O-144 
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FIGURE 23 
GTGAAACACCCATGGTTTTATGCTCTATTTCTCTTTTCCTCATCTTCTTCCACATCCTCTTT 
CTGAATGTATCAAACTACTTCCTTGAAGTGGGGCACCAGGAGGGCCACTCCAGTCTCCAATG 
CAGGGACTCAGGGGCAGGGATCTCTGAGAAAGTGGCCATCTCGTTATTAAAGCTCTGTCCTC 
TGCI'TCCCTCTCACCTCAGAAGCAGCCCGTTTATTCAACAGAGCTCCAGGTTGCCAGCTAGG 
GGTTTTCGGGACCATAGACCAAGCAACCCCGAGAGACTGAGTACTGACCTGCAGTTGTTCCAG 
AAACTCTGCTGGGAATTAGGTTGTGACCTAGAAGTGAACTGACAC'TAACAGTGAGAAGGCAG 
GGTAAGAATGCAGTCTAGAGCGCAACCTTTCTCCACTAGACTTGTAAGTAATTTAAGTGAAT 
CCTGTCCCCCTGGGGTTCTATCCTGGCTGGCTCTGCTGGTGAACTTGACTGGCCAGCATAGG 
GCACTTGATGAGACCCTGGAATGCTGAGGCCAGTTGGGCAGCAAGCTTTCACCTCATCCTTC 
TGCCCATCTATCCAGCCATTCAAACATTCATTCGCCTGAAGACATTTATCAAGCTCCTGCAA 
TGGGTCAGGCATCTGCTAGGCACTGGGGACACAGAGCTCACAGTCTCCTGGAGGGGGTGAGA 
GATGACTGACAGGTGGTCTGTGGTGCAGTGTGACCTGGGAATGCACACAGTACTGTGGAAAC 
ACGGGAGAGGCATCTAGCACAACCTGAGAGGGCCAGGGGAGGCTTCCTGGCAGGTTTCCCTT 
TAACCATCTTAAGGGAAAGAGGCACTAGGTAGGAAAATAAAGGGACAGTGGTGTCCCAGACA 
GAGGGCACTCTACATGGAA 
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FIGURE 24 

></usr/seqdb2/s st/DNA/Dna seqS. min/ss. DNA119530 
> <subunit l of 1, 113 aa, l stop 
> <MW: 12799, pI: 7.53, NX (S/T) : 1 
MVLCSISL FLIFFHILFLNWSNY FLEVGHQEGHSSLOCRDSGAGISEKVAISL.L., KLCPL 
PSHLRSSPFIQQSSRLPARGFRDHRPSNPERLSTDLOLFOKLCWELGCDLEVN 

Important features of the protein: 
Signal peptide : 
Amino acids 1-18 

N-glycosylation site : 
Amino acids 19-23 

Glycosaminoglycan attachment site : 
Amino acids 41-45 

N-myristoylation site: 
Amino acids 42 - A 8 
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FIGURE 26 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA 121772 
><subunit 1 of 1, 242 aa, l stop 
><MW; 27.465, pI: 7.72, NX (S/T) : 3 
MTEVVPSSALSEVSLRLLCHDDIDTVKHLCGDWFPIEYPDSWYRDITSNKKFFSIAATYR 
GATVGMIVAEIKNRTKIHKEDGDILATNFSVDTOVAYILSLGVVKEERKHGIGSLLLESL 
KDHISTTAODHCKAIYLHVLTTNNTAIN FYENRDFKOHHYLPYYYSIRGVLKDGETY WIY 
INGGHPPWTILDYIQHIGSALASLSPCSIPHRVYROAHSLLCSFI, PWSGISSKSGIEYSR 
TM 

N-glycosylation sites: 
Amino acids 73-77; 88-92; 143-147 

N-myristoylation sites : 
Amino acids 61-67; 65-7, 198-2O4; 235-241 

Matrixins cysteine switch motif: 
Anino acids 1.8-3. 
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FIGURE 27 
GTTGGGCAGCAGCCACCCGCT CACCTCCATCCCCAGGACTTAGAGGGACGCAGGGCGTTGGG 
AACAGAGGACACTCCAGGCGCTGACCCTGGGAGGCCAGGACCAGGGCCAAAGTCCCGTGGGC 
AAGAGGAGTCCTCAGAGGTCCTTCATTCAGCGGTTCCGGGAGGTCTGGGAAGCCCACGGCCT 
GGCTGGGGCAGGGTCAACGCCGCCAGGCCGCCATGGTCCTGTGCTGGCTGCTGCTTCTGGTG 
ATGGCTCTGCCCCCAGGCACGACGGGCGTCAAGGACTGCGTCTTCTGTGAGCT CACCGACTC 
CATGCAGTGTCCTGGTACCTACATGCACTGTGGCGATGACGAGGACTCCTTCACAGGCCACG 
GGGTCGCCCCGGGCACTGGTCCGGTCATCAACAAAGGCTGCCTGCGAGCCACCAGCTGCGGC 
CTTGAGGAACCCGTCAGCTACAGGGGCGTCACCTACAGCCT CACCACCAACTGCTGCACCGG 
CCGCCTGTGTAACAGAGCCCCGAGCAGCCAGACAGTGGGGGCCACCACCAGCCTGGCACTGG 
GGCTGGGTATGCTGCTTCCTCCACGTTTGCTGTGACCAACAGGGAGGACAGGGCCTGGGACT 
GTTCTCCCAGATCCGCCACTCCCCATGTCCCCATGTCCTTCCCCCACTAAATGGCCAGAGAG 
GCCCTGGACAACCTCTTGCGGCCCTGGCTTCATCCCTTCTAAGGCTGTCCACCAGGAGCCCG 
GTGCTAGGGGAAGCATCCCCAGGCCTGACTGAGCGGCAGGGGAGCACGGCCCGTGGGTTTGA 
TTGTATTACTCTGTTCCACTGGTTCTAAGACGCAGAGCTTCTCACATCTCAATCAGGATGCT 
TCTCTCCATTGGTAGCACTTTAGAGTCCATGAAATATGGTAAAAAATATATATATATCATAA 
TAAATGACAGCTGATGTTCATGGGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 28 

></usr/seqdb2/s st/DNA/DnaseqS. min / ss. DNA 125148 
><subunit 1 of l, 124 aa, St Op 
><MW: 13004, pI : 5. 70, NX (S/T) : 0 
MVLCWLLLLVMALPPGTTGVKDCVFCELTDSMOCPGTYMHCGDDEDCFTGHGVAPGTGPW 
NKGCLRATSCGLEEP VSYRGVTYSLTTNCCTGRLCN RAPSSOTVGATTSLALG LGMLLP 
PRLL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-13 

N-myristoylation sites: 
Amino acids 39-25, 52-58; 64 - 7 O; 81-87; 1 O 6-112 

Ly-6 / u-PAR domain proteins: 
Amino acids 8A-97 
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FIGURE 29 
GGCATTTTGAAAGCCCAGTGTTGCCCAGGGGGCATCTCCTTTGTGTTTATGAGAGACCTGCA 
TTCTCCCTGGCTCAGTTCTCTCAGGCTCTCCAGAGCTCAGGACCTCTGAGAAGAATGGAGCC 
CTCCTGGCTTCAGGAACTCATGGCTCACCCCTTCTTGCTGCTGATCCTCCTCTGCATGTCTC 
TGCTGCTGTTTCAGGTAATCAGGTTGTACCAGAGGAGGAGATGGATGATCAGAGCCCTGCAC 
CTGTTTCCTGCACCCCCTGCCCACTGGTTCTATGGCCACAAGGAGTTTTACCCAGTAAAGGA 
GTTTGAGGTGTATCATAAGCTGATGGAAAAATIACCCATGTGCTGTTCCCTTGTGGGTTGGAC 
CCTTTACGATGTTCTTCAGTGTCCATGACCCAGACTATGCCAAGATTCTCCTGAAAAGACAA 
GATCCCAAAAGTGCTGTTAGCCACAAAATCCTTGAATCCTGGGTTGGTCGAGGACTTGTGAC 
CCTGGATGGTTCTAAATGGAAAAAGCACCGCCAGATTGTGAAACCTGGCTTCAACATCAGCA 
TTCTGAAAATATTCAT CACCATGATGTCTGAGAGTGTTCGGATGATGCTGAACAAATGGGAG 
GAACACATTGCCCAAAACTCACGTCTGGAGCTCTTTCAACATGTCTCCCTGATGACCCTGGA 
CAGCATCATGAAGTGTGCCTTCAGCCACCAGGGCAGCATCCAGTTGGACAGTACCCTGGACT 
CATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCTCCAACCAGCGCATGAACAATTTTCTA 
CATCACAACGACCTGGTTTTCAAATTCAGCTCTCAAGGCCAAATCTTTTCTAAATTTAACCA 
AGAACTTCATCAGTTCACAGAGAAAGTAATCCAGGACCGGAAGGAGTCTCTTAAGGATAAGC 
TAAAACAAGATACTACT CAGAAAAGGCGCTGGGATTTTCTGGACATACTTTTGAGTGCCAAA 
AGCGAAAACACCAAAGATTTCTCTGAAGCAGATCTCCAGGCTGAAGTGAAAACGTTCATGTT 
TGCAGGACATGACACCACATCCAGTGCTATCTCCTGGATCCTTTACTGCTTGGCAAAGTACC 
CTGAGCATCAGCAGAGATGCCGAGATGAAATCAGGGAACTCCTAGGGGATGGGTCTTCTATT 
ACCTGGGAACACCTGAGCCAGATGCCTTACACCACGATGTGCATCAAGGAATGCCTCCGCCT 
CTACGCACCGGTAGTAAACATATCCCGGTTACTCGACAAACCCAT CACCTTTCCAGATGGAC 
GCTCCTTACCTGCAGGAATAACTGTGTTTATCAATATTTGGGCTCTTCACCACAACCCCTAT 
TTCTGGGAAGACCCTCAGGTCTTTAACCCCTTGAGATTCTCCAGGGAAAATTCTGAAAAAAT 
ACATCCCTATGCCTTCATACCATTCTCAGCTGGATTAAG GAACTGCATTGGGCAGCATTTTG 
CCATAATTGAGTGTAAAGTGGCAGTGGCATTAACTCTGCTCCGCT'''CAAGCTGGCTCCAGAC 
CACTCAAGGCCTCCCCAGCCTGTTCGTCAAGTTGTCCTCAAGTCCAAGAATGGAATCCATGT 
GTTTGCAAAAAAAGTTTGCTAATTTTAAGTCCTTTCGTATAAGAATTAATGAGACAA'l"TTTCCT 
ACCAAAGGAAGAACAAAAGGATAAATATAATACAAAAATATGTATATGGTTGTTTGACAAA 
TTATATAACTTAGGATACTTCTGACTGGTTTTGACATCCATTAACAGTAATTTTAATTTCTT 
TGCTGTATCTGGTGAAACCCACAAAAACACCTGAAAAAACT CAAGCTGACTTCCACTGCGAA 
GGGAAATTATTGGTTTGTGTAACTAGTGGTAGAGTGGCTTTCAAGCATAGTTTGATCAAAAC 
TCCACTCAGTATCTGCATTACTTTTATCTCTGCAAATATCTGCATGATAGCTTTATTCTCAG 
TTATCTTTCCCCATAATAAAAAATATCTGCCAAA 
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FIGURE 30 

></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNA 125150 
><subunit 1 of 1, 505 aa, 1 stop 
><MW: 59086, pI: 9.50, NX (S/T) : 3 
MEPS WILOELMAHPFL,L,L,ILLCMSILL FOW IRLYORRRWMIRA, HLFPAPPAH WEY GHKEE 
YPVKF FEVYHKLMEKYPCAVPLWVGPFTMFFSVHDPDYAKILLKRODPKSAVSHKILESW 
VGRGLVTI, DGSKWKKHRQIVKPGFNISILKI FITMMSESVRMMLNKWEEHIAQNSRLELF 
QHVSLMTLDSIMKCAFSHOGSIQLDSTLDSYLKAVFNLSKISNQRMNNFLHHNDLVFKFS 
SQGOIFSKFNQELHOFTEKVIQDRKESLKDKLKQDTTOKRRWDFLDILLSAKSENTKDFS 
EADLOAEVKTFMFAGHDTTSSAIS WILYCLAKYPEHOORCRDEIRELIGDGSSITWEHLS 
OMPYTTMCIKECLRLYAPVVNISRLLDKPITFPDGRSLPAGITV FINIWALHHNPYFWED 
POVFNPLRFSRENSEKIHPYAFIPFSAGLRNCIGOHFAIIECKVAVALTLLRFKLAPDHS 
RPPOPVROVVLKSKNGIHVFAKKVC 

Important features of the protein : 
Signal peptide : 
Amino acids 1-28 

Transmembrane domain : 
Amino acids A 51-4 7 O 

N-glycosylation sites : 
Anino acids 45-149; 27-22; 38-385 

cAMP- and cGMP-dependent protein kinase phosphorylation site: 
Amino acids 264-268 

N-myristoylation sites : 
Amino acids 243-249; 351-35.7; 4 48-454; 454 - 460 

Cytochrome P450 cysteine heme-iron ligand signature: 
Amino acids A. A 5-455. 

Cytochrome P450 cysteine heme-iron ligand proteins: 
Amino acids A. A 2-473 

FAD-dependent glycerol-3-phosphate dehydrogenase proteins: 
Anlino acids 124 - 141 
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FIGURE 32 

></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNA1251.51 
><subunit 1 of 1, 194 aa 1 stop 
> <MW: 2O882, pI : 6.44, NX (S/T) : 0 
MERHCLL FILLTCLRWLCHDIPOGSGARWPRWSPVVEPCSPRLILLAVLLLLLCGVTAGC 
VRFCCLRKOAOAOPHLPPAROPCOVAVIPMDSDSPVHSTVTSYSSVOY PLGMRLPLPFGE 
LDLDSTAPPAYSLYTPEPPPSYDEAVKMAKPREEGPALSQKPSPLLGASGLETTPvPQES 
GPNTOLPPCSPGAP 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - 20 

Transmembrane domain : 
Amino acids 39-58 

N-myristoylation site: 
Amino acids 55 - 6. 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 5 O-6 
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FIGURE 33 
CCTTGCTTGGTGCTTGGCACACACAAATCCAGTGGGCTACACAGGTTTTCCAGAAGCCCCAC 
GAGGTGGTAATGGTGCTGCTGATTCAGACCCTGGGGGCCCTCATGCCCTCGCTGCCCTCCTG 
CCT CAGCAACGGCGTGGAGAGGGCAGGGCCCGAGCAGGAGCTCACCAGGCTGCTGGAGTTCT 
ACGACGCCACCGCCCACTTCGCCAAGGGCTTGGAGATGGCACTGCTCCCCCACCTACATGAA 
CACAATCTGGTAAAAGTCACGGAGCTGGTGGATGCTGTGTATGATCCATACAAACCCTACCAG 
CTGAAGTATGGCGACATGGAAGAGAGCAACCTCCTCATCCAGATGAGTGCTGTGCCTCTGGA 
GCATGGGGAAGTGATTGACTGTGTGCAGGAGCTGAGCCACTCCGTGAACAAGCTGT"PGGTC 
TGGCGTCTGCAGCCGT"TGACAGATGCGTCAGATTCACCAATGGCCTGGGGACCTGCGGCCTG 
TTGTCAGCCCTGAAATCCCTCTTTGCCAAGTATGTGTCTGATTTCACCAGCACTCTCCAGTC 
CATACGAAAGAAGTG CAAACTGGACCACATTCCTCCCAACTCCCTCTTCCAGGAAGATTGGA 
CGGCTTTTCAGAACTCCATTAGGATAATAGCCACCTGTGGAGAGCTTTTGCGGCATTGTGGG 
GACTTCGAGCAGCAGCTAGCCAACAGGATTTTGTCCACAGCTGGGAAGTATCTATCTGATIC 
CTGCAGCCCCCGGAGCCTGGCTGGTTTTCAGGAGAGCATCTTGACAGACAAGAAGAACTCTG 
CCAAGAACCCATGGCAAGAATATAATTAC CTCCAGAAAGATAACCCTGCTGAATATGCCAGT 
TTAATGGAAATACTTTATACCCTTAAGGAAAAAGGGTCAAGCAACCACAACCTGCTGGCTGC 
ACCTCGAGCAGCGCTGACTCGGCTTAACCAGCAGGCCCACCAGCTGGCTTTCGATTCCGTGT 
TCCTGCGCATCAAACAACAGCTGTTGCTTATTTCGAAGATGGACAGCTGGAATACGGCTGGC 
ATCGGAGAAACCCT CACAGATGAACTGCCCGCCTTTAGTCT CACCCCTCTCGAGTACATCAG 
CAACATCGGGCAGTACATCATGTCCCTCCCCCTGAATCTTGAGCCATTTGTGACTCAGGAGG 
ACTCTGCCTTAGAGTTGGCATTGCACGCTGGAAAGCTGCCATTTCCTCCTGAGCAGGGGGAT 
GAATTGCCCGAGCTGGACAACATGGCTGACAACTGGCTGGGCTCGATCGCCAGAGCCACAAT 
GCAGACCTACTGTGATGCGATCCTACAGATCCCTGAGCTGAGCCCACACTCTGCCAAGCAGC 
TGGCCACTGACATCGACTATCTGATCAACGTGATGGATGCCCTGGGCCTGCAGCCGTCCCGC 
ACCCTCCAGCACATCGTGACGCTACTGAAGACCAGGCCTGAGGACTATAGACAGGTCAGCAA 
AGGCCTGCCCCGTCGCCTGGCCACCACCGTGGCCACCATGCGGAGTGTGAATTACTGACCCC 
ACCACACACCGGACCACCAAGAGAGCCAGGGCTGCTGTTTCGTGACT CACCAGCACAGATTT 
GCTCAGAAACTCTGCCCAAGATTGGGCAGAAGTTACTTTAAAAAGACTTGGTTCAGCTGGTC 
ACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGCCAGATGGATCATGAGGCC 
AGGAGTTCGAGACCAGCCTGACCAACATGGTGAAACCCCATCTCTACTAAAAAACAAAAAT 
TAACAGCAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAAAAGACTTGGTTCATTTGTATAA 
TCAAAAAGAGTTGTAAATTAAAGATGTATTATTTATCAGAGAAGACTTTTTAGATAATTTTT 
TTAAAGGATCAGATCTTGAAAATGGAATAAATAACTACTGTGAAATGCAAAAA 
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FIGURE 34 

></usr/seqdb2/s st/DNA/Dnaseds. Inin / ss. DNA 125181. 
><subunit 1 of , 491 aa, 1 Stop 
> <MW: 54759, pI : 5. 61, NX (S/T) : 0 
MVLLIOTLGALMPSLPSCLSNGVERAGPEQELTRLLEF'YDATAHFAKGLEMALLPHILHEH 
NLVKVTELVDAVYDPYKPYQLKYGDMEESNLLIOMSAVPLEHGEVIDCVOELSHSVNKLF 
GLASAAVDRCVRFTNGLGTCGLLSALKSLFAKYVSDFTSTLOSIRKKCKLDHIPPNSLFQ 
EDWTAFONSERTIATCGELLRHCGDFEQQLANRILSTAGKYLSDSCSPRSLAGFQESILT 
DKKNSAKNPWOEYNYLQKDNPAEYASLMEILYTLKEKGSSNHNT,LAAPRAALTRLNQQAH 
OLAFDSVFLRIKOOLLLISKMDSWNTAG (GETLTDELPAFSLTPLEYISNIGQYIMSLPL 
NLEPFWTQEDSALELALHAGKLPFPPEQGDELPELDNMADNWLGSIARATMQTYCDAILQ 
IPELSPHSAKOLATDIDYLINVMDALGLOPSRTLQHIVTLLKTRPEDYROVSKGLPRRLA 
TTVATMRSVNY 

Important features of the protein : 
Signal peptide: 
Amino acids 1 - 2 O 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids 242-24 6 

N-myristoylation sites: 
Amino acids 22–28; 48-54; 121-127; 36-142; 14 1-1 47; 328-334; 

A 47-453 

Leucine zipper pattern: 
Amino acids 2 95-37 
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FIGURE 36 
></usr/seqdb2/s st/DNA/Dnased s. min / ss. DNA 125192 
><subunit l of 1, 139 aa, 1 stop 
><MW: 14841, pI: 9. 20, NX (S/T) : 0 
MGLLVAGVWLLI, DCVAVHPSVSSHCGPTCWVPSTALTTAGVARSVRSPFPMASERRPGIG 
TQGMPQEFAGLTELFHWSERSVCRRGLLLGVEGQMGFGWERGGMWAGLIGRREGESOGPL 
WAGRGGVLRRLVOLGRGSC 

Important features of the protein: 
Signal peptide : 
Amino acids - 22 

N-myristoylation sites: 
Amino acids 2-8; 4 O-46; 86-92; 1 O2-1. O8; 103-109 

Amidation site : 
Amino acids O 9-113 
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FIGURE 38 

></usr/seqdb2/s st/DNA/Dnaseos.min / ss. DNA 1251.96 
><subunit 1 of 1, 278 aa, l stop 
><MW: 30319, pI: 9. 21, NX (S/T) : 3 
MGS PGMVLGLLVOIWALQEASSLSVOOGPNLLOVROGSOATLVCOVDOATAWERLRVKWT 
KDGAIT,COPYT TNGSLSLGVCGPOGRLSWOAPSHLTLQLDPVSLNHSGAYVCWAAVEIPE 
LEEAEGNITRLFVDPDDPTQNRNRIASFPGFLFVLLGVGSMGVAAIVWGAWFWGRRSCQQ 
RDSGNAFYSNVLYRPRGAPKKSEDCSGEGKDORGQSIYSTSFPOPA PROPHLASRPCPSP 
RPCPSPRPGHPVSMVRVSPRPSPTOOPRPKGFPKVGEE 

Important features of the protein : 
Signal peptide : 
Amino acids 1-22 

Transmembrane domain : 
Amino acids 1 A 9-166 

N-glycosylation sites : 
Amino acids 73-77 ; 105-109; 127-131 

Glycosaminoglycan attachment site: 
Amino acids 2O6-20 

N-myristoylation sites : 
Amino acids 5-11; 37-43; 63- 69; 108-114 

Amidation site : 
Amino acids 73-17C) 



Patent Application Publication May 8, 2003 Sheet 40 of 246 US 2003/0088066A1 

FIGURE 39 
ACCAGCAGAAGGCTGGGAGTCTGTAGTTTGTTCCTGCTGCCAGGCTCCACTGAGGGGAACGG 
GGACCTGTCTGAAGAGAAGATGCCCCTGCTGACACTCTACCTGCTCCTCTTCTGGCTCTCAG 
GCTACTCCATTGCCACTCAAATCACCGGTCCAACAACAGTGAATGGCTTGGAGCGGGGCTCC 
TTGACCGTGCAGTGTGTTTACAGATCAGGCTGGGAGACCTACTTGAAGTGGTGGTGTCGAGG 
AGCTATTTGGCGTGACTGCAAGATCCTTGTTAAAACCAGTGGGTCAGAGCAGGAGGTGAAGA 
GGGACCGGGTGTCCATCAAGGACAATCAGAAAAACCGCACGTTCACTGTGACCATGGAGGAT 
CTCATGAAAACTGATGCTGACACTTACTGGTGTGGAATTGAGAAAACTGGAAATGACCTTGG 
GGTCACAGTTCAAGTGACCATTGACCCAGCACCAGTCACCCAAGAAGAAACTAGCAGCTCCC 
CAACTCTGACCGGCCACCACTTGGACAACAGGCACAAGCTCCTGAAGCTCAGTGTCCTCCTG 
CCCCTCATCTTCACCATATTGCTGCTGCTTTTGGTGGCCGCCTCACTCTTGGCTTGGAGGATG 
ATGAAGTACCAGCAGAAAGCAGCCGGGATGTCCCCAGAGCAGGTACTGCAGCCCCTGGAGGG 
CGACCTCTGCTATGCAGACCTGACCCTGCAGCTGGCCGGAACCTCCCCGCGAAAGGCTACCA 
CGAAGCTTTCCTCTGCCCAGGTTGACCAGGTGGAAGTGGAATATGTCACCATGGCTTCCTTG 
CCGAAGGAGGACATTTCCTATGCATCTCTGACCTTGGGTGCTGAGGATCAGGAACCGACCTA 
CTGCAACATGGGCCACCTCAGTAGCCACCTCCCCGGCAGGGGCCCTGAGGAGCCCACGGAAT 
ACAGCACCATCAGCAGGCCTTAGCCTGCACTCCAGGCTCCTTCTTGGACCCCAGGCTGTGAG 
CACACTCCTGCCTCATCGACCGTCTGCCCCCTGCTCCCCTCATCAGGACCAACCCGGGGACT 
GGTGCCTCTGCCTGATCAGCCAGCATTGCCCCTAGCTCTGGGTTGGGCTTGGGGCCAAGTCT 
CAGGGGGCTTCTAGGAGTTGGGGTTTTCTAAACGTCCCCTCCTCTCCTACATAGTTGAGGAG 
GGGGCTAGGGATATGCTCTGGGGCTTTCATGGGAATGATGAAGATGATAATGAGAAAAATGT 
TATCATTATTATCATGAAGTACCATTATCATIAATACAATGAACCTTTATTTATTGCCTACCA 
CATGTTATGGGCTGAATAATGGCCCCCAAAGATATCTGTGTCCTAATCCTCAGAACTTGTGA 
CTGTTACCTTCTGTGGCAGAAAGGGACAGTGCAGATGTATGTAAGTTAAGGACTTTGAGATA 
GAGAGGTTATTCTIGCTGATTCAGGTGGGCCCAAAATAT CACCACAAGGGTCCTCATAAGAA 
AGAGGCCAGAAGGT CAAAGAGGTAGAGACAAAGTGATGATGGAAGTGGACGTGGGTGTGACG 
TGAGCAGGGGCCATGAATGCCGCAGCCTTCAGATGCCAGAAAGGGAAAGGAATGGATTCCCC 
TGCCTGGAGCCTCCAAAAGAAACCAGCCCTGCCCACGCCTTGACTTGAGCCCATTGAAACTG 
ATCTTGAGCTCCTGGCCTCCAGAATTGCAGGAGAATAAATTTGTGTTGTTTTTAATGAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 
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FIGURE 40 
></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA125200 
><subunit 1 of 1, 290 aa, 1 stop 
><MW: 32335, pI : 5.82, NX (S/T) : 1 
MPLLTLYLLLFWLSGYSIATQITGPTTVNGLERGSLTVOCVYRSGWETYLKWWCRGAIWR 
DCKILVKTSGSEQEWKRDRVSIKDNQKNRTFTVTMEDLMKTDADTYWCGIEKTGNDLGVT 
VQVTIDPAPVTQEETSSSPTLTGHHLDNRHKLI, KISWLLPLIFTILLL LLVAASLLAWRM 
MKYOOKAAGMSPEQVLOPLEGDLCYADLTLOLAGTSPRKATTKLSSAOWDOVEVEYVTMA 
SLPKE DISYASLTLGAEDQEPTYCNMGHLSSHLPGRGPEEPTEYSTISRP 

Important features of the protein: 
Signal peptide: 
Amino acids - 15 

Transmembrane domain : 
Amino acids 155 - 174 

N-glycosylation site: 
Amino acids 88-92 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 28-222 

Tyrosine kinase phosphorylation site: 
Amino acids 276-285 

N-myristoylation sites: 
Amino acids 3 O-36; 109-115; 114-12O 
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FIGURE 41 
AAGAACACTGTTCCTCTTGGTGGACGGGCCCAGAGGAATTCAGAGT"TAAACCTTGAGTGCCT 
GCGTCCGTGAGAATTCAGCATGGAATGTCTCTACTATTTCCTGGGATTTCTGCTCCTGGCTG 
CAAGATTGCCACTTGATGCCGCCAAA CGATTTCATGATGTGCTGGGCAATGAAAGACCTTCT 
GCTTACATGAGGGAGCACAATCAATTAAATGGCTGGTCTTCTGATGAAAATGACTGGAATGA 
AAAACTCTACCCAGTGTGGAAGCGGGGAGACATGAGGTGGAAAAACTCCTGGAAGGGAGGCC 
GTGTGCAGGCGGTCCTGACCAGTGACT CACCAGCCCTCGTGGGCTCAAATATAACATTTGCG 
GTGAACCTGATATTCCCTAGATGCCAAAAGGAAGATGCCAATGGCA ACATAGTCTATGAGAA 
GAACTGCAGAAATGAGGCTGGTTTATCTGCTGATCCGTATGTTTACAACTGGACAGCATGGT 
CAGAGGACAGTGACGGGGAAAATGGCACCGGCCAAAGCCATCATAACGTCTTCCCTGATGGG 
AAACCTTTTCCTCACCACCCCGGATGGAGAAGATGGAATTTCATCTACGTCTTCCACACACTT 
GGTCAGTATTTCCAGAAATTGGGACGATGTTCAGTGAGAGTTTCTGTGAACACAGCCAATGT 
GACACTTGGGCCTCAACTCATGGAAGTGACTGTCTACAGAAGACATGGACGGGCATATGTTC 
CCATCGCACAAGTGAAAGATGTGTACGTGGTAACAGATCAGATTCCTGTGTTTGTGACTATG 
TTCCAGAAGAACGATCGAAATTCATCCGACGAAACCTTCCT CAAAGATCTCCCCATTATGTT 
TGATGTCCTGATTCATGATCCTAGOCACTTCCTCAATTATTCTACCATTAACTACAAGTCGA 
GCTTCGGGGATAATACTGGCCTGTTTGTTTCCACCAATCATACTGTGAATCACACGTATGTG 
CT CAATGGAACCTTCAGCCTTAACCT CACTGTGAAAGCTGCAGCACCAGGACCTTGTCCGCC 
ACCGCCACCACCACCCAGACCTTCAA AACCCACCCCTTCTTTAGCAACTACTCTAAAATCTT 
ATGATTCAAACACCCCAGGACCTACTGGTGACAACCCCCTGGAGCTGAGTAGGATTCCTGAT 
GAAAACTGCCAGATTAACAGATATGGCCACTTTCAAGCCACCAT CACAATTGTAGAGGGAAT 
CTTAGAGGTTAACATCATCCAGATGACAGACGTCCTGATGCCGGTGCCATGGCCTGAAAGCT 
CCCTAATAGACTTTGTCGTGACCTGCCAAGGGAGCATTCCCACGGAGGTCTGTACCATCATT 
TCTGACCCCACCTGCGAGATCACCCAGAACACAGTCTGCAGCCCTGTGGATGTGGATGAGAT 
GTGTCTGCTGACTGTGAGACGAACCTTCAATGGGTCTGGGACGTACTGTGTGAACCT CACCC 
TGGGGGATGACACAAGCCTGGCTCTCACGAGCACCCTGATTTCTGTTCCTGACAGAGACCCA 
GCCTCGCCTTTAAGGATGGCAAACAGTGCCCTGATCTCCGTTGGCTGCTTGGCCATATTTGT 
CACTGTGATCTCCCTCTTGGTGTACAAAAAACACAAGGAATACAACCCAATAGAAAATAGTC 
CTGGGAATGTGGTCAGAAGCAAAGGCCTGAGTGTCTTTCTCAACCGTGCAAAAGCCGTGTTC 
TTCCCGGGAAACCAGGAAAAGGATCCGCTACTCAAAAACCAAGAATTTAAAGGAGTTTCTTA 
AATTTCGACCTTGTTTCTGAAGCTCACTTTTCAGTGCCATTGATGTGAGATGTGCTGGAGTG 
GCTATTAACCTTTTTTTCCTAAAGATTATTGTTAAATAGATATTGTGGTTTGGGGAAGTTGA 
ATTTTTTATAGGTTAAATGTCATTTTAGAGATGGGGAGAGGGATTATACTGCAGGCAGCTTC 
AGCCATGTTGTGAAACTGATAAAAGCAACTTAGCAAGGCTTCTTTTCATTATTTTTTATGTT 
TCACTTATAAAGTCTTAGGTAACTAGTAGGATAGAAACACTGTGTCCCGAGAGTAAGGAGAG 
AAGCTACTATTGATTAGAGCCTAACCCAGGTTAACTGCAAGAAGAGGCGGGATACTTTCAGC 
TTTCCATGTAACTGTATGCATAAAGCCAATGTAGTCCAGTTTCTAAGATCATGTTCCAAGCTA 
ACTGAATCCCACT CAATACACACTCATGAACTCCTGATGGAACAATAACAGGCCCAAGCCT 
GTGGTATGATGTGCACACTIGCTAGACTCAGAAAAAATACTACTCTCATAAATGGGTGGGAG 
TATTTTGGTGACAACCTACTTTGCTTGGCTGAGTGAAGGAATGATATTCATATATTCATTTA 
TTCCATGGACATTTAGTTAGTGCTTTTTATATACCAGGCATGATGCTGAGTGACACTCTTGT 
GTATATTTCCAAATTTTTGTACAGTCGCTGCACATATTTGAAATCATATATTAAGACTTTCC 
AAAGATGAGGTCCCTGGTTTTTCATGGCAACTTGATCAGTAAGGATTTCACCTCTGTTTGTA 
ACTAAAACCATCTACTATATGTTAGACATGACATTCTTTTTCTCTCCTTCCTGAAAAATAAA 
GTGTGGGAAGAGACA 
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FIGURE 42 
></usr/seqdb2/s st/DNA/DnasedS. min/ss. DNA125214 
><subunit 1 of 1, 572 aa 1 stop 
><MW: 63953, pI: 6.55, NX (S/T) : 12 
MECLYY FLGELLLAARLPLDAAKRFH DVLGNERPSAYMREHNQLNGWSSDENDWNEKLYP 
WWKRGDMRWKNSWKGGRVOAVLTSDSPALVGSNITFAVNLIFPRCOKEDANGNIWYEKNC 
RNEAGLSADPYWYNWTAWSEDSDGENGTGOSHHNVEPDGKPFPHHPGWRRWNFLY VEHTL 
GQY FOKLGRCSVRVSVNTANVTLGPQLMEWTVYRRHGRAYVPIAQVKDVYVVTDQIPvEv 
TMFOKNDRNSSDETFLKDLPIMEDVLIHDPSHFLNYSTINYKWSFGDNTGLFVSTNHTVN 
HTYVLNGTFSLNLTVKAAAPGPCPPPPPPPRPSKPTPSLATTLKSYDSNTPGPTGDNPLE 
LSRTPDENCOINRYGHFQATITIVEGILEVNIIQMTDVLMPVPWPESSLIDFVVTCOGSI 
PTEVCTIISDPTCEITONTVCSPVDVDEMCLLTVRRTFNGSGTYCVNLTLGDDTSLALTS 
TLISVPDRDPASPLRMANSALISVGCLAIFVTVISLLVYKKHKEYNPIENSPGNVVRSKG 
LSVFLNRAKAVFFPGNQEKDPLLKNOEFKGVS 

Important features of the protein: 
Signal peptide : 
Amino acids 1-21 

Transmembrane domain : 
Amino acids A 96-51, 6 

N-glycosylation sites: 
Amino acids 93-97; 134 -138; 146-150; 2 OO-2O4; 249-253; 275-279; 

296-3 OO ; 3 OO-3O4; 3O 6-31 O ; 312-316; 459-4 63; 4 67 - 471 

N-myristoylation sites: 
Amino acids 91-97; 147-153; 29 O-296; 418 - A 24 

Prokaryotic membrane lipoprotein lipid attachment site : 
Amino acids 496-5 OT 

Cell attachment sequence: 
Amino acids 64 - 67 
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FIGURE 44 
></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNAl25219 
><subunit 1 of 1, 283 aa, 1 stop 
><MW: 31175, pI: 7.51, NX (S/T) : 0 
MADPHQLFDDTSSAQSRGYGAQRAPGGLSYPAASPTPHAAFLADPVSNMAMAYGSSLAAQ 
GKELVDKNIDRFIPITKLKYY FAVDTMYVGRKLGLLFFPYLHQDWEVOYOODTPVAPRFD 
WNAPDLYIPAMAFITYWLVAGLALGTQDRFSPDLLGLOASSALAWLTLEVAILLSLY LV 
TVNT DITTIDLVAFLGYKYVGMEGGVLMGLLFGKIGYYLVLGWCCVAL EV FMIRTLRLKI 
LADAAAEGVPVRGARNQLRMYLTMAVAAAQPMLMYWLTFHLVR 

Important features of the protein: 
Transmembrane domain : 
Amino acids 126-142; 164-179; 215-233 

N-myristoylation sites: 
Amino acids 54 - 60; 14 1-147; 15 6-1 62; 201-2O7; 205-2ll; 209-215 

Amidation site : 
Amino acids 89-93 
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FIGURE 45 
GCTGAGCACCAACAGGAACTATTCCAGTGAAGAGCAAGTGCTGCCCGACCCAGGACCCTGTG 
CCAGGCTGGCAGCCCTCCAGCTCCCTCCAGAGAGGAAACCTCTGTCTGGCTGAGGGTGGGAC 
TAGCTGGGATGTCTCACTCCAGTTGCTCAGGTTCACCCAGGAAGCTCCTCCGTGGAGTGGCC 
AGCCTGATTCTAGCCCTGTCCTCTCTGGCAGCACATGCCACACCTGCCTGGGCCTTCTGCTC 
CCTGATGCTTGATGAGCCCCTGCCTCCTCAATGTTTCTCAAAGACAGACCCCCCTGAGGCCAGC 
TTGAATGTGAAGACTGCTGAAGTCAGCTGGCTTCACTTGAGCTGCAGAAAAGGTGGCTGGGA 
TGGCCCAGGTGCACCCAGAGGCCCCAGCCCTTTGGCTGCCTTTGGGTTGTGACTTGGGTTGT 
CTCTGAGGCCCTGCCAGAGCTGGGCCTGCGGGTGGTGGGCGGTCCGACCTCGGGCAGTCAGT 
GCTCCGCAGCCTCAGCACTGCATCCCAGACCCAGTGTCCTCAGAGGGAAGAGCCAGCCTCCC 
TGCCTCATGGAACCAGGAGTCCCAAAAAGTCAGGAGCCTGGAGGCTCTGAAAGGAGCAGGGA 
TTCCATAGTGCGTGAAGCTGAAATAGGCGCCCTCCTGGGGAGCCCCCAGCAAAACTGTTTTT 
CATACCCACTCCCAGAACTGCCCCGCTCCAGCTCCAGCGCCAGCGCCAGCTGGTTGCCAGGC 
GTCATTGGAGAGGCCTGGCTGCCCCAGGGGCAGCAGGGAGTGGTGGACCTGTATGGGCTGGC 
AGGAGGCCATTGGCCATGCTGACAAGTGT CACCTGCCTTCCTAGCCTGGAGCCACCCCT CAG 
GTGGCCTGCTTGCACCTCCTATCCGGAGGTAGCCTGCCCCACCTGTAGGCAGAGGGGGCTCT 
TGCTTGAGGCCTGCACAGGAAGCAAGTATAGCCCCGGTGCCCCAGAGTGGGTTCCACTTAGC 
CCTGGCGAGATGGCCTGTCCTGAGATCTCT GCTCCCAGACCCCACCATCTGGGGAGCACAGT 
CCTTAGGCTGCCTGGTCCAGGAAGGGGGTGCGGCTCTGTCAGGAAACCTGGACTCTCAAGGC 
CCACCAGCCTCTCCGTGAGTGTTAGAAATCACAGATACAGTATATACTTAATTACACT ACTC 
ACTACT CAAAAAAAAAAAAAAAAAA 
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FIGURE 46 

></usr/seqdb2/s st/DNA/Dnaseqs-min/ss. DNA 128309 
><subunit 1 of 1, 97 aa 1 stop 
> <MW: 101.12, pI : 8. 64, NX (S/T) : 0 
MSHSSCSGSPRKLLRGVASLILALSSLAAHAT PAWAFCSLML, DEPLPPOCFSKTDPPEAS 
LNWKTAEWSWLHISCRKGGWDGPGAPRGPS PLAAFGL 

Important features of the protein: 
Signal peptide : 
Amino acids -3. 
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FIGURE 48 

></usr/seqdb2/s st/DNA/Dnas eqs. Imin / ss. DNA1295.35 
><subunit 1 of 1, 222 aa, l stop 
><MW: 23566, pI: 6.70, NX (S/T) : 0 
MRVGLALILVGHVNLLLGAVLHGTVLRHVANPRGAVTPEYTVANVISVGSGLLSVSVGLV 
ALLASRNLL REPPLHWVLLALALVNLLLSVACSLGLILLAVSLTVANGGRRLIADCHPG LLD 
PLVPLDEGPGHTDCPFDPTRIYDTALALWIPSLLMSAGEAALSGYCCVAALTLRGVGPCR 
KDGLOGOLEEMTELESPKCKROENEQLLDQNOEIRASORSWV 

Important features of the protein: 
Signal peptide : 
Amino acids 1-18 

Transmembrane domain : 
Amino acids 4 4-60; 76-96 

N-myristoylation sites : 
Amino acids 94 - 1 OO; 175-181 

Amidation site : 
Amino acids 106-110 

Prokaryotic membrane lipoprotein lipid attachment site : 
Amino acids 81-92 
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FIGURE 49 
CGTCAGTCTAGAAGGATAAGAGAAAGAAAGTTAAGCAACTACAGGAAATGGCTTTGGGAG 
TTCCAATATCAGTCTATCTTTTATTCAACGCAATGACAGCACTGACCGAAGAGGCAGCCG 
TGACTGTAACACCTCCAATCACAGCCCAGCAAGCTGACAACATAGAAGGACCCATAGCCT 
TGAAGTTCTCACACCTTTGCCTGGAAGATCATAACAGTTACTGCATCAACGGTGCTTGTG 
CATTCCACCATGAGCTAGAGAAAGCCATCTGCAGGTGTTTTACTGGTTATACTGGAGAAA 
GGTGTGAGCACTTGACTTTAACTTCATATGCTGTGGATTCTTATGAAAAATACATTGCAA 
TTGGGATTGGTGTTGGATTACTATTAAGTGGTTTTCTTGTTATTTTTTACTGCTATATAA 
GAAAGAGGTATGAAAAAGACAAAATATGAAGTCACTTCATATGCAATCGTTTGACAAATA 
GTTATTCAGGCCCTATAATGTGTCAGGCACTGACATGTAAAATTTTTTTAATTAAAAAAG 
AGCTGTAATCTGGCAAAAAGTTTCTATGTAATATTTTTCATGCCTTTTCTCATAAACCCA 
GACGAGTGGTAAAAATTTGCCTTCAGTTGTAATAGGAGAGTTCAAACGTACAGTCTCCCT 
TCAACCTATCTCTGTCTGCCCATATCAAAATTATAAATGAGGAGGACAGCAGGCCCCAAG 
AAAGTAGGGACTAAGTATGTCTTGTTCAAAATTGTATATTCAGTGACTTACACTATGCCT 
AGCACACAACACACACTGAGTAAATATTTGTTGAGTGAAATAAAATCAAGAAACAAGTAA 
AAACTGA 
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FIGURE SO 
></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA 129549 
><subunit 1 of 1, 133 aa, 1 stop 
> <MW: 14792, pI : 5.97, NX (S/T) : 0 
MALGVPISVYLLFNAMTALTEEAAVTVTPPITAOOADNIEGPIALKFSHLCLEDHNSYC 
NGACAFHHELEKAICRCFTGYTGERCEHLTLTSYAVDSYEKY AT GIGVGLLLSGFLVI F 
YCYIRKRYEKDK 

Important features of the protein: 
Signal peptide : 

1-2O (weak) 

Transmembrane domain : 

O3-7 

N-myristoylation site. 
4-10; 0 6-1.12; 110-116 

EGF-like domain cysteine pattern signature. 
75-87 

Integrins beta chain cysteine-rich domain proteins 
66-88 
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FIGURE 51 
GGCTCGAGCTTGGCTCTCAGACCATCCTGGTGGAAGAAACACTAGCAGTCTGCCCAATCTGA 
ATGCAAATCCAGAATAATCTTTTCTTTTGTTGTTACACAGTTATGAGTGCAATTTTTAAATG 
GCGCTACTCTACAGCCTGCCTGCCTTATGCTTTCTCCTGGGCACGCAGGAAAGTGAGAGCT 
TCCACTCCAAAGCAGAGATCCTAGTGACACTAAGTCAGGTAATAATCTCTCCAGCTGGACCT 
CATGCACT CACATGGACAACACACTTCTCTCCTTCAGTGATCATCATCCTTGTACCATGTTG 
GTGGCATGCTGTAATCGTGACT CAACATCCGGTTGCCAATTGCTATGTAACAAACCACCTCA 
ACATTCAGTGGCTTGAATTGAAAGCAGGGTCTTGAAGAGATATTTGCACATTTCATCCTCCC 
AGCAGCATTATTCACAACAGCCAATAGGCAGAAGCAACCCAATGTCCAACCAT AGATGAGTG 
GATAACCAAAATGTAGTCCATCCATACAATGAAATATGATTCAGCCTTAACAAGGAAGGAAG 
TCCCGCCACGTGCTACAACATGGATGGACCTTGAGGACACTATGCTAAGTGAAGTAAGCCAG 
GCACAAAAGGACAAATACTCTATGATTCCATTTTATAGGGTACCAAAGAGAATCAAACT CAC 
AGAGATAGAAAGTAGACTGGGGTGGCCAGGGACTCGGGGAGAGAGGAAAGGGCAGTTATTGT 
TTAAAAGGTACAGAGTTTCAGTTTGGGAAGATGAAAATGTTCTGGAAACGGTTAATGGTGAT 
TTTACATTGTTTATGTTACCACGATTTGTAAAAGAGCAGCTGCGCTGAGAATGAGCATGCTT 
GTCATTGGCAGCTCTCTGAGATTTTCAGTGCCTCTTACTGGCTTGTTAAGAAGACGGCAAAA 
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FIGURE 52. 
></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA 129580 
><subunit 1 of 1, 114 aa, l stop 
><MW: 12886, pI: 7. 04, NX (S/T) : 0 
MQIONNLFFCCYTVMSAIFKWLLLYSLPALCFLLGTQESESFHSKAEILVTLSQVIISPA 
GPHALTWTTHFSPSVIIILVPCWWHAVIVTOHPVANCYVTNHLN IQWLELKAGS 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - 33 

Transmembrane domain : 
Amino acids 7-86 

N-myristoylation site: 
Amino acids 35 - 4 1 
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FIGURE 53 
TTTTGAAATGGTTTATGACCTCTTCCCCACTTCCCCGCTTGCTTTGCTCATTAGTGTTCCTA 
GGTGGCTGCTGGGTGACGGGCTTTTCATCATCTCTGATGTGGGCCAGTGCGAAAGAGCAGCT 
GCAACATCTGTTTCTAATTGGGTCGTGCCTTTATAAATACTTCTTGCCTATTTGTCACATTG 
CTTCCCTCCCACCCTGTCTTCCTTGGAGTACTGCAGAATCTGTAAGCGTCCCTGGAATGCAC 
ACGTGGACCTTGTCATTCCCAAACAGACTTTCTGCTGGTCAGCACTTTGTAATGTTCGGCTG 
TTACAGGCATTAGTCACTTGTGCTCAGAGAGAGACTGTGGTCTTTGGAAACTGAAGAAAATGTC 
TTTTTTGTTGTTGTTAATTCTTGGCATCCAGTTAGATTTAACTTCTCAAGAGTTTACACAGA 
CTTTTAGAAAAACATTCTGTCTCTAAGAAAAAAGTGCTCTAGCTTTGTACAGTTTTTGGATT 
TTCACACTTGGTGGTTGTTTGCTGAAATGCTGTTTTGCTAGTGATTCCCCTCCTCCCCCTAT 
CTGGGGTTGTAAGCAGCTCTGGGGCTCTGTTCACTTCGGATACCTGTTTCTGGGGACTGCTT 
TTCAACAGCGTTTTTCCTAAGGGCATATGAGAAATTTAATTTCTGATGGAATGAAGGTGAAA 
CTCTAGTCCCAGGTAAACCTGGGTAGGCTGTAGAGACAGAAAGGGGGCTGCAGGTCTAGGTG 
GAAGAACGAGAACGAATGCAGCATGGTATTTCCAGGCCTTTTAGATTCGGCTTCATCCACAA 
CCAATGTGAGTTCTTATCTGCAAAGCGGGCCTAAGTGTAATGGAGGGAAGGTGGGCCAGGCA 
CCAGGGTCCTGGGTTCTCCCGCGCCTCACTCTGTCTCCACCTGGCCCATGCATAAAGAACAC 
TAGTCAAGTAGCCAT"I'GTACCTGTTTCCTTATCTGAAAATGAGAAGGTTGGAGAGTATGACT 
TCTGTTGAAACAACAAGGCGCTTACAAATTTTGGTGAAGTCGAATGAGGGCAGCGTTAAGAG 
AAATATCAAAGTTAGTCATTGGATTTCAGGGCTTAGGGATGGAAACCAGCTGGTAG TAGACT 
GGTTGTAGTTATGTCCAAAGGGCAGAGTGGGAAAAATTTGGCCGAAAAGAGTGTGGTGGGTG 
ACCAGCAAATGTTAGAGGTATACATCAGGGCACAGAGGAGAAAAGCTAACATGATACTGATG 
ACTTCAAGTCTTCACTGTCCAATTCAGAGGATAGGGGAGGGTTTAAGCTGATTAAACAGTGG 
GCTTTTTTTCTCCTGCAAGAGGGTGGAGGTCTATAACTGTGCAGATTTTATCAGATGCATGC 
TAATACATGTTATTCTGGGGGACiCTCTTATACCTTGAAGTAGACATTGCTGCTATTT GCGT 
GAAAAAAATAGGAGGACTTATTTGAATTGAGAATGGGGATAGGCTGAGTTCCACCGAGATGT 
TGGCTTAGAGATGCCTGGGCCATGCTGTACAGTAGGAAGCCCAGCAGAGGAGATTGGGCTGT 
GTGGGTCATGACAAAGGGAGTTGTTAGCTTATGGTTGGCTATTAAAGTCATGGGCAAGGATG 
GGCAAGAAAAGTGTGTAAAATGAGCTGACAAAAGATAAATATGTTAATTA 
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FIGURE 54 

></usr/seqdb2/s st/DNA/Dnaseds. min/ss. DNA1297.94 
><subunit l of l, 102 aa, 1 stop 
><MW: 11382, pI: 8.72, NX (S/T) : 0 
MTSS PLPRLLCSLVFLGGCWVTGFSSSLMWASAKEQLOHL FLIGSCLYKYFLPICH ASL 
PPCLPWSTAESVSVPGMHTWTLSFPNRLSAGQHFVMFGCYRH 

Important features of the protein: 
Signal peptide: 
Amino acids 1-21 

N-myristoylation site: 
Amino acids 18-24 

Prokaryotic membrane lipoprotein lipid attachment sites: 
Amino acids 9-20; 36-47; 

89-100 
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FIGURE S6 

></usr/seqdh2/s st/DNA/Dnaseqs. Iain / ss. DNAl31590 
><subunit 1 of 1 497 aa, 1 stop 
><MW: 55906, pI: 8.43, NX (S/T) : 4 
MSCVLGGVI PLGLL FLVCGSQGYLLPNVTLLEELLSKYOHNESHSRVRRAIPREDKEEL 
MLHNKLRGQVQPQASNMEYM''WDDELEKSAAAWASQCIWEHGPTS LLVSIGQNLGAHWGR 
YRSPGFHVQSWYDEVKDYTYPYPSECNPWCPERCSGPMCTHYTOIVWATTNKIGCAVNTC 
RKMTVWGEVWENAVY FVCNYSPKGNW GEAPY KNGRPCSECPPSYGGSCRNNLCYREETY 
TPKPETDEMNEVETAPIPEENHVWLQPRVMRPTKPKKTSAVNYMTQVVRCDTKMKDRCKG 
STCNRYOCPAGCLNHKAKTFGSI, FYESSSSICRAAIHYGILDDKGGLVDITRNGKVPFFV 
KSERHGVQSLSKYKPSSSFMVSKVKVQDLDCYTTVAQLCPFEKPATHCPRIHCPAHCKDE 
PSYWAPWFGTNIYADTSSICKTAVHAGVISNESGGDVDVMPVDKKKTYVGSLRNGVOSES 
LGT PRDGKAFRIFAVRQ 

Important features of the protein: 
Signal peptide: 
Amino acids 1-22 

N-glycosylation sites : 
Amino acids 27-31; 41-45; 451 - 455 

cAMP- and cqMP-dependent protein kinase phosphorylation sites : 
Amino acids 8-185; 276-28 O; 4 64-4 68 

Tyrosine kinase phosphorylation site: 
Amino acids 385 - 393 

N-myristoylation sites: 
Amino acids 111-117; 115-121; 17 4-18O; 204 - 210; 227-233; 300-306; 

4 47-453; 47 O-47 6 

Extracellular proteins SCP/Tpx-1/Ag5/PR-1/Sc7 signature 2: 
Amino acids 195-2 Ol 

SCR-like extracellular protein : 
Amino acids 56-208 
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FIGURE S7 
GCACGAGGCCAAACACAGCAGCCTCAACATGAAGGTGGTTATGGTCCTCCTGCTTGCTGCCC 
TCCCCCTTTACTGCTATGCAGGTTCTGGTTGCGTTCTTCTGGAGAGCGTCGTGGAAAAGACC 
ATCGATCCATCGGTTTCTGTGGAGGAATACAAAGCAGATCTTCAGAGGTTCATCGACACIGA 
GCAAACCGAAGCAGCTGTAGAGGAGTTCAAGGAGTGCTTCCTCAGCCAGAGCAATGAGACTC 
TGGCCAACTTCCGAGTCATGGTGCATACGATATATGACAGCCTTTACTGTGCTGCGTATTAA 
CTGTCACAAGAACTTTGGCTCAGAGGAATCCAGACGATGCT CACAACCCGACTGTGGACTGG 
CAGAAATCTCAACTTTTCCTTTTGACTTTCCCCTTTGATCAGTAATATGGAAGACGTTGTTC 
AAACCTGAAGTATAGTTAATTTAAATAAACCCACTGCAAGAAAAAAAAAAAA 
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FIGURE 58 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA13517 3 
><subunit 1 of 1, 93 aa, 1 stop 
><MW: 10456, pI: 4.37, NX (S/T) : 1 
MKVVMVLLLAALPLYCYAGSGCVLLESVVEKTTDPSVSVEEYKADLQRFIDTEQTEAAVE 
EFKECFLSQSNETLANFRVMVHTIYDSLYCAAY 

Important features of the protein: 
Signal peptide : 
Amino acids - 18 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 12-23 
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FIGURE 59A 
CAAGTCCGTTGAGGCTGCCAGGCGAGTCAGGTCTCTCTGGACCTCGCCTGACTCGGCTGGGC 
TGTGCCTGAAATTGACCCAGCTCCACCATACTCCTTGATTATGAGAAAACAAGGAGTAAGCT 
CAAAGCGGCTGCAATCTTCCGGCCGCAGCCAGTCTAAGGGGCGGCGCGGGGCCTCCCTCGCC 
CGGGAGCCGGAGGTAGAGGAGGAGGTGGAAAAGTCGGTCCTAGGCGGCGGGAAACTGCCAAG 
GGGCGCCTGGAGGTCCTCCCCGGGGAGGATCCAAAGTCTGAAAGAGCGAAAAGGCTTGGAGC 
TAGAGGTGGTGGCCAAGACCTTTCTTCTCGGCCCCTTCCAGTTCGTCCGTAATTCCCTGGCG 
CAGCTCCGGGAAAAGGTGCAGGAACTGCAGGCGCGGCGGTTCTCCAGCAGAACCACTCTCGG 
CATCGCTGTCTTTGTGGCAATTTTACATTGGTTACATTTAGTAACACTTTTTGAAAATGATC 
GTCATTTCTCTCACCTCTCATCTTTGGAACGGGAGATGACTTTTCGCACTGAAATGGGACTT 
TATTATTCATACTTCAAGACCATTATTGAAGCACCTTCGTTTTTGGAAGGACTGTGGATGAT 
TATGAATGACAGGCTTACTGAATATCCTCTTATAATTAATGCAATAAAACGCTTCCATCTT 
ATCCAGAGGTAATCATAGCCTCCTGGTATTGCACATTCATGGGAATAATGAATTTATTTGGA 
CTAGAAACTAAGACCTGCTGGAATGT CACCAGAATAGAACCTCTTAATGAAGTTCAAAGCTG 
TGAAGGATTGGGAGATCCTGCTTGCTTTTATGTTGGTGTAATCTTTATTTTAAATGGACTAA 
TGATGGGATTGTTCTTCATGTATGGAGCATACCTGAGTGGGACTCAACTGGGAGGTCTTATT 
ACAGTACTGTGCTTCTTTTTCAACCATGGAGAGGCCACCCGTGTGATGTGGACACCACCTCT 
CCGTGAAAGTTTTTCCTATCCTTTCCTTGTACTTCAGATGTGTATTTTAACTTTGATTCTCA 
GGACCT CAAGCAATGATAGAAGGCCCTTCATTGCACTCTGTCTTTCCAATGTTGCTTTTATG 
CTTCCCTGGCAATTTGCTCAGTTTATACTTTTTACACAGATAGCATCATTATTTCCCATGTA 
TGTTGTGGGATACATTGAACCAAGCAAATTTCAGAAGATCATTTATATGAACATGATTTCAGTT 
ACCCTTAGTTTCATTTTGATGTTTGGAAATTCAATGTACTTATCTTCTTATTATTCTTCATC 
TTTGTTAATGACGTGGGCAATAATTCTAAAGAGAAATGAAATTCAAAAACTGGGAGTATCTA 
AACT CAACTTTTGGCTAATTCAAGGTAGTGCCTGGTGGTGTGGAACAATCATTTTGAAATTT 
CTGACATCTAAAATCTTAGGCGTTTCAGACCACATTCGCCTGAGTGATCTTATAGCAGCCAG 
AATCTTAAGGTATACAGATTTTGATACTTTAATATATACCTGTGCTCCCGAATTTGACTTCA 
TGGAAAAAGCGACTCCGCTGAGATACACAAAGACATTATTGCTTCCAGTTGTTATGGTGATT 
ACATGTTTTATCTTTAAAAAGACTGTTCGTGATATTTCATATGTTTTAGCTACAAACATTTA 
TCTAAGAAAACAGCTCCTTGAACACAGTGAGCTGGCTTTTCACACATTGCAGTTGTTAGTGT 
TTACTGCCCTTGCCATTTTAATTATGAGGCTAAAGATGTTTTTGACACCGCACATGTGTGTT 
ATGGCTTCCTTGATATGCTCTCGACAGCTCTTTGGCTGGCTTTTTCGCAGAGTTCGTTTTGA 
GAAGGTTATCTTTGGCATTTTAACAGTGATGT CAATACAAGGTTATGCAAACCTCCGTAATC 
AATGGAGCATAATAGGAGAATTTAATAATTTGCCTCAGGAAGAACTTTTACAGTGGATCAAA 
TACAGTACCACATCAGATGCTGTCTTTGCAGGTGCCATGCCTACAATGGCAAGCATCAAGCT 
GTCT ACACTTCATCCCATTGTGAATCATCCACATTACGAAGATGCAGACTTGAGGGCTCGGA 
CAAAAATAGTTTATTCTACATATAGTCGAAAATCTGCCAAAGAAGTAAGAGATAAATTGTTG 
GAGTTACATGTGAATTATTATGTTTTAGAAGAGGCATGGTGTGTTGTGAGAACTAAGCCTGG 
TTGCAGTATGCTTGAAATCTGGGATGTGGAAGACCCTTCCAATGCAGCTAACCCTCCCTTAT 
GTAGCGTCCTGCTCGAAGACGCCAGGCCTTACTTCACCACAGTATTTCAGAATAGTGTGTAC 
AGAGTATTAAAGGTTAACTGAGAAGGATACTACCCATTTTACTATGGCACAATGCCGTGTGT 
CAAAAACAATCACCCTTTGGCTTATTCACATTAATAAAAATCACAAGCTTTAATAACAGACA 
CTTAAAAATAAGATAAAAATGGATTGGAAATTTTTCTGATTACTAAAAGGTAAATTACTTTT 
CTGT CATTGAATGTCAGCCTTATTAAGCTTGTCATATAAGTTATTAAATCATTCATGTCAT 
ACTGCATAAACAAATGTTCATTTCAGAATTTTAAAGAGAAATGTATATAAAGAACMATGATT 
TTAATAATCAGGGGTATGTAAGTCCTTTTTCATCCAACTAGGTGAATTGCTTCAGATTTTCT 
CTAGTACCAGAGGGTACCTCCT CAAACTCTTTGAACCACTTAAGGCAGAAGAATGCAAGCTC 
TGAAATGACATCCTTAAAATGCTGATACTGGTCACAGCCTCTTTACCTCTGTGAGGAAATTG 
TAACAGTGTGTCTTTTAAGGTGTTTTTATTTTACCAGCCCTTAAGAAAGATCTCTAATACCT 
TTTAATACTTTTTTTTAATAATTTCAAGTTGAAGTGTTTTTAAAAACACTTTGTTTTGTAAT 
GTTTTGAATCTCTTGAGATGTGTTTACCCCACTAGATACATATTTGCCACTGGTTAGTTCTC 
CATCTAAGCTCAAGAGGTTATTCATCTCTCTTTAGATTCCAGTGGCTTTTCTTTTAACATCC 
AGGTAAAACAGAAACTGCTATGGTATACAACCAAGTTTTGGGGTTAAACATAATCAGAAAAG 
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FIGURE S9B 
AAAATCCAGTTAAATTTATGAAGTGAGATTTTCAGATCCTAGATCTTGAATAAAGGAAAGGT 
CTTTTCATCTTGATGGCCCCAAAGCTTGTTGGTCATGGTCTTTATTTCTGGCCACTATCTIC 
TTAAATAATATATTTTTAAGCCCTCATTTATTTTTGGTTTTGGGTGAGGAAAGTCATGTTTT 
CTAAGTCCTCTCCCCTAATAAAACCTACCCAACAATAGTGCTTTGAAAAGTGGTAGTTATCT 
TGAAGATACTCTTGCCAAATGCAAAGATAAACATTCTTTTTGTCTGCTTTATAAATATGAAA 
TATGCCAGATCTATAGTATTTTAATGTGCATCTACTTTAAATGAGTCATCTTGGGGTTTTTA 
TAATTCCCTTATGTTCTTGCCCCTCTACACTTGAAATAACAAAATGCCTTAATTTTATGGAT 
TAGTTCTCTTATAGTAGACAGGCAGCTATATGCAGCAAAACCAATAAAGTTATTTTTCAACT 
TTCATAGTTGTAAAATATCTTATACCAGAATACAAAACAGCTAAGAAAACATGCCACATTTTAT 
TTTAGCATTTTCAAATAATTTGTTTTTGGTGTAAGCACAGGATAAAAAAGGAGAGCGT CAAA 
GAAAAGAGACATAACACCTAACATTCATAAAAATTAACAAAGTATATTTTGGATGATGTTTT 
TACAGGAAATATTTTAAATAAGTTGGTAGAACTTTTAAAATGGTACTGTATTAGCTAATAAA 
ATATTCAGTACAAATATATGTTTGGATTTATGCATTAAAAAACTAATAAAATTATTTCCAAC 
TTTA 
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FIGURE 60 

></usr/seqdb2/s st/DNA/Dnased s. min / ss. DNA138039 
> <subunit 1 of 1, 758 aa 1 stop 
><MW: 87354, pI: 9.36, NX (S/T) : 1 
MRKQGVSSKRLQSSGRSQSKGRRGASL.AREPEVEEEVEKSVLGGGKL PRGAWRSSPGRIQ 
SLKERKGLELEVVAKT FILLGPFOFVRNSLAQLREKVOELOARRFSSRTTLGIAVFWAILH 
WLHLVTL FENDRH FSHLSSLEREMTFRTEMGLYYSYFKTEEAPSFLEGLWMIMNDRITE 
Y PLIINAIKRFHLY PEVIIASWYCTFMGIMNLFGLETKTCWNVTRIEPLNEVQSCEGLG D 
PACFYVGV IFILNGLMMGLFFMYGAYLSGTQLGGLITVLCFFFNHGEATRVMWTPPLRES 
FSYPFLVLQMCILTLILRTSSNDRRPF ALCLSNVAFMLPWQFAQFILFTQIASLFPMYV 
WGY IEPSKFOKIIYMNMISVTLSFILMFGNSMYLSSYYSSSLLMTWAIILKRNEIOKLGV 
SKLNFWLIOGSAWWCGTIILKFLTSKILGVSDHIRLSDLIAARILRYTDFDTLIYTCAPE 
FDFMEKATPLRYTKTLLLPVVMVITCFIFKKTVRDISYVLATNIYLRKOLLEHSELAFHT 
LOLLVFTALAILIMRI, KMFLTPHMCVMASLICSROLFGWLFRRVRFEKVIFGILTVMSIQ 
GYANLRNOWSIIGEFNNLPQEELLOWIKYSTTSDAVFAGAMPTMASIKLSTLHPIVNHPH 
YEDADLRARTKIWYSTYSRKSAKEVRDKLLELHWNYYWLEEAWCVVRTKPGCSMLEIWDV 
EDPSNAANPPLCSVILLEDARPYFTTV FONSVYRVLKVN 

Important features of the protein: 
Transmembrane domain : 
Amino acids 109-124; 97-213; 241-260; 2 66-283; 3O2-35; 336-356; 

37 6-391; 43O - 450; 495-509; 5 4 1-560; 584 - 599; 634 - 617 

N-glycosylation site: 
Anino acids 222-226 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Anino acids 102-06 

Tyrosine kinase phosphorylation site: 
Amino acids 51-519 

N-myristoylation sites: 
Amino acids 24-3O; 5 O-56; 51-157; 25 4-2 60; 264-27 O, 269-275; 

273-279; 639 - 645 

Amidation site : 
Amino acids 2 O-24 
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FIGURE 6 
GGCGCGGCCACATCCTTTAAATATGGTCTTTCTTGGGCGCGCGCGACAATGTGAGGAGTGGG 
GTGGAGCGTGTGTGGTGTGTGGCTGCGGCCTGGGCAAGAGCCGCCGCGGACCATGAGCTGAG 
TAAGTTCTGGAGGGATCCTGCCTCTTGGAGCCTTCGCAGCCAGGCAGCTGTGAACTGTGAGC 
TAGAGTGAAGCAGAAATCTAGGAAGATGAGCTCCAAGATGGTCATAAGTGAACCAGGACTGA 
ATTGGGATATTTCCCCCAAAAATGGCCTTAAGACATTTTTCTCTCGAGAAAATTATAAAGAT 
CATTCCATGGCTCCAAGTTTAAAAGAACTACGTGTTTTATCCAACAGACGTATAGGAGAAAA 
TTTGAATGCCT CAGCAAGTTCTGTAGAAAATGAGCCGGCAGTTAGTTCAGCAACTCAAGCAA 
AGGAAAAAGTTAAAACCACAATTGGAATGGTTCTTCTTCCAAAACCAAGAGTTCCTTATCCT 
CGTTTCTCTCGTTTCTCACAGAGAGAGCAGAGGAGTTATGTGGACTTGTTGGTTAAATACGC 
AAAGATTCCTGCAAATTCCAAAGCTGTTGGAATAAATAAAAATGACTACTTGCAGTACTTGG 
ATATGAAAAAACATGTGAACGAAGAAGTTACTGAGTTCCTAAAGTTTTTGCAGAATTCTGCA 
AAGAAATGTGCGCAGGATTATAATATGCTTTCTGATGATGCCCGTCTCTTCACAGAGAAAAT 
TTTAAGAGCTTGCATTGAACAAGTGAAAAAGTATTCAGAATTCTATACTCTCCACGAGGTCA 
CCAGCT'TAATGGGATTCTTCCCATTCAGAGTAGAGATGGGATTAAAGTTAGAAAAAACTCTT 
CTCGCATTGGGCAGTGTAANATATGTGAAAACAGTATTTCCCTCAATGCCTATAAAGTTGCAG 
CTGT CAAAGGACGATATAGCTACCATTGAAACGTCAGAACAAACAGCTGAAGCTATGCATTA 
TGATATTAGTAAAGATCCAAATGCAGAGAAGCTTGTTTCCAGATATCACCCTCAGATAGCTC 
TAACTAGTCAGTCATTATTTACCTTATTAAATAATCATGGACCAACGTACAAGGAACAGTGG 
GAAATTCCAGTGTGTATTCAAGTAATACCTGTTGCAGGTTCAAAACCAGTTAAAGTAATATA 
TATTAATTCACCACTTCCCCAAAAGAAAATGACTATGAGAGAGAGAAATCAAATCTTTCATG 
AAGTTCCATTAAAATTTATGATGTCCAAAAACACATCTGTTCCAGTCTCTGCAGTCTTTATG 
GACAAACCTGAAGAGTTTATATCTGAAATGGACATGTCCTGTGAAGTCAACGAGTGCCGAAA 
AATTGAGAGTCTTGAAAACTTGTATTTGGATTTTGATGATGATGTCACAGAACTTGAAACTT 
TTGGAGTAACCACCACCAAAGTATCAAAATCACCAAGTCCAGCAAGTACTTCCACAGTACCT 
AACATGACAGATGCTCCTACAGCCCCCAAAGCAGGAACTACAACTGTGGCACCAAGTGCACC 
AGACATTTCTGCTAATTCTAGAAGTTTATCTCAGATTCTGA'GGAACAATTGCAAAAGGAGA 
AACAGCTGGTCACTGGTATGGATGGTGGCCCTGAGGAATGCAAAAATAAAGATGATCAGGGA 
TTTGAATCATGTGAAAAGGTATCAAATTCTGACAAGCCTTTGATACAAGATAGTGACTTGAA 
AACATCTGATGCCTTACAGTTAGAAAATTCTCAGGAAATTGAAACTTCTAATAAAAATGATA 
TGACTATAGATATACTACATGCTGATGGTGAAAGACCTAATGTTCTAGAAAACCTAGACAAC 
TCAAAGGAAAAGACTGTTGGATCAGAAGCAGCAAAAACTGAAGATACAGTTCTCTGCAGCAG 
TGATACAGATGAGGAGTGTTTAATCATTGATACAGAATGTAAAAAAACCAGTTATAACAGTG 
TTTAATTTAGATAAGTTTGAGGGAAAATAATCAGTAGGCAAGAGGAACATTTTTCCTGTAGT 
AGCTAGAGTGCCTTGAAAAAATGTGTTGGCTATGTGAAGGAATATTTCAACTAAAATGGAAT 
GGTATGCTTTTCACCCTTAAAGTTTGAGGAGGATCTTGATATGTTTTAACATTATCATGGCA 
GGGAAATATATAAAGAAGAAAAATATTTTTACATTAAACCTTTTCTAAAAATTGTAAATAGA 
AAAATAATTTGGTTTTTTATCAAGAACAACACTTATCGTTATGTATTGTGTTAGTTATATTG 
CCAGTCTGTTGCGACTGACT CAAAAAGTTAAATGTTGCCACTGCTGAAGATGATTATGAGCA 
TCGCAAACTTTGTTTCTGACCCATTTTGACAGTTTTTATATACTCCTTTAAAATGATGAATG 
TTACAGGTTAATAAAGTTAATACCTTTAAA 
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FIGURE 62 
></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA1395.40 
> <subunit l of 1 592 aa, 1 stop 
><MW: 66453, pI : 5. 42, NX (S/T) : 3 
MSSKMVSEPGLNW DISPKNGLKTFFSRENYKDHSMAPSLKELRVLSNRRGENLNASAS 
SVENEPAVSSATOAKEKVKTTIGMVLLPKPRVPYPRFSRFSQREORSYVDLLVKYAKI PA 
NSKAVGINKNDYLOYLDMKKHVNEEVTEFI, KFLQNSAKKCAQDYNMLSDDARLFTEKILR 
ACIEQVKKYSE FYTLHEVTSLMGFFPFRV FMGLKLEKTLLALGSVKYVKTVFPSMPIKLO 
LSKDDI ATIETSEQTAEAMHYDISKDPNAEKLVSRYHPQIALTSQSLFTLLNNHGPTY KE 
QWEIPVCIOVIPVAGSKPVKVIY INSPLPOKKMTMRERNQI FHEVPLKFMMSKNTSVP VS 
AV FMDKPEEFISEMDMSCEVNECRKIESLENLYLDFDDDVTELETEGWTTTKVSKSPS PA 
STSTVPNMTDAPTAPKAGTTTVAPSAPDISANSRSLSOILMEOLOKEKOLVTGMDGGPEE 
CKNKDDQGFESCEKVSNSDKPLIQDSDLKTSDALQIENSQEIETSNKNDMTI DILHADGE 
RPNVLENLDNSKEKTVGSEAAKTEDTVI,CSSDTDEECI, IDTECKKTSYNSV 

Important features of the protein: 
N-glycosylation sites: 
Amino acids 56-60; 354-358; 427 – 431 

cAMP- and cQMP-dependent protein kinase phosphorylation sites: 
Amino acids 87-191; 331-335; 585-589 

N-myristoylation sites: 
Amino acids 126-132; 4 O7 - 4 13; 557-5 63 
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FIGURE 64 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA1396.02 
><subunit 1 of 1, 159 aa, 1 stop 
><MW: 15900, pI: 8. O7, NX (S/T) : 0 
MGRPRPFCPRSLVWSAQALLSHITCVVGPGPPWPGHRCGRPRPSCPGPPVOVTGV VGPGP 
SVPGHLCGRPRALLYHVTVEGLALEEGRDLALVGAGFOGVACQQEGAGGMGPGGTOGWGA 
TAGDCPEAPPGHLAIAIVAHGHLVPFOGTRGGSDAAGHD 

Important features of the protein: 
Signal peptide: 
Amino acids 1-25 

N-myristoylation sites: 
Amino acids 109-115; 113-119; 119-125; 148-154; 151-157; 152-158 
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FIGURE 65 
GGCGACCACCGCCGCCTCCTCACCTGGCCATTGGTGCAGCCCGTTCCCGGCGGCGAGAGAAG 
GCAGGCGCGCTCCTTGCGCCACGCCACACCGTCGGGCCCCCGTCGGGTCCCCCTCGGGCCGCA 
ATGGTGGGCTCCGCGCGGCTGGGTCCGGCACTCTTGACCCCCTTTGTAACCACCGCGGCGGG 
CACCCAGGGAGTTCGAGCAACGAAGTTGGTGACCTGCCCCGCTCCCAGGCAGTTTGCTGTTG 
GGGCTTTCACGGCTGCTGGAAGGGCATGGCTGTTTGTCCCATCACTGGGCGCCAGCTTCTCA 
AAGCTACGTTCACAGCAACGCAGTAGGGACTTTCGTGGCAGGCTTTTTTTAAGAGCTGAAAG 
AAGGGCGGGAGGGTTTACGTCCTAGGGTGATGATTTCCT CACCAGACAGCGAAGTATCTATT 
GGGAAACTCCAGGTGACCGCACCTCCTTCCGACAGTTCGCCCCGGGGCAAGTTTACCAGCTG 
CGTCAGAAAGCAGGTTTGCAAAATCCTTGGAGAACGGCCTGAGCTAAGGACTGGGGTCAGGA 
GGGTTTTAAACT CAITCTGATTTTCTTGCAATCATATCTCTTGAAAGTTTTTATATTTTCCC 
CAATATTTTTCTGAGTTGCTATATCCAATGAAAACAATGCTGATGTAGAGGTCCACCAGCCA 
ATGCTTTATTGGAAGTCAACGAATGAGACCGAGGGTGGCCCATAATCAATCTCGGCACGCGG 
GAATGTGAACCTCTTCCAAGGTCTGGGCGAGTCCCTAGAGTTACGCAGATGAAGGACATTGG 
CCCTCGAGAATCT CACACCAGCAAAGAAGAGCACAACGAAGCGCAAACTACTTATGATCATT 
GTGGCTTTGGGCAAGTTGTTGTAGCTCCCAGCAACAATTTCTTCACCTGGAGTGCAGCAATA 
AATGATACTGGTGCTGCAGGGCAGCTAATAAGCTTCTGAATAATATATGCAAAGTACTTGGC 
ACCATGAGCAGAACT CAGTATACCGT CACTGAAGAAATAGCTTATTTAATGATTACACTTTT 
CATATGTGCAAGTAAAAGTTTGACTTTTAGGGAGAGCCT CACCTACGGAATGTCTTTTTTAA 
ATTTCTTTTTTAATTATACTTTAAGTTCTGGGATACATGTGCAGAACGTGCAGGTTTGTTAC 
ACAGGTATACATGTGCCATGGTGGTTTGCAGCACCCATCAACCCTTCATCTAGGTTTTAAGC 
TCCGCATGCATTAGTTATTTGTCCTAATGCTCTCCCTCCCCTTGTCCCCCACCCCCCAACAG 
GCCTCAGGGTGTGATGTTCCCCTCCCTGGGTCCATATGTTCTCATTGTTCAACTCCCACTTA 
TGATGAGAACATGCAGTGTTTGGTTTTCTGTTCCTGTGTTAGTTTGCTGAGAATGATGGTTT 
CCAGCATCATCCACGTCCCTGCAAAGGACATGAATTCATTCTTTTTTATGGCTGCATGGTAT 
TCCAGGTGTATATGTGCCACATTTTCTTCATCCAGTCTATCATTGATGGGCACTTGGGTTG 
GTTCCAAGACTTTGTTATTGTGAACAGTGCTGCAATAAACATACGTTTGTATGTGTCAAAAA 
AAAAAAAAAAAAAAAA 
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FIGURE 66 

></usr/seqdb2/s st/DNA/Dna seqs, min / ss. DNA139632 
><subunit of , 90 aa, stop 
><MW: 9586, pI: 12. 18, NX (S/T) : 0 
MVGSARLGPALLTPFWTTAAGTOGVRATKLVTCPAPROFAVGAFTAAGRAWLFV PSIGAS 
FSKLRSQQRSRDFRGRLFT, RAERRAGGFTS 

Important features of the protein : 
Signal peptide : 
Amino acids 1-24 

N-myristoylation sites : 
Amino acids 24-3 O; A 2-48; 58-64 
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FIGURE 67 
CATGTCTAGACTGGGAGCCCTGGGTGGTGCCCGTGCCGGGCTGGGACTGTTGCTGGGTACCG 
CCGCCGGCCTTGGATTCCTGTGCCTCCTTTACAGCCAGCGATGGAAACGGACCCAGCGTCAT 
GGCCGCAGCCAGAGCCTGCCCAACTCCCTGGACTATACGCAGACTTCAGATCCCGGACGCCA 
CGTGATGCTCCTGCGGGCTGTCCCAGGTGGGGCTGGAGATGCCTCAGTGCTGCCCAGCCTTC 
CACGGGAAGGACAGGAGAAGGTGCTGGACCGCCTGGACTTTGTGCTGACCAGCCTTGTGGCG 
CTGCGGCGGGAGGTGGAGGAGCTGAGAAGCAGCCTGCGAGGGCTTGCGGGGGAGATTGTTGG 
GGAGGTCCGATGCCACATGGAAGAGAACCAGAGAGTGGCTCGGCGGCGAAGGTTTCCGTTTG 
TCCGGGAGAGGAGTGACTCCACTGGCTCCAGCTCTGTCTACTTCACGGCCTCCTCGGGAGCC 
ACGTTCACAGATGCTGAGAGTGAAGGGGGTTACACAACAGCCAATGCGGAGTCTGACAATGA 
GCGGGACTCTGACAAAGAAAGTGAGGACGGGGAAGATGAAGTGAGCTGTGAGACTGTGAAGA 
TGGGGAGAAAGGATTCTCTTGACTTGGAGGAAGAGGCAGCTTCAGGTGCCTCCAGTGCCCTG 
GAGGCTGGAGGTTCCTCAGGCTTGGAGGATGTGCTGCCCCTCCTGCAGCAGGCCGACGAGCT 
GCACAGGGGTGATGAGCAAGGCAAGCGGGAGGGCTTCCAGCTGCTGCTCAACAACAAGCTGG 
TGTATGGAAGCCGGCAGGACTTTCTCTGGCGCCTGGCCCGAGCCTACAGTGACATGTGTGAG 
CT CACTGAGGAGGTGAGCGAGAAGAAGTCATATGCCCTAGATGGAAAAGAAGAAGCAGAGGC 
TGCTCTGGAGAAGGGGGATGAGAGTGCTGACTGT CACCTGTGGTATGCGGTGCTTTGGGTC 
AGCTGGCTGAGCATGAGAGCATCCAGAGGCGCATCCAGAGTGGCTTTAGCTTCAAGGAGCAT 
GTGGACAAAGCCATTGCTCTCCAGCCAGAAAACCCCATGGCTCACTTTCTTCTTGGCAGGTG 
GTGCTATCAGGTCTCTCACCTGAGCTGGCTAGAAAAAAAAACTGCTACAGCCTTGCTTGAAA 
GCCCTCTCAGTGCCACTGTGGAAGATGCCCTCCAGAGCTTCCTAAAGGCTGAAGAACTACAG 
CCAGGATTTTCCAAAGCAGGAAGGGTATATATTTCCAAGTGCTACAGAGAACTAGGGAAAAA 
CTCTGAAGCTAGATGGTGGATGAAGTTGGCCCTGGAGCTGCCAGATGTCACGAAGGAGGATT 
TGGCTATCCAGAAGGACCTGGAAGAACTGGAAGTCATTTTACGAGACEAACCACGTTTCAC'' 
GGCCTTCATGACTTGATGCCACTATTTAAGGGGGGGGGCGGGGAGGCTTTTTTCCTTAGAC 
CTTGCTGAGAT CAGGAAACCACACAAATCTGTCTCCTGGGTCTGACTGCTACCCACTACCAC 
TCCCCATTAGTTAATTTATTCTAACCTCTAACCTAATCTAGAATTGGGGCAGTACT CATGGC 
TTCCGTTTCTGTTGTTCTCTCCCTTGAGTAATCTCTTAAAAAAACAAGATTCACACCTGCC 
CCAGGATTACACATGGGTAGAGCCTGCAAGACCTGAGACCTTCCAATTGCTGGTGAGGTGGA 
TGAACTT CAAAGCTATAGGAACAAAGCACATAACTTGTCACTTTAATCTTTTTCACTGACTA 
ATAGGACTCAGTACATATAGTC'TAAGATCATACCTTACCTACCAAGGTAAAAAGAGGGATCA 
GAGTGGCCCACAGACATTGCTTTCTTATCACCTATCATGTGAATTCTACCTGTATTCCTGGG 
CTGGACCACTTGATAACTTCCAGTGTCCTGGCAGCTTTTGGAATGACAGCAGTGGTATGGGG 
TTTATGATGCTATAAAACAATGTCTGAAAAGTTGCCTAGAATATATTTTGTTACAAACTTGA 
AATAAACCAAATTTGATGTT 
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FIGURE 68 

></usr/seqdb2/s st/DNA/Dna secs. min/ss. DNA1396.86 
><subunit 1 of l, 470 aa, 1 stop 
><MW: 52118, pI: 5.06, NX (S/T) : 0 
MSRLGALGGARAGLGLLLGTAAGLGFLCLLYSQRWKRTQRHGRSQSLPNSLDYTOTSDPG 
RHWMLLRAVPGGAGDASVLPSLPREGQEKVLDRLDFVLTSLVALRREVEELRSSLRGLAG 
EIVGEVRCHMEENORVARRRRFPFVRERSDSTGSSSVYFTASSGATFTDAESEGGYT TAN 
AESDNFRDSDKESEDGEDEVSCETV KMGRKDSLDLEEEAASGASSALEAGGSSGLEDVLP 
LLOOADELHRGDEQGKREGFOLLLNNKLVYGSRODFLWRLARAYSDMCELTEEVSEKKSY 
ALDGKEEAEAALEKGDESADCHLWYAVLCGQLAEHESIQRRIQSGFSFKEHVDKAIALQP 
ENPMAHFLLGRWCYQVSHLSWLEKKTATALLESPLSATVEDALOSFLKAEELOPGFSKAG 
RVYISKCY RELGKNSEARWWMKLALELPDVTKEDLAIQKDLEELEVILRD 

Important features of the protein: 
Signal peptide : 
Amino acids 1-32 

cAMP- and comP-dependent protein kinase phosphorylation site: 
Amino acids 209-213 

N-myristoylation sites: 
Amino acids 5-11; 8-14; 9-15; 15-21; 19-25; 72-78; 164-17 O; 

17 4-180; 222-228; 23 O-236 

Amidation sites: 
Amino acids 2O7-211; 2 5 4 - 258 

Cell attachment sequence: 
Amino acids 25 O-253 
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FIGURE 69 
CCCACGCGTCCGAAACACTTTAAACCTGACCAGCTAAATGGATAAACCTAGCCTGCATAGCT 
TTTAAACTGGGGTCTCATACAGCACAGGAGGCCTACTTGCTTCAAGAACTGAAAATCCAGAG 
GATGAATTGCTTTATCTGGGAATGGCAAAAGCCAGCACAATAAGGAATGCCAGTTTGTATGG 
GGCTACTAGCTCACATGCGGGATCAGAATGGTGTGAATGACAGCCGCACTGTGTCATGAAGG 
TGGTGGTGGTTTCCGCACAAGAGACCAAATAAGAAGAAAGCTGAGAGAGGGGGGAAACGTTTTT 
GGATGACAAAGGATGGGTTTCCATTTAATTACGCAGCTGAAAGGCATGAGTGTGGTGCTGGT 
GCTACTTCCTACACTGCTGCTTGTTATGCTCACGGGTGCTCAGAGAGCTTGCCCAAAGAACT 
GCAGATGTGATGGCAAAATTGTGTACTGTGAGTCTCATGCTTTCGCAGATATCCCTGAGAAC 
ATTTCTGGAGGGTCACAAGGCTTATCATTAAGGTTCAACAGCATTCAGAAGCTCAAATCCAA 
TCAGTTTGCCGGCCTTAACCAGCTTATATGGCTTTATCTTGACCATAATTACATTAGCTCAGTG 
GATGAAGATGCATTTCAAGGGATCCGTAGACTGAAAGAATTAATTCTAAGCTCCAACAAAAT 
TACTTATCTGCACAATAAAACATTTCACCCAGTTCCCAATCTCCGCAATCTGGACCTCTCCT 
ACAATAAGCTTCAGACATTGCAATCTGAACAATTTAAAGGCCTTCGGAAACTCATCATTTTG 
CACTTGAGATCTAACT CACTAAAGACTGTGCCCATAAGAGTTTTTCAAGACTGTCGGAATCT 
TGATTTTTTGGATTTGGGTTACAATCGTCTTCGAAGCTTGTCCCGAAATGCATTTGCTGGCC 
TCTTGAAGTTAAAGGAGCTCCACCTGGAGCACAACCAGTTTTCCAAGATCAACTTTCCTCAT 
TTTCCACGTCTCTTCAACCTCCGCT CAATTTACTTACAATGGAACAGGATTCGCTCCATTAG 
CCAAGGTTTGACATGGACTTGGAGTTCCTTACACAACTTGGATTTATCAGGGAATGACATCC 
AAGGAATTGAGCCGGGCACATTTAAATGCCTCCCCAATTTACAAAAATTGAATTTGGATTCC 
AACAAGCT CACCAATATCTCACAGGAAACTGTCAATGCGTGGATATCATTAATATCCATCAC 
ATTGTCTGGAAATATGTGGGAATGCAGTCGGAGCATTTGTCCTTTATTTTATTGGCTTAAGA 
ATTT CAAAGGAAATAAGGAAAGCACCATGATATGTGCGGGACCTAAGCACATCCAGGG'FGAA 
AAGGTTAGTGATGCAGTGGAAACATATAATATCTGTTCTGAAGTCCAGGTGGTCA ACACAGA 
AAGAT CACACCTGGTGCCCCAAACTCCCCAGAAACCTCTGATTATCCCTAGACCTACCATCT 
TCAA ACCTGACGTCACCCAATCCACCTTTGAAACACCAAGCCCTTCCCCAGGGTTTCAGATT 
CCTGGCGCAGAGCAAGAGTATGAGCATGTTTCATTTCACAAAATTATTGCCGGGAGTGTGGC 
TCTCTTTCTCTCAGTGGCCATGATCCTCTTGGTGATCTATGTGTCTTGGAAACGCTACCCAG 
CCAGCATGAAACAACTCCAGCAACACTCTCTTATGAAGAGGCGGCGGAAAAAGGCCAGAGAG 
TCTGAAAGACAAATGAATTCCCCTTTACAGGAGTATTATGTGGACTACAAGCCTACAAACTC 
TGAGACCATGGATATATCGGTTAATGGATCTGGGCCCTGCACATATACCATCTCTGGCTCCA 
GGGAATGTGAGATGCCACACCACATGAAGCCCTTGCCATATTACAGCTATGACCAGCCTGTG 
ATCGGGTACTGCCAGGCCCACCAGCCACTCCATGTCACCAAGGGCTATGAGACAGTGTCTCC 
AGAGCAGGACGAAAGCCCCGGCCTGGAGCTGGGCCGAGACCACAGCTTCATCGCCACCATCG 
CCAGGTCGGCAGCACCGGCCATCTACCTAGAGAGAATTGCAAACTAACGCTGAAGCCAACTC 
CT CACTGGGGAGCTCCATGGGGGGGAGGGAGGGCCTTCATCTTAAAGGAGAATGGGTGTCCA 
CAATCGCGCAATCGAGCAAGCTCATCGTTCCTGTTAAAACATTTATGGCATAGGGAAAAAAA 
AAAAAAAAAAAAAA 
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FIGURE 70 
></usr/seqdb2/sist/DNA/Dnasegs. min / ss. DNAl42392 
><subunit 1 of 1, 590 aa, l Stop 
><MW: 67217, pI: 9. 26, NX (S/T) : 4 
MGFHLITOLKGMSVVLVLLPTLLLVMLTGAORACPKNCRCDGKIVYCESHAFADIPENIS 
GGSOGLSLRFNSIOKLKSNOFAGLNOLIWLYLDHNYISSVDEDAFQGIRRLKELILSSNK 
ITYLHNKTFHPVPNLRNLDLSYNKLQTLQSEQFKGLRKLIILHLRSNSLKTVPIRVFODC 
RNLDFLDLGYNRLRSLSRNAFAGLLKLKELHLEHNQFSKINFAHFPRLFNLRSIYLOWNR 
IRSISQGLTWTWSSLHNLDLSGNDTQGIEPGTFKCLPNLQKLNLDSNKLTNISOETVNAW 
ISLISITLSGNMWECSRSTCPLFYWLKNFKGN KESTMICAGPKHIQGEKVSDAVETYNIC 
SEVQVVNTERSHLVPOTPQKPLIIPRPTIFKPDVTOST FETPSPSPGFQIPGAEQEYEHV 
SFHKI IAGSVALFLSVAMILLVIYVSWKRYPASMKQLOOHSLMKRRRKKARESEROMNSP 
LOEYYVDYKPTNSETMDISVNGSGPCTYTISGSRECEMPHHMKPLPYYSYDQPVIGYCOA 
HOPLHVTKGYETVSPEQDESPGLELGRDHSFIATIARSAAPAIYLERIAN 

Important features of the protein : 
Signal peptide: 
AIllino acids - 3 O 

Transmembrane domain : 
Amino acids 425 - A 43 

N-glycosylation sites : 
Amino acids 58-62; 126-130; 291-295; 501-505 

Tyrosine kinase phosphorylation site : 
Amino acids 13 6-1 4 3 

N-myristoylation sites: 
Amino acids 29-35; 61-67; 24 7-253; 267-273; 271-277; 331-337; 

502-508; 512-518; 562-568 

Glycosyl hydrolases family: 
AIllino acids 3 O-39 
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FIGURE 71 
TTCCAGTCAGAGTTAAGTTAAAACAGAAAAAAGGAAGATGGCAAGAATATTGTTACTTTTCC 
TCCCGGGTCTTGTGGCTGTATGTGCTGTGCATGGAATATTTATGGACCGTCTAGCTTCCAAG 
AAGCTCTGTGCAGATGATGAGTGTGTCTATACTATTTCTCTGGCTAGTGCTCAAGAAGATTA 
TAATGCCCCGGACTGTAGATTCATTAACGTTAAAAAAGGGCAGCAGATCTATGTGTACT CAA 
AGCTGGTAAAAGAAAATGGAGCTGGAGAATTTTGGGCTGGCAGTGTTTATGGTGATGGCCAG 
GACGAGATGGGAGTCGTGGGTTATTTCCCCAGGAACTTGGTCAAGGAACAGCGTGTGTACCA 
GGAAGCTACCAAGGAAGTTCCCACCACGGATATTGACTTCTTCTGCGAGTAATAAATTAGTT 
AAAACTGCAAATAGAAAGAAAACACCAAAAATAAAGAAAAGAGCAAAAGTGGCCAAAAAATG 
CATGTCTGTAATTTTGGACTGACGT 
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FIGURE 72 

></usr/seqdb2/s st/DNA/Dna seqs. min/Ss. DNAll 43076 
><subunit 1 of 1, 128 aa, 1 Stop 
> <MW: 14332, pI: 4.83, NX (S/T) : 0 
MARILLL FL, PGLVAVCAVHGIFMDRLASKKLCADDECWYTISLASAQEDYNAPDCRF NV 
KKGQQIYWYSKLVKENGAGEFWAGSVYGDGQDEMGVVGYFPRNLVKEQRVYQEATKEVPT 
TDIDFFCE 

Important features of the protein: 
Signal peptide : 
Amino acids - 4 

N-myristoylation site: 
Amino a Cics 84 - 9 O 
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FIGURE 73 
CTCAGATTTGCCATGGAGAAATTTTCAGTCTCGGCAATCCTGCTTCTTGTGGCCATCTCTGG 
TACTCTGGCCAAAGACACCACAGTCAAATCTGGATCCAAAAAGGACCCAAAGGACTCTCGAC 
CCAAACTACCCCAGACCCTGTCCAGAGGTTGGGGAGATCAGCTCATCTGGACTCAGACTTAC 
GAAGAAGCCTTATACAAATCCAAGACAAGCAACAGACCCTTGATGGTCATTCATCACTTGGA 
CGAATGCCCGCACAGTCAAGCTTTAAAGAAAGTGTTTGCTGAAAATAAGGAGATCCAGAAATTG 
GCAGAGCAGTTTGTTCTCCTCAACTTGATCTATGAAACAACTGACAAGCACCTTTCTCCTGA 
''GGCCAGTACGTCCCCAGAATTGTGTTTGTGGACCCTTCCCTGACGGTGAGGGCAGACATCA 
CCGGAAGATACT CAAACCGTCTCTACGCTTATGAACCTTCTGACACAGCTCTGTTGCACGAC 
AACATGAAGAAAGCTCTCAAGTTGCTGAAGACAGAGTTGTAGAGTCAACTGTACAGTGCCTC 
AGGAGCCGGGAAGGCAGAAGCACTGTGGACCTGCCGATGACATTACAGTTTAATGTTACAAC 
AAATGTATTTTTTAAACACCCACGTGTGGGGAAACAATATTATTATCTACTACAGACACATG 
ATTTTCTAGAAAATAAAGTCTTGTGAGAACTCCAAA 
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FIGURE 74 
></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA143294 
><subunit 1 of 1, 175 aa, 1 stop, l unknown 
> <MW: 19888.97, pI: 9. O8, NX (S/T) : O 
MEKFSVSAILLLVAISGTLAKDTTVKSGSKKDPKDSRPKLPQTLSRGWGDQLIWTOTYEE 
ALYKSKTSNRPLMVIHHLDECPHSOALKKVFAENKEIOKLAEOFVLLNLIYETTDKHLSP 
DGQYVPRIVFVDPSLTVRADITGRYSNRLYAYEPSDTALLHDNMKKALKLLKTEL 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - 2 O 
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FIGURE 76 
></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA143514 
><subunit ) of l, 207 aa, 1 Stop 
><MW: 22896, pI: 8.93, NX (S/T) : 0 
MAALVEPLGLERDVSRAVELLERLORSGELPFOKLQALQRVLQSRFCSAIREVYEQLYDT 
LDITGSAEIRAHATAKATVAAFTASEGHAHPRVVELPKTDEGLGFNIMGGKEONSPIYIS 
RVIPGGVADRHGGLKRGDQLLSVNGVSVEGEOHEKAVELLKAAOGSVKLVVRYT PRVLEE 
MEARFEKMRSARRROOHOSYSSLESRG 

Tyrosine kinase phosphorylation site : 
AIllino acids 5-59 

N-myristoylation sites: 
Amino acids 1 O2-108; 133-139 

Cell attachment sequence: 
AIino acids 36-39 

PDZ domain (Also known as DHR or GIGF) : 
Amino acids 93-74 
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FIGURE 77 
CTGTCAGCTGAGGATCCAGCCGAAAGAGGAGCCAGGCACTCAGGCCACCTGAGTCTACT CAC 
CTGGACAACTGGAATCTGGCACCAATTCTAAACCACTCAGCTTCTCCGAGCTCACACCCCGG 
AGATCACCTGAGGACCCGAGCCATTGATGGACTCGGACGAGACCGGGTTCGAGCACTCAGGA 
CTGTGGGTTTCTGTGCTGGCTGGTCTGCTGGGAGCCTGCCAGGCACACCCCATCCCTGACTC 
CAGTCCTCTCCTGCAATTCGGGGGCCAAGTCCGGCAGCGGTACCTCTACACAGATGATGCCC 
AGCAGACAGAAGCCCACCTGGAGAT CAGGGAGGATGGGACGGTGGGGGGCGC'I'GCTGACCAG 
AGCCCCGAAAGTCTCCTGCAGCTGAAAGCCTTGAAGCCGGGAGTTATTCAAATCTTGGGAGT 
CAAGACATCCAGGTTCCTGTGCCAGCGGCCAGATGGGGCCCTGTATGGATCGCTCCACTTTG 
ACCCTGAGGCCTGCAGCTTCCGGGAGCTGCTTCTTGAGGACGGATACAATGTTTACCAGTCC 
GAAGCCCACGGCCTCCCGCTGCACCTGCCAGGGAACAAGTCCCCACACCGGGACCCTGCACC 
CCGAGGACCAGCTCGCTTCCTGCCACTACCAGGCCTGCCCCCCGCACTCCCGGAGCCACCCG 
GAATCCTGGCCCCCCAGCCCCCCGATGTGGGCTCCTCGGACCCTCTGAGCATGGTGGGACCT 
TCCCAGGGCCGAAGCCCCAGCTACGCTTCCTGAAGCCAGAGGCTGTTTACTATGACATCTCC 
TCTTTATTTATTAGGTTATTTATCTTATTTATTTTTTTATTTTTCTTACTTGAGATAATAAAGA 
GTTCCAGAGGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAG 
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FIGURE 78 
></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA144841 
><subunit l of 1, 208 aa, 1 stop 
> <MW: 22187, pI: 5. 08, NX (S/T) : 1 
MDSDETGFEHSGLWVSVLAGLLGACQAHPIPDSSPLLQFGGQVRQRYLYTDDAQOTEAHL 
FIREDGTVGGAADOSPESLI,OLKALKPGVIQILGVKTSRFLCORPDGALYGSLHFDPEAC 
SFRELLLEDGYNVYOSEAHGLPLHLPGNKSPHRDPA PRGPARFLPLPGLPPALPEPPGIL 
APOPPDVGSSDPLSMVGPSOGRSPSY AS 

Important features of the protein : 
Signal peptide: 
Amino acids 1-27 

N-myristoylation sites : 
Amino acids 12-18; 20-26; 23-29; 66-72; 9 4-1 OO; 107-13; 168-74 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 15-26 

HBGF/FGF family proteins: 
Amino acids 57-73; 8 O-131 
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FIGURE 80 
Protein File: 
MW: 735O2.97, pI: 9. 26 
MSSOPAGNOTSPGATEDYSYGSWYIDEPOGGEELOPEGEVPSCHTSIPPGLYHACLASIS 
ILVLLLLAMLVRRROLWPDCVRGRPGLPSPVDFLAGDRPRAVPAAV FMVLLSSLCLLLPD 
EDAL PFLTLASAPSODGKTEAPRGAWKILGLFYYAALYY PLAACATAGHTAAHLLGSTLS 
WAHLGVOVWORAECPOVPKIYKYYSLLASLPLLLG LGFLSLWYPVOLVRSFSRRTGAGSK 
GLOSSYSEEYLRNLLCRKKLGSSYHTSKHGFLSWARVCLRHCIYTPQPGFHLPLKLVLSA 
TLTGTAIYQVALLLLVGVWPTIQKVRAGVTTOWSYLLAGFGIVLSEDKQEVVELVKHHLW 
ALEVCYISALVLSCLLTFLVLMRSLVTHRTNLRALHRGAALDLSPLHRSPHPSROAIFCW 
MSFSAYOTAFICLGLLVOOII FFLGTTALAFLWLMPVLHGRNLLLFRSLESSWPFWLTLA 
LAVILONMAAHWVFLETHDGHPOLTNRRVLYAATFLLFPLNWLVGAMVATWRVLLSALYN 
AIHLGQMDLSLLPPRAATLDPGYYTYRNFLKIEWSQSHPAMTAFCSL,L,LOAQSLL PRTMA 
APQDSLRPGEEDEGMQLLQTKDSMAKGARPGASRGRARWGLAYTLLHNPTLOVFRKTALL 
GANGAOP 

Important features of the protein: 
Transmembrane domains : 
Anino acids 54 - 69; O2-119; 148-166; 207-222; 301-32O; 

364 - 380; 4.31 - 451; 474 - 489; 512-531 

N-glycosylation site : YM 
Amino acids 8-12 

N-myristoylation sites : 
Amino acids 50-56; 176-182; 24 - 247; 3.7-323; 341-347 : 525-53; 

627-633; 631 - 637; 64 O-646; 661 - 667 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 364 - 375 

ATP/GTP-binding site motif A (P-loop) : 
Amino acids 132 - 4 O 
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FIGURE 81 
AAAAAATACAGCAGGTGAAGGAGGTTGGAGAGTAGGGGGTGGAGGGCCCACGCAGCACTTGT 
CCTTCACCCTGGAGGGGATCTGTTACATGCCCCAGATTGCTGGTCCCCTAGAAATGTTACTG 
AGGCAGCCTCTGCATTTTTGCAGGGATTGTTTTCTACTGTTTGACATTCACGTAACCTCCTA 
ACGCTGTCTGGGGAAGATGCTACCCCCTGCTCTCCCCGTCTTTCCTGCACTCTCAGCAATGG 
GATGGGCTGACTGATGCCCTGTGGGCTGGAAAGCTGACCACAGTTGCTGCAGACCAGACCCC 
CTCACATAGTGAGTGCTGGGCTGAGGAATCCAGGAGAGCCCGAGGGGGGACACTGAAGGTGT 
ATCGTTGGCCCTGCCAGCTGCAAGTGAACTGCTTCTGATGAATTTTAATAGGGAGAAAGAAG 
TATTTGCTAAGAATGGCAATCCTGACGCTCAGCCTTCAACT CATCTTGTTATTAATACCATC 
AATATCCCATGAGGCTCATAAAACGAGTCTTTCTTCTTGGAAACATGACCAAGATTGGGCAA 
ACGTCTCCAACATGACTTTCAGCAACGGAAAACTAAGAGTCAAAGGCATTTATTACCGGAAT 
GCCGACATTGCTCTCGACATCGCGTAACCT CAGCAGGCCTAACTCTCCAGGACCTTCAGCT 
ATGGTGTAATTTGAGGTCAGTGGCCAGAGGACAGATCCCGTCTACATTATGAGTGAAGCGGAGA 
GCTACTGCAGGGTTCTGAGCAGAGTCCTAATTTATATTTTAGAAGAATCATCATGGCTCCTA 
GATTAGGAATAAAACGAAGGGGCCCAGGGATGGAAACGATGAGTCCAGTTGGGTTACTGCAA 
AGATCCAGGCCAGAAATCCAGGCACAGTGGCACACACCTGAGTCCCAGATAATTCCACCTAC 
TGGTCCTGCTCTGTGGCCTACTGGTCCGAGTCCAGCCCCGACTGATTTCTGGGCCTGTAATG 
TCTAAAAACGCTCCCTGCTGATGTTTTGCAAGTGACTGTGTTACTTGAAGGCAGTTCCTAGG 
ATAAACTAGTCGCTTTATCATTACAGAATCATTCACTGAGCATCAACTATGTAACCAGCATT 
GGGTTGGGTGCCAGAGATCCAAAGCTA AGACACCAAAACCTGCTCTCCAGGAAACGAGAGGC 
TGAGAA 
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FIGURE 82 

></usr/seqdb2/s st/DNA/Dnas eqs. min/ss. DNA149995 
><subunit 1 of 1, 95 aa, Stop 
> <MW: 10704, pI: 10, 00, NX (S/T) : 2 
MAILTLSTOLILLLIPSISHEAHKTSLSSWKHDQDWANVSNMTFSNGKLRVKGIYYRNAD 
ICSRHRVTSAGLTLODLOLWCNLRSVARGOIPSTL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-19 

N-glycosylation sites : 
Amino acids 38-42; A 1-45 

N-myristoylation site : 
Amino acids 89-95 
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FIGURE 84 
></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNAll 67678 
><subunit 1 of l, 304 aa, l stop 
><MW: 32945, pI: 4. 69, NX (S/T) : 3 
MLPPPRPAAALALPVLLLLLVVLTPPPTGARPSPGPDYLRRGWMRLLAEGEGCAPCR PEE 
CAAPRGCLAGRVRDACGCCWECAN LEGOLCDL, DPSAHEY GHCGEQLECRLDTGGDLSRGE 
VPEPLCACRSQSPLCGSDGHTYSQICRLQEAARARPDANI TVAHPGPCESGPQIVSHPYD 
TWNVTGQDVIFGCEVFAYPMASIEWRKDGLDIQL, PGDDPH ISVOFRGGPQRFEVTGWLOI 
QAVRPSDEGTYRCLGRNALGOVEAPASLTVLTPDOLNSTGIPOLRSLNLVPEEEAESEEN 
DDYY 

Important features of the protein : 
Signal peptide : 
Amino acids 1-3 O 

N-glycosylation sites : 
Amino acids 59-63; 183-187; 277-281 

Tyrosine kinase phosphorylation site : 
Amino acids 24 A-252 

N-myristoylation sites: 
Amino acids 52-58; 66-72; 113-11.9; 249-255 

Kazal-type serine protease inhibitor domain : 
Artino acids 12-168 

Immunoglobulin domain : 
Amino acids 186-255 

Insulin-like growth factor binding proteins: 
Amino acids 53-90 
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FIGURE 86 

></usr/seqdb2/s st/DNA/Dna seqs, min/ss. DNA168028 
> <subunit 1 of 1, 334 aa, 1 stop 
><MW: 37257, pI : 5.95, NX (S/T) : 10 
MEPGPTAAQRRCSLPPWLPLGL LLWSGLAL.GAL PFGSSPHRVFHDLLSEQQLLEVEDLSL 
SLLQGGGLGPLSLPPDLPDLDPECRELLLDFANSSAELTGCLVRSARPVRLCQTCYPLFO 
QVVSKMDNISRAAGNTSESQSCARSLLMADRMQIVVILSEFFNTTWQEANCANCLTNNSE 
ELSNSTVYFLNLFNHTLTCFEHNLQGNAHSLLQTKNYSEVCKNCREAYKTLSSLYSEMOK 
MNELENKAEPGTHLCIDVE DAMNITRKLWSRTFNCSVPCSDTVPVIAVSV FILFL PVV FY 
LSSFLHSEQKKRKLILPKRLKSSTSFANIOENSN 

Important features of the protein: 
Signal peptide: 
Amino acids 1-31 

Transmembrane domain : 
Amino acids 278 – 3 OO 

N-glycosylation sites: 
Amino acids 93-97; 128-132; 135-139; 163-167; 177-18; 

184 - 188; 194-98; 216-22 O; 263-267; 27 4-278 

cAMP- and cqMP-dependent protein kinase phosphorylation site : 
Amino acids 1 O - 4 

N-myristoylation sites: 
Amino acids 27-33; 20 6-212; 251-257 

Leucine zipper pattern : 
Amino acids 190-212 
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FIGURE 88 

></usr/seqdb2/s st/DNA/Dnas eqs.min / ss. DNA173894 
> <subunit of l, 2O2 aa 1 St Op 
><MW: 21879, pI: 9.30 NX (S/T) ; 2 
MLVAGELLALPPSWAAGAPRAGRRPAR PRGCADRPEELLEQLY GRLAAGVLSAFHHTLOL, 
GPREOARNASCPAGGRPGDRRFRPPTNLRSVSPWAY RISYDPARY PRYLPEAYCLCRGCL 
TGLFGEEDVRFRSAPVYMPTV VLRR'T PACAGGRSVYTEAYVT PWGCTCW PEPEKDADS I 
NSSIDKOGAKLLLGPNDAPAGP 

Important features of the protein: 
Signal peptide : 
Allino acids 1-15 

N-glycosylation sites : 
Amino acids 68-72; 181-185 

Tyrosine kinase phosphorylation site: 
Amino acids 97 - 1 O 6 

N-myristoylation sites : 
Amino acids 17-23; 49-55; 7 4-80; 118-124 

Amidation Site : 
Amino acids 2-25 
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FIGURE 89 
CCGGGGCCTCCGGAGAACGCTGTCCCATGAACGTGCGGGGAGCGGCCCCCGGCGTCCGCGCG 
TCCCCGCGTCCCTGGCAATTCCCGACTTCCCAACGGCTTCCCGCTGGCAGCCCCGAAGCCGC 
ACCATGTTCCGCCTCTGGTTGCTGCTGGCCGGGCTCTGCGGCCTCCTGGCGTCAAGACCCGGT 
TTTCAAAATTCACTTCTACAGATCGTAATTCCAGAGAAAATCCAAACAAATACAAATGACAG 
TTCAGAAATAGAATATGAACAAATATCCTATATTATTCCAAT AGATGAGAAACTGTACACTG 
TGCACCTTAAACAAAGATATTTTTTAGCAGATAATTTTATGATCTATTTGTACAATCAAGGA 
TCTATGAATACTTATTCTTCAGATATTCAGACT CAATGCTACTATCAAGGAAATATTGAAGG 
ATATCCAGATTCCATGGTCACACTCAGCACGTGCTCTGGACTAAGAGGAATACTGCAATTTG 
AAAATGTTTCTTATGGAATTGAGCCTCTGGAATCTGCAGTTGAATTTCAGCATGTTCT, TTAC 
AAATTAAAGAATGAAGACAATGATATTGCAATTTTTATTGACAGAAGCCTGAAAGAACAACC 
AATGGATGACAACATTTTTATAAGTGAAAAATCAGAACCAGCTGTTCCAGATTTATTTCCTC 
TTTATCTAGAAATGCATATTGTGGTGGACAAAACTTTGTATGATTACTGGGGCTCTGATAGC 
ATGATAGTAACAAATAAAGTCATCGAAATTGTTGGCCTTGCAAATTCAATGTTCACCCAATT 
TAAAGTTACTATTGTGCTGTCATCATTGGAGTTATGGTCAGATGAAAATAAGATTTCTACAG 
TTGGTGAGGCAGATGAATTATTGCAAAAATTTTTAGAATGGAAACAATCTTATCTTAACCTA 
AGGCCTCATGATATTGCATATCTACTAATTTATATGGATTATCCTCGTTATTTGGGAGCAGT 
GTTTCCTGGAACAATGTGTATTACTCGTTATTCTGCAGGAGTTGCATTGTACCCCAAGGAGA 
TAACTCTGGAGGCATTTGCAGTTATTGTCACCCAGATGCTGGCACTCAGTCTGGGAATATCA 
TATGACGACCCAAAGAAATGTCAATGTTCAGAATCCACCTGTATAATGAATCCAGAAGTTGT 
GCAATCCAATGGTGTGAAGACTTTTAGCAGTTGCAGTTTGAGGAGCTTTCAAAATTTCATTT 
CAAATGTGGGTGT CAAATGTCTTCAGAATAAGCCACAAATGCAAAAAAAATCTCCGAAACCA 
GTCTGTGGCAATGGCAGATTGGAGGGAAATGAAATCTGTGATTGTGGTACTGAGGCT CAATG 
TGGACCTGCAAGCTGTTGTGATTTTCGAACTTGTGTACTGAAAGACGGAGCAAAAGTTATA 
AAGGACTGTGCTGCAAAGACTGT CAAATTTTACAATCAGGCGTTGAATGTAGGCCGAAAGCA 
CATCCTGAATGTGACATCGCTGAAAATTGTAATGGAAGCT CACCAGAATGTGGTCCTGACAT 
AACTTTAATCAATGGACTTTCATGCAAAAATAATAAGTTTATTTGTTATGACGGAGACTGCC 
ATGATCTCGATGCACGTTGTGAGAGTGTATTTGGAAAAGGTTCAAGAAATGCTCCATTTGCC 
TGCTATGAAGAAATACAATCT CAATCAGACAGATTTGGGAACTGTGGTAGGGATAGAAATAA 
CAAATATGTGTTCTGTGGATGGAGGAATCTTATATGTGGAAGATTAGTTTGTACCTACCCTA 
CTCGAAAGCCTTTCCATCAAGAAAATGGTGATGTGATTTATGCTTTCGTACGAGATTCTGTA 
TGCATAACTGTAGACTACAAATTGCCTCGAACAGTTCCAGATCCACTGGCTGT CAAAAATGG 
CTCTCAGTGTGATATTGGGAGGGTTTGTGTAAATCGTGAATGTGTAGAATCAAGGATAATTAAG 
GCTTCAGCACATGTTTGTTCACAACAGTGTTCTGGACATGGAGTGTGTGATTCCAGAAACAA 
GTGCCATTGTTCGCCAGGCTATAAGCCTCCAAACTGCCAAATACGTTCCAAAGGATTTTCCA 
TATTTCCTGAGGAAGATATGGGTTCAATCATGGAAAGAGCATCTGGGAAGACTGAAAACACC 
TGGCTTCTAGGTTTCCTCATTGCTCTTCCTATTCTCATTGTAACAACCGCAATAGTTTTGGC 
AAGGAAACAGTTGAAAAAGTGGTTCGCCAAGGAAGAGGAATTCCCAAGTAGCGAATCTAAAT 
CGGAAGGTAGCACACAGACATATGCCAGCCAATCCAGCTCAGAAGGCAGCACTCAGACATAT 
GCCAGCCAAACCAGATCAGAAAGCAGCAGTCAAGCTGATACTAGCAAATCCAAATCAGAAGA 
TAGTGCTGAAGCATATACTAGCAGATCCAAATCACAGGACAGTACCCAAACACAAAGCAGTA 
GTAACTAGTGATTCCTTCAGAAGGCAACGGATAACATCGAGAGTCTCGCTAAGAAATGAAAA 
TTCTGTCTTTCCTTCCGTGGTCACAGCTGAAAGAAACAATAAATTGAGTGTGGATC 
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FIGURE 90 
></usr/seddb2/s st/DNA/Dna seqs. min / ss. DNA176775 
><subunit l of 1, 787 aa, l stop 
> <MW: 87934, pI: 5. 49, NX (S/T) : A 
MFRLWLLLAGLCGLLASRPGFONSLLQIVIPEKIOTNTNDSSEIEYEQISYII PIDEKLY 
TVHLKORY FLADNFMIYLYNOGSMNTYSSDIOTOCYYOGNIEGYPDSMVTISTCSGIRGI 
LQFENVSYGIEPLESAVE FOHVLYKLKNEDNDIAIFIDRSLKEQPMDDNIFTSEKSEPAV 
PDLFPLYLEMHIVVDKTLYDYWGSDSM IVTNKVIEIWGLANSMFTOFKVTIVLSSLEIWS 
DENKISTVGEADELLOKFLEWKOSYLNLRPHDIAYLLLYMDY PRYLGAVFPGTMCITRYS 
AGVALYPKEITLEAFAVIVTQMLALSLGISYDDPKKCOCSESTCIMNPEVVOSNGVKTES 
SCSLRSFQNFISNVGVKCLQNKPOMOKKSPKPVCGNGRLEGNEICDCGTEAOCGPASCCD 
FRTCVLKDGAKCYKGLCCKDCOILOSGVECRPKAHPECDIAENCNGSSPECGPDITLING 
LSCKNNKFICYDGDCHDLDARCESVFGKGSRNAPFACYEEIQSQSDRFGNCGRDRNNKYV 
FCGWRNLICGRLVCTYPTRKPFHOENGDWIYAFVRDSVCITV DYKL PRTVPDPLAVKNGS 
QCDIGRVCVNRECVESRI IKASAHVCSQQCSGHGVCDSRN KCHCSPGYKPPNCOIRSKGF 
SIFPEEDMGSIMERASGKTENT WILLGFLTALPILIVTTAIVLARKOLKKWFAKEEEFPSS 
ESKSEGSTQTYASQSSSEGSTOTY ASOTRSESSSQADTSKSKSEDSAEAYTSRSKSODST 
OTOSSSN 

Important features of the protein: 
Signal peptide: 
AIIllino acids 1-16 

Transmembrane domain : 
Amino acids 309-326; 681 - 7 OS 

N-glycosylation sites: 
Amino acids 39-43; 125-129; 4 65 - A 69; 598 - 602 

Glycosaminoglycan attachment site : 
Amino acids 63- 635 

Tyrosine kinase phosphorylation site: 
Amino acids 269-276 

N-myristoylation sites: 
Amino acids 13-19; 82-88; 99-1 O 5; 2 18-224; 4 O - 407; 634 - 64 O; 

726-732; 739 -745 

EGF-like domain proteins : 
Amino acids 64 2 - 654 

Disintegrins proteins: 
Amino acids 4 OO - 4 O7, 422 - 472; 4 O3- 453; 4 67-511; 63 A - 684 

Reprolysin (M12B) family zinc metalloprotease: 
Amino acids 186-383 

Reprolysin family propeptide: 
Amino acids 63-176 
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FIGURE 91 
CACCAGACAGCACTCCAGCACTCTGTTTGGGGGGCATTCGAAACAGCAAAATCACTCATAAA 
AGGCAAAAAATTGCAAAAAAAAATAGTAATAACCAGCATGGCACTAAATAGACCATGAAAAG 
ACATGTGTGTGCAGTATGAAAATTGAGACAGGAAGGCAGAGTGTCAGCTTGTTCCACCTCAG 
CTGGGAATGTGCATCAGGCAACTCAAGTTTTTCACCACGGCATGTGTCTGTGAATGTCCGCA 
AAACATTCTCTCTCCCCAGCCTTCATGTGTTAACCTGGGGATGATGTGGACCTGGGCACTGTGG 
ATGCTCCCTTCACTCTGCAAATTCAGCCTGGCAGCTCTGCCAGCTAAGCCTGAGAACATTTC 
CTGTGTCTACTACTATAGGAAAAATTTAACCTGCACTTGGAGTCCAGGAAAGGAAACCAGTT 
ATACCCAGTACACAGTTAAGAGAACTTACGCTTTTGGAGAAAAACATGATAATTGTACAACC 
AATAGTTCTACAAGTGAAAATCGTGCTTCGTGCTCTTTTTTCCTTCCAAGAATAACGATCCC 
AGATAATTATACCATTGAGGTGGAAGCTGAAAATGGAGATGGTGTAATTAAATCTCATATCA 
CATACTGGAGATTAGAGAACATAGCGAAAACTGAACCACCTAAGATTTTCCGTGTGAAACCA 
GTTT"I'GGGCATCAAACGAATGATTCAAATTGAATGGATAAAGCCTGAGTTGGCGCCTGTTTC 
ATCTGATTTAAAATACACACTTCGATTCAGGACAGTCAACAGTACCAGCTGGATGGAAGTCA 
ACTTCGCTAAGAACCGTAAGGATAAAAACCAAACGTACAACCTCACGGGGCTGCAGCCTTTT 
ACAGAATATGTCATAGCTCTGCGATGTGCGGTCAAGGAGTCAAAGTTCTGGAGTGACTGGAG 
CCAAGAAAAAATGGGAATGACTGAGGAAGAAGCTCCATGTGGCCTGGAACTGTGGAGAGTCC 
TGAAACCAGCTGAGGCGGATGGAAGAAGGCCAGTGCGGTTGTTATGGAAGAAGGCAAGAGGA 
GCCCCAGTCCTAGAGAAAACACTTGGCTACAACATATGGTACTATCCAGAAAGCAACACTAA 
CCT CACAGAAACAATGAACACTACTAACCAGCAGCTTGAACTGCATCTGGGAGGCGAGAGCT 
TTTGGGTGTCTATGATTTCTTATAATTCTCTTGGGAAGTCTCCAGTGGCCACCCTGAGGATT 
CCAGCTATTCAAGAAAAATCATTTCAGTG CATTGAGGTCATGCAGGCCTGCGTTGCTGAGGA 
CCAGCTAGTGGTGAAGTGGCAAAGCTCTGCTCTAGACGTGAACACTTGGATGATTGAATGGT 
TTCCGGATGTGGACT CAGAGCCCACCACCCTTTCCTGGGAATCTGTGTCTCAGGCCACGAAC 
TGGACGATCCAGCAAGATAAATTAAAACCTTTCTGGTGCTATAACATCTCTGTGTATCCAAT 
GTTGCATGACAAAGTTGGCGAGCCATATTCCATCCAGGCTTATGCCAAAGAAGGCGTTCCAT 
CAGAAGGTCCTGAGACCAAGGGGAGAACATTGGCGTGAAGACGGTCACGAT CACAGGAAA 
GAGATTCCCAAGAGTGAGAGAAAGGGTATCATCTGCAACTACACCATCTTTTACCAAGCTGA 
AGGTGGAAAAGGATTCTGTAAGCACGCCCATAGCGAAGTGGAAAAAAACCCCAAGCCCCAGA 
TAGATGCTATGGATAGACCTGTTGTAGGCATGGCTCCCCCATCTCATTGTGACTTGCA ACCT 
GGCATGAATCACTTAGCTTCTTTAAATCTCTCTGAAAATGGGGCCAAGAGCACCCACCTTTT 
GGGGTTTTGGGGGTTAAATGAGAGTGAAGTGACAGTACCTGAGAGGAGAGTCCTGAGGAAAT 
GGAAGGAGTTGTTATAATTTGTCCTGGTTAGGCCCTGAATTGACCTCCCGGGAGCTCCCCGA 
CCATCATTCCCAGGAATGGCGTGCCTGGCTTAAAGAGTGAGGAGGAACAGACCCTGT CACCA 
TGACTTCTACTGCCCCTGCCAAATCATGCTTTTGTTTTTCAGTCCACCTTATCTCCTGACATCT 
TAAATACTGGGCAAGGCTTGGATTCTTGCTTAGGCTAAATAATTTTTTCTTATGGTAAAATA 
CACGTAAAATATTTTTCCAGTTTAAACATTTGAAAGTGTACAATTTAGTGGCATTAGAAGCA 
TTCACAATATTGTGCAACCAT CACCACTATTTCCAGAACTCTTCTATTTCTGCCCAAAT AGA 
AGCCCTATACCCATTCATTAGTCACTCCCCATTCCTCTCCTCCCACAGCCCCTGGCAACTAC 
CAAACTGCTTTGTGTCTCTATGGATTGCCTATTTTGGATATTTCATATACATAGAATCATAA 
ANTAAAAAAAAAAAAAAAAAAAA 
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FIGURE 92 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA 177313 
><subunit 1 of l, 582 aa, St Op 
> KMW: 66605, pI : 8.14, NX (S/T) : 15 
MCIROLKFFTTACVCECPQNILSPQPSCVNLGMMWTWALWMLPSLCKFSLAALPAKPEN I 
SCVYYYRKNLTCTWSPGKETSYTOYTVKRTYAFGE KHONCTTNS STSENRASCSFFL PRI 
TIPDNYTIEVEAENGDGVIKSHMTYWRLENIAKTEPPKIFRVKPVLG IKRMIOIEWIKIPE 
LAPVSSDLKYTLRFRTVNSTSWMEVNEAKNRKDKNOTYNLT GLOPFTEYVIALRCAVKES 
KFWSDWSOEKMGMTEEEAPCGL ELWRVLKPAEADGRREPVRLLWKKARGAPWLEKTLGYNI 
WYYPESNTNLTETMNTTNQQLELHLGGESFWVSMISYNSLGKSPVATLRI PAIQEKSFQC 
IEVMQACVAEDQLVVKWOSSALDVNTWMIEWFPDVDSEPTTLSWESVSQATNWTIQQDKL 
KPFWCYNISVYPMLHDKVGEPYSIQAYAKEGVPSEGPETEXVENIGVKTVTITWKEIPKSE 
RKGIICNYTIFY QAEGGKGFCKHAHSEVEKNPKPQIDAMDRPVVGMAPPSHCDLQPGMNH 
LASLNLSENGAKSTHL, LGFWGLNESEVTV PERRVLRKWKELT 

Important features of the protein: 
Signal peptide: 
Amino acids 1 - A 6 

N-glycosylation sites : 
Amino acids 59-63; 69-73; 99 - 103; 1 O3-107; 125-129; 198-202; 

215-21.9; 219-223; 309-313; 315-319; 41.2 - A 16; 
A 27-431; 487 - 491; 5 45-549; 563-5 67 

N-myristoylation sites : 
Amino acids 32-38; 137-43; 483 - 489; 55 O-556; 5 61-5 67 

Amidation site: 
Amino acids 27 A-278 

Growth factor and cytokines receptors family signature 1 : 
Amino acids 62-75 

Fibronectin type III domain : 
Amino acids 54 - 1.44; 15 4-2 47 
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FIGURE 93 
ATTCTCCTAGAGCATCTTTGGAAGCATGAGGCCACGATGCTGCATCTTGGCTCTTGTCTGCT 
GGATAACAGTCTTCCTCCTCCAGTGTTCAAAAGGAACTACAGACGCTCCTGTTGGCTCAGGA 
CTGTGGCTGTGCCAGCCGACACCCAGGTGTGGGAACAAGATCTACAACCCTTCAGAGCAGTG 
CTGTTATGATGATGCCATCTTATCCTTAAAGGAGACCCGCCGCTGTGGCTCCACCTGCACCT 
TCTGGCCCTGCTTTGAGCTCTGCTGTCCCGAGTCTTTTGGCCCCCAGCAGAAGTTTCTTGTG 
AAGTTGAGGGTTCTGGGTATGAAGTCTCAGTGTCACTTATCTCCCATCTCCCGGAGCTGTAC 
CAGGAACAGGAGGCACGTCCTGTACCCATAAAAACCCCAGGCTCCACTGGCAGACGGCAGAC 
AAGGGGAGAAGAGACGAAGCAGCTGGACATCGGAGACTACAGTTGAACTTCGGAGAGAAGCA 
ACTTGACTTCAGAGGGATGGCTCAATGACATAGCTTTGGAGAGGAGCCCAGCTGGGGATGGC 
CAGACTTCAGGGGAAGAATGCCTTCCTGCTTCATCCCCTTTCCAGCTCCCCTTCCCGCTGAG 
AGCCACTTTCATCGGCAATAAAATCCCCCACATTTACCATCT 
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FIGURE 94. 

</usr/seqdb2/s st/DNA/Dna seqs. Inin / ss. DNA57700 
<subunit 1 of 1, 125 aa, l stop 
KMW: 14 le8, pI: 9. Ol. NX (S/T) : 1 
MRPRCCILALVCWITVFLLOCSKGTTDAPVGSGLWLCQPTPRCGNKIYNPSEOCCYDDAI 
LSLKETRRCGSTCTFWPC FELCCPES FGPQQKFLVKLRVLGMKSQCHLSPISRSCTRNRR 
HWYP 

Important features : 
Signal peptide: 
Amino acids 1-21 

N-myristoylation sites: 
Amino acids 33-39; 7 O-76 

Anaphylatoxin domain proteins: 
Amino acids 5 O-60 
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FIGURE 95 
GCATTTTTGTCTGTGCTCCCTGATCTTCAGGTCACCACCATGAAGTTCTTAGCAGTCCTGGT 
ACT CTTGGGAGTTTCCATCTTTCTGGTCTCTGCCCAGAATCCGACAACAGCTGCTCCAGCTG 
ACACGTATCCAGCTACTGGTCCTGCTGATGATGAAGCCCCTGAFGCTGAAACCACTGCTGCT 
GCAACCACTGCGACCACTGCTGCTCCTACCACTGCAACCACCGCTGCTTCTACCACTGCTCG 
TAAAGACATTCCAGTTTTACCCAAATGGGTTGGGGATCTCCCGAATGGTAGAGTGTGTCCCT 
GAGATGGAATCAGCTTGAGTCTTCTGCAATTGGTCACAACTATTCATGCTTCCTGTGATTTC 
ATCCAACTACTTACCTTGCCTACGATATCCCCTTTATCTCTAATCAGTTTATTTTCT TTCAA 
ATAAAAAATAACTATGAGCAACATAAAAAAAAAAAAA 
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FIGURE 96 
</usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA62872 
<subunit 1 of 1, 90 aa, 1 stop 
<MW: 9039, pI: 4.37, NX (S/T) : 1 
MKFLAVLVLLGVSIFLVSAONBTTAAPADTY PATGPADDEAPDAETTAAATTATTAAPTT 
ATTAASTTARKDIPV, PKWVGDPNGRVCP 

important features : 
Signal peptide : 
Amino acids 1-9 
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FIGURE 97 
GGACTCTGAAGGTCCCAAGCAGCTGCTGAGGCCCCCAAGGAAGTGGTTCCAACCTTGGACCC 
CTAGGGGTCTGGATTTGCTGGTTAACAAGATAACCTGAGGGCAGGACCCCATAGGGGAATGC 
TACCTCCTGCCCTTCCACCTGCCCTGGTGTTCACGGTGGCCTGGTCCCTCCTTGCCGAGAGA 
GTGTCCTGGGTCAGGGACGCAGAGGACGCTCACAGACTCCAGCCCTTTGTTACCGAGAGGAC 
ACTTGGCAAGGTCCAGCGATGGTCCGGAGTCCACACACAGACTGGCGGCAGGGCAGGAGGGG 
GACAGTTC'FGTTGTGCTTGGTTGGACAGTAAGAGGGTCTTGGCCAGTCCAGGGTGGGGGGCG 
GCAAACTCCATAAAGAACCAGAGGGTCTGGGCCCCGGCCACAGAGTCATCTGCCCAGCTCCT 
CTGCTGCTGGCCAGTGGGAGTGGCACGAGGTGGGGCTTTGTGCCAGTAAAACCACAGGCTGG 
ATTTGCCTGCGGGCCATGGTCCCTGTCTAGGGCAGCAATTCTCAACCTTCTTGCTCTCAGGA 
CCCCAAAGAGCTTTCATTGTATCTATTGATTTTTACCACATTAGCAATTAAAACTGAGAAAT 
GGGCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGAT 
CACCTGAGATCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCTTGTCTACTAAAAA 
TACAAAAAATTAGCCAGGCACAGTGGTGTGCACTGGTAGTCCCAGTTACTCGGGAGGCTGAG 
GCAGGAAAATCGCTTGAACCCAGGAGGCGGACGTTGCGGTGAGCCGAGATCGCGCCGCTGAT 
TCCAGCCTGGGCGACAAGAGTGAGACTCCATCT CACACA 














































































































































































































































































































































































































































